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CGCCCGCGCGCACTTAACCCTACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCG 

AGAGTACTTCTAGAATTAATTAACGCGGGCATTGTGTGCAGAAGACCTGGACTGGAATCT 

AACACTGTGAGTACTCCCCAGGATCCGTGTTCCTCTCTTTAGCCCAGGCATGCAGTTACA 

TTACATTTTCCAACCTTCCTTGCAGTTAGCTACGATCACGTGACTGCATTCTGGCCAGTG 

G AATGTGTGTG G AAGTG ATGTG G GCCAATTCCAG G CCTGGCCTAT AAAA ATCCCCC ACTT 

TTTGTTCTCTTTCTCCATCCACCATCTGCATGGAGAGCTCCCAGCACTAGAGGGAGAAAA 

AGCCACCAGAGGGAAGGAGCCTGGGTCCCTGAATCACTGTGTAGACTACCTGCCAAACAT 

ACACCCTGAATTGTTATGGCAATAA 

>S EQU ENCE :561 4:prostate_M PM2000-004 P4Novel007_8Table3 

CCCTCACTAAAGGGAAAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATT 
AATTAACGCGGGTTCGTCCTAAGGACCACTGTCTGTGCTGTGTCTTTCAAAGGTCAGAAG 
AGATTGAACCTTTGTG I I I I I ATTTTCCCTGTGTTTGCTTTTTCTCATGGGGAACCTGTG 
TTGCTG CTTTG AAG GT ATATTCATACTGG CCTTTCAAATGCCAGCTCTTCAAATTACTAG 
TTAAG G CTTTCAAAAT ATGTTATTTAAAAAATTATCCTCTGTATTTTCCATATG C AGTTA 
TAAGTAGGTTTCATGGTTATGTTTTATTCCTCAGTTTATACATTTGATTATTGTACCAAG 
CAGAGTACCTTTGAAA I I i I I I I I CATTTAAAAAATATGGATC 
>SEQUENCE:5615:prostate_MPM2000-004P4Novel007_8Table3 

AGCTCCACCGCGGTGGCGGCCGC I I I I I G I M I I I I I I I I I I I I I I I I GCTGAGATCTTC 

TTATTCAACCCATATCAATTTGACTGGACTTGTAGCATTCAAATATTAACACAGATTTCA 

AATTTTAGAAAGATATTTGTACTAGAATACTTGTCAGGAACTCTGTGGATTTCATTAGTA 

TGGAAATTGTTTATAAAGACACACTCTGAATTTTTGTGGTCAAGTAGGGTTTGTAGAATC 

TTTGATAGCCCAGCATGTTAAAATGTAAATGTTCTAGAAAAATAATCTTTC ACTT TCCCT 

GTGAAAAGACCCCGCAAAAAGTTTTTTGAGGGGTGTGTTAAATATATAAATTTTGAAAGA 

CGTAAAC A AAATAGTT AACTATCTACTT ATG ATATTTAATAGTTTG G CC AG G CATGG C A A 

CTCATGCCTGTTGTAATCCCAGCGTATTGGGCGGCTGAGGTAGGAGGATTGTGTGAGCCC 

AGGCGTTTGAGACTGCAGTGAGCTATGGATCCTGCCTGGATGACAGGGCAAGACCCCAAG 

TCAAAAAAAAAAAGTAATAGTTTAATGAACATTTAAAAACACATTGTTTGGAATAATGTG 

TGTTAG AA AATTG CTTTTTTCTTACTTACATTAC ATAA AAG 

>SEQUENCE:561 6:prostate_MPM2000-004P4Novel007_8Table3 

GCGTATACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGC I I I I I I I 

I I I I I I I I I [ I I I I I I I GGGATGCTCAACCTATAATACCCAAAGGCTCTATTTCAGTAGA 

ATTTATTGGTTTGCTGATTATAGCAGTGACATAGTTGCATTCTAGAGACCTTAGAAAATG 

CAGAAAATTTCAAGAAAAACATTTAAATTGTGCTCATAGTGAAACTGAGAGGTGACCACT 

CTTAATATTTTGTGGCATAAGCATTCCAGTCTTTTATCTTTCTCAAAGTTTCACATAAAC 

TTTCTCAAAGGCCATTAAATACTTTTCCATAGCCTGATTTTTTGTGACC ACATAG TATCC 

TATTATATTGATAATACCATAATTTACCTAACCCATTTTTATATATTTGGATTTTTTCCA 

ATTCATCATTATTATGAATAATGGTGTATCTCAGTGGTTATTAC TTTGC ACTGCATTTCT 

TATGAAAGTATTGAGTAAAAGGAAGTAAAGCCCTCTCAGAGTGTTTTGTAGGCTGTCACA 

TTTCACTCCATAATGTCCTAGTGTTTGTTGCCACCAGTGATATATGAAGGTACCCACTGA 

AATGTCACACCTTTTTGGTTTTCCTTTTTAAAATAAAAAATAAAAAAGACATTTAACCAT 

ATAATATTGTTCTTATA 

>SEQUENCE:5617:prostate_MPM2000-004P4Novel007_8Table3 

ACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 
TTAATTAACGCGGGACTGCTAACAATTAGTCCATCACTATCCCCTCAAGTCAAAATAATG 
CCCATCAGACCTCAGGGGCGGGGTGACTACCCAAGATAGCCATCTGAACGTGACACACGG 
ACCC A ATTTTCCTGTAACCTCAAG GTG GTGT AAA AG G G G C AACC ATCTG GTC ATTTCTTC 
GAG I I I i I I I I ATATTTTGTATAACTCCTGTGCACATAATAAAATATGTAAGCCTATTTT 
TCTGCTAATGTGTGTACTATCAGTTTGTTTTATGGACTCACCCCTAAGGAGAAAAATGTA 
AATTTACCTACATGTGAAATTTAGTTTGGAGCTTGGCTGCCGTGGACCTAGCTAAAACTG 
GGTGGCCTGGGCTCTCCCTTC 

>SEQUENCE:5618:prostate_MPM2000-004P4Novei007_8Table3 

TACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGC I I I I I I I I I I I I 
TTTTCAG I I I I I I I I I I I GTTCCAGAAAAGATTTTTTGTTTTGTTAACTTAAAAATGGGC 
AGAAAGTATTCAAGAAAAACAATGTGAACTGCTTTAGCTTTCTGGGGATTTTTAGGATAG 
CTTTTCTGCTGAAGCCAATTTCAAGGGGAAAAGTTAAGCACTCCCACTTTCAAAAAAAAA 
AAAATAATAACCCACACACACAAAGAGTGTTGAGGACTTGTAGCTTAAAAAAAATAAGTT 
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TTAAAAACTGACTTTCTGTATTTATGATAGATATGACCATTTTTGGTGTTGAGTAGATTG 

TTGCATTGGAAATGAACTGAAGCAGTATGGTAGATTTAAAAGGAAAAAAAAAAAACCTTT 

TGTGTACATTTAGC I I I I I GTATGGTCCAGCTGACAGCTCCTCATTTGATGTTGTCTTGT 

TCATTCCTAGCAGATGATAGATTGCAATCCGTTGATTCGCCTAAGCTTTTCTCCCCTTGT 

CCCTTAATTCCACTTCCTCTTTCTTGTCCCTTAA 

>SEQUENCE:5619:prostate_MPM2000-004P4Nove!007_8Table3 

CCCTACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATT 

AATTAACGCGGGGGAAAACTGTCTTACTTAAACAAAATGTATTTTAGGAAAATGCCTGTT 

TCAAGGGT1TATTACTGTTTTATAACTAAGAGACTTGGGACTTTAGTATACGAAAAGGTG 

TCATTTCAAATGGGGGAAAATGAATTATTCAAACAAATGATCTTGGGACAACTGGATAGC 

CATTCAGAAAAAAAGTGAAGCTGGAACACTATAACATGCTTTACCCCACAATAAATCAGA 

GTTAAATGTNNAAAAAAAAAAAAAAAAAAAAAAAAAAAAAGGCGGCCGCCACCGCGGTGG 

AG CTCCAATTCGCCCTATAGTG AGTCGT ATTACG CG CG CTC ACTG GCCGTCGTTTTACAA 

CGTCGTGACTGGGAAAACCCTGGCGTTACCCAACTTAATCGCCTTGCAGCACATCCCCCT 

TTCGCCA 

>SEQUENCE:5620:prostate_MPM2000-004P4Novei007_8Table3 

ACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATT 

AACGCGGGCATTGTGTGCAGAAGACCTGGACTGGAATCTAACACTGTGAGTACTCCCCAG 

GATCCGTGTTCCTCTCTTTAGCCCAGGCATGCAGTTACATTACATTTTCCAACCTTCCTT 

GCAGTTAGCTACGATCACGTGACTGGATTTCTGGCCAGTGGAATGTGTGTGGAAGTGATG 

TGGGCCAATTCCAGGCCTGGCCTATAAAAATCCCCCAC I I I I I GTTCTCTTTCTCCATCC 

ACCATCTGCATGGAGAGCTCCCAGCACTAGAGGGAGAAAAAGCCACCAGAGGGAAGGAGC 

CTGGGTCCCTGAATCACTGTGTAGACTACCTGCCAAACATACACCCTGAATTGTTATGGC 

AATAACAAATAAACTCCTAATGTGTTAAGCCATTTAAATTCTGG 

>SEQUENCE:5621:prostate_MPM2000-004P4Novel007_8Table3 

TATA GGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGC I I I I I I I I I I I I I I i I I I I M f 

TTTTGAAATATGCCCACCCATTTCAGGTTGAGCCACGGATAAGGAGGGCTTAGCTCATGT 

CTCCTGTGGGAATTGAGGCATCTCAGGAAACAGTATAGAGTTGGTACAGTTAGAATGAGA 

AGAAGCCTGGGGAAAGAAACCAAGAGTGAGAAATGCGTGGCTATTTTGACTTAGCTGGAG 

CAACCCTCTCATAACAGGCTGGGAAGTGGACCCGCGTTAATTAACGCGGGGGAAATTGAT 

G AAC AAAC AAAG GTC AT AGTAAA AG AC AG ACTTTTGGG G ATAAAA ACAG AAACTCCA AGT 

ACTGTATCAACAAATGCAAGTACACCACAATCAGTGAGCAGTGTGGTTCATTATCTGGCA 

ATGGCAC 

>SEQUENCE:5622:prostate_MPM2000-004P4Novel007_8Table3 

TACGACT ACTAT AGGGCGAATTGGAGCTCACCGCGGTGGCGGCCGCI I I I I I U I I I i I I 

I I I I I I I I I I I I I I I I GAGGAGTAGAGAAATGACTAATTTTTTCATTGGTGAGTAATATG 

CTACAAAGACTCG TAGA ATCATATACTTTTGGACCTGGAAAGTAGCTTAAGGACCATCTG 

ATTAAAATTTTAAGTTTTATTGATGAAGAAATTAAGCTCAAGAAAGGCTGTTACTTGTCC 

AAGATCACAGAAGTTTTAACTATTGAAGCTTGAGAAAACAGCCAGTTCTTTGCTCAAATT 

TCAGCTGAAACTACATTGTATAATAAAATAACTCAACATAACATTACAACAGAATAGTTT 

AAACTCTTTCT AGTC AGTGG C AACTT AG G GTAG G G A AG ATCC AA AG G G ATTTTT A A AC AA 

GTTTGTTGAAATTATGTAAGAAAATTAACTTCATCAGTGAATTGAGATTTAGTTAGCGTT 

CTTGAGCTTCTAA 

>SEQUENCE:5623:prostate_MPM2000-004P4Novel007_8Table3 

ACG ACTCACT AT AG G G CG AATTG GAG CTCC ACCG CG GTGG CG GCCG C U I I I I I I I I I TT 

I I I I I I I I I I GGGGATGCTCAACCTATAATACCCAAAGGCTCTATTTCAGTAGAATTTAT 

TGGTTTGCTGATTATAGCAGTGACATAGTTGCATTCTAGAGACCTTAGAAAATGCAGAAA 

A TTTC AAGAAAAACATTTAAATTGTGCTCATAGTGAAACTGAGAGGTGACCACTCTTAAT 

ATTTTGTGGCATAAGC ATTC CAGTCTTTTATCTTTCTCAAAGTTTCACATAAACTTTCTC 

AAAGGCCATTAAATACTTTTCCATAGCCTGATTTTTTGTGACCACATAGTATCCTATTAT 

ATTGATAATACCATAATTTACCTAACCCATTTTTATATATTTGGATTTTTTCCAATTCAT 

CATTATTATGAATAATGGTGTATCTCAGTGGTTATTACTTTGCACTGCATTTCTTATGAA 

AGTATTGAGTAAAAGGAAGTAAAGCCCTCTCAGAGTGTTTTGTAGGCTGTCACATTTCAC 

TCCATAATGTCCTAGTGTTTGTTGCCACCAGTGATATATGAAGGTACCCACTGAAATGTC 

ACACCTTTTTGGTTTTCC I I I I I AAAATAAAAAA 

>SEQUENCE:5624:prostate_MPM2000-004P4Novel007_8Table3 
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ACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCI I I I I I I I I I I I I 
I I I I I I I I I I GGGGATGCTCAACCTATAATACCCAAAGGCTCTATTTCAGTAGAATTTAT 
TG GTTTGCTG ATT ATAGC AGTG AC ATAGTTG C ATTCTAG AG ACCTTAG AAAATG C AG AAA 
ATTTCAAGAAAAACATTTAAATTGTGCTCATAGTGAAACTGAGAGGTGACCACTCTTAAT 
ATTTTGTGGCATAAGCATTCCAGTCTTTTATCTTTCTCAAAGTTTCACATAAACTTTCTC 
AAAGGCCATTAAATACTTTTCCATAGCCTGA I I I I I I GTGACCACATAGTATCCTATTAT 
ATTGATAATACCATAATTTACCTAACCCATTTTTATATATTTGGATTTTTTCCAATTCAT 
CATTATTATGAATAATGGTGTATCTCAGTGGTTATTACTTTGCACTGCATTTCTTATGAA 
AGTATTGAGTAAAAGGAAGTAAAGCCCTCTCAGAGTGTTTTGTAGGCTGTCACATTTCAC 
TCCATAATGTCCTAGTGTTTGTTGCCACCAGTGATATATGAAGGTACCCACTGAAATGTC 
AC ACCTTTTTG GTTTTCCTTTTT AAAATAAA AAA 
>SEQUENCE:5625:prostate_MPM2000-004P4Novel007_8Table3 

TATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGC I I I I I I I I I I I I I I I I I I I I I I 
TTTTGAAATATGCCCACCCATTTCAGGTTGAGCCACGGATAAGGAGGGCTTAGCTCATGT 
CTCCTGTGGGAATTGAGGCATCTCAGGAAACAGTATAGAGTTG GTACA GTTAGAATGAGA 
AG A AGCCTG GG G AAAG AA ACC AAG AGTG AG AAATG CGTG G CTATTTTG ACTTAG CTG GAG 
CAACCCTCTCATAACAGGCTGGGAAGTGGACCCGCGTTAATTAACGCGGGGGAAATTGAT 
GAACAAACAAAGGTCATAGTAAAAGACAGACTTTTGGGGATAAAAACAGAAACTCCAAGT 
ACTGTATCAAC AAATG C AAGT AC ACCACAATC AGTG AG C AGTGTG GTTCATTATCTG GC A 
ATGGCAC 

>SEQUENCE:5626:prostate_MPM2000-004P4Novel007_8Table3 

GCGTATACGACTACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGC I I I I I I I I 

I I i I I I I I I I I I I I I I I I I I GGAAGAATCAACAGACTCTATATTTGATCACAAAGCAAAA 

GTTTAAGTGTATTACTTAAAATTTTAAGACAAAATCTGGAATAATTATAACTAACACAAA 

TTTTGAGGTAGAGGAAGAGAATTCTAGAGATAGGTGAGATAAAATTTTCATCTTTGATAA 

TGAGTAGACAAAAACACTACCTTTAACAAGTGAAGAATTTAAAAAATTTAGAGAAGAGGA 

AATCATAAGTGGTTTTTAAAATTTATTATACATATCGAGGTAAAGATAATCCAACAGAAA 

ATGAGATTTGAACAGACACTTCACAGGAGATAGACAAATGTCTCAACCTCATTAGTCACC 

AG AC AAATG C AAATTAAACTC A AAATG CAATACCTGT AC ACACCTC ACAG AATG G AT AAA 

ACTTGAAAGACTGACAAACCAAACCAACACAAAGCTGGTCTGAATGTGGAGCAAGGAAGA 

CGCTCGTACTCTCCTGGTGAGCAAGGTGGAGATGGTAAAAGAGCTGGTGTAACCACTTTG 

GAAAACTGTTAGTATCTATTAAAGTCAACCCGCGTTAATTAATTCTAGAAGTACTCTCGA 

GGGGGGG 

>SEQUENCE:5627:prostate_MPM2000-004P4Novel007_8Table3 

GCGCGTATACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCTTTTT 

I I I I I I I I I I I I I I I I I I I I I t I I GAAGAATCAACAGACTCTATATTTGATCACAAAGCA 

AAAGTTTAAGTGTATTACTTAAAATTTTAAGACAAAATCTGGAATAATTATAACTAACAC 

AAATTTTGAGGTAGAGGAAGAGAATTCTAGAGATAGGTGAGATAAAATTTTCATCTTTGA 

TAATGAGTAGACAAAAACACTACCTTTAACAAGTGAAGAATTTAAAAAATTTAGAGAAGA 

GGAAATCATAAGTGGTTTTTAAAATTTATTATGCATATACGAGGTAAAGATAATTCCAAC 

AGAAAATGAGATTTGAACAGTACTCTTAACAGGATATAGACAATTGTT 

>SEQUENCE:5628:prostate_MPM2000-004P4Novel007_8Table3 

GCTCCACCGCGGTGGCGCCCGC I I I I I I I I I I I I I I I I I I I I I I G AG GTTTCT ATTTTTA 

TTCAACTACAAGCAAACAGCACAATTAATGCAACATTCAGCAACTCAAGACCAGCTTTTC 

TTACCCCCATGAAGAACGATCAATTTAAAAAACACAGATCTCAGGTTTCCTCCCAAGCTG 

TCAGCGAGCGCTGCTACCGGTCTAGATTGCCATGTCCCAACAACAGCAAAGCCACCCTCC 

CTCCCGCCTTAATTAATTCTAGAAGTACTCTCGAGGGGGGGCCC 

>SEQUENCE:5629:prostate_MPM2000-004P4Novel007_8Table3 

TAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCI I I I I I I I I I I I I I I I I I I 1 I I I I 

TTGAGAGACAAACATGGGCCACATTTTTAAGACAAACATGGACCACAACCATGCTGAGAG 

AACTTAGAGTGAAGTTTACATGGCTATCTTTCTTAGTATTAGAAATTTTACCTGATAAAC 

ATCAAACATACGACCAACATAGGCATATAAAGCAGCTCTACAGATATTTTCCTACTGCCC 

AAAATATCATATAATGCACATGTAGGTCACATGTGAGTAGGCAAGAGATTCTGGAACACA 

GAAGCAAGACAACAGGATCACAGCAATTCAGTATGCTCTGCTTGTTATAGGAAATC 

>SEQUENCE:5630:prostate_MPM2000-004P4Novel007_8Table3 

ACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 
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TTAATTAACGCGGGGGAAAACTGTCTTACTTAAACAAAATGTATTTTAGGAAAATGCCTG 

TTTCAAGGGTTTATTACTGTTTTATAACTAAGAGACTTGGGACTTTAGTATACGAAAAGG 

TGTCATTTCAAATGGGGGAAAATGAATTATTCAACAAATGATCTTGGGACAACTGGATAG 

CCATTCAGAAAAAAAGTGAAGCTGGAACACTATAACATGCTTTACCCCACAATAAATCAG 

AGTTAAATGTNAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAGGCGGCCGCCACCGCGGTG 

GAGCTCCAATTCGCCCTATAGTGAGTCGTATTACGCGCGCTCACTGGCCGTCGTTTTACA 

ACGTCGTG 

>SEQUENCE:5631:prostate_MPM2000-004P4Novel007_8Table3 

GCGAATTGGAGCTCCACCGCGGTGGCGGCCGC I I I I I I I I I I I I I I I I I I I I I I I I I I I G 

CAAATAACGTGCCTTTTATTGGG CACTGGCTCTTTTTG AGCCCGG AGTCCCG CCCCCG CC 

CTCTCTCGAAGAACTGGCCAGACTTTTTGCAAACGCCTTGAAGGGTAGAATTAGCAGCGA 

GCTCTTGAAACTGCCTCTGGAGATGGAACTCAGCGGAATTCTCGAAAAGAAGAGGGACAT 

TAAAAAGACGGGTGCATGCACTGATTTCCAAGCGCAGTTTGTCCATGTTAGTCTTGTACA 

TGCTTGACTCCAGTCAGCCACCGTAGGCCCCGCCTTAATTAATTCTAGAAGTACTCTCGA 

GGGGGG 

>SEQUENCE:5632:prostate_MPM2000-004P4Novel007_8Table3 

GACTCACTATAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGC I I I I I I I I I I I I I I I I 

TTT1 I I I I I I I I I GACCAGAGAGGCCCCAAACTAGCAGCCTGTCCTCCTCAGTAGCCCCA 

GCATCCCTTCATCATTTTGTTGCCCTTCTATGGGCCTAGTTTAGGTCTGAGAGGCATAGT 

TTTAAAA I I I I I ATTGTTATTTATTTATTCTAG AG ATAAG GTCTTG CTATGTTTCCC AG G 

CTGGTCTTGAACTCCTGGCCTCAAGCAATCCTCCTGCAGCAGCCTCCCAAAGTGCTGGGA 

TTACAGGCATGAGCCACCACGTCTGGTCAGACAGGCATAGTTTTACAAATATGTGGGTGG 

ATAAATGCTGTCCAGTCTTACTTCATCACTTCTATCAATTGAATGCTTTTGGTTGGAAAT 

AACAGAAAATCCAACTAAAAGTGACTTAAACAAAGGAAATGTTATTATCTCATGTACCAG 

GAATTCTGGAGGTAGACTGGTTCAAGGGTGGATTAATTAATTCTAGAAGTACTCTCGAGG 

GGGGGCCCGGTACCCAGCTTTTGNTCCCTTTAGTGAGGGTTAATTGCGCGCTNGGCGTAA 

TCATG GTCATAGCTGTTTCCTGTGTG AA 

>SEQUENCE:5633:prostate_MPM2000-004P4Novel007_8Table3 

CTCCACCGCGGTGGCGGCCG CI I I I I I I I I I I I I I I I I I I I I I I I I I I I IGGGG G AG AAG 

AGAAATGACTAATTTTTTCATTGGTGAGTAATATGCTACAAAGACTCGTAGAATCATATA 

CTTTTGGACCTGGAAAGTAGCTTAAGGACCATCTGATTAAAATTTTAAGTTTTATTGATG 

AAAAAATTAAGCTCAAAAAAGGCTGTTACTTGTCCAAGATCACAGAAGTTTTAACTATTG 

AAGCTTGAGAAAACAGCCAGTTCTTTGCTCAAATTTCAGCTGAAACTACATTGTATAATA 

AAATAACTTAACATAACTTTACAACAGAATAGTTTAAACTC 

>SEQUENCE:5634:prostate_MPM2000-004P4Novel007_8Table3 

ACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCI I I I I I I I I ! I I I 
I I I I I I I I I I GG G G ATG CTCAACCTATA ATACCC A AAG G CTCT ATTTC AGTAG AATTTAT 
TGGTTTGCTGATTATAGCAGTGACATAGTTGCATTCTAGAGACCTTAGAAAATGCAGAAA 
ATTTCAAGAAAAACATTTAAATTGTGCTCATAGTGAAACTGAGAGGTGACCACTCTTAAT 
ATTTTGTGGCATAAGCATTCCAGTCTTTTATCTTTCTCAAAGTTTCACATAAACTTTCTC 
AAAGGCCATTAAATACTTTTCCATAGCCTGA I i I I f TGTGACCACATAGTATCCTATTAT 
ATTGATAATACCATAATTTACCTAACCCATTTTTATATATTTGGAI I I I I I CCAATTCAT 
CATTATTATGAATAATGGTGTATCTCAGTGGTTATTACTTTGCACTGCATTTCTTATGAA 
AGTATTGAGTAAAAGGAAGTAAAGCCCTCTCAGAGTGTTTTGTAGGCTGTCACATTTCAC 
TCCATAATGTCCTAGTGTTTGTTGCCACCAGTGATATATGAAGGTACCCACTGAAATGTC 
ACACC I I I I I G GTTTTCC I I I I I AAAATAAAAAA 
>SEQUENCE:5635:prostate_MPM2000-004P4Novel007_8Table3 

ACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGC I I I I I I I I I I I I I 
I I I I I I I I I I GGGGATGCTCAACCTATAATACCCAAAGGCTCTATTTCAGTAGAATTTAT 
TGGTTTGCTGATTATAGCAGTGACATAGTTGCATTCTAGAGACCTTAGAAAATGCAGAAA 
ATTTCAAGAAAAACATTTAAATTGTGCTCATAGTGAAACTGAGAGGTGACCACTCTTAAT 
ATTTTGTGGCATAAGCATTCCAGTCTTTTATCTTTCTCAAAGTTTCACATAAACTTTCTC 
AAAGGCCATTAAATACTTTTCCATAGCCTGA I I I I t TGTGACCACATAGTATCCTATTAT 
ATTGATAATACCATAATTTACCTAACCCATTTTTATATATTTGGA I I I I I I CCAATTCAT 
CATTATTATGAATAATGGTGTATCTCAGTGGTTATTACTTTGCACTGCATTTCTTATGAA 
AGTATTGAGTAAAAGGAAGTAAAGCCCTCTCAGAGTGTTTTGTAGGCTGTCACATTTCAC 
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TCCATAATGTCCTAGTGTTTGTTGCCACCAGTGATATATGAAGGTACCCACTGAAATGTC 
ACACC I I I I I G GTTTTCCTTTTTAAAAT AAA AAA 

>SEQUENCE:5636:prostate_MPM2000-004P4Novel007_8Table3 

GACTCACTATAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGCI I I I I I I I I I I I I I I I 

I I I I I I I I I I I I I GACCAGAGAGGCCCCAAACTAGCAGCCTGTCCTCCTCAGTAGCCCCA 

GCATCCCTTCATCATTTTGTTGCCCTTCTATGGGCCTAGTTTAGGTCTGAGAGGCATAGT 

TTTAAAATTTTTATTGTTATTTATTTATTCTAGAGATAAGGTCTTGCTATGTTTCCCAGG 

CTGGTCTTGAACTCCTGGCCTCAAGCAATCCTCCTGCAGC AGCC TCCCAAAGTGCTGGGA 

TTACAGGCATGAGCCACCACGTCTGGTCAGACAGGCATAGTTTT ACAAA TATGTGGGTGG 

ATAAATGCTGTCCAGTCTTACTTCATCACTTCTATCAATTGAATGCTTTTGGTTGGAAAT 

AACAGAAAATCCAACTAAAAGTGACTTAAACAAAGGAAATGTTATTATCTCATGTACCAG 

GAATTCTGGAGGTAGACTGGTTCAAGGGTGGATTAATTAATTCTAGAAGTACTCTCGAGG 

GGGGGCCCGGTACCCAGCTTTTGNTCCCTTTAGTGAGGGTTAATTGCGCGCTNGGCGTAA 

TC ATG GTC AT AG CTGTTTCCTGTGTG AA 

>SEQUENCE:5637:prostate_MPM2000-004P4Novel007_8Table3 

ACG ACTC ACT AT AGG G CG AATTGG AGCTCC ACCGCGGTGG CG G CCG C I I I I I I I I I I I I I 

I I I I I I I I I I GGGGATGCTCAACCTATAATACCCAAAGGCTCTATTTCAGTAGAATTTAT 

TGGTTTGCTGATTATAGCAGTGACATAGTTGCATTCTAGAGACCTTAGAAAATGCAGAAA 

ATTTCAAGAAAAACATTTAAATTGTGCTCATAGTGAAACTGAGAGGTGACCACTCTTAAT 

ATTTTGTGGCATAAGCATTCCAGTCTTTTATCTTTCTCAAAGTTTCACATAAACTTTCTC 

AAAGGCCATTAAATACTTTTCCATAGCCTGATTTTTTGTGACCA CATAGT ATCCTATTAT 

ATTGATAATACCATAATTTACCTAACCCATTTTTATATATTTGGATTTTTTCCAATTCAT 

CATTATTATGAATAATGGTGTATCTCAGTGGTTATTACTTTGCACTGCATTTCTTATGAA 

AGTATTGAGTAAAAGGAAGTAAAGCCCTCTCAGAGTGTTTTGTAGGCTGTCACATTTCAC 

TCCATAATGTCCTAGTGTTTGTTG CCACCAGTG ATATATGAAG GTACCCACTG AAATGTC 

ACACCTTTTTGGTrrTCCTTTTTAAAATAAAAAA 

>SEQUENCE:5638:prostate_MPM2000-004P4Novel007_8Table3 

GTAATACGACTACTATAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGC I I I I I I I I I I 
I I I I I I I I I I i I I I I I II I GGGGATTAGTAAATAAATCTAGAAATGAGTACTACGCTACA 
TAAAGAGTAGGTTTAGCAATTTTATTTGTGTTGCCAAATAATCT CCCTTTA CTTTCACAT 
ATCCTTTCAAAGTAAAATAAAATAATTTATTTATAACAAAAAATTA I I I I I I AATACAAT 
AG AG A A AAAACTTCAAATTTCCAAC ACGTTTTCT AAG G GTTCACA AAC AC TTCAG G CTTG 
AGTATTCAGATATTAAAAGAGAAAATGCCATCATCCTTTCTTCGTATTTTCTTTATATGG 
GCCGCAGATCTGCTTTGCCAGAATTGTCATACTACTGTCCTTACATTCGTGTGTGAAGCC 
CCTTTTCAGATAAATAACAGC 

>SEQUENCE:5639:prostate_MPM2000-004P4Novel007_8Table3 

ACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGC I I I I I I I I I I I I 

I I I I I I I I I I GGGGATGCTCAACCTATAATACCCAAAGGCTCTATTTCAGTAGAATTTAT 

TGGTTTGCTGATTATAGCAGTGACATAGTTGCATTCTAGAOACCTTAGAAAATGCAGAAA 

ATTTCAAGAAAAACATTTAAATTGTGCTCATAGTGAAACTGAGAGGTGACCACTCTTAAT 

ATTTTGTGGCATAAGCATTCCAGTCTTTTATCTTTCTCAAAGTTTCACATAAACTTTCTC 

AAAGGCCATTAAATACTTTTCCATAGCCTGATTTTTTGTGACCA CATAGT ATCCTATTAT 

ATTGATAATACCATAATTTACCTAACCCATTTTTATATATTTGGATTTTTTCCAATTCAT 

CATTATTATGAATAATGGTGTATCTCAGTGGTTATTACTTTGCACTGCATTTCTTATGAA 

AGTATTGAGTAAAAGGAAGTAAAGCCCTCTCAGAGTGTTTTGTAGGCTGTCACATTTCAC 

TCCATAATGTCCTAGTGTTTGTTGCCACCAGTGATATATGAAGGTACCCACTGAAATGTC 

ACACCTTTTTGGTTTTCCTTTTTAAAATAAAAAA 

>SEQUENCE:5640:prostate_MPM2000-004P4Novel007_8Table3 

CTATACGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGC I I I I I I I I I I I I I I I I I I I I I 

I I I 1 I I I GGACCAGAGAGGCCCCAAACTAGCAGCCTGTCCTCCTCAGTAGCCC CAGC ATC 

CCTTCATCATTTTGTTGCCCTTCTATGGGCCTAGTTTAGGTCTGAGAGGCATAGTTTTAA 

AATTTTTATTGTTATTTATTTATTCTAGAGATAAGGTCTTGCTATGTTTCCCAGGCTGGT 

CTTGAACTCCTGGCCTCAAGCAATCCTCCTGCAGCAGCCTCCCAAAGTGCTGGGATTACA 

GGCATGAGCCACCACGTCTGGTCAGACAGGCATAGTTTTACAAATATGTGGGTGGATAAA 

TGCTGTCCAGTCTTACTTCATCACTTCTATCAATTGAATGCTTTTGGTTGGAAATAACAG 

AAAATCCAACTAAAAGTGACTTAAACAAAGGAAATGTTATTATCTCATGTACCAGGAATT 
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CTGGAGGTAGACTGGTTCAAGGGTGGATTAATTAATTCTAGAAGTACTCTCGAGGGGGGG 
CCCG GT ACCCAG CTTTTGTTCCCTT 

>SEQUENCE:5641 :prostate_MPM2000-004P4Novel007_8Table3 

GCGTAATACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGC GGCC GCTTTTTT 
I i I I I I I I I I I I I I I I I I I ACTTGAATTGTTGTTATAGTGCTTCCGTTATTTATTTTTAT 
I I I I I I I ATTATACTTTAAGTTTTAGGGTACATGTGCACAACGTGCAGGTTTGCTACATA 
TGTATACATGTGCCATGTTGGTGTGCTGCACTCATTAACTCGTCATTTATATTAGGTATA 
TATACGTGTTCATTGTACCCTTATCGACTTTGCAGCATGCTTATCCATCTAACTATTCAT 
CTTTATTTGCCTTCG MINI GAGTTCCCTTATTCATCCTAAAACAAAATATAATGCCTG 
ACTCATAGTCAGACTTCACAGTATTTTTAAATGAATTACATTGCATTGGGGAAATATAAA 
TAGTAATGTCCTTTTATAGAGGAAGTCTAAAAGAAATTCTTGGGTGAATTGATAATCAAA 
CATTTTTAAGAAGGTATATTTGCTAGCAAAGAAAGAAAAAATATGACAGCTTATTTATAT 
AGAAAACCTATGTATTCTGGGA I I I I I CTTTGTTTCAAGTCTGTATATGAATATCATGCT 
ATCCCTTCCCCCGCCTTAATTAATTCTAGAAGTACTCTCGAGGGGG 

>SEQUENCE:5642:prostate_MPM2000-004P4Novel007_8Table3 

ACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGC I I I I I I I I I I I I I 

I I I I I I I I I I GGG G ATGCTCAACCTATAATACCC AAAG G CTCT ATTTCAGTAG AATTT AT 

TGGTTTGCTGATTATAGCAGTGACATAGTTGCATTCTAGAGACCTTAGAAAATGCAGAAA 

ATTTCAAGAAAAACATTTAAATTGTGCTCATAGTGAAACTGAGAGGTGACCACTCTTAAT 

ATITTGTGGCATAAGCATTCCAGTCTTTTATCTTTCTCAAAGTTTCACATAAACTTTCTC 

AAAGGCCATTAAATACTTTTCCATAGCCTGATTTTTTGTGACCA CATAGT ATCCTATTAT 

ATrGATAATACCATAATTTACCTAACCCATTTTTATATATTTGGATriTTTCCAATTCAT 

CATTATTATGAATAATGGTGTATCTCAGTGGTTATTAC TTTG CACTGCATTTCTTATGAA 

AGTATTGAGTAAAAGGAAGTAAAGCCCTCTCAGAGTGTTTTGTAGGCTGTCACATTTCAC 

TCCATAATGTCCTAGTGTTTGTTGCCACCAGTGATATATGAAGGTACCCACTGAAATGTC 

ACACCI I I I I GGTTTTCCTTTTTAAAATAAAAAA 

>SEQUENCE:5643:prostate_MPM2000-004P4NoveI007_8Table3 

TACG ACT ACT ATAG G G CG AATTG GAG CTCACCG CG GTGG CG GCCG C I I I I I I I I I I I I I I 
I I I I I I I I I I I I I I I I GAG G AGTAG AG AAATG ACT AATTTTTTC ATTG GTG AGT AAT ATG 
CTACAAAGACTCGTAGAATCATATACTTTTGGACCTGGAAAGTAGCTTAAGGACCATCTG 
ATTAAAATTTTAAGTTTTATTGATGAAGAAATTAAGCTCAAGAAAGGCTGTTACTTGTCC 
AAG ATC AC AG AAGTTTTAACT ATTG A AG CTTG AG AAA AC AG CCAGTTCTTTG CTC AAATT 
TCAGCTGAAACTACATTGTATAATAAAATAACTCAACATAACATTACAAC AGAATA GTTT 
AAACTCTTTCTAGTC AGTG GC AACTT AG G GTAGG G AAG ATCC AAAG G G ATTTTTA AAC AA 
GTTTGTTGAAATTATGTAAGAAAATTAACTTCATCAGTGAATTGAGATTTAGTTAGCGTT 
CTTG AG CTTCTAA 

>SEQUENCE:5644:prostate_MPM2000-004P4Novel007_8Table3 

ATACG ACTACTATAGGGCGAATTGG AGCTCCACCG CG GTGGCGGCCGCTTTTTTTTTTTT 

T I I I I I I I I I I GGGGATGCTCAACCTATAATACCCAAAGGCTCTATTTCAGTAGAATTTA 

TTGGTTTGCTGATTATAGCAGTGACATAGTTGCATTCTAGAGACCTTAGAAAATGCAGAA 

AATTTCAAGAAAAACATTTAAATTGTGCTCATAGTGAAACTGAGAGGTGACCACTCTTAA 

TATTTTGTGGCATAAGCATTCCAGTCTTTTATCTTTCTCAAAGTTTCACATAAACTTTCT 

CAAAGGCCATTAAATACTTTTCCATAGCCTGATTTTTTGTGACCACATAGTATCCTATTA 

TATTGATAATACCATAATTTACCTAACCCATTTTTATATATTTGGATTTTTTCCAATTCA 

TCATTATTATGAATAATGGTGTATCTCAGTGGTTATTACTTTGCACTGCATTTCTTATGA 

AAGTATTGAGTAAAAGGAAGTAAAGCCCTCTCAGAGTGTTTTGTAGGCTGTCACATTTCA 

CTCCATAATGT 

>SEQUENCE:5645:prostate_MPM2000-004P4Novel007_8Tab!e3 

CGTAATACGACTACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCI I I I I I I I 

I I I I I I I I I I I I I I I I G G G ATG CTC AACCT AT AAT ACCC A A AG GCTCT ATTTC AG TAG A A 

TTTATTGGTTTGCTGATTATAGCAGTGACATAGTTGCATTCTAGAGACCTTAGAAAATGC 

AGAAAATTTCAAGAAAAACATTTAAATTGTGCTCATAGTGAAACTGAGAGGTGACCACTC 

TTAATATTTTGTGGCATAAGCATTCCAGTCTTTTATCTTTCTCAAAGTTTCACATAAACT 

TTCTCAAAGGCCATTAAATACTTTTCCATAGCCTGA1TTTTTGTGACCACATAGTATCCT 

ATTATATTGATAATACCATAATTTACCTAACCCATTTTTATATATTTGGATTTTTTCCAA 

TTCATCATTATTATGAATAATG 
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>SEQUENCE:5646:prostate_MPM2000-004P4Novel007_8Tab!e3 

ACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCI I I I I I I I I I I I I 
I I I I I I I I II GGGGATGCTCAACCTATAATACCCAAAGGCTCTATTTCAGTAGAATTTAT 
TGGTTTGCTGATTATAGCAGTGACATAGTTGCATTCTAGAGACCTTAGAAAATGCAGAAA 
ATTTCAAGAAAAACATTTAAATTGTGCTCATAGTGAAACTGAGAGGTGACCACTCTTAAT 
ATTTTGTGGCATAAGCATTCCAGTCTTTTATCTTTCTCAAAGTTTCACATAAACTTTCTC 
AAAGGCCATTAAATACTTTTCCATAGCCTGA I I I I I I GTGACCACATAGTATCCTATTAT 
ATTGATAATACCATAATTTACCTAACCCA I I I I I ATATATTTGGA I I I I I I CCAATTCAT 
CATTATTATGAATAATGGTGTATCTCAGTGGTTATTACTTTGCACTGCATTTCTTATGAA 
AGTATTGAGTAAAAGGAAGTAAAGCCCTCTCAGAGTGTTTTGTAGGCTGTCACATTTCAC 
TCCATAATGTCCTAGTGTTTGTTGCCACCAGTGATATATGAAGGTACCCACTGAAATGTC 
ACACC I I I I I GGTTTTCC I I I I I AAAATAAAAAA 
>SEQUENCE:5647:prostate_MPM2000-004P4Novel007_8Table3 

GCGTATACGACTACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGC I I II I I I I 

I I I I I I I I I I I I I I I I I I I I G G AAG AATC AAC AG ACTCTATATTTG ATCACAAAG CAAA A 

GTTTAAGTGTATTACTTAAAATTTTAAGACAAAATCTGGAATAATTATAACTAACACAAA 

TTTTGAGGTAGAGGAAGAGAATTCTAGAGATAGGTGAGATAAAATTTTCATCTTTGATAA 

TGAGTAGACAAAAACACTACCTTTAACAAGTGAAGAATTTAAAAAATTTAGAGAAGAGGA 

AATCATAAGTGGTTTTTAAAATTTATTATACATATCGAGGTAAAGATAATCCAACAGAAA 

ATGAGATTTGAACAGACACTTCACAGGAGATAGACAAATGTCTCAACCTCATTAGTCACC 

AGACAAATGCAAATTAAACTCAAAATGCAATACCTGTACACACCTCACAGAATGGATAAA 

ACTTGAAAGACTGACAAACCAAACCAACACAAAGCTGGTCTGAATGTGGAGCAAGGAAGA 

CGCTCGTACTCTCCTGGTGAGCAAGGTGGAGATGGTAAAAGAGCTGGTGTAACCACTTTG 

GAAAACTGTTAGTATCTATTAAAGTCAACCCGCGTTAATTAATTCTAGAAGTACTCTCGA 

GGGGGGG 

>SEQUENCE:5648:prostate_MPM2000-004P4Novel007_8Table3 

GCGTATACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCI I I I I I I 
I I I I I II I I 11 I I I I I I G G G ATGCTCAACCTATAATACCC A AAG GCTCT ATTTC AGTAG A 
ATTTATTGGTTTGCTGATTATAGCAGTGACATAGTTGCATTCTAGAGACCTTAGAAAATG 
CAGAAAATTTCAAGAAAAACATTTAAATTGTGCTCATAGTGAAACTGAGAGGTGACCACT 
CTTAATATTTTGTGGCATAAGCATTCCAGTCTTTTATCTTTCTCAAAGTTTCACATAAAC 
TTTCTCAAAGGCCATTAAATACTTTTCCATAGCCTGAI I I I I I GTGACC ACATAGT ATCC 
TATTAT ATTGATAATACCATAATTTACCTAACCCA I I I I I ATATATTTGGATTTTTTCCA 
ATTCATCATT ATT ATG AATAATG GTGT ATCTC AGTG GTTATT ACTTTG CACTG C ATTTCT 
TATGAAAGTATTGAGTAAAAGGAAGTAAAGCCCTCTCAGAGTGTTTTGTAGGCTGTCACA 
TTTCACTCCATAATGTCCTAGTGTTTGTTGCCACCAGTGATATATGAAGGTACCCACTGA 
AATGTCACACCTTTTTGGTTTTCCTTTTTAAAATAAAAAATAAAAAAGACATTTAACCAT 
ATAATATTGTTCTTATA 

>SEQUENCE:5649:prostate_MPM2000-004P4Novel007_8Table3 

CGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGC I I I I I I M I I I I I I 
I I I I I I I I I I GGTCTTTTCTGTA I I I I I I I I I I I I I AAATCAACTAAAACAATTTGATGC 
TTAAAATAAAAGACAGGAAATATTTCCTGATGAGACTTTATTCGAGAATATAGATTTTAT 
TTCTGATCCCGGGGGC 

>SEQUENCE:5650:prostate_MPM2000-004P4Novel007_8Table3 

TACG ACT ACTATAG GG CG AATTGG AG CTCACCG CGGTGGCGGCCG CTTTTTTTTTTTTTT 

I I I I I I I I I I I I I I I I GAGGAGTAGAGAAATGACTAAT I I I I I CATTGGTGAGTAATATG 

CTACAAAG ACTCGT AG AATCATATACTTTTG G ACCTGG AAAGTAG CTTAAG G ACC ATCTG 

ATTAAAATTTTAAGTTTTATTGATGAAGAAATTAAGCTCAAGAAAGGCTGTTACTTGTCC 

AAGATCACAGAAGTTTTAACTATTGAAGCTTGAGAAAACAGCCAGTTCTTTGCTCAAATT 

TCAGCTGAAACTACATTGTATAATAAAATAACTCAACATAACATTACAACAGAATAGTTT 

AAACTCTTTCTAGTCAGTGGCAACTTAGGGTAGGGAAGATCCAAAGGGATTTTTAAACAA 

GTTTGTTGAAATTATGTAAGAAAATTAACTTCATCAGTGAATTGAGATTTAGTTAGCGTT 

CTTGAGCTTCTAA 

>SEQUENCE:5651:prostate_MPM2000-004P4Novel007_8Table3 

TATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGC I I I I I I I I I I I I I I I I I I I I I I 
TTTTGAAATATGCCCACCCATTTCAGGTTGAGCCACGGATAAGGAGGGCTTAGCTCATGT 
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CTCCTGTGGGAATTGAGGCATCTCAGGAAACAGTATAGAGTTG GTACA GTTAGAATGAGA 

AGAAGCCTGGGGAAAGAAACCAAGAGTGAGAAATGCGTGGCTATTTTGACTTAGCTGGAG 

CAACCCTCTCATAACAGGCTGGGAAGTGGACCCGCGTTAATTAACGCGGGGGAAATTGAT 

G AAC AAAC AAAG GTC AT AGTAAAAG AC AG ACTTTTG G G G ATAAA A ACAG A AACTCCAAGT 

ACTGTATCAACAAATGCAAGTACACCACAATCAGTGAGCAGTGTGGTTCATTATCTGGCA 

ATGGCAC 

>SEQUENCE:5652:prostate_MPM2000-004P4Novei007_8Table3 

CACTATAG G GCG AATTG G AG CTCCACCGCG GTGGCGGCCGCI I I I I I I I I I I I I I I I I I I 

TTTTTGGGATGCTCAACCTATAATACCCAAAGGCTCTATTTCAGTAGAATTTATTGGTTT 

GCTGATTATAGCAGTGACATAGTTGCATTCTAGAGACCTTAGAAAATGCAGAAA ATTTC A 

AGAAAAACATTTAAATTGTGCTCATAGTGAAACTGAGAGGTGACCACTCTTAATATTTTG 

TGGCATAAGCATTCCAGTCTTTTATCTTTCTCAAAGTTTCACATAAACTTTCTCAAAGGC 

CATTAAATACTTTTCCATAGCCTGATTTTTTGTGACCAC ATAGTAT CCTATTATATTGAT 

AATACCATAATTTACCTAACCCATTTTTATATATTTGGGATTTTTTCCAATTCATCATTA 

TTAT 

>SEQUENCE:5653:prostate_MPM2000-004P4Novel007_8Table3 

GAATTGGAGCTCCACCGCGGTGGCGGCCGC I I I i I I I I I I I I I I I I I I I I I I I I I I I I I G 

ACCAGAGAGGCCCCAAACTAGCAGCCTGTCCTCCTCAGTAGCC CCAGC ATC CCTTC ATCA 

TTTTGTTGCCCTTCTATGGGCCTAGTTTAGGTCTGAGAGGCATAGTTTTAAAA I I I I I AT 

TGTTATITATTTATTCTAGAGATAAGGTCTTGCTATGTTTCCCAGGCTGGTCTTGAACTC 

CTGGCCTCAAGCAATCCTCCTGCAGCAGCCTCCCAAAGTGCTGGGATTACAGGCATGAGC 

CACCACGTCTGGTCAGACAGGCATAGTTTTACAAATATGTGGGTGGATAAATGCTGTCCA 

GTCTTACTTCATCACTTCTATCAATTGAATGCTTTTGGTTGGAAATAACAGAAAATCCAA 

CTAAAAGTG ACTT AAACAA AG G AAATGTT ATTATCTC ATGTACC AG G AATTCTG G AGGTA 

GACTGGTTCAAGGGTGGATTAATTAATTCTAGAAGTACTCTCGAGGGGGGGCCCGGTACC 

CAG CTTTTGTTCCCTTTAGTG AG G GTT AATTG CG CG CTTGG CGT A ATC ATG GTC AT 

>S EQ U ENCE:5654:prostate_M PM2000-004P4N ovel007_8Table3 

CACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGC I I I I I I I I I I I I I I I I I I I 

I I I I I 1 I GAGAGACAAACATGGGCCACATTTTTAAGACAAACATGGACCACAACCATGCT 

GAGAGAACTTAGAGTGAAGTTTACATGGCTATCTTTCTTAGTATTAGAAATTTTACCTGA 

TAAACATCAAACATACGACCAACATAGCATATAAAGCAGCTCTACAGATATTTTCCTACT 

GCCCAAAATATCATATAATGCACATGTAGGTCACATGTGAGTAGGCAAGAGATTCTGGAA 

C AC AG AAG C A AG AC AACAG G ATCACAG C AATTTC AGTATG CTCTG CTTGTT AT AG G AAAT 

CCCCAGAACATTCTCCAATTACTGAACAAAAAAAGCAATAAAACTCAGATTTGTCTGCCT 

GGGGAGAAATAAACAGAAATAGAAAGTGAATAGCAAAACAAAGCTATCTGGTGAAAAGAC 

ATTCTTACTTGGAAGGAGTTAAGATTTTGCCCCTTCCATGGGTGTACTTAGTGAGGCAAG 

CGTCAAGCGGCCTGACAGCCCGTGGCACACTGTCTACAGCTGATGTCAATGGTACACATA 

TAG CC AGTGTG AAG C A ACTTAAAATAG G CCCTCCTTG AG CT 

>SEQUENCE:5655:prostate_MPM2000-004P4Novel007_8Table3 

ACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCC CTCG AGAGTACTTCTAGAA 
TTAATTAACGCGGGGGAAAACTGTCTT ACTT AAACAA AATGTATTTTAGGAAAATGCCTG 
TTTCAAGGGTTTATTACTGTTTTATAACTAAGAGACTTGGGACTTTAGTATACGAAAAGG 
TGTCATTTC AAATGG G G G AA A ATG AATT ATTCA AC AAATG ATCTTG G G ACAACTG G AT AG 
CCATTCAGAAAAAAAGTGAAGCTGGAACACTATAACATGCTTTACCCCACAATAAATCAG 
AGTTAAATGTNAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAGGCGGCCGCCACC GCGG TG 
G AG CTCC AATTCG CCCTAT AGTG AGTCGT ATT ACG CG CG CTCACTG GCCGTCGTTTT AC A 
ACGTCGTG 

>SEQU EN CE :5656: prostate_M PM2000-004 P4Novel007_8Table3 

GACTACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCI I I I I I I I I I I I I I I I 
I I I I 1 I I I I GGGGGAAGATGAAGAAATTTCACTCAAGTATTTTGTTACTTTAAGATTCAA 
TGCTGGACACTAGACCAGCTATAACATTTTCAGATAGAGTGACTTCATGCGTGAAATGAT 
CACATACAATGAAGAGGTTTTAAAAAATACAGATGACATAACTTGTTC AGTTG AAGAAAA 
TT AA A AT ACTG ATAT AAACT AAATC ATTCTC CTCTTC ATTTT AGG GG G ATTTTTCTCTG C 
AATTGTACTGATTTATGACTAGAAAGCTGAAGACTGATTTGAGCCTCTTTAGCAATACTC 
TATTTCACC ATTTATCTTCCAAAG AATTATGG CT ATTTT ATTTCTTCC AATG A AG CTGG A 
AAATTATAATATGCCAGCAGATCAGTAGAAATGTAAAAATATTAGTAGTTACCCTTTTAG 
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ATCCAACTTACCTGTAGTGAAATAGCAGCAATGCATTCTCTATTTGAGGACAAAACATAA 
AAACCCTGGCTTCATAAACATAGAGTATTAAAAAATCTCAGAAGTTTAATGTGTAGACAT 
TTGCTAATATTTCTGTATGTCTCAGCACTCAGTCTGAATTATAAAACAGAAAAAAATTTA 
G 

>SEQUENCE:5657:prostate_MPM2000-004P4Novet007_8Table3 

CGTAATACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCI I I I I I I 

I I I I I I I I I I I I I I I I I I I I I I AAGAGGGAGTCTTACTCCGTCACCCAGGCTGGAGTGTG 

GTGGTGTG ATCTC AGCTCACAG CAACCTG ACCTCAGGTG ATTC ACCCG CCTCTGTCTCCC 

AAAGTGCTGGGATTACAGGCGTGAGCCACTGCGCCCGGCGTCTTTGAATTTTTTAAACTG 

AAGTTTAATTGCCTTTGAGTTTGATCATTCACTATTTGTCATTTGTATTTCTTT^ 

TTATCTGCTCAAGCTCTAATTTCATAATGGAAATTTAATGGATTAACATATAACACCCAC 

TATC ACCCGCCTT AATT A ATTCT AG AAGTACTCTCG AG G G G GG G CCCGGT ACCC AG CUT 

TGTTCCCTTTAGTGAGGGTTAATTGCGCGCTTGGCGTAATCATGGTCATAGCTGTTTCCT 

GTGTGAAATTGTTATCCGCTCACAATTCCACACAACATACGAGCCGGAAGCATAAAGTGT 

AAAGCCTGGGGTGCCTAATGAGTGAGCTAACTCACATTAATTGCGTTGCGCTCACTGCCC 

GGTTTCCAGTCGGGAAACC 

>SEQUENCE:5658:prostate_MPM2000-004P4Novel007_8Table3 

TATAGGGCGAATTGGAGCTTCACCGCGGTGGCGGCCGC I I I I I I I I I I I I 1 I I I I I I I I I 

I I I I I I I GGGGGATTCCATTTTTATGAAATGTCCAGAACAGGGAAAACCTATTTTAGACA 

ACAGAGACACAAAGTCGATCAGCAGTTGCCAGGGGAGGAGGAAGACGGGAGGGGAAATGA 

TTGCTTCACGGGGTGATGACAGAATGTTCCAGAACGTGACAGAGGTGGTGCCTACACAAC 

TTTCTGGATGTACTAAATGCCGCTGATTGTTCACTTTCAAGTGATTGATTTTTAGGTTAT 

TTGAATTTCATCTCAATTAAAAAACCCAAACACGCAAACTGCTCCC GCCA GCTTAGCCCC 

GAGCAGACGGCGCAGCCCGTGGAGGATGCTGAGCCACCCAGGCTTTTCCCCGCCTTAATT 

AATTCTAGAAGTACTTTCGAGGG 

>SEQUENCE:5659:prostate_MPM2000-004P4Novel007_8Table3 

TATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGC I ! I I 1 I I I I I I I I I I I I I I I I I 
TTTTGAAATATGCCCACCCATTTCAGGTTGAGCCACGGATAAGGAGGGCTTAGCTCATGT 
CTCCTGTGG G AATTG AG G CATCTC AG G AA AC AGT AT AG AGTTG GTAC A GTT AG AATG AG A 
AGAAGCCTGGGGAAAGAAACCAAGAGTGAGAAATGCGTGGCTATTTTGACTTAGCTGGAG 
CAACCCTCTCATAACAGGCTGGGAAGTGGACCCGCGTTAATTAACGCGGGGGAAATTGAT 
GAACAAACAAAGGTCATAGTAAAAGACAGACTTTTGGGGATAAAAACAGAAACTCCAAGT 
ACTGTATC AACAAATGC AAGT AC ACC ACA ATCAGTG AG CAGTGTG GTTC ATTATCTG G C A 
ATGGCAC 

>SEQUENCE:5660:prostate_MPM2000-004P4Novel007_8Table3 

ATCGGGCGAATTGTAGCTCCACCGCGGTGGCGGCCGCI I I I I I I I I I I I I I I I I I I I I II 

I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I II I I I I I I I I I I I I I I I I I I 

TGGG CCAA AAAAAAA ATTT AAAAG G AAA A A ACCTTACC AAA ATTCG G G AG G G G A AAA ACC 

AAACAAGGGGGCTCCCCAAAAAAAATCTTATTTGGGGGAGGTAAAAACCCCCTTTGGGGC 

TCCCCGGGATTATCTTCAGGGGCCCCTCTTAATTTTATTCAGGGCCCCCCGGAAAAATTA 

AGTTCCTACAGCCCCGGGTTAAAAAATTCTAAAAGCCCCCCCGGGGGGGGGCCCGGACCC 

CAACTTTTGTCCCCTTAAGGGGGGGGAAAATGCCCCCTTGGGGAAAAAAGGGGCAAAGCT 

GTTTCCCGG G GG AAA A 

>SEQUENCE:5661:prostate_MPM2000-004P4Novel007_8Table3 

GCGGCCGC I I I I I I I I I ATG I II I I I I I I GTT ATATC AC AG G G GC ATA A AG AACATT ATT 
CCTTGGAAGGAAATATCATTTTATTTAAGCAACAGTAACATTTGAAATACCCTTTTTTCC 
CCATGGAGCTACATCTCTGTTCCAGATTATTAAGTGTAAAACCAGCAATCCAATCATTTT 
TTATCCTG G AT A ACAT AGTCTT ATCAAATATTTCCCTG GG GG ATAT AATTG G A AG G G A AG 
AATTTCATTAAC ATTT A AG CTCCCCGCGTT AATT AATTCT AG AAGT ACTCTCGAGG G G G G 
GCCCGGAACCCAGCTTTGGTTCCCTTTAGGGAGGGTTAATGGCGCGCTTGGCGTAATCAT 
GGGCATAGCTGTTTCCTGGGGGAAATGGTTATCCGCTCACAATTCCACAC 
>SEQUENCE:5662:prostate_MPM2000-004P4Novel007_8Table3 

ATTGGAGCTCCACCGCGGTGGCGGCCGC I I I I I I I I I I I I I I I I I I I I I I I I I GGAGACG 
GGGTTTTGCTGTGTTGGCCGGGCTGGTCTCCAGCTCCTAACCGCGAGTGATCCGCCAGCC 
TCGGCCTCCCGAGGTGCCGGGATTGCAGACGGAGTCTCGTTCACTCAGTGCTCAATGGTG 
CCCAGGCTGGAGTGCAGTGGCGTGATCTTGGCTCGCTACAACCTCCACCTCCCAGCCGCC 
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TGCCTTGGCCCCCCAAAGTGCCGAGATTGCAGCCTTTGCCCAGCCGCCACCCCGTCTGGG 

AAGTGAGGAGCGTCTCTGCCTGGCCCCCCATCGTCTGGGATATGAGGAGCCTCTCTGCCT 

GGCTGCCCAGTCTGGAAAGTGAGGAGCGTCTTTGCCCGGCCGCCATCCCATCTAGGAAGC 

GAGGAGCGCCTCTTCCCCGCCTTAATTAATTCTAGAAGTACTCTCGAGGGGGGGCCCGGT 

ACCCAGCTTTTGTTCCCTTTAGTGAGGGTTTAATTGCGCGCTTGGCGTAATCATGGGCAT 

AGCTGTTTCCTGTGTGAAATT 

>SEQUENCE:5663:prostate_MPM2000-004P4Novel007_8Table3 

CGCCAGCGCGCAATTAACCCTACTAAAGGGAACAAAAGCTGGGTACCGGGC CCCC CCTCG 

AG AGT ACTTCTAG AATTAATTAACGCG G GTTGTCATACAAG AAGTACTCCAATTTTTCTC 

TCCATCTCTCCACCTGCTTTTTGAATATTGGCGCATCTTACAATAAGCTCTTCCCTTCAT 

GGTCCAAGATAAACGTAAACAATTTCCAAGGTTCCATGCATCCTCATCTTCACCCCACAC 

TTTAAAACTATCATTTCTAGTCCACCCCTGAGATTTGATCTGATTGGACTAGCGTTGATC 

AAGTGTCCACCCCTTGAACCCATCTCTGTGGCCAGGAAAAAGGAACGATAGGCTAAGTCA 

TATACTCCACCCTTGGAGCAGGGGCATGAGTCAGCTTCTCCAGAACCAGATGGAGCCCCG 

CTCAGAAATCAGGGGCTATTGGGTCAAGGGAAGAAAAAAATAAATGC 

>SEQUENCE:5665:prostate_MPM2000-004P4Novel007_8Table3 

GT AT ACG ACTCACTATAG G G CG AATTG G AG CTCC ACCGCG GTGG CG G CCG C I I I I I I I I I 

j I I I I I I I I I I I I I I I I I 1 I I GAGGAAGGCACCTACAAAACGAAAGTGCCTA GGGC TTAC 

AAAAGTCATATGTAGCCTTTACAAATATTAGCTCAGTCATTTTCAGAAAGGTTTTTCCAA 

TTATCATTTAGAGATGAGGAAACTGAAGCTCAGGGAGGCTAGGAAACTTATCCAAAGCCT 

CTTAAGAGGCTATGTTAGTCAGACTGGGCTAACAGCTGTAACAACCCCAGAATTTAAATG 

G CTTAAC AC ATTAG G AGTTTATTTGTT ATTGCC ATAAC AATTCAG G GTGT ATGTTT GG C A 

GGTAGTCTACACAGTGATTCAGGGACCCAGGCTCCTTCCCTCTGGTGGCTTTTTCTCCCT 

CTAGTGCTGGGAGCTCTCCATGCAGATGGTGGATGGAGAAAGAGAACAAAAAGTGGGGGA 

TTTTTATAGGCCAGGCCTGGAATTGGCCCACATCACTTCCACACACATTCCAC 

>SEQUENCE:5666:prostate_MPM2000-004P4Novel007_8Table3 

GGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGC I I I I I I I I I I I I I I I I I I I I I I I I I I 
TTTGGGATTCTGTTCCCCTTCTGATAATACAGTTTAAGAATATAACAAATAGATATTTAA 
TTCCCCTTAAATATGTGTGGATATTTTCTGAATGGTCTAAGCATCTCTTACTGTGAGTCA 
TTTCTGCAAATGAACAAACTCATTCATTATGAAGTAATTCTTACTAGTGTCTCTCTGAAA 
ATGAC I I I I I I I I i I I I AACTTTAATCTCTTACCTCCAA ATTCC AAAGGTACATATTACA 
G CTCTTATG AATGTCCTG AAG C ATG CT AGG G G AGTT ATTTTG CTGCCTTAGCCCTTG G G A 
TTAGAATTTTGTATAGTAGATATTTAATGAATGTTTATAGGGCTTATG ATTA AACTTGGT 
AAATAAGCTATAAAAATG AAAG AAATTCTTTG GGG AAATAAAG AGTCTTTTCTTCTG CTA 
I I I I I I I CTCCCTTTATTCCCCTTTGAATTAAAATGGAAATATTTCTTTTCTTTTTCTTT 
ATGACACTAATGAAGTTACTTTATTT 

>SEQUENCE:5667:prostate_MPM2000-004P4Novel007_8Table3 

TAAAGGGATTAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTTCTTCTAGAATTAATTAAG 

GCGGGGGCACAGGACTGTACTTTTGGTAGCGGTGCGGGGCCGCCCGCGGACTTTAGCCCT 

GCATAGAGATGGGTAGACCCTAATTTGGAACAGCCATTGACTGGGCACAGGCCAGCACTT 

TGGGAGGCCGAGAGGCCGAGGCAGGAGGATCGCTTGAGGCCAGGAGTGCCAGACTGCGA 

G 

ACTAGCCTGGGTAACATAGTGAGACCCTCTCTTCAAAAAAAAAAAAAAAAAAAAAAAAGC 
CTGTCACGGTGGCCTGCGCCTGTACCCCAGCTACTCGAGAGGATCGCCTGAGCCCAGTGA 
AGCTGCAGCGAGCTGTGAGGATGCCACCGCACTCCGGCCTGGGCTAAAAAGCTAGATCGT 
GTCTCTGATAAAAGAATAAAAGCTG 

>SEQUENCE:5668:prostate_MPM2000-004P4Novel007_8Table3 

CTACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGC! I I I I I I I I I I I I I I I I I 
I I I I I 1 GGGATGCTCAACCTATAATACCCAAAGGCTCTATTTCAGTAGAATTTATTGGTT 
TGCTGATTATAGCAGTGACATAGTTGCATTCTAGAGACCTTAGAAAATGCAGAAAATTTC 
AAGAAAAACATTTAAATTGTGCTCATAGTGAAACTGAGAGGTGACCACTCTTAATATTTT 
GTGGCATAAGCATTCCAGTCTTTTATCTTTCTCAAAGTTTCACATAAACTTTCTCAAAGG 
CCATTAAATACTTTTCCATAG CCTG A I I I I I I GTGACCACATAGAATCCTATTATATTGA 
TAATACCATAATTTACCTAACCCA Mill ATATATTTGGATTTTTTCCAATTCATCATTA 
TTATGAATAATGGTGTATCTCAGTGGTTA 
>SEQUENCE:5669:prostate_MPM2000-004P4Novel007_8Table3 
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G ACTACTATATG G CG AATAGG AGCTCCACCGCGGTGGCG G CCGCTTTTTTTTTTTTTTTT 

I I I I I I I I I I I I GAGATGGAGTTTCACTCTTGTTGCCCAGGCTAGAGTGCAATGGCAGGA 

TCTCAGCTCACTGCAACCTCTGCCTCCCGGGTTCAAGTGACTCTCCTGCTTTAGCCTCCC 

G AGTG AGCTG G G ATT AC AG AG CG CCCG CCTCT AATTAATTCTAG AAGT ACCTCTCG AGG G 

GGGNNGGCCCGGTACCCAGCTTTTGGTTCCCTTTAGTGGAGGGTTATATTGCGCCGCTNN 

TGGCGTAATCATGGTCANNTAGCTGTTTCCTGGTGTAGAAATTGTTATCCGCTCACATAT 

TCCACACATACATACGAGCCGGAAGCATAAAGTGTAAAGCCTGGGGTGCCTAATGAGTGA 

GCTAACTCACATTAATTGCGTTGCGCTCACTGCCCGCTTTCCAGTCGGGAAACCTGTCGG 

GCCAGCTGCATTAATGAATC 

>SEQUENCE:5670:prostate„MPM2000-004P4Novel007_8Table3 

CCCTACTAAGGGAACAAAAGCTGGGTCCCGGCCCCCCCCTCGAGAGTACTTCTAGAATTA 

ATTAACGCGGGGCACTTGATGAAGAAGACGCGGCCATCCCGGCACACCCCGTAGGACCAA 

TGCTCAGGCCAAAGGTGTCCAAACTATACAGACCCACAGAATCTAACAACAGATGTCTCA 

ATATTCCTCGTCCTAGAACTCTCAGAGGATCCAGAACTACAGCCGGTCCTCGCTGGGCTG 

TTCCTGTCCATGTGCCTGGTCATGGTGCTGGGGAACCTGCTCATCATCCTGGCCGTCAGC 

CCTGACTCCCACCTCCACACCCCCATGTACTTCTTCCTCTCCAACCTGTCCTTGCCTGAC 

ATGGTTTCACCTCCACCATGGTCCCCAAGATGATTGTGGACATCCAATCTCACAGCAGTC 

ATCTCCTATGCGGGCTGCCTGACTC 

>SEQUENCE:5671 :prostate_MPM2000-004P4Novel007_8Table3 

GTATACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGC I I I I I I I I I 
I I I I I I I I I I I I I I I I I I I I I GAGGAAGGCACCTACAAAA CGAA AGTGCCT AGGGC TTAC 
AAAAGTCATATGTAGCCTTTACAAATATTAGCTCAGTCATTTTCAGAAAGGTTTTTCCAA 
TTATCATTTAGAGATGAGGAAACTGAAGCTCAGGGAGGCTAGGAAACTTATCCAAAGCCT 
CTTAAGAGGCTATGTTAGTCAGACTGGGCTAACAGCTGTAACAACCCCAGAATTTAAATG 
GCTTAACACATTAGGAGTTTATTTGTTATTGCCATAACAATTCAGGGTGT ATGTT TGGCA 
GGTAGTCTACACAGTGATTCAGGGACCCAGGCTCCTTCCCTCTGGTGGCTTTTTCTCCCT 
CTAGTGCTGGGAGCTCTCCATGCAGATGGTGGATGGAGAAAGAGAACAAAAAGTGGGGGA 
TTTTTATAGGCCAGGCCTGGAATTGGCCCACATCACTTCCACACACATTCCAC 
>SEQUENCE:5672:prostate_MPM2000-004P4Novel007_8Table3 

CTG G GT ACCG GG CCCCCCCTTTTAGT ACTTCT AG AATT AATTTTCG CGGGC ATTGTTTG C 

AGAAGACCTGGACTGGAATCTAACACTGTGAGTACTCCCCAGGATCCGTGTTCCTCTCTT 

TAGCCCAGGCATGCAGTTACATTACATTTTCCAACCTTCCTTGCAGTTAGCTACGATCAC 

GTGACTGCATTCTGGCCAGTGGAATGTGTGTGGAAGTGATGTGGGCCAATTCCAGGCCTG 

GCCTATAAAAATCCCCCACTTTTTGTTCTCTTTCTCCATCCACCATCTGCATGGAGAGCT 

CCCAGCACTAGAGGGAGAAAAAGCCACCAGAGGGAAGGAGCCTGNGTCCCTGAATCACTG 

TGT AG ACTACCTG CC A AACATAC ACCCTG AATTGTTATG G CAATAACAAAT A AACTCCT A 

ATGTGTTAAGCCATTTAAATTCTGGGGTTGTTACAGCTGTTAGCCCAGTCTGACTAACAT 

AGCCTCTTAAGAGGCTTTGGATAAGTTTCCTAGCCTCCCTGAACTTCAGTTTCCTCATCT 

CTAAAATGATAATTGGAAAAACCTTTCTGAAA ATGAC TGAGCTAATATTTGTAAAGGCTA 

CATATGACTTTTGTAAGCCCTAGGCACTNTCGTTTT 

>SEQUENCE:5673:prostate_MPM2000-004P4Novel007_8Table3 

GCGTAATACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCTTTTTT 
I I I I I I I I I I I I I I I t I I I I I I I I ACCG GGTGTGTGGCTGGG GGTG C AG AG AGG CTGTG A 
TGTTGCTGGGCAGTGTGGGTCTGGGCTAGGGGTCTCTTGCCAGCTCTGACACATCCACCC 
CTAGGCGGAGGCCCACAGCCGGAACCATGGGGTCAGGCTCCAGCGGGGAGGCTGATGGA 
T 

GCCCTGGCTCTTCCTGGGCCCAACTCGACCCTGCTGCTCCCAAGGGGCTTCTCACCTCTG 

TGCTAGGGTCCACAACACTGGCTTTCCTGCTCCCGATACTGCCTGGCTGCTTGGATGGTG 

TTTTCTG GAG G AAGTC AG AG ATCCTCTG CACC AAG AA ATC ACG GTCTTTCAG GTTG G C AA 

ACAGGAATGTCATTTTGCTTTTGGTGCTGATGGACAGGGGGCTGGGCAGCACGCTGGAGC 

TGTCAGC I I I I I CGACAATGGTCACCTGAGAAGGTGAAAGAACTCTTTTGGGTGTCTGCA 

TCTCAGGCCCTGCAGCTGGGCATGCTTTGTGAATGGC 

>SEQUENCE:5674:prostate_MPM2000-004P4Novel007_8Table3 

TATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGC I ! I I I I I I I I I I I I I I I I I I I I 
I I I I I I I I GAGATGGAGTCTCGCTCTGTTGCCCAGGCTGGAATGCAGTGGAGCGATCTCG 
GCTTACTGCAACCTCTGCCTCCCAGGTTCAAGCAATTCTCCTGCCTCAGCCTCCCAAGTA 
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GCTGGGATTACAGGCGTGTACCACCACAGCTGGTTAAI I I I I IGTA! I I I I AGTAAAGAC 

TGGGTTTCACCATGTTGGCCAGGCTGGTCTCGAACTCCTGACCTCAAGTGATTTCCCCGC 

CTTGGCCTCCCAAAGTGCTGGGATTACACGCATGAGCCACCACGCCCTGCCAGAGGCTCT 

GAGAATTCTTATAGCAAAGTTAATTTTATGACATAAGCTTATAACTAATGAGGTCAAAAC 

TACAAAATTAAAAATATAAGGTAATCCTAACT 

>SEQUENCE:5675:prostate_MPM2000-004P4Novel007_8Table3 

ACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCI I I I I I I I I I I I I I IGTGTT 

TCAATAAAACTTTATTTACAAAAACAGGTAGTGGGCTGGATTGGCCAACTTCTGATGAAT 

AGCATTTCTTTATAAATTCTGAACATGAGTACTTTAAAAAAATGTAGCAAATATCTTCTA 

CTATTATGTGGTTCATCTTTTCCACCTAGTGTATCATAI I I I I GATGAACAGAATTTCCT 

GTTTTGAI I I I I I I AAAATAGTAAACAAGATTTGCTGATCCTTAATACCTGCCTGGGTTT 

ATTTCCCATCTTGTCTTCAGTATGATCTAGGCCTTCTGGAAGTTGAATGGGGGAGCGTCT 

AACAAATAGCTACCTAATACCTAGACAGATGACATCATCTCCGTGTGCAGGTAGGACATT 

AGATGGTTTCTCTAGGGAAACACAGAGAAAAGTATTGAGAGCAAGGAGTGCTGTTCTGTG 

AGGCCGCTGCTTACCCTATGTCTGAGCAGTGCTGCCTACCAACACCAAAGACCCTCAAGG 

TCCCCAGGGAAGGAGTATTTCTCCCACATAGACACTGGGAGTACTTACCAGGTTTGATGG 

GCTGCCTGTTCG 

>SEQUENCE:5676:prostate_MPM2000-004P4Novel007_8Table3 

GCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTA 

CTTCTAGAATTAATTAACGCGGGTCCAGGTCTCTGAGTCCATTCTTTGGGTTTGGACAGG 

TAG GTTTGTTTCTCAC A ATACCAG GTATAATACCAGTAG AATGTTTC AT AT AATTTAACA 

AGTCATTATAAAATGTACTTGAAATTGCAAAGAGCCACAAAAAAAACCCAGACAATATTG 

ATGAAGAAAAGACGAAGTCAGAGGACCTATACTACAAGATATCAATATAAATTATAAAGG 

TACCATAATTAAAACTGTGGAACTGGAGTAAACATGGACAAGTAGACCAATGTAGTTAAA 

AACAATTCTGAAAAAGACCCACGCATATATAGATGCTTGATTTATTACCATGTTGCTACT 

ATAAACAAGGGAAAACTG I I I I I I I AAAATAAATTATGCTGAGTCAGGCCAGGCACAGTG 

GCTCGCGCCTGCAATCCCAGCACTTTGGGAAGCCAAGGTTGGCTGATCACTTGAGGCCAG 

GAGTTCAAGACCAGCCTGACAAACATGGCAAAACCCCTATCTTTACTAAAATTATGAACA 

TTAGACTGGCTCGGTGGCACACGCCTGT 

>SEQUENCE:5677:prostate_MPM2000-004P4Novel007_8Table3 

CGCATTACCCTACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTC 

TAGAATTAATTAAGGCGGGCGCCTGTAATCTCAGCTACTTTGG^GGCCGAGGCAGGAGAA 

TTGCTAGAACCCAGGAGGCAGAGGTTGCAGTGAGCTGAGATCGCGCCACTGCACTCCAGC 

CTGGGAGACAGAATGAGACTCCATCTCCAAAAAAAAAAGAAAGAAAGAAAGAAAGAAAGA 

AAGAAGGCTCTATTTTGATACTGGGAGCCTAAACTGAATGATTCTGGAGAAATTCACAGA 

TGGGGCTGAGGCTCACCTTCATGACAGCTGTATCAAAGGCCTAAATTTCTAAGGCTCAGA 

AATCACTACAATAAGCCTATCAACAGCATGTGATACTCTCCAAGCATTTTGCAACCTTAA 

>SEQUENCE:5678:prostate_MPM2000-004P4Novel007_8Table3 

TTGG AG CTCACCGCGGTGGCGGCCGC I I I I I I I I I I I I I I I I I I I I I I I I I I I I I GGCTG 

AGTCAGGAAACATTTATTCTTCCCCATAAATTTAAATGGAGGTGAAACTGTGAATATGAA 

G CA A AG AAC ATTTATCTCACA AG GTAACTCTG AATTCTTTT AATTCTG AAACC AG AG AC A 

TGTACAACACTTACAGCATTCACACAACACTATTTTCAAAATAGGTTTTTGACCCCTAAA 

AATGAAAATTCTTAGCGACAAGCTTTAGATATGAAACTTAGCCCAGTGGGTATTCACTTT 

GTCACAAAAAGCAACTACAGACAAATAGTTTTTCCCTCTCCCCGACACAAAAACTGAAAT 

TACAGACTTTTAAAGCAGAAAAAATTTTCTTCAAAATGCAAATGATTAAGGTCCAAGGAA 

CAAATGAACAGAAGATCTCAATTATTCAATTTGAGCGAGTGATTTAGATTGCATATTAAC 

TCCTTTG CTT ACT ACTTCCTG A AATCG G ATTTTGG C AAT ATTT ATCTTGT ATCTACTG G G 

C AAG AACACTG G G AAC AC AA AG A AATT 

>SEQUENCE:5679:prostate_MPM2000-004P4Novel007_8Table3 

ACCGGGCCCCCCCCTCGGAGGTACTTCTAGNATTAATTAACGCGGGGAAGGGGCCCTTGG 

CCACAGGTGGAATTAAGAAATCTGGCAAAAGTAAGCTGTTCCTTGTGCCTGAGGAGATGG 

TGACCCTTTATTTCATCTGTATTTAAACCTCTCTATTCCCTGCCATAACATCTTTTGCCA 

CGTATAGCTGGAATTAAGTGTTGTCTTGGAGCTGTTGTACATTTAAGAATAAACTTTTGT 

AAAAAAAGAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 

AAAAAAAAGGAAAAAAAAAAAAAAAGGCGGCCGCCACCGGGGGGGACCTCCAATTCCCCC 

TATAGGGAGTCGTATTACCCCCCCTCACTGGCCGTCGTTTTACAACGTCGGGACTGGAAA 



Table 7 
2272/3129 



AACCCTGGCGTTACCCAACTTAATCGCCTTGCAGCACATCCCCTTTTCGCCAGCTGGCGT 
AATACCAAAAAGGCCCGCACCGATCGCCCTTCCCAACAGTTGCCCACCCTGAATGGCAAA 
TGGAAATTGTAACCGTTAATATTTGGTTAAAATTCGCGTTAAATTT 
>SEQUENCE:5680:prostate_MPM2000-004P4Novel007_8Table3 

GCGCGCAATCTAACCCTCACATAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGA 

GTACTTCTAGAATTAATTAACGCGGGGGAGGGAGGTCACGGCGTAAAGGTGCAGCTGCCG 

CCACCGCCGCTTCTGCAAGGTCTCAGGGACGGGCTGCAGCCATGTCCTATTGCCGGCAGG 

AAGGGAAGGATCGAATCATATTTGTAACCAAAGAAGATCATGAAACTCCAAGCAGTGCAG 

AATTGGTGGCTGATGACCCCAACGATCCATACGAGGAGCATGGATTGATACTGCCAAATG 

GAAACATTAACTGGAACTGCCCATGCCTTGGGGGAATGGCAGCGGTCCCTGTGGAGAACA 

GTTAAGTCAGCCTTTTCCTGCTTCCACTATAGCACGGAGGGAGATCAAGGGGTCAGACTG 

TGTAGACCAGTTCCGGGCCATGCAGGAATGCATGC 

>SEQUENCE:5682:prostate_MPM2000-004P4Novel007_8Table3 

CTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCI I I I I I I I I I I I I I I I I I I I I 
I I t I I I I I I I I I I I I I I I I I I I I I I I I I GGGTTCTCTTTTCCCAAAAATACTTCCATTTA 
ATATAGTCATATGAAAGCCAATCACCAAGAAGGGAGATTGACAGACATGCTTAAGAAAAT 
AGCTACCTACCCTTCCCCCCACACCAAAGGGGTGAT7TTAGGTTTTGGTTATTTTATTTT 
AAACAAATGGGGAAAAGACAGACCCCCCCGGATGACTTCCCAC AGGG AAGGGATTTAAGG 
GCTGCCCCCATGAA I Mill I AG G CCACG AC AGCTACTTCCTCCTTTTGT ATCTG G ATTT 
AAATTTAAAGTTTCCTCCCCGTCTTTG GGG G G GCAAG CCC AACTGTTTCCTTTTTTC AAA 
GGAAGGGCTAA 

>SEQUENCE:5683:prostate_MPM2000-004P4Novel007_8Table3 

CCAGCGCGCAATAACCCTACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGA 

GTACTTCTAGAATTAATTAACGCGGGGGTCAGAAGGCTGGGCAGCCATGGCGTCCTATTT 

CGATGAACACGACTGCGAGCCGTCGGACCCTGAGCAGGAGACGCGAACCAACATGCTGCT 

GGAGCTCGCAAGGTCACTTTTCAATAGGATGGACTTTGAAGACTTGGGGTTGGTAGTAGA 

TTGGGACCACCACCTGCCTCCACCAGCTGCCAAGACTGTGGTTGAGAACCTCCCCAGGAC 

AGTCATCAGAGGCTCTCAGGCTGAGCTCAAGTGCCCCGTGTGTCTTTTGGAATTTGAGGA 

GGAGGAGACTGCCATTGAGATGCCTTGCCATCACCTTTTCCATTCCAGCTGCATTCTGC 

>SEQUENCE:5684:prostate_MPM2000-004P4Novel007_8Table3 

TTAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCI I I I I I I I I I I I I I I I I I I I I I I 

I I I I I I I I AGGATGGCAATAAACAGCTTTTATTCTTTTATCAGAGACACGATCTAGCTTT 

TTAGCCCAGGCCGGAGTGCGGGGGCATCCTCACAGCTCGCTGCAGCTTCAC TGGGCTCA G 

GCG ATCCTCTCG AGTAG CTGG G GT AC AGGCG C AG G CCACCGTG ACAG G CTT I I I I I I I I I 

I I I I I I I I I I I I GGAAAAGAGGGTCTCACTATGTTACCCAGGCTAGTCTCGCAGTCTGGC 

ACTCCTGGCCTAAAGCGATCCTCCTGCCTCGGCCTTTGGGCCTCCCAAAGGGCTGGCCTG 

TGCCCAGTCAATGGCTGGTCCAAATTAGGGTCTACCCATCTTTATGCAGGGCTTAAAGTC 

CGGGGGCGGCCCCGCACCGGTACCAAAAGTACAGTCCTGTGCCCCCGCCTTAATTAATTC 

TAGAAATCCCCTCGAGGGGGGGCCCGGTCCCCAGCTTTGGGTCCCTTTAATGGGGGGTAA 

TTGCCCCCTTGGCG 

>SEQUENCE:5685:prostate_MPM2000-004P4Novel007_8Table3 

TACG ACTC ACTATAG G G CG AATTG GAG CTCC ACC G CG GTG GCGGCCGC I I I I I I I I I I I I 

I I I I I I I I I I I I I M I GGG AG G AAG G C ACCT AC A A AACG A A AGTG CCT AG G G CTTAC AA A 

AGTCATATGTAGCCTTTACAAATATTAGCTCAGTCATTTTCAGAAAGGTTTTTCCAATTA 

TATTTAG AG ATG AGG AAACTG AAG CTCAG G G AG G CTAGG AAACTTATCCA AAG CCTCTTA 

AGAGGCTATGTTAGTCAGACTGGGCTAACAGCTGTAACAACCCCAGAATTTAAATGGCTT 

AACACATTAGGAGTTTATTTGTTATTGCCATAACAATTCAGGGTGTATGTTTGGCAGGTA 

GTCTACACAGTGATTCAGGGACCCAGGCTCCTTCCCTCTGGTGGCTTTTTCTCCCTCTAG 

TGCTGGGAGCTCTCCATGCAGATGGTGGATGGAGAAAGAGAACAAAAAGTGGGGGATTTT 

TAT AG G CC AG G CCTG G AATTG G CCCAC ATCACTTCC AC AC AC ATTCC ACTG G CC AG A ATG 

CAGTCACGTGATCGTAGCTAACTGCAAGGAAGGTTGGAAAATGTAATGTAACTGCATGCC 

TGGGCT 

>SEQUENCE:5686:prostate_MPM2000-004P4Novel007_8Table3 

ACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGC I I I I I I I I I I I I I 
I I I I I I I I I I G G G G ATG CTC A ACCT ATAAT ACCC AA AG G CTCTATTTC AGTAG AATTT AT 
TGGTTTGCTGATTATAGCAGTGACATAGTTGCATTCTAGAGACCTTAGAAAATGCAGAAA 
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ATTTCAAGAAAAACATTTAAATTGTGCTCATAGTGAAACTGAGAGGTGACCACTCTTAAT 
ATTTTGTGGCATAAGCATTCCAGTCTTTTATCTTTCTCAAAGTTTCACATAAACTTTCTC 
AAAG G CC ATTAAATACTTTTCC ATAGCCTGATTTTTTGTG ACC ACATAGT ATCCTATTAT 
ATTGATAATACCATAATTTACCTAACCCATTTTTATATATTTGGATTTTTTCCAATTCAT 
CATTATTATGAATAATGGTGTATCTCAGTGGTTATTAC TTTG CACTGCATTTCTTATGAA 
AGTATTGAGTAAAAGGAAGTAAAGCCCTCTCAGAGTGTTTTGTAGGCTGTCACATTTCAC 
TCCATAATGTCCTAGTGTTTGTTGCCACCAGTGATATATGAAGGTACCCACTGAAATGTC 
AC A C CTTTTTG GTTTTCCTTTTT A A A AT A AA A A A 

>SEQUENCE:5687:prostate_MPM2000-004P4Novel007_8Table3 

TATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCI I I I I I I I I I I I I I I I I I I I I I 

I I I I I I I I I AGGATTGCAATAAACAGCTTTTATTCTTTTATCAAAGACACGATCTAGCTT 

TTT AGCCC AGG CCG G AGTGCG G G GGC ATCCTC ACAG CTCG CTG C AGCTTC ACTGGGCTCA 

GGCGATCCTCTCGAGTAGCTGGGGTACAGGCGCAGGCCACCGGGACAGGCT I I I I I I I I I 

I U I I I I I I I I I GGAAAAGAGGGTCTCACTATGTTACCCAGGCTAGTCTCGCAGTCTGGC 

ACTCCTGGCCTAAAGCGATCCTCCTGCCTCGGCCTTTCGGCCTCCCAAAGGGCTGGCCTG 

TGCCCAGTCAATGGCTGTTCCAAATTAGGGTCTACCCATCTTTATGCAGGGCTAAAGTCC 

GGGGGCGGCCCCGCACCGTTACCAAAAGTACAGTCCTGTGCCCCCGCCTTAATTAATTCT 

AAAAGTACTCTCGAGGGGGGGCCCGGGACCCAGCTTTTGTTCCCTTTAGGGAGGGTTAAT 

TGCGCCCTTGGCGTAATCATGGGCATAGCTGTTTCCTGTGTGAAATTGTTATCCGCTCAC 

AATTCC 

>SEQUENCE:5688:prostateJMPM2000-004P4Novel007_8Table3 

CGCGCGTAATACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCTTT 

i i I I I I I I I I I I I I I I I I I I I I I GGG AAG ATG G A ATCTCACTCTGTCACCCAGG CTG G AG 

TGCAGTGGCATGATCTCAGCTCACTGGAAGCTCTGCCTCCCAGGTTCACACCATTC TCCT 

GCCTCAGCCTCTCAAGCAGCTGGGACTACAGGCGCCAGCCGCCATGCCTGGCTAAI I I I I 

TTTGGTATTTTTTAGTACAGATGGGGTTTCACCGTGTTAGCCAGGATGGTCTCGATCTCC 

TGACCTCGTGATCTGCCCACTTCAGCCTCCCAAAGTGCTGGGATTACAGGCATGAGCCAC 

CATGCCCGGCCGATTTCACCTTTCAATGGCAATTACTATAAGACAGGAAAGTTATTTATT 

TTTATATATTTACCTAATTTTAAGTTACCTTATACAACCCTCATTAATAGTCTGTTAGAA 

CTAGAATTTAAACTCTATGTGAATATGGACCTTATTTAAACAATGTATCCCTAGCACCTA 

GACAATGCCTAACCTGTCACATTAACTTAATATATA 

>SEQUENCE:5689:prostate_MPM2000-004P4Novel007_8Table3 

ACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 
TTAATTAACG CG GG G G A AAACTGTCTTACTTAA AC A AAATGTATTTTAG G AAA ATG CCTG 
TTTCAAGGGTTTATTACTGTTTTATAACTAAGAGACTTGGGACTTTAGTATACGAAAAGG 
TGTCATTTCAAATGGGGGAAAATGAATTATTCAACAAATGATCTTGGGACAACTGGATAG 
CCATTCAGAAAAAAAGTGAAGCTGGAACACTATAACATGCTTTACCCCACAATAAATCAG 
AGTTAAATGTN AAAAAAAAAAA AAAAAA AAAAAA AAAAAAAG G CGGCCGCC ACCGCGGTG 
GAGCTCCAATTCGCCCTATAGTGAGTCGTATTACGCGCGCTCACTGGCCGTCGTTTTACA 
ACGTCGTG 

>S EQ U ENCE:5690:prostate_M PM2000-004P4Novel007_8Table3 

TCGACCCACGCGTCCGAAATACCCTAATCTCCAAGTCATTGGAGGCAATGTGGTCACTGC 

TGCCCAGGCCAAGAACCTCATTGATGCAGGTGTGGATGCCCTGCGGGTGGGCATGGGAAG 

TGGCTCCATCTGCATTACGCAGGAAGTGCTGGCCTGTGGGCGGCCCCAAGCAACAGCAGT 

GTACAAGGTGTCAGAGTATGCACGGCGCTTTGGTGTTCCGGTCATTGCTGATGGAGGAAT 

CCAAAATGTGGGTCATATTGCGAAAGCCTTGGCCCTTGGGGCCTCCACAGTCATGATGGG 

CTCTCTCCTGGCTGCCACCACTGAGGCCCCTGGTGAATACTTCTTTTCCGATGGGATCCG 

GCTAAAGAAATATCGCGGTATGGGTTCTCTCGATGCCATGGACAAGCACCTCAGCAGCCA 

GAACAGATATTTCAGTGAAGCTGACAAAATCAAAGTGGCCCAGGGAGTGTCTGGTGCTGT 

GCAGGACAAAGGGTCAATCCACAAATTTGTCCCTTACCTGATTGCTGGCATCCAACACTC 

ATGCCAGGACATTGGTGCCAAGAGCTTGACCCAAGTCCGAGCCATGATGTACTCTGGNGA 

GCTTAAG 

>SEQUENCE:5691 :prostate_MPM2000-004P4Nove!007_8Table3 

TACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGC I I I I I I I I I I I I 
I I I I I GAG AC AG AGTCTC ACTCTGTCG CCC AG G CTG GAG AG C AGTG G CGTG ATCTC AG CT 
CACTGCATGCTCCGCCTCCTGGGTTCACGCCATTCTCCCACTTCAGTCTCCTGAGTAGCT 
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GGGATTACAGGCGTCCACCGCCACACCTGGCTAATTTTGTTTTTGTA I I I I I AGTAGAGA 

CAGGGTTTCACCGTGTTAGCCAGGATGGTCTCGATCTCCTGACTTCGTGATCCGCCTGCA 

TCAGCCTCCCAAAGTGCTGCGATTACAGGCATGAGCCACCGTGCTCGGCCAGCTCTCTCT 

TAAATGTAGCAGCTGGAAACATTCTTTTTGTTTGATTTTTT GCTG GTCCCGCGTTAATTA 

ATTCTAGAAGTACTCTCGAGGGGGGGCCCGGTACCCAGCTTTTGTTCCCTTTAGTGAGGG 

TTAATTGCGCGCTTGGCGTAATCATGGTCATAGCTGTTTCCTGTGTGAAATTGTTATCCG 

CTCACAATTCCACACAACATACGAGCCGGAAGCATAAAGTGTAAAGCCTGGGGTGCCTAA 

TGAGTGAGCTAACTCACATTAATTGCGTTGCGCTCACT 

>SEQUENCE:5692:prostate_MPM2000-004P4Novel007_8Table3 

CGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGT 

ACTTCTAGAATTAATTAAGGCGGGTTAACTGCTTGAGTCCAGGAATTCGAGACCAGTCTA 

GTCTAGGCAACACAGCAAAACCCCATCTCTATAAAAATAAGCCAGGTATGGTGGCACGTG 

CCTGTAATTCCCACTACTTGGGAGGCTGAGCTGAGAGGGTCGCCTGAGCCTGGGAGGTCA 

AGAATGCGTAAGCCGTGATTGTACCACTGCACGCCAGCCTGGGTGAGACCCTGTCTCAAA 

AAAAAAAAAAAAAAAAAAAAAAAAAAGGCGGCCGCCAC CGCG GTGGAGCTCCAATTCGCC 

CTATAGTGAGTCGTATTACGCGCGCTCACTGGCCGTCGTTTTACAACGTCGTGACTGGGA 

AAACCCTGGCGTTACCCAACTTAATCGCCTTGCAGCACATCCCCCTTTCGCCAGCTGGCG 

TAATAGCGAAGAGGCCCGCACCGATCGCCCTT 

>SEQUENCE:5693:prostate_MPM2000-004P4Novel007_8Table3 

TACACTACTATAGGGCGAATTGGAGCTCCACCGAGGTGGCGGCCGAGGGACGCCGCCCG 

G 

GCAGGTAC I I I I M I I I I I I I I I I I I I I I I AGC I I I I I I I I I I I I I I I I I I I I I I I GGAA 
TTACAAAGCTACTTTTAATACTTTGGGGTGAGCCCCACAGGAATAAAAAACACTGGGAAG 
GGGTAACCCCCTCACCCCCGGGAGTGGCCCAGGGGGAGAGAGGCTACCTGAGGGGAAGG 
A 

AGCACAAAAGGGACCCGCTGCAAACTCAGGGCAAAGGGAATGCCATCGGTGCTGGGACCT 

GTGAGCCCTACAGGAGGAAACCCGAGCGTGGTGGGACTGGCTCCAGGCACACAGGCAAA 

G 

GGCAAGAGGGTTGGACACAAAGCCACAAAGCTACTTGGGTTCCTCCTTCTTCTCGTTTGC 
CTTTTTCTGCTTCTGCTGCATGATCTCCGAGTCCCTTTGCTTGCGGGCGGCAACAAAAAG 
C 

>SEQUENCE:5694:prostate_MPM2000-004P4Nove!007_8Table3 

TGGAGCTCCACCGCGGTGGCGGCCGC I I I I I I I I I I I M I I I I I I I I I I I I I GAGAGACA 

AACATGGGCCACATTTTTAAGACAAACATGGACCACAACCATGCTGAGAGAACTTAGAGT 

GAAGTTTACATGGCTATCTTTCTTAGTATTAGAAAT TTTA CCTGATAAACATCAAACATA 

CG ACC AAC AT AG CATATAAAG CAG CTCT AC AG AT ATTTTCCT ACTG CCCAAAAT ATCATA 

TAATGCACATGTAGGTCACATGTGAGTAGGCAAGAGATTCTGGAACACAGAAGCAAGACA 

ACAGGATCACAGCAATTTCAGTATGCTCTGCTTGTTATAGGAAATCCCCAGAACATTCTC 

CAATTACTGAACAAAAAAAGCAATAAAACTCAGATTTGTCTGCCTGGGGAGAAATAAACA 

GAAATAGAAAGTGAATAGCAAAACAAAGCTATCTGGTGAAAAGACATTCTTACTTGG 

>SEQUENCE:5695:prostate_MPM2000-004P4Novel007_8Table3 

CCCTACTAAAGGGAACAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTA 

ATTAACGCGGGGGAAAAAAAAAAAGAAAAGAAAGCGCCTTCAAGGCCATCTGTTTCTCTG 

CTACTACCCTTTTTGGAAAGACAAATCTCCTTCCCCTCCCTGTCCTCCTTCCTTCTACAT 

TCCCCTAGGGCTGTGTACCTCTCTCTCAGCGTGCCCTGCCTCGGTGCCTCTGTGGCAGGG 

CCAGGTCTGACTTCCCAGATGAGCTTGCTCTCCTAAGCTGCATCATTGCATGACTCTCCT 

CTTTCCTAACCTCCCTCACTCCTCCAGCTCCCTTCTGCTGGTGAATGACATCTCTTCACG 

CCACACAGTCACAGGACGGCTGCTCCACCACCGGCATCACATCTCCTTTCCAGGCAGGAA 

GAAGAGGAAGGAGGAAGAGACAGGACAAAGGTGGTCTTTCTTCCAGTAAAGCTTTGACTT 

TTTATCTAGAA 

>SEQUENCE:5696:prostate_MPM2000-004P4Novel007_8Table3 

GACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGC I I I I I i I I I I I I I 1 I 
I I I I I I I I I I I GGAAGGAGAGAGACTTTTTCCGCTCTCTCGCTCCCTGTTAAAGCCGGGT 
CTAGCACAGCTGCAGACGCCACCAGCGAGAAAGAGGGAGAGGAAGACAGATAGGGGGCG 
G 

GGGAAGAAGAAAAAAAAAGGGTAAAAAGTCTTCTAGGAGAACCTTTCACATTTGCAACAA 
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AAGACCTAGGGGCTGGAGAGAGATTCCTGGGACGCAGGGCTGGAGTGTCTATTTCGAGCT 
CAGCGGCAGGGCTCGGGCGCGAGTCGAGACCCTGCTCGCTCCTCTCGCTTATGAAACCGA 
CGTTCAGGAGCGGCTTTTTAAAAACGCAAGGCACAAGGACGGTCACCCGCGCGACTATGT 
TTGCTGA I I I I ICGCCTTGCCC 

>SEQUENCE:5697:prostate_MPM2000-004P4Novel007_8Table3 

ATTAATTAACGCGGGGGAAGATGCGGTAATGAAACCGGTTAGTCAATTTTGTCTTAATAT 

TGTTGACAATTCTGTAAAGTTCCTTTTTATGAATATTTCTGTTTAAGCTATTTCACCTTT 

CTTTTG AAATCCTTCCCTTTTAAG G AG AA AATGTG AC ACTTGTG AAAA AG CTTGT A AG AA 

AGCCCCTCCCTTTTTTCTTTAAACCTTTAAATGACAAATCTAGGTAATTAAGGTTGTGAA 

TTTTTATTTTTGCTTTGTTTTTAATGAACATTTGTCTTTCAGAATAGGATTGTGTGATAA 

TGTTTAAATGGCAAAAACAAAACATGATTTTGTGCAATTAACAAAGCTACTGCAAGAAAA 

ATAAAACACTTCTTGGTAACACAAAAAAAAAAAAAAAGCGGCCGCCAC CGCG GTGGAGCT 

CCAATTCGCCCTATAGTGAGTCGTATTACGCGCGCTCACTGGCCGTCGTTTTACAACGTC 

GTGACTGGGAAAACCCTGGCGTTACCCAAC 

>SEQUENCE:5698:prostate_MPM2000-004P4Nove!007_8Table3 

CGCGCAATTAATCCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 

TACTTCTAGAATTAATTAACGCGGGTCGGGCGTAGTGGCGGGCGCCTGCAGTCCCCGCCA 

CTCAGGAGGCTGAGGCAGGAGAATTGCTTGAGCCTGGGAGACAGAGATTGCAGTGAGCCG 

AGATGGCGCCATTGCACCCCAGCCTGGCGACAAGAGCGAAACTCTGTCGCACGAAAAAAA 

AAAAAAAAAAAAAAAAAAAAAAAAAAGCGGCCGCCAC CGCG GTGGAGCTCCAATTCGCCC 

TATAGTGAGTCGTATTACGCGCGCTCACTGGCCGTCGTTTTACAACGTCGTGACTGGGAA 

AACCCTGGCGTTACCCAACTTAATCGCCTTGCAGCACATCCCCCTTTCGC 

>SEQUENCE:5699:prostate_MPM2000-004P4Novei007_8Table3^ 

CTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCI I I I I I I I I I I I I I I I I I I I I 

I I I I I I I I I GAGATAGGGTTTCACTCCTGTCACCCAGGCTGGAGTGCAGTGGCACGATCT 

TGGCTCACTGCAGCCTCCGTCTCCCACACTTAAGCGA TTCTCCTGTCTCAACCTCTGG TA 

GCTGGGACTACAGGCACATGCCACTACATCTGGCTAAI I I I I I I I I 1 I I I I I I I I I I I I I 

AGTAGAGACAGGGTTTTGGCATGTAGCCTAGGCTAGTCTCAAACTCCTGAGCTCAAGTGA 

TCTGCCCACCTTAGCCTCCCAAAGGGCTGGGATTACAGGTTTGAGACACCACACCTGGCC 

TCAAGTGCTTTTTGACAGGACTGAACTTCACATCTACTCATCTAAATTTCATTCATCCTC 

CTACCTAGTTATTCATCCTCCTTACCT AGGTA CTCATTCCATCTGCCATCATAACTTTGG 

TTTT AG GG AAAG G G G ATTTC AC AGTTCTTTTGTTCCTCA AC AAA 

>SEQUENCE:5700:prostate_MPM2000-004P4Novel007_8Table3 

GAGCGCGCGTAATACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGC 

I I I I I I I I I I I I I I I U I I I I I I I I I I I I G ATG G AATCTC ACTCTGTCG CCC ACGCTG CA 

GTGCAGCAGCATGATGTCGGCTCACTGCAACCTCCACCTCTCGGGTTCAAGTGATT CTCC 

TGCCTCAGCCTCCTGAGTAGCTGGTATTATAGGCGTGCGCCACCACACCCTGCTAATTTT 

TGTATTTTTAGTAAAGATGGGGTTTCACCATGTTGGTCAGTCTGGTCTCGAACTCCCGAC 

CTTGTGATCTACCTGCCCCATCCTCCCAAAGTGCTGGGATTATAGGCCTGAGCCACCGCA 

CCGGTCTCTCCTTCTCTTTTAAGCTCTGGTCCCAAACTGCTACCCGCTTCCCCAGCCAGG 

CCTCCCCCTG AGC AG ACAC ACTG ACC AAG AG AAGCCTCC ACCTACTGCCTG G AC ATG C A A 

ACCCTGCCGCAGCCCAAGGCCTTGGAGAGCTAGAGTTATGCTTCCGGCCAACGCTGAACC 

CTTCTTAGCTTAGACCGGGGTAACTTGGGGATCTTTTGAAAGGAAAGGATTCTT 

>SEQUENCE:5701:prostate_MPM2000-004P4Nove!007_8Tabie3 

CCCTACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATT 

AATTAACGCGGGGGCAGAAAAGGGGGCGGCGGACTCGGCTTGTTGTGTTGCTGCCTGAGT 

GCCGGAGACGGTCCTGCTGCTGCCGCAGTCCTGCCAGCTGTCCGACGATGTCGTCCCACC 

TAGTCGAGCCGCCGCCGCCCCTGCACAACAACCAACAACAACTGCGAGGGAAAATGAGCA 

GTCTCTGCCCCCGCCGGCCGGCCTCAACAGTTCCTGGGTGGAGCTACCCATGAACAGCAG 

CAATGGCAATGATAATGGCAATGGGAAAAATGGGGGGCTGGAACACGTACCATCCTCATC 

CTCCATCCACAATGGAGACATGGAGAAGATTCTTTTGGATGCACAACATGAATCAGGACA 

GAGTAGTTCCAGAGGCAGTTCTCACTGTGACAGCCCTTCGCCACAAGAAGATGGGCAGAT 

C 

>SEQUENCE:5702:prostate_MPM2000-004P4Novel007_8Table3 

ATACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCTTTTTCTTTTC 
TTTCTTTCI I I I I I I I I I I I I AGACGGAGTCTCCCTCTGTCACCCAGACTGGAGTGCAAT 



Table 7 
2276/3129 



GGTGTGATCTTGGCTCACTGCAACCTCCGCCTCCCGAGTTCAAGTGATTCTCCTGTCTCA 

GCCTCCTGAGTAGCTGGGATTACAGGCGCCTGCCATCATGTGCCGGCTAATTTTGGTATT 

TTTAGTAGAGATGTGGTTTCACCATATCGGCCAGGTTGGTCTCAAACTCCTGACCTCAGG 

TGATCAGCCCGCCTCTGCATCCCAAACTGCTGGGATTACAGGCGTGAGGCCACCACACCC 

AGCCCGGATTACCCTTAAGTAGGAGGTACATTCTCTTCCATTGAAAAAGAGAGAGAGCAG 

AGAATAGATGCACAGGCAAGCAGATCTGTATCCATTTTGTTGTGGGAAGTTGCTTCCTCT 

CTGATGTTCTCTCTCTCTCTCTCTCTCTGTCTCTCTCTCTCTCTGTTTTTCTCTCTCGTG 

CTTCAAGTAGGGAATGATTAGTGAGTGATACTGTTTGCTAAGTAGTAAGAAAATAAAGAA 

GGGGAACACAGAAAGAGTGTTTCATAGAAAAATGCTGGCAATGTCTAGAGACATATTGCT 

C 

>SEQUENCE:5703:prostate_MPM2000-004P4Novel007_8Table3 

GTAATACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCI I I I I I I I 

1 I I I I I I I I I 1 I I I I I I H I I GAGACAGAGTTTTGCTCTTGTCACCCAGGCTGGAGTACA 

ATGGCACAATCGCGGCTCACTGCAACCTCCACCTCCCGGGTTCAAGTGAT TCTCCT GCCT 

CGGCCTCCTGAGTAGCTGGGATTACAGGCACCTGCCACCATGCCTGGCTG I I i f I CAT AT 

TTTTAGTAGAGACGGGGTTTCACCATGTTGGCCAGGCTGGTCTTGAGCTCGCGACCTCAG 

GTGATTCGCCCACCTCAGCCTCCCAAAGTATTGGGATTACAGATGTGAGCCACTGTGCCC 

GGCACTTTTCTGCTTTTAAATACAATGATTTTAGAAAGTCTGTATATGAACTTTGGGCTT 

GTACCTAGATATCCCAGTGTGTGTAGGGAGCCCTGTATATCTGCAAGGGGATC CATTA GA 

CCAAGGATATTAGATCCAGCACTTCTCCTTTTTAATGCATGTCATAAGCACATGATTTTA 

TATCATGTCAGAAAAAGGCTGTTGATATAAAGGAAGAGAACAAAGAATGAGAAGAACTAT 

ATCCCGCGTTAATTAATTCTAGAAGTACTCTCGAGGGGG 

>SEQUENCE:5705:prostate_MPM2000-004P4Novel007_8Table3 

CTCACTATAGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGC I I I I I I I I I I I I I I I I I I 
I I I I I I I 1 GAGACAAGATCTTGTCCTGTCACCCAGGCTGGAATACTGTGGTGCAATCATA 
GCTCACTGCAGCCTCAAACTTCTGGGCTCAAGTGATCCTCCCACC TCAGCCTC CTGAGTA 
GCTGGGAATGCAGGCACATACCACCATACCTGGCTAATTAAAAAAAI I I I I I I IAATCTC 
ACTGTATTACTGAAGCTGGTCTGGAACTCCTGGCCTTGAACGATCATCTCAGCCTCCCCA 
AACTCTGGGATTACAGGCATGAACCATTACACCTGGCTTGAAGAGAAG AGGTT CTTAATA 
TTGAAGAAGTCCATTTATCTGTTTTTG I I I I I I I I CCCCTC ATG TATTG TG TTTTT G GT A 
TTGTATCTAAGAGATTGTTGCTTAACTCAAGACCACAAAGATCTTTTTCTA I I I I I I I CT 
TCTAAGTTTTTTGTAGTTCTAGGTTTTACATTTAAGTCTCCAATACATTTTGAGTTAAAT 
TTTGTGTATGGTGTGATGTATGGATCAATGTTCAI I I I I ! I I GCATATGAATAACCATTA 
TTTTAACACCATTTATTGAAAAGACTATCTTTTTGCCCATGA 
>SEQUENCE:5706:prostate_MPM2000-004P4Novel007_8Table3 

CTCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 

TTAATTAAGGCGGGGGATAAAGTTAAGGTGTAGAGTATTTATTAGGTTATTAGGCTTGTT 

TGTTTGTTTATGCAAATCATGTTAGGTTGTTATCAGCTCAAAATAATGGGTTATAAGATA 

GTATGTTCTGGCCTCATGGTAACCTCAAACCAAAATACATACAATGGATACACGAAAGAT 

AAAAAGCACGAAACTAAATCATGTCTTCAGAGAAAATCATCTTCACTAAAAGGAAGACAG 

AAAGGAAAGAAATAAGGAAGAGAAGATCACAAAACAACTGGAAAAGAAATAACAAAACGG 

CAGGAGTAAATCCTTATTTATGAACAATAATATGGAATGTAAAT 

>SEQUENCE:5707:prostate_MPM2000-004P4Novel007_8Table3 

GCGTAATACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCt I I I I I 

I I I I I I I I I I I I I I I I I I I I I NGGACCAGAGAGGCCCCAAACTAGCAGCCTGTCCTCCTC 

AGTAGCCCCAGCATCCCTTCATCATTTTGTTGCCCTTCTATGGGCCTAGTTTAGGTCTGA 

G AGG CATAGTTTAAAATTTTTATTGTTATTTATTTATTCTAG AG ATAAGGTCTTG CTATG 

TTTCCC AG G CTG GTCTTG A ACTCCTG G CCTC AAG C A ATCCTCCTG C AG CAG CCTCCC AA A 

GTGCTGGGATTACAGGCATGAGCCACCACGTCTGGTCAGACAGGCATAGTTTT ACAAA TA 

TGTGGGTGGATAAATGCTGTCCAGTCTTACTTCATCACTTCTATCAATTGAATGCTTTTG 

GTTGGAAATAACAGAAAATCCAACTAAAAGTGACTTAAACAAAGGAAATGTTATTATCTC 

ATGTACCAGGAATTCTGGAGGTAGACTGGTTCAAGGGTGGATTAATTAATTCTAGAAATA 

CTCTCGAGGGGGGGCCCGGTACCCAACTTTTGTTCCCTTTA 

>SEQUENCE:5708:prostate_MPM2000-004P4Novel007_8Table3 

GACTCACTATAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGCI I I I I I I i I I I I i I I I 
1 I I I I I I I I I I I I GACCAGAGAGGCCCCAAACTAGCAGCCTGTCCTCCTCAGTAGCCCCA 
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GCATCCCTTCATCATTTTGTTGCCCTTCTATGGGCCTAGTTTAGGTCTGAGAGGCATAGT 

TTTAAAATTTTTATTGTTATTTATTTATTCTAGAGATAAGGTCTTGCTATGTTTCCCAGG 

CTGGTCTTGAACTCCTGGCCTCAAGCAATCCTCCTGCAGCAGCCTCCCAAAGTGCTGGGA 

TTACAGGCATGAGCCACCACGTCTGGTCAGACAGGCATAGTTTTACAAATATGTGGGTGG 

ATAAATGCTGTCCAGTCTTACTTCATCACTTCTATCAATTGAATGCTTTTGGTTGGAAAT 

AACAGAAAATCCAACTAAAAGTGACTTAAACAAAGGAAATGTTATTATCTCATGTACCAG 

GAATTCTGGAGGTAGACTGGTTCAAGGGTGGATTAATTAATTCTAGAAGTACTCTCGAGG 

GGGGGCCCGGTACCCAGCTTTTGNTCCCTTTAGTGAGGGTTAATTGCGCGCTNGGCGTAA 

TCATG GTCATAGCTGTTTCCTGTGTG AA 

>SEQUENCE:5709:prostate_MPM2000-004P4Nove!007_8Table3 

CCCCCCCTCGAGAGTACTTCTTTATTTAATTAACGCGGGGCAGGTGATGTCACGGTGTAA 

TAGGTGCAGCTGCCGCCACCGCCGCTTCTGCATTGTCTCAGGGACGGGCTGCAGCCATGT 

CCTATTGCCGGCAGGAAGGAAGGATCGAATCATATTTGTAACCAAAGAAGATCATGAAAC 

TCCAAGCAGTGCAGAATTGGTGGCTGATGACCCCAACGATCCATACGAGGAGCATGGATT 

GATACTGCCAAATGGAAACATTAACTGGAACTGCCCATGCCTTGGGGGAATGGCCAGCGG 

TCCCTGTGGAGAACAGTTTAAGTCAGCCTTTTCCTGCTTCCACTATAGCACGGAGGAGAT 

CAAGGGGTCAGACTGTGTAGACCAGTTCCGGGCCATGCAGGAATGCATGCAGAAATACCC 

AAACCTCTATCCCCAAGAGGATGAGGATGAGGAAGAGGAAAGAGAGAAGAAGCCAGCATA 

ACAAGCAG 

>SEQUENCE:5710:prostate_MPM2000-004P4Novel007_8Table3 

GAACAAAAGCTGGGTACCCGGGCCCCCCTCGAGAGTACTTCTAGAATTAATTAACGCGGN 

GAGTTATTATAGATAATGCACACCTTACAATATTACTACTGGGTTATTAATCCTGCTGAC 

AGTTGTG G CATTACACCTAATG G ATG AG GTG CCCATTCCG AGGTCCAATCGGTGCAGTCT 

GGGGCTGAGGTGAGGAAACCTGNGTCCTCAGCGAAGGTGATCCCAGATACACGTTCACCT 

TCCACTACATACACTGGGGGCGACAGGCCCCTGGAAAAGGGCTTGAGTGGATGGAACGTG 

TTGATCCTGAATATGGCGACACACTATATGCACAGAATTCCAGGGCAGAGTCACCACTAC 

CTGAGACACGTCTGCAGACACAGCCTACATGGAGCTGAGCAGCCTGAGATCTGAGGACAC 

AGACGTATATTAATGTGCATGACACGCAGTGTGAAAACCCACATTCTGAGAGTGTCAGAA 

ACCTTG 

>SEQUENCE:571 1 :prostate_MPM2000-004P4Novel007_8Table3 

AACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAACGCGGAG 

TGGGGTGGCATCTGCGATTCAAGACAGT I I I I I ACATCTCTTCAGTGCCTCTTTCAG CTA 

TATGAATTAAAAACCAGGTACTGTGGGTGCTCACCTGAATTCTGGTTCTTATGAAGGTGC 

TTTTATGGTGTAAATAGTTTTTAAATTGGTGTCCTTGTAGAGGGGACAATCGGTAGAGCC 

TTCTATTCTGCCATCTTGCCCCATCTACTCACCTTGAAATTTATATTATATGTTAACTAT 

AAAAGCTTTACTTAAAAAGAAAATTCTGAACATCGGTCATACCCATTTATCAAAAATGAC 

TATTA I I I I I I AAACTGGAAGATCTTACTATTGCAGGTATTTTGATAACAAAGGTTATAA 

TGGGAGTACCGTTTTATTCTAAGTCATAACATTTATCATTTTAACAGATAGGTAAAATAT 

TTAACTCTGCGTAATTACCAGTAAGTCATTTTATATGCTTTCTGGACTTTTA 

>SEQUENCE:5712:prostate_MPM2000-004P4Novel007_8Table3 

TACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGC I I I I I I I I I I I I 

I I I I I I I I I I I I I I I I GGGAGGAAGGCACCTACAAAACGAAAGTGCCTAGGGCTTACAAA 

AGTCATATGTAGCCTTTACAAATATTAGCTCAGTCATTTTCAGAAAGGTTTTTCCAATTA 

T ATTTAG AG ATG AG G AAACTG AAG CTCAG GG AG G CTAG G AA ACTTATCC AAAG CCTCTT A 

AGAGGCTATGTTAGTCAGACTGGGCTAACAGCTGTAACAACCCCAGAATTTAAATGGCTT 

AACACATTAGGAGTTTATTTGTTATTGCCATAACAATTCAGGGTGTATGTTTGGCAGGTA 

GTCTACACAGTGATTCAGGGACCCAGGCTCCTTCCCTCTGGTGGCTTTTTCTCCCTCTAG 

TGCTGGGAGCTCTCCATGCAGATGGTGGATGGAGAAAGAGAACAAAAAGTGGGGGATTTT 

TATAGGCCAGGCCTGGAATTGGCCCACATCACTTCCACACACATTCCACTGGCCAGAATG 

CAGTCACGTGATCGTAGCTAACTGCAAGGAAGGTTGGAAAATGTAATGTAACTGCATGCC 

TGGGCT 

>SEQUENCE:5713:prostate_MPM2000-004P4Novel007_8Table3 

CCCAGCGCCATAACCCTACTAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGT 
ACTTCTAGAATTAATTAACCCGGGAGGCAGATGTTGCAGTGAGTCAAGATCATGCCACTC 
CACTCCAGCCTGGGTGATAGAATGAGACTCAGTCTCAAAAAAAAAAAAAAAGAAAAAAAC 
AAAG ACT ACACATTG GGT ACAG ACTTG ATGG ATAA AAAAG ACT ACCCTTGGGTG ATG G GT 
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GCACCAAAATCTCAGAAATCACCACTGAAGAACTTTTCCATGCAACCAAACACTACTTGT 
TCCCCAAACACTACTGAAATAAAAGTTTAAAAAAAAATACGTAAGAACAGACATAAAAAA 
AAAAAAAAAAAAAAAAAAAAAAAAGCGGCCGCCACCGCGGGGGAGCTCCAATTCGCCCTA 
T 

>SEQUENCE:5714:prostate_MPM2000-004P4Novel007_8Table3 

AGCTCCACCGCGGTGGCGGCCGC I I I I I I I I I I I I I I I I I I I I I I I I I I GCTATGGAGTC 

TTGCCATATTGCCCAGGCTGGTCTTGAACTCCTGGGCTCAAGCGATCCTCCT GCCTCA GT 

CCCCTAAAGTGCTGGGATTACAGGCGTGAGCCACCACACTCGGCGAGGTTCATTTTTCTC 

ATGTGAAAGACTTGACATTCATCTCTGCCCACACTTTGATCATATCAGAAAACAACCTGT 

GCAGCCGCTTTCTGATTGCTGAAGCCGCTTCATTCTTCCTCAGCAGGACCCATGTCTCGG 

ACATAGGAATCCGGCCGCTGCATCTTCACCTTTTTTCCCGTACTGGTATCTATCCAGGTG 

TCGGACCCGTAGATCATAGTGATAGGCACATCTTTTCGAATCAAGTGAATTCGCTCCAGC 

ATAGGGCGCCGGGCCCAGCCAAAGGACTCCATCATGGCTTTGAATGCTGTCTCACCACTG 

GGATTCTGTGCGTTGCAGTGGTAAATATACTCTGATATGGTATCATCTTCAAAGAAGTCT 

GC 

>SEQUENCE:5715:prostate_MPM2000-004P4Novel007_8Table3 

CG ACTC ACTAT AGG G CG AATTG GAG CTCC ACCG CG GTG G CG G CCG C I I I I I I I I I I I I I I 

I I I I I I I I I I GGGGGAGACGGAGATTTACTCGTTGCCCAGGC rGGAGTGCAATGGCGCGA 

TCTTGGCTCACCGCATCCTCCGCCTCCCAGGTCCAAGCGATTCTCCTGCCTCAGGCTCCC 

GAGTAGCTGGGATTACAGGCATGTGTGACCACGCGCGGCTAATTTTGTATTTTTAGTAGA 

GACGGGGTTTCACCGTGTTGCCCAGGCTGATCTCGAACTCCTCACCTCAGGTAATCCGCC 

CGCCTCGGCCTCCCAAAGTTCTGGGATTACAGGCGTGAGCCACTGCGCCCCCCGCGTTAA 

TTAATTCTAGAAGTACTCTCGAGGGGGGGCCCGGTACCCAGCTTTTGTTCCCTTTAGTGA 

G G GTT AATTG CG CGCTTG G CGT AATC ATG GTCATAG CTGTTTCCTGTGTG A AATTGTTAT 

CCGCTCACAATTC 

>SEQUENCE:5716:prostate_MPM2000-004P4Novel007_8Table3 

ACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 

TTAATTAACGCGGGGGAAAACTGTCTTACTTAAACAAAATGTATTTTAGGAAAATGCCTG 

TTTCAAGGGTTTATTACTGTTTTATAACTAAGAGACTTGGGACTTTAGTATACGAAAAGG 

TGTCATTTCAAATGGGGGAAAATGAATTATTCAACAAATGATCTTGGGACAACTGGATAG 

CCATTCAGAAAAAAAGTGAAGCTGGAACACTATAACATGCTTTACCCCACAATAAATCAG 

AGTTAAATGTNAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAGGCGGCCGCCACCGCGGTG 

GAGCTCCAATTCGCCCTATAGTGAGTCGTATTACGCGCGCTCACTGGCCGTCGTTTTACA 

ACGTCGTG 

>SEQUENCE:5717:prostate_MPM2000-004P4Novel007_8Table3 

GCGAATTGGAGCTCCACCGCGGTGGCGGCCGCTTTCTTTCTTTCI I I I I CTTTCTTAATT 

GACGAACAACGGAGTCCTGTGGTGGTGCCCATGCTGGAATGGAGAGACACAATCCCGGCT 

TACTGCAGCCTCCACCTGCCTGGTGCAAGTGATCAAGTGATCTCCTGCC TCAG CTACTGA 

GTAG CTGG G ATTACAG G CACCTG CCATCATG CCCAGCTAACTTATATATTTTTTG ACTTA 

GCAGAGACAGGGTTCCACCATGTTGGCCAGGCTGGTCTTGAACTACTGACCTCAAGTGAA 

TCACCTGCCCCGCCTCAACCTTCCAAAGTGCTTGGATTACAGGCGTGAGCCACTGCACCC 

AGCCATTCTTC I I I I I ATGAAAAAGAAAATGTTATCTTTGTGGTAATAAACAGCAAACAT 

TTGGGGCTAATTAAAACTTGGCAGCATTTAGGTATGTGTGTGCATGTGTGTGTGCGCACC 

CGTGTGTTTT 

>SEQUENCE:5718:prostate_MPM2000-004P4Novel007_8Table3 

AAGCTGCGTACCGTGGCCCCCCTCGAGAGTACTTCTAGAATTAATTAAAGTCAGCATGAT 

GTATTAAAACAAAGCATAATAATAATAAAATTTTAAAAAATGTAAACTTTTACAATCATT 

GAAAGGCAAAAATAAAATAAAACAAAATAAAATACAGTGATCCTTAATATCTGTGGTACA 

TTTATTCCAGGACGCCCCTCTTCACCCTCCAGATACCAAAGTCTATAGATGCTCAAGTCA 

CTAATATAAAATGGTGTAGTATTTGCATATAACCTATGCACATCCTCTCATAGACTTTAT 

TTCTAATTAATTTTATTATTTTTAA I I I I I GTGGGTACATAGTATGTATTTATATGTGTA 

TATATATACATATATATGGGGTACATTACATGTTTTGATATAGTGATAGCTTAACAGGAT 

GACTATAGTCAATAATAACTTGATTGTACATTTTAAATAAGAGTGCAATTGGATTGTTTG 

TAACTCCTGTATACTTTAAATCATCTCCAGTTTACTAATACCTAATACAATGTAAATGCA 

AGGTAAATAATTGTTATACTGTATTGTTTAAAGGATAATGACAAGAAATTAAGTTTGTAC 

ATGTTC 
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>SEQUENCE:571 9:prostate_MPM2000-004P4Novel007_8Table3 

GCGTAATACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGC I I I I I I 

I I I I I I I I I I I I I I I I I I I I I I I I G AG G A AG G C ACCTAC AA A ACG AAAGTGCCTA G G G C T 

TACAAAAGTCATATGTAGCCTTTACAAATATTAGCTCAGTCATTTTCAGAAAGGTTTTTC 

CAATTATCATTTTAGAGATGAGGAAACTGAAGCTCAGGGAGGCTAGGAAACTTATCCAAA 

GCCTCTTAAGAGGCTATGTTAGTCAGACTGGGCTAACAGCTGTAACAACCCCAGAATTTA 

AATGGCTTAACACATTAGGAGTTTATTTGTTATTGCCATAACAATTCAGGGTGTA TGTTT 

GGCAGGTAGTCTACACAGTGATTCAGGGACCCAGGCTCCTTCCCTCTGGTGGCTTTTTCT 

CCCTCTAGTGCTGGGAGCTCTCCATGCAGATGGTGGATGGAGAAAGAGAACAAAAAGTGG 

GGGATTTTTATAGGCCAGGCCTGGAATTGGCCCACATCACTTCCACACACATTCCACTGG 

CC AG AATG C AGTCACGTG ATCGTAGCT AACTG CAAG G AAG GTTG G AAAATGTAATGTAAC 

TGCATGCCTGGGCTAAAGAGAGGAACACGGATCCTGGGGAGTACTCACAGTGTTAGA 

>SEQUENCE:5720:prostate_MPM2000-004P4Novel007_8T able3 

TATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCI I I I I I I I I I I I I I I I I I I I I I 

TTTGTTTTTGAGGCAGAGTTTTGCTCTGTCGCCCAGGCTGGAGTGCAGCGGTATGATTAT 

GGCTCACTGCAGCCTCGACCTCCTGGCCCCAGGCGATCCTCC CACCTC AGTCCCCTAAGT 

AGCTGGGACCATAGGTATGTGCCACCACACCCGGCTAATTTCAI I I I I I GTAGAGATGAG 

GTCTTACTATGTTGACTAGGCTGGTCTCGAACTCCTGGGCTCAAGCAGGCCTTGTGCCTC 

GGCCTCCCCAACTGTTGGGATTATGGGCGTGAGC CACT GTGCCCGGTCTGCTCGCTGAAT 

TTCTAATGAGCTTGAATTACAGGAAGTAAAAATAAATTTTCCACTTACAGACCACTAACC 

AGTTTAGAGCAAATCTGTAAGGAGTGTATAGATTATGCCACACGAGCGCATGAAGCTACC 

ACATGTTTAAAGACAAGTATACCTCTTGTGAACAGCAGTGTTCAGCTAGGAGGCATAAAC 

ATGAACTGAAGAAACCAAGACATCAG 

>SEQUENCE:5721:prostate_MPM2000-004P4Novet007_8TabIe3 

CTATAGGGCGAATCGGAGCTCCACCGCGGTGGCGGCCGCI I i t I I I I I I I I I I I I I I I I I 

I I I I I I I I I AGATGGAGTCTTACTCCGTCACCCAGGCTGGAGTGTGGTGGTGTGATCTCA 

GCTCACAGCAACCTGACCTCAGGTGATTCACCCGCCTCTGTCTCCCAAAGTGCTGGGATT 

ACAGGCGTGAGCCACTGCGCCCGGCTGTCTTTGAATTTTTTAAACTGAAGTTTAATTGCC 

TTTGAGTTTGATCATTCACTATTTGGCATTTGTATTTCTTTTGTTAATTATCTGCTCAAG 

CTCTAATTTCATAATGGAAATTTAATGGATTAACATATAACACCCA CTAT CACCCGCCTT 

AATTAATTCTAGAAGTACTCTCGAGGGGGGGCCCGGTACCCAGCTTTTGTTCCCTTTAGT 

GAGGGTTAATTGCGCGCTTGGCGTAATCATGGTCATAGCTGTTTCCTGTGGGAAATGTTA 

TCCG CTC ACAATTCC AC AC AAC ATACG AGCCG G AAGC ATAAAGTGTAA AG CCTG G G GTG C 

CTAATGAGTGAGCTAACTCACATTAATTGCGTTGCGCTCACT 

>SEQUENCE:5722:prostate_MPM2000-004P4Novel007_8Table3 

GACTCACTATAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGCI I I I I I I I I I I I I I I I 

I I I II I I I I I I I I GACCAGAGAGGCCCCAAACTAGCAGCCTGTCCTCCTCAGTAGCCCCA 

GCATCCCTTCATCATTTTGTTGCCCTTCTATGGGCCTAGTTTAGGTCTGAGAGGCATAGT 

TTTAAAATTTTTATTGTTATTTATTTATTCTAGAGATAAGGTCTTGCTATGTTTCCCAGG 

CTGGTCTTGAACTCCTGGCCTCAAGCAATCCTCCTGCAGC AGCC TCCCAAAGTGCTGGGA 

TTACAGGCATGAGCCACCACGTCTGGTCAGACAGGCATAGTTTT ACAAA TATGTGGGTGG 

ATAAATGCTGTCCAGTCTTACTTCATCACTTCTATCAATTGAATGCTTTTGGTTGGAAAT 

AACAGAAAATCCAACTAAAAGTGACTTAAACAAAGGAAATGTTATTATCTCATGTACCAG 

G A ATTCTG G AG GT AG ACTG GTTCA AG G GTG G ATT AATT AATTCT AG AAGTACTCTCG AGG 

GGGGGCCCGGTACCCAGCTTTTGNTCCCTTTAGTGAGGGTTAATTGCGCGCTNGGCGTAA 

TCATGGTCATAGCTGTTTCCTGTGTGAA 

>S EQU ENC E :5723:prostate_M PM2000-004 P4N ovel007_8Table3 

ACTGGGTACCGGGCCCCCCCCTCGGAAATACTTCTAGNATTAATTAACGCGGGCTCTTTT 

TTGGTTCCATATGAACTTTAAAGTAGTTTTTTCCAATTCTGTGAAGAAAGTCATTGGTAG 

CTTG ATGG G G ATG G C ATTG A ATCTGT AAATT ACCTTG G G CAGT ATG G CC ATTTTC AC AAT 

ATTGATTCTTCCTACCCATGAGCATGGAATGTTCTTCCATTTGTTTGTATCCTCTTTTAT 

TTCCTTGAGCAGTGGTTTGTAGTTCTCCTTGAAGAGGTCCTTCACATCCCTTGTAAGTTG 

GATTCCTAGGTATTTTATTCTCTTTGAAGCAATTGTGAATGGGAGTTCACTCATGATTTG 

GCTCTCTGTTTGTCTGTTGTTGGTGTGTAAGAATGCTTGTGATTTTTGTACATTTATTTT 

GT ATCCTG AG ACTTTG CTG AAGTTG CTTATC AG CTTAAG G AG ATTTTG G G CTG AG AC AAT 

GGGGTTTTCTAGATATACAATCATGTCATCTGCAAACAGGAACAATTTGACTTGCTCTTT 
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TCCTAATTGAATACCCTTTATTTCCTTCTCCTGCCTAATTGCCCTGGCCAGAACTTCCAA 
CACTATGTTGAATAGGAGTG 

>SEQUENCE:5724:prostate_MPM2000-004P4Novel007_8Table3 

CGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGT 

ACTTCTAGAATTAATTAACGCGGGGGCAGAAAAGGGGGCGGCGGACTCGGCTTGTTGTGT 

TGCTGCCTGAGTGCCGGAGACGGTCCTGCTGCTGCCGCAGTCCTGCCAGCTGTCCGACGA 

TGTCGTCCCACCTAGTCGAGCCGCCGCCGCCCCTGCACAACAACAACAACAACTGCGAGG 

AAAATGAGCAGTCTCTGCCCCCGCCGGCCGGCCTCAACAGTTCCTGGGTGGAGCTACCCA 

TGAACAGCAGCAATGGCAATGATAATGGCAATGGGAAAAATGGGGGGCTGGAACACGTAC 

CATCCTCATCCTCCATCCACAATGGAGACATGGAGAAGATTCTTTTGGATGCACAACATG 

AATCAGGACAGAGTAGTTCCAGAGGCAGTTCTCACTGTGACAGCCCTTCGCCACAAGAAG 

ATGGGCAGATCATGTTTGATGTGGAAATGCACAC 

>SEQUENCE:5725:prostate_MPM2000-004P4Novel007_8Tab!e3 

GGGCCCCCCCTCGGGGATCTTCTAGNATTAATTAACGCGGGGAGCCGGGGCAGACGTCCG 

TAGCGCCCCCTCCCGAGGAGGTCGAGCCGGGCAGTGGGGTCCGCATCGTGGTGGAGTAC 

T 

GTGAACCCTGCGGCTTCGAGGCGACCTACCTGGAGCTGGCCAGTGCTGTGAAGGAGCAGT 

ATCCGGGCATCGAGATCGAGTCGCGCCTCGGGGGCACAGGTGCCTTTGAGATAGAGATAA 

ATGGACAGCTGGTGTTCTCCAAGCTGGAGAATGGGGGCTTTCCCTATGAGAAAGATCTCA 

TTGAGGCCATCCGAAGAGCCAGTAATGGAGAAACCCTAGAAAAGATCACCAACAGCCGTC 

CTCCCTGCGTCATCCTGTGACTGCACAGGACTCTGGGTTCCTGCTCTGTTCTGGGGTCCA 

AACCTTGGTCTCCCTTTGGTCCTGCTGGGAGCTCCCCCTGCCTCTTTCCCCTACTTAGCT 

CCTTAGCAAAGAGACCCTGGCCTCCACTNTGCCCTTTGGGTACAAAGAAGGAATAGAAGA 

TTCCGTGGCCTTGGGGGCAGGAGAGAGACACTCTCCATGAACACTTCTCCAGCCACCTCA 

TA 

>SEQUENCE:5726:prostate_MPM2000-004P4Novel007_8Table3 

GCGCGCAATTAAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGA 

GTACTTCTAGAATTAATTAAGGCGGGCAGTGTTCATGTTTCAAAAGCTAACACTGGCATG 

ACTGACTCAATGTTGGACCCAGACAAATTAAAAAATGGTAGATAAAAATACATATAATAC 

GCCGGGCGCCGGTGGCTCAAGTCTGTAATCCCAGCACTTTTGAGAGTNNCCGAGGCAGGT 

GGATCACNNAAGCTCAGGAGTTCAAAGAACCAGCCTAGCCANNATAATGGTAAAACCCCG 

TCTCTGCTAAAAATACAAAAATCAGCTGGGCATGTTGGTAGGCACCTGTACTCCCAGCTA 

CTCGGGAGGCTGAGGCAGGAGAATTGCTTAAAGCTGGGAGGTAGAGGTTGCAGTGAGCCA 

AGATTGAGCCACTGCCCTCCAGCCTGGGCTACAGAGCAAGACTCCGTCTCAAAACAACAA 

CAACAAAAAACATAAAATAACTCAAACAATTAAATATAACCCT 

>SEQUENCE:5727:prostate_MPM2000-004P4Novel007_8Table3 

I I I I I I I I I I I I I I I I I I I I I I I I I I AGGAAGGCGGGGGATAAAGTTAAGGTGTAGAGTA 
TTTATTAGGTTATTTGGCTTGTTTGTTTGTTTATGCAAATC^TGTTAGGTTGTTATCAGC 
TTAAAATAATGGGTTATAAGATAGTATGTTCTGGCCTCATGGTAACCTCAAACCAAAATA 
CATACAATGGATACACGAAAGATAAAAAGCAAGAAACTAAATCATGTCTTCAGAGAAAAT 
CATCTTCACTAAAAGGAAGACAGAAAGGAAAGAAATAAGGAAGAGAAGATCACAAAACAA 
CTGGAAAAGAAATAACAAAACGGCAGGAGTAAATCCTTATTTATGAACAATAATATGGAA 
TGTAAATCAACTAAATCTCCAATCAAAACACAGACTGGCTGAATGAATTTAAAAAAAAAA 
AACATAATCTGTTGCCTCCAAGAAACACACTTAACCTTTAA 
>SEQUENCE:5728:prostate_MPIV12000-004P4Novel007_8Table3 

ACCCAGCGCGCAATTAACCCTACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCG 

AGAGTACTTCTAGAATTAATTAACGCGGGTATCAAAGTACTCAAACTATATATCATATAC 

TGTACATAAAATATCAAAGTACCCAAACTGTGTATTATTATATACTGTATATAAAATATC 

AAAGTACCTGAAATATATATTGTATACTGTACATAAAATATCAAAGTACCCCAAAATATA 

TACTATATACTGTACATAAAATATGAAGGTACATCAAATATATATTATATCCTGTACATA 

AAATATCAAAGTACACCTAATATATATTGTGTACTGTACATAATATATTAAATCGCCCAA 

ATATATATTGTATACTGTATATAAAATATGAAGGTACTTCAAATATATATTATATGCTGC 

ACATAAAATATCAAAGTACCAAAAATATGTATTATATACTGTACATAAAATATGAAAGTA 

CCCAACCATTTATAATA 

>SEQUENCE:5729:prostate_MPM2000-004P4Novel007_8Table3 

GCGTAATACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCf I I I \ T 
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I I I I 1 I I I I I I t I I I I I I I I GACAGAGTCTTG CTCTGTCACCCAG GCTG AG GTG C AGTGG 

CACGATCTCGGCTCACTGCAAGCTCCGTCTCCCGGGTTCACGCCATTCTTCTGCCTCAGC 

CTCCCGAGTTGCTGGGACTACAGGTGCCCGCCACCACGCCCGCCTTAATTAATTCTAGAA 

GTACTCTCGAGGGGGGGCCCGGTACCCAGCTTTTGTTCCCTTTAGTGAGGGTTAATTGCG 

CGCTTGGCGTAATCATGGTCATAGCTGTTTCCTGTGTGAAATTGTTATCCGCTCACAATT 

CCACACAACATACGAGCCGGAAGCATAAAGTGTAAAGCCT 

>SEQUENCE:5730:prostate_MPM2000-004P4Novel007_8Table3 

GCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 

TACTTCTAGAATTAATTAAGGCGGGGGTTGGAGGTGGGGACTCTGGAAAAGCAGCCCCCA 

TTTCCTCGGGTACCAATAAATAAAACATGCAGGCTGAAAAAAAAAAAAAAAAAAAAAACA 

AA A A A A A AAA A A A A AAA A AAA AAA A A AAG GGCGGCCG CC ACCGCGG G G G A G GTCC A ATT C 

GCCCTATAGGGAGTCGTATTACGCGCGCTCACTGGCCGTCGTTTTACAACGTCGTGACTG 

GGAAAACCCTGGCGTTACCCAACTTAATCGCCTTGCAGCACATCCCCCTTTCGCCAGCTG 

GCGTAATAGCGAAAAGGCCCGCACCGATCGCCCTTCCCAACAGTTGCGCAGCCTGAATGG 

CGAATGGAAATTGTA 

>SEQUENCE:5731 :prostate_MPM2000-004P4Novel007_8Table3 

GTATACGACTACTATANGGCGAATNGGAGCTCCACCGCGGTGGCGGCCGCl \ I l 

I I I I I I I I I I I I I I I II I I I GAGGAAGGCACCTACAAAACGAAAGTGCCT AGGGC TTACA 

AAAGTCATATGTAGCCTTTACAAATATTAGCTCAGTCATTTTCAGAAAGGTTTTTCCAAT 

TATCATTTTAGAGATAGGAAACTGAAGCTCAGGGAGGCTAGGAAACTTATCCAAAGCCTC 

TTAAGAGGCTATGTTAGTCAGACTGGGCTAACAGCTGTAACAACCCCAGAATTTAAATGG 

CTTAACACATTAGGAGTTTATTTGTTATTGCCATAACAATTCAGGGTGT ATGTTT GGCAG 

GTAGTCTACACAGTGATTCAGGGACCCAGGCTCCTTCCCTCTGGTGGC I I I I I CTCCCTC 

TAGTGCTGGGAGCTCTCCATGCAGATGGTGGATGGAGAAAGAGAACAAAAAGTGGGGGAT 

TTTTATAGGCCAGGCCTGGAATTGGCCCACATCACTTCCACACACATTCCACTGGCCAGA 

ATGCAGTCACGTGATCGTAGCTAACTGCAAGGAAGGTTGGAAAATGTAATGTAACTGCAT 

GCCTGG 

>SEQUENCE:5732:prostate_MPM2000-004P4Novel007_8Table3 

GCGTAATACGACTCACTATAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGC I I I I I I I 

I I I I I I I I I I I I I I I I I I I I I I I I I AC ATTT A ACTCTG ATTT ATTG G G G G G T A A AG C ATG 

TTATAGTGTTCCAGCTTCAC I I I I I I I CTGAATGGCTATCCAGTTGTCCCAAGATCATTT 

GTTGAATAATTCATTTTCCCCCATTTGAAATGACACCTTTT CGTAT ACTAAAGTCCCAAG 

TCTCTTAGTTATAAAACAGTAATAAACCCTTGAAACAGGCATTTTCCTAAAATACATTTT 

GTTTAAGTAAGACAGTTTTCCCCCGCGTTAATTAATTCTAGAAGTACTCTCGAGGGGGGG 

CCCGGTACCCAGCTTTTGTTCCCTTTAGTGAGGGTTAATTGCGCGCTTGGCGTAATCATG 

GTCATAGCTGTTTCCTGTGTGAAATTGTTATCCGCTCACAATTCCACACAACATACGAGC 

CGGAAGCATAAAGTGTAAAGCCTGGGGTGCCTAATGAGTGAGCTAACTCACATTAATTGC 

GTTGCGCTCACTGCCCGCTTTCCAGTCGGGAAACCTGTCGTGCCAGCTGCATTAATGAAT 

CGGCCAACGCGCGGGGAGAGG 

>SEQUENCE:5733:prostate_MPM2000-004P4Novel007_8Tabie3 

CCCTACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATT 

AATTAAGGCGGGTGATAGTGGGTGTTATATGTTAATCCATTAAATTTCCATTATGAAATT 

AGAGCTTGAGCAGATAATTAACAAAAGAAATACAAATGACAAATAGTGAATGATCAAACT 

CAAAGGCAATTAAACTTCAGTTTAAAAAATTCAAAGACGCCGGGCGCAGTGGCTCACGCC 

TGTAATCCCAGCACTTTGGGAGACAGAGGCGGGTGAATCACCTGAGGTCAGGTTGCTGTG 

AGCTGAGATCACACCACCACACTCCAGCCTGGGTGACGGAGTAAGACTCCATCTAAAAAA 

AAAAAAAAAAAAAAAAAAAAAAAAGCGGCCGCCACCGCGGTGGAGCTCCAATTCGCCCTA 

T AGTG AGTCGT ATTACG CG CG CT 

>SEQUENCE:5734:prostateJVIPM2000-004P4Novel007_8Table3 

CTATAGGGCGATTCGGACGCTCCACCGCGGTGGCGGCCGCI I I I I I I I I I I I I I I I I I I I 

I I I I I I I I I I GAG G AAG GCACCTAC A A AACG A AAGTG CCT AG GG CTT ACAA A AGTC AT AT 

GTAGCCTTTACAAATATTAGCTCAGTCATTTTCAGAAAGGTTTTTCCAATTATCATTTTA 

GAGATGAGGAAACTGAAGCTCAGGGAGGCTAGGAAACTTATCCAAAGCCTCTTAAGAGGC 

TATGTTAGTCAGACTGGGCTAACAGCTGTAACAACCCCAGAATTTAAATGGCTTAACACA 

TTAGGAGTTTATTTGTTATTGCCATAACAATTCAGGGTGTATGTTTGGCAGGTAGTCTAC 

ACAGTGATTCAGGGACCCAGGCTCCTTCCCTCTGGTGGCTTTTTCTCCCTCTAGTGCTGG 
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GAGCTCTCCATGCAAATGGTGGATGGAGAAAG 

>SEQUENCE:5735:prostate_MPM2000-004P4Novel007_8Table3 

GTAATACGACTACTATAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGC 

I I I I I I I I I I I I I I I I I I I 1 ATTTGGCATAGTCCTTCCTTCATCTCACTCCAACTCTTCT 
TTCCTGGCTCCCCGCTCGGCTCCACCGCCGCGGGCCTCCCTTCACACATAGCACAGGTAG 
AGGTACGTCTTCTCTATCCTCCAGTCGGGCGGGATCTTCTCGGGGCTTGGGGCCCTTCAT 
GTGCTTCTGCATGGAGGAAAGGCTGGGGCAGTACTCTGTGCAGATGGTGCACTGGTAGGG 
CGAGGCGCCGTTGTGCGTTCTCAGGTGCTTGATCATGGCCGAGTAGTCCCGGGAGCGCTG 
GTGGCAGAGCTTACACTCAAAGGGCTTCTCACCTGTGTGCACCCTATAGTGCGTCTCCAG 
CTGATGCTTGAGGCTGAACTTTTTGCCACAGCCATTG 

>SEQUENCE:5736:prostate_MPM2000-004P4Novel007_8Table3 

CTACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGC I ! I I I I I I I I I I I I I I I I 
I I I I I I I I GCTATGGAGTCTTGCCATATTGCCCAGGCTGGTCTTGAACTCCTGGGCTCAA 
GCGATCCTCCTGCCTCAGTCCCCTAAAGTGCTGGGATTACAGGCGTGAGCCACCACACTC 
GGCCGAGGTTCATTTTTTCTCATGTGAAAGACTTGACATTCATCTCTGCCCACACTTTGA 
TC ATATCAG AAA ACAACCTGTG CAG CCG CTTTCTG ATTG CTG AAG CCGCTTC ATTCTT CC 
TCAGCAGGACCCATGTCTCGGACATAGGAATCCGGCCGCTGCATCTTCACCT TTTTT CCC 
GTACTGGTATCTATCCAGGTGTCGGACCCGTAAATCATAGTGATAGGCACATTTTTTCG 
>SEQUENCE:5737:prostate_MPM2000-004P4Novel007_8Tabie3 

CAGCGCGCAATTAACCCTACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGA 
GTACTTCTAGAATTAATTAAGGCGGGGGGATGGTAAAATGTCACTTGCGAGTAACAGGAT 
CCATAGGCAGAACCTGTGGAGCAAGAAAGTTTGCTAATAAAATTTTGTTTACCCTAACAT 
AGGTTCTTCATGGAGAGCAGTACTTAGAGTTATATAAACCACTTCCCAGAGCAGGAAAAT 
T AAAATGTG AAGC AGTTGTTG CTG ATGTCCTAG AT AAAG G ATCCG GTGT AGTG ATT ATT A 
TGGATGTCTATTCTTATTCTGAGAAGGAACTTATATGCCACAATCAGTTCTCTCTCTTTC 
TTGTTGGCTCTGGAGGCTTTGGTGGAAAACGGACATCAGACAAAGTCAAGGTAGGCTGTA 
G CC AT ACCT AAT AG ACCTCCTG ATG 

>SEQUENCE:5738:prostate_MPM2000-004P4Novel007_8Table3 

ACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 

TTAATTAAAAAAATAAAAACCAACATTAACCAGAGTTTGGAAGAAGTTGATTCCAACCTT 

CATAGGTGACTCTGAGGGGTTCAAGTCTTCAGTGGAAAAAGTAACTGTGGATGTGATGGA 

AAAAAGAGAACTAGAATTAGAAGTGGAGCCTGAAGATGTGACAGAATTGTTTCAATCTCG 

TGAAAAAACTTGAACAGATGAGAGGCTGCTTTGTATAGATAAGCAAAGAAAGTGGTTTCC 

TGAAATGAAATCTACTCCTGAAGATGCTGTGAACATTGTTGAAAAGACAACAGACTTAGA 

ATATTACATCAACTTAGTTGATCAAGCAGTGGCGAAGTTTGAGAGGATTAAGTCCAATTC 

TAAAAGAAGTTCCACTATGCGTAAAATGTTATCAAACAGCGTCGAATGCT AAAG AGAAGT 

TTTTCATGTAATGAAGAGTCAATCAATGCAGCAATCTTCACTGCTGTCTTATTTTAAGAA 

ACTGCCACAGCCACCCTGATCAACAGCCATCAACACTGAG GCAAGA CCTACCACAAGCAA 

AAAGATTACAAACTCACCAAAGTCTCACATGATCATTAGCAC I I I I I 

>SEQUENCE:5739:prostate_MPM2000-004P4Novel007_8Table3 

GTATACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCTl 1 I l it l l 

I I I I I I I I I I I I I I I I I I I I I GAGGAAGGCACCTACAAAA CGAA AGTGCCTA GGGC TTAC 

A AAAGTC AT ATGTAG CCTTT AC AAAT ATT AG CTC AGTC ATTTTC AG AAAG GTTTTTCC AA 

TTATCATTTAGAGATGAGGAAACTGAAGCTCAGGGAGGCTAGGAAACTTATCCAAAGCCT 

CTT AAG AGG CT ATGTTAGTC AG ACTG G G CT A AC AG CTGT AAC A ACCCC AG A ATTT AAATG 

GCTTAACACATTAGGAGTTTATTTGTTATTGCCATAACAATTCAGGGTGT ATGTT TGGCA 

GGTAGTCTACACAGTGATTCAGGGACCCAGGCTCCTTCCCTCTGGTGGCTTTTTCTCCCT 

CTAGTGCTGGGAGCTCTCCATGCAGATGGTGGATGGAGAAAGAGAACAAAAAGTGGGGGA 

TTTTTATAGGCCAGGCCTGGAATTGGCCCACATCACTTCCACACACATTCCAC 

>SEQUENCE:5740:prostate_MPM2000-004P4Novel007_8Table3 

GCGCGCAATTACCCTACTAAGGGAAAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACT 

TCTAGAATTAATTAAGGCGGGCAGGGGCTTGGGAAGCCGGTAGTGCTCATTGGTCAGGTT 

GGAGATGGAATCACAGGGGGCGGAAGTGAGTTTTTCTTGCTGTCTGCTGTTCCCGAGTGC 

GATGGCAGAACTTGTTTGGGCCAGATTACCGGTTTGGGTGGTGTCAGCTGATCCACCAGG 

TGCAGGGTCTGCAACATATCTCAAGCACTGATGTTAGGTTTTACAATAGTGATGTGATCC 

CAGGAGCAATTTGGGGAGGTTCAGACTTGGAACCAGAGGCTGCATGACCCCTAAACCATA 
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ATGTCTAATCTTACAGCTAATTTGTTAGTCCTGCAAAGACAGACTGGTCCCCAGGCAAGA 
AGGGGGGTCi I I I I GGGAAAGGG CC 

>SEQUENCE:5741 :prostate_MPM2000-004P4Novel00 7_8Table3 

GAATTGGAGCTCCACCGCGGTGGCGGCCGC I I I I I I I I I I I ! I I I t I I I I I I I I I I I I I G 

ACCAGAGAGGCCCCAAACTAGCAGCCTGTCCTCCTCAGTAGCC CCAGC ATCC CTTC ATCA 

TTTTGTTGCCCTTCTATGGGCCTAGTTTAGGTCTGAGAGGCATAGTTTTAAAATTTTTAT 

TGTTATTTATTTATTCTAGAGATAAGGTCTTGCTATGTTTCCCAGGCTGGTCTTGAACTC 

CTGGCCTCAAGCAATCCTCCTGCAGCAGCCTCCCAAAGTGCTGGGATTACAGGCATGAGC 

CACCACGTCTGGTCAGACAGGCATAGTTTT ACAAA TATGTGGGTGGATAAATGCTGTCCA 

GTCTTACTTCATCACTTCTATCAATTGAATGCTTTTGGTTGGAAATAACAGAAAATCCAA 

CTAAAAGTGACTTAAACAAAGGAAATGTTATTATCTCATGTACCAGGAATTCTGGAGGTA 

GACTGGTTCAAGGGTGGATTAATTAATTCTAGAAGTACTCTCGAGGGGGGGCCCGGTACC 

C AG CTTTTGTTCCCTTTAGTG AG G GTTAATTG CG CG CTTG G CGTAATC ATGGTCAT 

>SEQUENCE:5742:prostate_MPM2000-004P4Novel007_8Table3 

CGCCAGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTC 

GAGAGTACTTCTAGAATTAATTAACGCGGGACGCGGGCAAAGAAGGTAGGCCGGGCTGTC 

TGCTGGAAGCGGTGGAAGTCCTGCGGCTTGAAGTCATTGGAGGAGCCAGCCTCCTGTCCA 

CCTACCTGCAGAGCATGCGGGACCTCCTGGAGATGACCGACTGGCCCTGGGA CTTCTT CA 

TC AACCTG AGTG CG GCCG ACT ACCCCATCAG G AC AA ATG ACC AGTTG GTG G CG I I I I I CT 

CCCGATACCGAGATATGAATTTCTTGAAGTCACACGGTCGGGACAATGCAAGGTTCATTC 

GGAAGCAGGGCCTGGATCGGCTCTTCCTGGAGTGCGACGCTCACATGTGGCGCCTGGGAG 

>SEQUENCE:5743:prostate_MPM2000-004P4Novel007_8Table3 

CGGGCCCCCCCTCTAGAGTACTTCTAGAATTAATTAAGGCGGGGGTTCTTTCTAGGGTGA 

TGGAAATTCGAAAATGGAATCTGAGGATAGCTGCCTATATCCGTAAATATGTGAATATGC 

TGAAAAACCATTGACTCGTGCACTTTAAATGACTGGATTTGTATGGTACATAAAACTGTA 

TCTCGATAACACCTTCTCAAAAAGAATAAATGCAGTGGCTCACACCTGTAATCCCAGCAC 

TTTGGGAAGCAAAGGAGGGCCAATCACCTGAGATCAGGAGTTCGAGACCAGCCTGACCAA 

CATGGTGAAACCCCATCTCGACTAAAAATACAAAAGTAGC 

>SEQUENCE:5744:prostate_MPM2000-004P4Novel007_ 8Table3 

TAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCTTT TI I I I I I I II I I I U I I I M I 
I I I I I I i I I AAAAATATGGCTTGTTTATTCTTTTTCTCCCCTTTTTTC TTTAT TTCTTAA 
A I I I I I I I CTCATTTTCCCTTTTAATTTCTTTATTGG G GGTTTATTTATTTTG AAAC AG A 
GTCTTACTCTGTTTCCCCAG CCTG G AGTGC AGTG G CGTG ATCTCAG CTC ATTGC AG CCTT 
GACCTTTCCAGGCTCAGTTGATCCTCCCACCCCCGCCTTAATTAATTCTAGAAGTACTCT 
CGAGGGGGGGCCCGGTACCCAGCTTTTGTTCCCTTTAGTGGGGGTTAATTGCGCGCTTGG 
CGTAATCATGGTCATAGCTGTTTCCTGTGGGAAATTGTTATCCGCTCACAATTCCACACA 
ACATACGAGCCGGAA 

>SEQUENCE:5745:prostate_MPM2000-004P4Novel007_8Table3 

GCGTAATACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGC I I I I I i 

I I I I I I H I I I I I I I I I I I I I CCGGGTTCGGAGCCGTTCCGGATGCTTTA GGCT GCCGGA 

TGTCTGATCTCCGGATAACTGAGGCGTTTCTGTACATGGATTATCTGTGTTTTAGAGCAC 

TTTGCTGCAAGGGACCACCACCTGCACGACCAGAATATGACCTGGTTTGCATAGGCCTCA 

CAGGTTCTGGCAAAACCAGTCTGTTGTCCAAACTCTGCAGTGAAAGCCCCGATAACGTCG 

TGTCGACCACAGGTTTTAGTATTAAAGCAGTGCCATTCCAGAATGCCATCTTGAATGTAA 

AAGAACTTGGAGGGGCTGATAACATCCGGAAATACTGGAGCCGCTACTACCAAGGATCTC 

AAGGGGTAATATTTGTATTAGACAGTGCCTCTTCAGAGGATGATTTA GAAGC TGCTAGAA 

ATGAGCTGCACTCAGCTCTTCAGCATCCACAGTTATGCACTTTACCC I I I I I AATATTGG 

CCAATCATCAAGACAAGCCAGCAGCTCGCTCAGTACAAGAGATCAAAAAATATTTTGAAC 

TTGAACCACTTGCACGTGGAAAACGCTGGATTCTACAGCCCTGCTCACTGGATGACATGG 

ATG 

>SEQUENCE:5747:prostate_MPM2000-004P4Novel007_8Table3 

CGCCAGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTC 
GAGAGTACTTCTAGAATTAATTAACGCGGGACGCGGGCAAAGAAGGTAGGCCGGGCTGTC 
TGCTGGAAGCGGTGGAAGTCCTGCGGCTTGAAGTCATTGGAGGAGCCAGCCTCCTGTCCA 
CCTACCTGCAGAGCATGCGGGACCTCCTGGAGATGACCGACTGGCCCTGGGA CTTCTT CA 
TCAACCTGAGTGCGGCCGACTACCCCATCAGGACAAATGACCAGTTGGTGGCG I I II I CT 
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CCCGATACCGAGATATGAATTTCTTGAAGTCACACGGTCGGGACAATGCAAGGTTCATTC 
GGAAGCAGGGCCTGGATCGGCTCTTCCTGGAGTGCGACGCTCACATGTGGCGCCTGGGAG 

>SEQUENCE:5748:prostate_MPM2000-004P4Novel007_8Table3 

TATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCI I I I I I I I I I I I I I I I I I I I I I 

I I I I I I GAAGATG G AATCTCACTCTGTC ACCC AG G CTG G AGTGCAGTG G CATG ATCTC AG 

CTCACTGGAAGCTCTGCCTCCCAGGTTCACACCATTCT CCTGCC TCAG CCTCT CAAGCAG 

CTGGGACTACAGGCGCCAGCCGCCATGCCTGGCTAAI I I I I I I I GGTATTTTTTAGTACA 

GATGGGGTTTCACCGTGTTAGCCAGGATGGTCTCGATCTCCTGACCTCGTGATCTGCCCA 

CTTCAGCCTCCCAAAGTGCTGGGATTACAGGCATGAG CCACC ATGCCCGGCCGATTTCAC 

CTTTCAATGGCAATTACTATAAGACAGGAAAGTTATTTATTTTTATATATTTACCTAATT 

TTAAGTTACCTTATACAACCCTCATTAATAGTCTGTTAGAACTAGAATTTAAACTCTATG 

TGAATATGGACCTTATTTAAACAATGTATCCCTAGCACCTA GACAATG CCTAACCTGTCA 

CATTAACTTAATATATATTTTATTTATATTTTTGGGTTATTTA I I I I I I I I GAGACAGAC 

TCTTGCTCTGTCACCCAGGCTGGAGTGTAGT 

>SEQUENCE:5749:prostate_MPM2000-004P4Novel007_8Table3 

ACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 

TTAATTAACGCGGGGGAAAACTGTCTTACTTAAACAAAATGTATTTTAGGAAAATGCCTG 

TTTCAAGGGTTTATTACTGTTTTATAACTAAGAGACTTGGGACTTTAGTATACGAAAAGG 

TGTCATTTCAAATGGGGGAAAATGAATTATTCAACAAATGATCTTGGGACAACTGGATAG 

CCATTCAGAAAAAAAGTGAAGCTGGAACACTATAACATGCTTTACCCCACAATAAATCAG 

AGTT AAATGT N AAAAAA AAAAAAAAAA AA A AA AAAAAAAAAGG CG GCCG CC ACCGCGGTG 

GAGCTCCAATTCGCCCTATAGTGAGTCGTATTACGCGCGCTCACTGGCCGTCGTTTTACA 

ACGTCGTG 

>SEQUENCE:5750:prostate_MPM2000-004P4Novel007_8Table3 

TACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCTTTTTTTTTTTT 

I I I I i I I I I I I I I I I I GG G AG G AAG G CACCT AC A AAACG A AAGTG CCT AG G G C TTACAA A 

AGTCATATGTAGCCTTTACAAATATTAGCTCAGTCATTTTCAGAAAGGTTTTTCCAATTA 

TATTTAGAGATGAGGAAACTGAAGCTCAGGGAGGCTAGGAAACTTATCCAAAGCCTCTTA 

AGAGGCTATGTTAGTCAGACTGGGCTAACAGCTGTAACAACCCCAGAATTTAAATGGCTT 

AACACATTAGGAGTTTATTTGTTATTGCCATAACAATTCAGGGTGTATGTTTGGCAGGTA 

GTCTACACAGTGATTCAGGGACCCAGGCTCCTTCCCTCTGGTGGCTTTTTCTCCCTC TAG 

TGCTGGGAGCTCTCCATGCAGATGGTGGATGGAGAAAGAGAACAAAAAGTGGGGGATTTT 

TAT AG G CC AG G CCTG G AATTGG CCC ACATCACTTCCACAC AC ATTCC ACTG G CCAG AATG 

C AGTCACGTG ATCGTAGCTAACTGCAAG G AAG GTTG G AAAATGTAATGTAACTGCATGCC 

TGGGCT 

>SEQUENCE:5751 :prostate_MPM2000-004P4Novel007_8Table3 

GCGTATACGACTACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGC I I I I I I I I 

I I I I I I I I I I I I I I I I I I I I GGAAGAATCAACAGACTCTATATTTGATCACAAAGCAAAA 

GTTTAAGTGTATTACTTAAAATTTTAAGACAAAATCTGGAATAAT TATAA CTAACACAAA 

TTTTGAGGTAGAGGAAGAGAATTCTAGAGATAGGTGAGATAAAATTTTCATCTTTGATAA 

TGAGTAGACAAAAACACTACCTTTAACAAGTGAAGAATTTAAAAAATTTAGAGAAGAGGA 

AATCATAAGTGGTTTTTAAAATTTATTATACATATCGAGGTAAAGATAATCCAACAGAAA 

ATGAGATTTGAACAGACACTTCACAGGAGATAGACAAATGTCTCAACCTCATTAGTCACC 

AGACAAATGCAAATTAAACTCAAAATGCAATACCTGTACACACCTCACAGAATGGATAAA 

ACTTG AAAG ACTG ACAAACC AAACC AACACAAAG CTG GTCTG AATGTG G AG CA AG G AAG A 

CGCTCGTACTCTCCTGGTGAGCAAGGTGGAGATGGTAAAAGAGCTGGTGTAACCACTTTG 

GAAAACTGTTAGTATCTATTAAAGTCAACCCGCGTTAATTAATTCTAGAAGTACTCTCGA 

GGGGGGG 

>SEQUENCE:5752:prostate_MPM2000-004P4Novel007_8Table3 

AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 
AAAAAAAAAAAGGGGGGGGGGGGCGCG I I I I I I I I I I I I I AAAAAAAAAAAC CCCCCCCC 
CCCCCCCCCGGGGGGGAAAAAAAAAAAAAAGGGGCCGGGGG GGGGG TGA i I I l l l l l l l I 
GTGGGGTTTTTGGGGGGGGCAAAAAAAAAGAAGTTCCCCCTTATTTT TAAAAAAGAA ATT 
TTTTTTCCTCCTTTTCTTGGGGGGGGGGGGGGCCCCCCCTCAATTGG I I I I I I I I I I GGG 
GGGGGC 

>SEQUENCE:5753:prostate_MPM2000-004P4Novel007_8Table3 
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ATACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGC I I I I I I I I I I I 

I I I I I I I I I I I I H I I I I I GTAG AG GG AC ATG ATTTAAACTATGG C AG GTATCAG CCC AC 

CTCCCAATTCACTGTGGATTCATGATCCACAGAAAAATAGAAAACCTGGACCCCGCAGTC 

CAAG C AAAG CC AC AC AG AC AG G GCACATAAAGGTTTG GTG ACTC A AAAAAAAG AAG CA AT 

GAAGTGCATTATCCACAGTCATTTAAGCAGACTCCACTTACAGGCACACACACATACACA 

CACACACAAAACCACACAATGTCTCACACACACACACACAGACATCCAACATTTACAACA 

CTCCCACAGAAACACACAGCGTGGGAACTCCTAAGGCTGCCTGGTACTGCAGGACATTTG 

AGTGTGGGAGAGAGCCCCTCTCCCCGCCCCGCCCTGGGGAACACAGGCGTGATGTACCTA 

TA AATC AC AGTG G G GCAAGTTTCAAAATG ACTC AC AACTAC AATG CCTAG GCAG G CTTG A 

AGAATCCTACAGATTTCTTTGCATCCTTTGGGATTTCAGAATTTATTTCTGGAATTGTGC 

TTGATGTTTCTACAGACTCTCACATCTGCCCTCTCTTGGGATCATGGGACT 

>SEQUENCE:5754:prostate_MPM2000-004P4Novel007_8Table3 

GCGCGTATACGACTCATATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGC I I I I I I 

I I I I I I H I I I I GAGATGGAGTCTTGGTCTGTCGCCCAGGCTGGAGTGCAATGGTGCAGT 

CTCAGCTCACTGAAACCTCTGCCTCCCGGGTTCAAGTGATTCTCCTGCC TCAGC CTACCG 

AGTAGCTGGGATTACAGGGGCCTACCACCATGCCTGGCTAATGTTTGTA I I I I I AGTAGA 

GATGGGGCTTCACCATGTTGGCCATGCTGGTCTCGAAGTGCTGACCTCGTGATCTGTCCG 

CCTCGGCCTCCCAAAGTGCTGGGATTATAGGCGTGAGCCACTGCTCCCGGCCACAATCTA 

CAACTGGATTTGTGCTTTGCAATTTACGCTTTCGAACATGCAGGAATGTAGTTTGGGCAT 

TTGTCTGGAACTTCGGATTCTCGGGACTCCAGGGTGGCCAAGGCGCGGAGGTGACTCAAT 

GACATTGACCAGCCTGGATGCACGTGGGTTGCTGAGCCGATGCTGGGAAGGTACGGGGTT 

TGCCCGGTGCAGGCCGCCGGAACTCACGCACGCCCCTG 

>SEQUENCE:5755:prostate_MPM2000-004P4Novel007_8Table3 

ATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGC I I I I I I I I I I I I I I I 1 I I I I I I I 

TTTTTTGGGAGGCTCGCTCTTTTGCCCAGGCTGGAGAGTGCAATGGTGCCATCTCAGCTC 

ACTACATCCCTGATTCAAGTGATTCTCCTGCCTAAGCCTCCTGAGTAGCTGGGATTACAG 

G CACTTG CC ATCATG CCTG G CTAAI I I I IGTAI I I I I GTAGAGACGGGGTTTCACCATGT 

TGGCCAGTCTGGTCTTGAACTCTTGACCTCAGGCGATCCATCCACCT CGGC TTCCCAAAG 

TGCTGGAATTATAGGCGTGAGCCACCGCACCCAGCCTTCTGT GTGTA TT TTCTTA TGATG 

TAGAATGAGTGATAAAGCACCATAGGAGTCACCTAGTGTTGCCTTTTCCAI I I I IGAGTT 

G ATA AATG GAG GTCTCAGTCTCTGTTAATT AGTG GTACATCTG G G AAAAGTCA A ATGTGT 

TGAGCTCGAAGGTGTTGGTTTGTTTGTTTTTCCCACCAGGTCTCTTAACTGTGCTTGCTG 

CTGGTGACCTACCAATTGTTGTGTGACCTAATTTGCAGCATGCACATGGTACCTTACACA 

>SEQUENCE:5756:prostate_MPM2000-004P4Novel007_8Table3 

ATACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCTTTTTCTTTTC 

TTTCTTTC I I I I I I I I I I I I I AGACGGAGTCTCCCTCTGTCACCCAGACTGGAGTGCAAT 

GGTGTGATCTTGGCTCACTGCAACCTCCGCCTCCCGAGTTCAAGTGATTCTCCTGTCTCA 

GCCTCCTGAGTAGCTGGGATTACAGGCGCCTGCCATCATGTGCCGGCTAATTTTGGTATT 

TTTAGTAGAGATGTGGTTTCACCATATCGGCCAGGTTGGTCTCAAACTCCTGACCTCAGG 

TGATCAGCCCGCCTCTGCATCCCAAACTGCTGGGATTACAGGCGTGAGGCCACCACACCC 

AG CCCG G ATT ACCCTTAAGT AG GAG GTAC ATTCTCTTCC ATTG AAAA AG AG AG AG AG C AG 

AGAATAGATGCACAGGCAAGCAGATCTGTATCCATTTTGTTGTG GGAAG TTGCTTCCTCT 

CTGATGTTCTCTCTCTCTCTCTCTCTCTGTCTCTCTCTCTCTCTGTTTTTCTCTCTCGTG 

CTTCAAGTAGGGAATGATTAGTGAGTGATACTGTTTGCTAAGTAGTAAGAAAATAAAGAA 

GGGGAACACAGAAAGAGTGTTTCATAGAAAAATGCTGGCAATGTCTAGAGACATATTGCT 

C 

>SEQUENCE:5757:prostate_MPM2000-004P4Novel007_8Table3 

GGCGATTGGGACTCCACGCGGTGGCGGCCGC I I I I I I I 1 I 1 I I I I I I I I I I I I I I I ACTT 
GAATTGTTGTTATAGTGCTTCCGTTATTTA I I I I I AT I I I I I I I ATTATACTTTAAGTTT 
TAGGGTACATGTGCACAACGTGCAGGTTTGCTACATATGTATACATGTGCCATGTTGGTG 
TGCTGCACTCATTAACTCGTCATTTATATTAGGTATATATACGTGTTCATTGTACCCTTA 
TCGACTTTGCAGCATGCTTATCCATCTAACTATTCATCTTTATTTGCCTTCGTTTTTTGA 
GTTCCCTTATTCATCCTAAAACAAAATATAATGCCTGACTCATAGTCAGACTTCACAGTA 
I I I I I AAATGAATTACAATTTGCATTTGGGG 
>SEQUENCE:5758:prostate_MPM2000-004P4Nove!007_8Table3 

ACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGC 1 I 1 I I I I I I I I I I 
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I I I I I I I I I I G G G G ATGCTC AACCTAT AATACCCAAAGG CTCT ATTTCAGT AG A ATTT AT 

TGGTTTGCTGATTATAGCAGTGACATAGTTGCATTCTAGAGACCTTAGAAAATGCAGAAA 

ATTTCAAGAAAAACATTTAAATTGTGCTCATAGTGAAACTGAGAGGTGACCACTCTTAAT 

ATTTTGTGGCATAAGCATTCCAGTCTTTTATCTTTCTCAAAGTTTCACATAAACTTTCTC 

AAAGGCCATTAAATACTTTTCCATAGCCTGATTTTTTGTGACCA CATAGT ATCCTATTAT 

ATTGATAATACCATAATTTACCTAACCCATTTTTATATATTTGGATTTTTTCCAATTCAT 

CATTATTATGAATAATGGTGTATCTCAGTGGTTATTACTTTGCACTGCATTTCTTATGAA 

AGTATTGAGTAAAAGGAAGTAAAGCCCTCTCAGAGTGTTTTGTAGGCTGTCACATTTCAC 

TCCATAATGTCCTAGTGTTTGTTGCCACCAGTGATATATGAAGGTACCCACTGAAATGTC 

ACACCTTTTTGGTTTTCCi I I I I AAAATAAAAAA 

>SEQUENCE:5759:prostate_MPM2000-004P4Novel007_8Table3 

GTAATACGACTCACTATAGGGTCGAATTGGAGCTCCACGCGGTGGCG GCCG C I I I I I 1 I I 
I I I I I I I I I I I I I I I I I ACTTGAATTGTTGTT AT AGTGCTTCCGTT ATTT ATTTTT ATTT 
TTTTTATTATACTTTAAGTTTTAG G GTAC ATGTG C AC AACGTG CAG GTTTG CTAC AT ATG 
TATACATGTGCCATGTTGGTGTGCTGCACTCATTAACTCGTCATTTATATTAGGTATATA 
TACGTGTTCATTGTACCCTTATCGACTTTGCAGCATGCTTATCCATCTAACTATTCATCT 
TTATTTGCCTTCG I I I I I I GAGTTCCCTTATTCATCCTAAAACAAAATATAATGCCTGAC 
TCATAGTC AG ACTTCACAGTATTTTTAAATG AATTACATTGCA TTG GGG AAATATAAATA 
GTAATGTCCTTTTATAGAGGAAGTCTAAAAGAAATTCTTGGGTGAATTGATAATCAAACA 
TTTTTAAGAAGGTATATTTGCTAGCAAAGAAAGAAAAAATATGACAGCTTATTTATATAG 
AAAACCTATGTATTCTGNGATTNTTCTTTGTTTCAAGTCTGTATATGAATATCATGCTAT 
CCCTTCCCCCG CCTT AATT AATTCTAG AAGTACTCTCG AG G GG G 
>SEQUENCE:5760:prostate_MPM2000-004P4Novel007_8Table3 

GCGTAATACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCTTTTTT 
I I I I I I I I I I I I I I I I I I I I I I I I GAGGAAGGCACCTACAAAACGAAAGTGCCTAGGGCT 
TACAAAAGTCATATGTAGCCTTTACAAATATTAGCTCAGTCATTTTCAGAAAGGTTTTTC 
CAATTATC ATTTTAG AG ATG AG G AAACTG A AG CTC AGG G AG GCT AG G AAACTT ATCCAA A 
GCCTCTTAAGAGGCTATGTTAGTCAGACTGGGCTAACAGCTGTAACAACCCCAGAATTTA 
AATGGCTTAACACATTAGGAGTTTATTTGTTATTGCCATAACAATTCAGGGTGTATGTTT 
GGCAGGTAGTCTACACAGTGATTCAGGGACCCAGGCTCCTTCCCTCTGGTGGCTTTTTCT 
CCCTCTAGTGCTGGGAGCTCTCCATGCAGATGGTGGATGGAGAAAGAGAACAAAAAGTGG 
GGGAI I I I I ATAG G CCAG G CCTGG AATTGGCCC AC ATC ACTTCC AC AC AC ATTCC ACTG G 
CCAGAATGCAGTCACGTGATCGTAGCTAACTGCAAGGAAGGTTGGAAAATGTAATGTAAC 
TGCATGCCTGGGCTAAAGAGAGGAACACGGATCCTGGGGAGTACTCACAGTGTTAGA 
>SEQUENCE:5761 :prostate_MPM2000-004P4Novel007_8Table3 

GCGTAATACGACTCACTATAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGCTTTTTTT 

I I I I I I i i I I I I I I I I I I I I I I I I I ACATTTAACTCTGATTTATTGGGGGGTAAAGCATG 

TTATAGTGTTCCAGCTTCAC I I I I I I I CTGAATGGCTATCCAGTTGTCCCAAGATCATTT 

GTTGAATAATTCATTTTCCCCCATTTGAAATGACACCTTTTCGTATACTAAAGTCCCAAG 

TCTCTTAGTTATAAAACAGTAATAAACCCTTGAAACAGGCATTTTCCTAAAATACATTTT 

GTTTAAGTAAGACAGTTTTCCCCCGCGTTAATTAATTCTAGAAGTACTCTCGAGGGGGGG 

CCCGGTACCCAGCTTTTGTTCCCTTTAGTGAGGGTTAATTGCGCGCTTGGCGTAATCATG 

GTCATAGCTGTTTCCTGTGTGAAATTGTTATCCGCTCACAATTCCACACAACATACGAGC 

CGGAAGCATAAAGTGTAAAGCCTGGGGTGCCTAATGAGTGAGCTAACTCACATTAATTGC 

GTTG CG CTC ACTG CCCGCTTTCCAGTCG GG AAACCTGTCGTGCCAGCTG C ATTAATG AAT 

CGGCCAACGCGCGGGGAGAGG 

>SEQUENCE:5762:prostate_MPM2000-004P4Novel007_8Table3 

GCGTAATACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGC I I t I I I 
l I I I I I I I I I I I I I I I I I I I I I I GAGACAGGGTCTCACTCTGTCACCCAGGCTGGAGTGC 
AGTGGCGCAATCTCAGCTCACTGCAGCCTCTGCCTCCCAGGTTCAAGCGGTTCTCCTGCC 
TC AGTCTCCCG AGTAG CTGG G ATTACACCACC AC ACCTGG CTAA I I I I I GTATTTTTGGT 
ATAG ACG G G TTTTCG CCATGTTGGCCAGG CTG GTGTC AACTCCTG ATCTC A AGTG ATCTG 
CCAGCCTCGGCCTCCCAAAGTGCTATTACAGGCGTGAGCCACCACGCCTGGCTTAGGCTG 
CTTAAATATTCTTTCTTAGGTATCCTTGGTTTTGGAAAAAAAAAGAATAACAGAAAACTA 
AAAATTCCCAGTGGCAGTCTCTGTATCACTGGAATTTAACI I I I I GTTTGTTTG I I I I I I 
GAGATGGAGTCTCGCTCTGTTGCCTAGGATGGCGTGCAGTGGCGTGATCTCGGATCACTG 
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CAAGCTCCG CCTCCCG G GTTC ACGCCATTCTTCTG CCTCAGCCTCCCG AGTAACTGGG AC 
TACAG GCGCCCG CCACCACG CCCG 

>SEQUENCE:5763:prostate_MPM2000-004P4Novel007_8Table3 

GCGTATACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGC I I I I I I I 

I I I I I I I I I I I I I I I I I GGGATGCTCAACCTATAATACCCAAAGGCTCTATTTCAGTAGA 

ATTTATTGGTTTGCTGATTATAGCAGTGACATAGTTGCATTCTAGAGACCTTAGAAAATG 

CAGAAAATTTCAAGAAAAACATTTAAATTGTGCTCATAGTGAAACTGAGAGGTGACCACT 

CTTAATATTTTGTGGCATAAGCATTCCAGTCTTTTAT CTTTCT CAAAGTTTCACATAAAC 

TTTCTCAAAGGCCATTAAATACTTTTCCATAGCCTGATTTTTTGTGACC ACATAGT ATCC 

TATTATATTGATAATACCATAATTTACCTAACCCATTTTTATATATTTGGATTTTTTCCA 

ATTCATCATTATTATGAATAATGGTGTATCTCAGTGGTTATTAC TTTGC ACTGCATTTCT 

TATGAAAGTATTGAGTAAAAGGAAGTAAAGCCCTCTCAGAGTGTTTTGTAGGCTGTCACA 

TTTCACTCCATAATGTCCTAGTGTTTGTTGCCACCAGTGATATATGAAGGTACCCACTGA 

AATGTCACACCTTTTTGGTTTTCCTTTTTAAAATAAAAAATAAAAAAGACATTTAACCAT 

ATAATATTGTTCTTATA 

>SEQUENCE:5764:prostate_MPM2000-004P4Novel007_8Table3 

GCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACAAACTATTTAATGCATATCTGCC 

CCATTAAACAAGATATTTGATGTAGCAGAGAAGCCAGAAGCTGAGTCACTTCATTTCTTT 

CTGTTGCCTCCAGTTGCCAGCACTGAGGCCAAATTACAGCCTTTTCAATAGCTCCAATCT 

CATTAGACAGTCCCAAGCCATAGTAGCACAATGCTCCAAGACCAACAGCAGCCCCTCCAG 

CAACAAACCATCTTCCCATCTGATCAATTTTAAATATTTTTTCCATCGATGG TTCCA ATG 

CTGCCTCTTTGAGTTCTTGGCCAGTTCTCCCACGCCGGATCCCAATTCTTGTTTTGGTGG 

CATATTCCCTGCTAGGTGTTAACAGCCATTGATTCTTCGTGATGGAATTCTTCACAACAG 

GGGAGGCCTTGGTGAAAGCTGGGTGGAAAACCCTAGAAGGTAGTGTCCGGAGACACACCA 

ACCTTGCAGCCAACATGGTGGTGGTGCACCAGGTCTACCGAGCAGATCTGAAATGCTCGG 

TCCCCGGTCACCTTC 

>SEQUENCE:5765:prostate_MPM2000-004P4Novel007_8Table3 

TACACTACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGC I I I I I I I I I I I I I I 

TGTGTTTCAATAAAACTTTATTTACAAAAACAGGTAGTGGGCTGGATTGGCCAACTTCTG 

ATGAATAGCATTTCTTTATAAATTCTGAACATGAGTACTTTAAAAAAATGTAGCAAATAT 

CTTCTACTATTATGTGGTTCATCTTTTCCACCTAGTGTATCATATTTTTGATGAACAGAA 

TTTCCTGTTTTGA 11 I I I I I AAAATAGTAAACAAGATTTGCTGATCCTTAATACCTGCCT 

GGGTTTATTTCCCATCTTGTCTTCAGTATGATCTAGGCCTTCTGGAAGTTGAATGGGGGA 

GCGTCTAACAAATAGCTACCTAATACCTAGACAGATGACATCATCTCCGTGTGCAGGTAG 

G ACATTAG ATGGTTTCTCTAGG G AAACACT 

>SEQUENCE:5766:prostate_MPM2000-004P4Novel007_8Table3 

CTCACTTAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGC I I I I I I I I I I I I I I I I I I 
I I I I I I I I I I I I I 1 t I I I I I I I I I I I AATTATCCTCTCACAGGACCAACTTTTATTTTAT 
TTATTCATTAAAGGACAAATTTTTAAAAGTAAAGGGAATGAAACCTTTTGTATTTAAAAT 
CCATAGACAGAACTTAATTGTAAAAAAAAAAAAACCTTGCTGGGAAACAGATGATGAAAA 
ACACTGTAAAACTTTTCACAAACCCACAAAAAGCTCACTTTGAAAACAGGATTAACCTGC 
TTTTGATTAACCCCGAAACATAAAGGTTTAATTTTGCTCACCCTGAAATCTCGCTAAATT 
TAAAACTGCCTGTGATCCACTCGGTCGAGGAAGGCTTTCCGTTCAATGAACCCCTTTTTC 
CCTCGATTATGGAGGGCCAGTTTTTAACCAATCCCCTTTTCCTCCTTGAAGCTCTCCCAG 
CCCAGTTGGGACTTCTAAAGGGGGCTCATTTTCTGCTTTTGGGCACCAATTTTCCCCAAA 
AGGCT 

>SEQUENCE:5768:prostate_MPM2000-004P4Novel007_8Table3 

CCCTACTAAAGGGAACAAAGAGCTCGGGTACCGGGCCCGCCCTCGAGAGTACTTCTAGAA 
TTAATTAAGGCGGGTTAACTGCTTGAGTCCAGGAATTCGAGACCAGTCTAGTGCGAGGCA 
ACACAGCAAAACCCCATCTCTATAAAAATAAGCCAGGTATGGTGGCACGTGCCTGTAATT 
CCCACTACTTTGGGAGGCTGAGCTGAGAGGGTCGCCTGAGCCTGGGAGGTCAAGAATGCG 
TAAGCCGTGATTGTACCACTGCACGCCAGCCTGGGTGAGACCCTGTCTCAAAAAAAAAAA 
AAA AAA A AAA A AAA AAA A AAG CGG CCG CC ACCGCGGTG GAG CTCC A ATTCG CCCT AT AGT 
GAGTCGTATTACGCGCGCTCACTGGCCGTCGTTTTACAACGGTCGTGACTGGGAAAACCC 
TGG CGTT ACCC AACTTAATCG CCTT 

>SEQUENCE:5769:prostate_MPM2000-004P4Novel007_8Table3 
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TCCACCGCGGTGGCGGCCGGGCGCGGTGGCTCACGCCTGTAATCCCAGCACTTTGGGAG 
G 

CCGAGGCGGGCGGATCACGAGGTCAGGAGATCGAGACCATCCCGGCTAAAACGGTGAAAC 
CCCGTCTCTACTAAAAATACAAAAAATTAGCCGGGCGTAGTGGCGGGCGCCTGTAGTCCC 
AGCTACTTGGGAGGCTGAGGCAGGAGAATGGCATGAACCCGGGAGGCGGAGCTTGCAGT 
G 

AGCCGAGATCCCGCCACTGCACTCCAGCCTGGGCGACAGAGCGAGACTCCGTCCCAAAAA 
AAAAAAAAAAAAAAAAAA 

>SEQUENCE:5770:prostate_MPM2000-004P4Novel007_8Table3 

CTATAGGGCGAATCGGAGCTCCACCGCGGTGGCGGCCGC I I I I I I I I I I I I I I I I I I I I I 
I I I I I I I GGGAAGGGAGTGGTTTAGGGAAGACTCGAAAGTGACAATGGAGCTATCAAGTT 
CAAGAAGGAGTTAGTAGGGGAGGAGGCTGCAGGAAGAAGTGCACGCCTGGAGGCAGGAA 
C 

AGCATGTGTCCCGGTAGTTCAGGGTGGCGGGCCCAGGCGGGTGAGAAAGGGCAATGGAG 
A 

AGGAAGGAGAGGAGACCGTGCAGACACTGCAAGTGOCAGAAACCCGATCCACACTGGCTT 

CAGAGGGTGGAGGGGAGGTTCTTCTTGGCTTCCATAATAGAAATGTCCAGG GACC TACCG 

ACTTCAGATTCAGCGCAAACTCATCTGGGCCCGGTCTGTATCCCTCCCTCTCTTTTCTCT 

CAGCACTTTCCTCAGGCGGTTCCCCTCCTGGCATTCCAG CAGC TGCCCCCGCGTTAATTA 

ATTCTAGAAGTACTCTCGAGGGGGGGCCCGGTACCCAGCTTTTGTTCCCTTTAGTGAGGG 

TTAATTGCGCGCTTGGCGTAATCATGGGCAT 

>SEQUENCE:5771 :prostate_MPM2000-004P4Novel007_8Table3 

ACTCATATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGC I I I I I I I I I I I I I I I I I 

I I I I I I I I I I CCCCAAGAGAAGATGCCATTTTCATCACAACATGTTTACATACTCAAGGT 

AGGAACTTCAACACTTTGCTCCTTCTGACCATACCCATTTACATAAACATATGCAGGGCT 

CCCCTGGCCTGCCGGCAGCTATCCACACCAAAAAGAGGAAAAGGTAGACTGGTAAGACTC 

AGGCTTTCAAGTTATTTCAAAACCAATAGCAAAGTAAGACCTGAGGTACATATAGTTTGA 

ATTTAGTCTTTTG AATGCCTTTTAAGAAAGTTTTG AAATC AAATT AAT AC AAG C ACGTG G 

GCAAAACATGTATGTGTGCTGTTTTTGGCCATTGTTGCT 

>SEQUENCE:5772:prostate_MPM2000-004P4Novel007_8Table3 

TACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCl I I I I I II M l l 
I I U I I I I I II I GGGATGCTCAACCTATAATACCCAAAGGCTCTATTTCAGTAGAATTTA 
TTGGTTTGCTGATTATAGCAGTGACATAGTTGCATTCTAGAGACCTTAGAAAATGCAGAA 
AATTTCAAGAAAAACATTTAAATTGTGCTCATAGTGAAACTGAGAGGTGACCACTCTTAA 
TATTTTGTGGCATAAGCATTCCAGTCTTTTATCTTTCTCAAAGTTTCACATAAACTTTCT 
CAAAGGCCATTAAATACTTTTCCATAGCCTGATTTTTTGTGACC ACATAGT ATCCTATTA 
TATTGATAATACCATAATTTACCTAACCCATTTTTATATATTTGGAI I I I I I CCAATTCA 
TCA 

>SEQUENCE:5773:prostate_MPM2000-004P4Novel007_8Table3 

I I I I I I I I I I I I I I I I I I I I I I I I AAAAGAGAAAATTTTTTGGGGCCCAACCCCG GAGGG 
GGAGAAAAAATTG I I I I I I I I I GGGAAAACCCCCCCCCACCCCAAAAAAAAAA I I I I I I I 

CCCCCCCCCCCCAAAAAGGGGAAAAAAAAAAGGGGCCCCCCCCCCCCCCCCCT 

I I I I I I I I AAAAAAGGAGGGGGGATTTTTTGGGGGGGGGGGGGGAAAAAAAAAACCTGGA 
AAAAAAAAGGGGTGGCCCCCCAAAATTTAAAAGTTTTTGTTTTAAAGGGGGGGGCCCCGG 
CCCCCACCCTAAAAAAAAAAAAAAAAAAATTTAAAGGGGGGGGGCCCCAAAAAAAAATTT 
TTTCCTTTTACCGGGGGAAAAAGCCCCCTTTAAAAAAAAAAAAAAAAAAA 

>SEQUENCE:5774:prostateJV!PM2000-004P4Novel007_8Tabie3 

CGGTGGNCGGCCGC I I I I I I I II I I I I I I I I I I I I I I I i I I I I I II I i H I I I I I I IT TT 
| | | | || | | | | | | H | I I I I II I I I I I I I I I I I I AAAAAAAAAACCCCCCTTTTGTTTTTG 
TGAAAGTCACCCCAAAACAAACAAAAAAGAGGAAGGGAGGGGGCAAGCACGAAAAAACAA 
AAATATACTTTTAATTGTAACGCCCCCCCCCCCCCCTCCTTGCTTTGGAGGAGGGGGGCG 
GATAACCCTAATAAAAAACAAAGGATGAACTTGTTTTAAAAAAAAAAAAACCCCCCCCCC 
CGGGGTTTTTTCCCCCCCCCCCCCCAAAAAAAAAAAAAAAAAAAGGGGGGGGGGGGGCCC 
CCCCCCCCC I I I I I I I I I I I I I I AAAAAAAAAAAAACCCCCCCCCCCCAAAAAAAAAAAA 
I I I I I I 

>SEQUENCE:5776:prostate_MPM2000-004P4Novel007_8Table3 
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CTCACTATAGGGGCGAATTGGGAGCTCCACCGCGGTGGCGGCCGCCGGAGATGCCTGAC 
G 

CATCTGTCTGAGGAGCGGTCAGTGACGCGATGGAGCGGGCAAGGGATCGCTTACACCTGA 

G ACG AACT AC AG A ACAG C ACGT ACC AG AG GTG G AAGTCC AAGTC A AACGC AG AAG G ACTG 

CCTCACTGAGCAACCAAGAGTGTCAGTTGTACCCGAGGCGTTCTCAGCAGCAGCAAGTAC 

CTGTGGTGGATTTCCAGGCTGAACTGAGGCAGGCATTCTTAGCTGAGACACCAAGAGGTG 

GTTAAAGCCATATTGG AGTAGCG AGG AATCTG ATTCC AAG CAAAAACCAG G CTCCATCTA 

CTCTTTGAAGCTTCTGCCCAGCTTGCATTGTTTCTAGGAGAACCCGCGTTAATTAATTCT 

AGAAGTACTCTCGAGGGGGGGCCCGGTACCCAGCTTTTGTTCCCTTTAGTGAGGGTTAAT 

TGCGCGCTTGGCGTAATCATGGTCATAGCTGTTTCCTGTGTGAAATTGTTATCCGCTCAC 

AATTCCACACAACATACGAGCCGGAAGCATAAAGTGTAAAGCCTGGGGTGCCTAATGAGT 

GAGCTAACTCACATTAATT 

>SEQUENCE:5777:prostate_MPM2000-004P4Novel007_8Table3 

I I I I I I I I I I I I I I I I I I I I I I I I I I AG G AAG G CG GG GG ATAAAGTTAAG GTGTAG AGT A 
TTTATTAGGTTATTTGGCTTGTTTGTTTGTTTATGCAAATCATGTTAGGTTGTTATCAGC 
TTAAAATAATGGGTTATAAGATAGTATGTTCTGGCCTCATGGTAACCTCAAACCAAAATA 
CATACAATGGATACACGAAAGATAAAAAGCAAGAAACTAAATCATGTCTTCAGAGAAAAT 
CATCTTCACTAAAAGGAAGACAGAAAGGAAAGAAATAAGGAAGAGAAGATCACAAAACAA 
CTGGAAAAGAAATAACAAAACGGCAGGAGTAAATCCTTATTTATGAACAATAATATGGAA 
TGTAAATCAACTAAATCTCCAATCAAAACACAGACTGGCTGAATGAATTTAAAAAAAAAA 
AACATAATCTGTTGCCTCCAAGAAACACACTTAACCTTTAA 

>SEQUENCE:5778:prostate_MPM2000-004P4Novel007_8Table3 

CGCGGTGGCGGCCGC I I I I I I I I I I i I I I I I I I I I I I I I I I AGGAA GGCG GGGT I l l l l l 
TTTTTAAAATTTTTTAAAAAAT 1 I I I I I I I I I AAAAAAAAAAAGGG CATT TTAAAAAAGA 
TTA I I I I I I I AAAAAAAAAAGGGGGGGGGGAGGGAAACACACTTTTTAAAAACAAAAAAA 
AAAGGGGGGG AAC ACG CCCC AAA AAAA AAAA A AA AAA A AA AGC CGG G AC AAAA AA ATTG G 
GAGAAAACCCCCCAATAGGTTTAAGGCAAACCGGGGGTTTTTTAAAAAAAAAAGCACCTT 
AAAAAATCCCCTTTTAAAAAAAAAAAAAATGGAGAGGGTAAAAAACTTGGAAAAATTTTG 
AAGGCGTTTTTTCAAAGAATTTAAAAGGGAAAATTTGGGAAAAAAAAAGC 
>SEQUENCE:5779:prostate_MPM2000-004P4Novel007_8Tabie3 

CGCGCGTAATACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCTTT 
I I I I I I I I I I I I I I I I I I I I I I I G AAATATGCCC ACCCATTTCAG GTTG AG CCACG GAT A 
AGGAGGGCTTAGCTCATGTCTCCTGTGGGAATTGAGGCATCTCAGGAAACAGTATAGAAG 
TTGGTACACGTTAGAATGAAGAAGAAGCTCTGGGGTAAAGAAACCAAGANGTGAAGAAAT 
GCGTGGCTTATTTTGACTATAGCTGGAGCAAACCCTCTCATAACAGGTCTGGGAAGGTGG 
ACACCGCGTTATATTAACGCGGGGTGAATATTGATGAACAACACAATAGGTCATATGTTA 
AAAGAC 

>SEQUENCE:5780:prostate_MPM2000-004P4Novel007_8Table3 

GACTCACTATAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGCI I I I I I I I I I I I I I I I 

I I I I 1 I I I I I I I I GACCAGAGAGGCCCCAAACTAGCAGCCTGTCCTCCTCAGTAGCCCCA 

GCATCCCTTCATCATTTTGTTGCCCTTCTATGGGCCTAGTTTAGGTCTGAGAGGCATAGT 

TTTAAAATTTTTATTGTTATTTATTTATTCTAGAGATAAGGTCTTGCTATGTTTCCCAGG 

CTGGTCTTGAACTCCTGGCCTCAAGCAATCCTCCTGCAGCAGCCTCCCAAAGTGCTGGGA 

TT AC AG G C ATG AG CC ACC ACGTCTG GTC AG AC AG G C ATAGTTTT ACAAA TATGTG G GTGG 

ATAAATGCTGTCCAGTCTTACTTCATCACTTCTATCAATTGAATGCTTTTGGTTGGAAAT 

AACAGAAAATCCAACTAAAAGTGACTTAAACAAAGGAAATGTTATTATCTCATGTACCAG 

GAATTCTGGAGGTAGACTGGTTCAAGGGTGGATTAATTAATTCTAGAAGTACTCTCGAGG 

GGGGGCCCGGTACCCAGCTTTTGNTCCCTTTAGTGAGGGTTAATTGCGCGCTNGGCGTAA 

TCATGGTCATAGCTGTTTCCTGTGTGAA 

>SEQUENCE:5782:prostate_MPM2000-004P4Novel007_8Table3 

ATACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCI I I I I I I I I I I 

I I I I I I I I I I I I I I I I I I GGAATTATTATTTAATGAGAAAAAAATCCACGTGTATACAAC 

ATTTCAAAACAGAAGTTAAATCATTAAATAGTACTTTTTATTTAAATGTTTATAAGGCAG 

ATCTATGAGAATGATAGAAAACATGGTGTGTAATTTGATAGCAATATTTTGGAGATTACA 

GAGTTTTAGTAATTACCAATTACACAGTTAAAAAGAAGATAATATATTCCAAGCAGATAC 

AAAATATCTAATGAAAGATCAAGGCAGGAAAATGAGTATAACTAATTGACAATGGAAAAT 
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CAATTTT AATGTG AATTG C AC ATTATCCTTT A AAAG CTTTC AAAAG 

>SEQUENCE:5783:prostate_MPM2000-004P4Novel007_8Table3 

CGACTACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCi I I I I I I I I I I I I I I 

1 I I M I I I I I 1 I I I GGAGGAAGGCACCTACAAAACGAAAGTGCC TAGGG CTTACAAAAGT 

CATATGTAGCCTTTACAAATATTAGCTCAGTCATTTTCAGAAAGGTTTTTCCAATTATCA 

TTTTAGAGATGAGGAAACTGAAGCTCAGGGAGGCTTGGAAACTTATCCAAAGCCTCTTAA 

GAGGCTATGTTAGTCAGACTGGGCTAACAGCTGTAACAACCCCAGAATTTAAATGGCTTA 

ACACATTAGGAGTTTATTTGTTATTGCCATAACAATTCAGGGTGTATGTTTGGCAGGTAG 

TCTACACAGTGATTCAGGGACCCAGGCTCCTTCCCTCTGGTGGCTTTTTCTCCCTC TAGT 

GCTGGGAGCTCTCCATGCAGATGGGGGATGGAGAAAGAGAACAAAAAGTGGGGGAI I I I I 

ATA 

>SEQUENCE:5784:prostate_MPM2000-004P4Novel007_8Table3 

TGGCGG CCG C I I I I I I I I I I I I i i I I I I I I I I I I I I I I I I I I ACATT TAACTCTGATTTA 

TTGGGGGGTAAAGCATGTTATAGTGTTCCAGCTTCACTTTTTTTCTGAATGGC TATC CAG 

TTGTCCCAAAATCATTTGTTGAATAATTCATTTTCCCCCATTTGAAATGACACCTTTTCG 

TATACTAAAGTCCCAAGTCTCTTAGTTATAAAACAGTAATAAACCCTTGAAACAGGCATT 

TTCCTAAAATACATTTTGTTTAAGTAAGACAGTTTTCCCCCGCGTTAATTAATTCTAGAA 

GTACTCTCGAGGGGGGGCCCGGACCCCAACTTTTGTTCCCTTTAGTGAGG 

>SEQUENCE:5785:prosiate_MPM2000-004P4Novel007_8Table3 

CGAATTGGATCTCCCCGAGGTGGCGGCCGC I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 

I I I I I I I I I I I I I I I I I 1 i I 1 I I I I I I I I I I I I I I GGGGGGAGGCCATTTATATGAAATG 

GCCAGAACAGGGAAAACCTTTTTTAAACAACAAAGACCCAAAGTCGATCAACAATTGCCA 

GGGGGGGGAGGAAAACGGGGGGGGAAATAATTGCTTCACAGGGGGATGACAAAAAGTTCC 

CGAACCTGACAAAGGGGGGGCCCACACAACTTTTTGGATGTACTAAAGGCCCCTGATTGG 

CCACTTTCAAGGGATGGATTTTTAGGGTATTTGAATTTCATCTCAATTAAAAAACCCAAA 

CCCCCAAACTGGTCCCGCCTTAATTAATTCTAAAAGTCCCCTCCGGGGGGGGCCCGGGCC 

CCAGCTTTTGTTC 

>SEQUENCE:5786:prostate„MPM2000-004P4Novel007_8Table3 

GCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 

TACTTCTAGAATTAATTAACGCGGGGGGACGAAGCGCAGCCTGCACTCCCAGATCCGCTC 

ATTTTCGTTCTGCCCTCCGTTTTACGATTCGCCTACACTGAAAATGCGTGAGTGGAGTGG 

AAAGCCTTCCTACTCCTGCCTCAGCGACCCCTTCTAAAATACTGCCTCGTTTGGCCTGAA 

AATGTGATTTGCAGGCTTCCTGAGCAAAGTAGATTTCACTCCATTAAAGAAAAAAAAAAG 

AAAAGGCACCGAACGGGGCTCGGCTGTCGGGAGTTTTGCTTTAAAAAAAAAAAAAAAAAA 

AAAAAAAAAAAAGCGGCCGCCACCGCGGTGGAGCTCCAATTCGCCCTATAGTGAGTCGTA 

TTACGCGCGCTCACTGGCC 

>SEQUENCE:5787:prostate_MPM2000-004P4Novel007_8Table3 

GCGTAATACGACTACTATAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGCI I I I 1 I I I 
I ! I I I I I I I I I I I I I I I I I I I I I I I I I I I GGAATAACAAAGCTACTTTTAATACTTTGGG 
GGTGAGCCCCACAGGAATAAAAAACACTGGGGAAGGGGTAACCCCCTCACCCCCGGGAGT 
GGCCCAGGGGGAGAGAGGCTACCTGAGGGGAAGGAAGCACAAAAGGGACCCGCTGCAGA 
C 

TCAGGGCAAAGGGAATGCCATCGGTGCTGGGACCTGTGAGCACTACAGGAGGAAACGCGA 
GCGTGGTGGGACTGGCTCCAGGCACACAGGCGAAGGGCAAGAGGGTTGGACACGAAGCC 
A 

CAAAGCTACTTGGGTTCCTCCTTCTTCTCGTTTGCC I I I I I CTG CTTCTG CTG CATG ATC 
TCCGAGTCCCTCTGCTTGCGGGCGGCAGCAGAAAGCCCGTCATCTCGGCGCTTTCCCTTA 
ACCGAGTCGCTCTGC I I I I I CATATTCTTCTGGCGGGCGAGCTCACGCTGGTTACCGCGG 
GTC ATGG CG ACG G CAG CG G CTCC AACCTG C 

>SEQUENCE:5788:prostate_MPM2000-004P4Novel007_8Tabie3 

ACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGC I I I I I t I I I I I I I I I I I I I I 

TTTTGAGGGGAATGAATTTAATATAATCTCTATAAAAACCCTAATCACACAGTTTTTTAC 

AG A A AT AT AG GTTA I I ! I I I I I I I I I A I 1 I I I I I I AGATGGAGTCTCACTCTATTGCCAG 

GCTGGAGTGCAGTGGCTGTAGTGGCCTGATCTCGGCTCACTGCAACCTCTGCCTCCCGGA 

TTCAAGTGATTCTCCTGCCTCAGCCTCCCGAGCAGCTGGGAATACAGGCACCCGCCTTAA 

TTAATTCTAGAAGTACTCTCGAGGGGGGGCCCGGTACCCAGCTTTTGTTCCCTTTAGTGA 
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GGGTTAATTG CGCGCTTG G CGTAATCATG GTCATAG CTGTTTCCTGTGTG AAATTGTTAT 

CCGCTCACAATTCCACACAACATACGAGCCGGAAGCATAAAGTGTAAAGCCTGGGGTGCC 

TAATGAGTGAGCTAACTCACATTAATTGCGTTGCGCTCACTGCCCGCTTTCCAGTCGGGA 

AACCTGTCGTGCCAGCTGCATTAATGAATCG 

>SEQUENCE:5789:prostate_MPM2000-004P4Nov el007_8T able3 

CCGCGGTGGCGGCCGC H I I I I I I I I I 1 i 1 U I I I I I I I I GAG G CG AAT G AATTTAATAT 

AATCTCTATAAAAACCCTAAGGGGGCAGTTTTTTACAGAAATATAAATTAl I I I I I I II I 

TTATCTTTTGGAGATGGAGTCTCACTCTATTGCCAGGCTGGAGTGCAGCGGCTGTAGTGG 

CCTGATCTCGGCTCACTGCAACCTCTGCCTCCCGGATTCAAGTGATTCTCCTGCCTCAGC 

CTCCCGAGCAGCTGGGAATACAGGCACCCGCCTTAATTAATTCTAGAAGTACTTTCGAGG 

GGGGGCCCGGTACCCAGCTTTTGTTCCCTTTAGTGGGGGTTAATTGCGCCGCTCGGCCTA 

>SEQUENCE:5790:prostate_MPM2000-004P4Novel007_8Table3 

GACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCI 1 I I I I I I I I t I I I I 

I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I ATGGGGGCATCCTA I I I I I AGG 

GGGCTTTCATTATTTTATTTTTTATACAGATCCATACCCATTGCTAGAATCAAAGCAAAA 

ATTTTAATGGGCAGGTCCTACAGAACTAAAGGGAAACAAAACAAAACAACGAACAACTGA 

AAAACAATAG CTTT A AACTTTC A AG G CC AAA AG AT A AG ATTT A AG G G C A AT ACCTGTTG A 

AAAAGGAAAAGGAGTTTAAAGTTCCTAGAGAGGTATTTATAATGCAAATCTAATGCCAGC 

TTTTTAGTAATAAAAAAGAGAAGGGCTTTACTATACACTGACTAGCACATAATACTTAAT 

TTGGAAAGAAAAATTAATGACGTTCCTTGGGCCAGCAGCAAATATGGGGTGTCCATTGCC 

GGCAACAGACACAACACCGGAACAGAAAAACCCAAATCCCCCCGCCTTAATTAACGCGGG 

GGCAACCCCTAGGAAACAAGACTAAGAGAAACAGGAAGAAAAAGACTAAGCTTGTCCACT 

CTGTGTGTGGG G AG G G C AGTG G GG AGT AA AATTCCC ATAATTAGTTC 

>SEQUENCE:5791 :prostate_MPM2000-004P4Novel007_8Table3 

CTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCI I I I I ITI I I I I I I I I I 
I I I I I I I GGGATGCTCAACCTATAATACCCAAAGGCTCTATTTCAGTAGAATTTATTGGT 
TTGCTGATTATAGCAGGGACATAGCTTGCATTCTAGAAGACCTTAGAAAATG 

>SEQUENCE:5792:prostate_MPM2000-004P4Novel007_8T able3 

TATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCI I I I I I I I l l l l l l I l l I I M I 

TTTTTTTGGGGAGAGAAGCATTCATGCAGGCTGCAGAGAAAGCACTTGCTAGAGAAATTT 

TCATAACTATAAGGGAGCAAAAAACTAATAGCCAAGACCATG GGAT AAAGACCTGGAAAG 

CATTTATCCTATTTATTCATTTGTTGCTCATTTATTTTTTGTTTATTTTATTGGAATATA 

AGCTCTATAAAATAAAATGGACCTGCTGCTCTTGCGTATC ACTG TATGTCAAGAAGTTAT 

CATACAGTATGAGGCAGAGTGGGCACTAAACAAATGTTTATTTTGATGAGGAAAAGATGG 

ATAAATTGATGACAAAGGTGTGACATATTTCTTGTACAAAAAAAAAAGAACACCTTGGGG 

CACTAAAAGTATAGAAAAATTGCTAAGAAGCCAGAAGGGG GAATT AAATTAAAATTAATT 

AATTCTAGAAGTACTCTCGAGGGGGGGCCCGGTACCCAGCTTTTGTTCCCTTTAGTGAGG 

GTTAATTGCGCGCTTGGCGTAATCATGGTCATAGCT 

>SEQUENCE:5793:prostate_MPM2000-004P4Nove(007_8Table3 

ATAGGGAGTCACCGACTACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCTTT 

I I I I I I I I I I I I I I I I I I I I I GGGATGCTCAACCTATAATACCCAAAGGCTCTATTTCAG 

TAGAATTTATTGGTTTGCTGATTATAGCAGTGACATAGTTGCATTCTAGAGACCTTAGAA 

AATGCAGAAAATTTCAAGAAAAACATTTAAATTGTGCTCATAGTGAAACTGAGAGGTGAC 

CACTCTTAATATTTTGTGGCATAAGCATTCCAGTCTTTTAT CTTTCT CAAAGTTTCACAT 

AAACTTTCTCAAAGGCCATTAAATACTTTTCCATAGCCTGATTTTTTGTGACCA CATAG T 

ATCCTATTATATTGATAATACCATAATTTACCTAACCCATTTTTATATATTTGGATTTTT 

TCCAATTCATCATTATTATGAATAATGGTGTATCTCAGTGGTTATTACTTTGCAC 

>S EQ U E N C E : 5794: prostate_M P M2000-004 P4Novel007_8Table3 

TATACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCTT I I I I I I I I 
I I I I I I I I I I I I I I I t I I I I I I I I I I I I I I I I I I CATTATCCTCTCACAGGACCAACTTT 
TATTTTATTTATTCATTTAAGGACAAATTTTTAAAAGTAAAGGGAATGAAACCATTTGTA 
ATTAAG ATCCATAG ACAG AACTTCAATGTAAAA AAAAAAAG ACCTTG CTG G G AAACAGTT 
GATGAGAAACACTGTAAAACATTTCACAGACCCACAAAAAGCTCACATTGTAAACAGGAT 
TAAGCTGCTTTTGATTTAGCCCGTAACATCAAGGTTTCATTTTGCTCAGCCTGAGATCTC 
GCTCAATTTCAAACTGCCTGTGATCCACTCGGCCGAGGAAGGCT 
>SEQUENCE:5795:prostate_MPM2000-004P4Novel007_8Table3 
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TATAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGC I I I I I I I I I I I I I I I I I I I I I I I 

I I I I I I I GAGGAAGGCACCTACAAAACGAAAGTGCC TAGGG CTTACAAAA GTCAT ATGTA 

GCCTTTACAAATATTAGCTCAGTCATTTTCAGAAAGGTTTTTCCAATTATCATTTTAGAG 

ATG AG G AAACTG AAG CTCAG G G AG G CT AG G A AACTTATCC AAAG CCTCTTAAG AG G CTAT 

GTTAGTCAGACTGGGCTAACAGCTGTAACAACCCCAGAATTTAAATGGCTTAACACATTA 

GGAGTTTATTTGTTATTGCCATAACAATTCAGGGTGTATGTTTGGCAGGTAGTCTACACA 

GTGATTCAGGGACCCAGGCTCCTTCCCTCTGGTGGCTTTTTCTCCCT CTAGT GCTGGGAG 

CTCTCCATGCAGATGGTGGATGGAGAAAGAGAACAAAATGTGGGGGATTTT 

>SEQUENCE:5796:prostate_MPM2000-004P4Novel007_8Table3 

GCGAATTGGAGCTCCACCGCGGTGGCGGCCGC I I I I I I I I I I I I I I I I I I I I I I ! I I I I I 

TTTAAGGACAAAAATCTGGGTTTTATTTATTCATTTGTAAACTCAAGCCAGTTCTCTATT 

CCACTTTTTCCAATTATTTGCTTTTGAGAGTCTCAGGATTATCCTTCCTTCCTCTCCTTC 

CACATTTTCTCCCCTGTCCCTTCTCCTGGCCATGCTTCTCTAGTCCCGACGGTCTTGTTT 

AGATCACAATGCGGTTTGTAGATTTTCCTTCACTCTCTCTTTCAGAAAAAAATGCCAAAA 

TGGTGTTTTAAGAAGCTTTTATTGAGCCAACTGAACTTCAACAAAGCAAACGAAAACATA 

AAGTAGGGAAAGGAACCCTCTTCAACAAATGGTGTTGGGATAATTGGCAAGCCACATGTA 

GGAGAATTAAACTGGATCCTCATCTCTCACCTTATACACAAATCAA 

>SEQUENCE:5797:prostate_MPM2000-004P4Novel007_8Table3 

CCCAGCGCCATAACCCTACTAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGT 

ACTTCTAGAATTAATTAACCCGGGAGGCAGATGTTGCAGTGAGTCAAGATCATGCCACTC 

CACTCCAGCCTGGGTGATAGAATGAGACTCAGTCTCAAAAAAAAAAAAAAAGAAAAAAAC 

AAAGACTACACATTGGGTACAGACTTGATGGATAAAAAAGACTACCCTTGGGTGATGGGT 

GCACCAAAATCTCAGAAATCACCACTGAAGAACTTTTCCATGCAACCAAACACTACTTGT 

TCCCCAAACACTACTGAAATAAAAGTTTAAAAAAAAATACGTAAGAACAGACATAAAAAA 

AAAAAAAAAAAAAAAAAAAAAAAAGCGGCCGCCACCGCGGGGGAGCTCCAATTCGCCCTA 

T 

>SEQUENCE:5798:prostate_MPM2000-004P4Novel007_8Table3 

GTATACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCTI I I I I ! I I 

I I I I I I I I GCAGACGGAGTTTTGCTCTGTCACCCAGGCTGGAGTGCAATGGCATGATCTT 

GGCTCACTGCAACCTCCACGTCCCGGGTACAAGCGAT TCTCC TG CCTCA GCCTCCCAAGT 

AGCTGGGACTACAGGTGTGTGCAACCACATCCAGGTAATTTTGTATTTTTAGTAGAGATG 

GGATTTCACCATGTTGGCCAGGCTGGTCTTGAACTCCTGACCTTGTGATCTGCCTGCCTT 

GGCCTCCAAAGTGCTGGGATTATAGGCATGAGCCACCGCGCCCAGCTAGAAAATACATTT 

TTGAAGCAATAATAAAGATGTGAACCAAATTTAGTGTTCTCAACATGTCAAGCCTTACCG 

ACAATGCAAAGCAATAGAAACTCAAAGCAATAGAAACTGCTGGTGAGATATAACCTGGTT 

CAACCCGGTGGAAATACTTTGGCATTAAACATGCCAAACTAAAGTTAAATACGCACATAA 

TCTACATTCTGGCAATTCCACCACTAGGCATTTACCTTAGAAAAATTCTCAAACATATGC 

GCC AAAAG ATATGTAAAAG AATG CTTATGG C AG CACTA 

>SEQUENCE:5799:prostate_MPM2000-004P4Novel007_8Table3 

CCCCCCTCGAGAGTCTTCTAGAATTAATTAACGCGGGGGTGGCTCTTTATTCGTGAGTTT 

TCCATTTACCTCCGCTGAACCTAGAGCTTCAGACGCCCTATGGCGTCCGCCTCGACCCAA 

CCGGCGGCCTTGAGCGCTGAGCAAGCAAAGGTGGTCCTCGCGGAGGTGATCCAGGCGTTC 

TCCGCCCCGGAGAATGCAGTGCGCATGGACGAGGCTCGGGATAACGCCTGCAACGACATG 

GGTAAGATGCTGCAATTCGTGCTGCCCGTGGCCACGCAGATCCAGCAGGAGGTTATCAAA 

GCCTATGGCTTCAGCTGCGACGGGGAAGGTGTCCTTAAGTTTGCTCGCTTGGTCAAGTCC 

TACGAAGCCCAGGATCCTGAGATCGCCAGCCTGTCAGGCAAGCTGAAGGCGCTGTTTCTG 

CCGCCCATGACCCTGCCACCCCATGGGCCTGCTGCTGGTGGCAGCGTGGCCGCCTCCTGA 

GAGTTGGCCCTCCCTTGTGCCACTGCCAGGGGAGGAAAGGCCTTGATGTTCCAGACAATA 

AT A A ATG CG CCTGTG ACTTAN N N N AAAAAAAAAAAAAAAAAAAA 

>SEQUENCE:5800:prostate_MPM2000-004P4Novel007_8Table3 

ACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCTTTNN I I t I I i I I 
I I I I I I I I I I I I I I I I I GAGGAAGGCACCTACAAAACGAAAGTGCCTAGGGCTTACAAAA 
GTCATATGTAGCCTTTACAAATATTAGCTCAGTCATTTTCAGAAAGGTTTTTCCAATTAT 
CATTTTAGAGATGAGGGAAACTGAAGCTCAGGGAGGCTAGGAAACTTATCCAAAGCCTCT 
TAAGAGGCTATGTTAGTCAGACTGGGCTAACAGCTGTAACAACCCCAGAATTTAAATGGC 
TTAAC AC ATT AGG AGTTTATTTGTTATTG CC ATAACAATTC AG G GTGT ATGTTTG G C A G G 
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TAGTCTACACAGTGATTCAGGGACCCAGGCTCCTTCCCTCTGGTGGCTTTTTCTCCCTCT 

AGTGCTGGGAGCTCTCCATGCAAATGGTGGATGGAGAAAGAGAACAAAAAGTGGGGGATT 

TTTATA 

>SEQUENCE:5801:prostate_MPM2000-004P4Novel007_8T able3 

TAT AG G G CG AATTG GAG CTCCACCG CG GTG GCGGCCGC I I I I I I I I I I I I I I I I I I I I I I 

TTTTGGGAAGGAGTTTCACTCCTGTTGCCAAGGCTGGAGTGCAATGGCGCAATTAGGCTC 

ACTGCAACCTCCTCTTCCCGGGCTCAAGTGATTCTCCTGCCTCAGCCTCCCGAGTAGCTG 

GGATTACAGGTACCCACCACCATGCCCAGCTAATTTTTTGTATTTTTAATAGAGATGGGG 

TTTCACCATGTTGGCCAGGCTGGTCTTGAACTCCTGACCTCAGGTGATCCACCTGCCTCG 

GCCTCCCAAAGTGCTGGGATTACAGGTGTGAGCCATGGTACCCAGCCTTCCTCAGCATTT 

CTGTCTGTCCCCACACACAGGCTCAGCAGCCAGAGAAAGCCAAGGGCATATAGGCAGGGC 

AACAACATCTGTGCACCTTGCGGCTGCCTGCTAGTTTCCTAGAAACATATTCTCAGACAT 

GCCTAAGAAGAAATGCACTTGTAGGTGTTTCAAACGCAGGGGTCCCTGAGTTACCAGGAT 

AAAACCCATAGAGTCCCAACAGACATCTGTACCAAAAGAGGAAAGCACTTGATTACTGA 

>SEQUENCE:5802:prostate_MPM2000-004P4Novei007_8Table3 

GACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCI I I I I I I I I I I I I I I 

I I I I I I I I I I I I GAGACGGATTTTCACTCTTGTTGCCCAGGCTGGAGTGCAATGGCGTGG 

TCTTGGCTCACCGCAACCTCTGCCTCCCTGGTTCAAGCAATT CTTCTC CT CAACC TCCCG 

AGTAG CTG G G ATTAC AG GC ACCTGCC ACCACG CCCTAG CTAATTTTTGT A I I I I IAGTAG 

AGACAGGGTCTCACTGACTTCAGGTGACGCCCGCCTCGGCCTCCCAAAGTGCTGGGATTA 

CAGGCGTGAGCCATCACGCCCAGCTGGAACCATTATAACTTGTAACAAAA TATA GAATAT 

AAATTATTGGTTTATTGGGGAGTTCAAATATGAATTTTAATAAAACCAAATCTTTTACAA 

GTTGAATATAACATTTCTTACTGTGCCCATTTAGACAGGGGTCCATCCAAAGGGCATTTT 

ATCTGATTTTCTGAAAGATACATTAAGTATCTAATTTTAGATAACCCGCGTTAATTAATT 

CTAGAAGTACTCTCGAGGGGG 

>SEQUENCE:5803:prostate_MPM2000-004P4Novel007 _8Tab[e3 

GCGAATTGGAGCTCCACCGCGGTGGCGGCCGCTT I I I I I I I I I I I I I I I I I I I I I I I I I I 

TTAGATGGAGTCTTACTCCGTCACCCAGGCTGGAGTGTGGTGGTGTGATCTCAGCTCACA 

GCAACCTGACCTCAGGTGATTCACCCGCCTCTGTCTCCCAAAGTGCTGGGATTACAGGCG 

TGAGCCACTGCGCCCGGCGTCTTTGAATTTTTTAAACTGAAGTTTAATTGCCTTTGAGTT 

TGATCATTCACTATTTGTCATTTGTATTTCTTTTGTTAATTATCTGCTCAAGCTCTAATT 

TCATAATGGAAATTTAATGGATTAACATATAACACCCACTATCACCCGCCTTAATTAATT 

CTAGAAGTACTCTCGAGGGGGGGCCCGGTACCCAGCTTTTGTTCCCTTTAGTGAGGGTTA 

ATTGCGCGCTTGGCGTAATCATGGTCATAGCTGTTTCCTGTGTGAAATTGTTATCCGCTC 

ACAATTCCAC ACAACATACG AG CCGGAAGC 

>SEQUENCE:5804:prostate_MPM2000-004P4Novel007_8Table3 

TACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCI I I I I I I I I I I I 

I I I I I I I I I I I GAGACAGTCTCACTTTGTCGCCAGGCTGGAGTGTGGAGTGCAGTGGCAC 
AATCTTGG CTC ACTG C AACCTCTG CCTCCTGG GTTC AAGCG ATT CTCCTG CTT C AG C CTC 
CTAAGTAGCTGGGATTACAGGCACACCCCACCACACCCGGCTAATTTTTATATTTTTAGT 
AGAAATGGGGTTTCACCATGTTGGCCAGGCTGGTCTTGAACTCCTGAC CTCG TGATCCAC 
CTGCCTCGGCTTCCCAAAGTGTGAGTCACTGCACCCAGCCTTGCTGAATTTTCTTAAAAC 

I I I I I I I I I CTGACATCTTGAGTTAAAAGTCTTTTGTTATTCTTTGAGACGGGATCTGGC 

TCTCTCACCCAACCTGGAGTGCAATGGTGCAATCACAGCTCCCTGTACCCTCTGCCTCCT 

GGGCTCCTG 

>SEQUENCE:5805:prostate_MPM2000-004P4Novel007_8Tabie3 

ACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGC I I I I I I I I I I I I I 

I I I I I I I I I I I I I I I GGGGCTGTATTTCTTATTAAAATGATTGGTCTAAGACCAAAGATC 

TTGTCCCTGTTGTTCTCTATTGTATTCCTTGTTCCTAAAAGGTTCCTGGGACATACAGTT 

CAAAAATATATATCTGATGTACGAATGACTGAATAAGTGAATGTGACCATAACGCAGAAA 

TTCCCTAAGAAATGCTTTGTCCTGATAGGTCTCCAGTCTCTGCAGAGGACAAAGAGAAAT 

ATTCTAAGGTCCCAAAAAGTCTTTCCTGGTGTGCCACATAAGACCTCCTATTCAGTTCAG 

TGTAATATTTCCCACATACCAG ACAATCTTTCTTTAGG ATTCC ACAG AAATTTG AG CAG G 

CAACTAGTCCTATCCTCCGCTTTCCCCACCCTCATCACCAAATTTACAACTCCCACAATC 

AT AGTTACCATTTACC AATTG CTTCCTGT AACCC AG G C ACTGTACT ATG CCCTG CAT AT A 

TGTTATCTAACTCTGTGTAACAACCCTTGATAGGTAACCATTATG 
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>SEQUENCE:5806:prostate_MPM2000-004P4Novel007_8Table3 

ACGACTACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCTTTTTTTTTTTTTT 

I I I I I I I I I I I I I I I G AGTACTATG ATAG GTG AAATGGTATG ACT ATAAAAAG G ATTTGT 

TTCTTTTTGTCTCCTGGAATGACATGATGCCTTTCTAGAGAAAGAAAAATTGCAGGCTAC 

AGGAATGATAAAAACTACTGGATTCATTTAGACTATTCGATTTAGGAAGGTACAACCACT 

TCTTTAACATCAAGCTAAAAGTGGGGGAAAGTCTCAGTCTCCCAGGTAGGTCTCCTCTCA 

CACTGTCCTGGGTGGCAGGCGCTGTTTATACATGCCCGCTATCGCTCTGGCTGCACTGTA 

GATCATCTGCCGACGGGACATCCCAGTAAATGCCATGTGCCAATCAGTCCGGCTGACATT 

CAGTAAACTCTTTTCCAGGACTTCACCCACTGTCACCAAAAGGCCTGACCACCTCAGATT 

ATAGTCCTGGGGAGTTAGACTTTGAGCCTGCTGTACAAATTCCAAAGGCACTGGTGTGGC 

TTGTGTAAATGTTTCTAGATGAATGCCATGGACAGGA TCTTC AACCACCAAACAACCAAT 

GTCAAACCATTTGTCAGGCAGCAATTCTGCAATGAAGTTTTCTACTGACAC 

>SEQUENCE:5807:prostate_MPM2000-004P4Novel007_8Table3 

G ACTCACTATAG G G CG AATTG GAG CTCC ACCG CG GTGG CGGC CGCl III 

[ | | I I I 11 I I GGGGGAAGATGAAGAAATTTCACTCAAGTATTTTGTTACTTTAAGATTCA 

ATGCTGGACACTAGACCAGCTATAACATTTTCAGATAGAGTGACTTCATGCGTGAAATGA 

TCACATACAATGAAGAGGTTTTAAAAAATACAGATGAC ATAA GTTGTTC AGTTG AAGAAA 

ATTAAAATACTGATATAAACTAAATCATTCTCCTCTTCATTTTAGGGGGAl I I I I CTCTG 

CAATTGTACTGATTTATGACTAGAAAGCTGAAGAC TGAT TTGAGCCTCTTTAGCAATACT 

CTATTTCACCATTTATCTTCCAAAGAATTATGGCTATTTTATTTCTTCCAATGAAGCTGG 

AAAATTATAATATGCCAGCAGATCAGTAGAAATGTAAAAATATTAGTAGTTACCCTTTTA 

GATCCAACTTACCTGTAGTGAAATAGCAGCAATGCATTCTCTATTTGAGGACAAAACATA 

AAAACCCTGGCTTCATAAACATAGAGTATTAAAAAATCTCAGAAGTTTAATGTGTAGACA 

TTTGCTAATATTT 

>SEQUENCE:5808:prostate_MPM2000-004P4Novel007_8Table3 

GTAATACGACTACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCT III 

I I I I | | | 1 I I I I U I I I I I I I AATGATTGCTTTCTTTTAATCTTA AAGAG ATAAGTGGAC 
TAACGTGGATAAAGGGCTCCATCTTGGACAACTTGATCAGTCTTTTCTTCTGTGCTGAAC 
AGGGCCTGCCAATAACAAGAAATTCAACGCCATTTACAAAGCTTTCTTGTCTTACTCTCA 
GAGAAAGCCATTACTGTTCACATCATTCAAGAGGCTGTCAAGCTCACACCTTTCTTAAAT 
AAGTGTTAGCTTTTTGGGCTGCCTTCCCCCAGTTGCTCTGTGCTCCAAACAGATGCCTGT 
GTTTAGTCCCCCCCCGTTAATTAATTCTAGAAGTACTCTTTAGGGGGGGCCCCGTACCCA 
GCTTTTGTTCCCTTTAATGAGGGTTAATTGCGCGCTTGGCGTAATCATGGTCATACCTGT 
TTCCTGTGTGAAATTGTT 

>SEQUENCE:5809:prostate_MPM2000-004P4Novei007_8Table3 

CACCGCGGTGGCGGCCGC I I I I I I I I I I I I I I I I I I I I I I I I I ACTT GAATTGTTGTTAT 

AGTG CTTCCGTT ATTTATTTTTATTTTTTTT ATTAT ACTTT AAGTTTT AG G GT AC ATGTG 

CACAACGTGCAGGTTTGCTACATATGTATACATGTGCCATGTTGGTGTGCTGCACTCATT 

AACTCGTCATTTATATTAGGTATATATACGTGTTCATTGTACCCTTATCGACTTTGCAGC 

ATGCTTATCCATCTAACTATTCATCTTTATTTGCCTTCGTTTTTTGAG TTCCC TTATTCA 

TCCTAAAACAAAATATAATGCCTGACTCATAGTCAGACTTCACAGTA I I I I I AAATGAAT 

TACATTGCATTGGGGAAATATAAATAGTAATGTCCTTTTATTAGAGGAAGTCTAAAAGAA 

ATTCTTGGGTGAATTGATAATCAAACATTTTTAAGAAGGTATATTTGCT AGCAA AGAAAG 

AAAAAATTTGACAGCTTATTTTATATTAGAAAACCTATGGATTCTGGGAI I I I I CTTTGT 

TTCAAGTCTGT 

>SEQUENCE:5810:prostate_MPM2000-004P4Novel007_8Table3 

GACTCACTATAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGCTTTTTTTTTTTTTTTT 

I I I I I I I I I I I I I GACCAGAGAGGCCCCAAACTAGCAGCCTGTCCTCCTCAGTAGCCCCA 

GCATCCCTTCATCATTTTGTTGCCCTTCTATGGGCCTAGTTTAGGTCTGAGAGGCATAGT 

TTTAAAATTTTTATTGTTATTTATTTATTCTAGAGATAAGGTCTTGCTATGTTTCCCAGG 

CTGGTCTTGAACTCCTGGCCTCAAGCAATCCTCCTGCAGCAGCCTCCCAAAGTGCTGGGA 

TTACAGGCATGAGCCACCACGTCTGGTCAGACAGGCATAGTTTT ACAAA TATGTGGGTGG 

ATAAATGCTGTCCAGTCTTACTTCATCACTTCTATCAATTGAATGCTTTTGGTTGGAAAT 

AACAGAAAATCCAACTAAAAGTGACTTAAACAAAGGAAATGTTATTATCTCATGTACCAG 

GAATTCTGGAGGTAGACTGGTTCAAGGGTGGATTAATTAATTCTAGAAGTACTCTCGAGG 

GGGGGCCCGGTACCCAGCTTTTGNTCCCTTTAGTGAGGGTTAATTGCGCGCTNGGCGTAA 
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TCATGGTCATAGCTGTTTCCTGTGTGAA 

>SEQUENCE:581 1 : prostate JMPM2000-004P4Novel007_8Table3 

CTATACGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCI I I I I I I I I I I I I I I I I I I I I 

TTTTTTGGAGAAGGAGTCTCGCTCTGTGGTCCAGGCTGGAGTGCAGTGGTGCAATCTCAG 

CTCAATGCAAGCTCCGCCTCCTGGGTTCACACCATTCTCTTGTCT CAGCC TCCCGAGTAG 

CTGAGATTACAGGCACCTGCCACCACGCCCGGCTAATTTTTTGTATTTTTAGTAGAGATG 

GGGTTTCACCGTGTTAGTCAAGATGATCTCGATCTTCTGACCTCGTGATCCACCCGCCTC 

AGCCTCCCAAAGTGCTGGGATTACAGGCGTGAGCCACCGCACCCGGCCTTTCCTGTCATT 

TTTAATGGATATATGGGGAGGTTATCAGGTAGCCTGCCTCTCAGATTCTTCCTTCCCTGT 

TCTGTTTTAGAACCTTTCAGTACTGTTATAAAACATATATTCTAGTATCTG AGCTC CAAT 

GAATCCCCATTTTTCATCCCTCAGATACATCTACTTCTTTAGCAAAAGTCCTTTTAAAAA 

TTAT 

>SEQUENCE:5812:prostate_MPM2000-004P4Novel007_8Table3 

GCGAATTGGAGCTCCACCGCGGTGGCGGCCGCI i I I I I I I I I I I I I I I N I I I I I I I I I I 

TTTGAGACGGAGTCTCGCTCTGTCACCCGGGGCTGGAGTGCAGTGGCGTGATCTCAGCTC 

ACTG CC AGCTCCG CCTTCCG G GTTCATG CCATTCTCTTG CCTCAGCCTCCCG AGT AG CTG 

GGGCTACAGGCGCCTGCCACCACGCCCGGCTAATTTTTTGTATTTTTAGTAAAGACGAGA 

TTTCACCGTGTTAGCAGGATGGTCTCAATCTCCTGACCTCGTGATCCACCCGCCTCGGCC 

TCCC A AAGTGCTG GG ATT ACAG G CGTG AG CCACCG CGTCCG GCCTGG ACCCTCTTAGTTA 

AT AATTTT A AAG CAA AACTGTG GGCG ATTTTG CTGTG CATTAAG AG A ATTG CTATAAAG A 

TGATATCTGGGACTTAGCTGGAGAAACTTGATTGTTAGGGCCCTTGGTGCTTAGAAAAAT 

TTATTTATATGTGATTCAAATTAGAGTATTAATTATAAACATGAAAGTGATTCAGTGAAA 

TCTCTTCAC 

>SEQUENCE:5813:prostate_MPM2000-004P4Novel007_8Table3 

TATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCI I I I I I I i I I I I I I I I I I I I I I 

TTTTTTGAAGATGGAATCTCACTCTGTCACCCAGGCTGGAGTGCAGTGGCATGATCTCAG 

CTCACTGGAAGCTCTGCCTCCCAGGTTCACACCATTCTC CTGCCT CAG CCTCTC AAGCAG 

CTGGGACTACAGGCGCCAGCCGCCATGCCTGGCTAAI I I I I I I tGGTAI I I I I IAGTACA 

GATGGGGTTTCACCGTGTTAGCCAGGATGGTCTCGATCTCCTGACCTCGTGATCTGCCCA 

CTTCAGCCTCCCAAAGTGCTGGGATTACAGGCATGAGCCACCATGCCCGGCCGATTTCAC 

CTTTCAATGGCAATTACTATAAGACAGGAAAGTTATTTATTTTTATATATTTACCTAATT 

TTAAGTTACCTTATACAACCCTCATTAATAGTCTGTTAGAACTA3AATTTAAACTCTATG 

TGAATATGGACCTTATTTAAACAATGTATCCCTAGCACCTA GACAATG CCTAACCTGTCA 

CATTAACTTAATATATATTTTATTTATATTTTTGGGTTATTTA I I I I I I I I GAGACAGAC 

TCTTGCTCTGTCACCCAGGCTGGAGTGTAGT 

>SEQUENCE:581 4:prostate_MPM2000-004P4Novel007_8Tabie3 

GTAATACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGC I I I I I I I I 

I I I I I I I I I I I I I I I I I I I I I G AG AC AG AGTTTTG CTCTTGTC ACCC AG G CTG G AGT AC A 

ATGGCACAATCGCGGCTCACTGCAACCTCCACCTCCCGGGTTCAAGTGAT TCTCCT GCCT 

CGG CCTCCTG AGT AG CTGG G ATTACAG GCACCTGCCACCATG CCTGGCTG I I I I I CATAT 

TTTT AGT AG AG ACG G G GTTTC ACC ATGTTG G CC AG G CTG GTCTTG AGCTCG CG ACCTC AG 

GTGATTCGCCCACCTCAGCCTCCCAAAGTATTGGGATTACAGATGTGAGCCACTGTGCCC 

GGCACTTTTCTGCTTTTAAATACAATGATTTTAGAAAGTCTGTATATGAACTTTGGGCTT 

GTACCTAGATATCCCAGTGTGTGTAGGGAGCCCTGTATATCTGCAAGGGGATC CATTA GA 

CCAAGGATATTAGATCCAGCACTTCTCCTTTTTAATGCATGTCATAAGCACATGATTTTA 

TATCATGTCAGAAAAAGGCTGTTGATATAAAGGAAGAGAACAAAGAATGAGAAGAACTAT 

ATCCCGCGTTAATTAATTCTAGAAGTACTCTCGAGGGGG 

>SEQUENCE:581 5:prostate_MPM2000-004P4Novel007_8Table3 

G ACTCACTATAGGGCG AATTG G AG CTCCACCGCGGTGGCGGCCGC I I I I I I I I I I I I I I I 

I I I I I I I I I I I I GGACGGAGTCTTGCTCTGTTGCCCAGACTAGAGCACAGTGGTGCGATC 

TTGGCTCACTGCAACCTCCGCCTCCCAGGTTCAAGCGATTCTCCTGC CTCAG CCTCATGA 

GTAGCTGGGATGACAGGCGCCCACCACCACGCCGTCTAATTTTTGTATTTTTAGTAGAGA 

CTGGGTTTCACCATCTTGGCCAGGCTGGTCTCGAACTCCTGACCTCAGGTGATCCGCCTG 

CCTCGGCCTCTCAAAGTGCTGGGATTACAGGCGTGAGCCACTGTGCATGGCCAGCTTGAC 

AAACTTTCTAATTGACTGGCTCCTGTGCATTGCTCATCCTTCT CTCTC ATTTGTTAGTGG 

CTAGGAAAAAGAAAGAAGTTTGTTATCTGAGAAATGTGAGTCCTTTTAAAGTCTCAGGAT 
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AACAGAGGCATTTAAAATGCAACAGCAGTCTCTTCTCACTCTTCCTGGCACTAAATAATG 
ACCTCTTGAAGCCACTTGCTATATGGGCTTTACACTGACTGAAGCCAAGTAACCATAAAA 
TGCCATATGCTGGACACCATAACCCATACCCTATAGTTCAGCAATCTATAGCCAAACCCT 
A 

>SEQUENCE:581 6:prostate_MPM2000-004P4Novel007_8Table3 

GTAATACGACTCACTATAGGGTCGAATTGGAGCTCCACGCGGTGGCG GCCG CI I I I I I I I 

i i I I I I I I I I I II I I I I ACTTGAATTGTTGTTATAGTGCTTCCGTTATTTATTTTTATTT 

TTTTTATTATACTTTAAGTTTTAGGGTACATGTGCACAACGTGCAGGTTTGCTACATATG 

TATACATGTGCCATGTTGGTGTGCTGCACTCATTAACTCGTCATTTATATTAGGTATATA 

TACGTGTTCATTGTACCCTTATCGACTTTGCAGCATGCTTATCCATCTAACTATTCATCT 

TTATTTGCCTTCGTTTTTTGAGTTCCCTTATTCATCCTAAAACAAAATATAATGCCTGAC 

TCATAGTCAGACTTCACAGTATTTTTAAATGAATTACATTGCATTGGGGAAATATAAATA 

GTAATGTCCTTTTATAGAGGAAGTCTAAAAGAAATTCTTGGGTGAATTGATAATCAAACA 

TTTTTAAGAAGGTATATTTGCTAGCAAAGAAAGAAAAAATATGACAGCTTATTTATATAG 

AAAACCTATGTATTCTGNGATTNTTCTTTGTTTCAAGTCTGTATATGAATATCATGCTAT 

CCCTTCCCCCGCCTTAATTAATTCTAGAAGTACTCTCGAGGGGG 

>SEQUENCE:581 7:prostate_MPM2000-004P4Novel007_8Table3 

GT AAT ACG ACTCACT ATAG GGTCG AATTG GAG CTCC ACGCG GTGG C G G CCG C I I I I I I I I 

I I I I I I I I I I I I I I I I I ACTTG AATTGTTGTT ATAGTG CTTCCGTT ATTTA I I I I I ATTT 

TTTTTATTATACTTTAAGTTTTAGGGTACATGTGCACAACGTGCAGGTTTGCTACATATG 

TATACATGTGCCATGTTGGTGTGCTGCACTCATTAACTCGTCATTTATATTAGGTATATA 

TACGTGTTCATTGTACCCTTATCGACTTTGCAGCATGCTTATCCATCTAACTATTCATCT 

TTATTTGCCTTCGTTTTTTGAGTTCCCTTATTCATCCTAAAACAAAATATAATGCCTGAC 

TCATAGTCAGACTTCACAGTATTTTTAAATGAATTACATTGCATTGGGGAAATATAAATA 

GTAATGTCCTTTTATAGAGGAAGTCTAAAAGAAATTCTTGGGTGAATTGATAATCAAACA 

TTTTTAAGAAGGTATATTTGCTAGCAAAGAAAGAAAAAATATGACAGCTT ATTT AT ATAG 

AAAACCTATGTATTCTGNGATTNTTCTTTGTTTCAAGTCTGTATATGAATATCATGCTAT 

CCCTTCCCCCGCCTTAATTAATTCTAGAAGTACTCTCGAGGGGG 

>SEQUENCE:5818:prostate_MPM2000-004P4Novel007_8Table3 

TAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGT ACTTC TAG 

AATTAATTAACGCGGGTTCCTGCTGAGGGAGTGCA TCCC ATAATATGGCAATAATTTTCA 

GTTTCTCCAACGAAAAGATAGTGAAGGAATTAAATCTTTTGTCCTCCCATGGTTAAAAAA 

AAAAAAAAGCTGTGTTCATTTTTAAAAAAAAAAAAAAAAAAAAAAAAAATAAAAAAAAAA 

AAAAATAAAAAAAAAAAAAAGGCGGCCGCCACCGCGGTGGAGCTCCAATTCGCCCTATAG 

TGAGTCGTATTACGCGCGCTCACTGGCCGTCGTTTTACAACGTCGTGACTGGGAAAACCC 

TGGCGTTACCCAACTTAATCGCCTTGCAGCACATCCCCCTTTCGCCAGCTGGCGTAATAG 

CGAAGAGGCCCGCACCGATCGCCCTTCCCAACAGTTGCGCAACCTGAATGGCGAATGGAA 

ATTGTAAGCGTTAATATTTTGTTAAAATTCGCGTTAAATTTTTGTTAAATCAGCTCATTT 

TTTAACC 

>SEQUENCE:581 9:prostate_MPM2000-004P4Novel007_8Table3 

GCGTAATACGACTACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGC I I I I I I I 

I I I I I I I I I I I I I I I I I I I I I I I CCACCCAGGCTGGAGTGCAGGGGCACGATTTCGGCTC 

ACTGCAACCTTTGCCTCCCAGGTTCAAGCAATTCTCTGCCTCAGCTGCCCGAGTAGCTAG 

ATTTACAGGTGCCTGCCACCACACCCAGCTAATTTTTGTATTTTTAGTAAAGACGGGGTT 

TCACCATCTTGGCCAGGCTGGTCTTGAACTCCTGACCTTTTCATCCATCCACCT AAACC T 

CTAAAAGTGCTGGGATTACAGGCGTGAACCACCGTGTGTGGCTGGAACTCTTC I I I I I AA 

AACTATCAGATTTTATGAGGCTTATTCACTATCACGAGAACAGCATGATAAAGAAGTGCC 

CCCATGATTCAATTACCTCCCACTGGGTCCCTCCTACAACATGTGGGAATTCAAGATGAG 

ATTTGGGTGGGGACACAGCCAAGCCACATCATTCCACCCCCGGCCCCTCCCAAATCTCAT 

GTCCTCACATTTCAAAACCAATCATGCCTTG 

>SEQUENCE:5820:prostate_MPM2000-004P4Novel007_8Table3 

CACTATAGGGGCGAATTGGNAGCTCCACCGCGGTGGCGGCCGCI I I I I I I I ! I I I I I I I I 
I I I I I I I I I I I GTAGCTGAATTTATTATAATCC I I I I I I I I I I I I I I I I I AAAGATGGAA 
TCTCACTCTATTGCCCAGGTTGGAGTACAGGGGCGCAATCTCGGCTCACCGCAACCTCCG 
CTTTCCACCTCCTGGGTTCAAGTGATTCTCCTGCCTCAGCCTCCCTAGTAGCTGGGATTA 
CAGGCACATGCCACCATGCCCAGCTAATTTTGTATTTTTACTAAAGATAAGGTTTCACCA 
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TGTTGGCCAGGCTGGTCTTGAACTCCTGACCTCAAGTGATCCACCCACCTCAGCCTCCCA 

AAGTGCTGGGATTAGAGGCGTGAGTCACTGCACCCAGCATAATCCTCTTTCTTAAACATA 

ATTATTTTTATTTTATTTGGATTTTTCTATT 

TATTGGAGTTACATTCAACATGACTTTATGCATTAA AATTAT TTTTCATTGTCAATCAAA 
TATTAAATAACCATGTAAGCAGAGTTTCGTCTTAGG I II I I GA 

>SEQUENCE:5821 :prostate_MPM2000-004P4Novel007_8Table3 

ACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCI I I I I I I I I I I I I 
I I I I I I I I I I GGGGATGCTCAACCTATAATACCCAAAGGCTCTATTTCAGTAGAATTTAT 
TG GTTTG CTG ATTAT AGC AGTG AC AT AGTTG C ATTCTAG AG ACCTTAG A AAATG C AG AAA 
ATTTCAAGAAAAACATTTAAATTGTGCTCATAGTGAAACTGAGAGGTGACCACTCTTAAT 
ATTTTGTGGCATAAGCATTCCAGTCTTTTATCTTTCTCAAAGTTTCACATAAACTTTCTC 
AAAG G CC ATT AAATACTTTTCC ATAGCCTG ATTTTTTGTG ACC A C ATAGT ATCCTATT AT 
ATTGATAATACCATAATTTACCTAACCCATTTTTATATATTTGGATTTTTTCCAATTCAT 
CATTATTATGAATAATGGTGTATCTCAGTGGTTATTACTTTGCACTGCATTTCTTATGAA 
AGTATTGAGTAAAAGGAAGTAAAGCCCTCTCAGAGTGTTTTGTAGGCTGTCACATTTCAC 
TCCATAATGTCCTAGTGTTTGTTGCCACCAGTGATATATGAAGGTACCCACTGAAATGTC 
ACACC I I I I I G GTTTTCCTTTTTAAAAT AAAAA A 
>SEQUENCE:5822:prostate_MPM2000-004P4Novel007_8 Table3 

AGCTCCACCGCGGTGGCGGCCGCTTTTTG I I I I I I I I I I II I II I I I I G CTG AG ATCTTC 

TTATTCAACCCATATCAATTTGACTGGACTTGTAGCATTCAAATATTAACACAGATTTCA 

AATTTTAGAAAGATATTTGTACTAGAATACTTGTCAGGAACTCTGTGGATTTCATTAGTA 

TGGAAATTGTTTATAAAGACACACTCTGAATTTTTGTGGTCAAGTAGGGTTTGTAGAATC 

TTTGATAGCCCAGCATGTTAAAATGTAAATGTTCTAGAAAAATAATCTTTC ACTT TCCCT 

GTGAAAAGACCCCGCAAAAAGTTTTTTGAGGGGTGTGTTAAATATATAAATTTTGAAAGA 

CGTAAACAAAATAGTTAACTATCTACTTATGATATTTAATAGTTTGGCCAGGCATGGCAA 

CTCATGCCTGTTGTAATCCCAGCGTATTGGGCGGCTGAGGTAGGAGGATTGTGTGAGCCC 

AGGCGTTTGAGACTGCAGTGAGCTATGGATCCTGCCTGGATGACAGGGCAAGACCCCAAG 

TCAAAAAAAAAAAGTAATAGTTTAATGAACATTTAAAAACACATTGTTTGGAATAATGTG 

TGTTAGAAAATTGCTTTTTTCTTACTTACATTACATAAAAC 

>SEQUENCE:5823:prostate_MPM2000-004P4Novel007_8Table3 

CGTAATACGACTCACTATAGGGCGAATTGGAGCTCCACCG CGGTGGCGGCCGC I I l l l l l 

I I I I ! I I I I I I I I i I I I I I GGCGTTTTATTTTAI I I I I I II I I I I II I I I I II I I I ITT T 

I I I I I I I I I I GGGGGTTTTACCAGTTTTATTTCTAGACTTTCATGTTTGTCTTTTTGTCT 

TCTGCTGGAAACATGCCGGTTACATGTTGGTGCTGGGAAACCCCCCGGTGCAACCAGAAA 

TGCACAGACCCAGCCGCCCGCCGCCCAAACCCTTAAACTTGCGCGTTACAGGACAAACTC 

CGCTGTGCCCCGTGCACTTGCCACCAACCTTTGGCCTTTTGATACACACAACATCCAGGA 

CTTGTGCCCTTGCCCCATCACGACAGACAAAGCGTCCCTCAAGGCCCCCGCGTTAATTAA 

TTCTAAAAGTACTCTCGAGGGGGGGCCCGGTACCCAACTTTTGTTCCCTTTAGTGAGGGT 

TAATTGCGCGCTTGGCGTAATCATG 

>SEQUENCE:5824:prostate_MPM2000-004P4Novel007_8Table3 

GTAATACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGC l 

I I I I I I I I I I I I I I I I I I I I G G G AATTATTATTT AATG AG A AAA A AATCC ACGTGTAT AC 

AACATTTCAAAACAGAAGTTAAATCATTAAATAGTACTTTTTATTTAAAT GTTTA TAAGG 

CAGATCTATGAGAATGATAGAAAACATGGTGTGTAATTTGATAGCAATATTTTGGAGATT 

ACAGAGTTTTAGTAATTACCAATTACACAGTTAAAAAGAAGATAATATATTCCAAGCAGA 

TACAAAATATCTAATGAAAGATCAAGGCAGGAAAATGAGTATAACTAATTGACAATGGAA 

AATCAATTTTAATGTGAATTGCACATTATCCTTTAAAAGCTTTCAAAAGAAAGAATTATT 

GCAGTCTAGTTAATTCAGACAGTGTTAAATGGTATCAGGATAAAGAACTGAAGGGCAGAA 

AGAATTAATTTTCAC 

>SEQUENCE:5825:prostate_MPM2000-004P4Novel007_8Table3 

ACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGC I I I I I I I I I I I I I 

I I I I I I I [TTGGGGATGCTCAACCTATAATACCCAAAGGCTCTATTTCAGTAGAATTTAT 

TGGTTTGCTGATTATAGCAGTGACATAGTTGCATTCTAGAGACCTTAGAAAATGCAGAAA 

ATTTCAAGAAAAACATTTAAATTGTGCTCATAGTGAAACTGAGAGGTGACCACTCTTAAT 

ATTTTGTGGCATAAGCATTCCAGTCTTTTATCTTTCTCAAAGTTTCACATAAACTTTCTC 

AAAGGCCATTAAATACTTTTCCATAGCCTGATTTTTTGTGACCACATAGTATCCTATTAT 
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ATTG ATAATACCATAATTTACCTAACCCATTTTT ATATATTTG G A I I I I I I CCAATTCAT 
CATTATTATGAATAATGGTGTATCTCAGTGGTTATTACTTTGCACTGCATTTCTTATGAA 
AGTATTGAGTAAAAGGAAGTAAAGCCCTCTCAGAGTGTTTTGTAGGCTGTCACATTTCAC 
TCCATAATGTCCTAGTGTTTGTTGCCACCAGTGATATATGAAGGTACCCACTGAAATGTC 
ACACCI I I I I GGTTTTCC I I I I I AAAATAAAAAA 

>SEQUENCE:5826:prostate_MPM2000-004P4Novel007_8Table3 

TC I I I I I I I I I I I I I I I I I GGTTTTTTG CGG CTG A AATGTG CAATG ATGTGTTTTATTTC 

CCTTG ATGCTTAACATTACTAACAATTG CAAAAATAATACTG AG G AG CACTACTTTGCAT 

TGTTTGTAGTTGGAGTTTTGGATACTGATCATAAATCATGAATCTGGCGTATTAATGCTT 

AACTTCAGCGCCTTTGGGTTGAGTGTATGTGTATTTTTTCTCCCC CCACC CCGCCCCTTT 

TTTTTTAAGAATAAGGACAAGTGCTTACAATCTGCTCAAGCAATTG I I I I I CAGATATTG 

GAATTCAGCAAAGAGTGACCTCTCTGGCCATTCTAAAACTTTAATGTTGTGTCCTAAATC 

TGGTGGAGGAAAAGCATGCGCTGTTGAACCAAGCTGCTCACTGGACACATATTTGTGTCC 

CCAGGAGATTATTTGGCAGGCACTGCTTGTTATGAGGTTGGTTGGTCATTTATTGGTGGT 

TTACTGCTATTGGCGATAACATGAAATGTGATACAACTATTGGCCATAATTTAAT 

>SEQUENCE:5827:prostate_MPM2000-004P4Novel007_8Table3 

GTATACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCI I I I I I I I I 
I I I I I I I I I I I I I I I I I I I I I GAGGAAGGCACCTACAAAA CGAA AGTGCCT AGGGC TTAC 
AAAAGTCATATGTAGCCTTTACAAATATTAGCTCAGTCATTTTCAGAAAGGTTTTTCCAA 
TTATCATTTAGAGATGAGGAAACTGAAGCTCAGGGAGGCTAGGAAACTTATCCAAAGCCT 
CTTAAGAGGCTATGTTAGTCAGACTGGGCTAACAGCTGTAACAACCCCAGAATTTAAATG 
G CTT AAC AC ATTAG G AGTTT ATTTGTTATTG CCATAAC AATTC AG G GTGT ATGTTT G G C A 
GGTAGTCTACACAGTGATTCAGGGACCCAGGCTCCTTCCCTCTGGTGGC I I I I I CTCCCT 
CTAGTGCTGGGAGCTCTCCATGCAGATGGTGGATGGAGAAAGAGAACAAAAAGTGGGGGA 
TTTTTATAGGCCAGGCCTGGAATTGGCCCACATCACTTCCACACACATTCCAC 

>SEQUENCE:5828:prostate_MPM2000-004P4Novel007_8Table3 

GCGTAATACGACTACTATAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGC I I I I I I I I 
I I I I I I 1 I I I I I I I I I I I AACTTTTGACAGAGACTAGATCTTGCTATGTTGCTGAGGTTG 
CTCTTGAACTCCTGGGCTCAAAGAATCCTCTCATTTCAGCCTCTTCAACTGCTGGTATTA 
CAAGCATGAGCCACCATATGGGCTGGAAGCTGATTTTTAAAATACTGAGACCATATAGAT 
GACAG CACCC AG AG AAACAG AAATATTAACTG AAGTTGTTG CT G G CA G ACCATTCTTTCT 
TTCCACCTTTCTTTCTTCCTCCCTCCCCCTCCTCCATCTTTTTACTTTTCGTCC TCTTC C 
TTTCTCTTCTTTCTCTCCTTCATTATCCCTTTCACTGTTTCTCTTTCTCCCTTTC I I I I I 
TCTTTTCTTTCCCCCGCGTTAATTAATTCTAGAAGTACTCTCGAGGGGGGGCCCGGTACC 
CAGCTTTTGTTCCCTTTAGTGAGGGTTAATTGCGCGCTTGGCGTAATCATGGTCATAGCT 
GTTTCCTGTGTGAAATTGTTATCCGCTCACAATTCCACACAACATACGAGCCGGAAGCAT 
AAAGTGTAA AG CCTG G G GTG CCT AATG AGTG AG CT AACTC AC ATTAATTG CGTTG CG CTC 
ACTGCCC 

>SEQUENCE:5829:prostate_MPM2000-004P4Novel007_8Table3 

GCGTAATACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGC GGCCG CTTTTTT 

I I I I I I I I I I I I I I I I I I I ACTTGAATTGTTGTTATAGTGCTTCCGTTATTTA I I I I I AT 

TTTTTTTATTATACTTTAAGTTTTAGGGTACATGTGCACAACGTGCAGGTTTGCTACATA 

TGTATACATGTGCCATGTTGGTGTGCTGCACTCATTAACTCGTCATTTATATTAGGTATA 

TATACGTGTTCATTGTACCCTTATCGACTTTGCAGCATGCTTATCCATCTAACTATTCAT 

CTTTATTTGCCTTCGTTTTTTGAGTTCCCTTATTCATCCTAAAACAAAATATAATGCCTG 

ACTCATAGTCAGACTTCACAGTATTTTTAAATGAATTACATTGCATTGGGGAAATATAAA 

TAGTAATGTCCTTTTATAGAGGAAGTCTAAAAGAAATTCTTGGGTGAATTGATAATCAAA 

CATTTTTAAGAAGGTATATTTGCTAGCAAAGAAAGAAAAAATATGACAGCTTATTTATAT 

AGAAAACCTATGTATTCTGGGA I I I I I CTTTGTTTCAAGTCTGTATATGAATATCATGCT 

ATCCCTTCCCCCGCCTTAATTAATTCTAGAAGTACTCTCGAGGGGG 

>SEQUENCE:5830:prostate_MPM2000-004P4Novel007_8Table3 

GACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGC I I I I I I I 1 I I I I I I I 
I I I I I I I i I I I I I I I I I G AG GT AG AATTTTGCTGTTTTG CCC AG GCTGG AGTG AAGTGGT 
ATCATCTTGGCTCACTGCAACCTCCGCCCACCCAGGTTCAAGCTATTCTCCTGCCTCAGC 
CTTCTGAGTAGCTGGGATTATAGGCACCCACTGCCACACCTGGCTAATTTTTGTATTTTT 
AGTAGAGACGGGGTTTCACCACGTTGGCCAGGCTGGTCTCGAACTCCTGACCTCAGGTGA 
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TTC ACCCG CCTTAATT AATTCTAG AAGT ACTCTCG AGGG G G G G CCCG GT AC CC AG CTTTT 
GTTCCCTTTAGTGAGGGTTAATTGCGCGCTTGGCGTAATCATGGTCATAGCTGTTTCCTG 
TGTGAAATTGTTATCCGCTCACAATTCCACACAACATACGAGCCGGAAGCATAAAGTGTA 
AAGCCTGGGGTGCC 

>SEQUENCE:5832:prostate_MPM2000-004P4Novel007_8Table3 

ATACGACTACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCI I I I I I I I I 1 I I 

1 I I I I I I I I I I I I I GAAAAAGAATCACAGCCAAAATAAGACATTAACTGCAAAATCCAAA 

ATGGCTGCGCTTACCCTATGTATAAAAATGCGTCCAGTCCGGTCGGGGCACGGCCTATGC 

TTTCCCGGGGATCTTGGCCCGCTTGCGTGCAATAGCCTTCCTCCACGGCCTTCAGCTGTT 

TCAACAGCTCCTCCCGCCTTAATTAATTCTAGAAGTACTCTCGAGGGGGGGCCCGGTACC 

CAGCTTTTGTTCCCTTTAGTGAGGGTTAATTGCGCGCTTGGCGTAATCATGGTCATAGCT 

GTTTCCTGTGTG A AATTGTTATCCG CTC AC AATTCC AC AC A AC ATACG AG CCG G AAG CAT 

AAAGTGTAAAGCCTGGGGTGCCTAATGAGTGAGCTAACTCACATTAATTGCGTTGCGCTC 

ACTGCCCGCTTTCCAGACGGGA 

>SEQUENCE:5833:prostate_MPM2000-004P4Novel007_8Table3 

GACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGC I I I I I I I I I I I I l I 

TA I I I I I I I I GGAGGAAGGCACCTACAAAACGAAAGTGCC TAGGG CTTACAAAA GTCAT A 

TGTAGCCTTTACAAATATTAGCTCAGTCATTTTCAGAAAGGTTTTTCCAATTATCATTTT 

AGAGATGAGGAAACTGAAGCTCAGGGAGGCTAGGAAACTTATCCAAAGCCTCTTAAGAGG 

CTATGTTAGTCAGACTGGGCTAACAGCTGTAACAACCCCAGAATTTAAATGGCTTAACAC 

ATTAGGAGTTTATTTGTTATTGCCATAACAATTCAGGGTGTATGTTTGGCAGGTAGTCTA 

CACAGTGATTCAGGGACCCAGGCTCCTTCCCTCTGGTGGCTTTTTCTCCCTCT AGTG CTG 

GGAGCTCTCCATGCAAATGGTGGATGGAGAAAGAGAACAAAAAGTGGGGGATTTTTATAG 

GCCAGGCCTGGAATTGGCCCACATCACTTCCACACACATTCCACTGGCCAGAATGCAGTC 

ACGTGATCGTAGCTAACTGCAAGGAAGGTTGGAAAATGTAATGTAACTGCATGCCTGGGC 

T 

>SEQUENCE:5834:prostate_MPM2000-004P4Novel007_8Table3 

GCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 
TACTTCTAGAATTAATTAACGCGGGGGGACGAAGCGCAGCCTGCACTCCCAGATCCGCTC 
ATTTTCGTTCTGCCCTCCGTTTTACGATTCGCCTACACTGAAAATGCGTGAGTGGAGTGG 
AAAGCCTTCCTACTCCTGCCTCAGCGACCCCTTCTAAAATACTGCCTCGTTTGGCCTGAA 
AATGTGATTTGCAGGCTTCCTGAGCAAAGTAGATTTCACTCCATTAAAGAAAAAAAAAAG 
A AAAG G C ACCG AACGGGG CTCG G CTGTCG G G AGTTTTG CTTTAA AA AA A AAA A AAAA A A A 
A AAA AAA AA AAAGCGG CCG CC ACCG CG GTG G AG CTCC A ATTCGCCCT AT AGTG AGTCGT A 
TTACGCGCGCTCACTGGCC 

>SEQUENCE:5835:prostate_MPM2000-004P4Novel007_8Table3 

A AT ACG ACTC ACTATAG G G CG AATTGG AGCTCCACCG CGGTGGCGGCCGCTT I II 

I I I I I I I I I I I I I I I I I I GGAGACAGAGTTTTGCTCTTGTCACCCAGGCTGGAGTACAAT 

GGCACAATCGCGGCTCACTGCAACCTCCACCTCCCGGGTTCAAGTGAT TCTCC TGCCTCG 

GCCTCCTGAGTAGCTGGGATTACAGGCACCTGCCACCATGCCTGGCTGTTTTTCATATTT 

TTAGTAGAGACGGGGTTTCACCATGTTGGCCAGGCTGGTCTTGAGCTCGCGACCTCAGGT 

GATTCGCCCACCTCAGCCTCCCAAAGTATTGGGATTACAGATGTGAGCCACTGTGCCCGG 

CACTTTTCTGCTTTTAAATACAATGATTTTAGAAAGTCTGTATATGAACTTTGGGCTTGT 

ACCTAGATATCCCAGTGTGTGTAGGGAGCCCTGTATATCTGCAAGGGGATCCATTAGACC 

AAGGATATTAGATCCAGCACTTCTCCTTTTTAATGCATGTCATAAGCACATGATTTTATA 

TCATGTCAGAAAAAGGCTGTTGATATAAAGGAAGAG 

>SEQUENCE:5836:prostate_MPM2000-004P4Novel007_8Table3 

TAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGC I I I I I I I I I I I I I I I I I I I I I I I I 
TTTTG G AG AC AG G GTTTTG ACATGTTG GTC AG G CTG GTC ATG AACTCCTG GCCTC AAGTG 
ATCCACCTACCTCGGCCTCCCAAAGTGCTGGGATTACAGGTGTGAGCCACCGCGCCCAAC 
CCTGTGTTTATTCTTAGGTCTGTACTACGCTTTATGCCTCAGTTTCCACAGTTAAAACAC 
GTTATTTTATTCCTCACGTTATAGGAGCAATTTGTATTCATAAACTTGGCCTTCACCTTC 
AACTTCTGAAGATTTTAATACAGCGCAAATGATTTGGGGTCTGTGAATTCAGTTTTATTT 
ATTTG G CTCCTTCCTTT A AG G AGTC AG G CT AATG C A AG A A AATCC 
>SEQUENCE:5837:prostate_MPM2000-004P4Novel007_8Table3 

CT AT AGGG CG AATTG G AG CTCCACCGCG GTGGCG G CCGCTTTTTTTTTTTTTTTTTTTTT 
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I I I I I I I I I I I I GGATTCATATAAAGACTTTTATCTATTGTGCAAAGAGAGGGTCATCTG 

GCTCCCCAGAAGGTTCTCAACCCCATCAAGACTGTCCATTTTACATCTCTAGCTCCAGTT 

CTTCTCAGAGAGTAAAAGTGCTCCAAAGGCCTGTGATCATGGGTACTGATTAAGGGCTGC 

AGACTCTTCAGATCCAGTTAAATCCCTGGTGTTTGAGCTGTGTGGGAGCTGTGGTTGCTT 

GCTTCCTGGCTTTGCCTGAGGTCCTGCCGCAAACCCTGCAGCAGCTGGTTTAGGAGTGTA 

AGGTGGCTGTCTCTGCGAGGCANAGGCAGGGGTGGGAGGCAATTCCCTTTATACTCGATC 

ACTGCCATCTTGGCCCGATCCAAACTCCGATTTGGGATCTGCAGC 

>SEQUENCE:5839:prostate_MPM2000-004P4Novel007_8TabIe3 

ATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCI I I I I I I I I I I I I I I I I I I I I I I 

TTTTTTGGAGGAAGGCACCTACAAAACGAAAGTGCCTAGGGCTTACAAAAGTCATATGTA 

GCCTTT ACAAATATT AG CTC AGTCATTTTC AG AA AG G I I I I I CCAATTATCATTTTAGAG 

ATGAGGAAACTGAAGCTCAGGGAGGCTAGGAAACTTATCCAAAGCCTCTTAAGAGGCTAT 

GTTAGTCAGACTGGGCTAACAGCTGTAACAACCCCAGAATTTAAATGGCTTAACACATTA 

GGAGTTTATTTGTTATTGCCATAACAATTCAGGGTGTATGTTTGGCAGGTAGTCTACACA 

GTGATTCAGGGACCCAGGCTCCTTCCCTCTGGGGGCI I I i I CTCCCTCTAGTGCTGGGAG 

CTCTCCATGCAGATGGTGGATGGAGAAAGAGAACAAAAAGTGGGGGATTTTTATAGGCCA 

G G CCTG G AATTG G CCCACATCACTTCCAC AC AC ATTCC ACTG G CC AG AATG C AGTC ACGT 

GATCGTAGCTAACTGCAAGGAAGGTTGGAAAATGTAATGTAACTGCATGCCTGGGCTAA 

>SEQUENCE:5840:prostate_MPM2000-004P4Novel007_8Table3 

GCGTAATACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCI I I I I I 

I I I I I I I I I I I I I I I I I I I I I I I GAGACAGGGTCTCACTCTGTCACCCAGGCTGGAGTGC 

AGTGGCGCAATCTCAGCTCACTGCAGCCTCTGCCTCCCAGGTTCAAGCGGTTCTCCTGCC 

TCAGTCTCCCGAGTAGCTGGGATTACACCACCACACCTGGCTAAI I I I IGTAI I I I IGGT 

ATAGACGGGTTTTCGCCATGTTGGCCAGGCTGGTGTCAACTCCTGATCTCAAGTGATCTG 

CCAGCCTCGGCCTCCCAAAGTGCTATTACAGGCGTGAGCCACCACGCCTGGCTTAGGCTG 

CTTAAATATTCTTTCTTAGGTATCCTTGGTTTTGGAAAAAAAAAGAATAACAGAAAACTA 

AA AATTCCC AGTG G CAGTCTCTGTATCACTGGAATTTAAC I I I I I GTTTGTTTG I I I I I I 

GAGATGGAGTCTCGCTCTGTTGCCTAGGATGGCGTGCAGTGGCGTGATCTCGGATCACTG 

CAAG CTCCG CCTCCCGG GTTCACGCCATTCTTCTGCCTCAGCCTCCCG AGTAACTG G G AC 

TACAGGCGCCCGCCACCACGCCCG 

>SEQUENCE:5841:prostate_MPM2000-004P4Novel007_8Table3 

GCGTAATACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCTTTTTT 
I I I I I I I I I I I I I I I I I I GAGGGGAATGAATTTAATATAATCTCTATAAAAACCCTAATC 
AGCACAG I I I I I I ACAGAAATATAGTTTA I I I I I I I I t I I I Al I I I I I I I AGATGGAGTC 
TCACTCTATTGCCAGGCTGGAGTGCAGTGGCTGTAGTGGCCTGATCTCGGCTCACTGCAA 
CCTCTGCCTCCCGGATTCAAGTGATTCTCCTGCCTCAGCCTCCCGAGCAGCTGGGAATAC 
AGGCACCCGCCTTAATTAATTCTAGAAGTACTCTCGAGGGGGGGCCCGGTACCCAGCTTT 
TGTTCCCTTTAGTGAGGGTTAATTGCGCGCTTGGCGTAATCATGGTCATAGCTGGTTCCT 
GTGTGAAAT 

>SEQUENCE:5842:prostate_MPM2000-004P4Novel007_8Table3 

AGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCI I I I I I I I I I I I I I I I I I I I I I I I I 

AAGACGGAGTCTTGCACTGTCGCCTAGGCTGGAGTGCAATAGTGCGATCTTGGCTCACTG 

TAAGCTCCACCTCCGGCGTTCACGCCATTCTCCTGTCTCAGCCTCCCGAGTAGCTGGAAT 

TACAGGCTCCCGCCACCACGCCCGGCCT! Mil IGTAI I I I I I I AGTAGAGACAGGGTTT 

CACTATGTTGGCCAGACTGGTCTCGAACTTCTGACCTCGTGATCCGCCTGCTTCGGCCTC 

CCAAAGTGCTGGGATTACAGGTGTAAGCCACAGTGCCCCGCCTTAATTAATTCTAGAAGT 

ACTCTCGAGGGGGGGCCCGGTACCCAGCTTTTGTTCCCTTTAGTGAGGGTTAATTGCG 

>SEQUENCE:5843:prostate_MPM2000-004P4Novel007_8Table3 

TACGACTACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCI I I I ITT I I I I I I 

I I I I I I I I I I I I I I GAAGCACAAATGCTTTTATATTCAGCCCCTGTAAAGCCATCAAATG 

TTTGAAAGTTGTTAAACACCAACCAAAGGGTTTAATTTTAAGAACTTAGCTAGGAATGGG 

TGAAATCCTACCCAATTAATAGGAGTTCTGCAAATTATTAACAAAGTGTAAAATGAAAGG 

AAGGGTCCCTTGGAGATGTGAAATTCTTTTATTGAGAGTCCTGTCTTCTTTATTCAAGAA 

GTTTGTAGCCATGTTTAGAACTCACTCAAGAACCAACTTCTTAATTTAGATTTCAGCCAA 

CAAGTCATGGCCAAAAATTCCCAAAGAGAAACACCACCCCATTGAAAAGGATTAAAAGCC 

AGAGGTCCAACCAGTAGGAGTGTTTGGGAAGCCCATTTGCCC 
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>SEQUENCE:5844:prostate_MPM2000-004P4Novel007_8Table3 

CTCCTATAGGGCGATTGGAGCTCCACCGCGGTGGCGGCCGC I I 1 I I I I I I I I l l l l l l l t 

I I I I I i I I I GGAAGTAGATTGTTTCTGCTAGGCAATATAATCTGCTAATGTGACAGTTTC 

CCTGTAACAATGTGTAGCAAAACTCTGCAGGATTAATGAGAAGAATGTATTGCCTTTGAA 

GCAGCACCACTTGAGTAAAAATTCCTCAAATGTGCTCTATGTTATGCTAGTGTAAGTATA 

GCACCGGAGGATATTTCTTGGGCCTACTTTGCAAGCCTCTGAGAGGTGCTGTGCAGCTCC 

GACCATGAACTGCTCTCCTAATTGAAGAGGGTCCCAGGAAGGGGAAGGGCACTATGGCCT 

CCATTCTACCCAGGGAGATTGGGTGAATATCTGGCATGTAATTAAGTGCTAGCTCAGGTC 

GGGCTGTTTCTGGCATATAGGGTAGCCAGCGGTCAGGGGAGCCTGGAGTGGGGTTGCAGT 

GGACTGGGGAGGCCCCCAGTGTCACAGATCTCCCAGGGACTGCGTGCTCCTCGAGGAAGG 

GGCCTGCTGCGATGGGTGAGGACCTTAGGAGCTGCCCGGGTGACTCCTGGAAGGAGTGAC 

TGCATC 

>SEQUENCE:5845:prostate_MPM2000-004P4Novel007_8Table3 

GTATACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGC I I I I I I I I I 
1 I I I I I I II I I I I I I III I II GAG G AAG GC ACCT AC AA A ACG AA AGTG CCT AG G G C TTAC 
AAAAGTCATATGTAG CCTTTACA A ATATTAG CTC AGTCATTTTCAG AA AG GTTTTTCC AA 
TTATCATTTAGAGATGAGGAAACTGAAGCTCAGGGAGGCTAGGAAACTTATCCAAAGCCT 
CTTAAGAGGCTATGTTAGTCAGACTGGGCTAACAGCTGTAACAACCCCAGAATTTAAATG 
GCTTAACACATTAGGAGTTTATTTGTTATTGCCATAACAATTCAGGGTGT ATGTTT GGCA 
GGTAGTCTACACAGTGATTCAGGGACCCAGGCTCCTTCCCTCTGGTGGCI I I I ICTCCCT 
CTAGTGCTGGGAGCTCTCCATGCAGATGGTGGATGGAGAAAGAGAACAAAAAGTGGGGGA 
TTTTTATAGGCCAGGCCTGGAATTGGCCCACATCACTTCCACACACATTCCAC 

>SEQUENCE:5846:prostate_MPM2000-004P4Novel007_8Table3 

ACTACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGC I I I I I I I I I I l 

TTTTTTTTTTCTCTCTTTAG ACAG AGTCTTACTCTGTCACCC AG G CTG G AGTGC AGTAGT 

GCAATCTTGGCTCACTGCAACCTCCACGTCTCATGTTCAAGTGATT CTGCT GC CTCAGC C 

TCCTGAGTATCTGGGATTATAGGCACACACCACCATGCCCGGCTAAl I I I iGTAl I I I I A 

GTAGAGACTGGGTTTCACCATGTTGGCCAGGCTGGTCTGGAACTCCTGACCTC ATGA TCT 

GCCCGCCTTAATTAATTCTAGAAGTACTCTCGAGGGGGGGCCCGGTCCCCAGCTTTTGTT 

CCCTTTAGTGAGGGTTAATTGCGCGCTTGGCGTAATCATGGTCATAGCTGTTTCCTGTGT 

GAAATTGTTATCCGCTCACAATTCCACACAACATACGAGCCGGAAGCATAAAGTGTAAAG 

CCTGGGGTGCCTAATGAG 

>SEQUENCE:2:prostate_MPM2000-004P4Novel007_8Table4 

TGGGCCCTCTACATGCATGCTCGAGCGGCCGCCAGTGTGATGGATATCTGCAGAATTCGG 

CTTTCG AGCGG CCG CCCG G GC AG GTACCC AGTT A AGTTTTG ATG GTTTAAATTCC ACT AA 

AGAACATATTCTTCTAATAACTAGCATTTATTACATGAAATTTAAGAGTTTAAGTTCCAT 

CAAACTAGCCCTTGTGTAAGATTATTATTTCTTCTCTATAACTTCAAAATAGATATTTCA 

TTCAAACTGTTCAGGTGAGAAAACATAATGGA I ! I I I I I I I I I I CCTCTGGAGCTGCCTG 

TTCAGTGAGATGGAGGAGGTGGGCACATTTAAGGTCAGTTCACTAACCTATGGTTCAGAG 

TTCTGATCATATGGAAGTTTGGAAAAGAGAGCTTATCACAGGTTTGTATGCTGGTGAATG 

GATAGTTTTAATTCTCACTGTCTCAAAAGAGAATCAGCTCTTCAGCAGTTCTAGAAAAGC 

TTTG AC AATCCCC AAG G G G C AGTGTT ACCTTACTCCTTC ACTG CTTCTTAG AAG GT AG AA 

TTAAGTTTCTGGAATTGCACCTACATGT 

>SEQUENCE:3:prostate_MPM2000-004P4Novel007_8Table4 

TACGACTACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCCCGGGCAGGTACC 

ATTCTTATCTCAGAATGCTGTAAACCATCAGTAGAAGCAGTTTAGATTTGGACTGCATGG 

TAAAATGAAAAGTAATAACCCTCCAACCACAACCTAGTCAGGGTATTAATAATTATATGT 

AGCAAGAAAACAAAGAAGAAAATAATATTGAAAAAATGGAGATTCCCCAACCAGTTTCAT 

ATTTGAAGGATCTGAGTTGTATTTTTATTAAGGAAAT I I I I I I I I CTGAATACTGTCTTC 

CAAAATGTTAACATTAAAATCTGAATCAGAGGACTCTGAATGGAAAAGAAGTTTGATCAC 

TGACACCTAGGGCTCTGAAGCGTGTGTGGCCACATGGAAAAGTCGAAGGATGCGCTGTCG 

AATCTCCTTTGTCTTCACTCCATAGACAATTGGGTTGAGCACAGGAGGAACCAGCAGA 

>SEQUENCE:4:prostate_MPM2000-004P4Novel007_8Table4 

GCGTATACGACTACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACTCT 

ACGGTGTCAATAATTATTTCAGTCTCTGCTGCAATTAGTGCTAATTACAATACCTGAGCT 

ATAAAAATAAAAGATTTCATTATAGCAAAGTTCACAAATATCGTTTTAGTTCAGTTATCC 
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ACATTGTTCATCTAAAATAATACATTTTCTTTACATATAACTGTCTTAGACTTGTAATTG 

AGGATATTTGATGAAACAGATCTGTATCTGAAACAGCACTATGATGCTAAACATTTGCAT 

AAGGAATGAAAAAAGTTAGCAACCTAGTTTTTTCAATATTCAGATATTTGAGATTACACA 

GAAAACTACATCCAGATGAATGACTGAAT 

>SEQUENCE:5:prostate_MPM2000-004P4Novel007_8Table4 

GACTACTATAGGGCGAATTGGGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTGATG 
G AT ATCTG C AG AATTCG CCCTTAG CGTGGTCGCGG CCG AG GT ACACATATACCGTATTTA 
GCTCAGTTTGGTATTTTATAGAGGTATATTTGGTATTAGAGTTTAAATTGTCTCAAGGAG 
CTTTTAGACCTTG A I I I I I I I CATGTCATAAAATGAGCTA CGAG ACCCTT TAACT GAGTA 
GTAATGAAGGTAGCCAGTTTTATATAAATAGCATTTATTATTTTATGATCATTTTATTTA 
GTTTGTTATGTGCAGATGTTTTCCCCACTAGAATTTAAGTGGTATGAATGGAGGGATCTT 
GTTTGTCTTGCACAGCATTGAATTCCCACTAACTCTTAATTAATACTTACTGGTTCAATG 
AATGA 

>SEQUENCE:6:prostate_MPM2000-004P4Novel007_8Table4 

TAGGGCGAATTGGGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTGATGGAT ATCTG 

CAGAATTCGCCCTTAGCGTGGTCCCGGCCGACGTACGCGGGGAGAGAGAAGGTTAAGAGC 

AACAAGATGGGAGGCAGCTGCATGGAACCTGTCCCACTGAGGAAGTAAAACAGGAATCCA 

AAATAATACGTTTGCTGGGAATTATAAAGAATTTCATTGAGAAAGTGAAAAAGAAAAATC 

TATGCAAAGGAAGTGATTCTGTTGTTTAATGCCATTACCTGTCATTCTGTCTCTTACCAT 

GGCTGGCTTGGCTAGTGGCACCACGAACA 

>SEQUENCE:7:prostate_MPM2000-004P4Novel007_8Table4 

CCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTGATGGATATCTGCAG AATTC GCCCTT 

AGCGTGGTCGCGGCCGAGGTACAGGTTATCTAAAATTTACAACAGTCCTCTTTTCTTAAA 

AAAAATGCAGATATGATTAGGATTGTATTTAACACAAAAGCTTTGTAATTCCTGCTTTAA 

ATCTACTTGGCTATAAAAATTTTAAGGGAATTTTATCGT GAAAGCA GCCCAAATCTATTC 

AAAGGAGCAAGCCTTTCAAGCCAGTGACCCCCAATGCC I I I I I I I CTTTGCCATTCAATA 

GTGCAAATCACCCATCTGTTACAAACAGGAACCTGAAAAAGCAACAACATCCTGGCAGTG 

ACTAGCCTTAAAAACCATTCCCAACTCTACCTCCAGACCTGACACTGTATTCAAGTGAAT 

GTGCCTGAGGTGTGATCACCACAAGGAAACAGAACTGTGTCCTGTCTATGCCTATACTTG 

GCCATGCTTGTTAGAGCAAACATCCTGAAGTGACCACTGTGC 

>SEQUENCE:8:prostate_MPM2000-004P4Novel007_8Table4 

CCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTGATGGATATCTGCAGAATTCGCCCTT 

AGCGTGGTCGCGGCCGAGGTACCATTCTTATCTCAGAATGCTGTAAACCATCAGTAGAAG 

CAGTTTATATTTGGACTGCATGGTAAAATGAAAAGTAATAACCCTCCAACCACAACCTAG 

TCAGGGTATTAATAATTATATGTAGCAAGAAAACAAAGAAGAAA ATAATA TTGAAAAAAT 

GGGGGTTCCCCAACCAGTTTCATATTTGAAGGATCTGAGTTGTATTTTTATTAAGGAAAT 

I I I I I I I CTGAATACTGTCTTCCAAAATGTTAACATTAAAATCTGAATCAGAGGACTCTG 

AATGGAAAAGAAGTTTGATCACTGACACCTAGGGCTCTGAAGCGTGTGTGGCCACATGGA 

AAAGTCGAAGGATGCGCTGTCGAATCTCCTTTGTCTTCACTCCATAGACAATTGGGTTGA 

GCACAGGAGGAACCAACAGATAGATATTGGCCAAGATGA 

>SEQUENCE:9:prostate_MPM2000-004P4Novel007_8Table4 

ACGACTACTATAGGGCGAATTGGGCCCTCTAGTGCATGCTCGAGCGGCCGCCAGTGTGAT 

GGATATCTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACTTCATTCCCAAGG 

GCTATGCAGTTATACTGAAGAGCAATGCTGATCATCACTTCTCCACTTTACAGGATATTC 

TCTTGACCCCAAAGTGAATCTGCTTAACTTGGCACAAGGGAGCGGACATGGTCATTGTGG 

GCTGCCCCAGGAGAGACATATTAGTGGCCACAAGATTCAATGCCTCTATGAAATGGAAGG 

CTAATACAAAAAAAGGTGGGATCCTTGGGAGCAAAGACACTGGCCAAGAAATA 

>SEQUENCE:10:prostate_MPM2000-004P4Novel007_8Table4 

TACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACTCTTAAA 

AATCTGTTAAGAGAGTGGATCTCATTTTAAGGGTTCTTACCACAATAAAATTAAATTTTT 

GAAATAAATCAGTCATATTTGAGTGAAATGAAACCTTTCCGAGTAGTTTCAGACAATTGA 

TAATACCTAGTTTACAGTTCCTGTAGTCATTTTGGAGGGTGAGGACTTGATGTGTTTAGT 

AAAGTTGAGAAATAAATACATGAAAGAATGTGTGGGGAAGAGAAATTGTGGGGAAGAGAA 

ATTGTCTCAGAGGACCATTCTTAGTGGCACTGGGGAAATCTTGGCACCCAGAAGAATTCA 

ACTGCGCTCACTGCAAAAATACAATGGCCTACATTGGATTTGTAGAGGAGAAAGGAGCCC 

TGT ATTGTG AG CTGTG CTATG AG AAAT 
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>SEQUENCE:1 1 :prostate_MPM2000-004P4Novel007_8Table4 

GGCGAATTGGGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTGATGGATATCTGCAG 
AATTCGCCCTTAGGTGGTGCGGCCGAGGTACCATTCTTATCTCAGAATGCTGTAAACCAT 
CAGTAGAAGCAGTTTAGATTTGGACTGCATGGTAAAATGAAAAGTAATAACCCTCCAGCC 
ACAACCTAGTCAGGGTATTAATAATTATATGTAGCAAGAAAACAAAGAAGAAA ATAAT AT 

CGAAAAAATGGAGATTCCCCAACCAGTTTCATATTTGAAGGATCTGAGTTGTA AT 

TAAGGAAA I MUM I CTGAATACTGTCTTCCAAAATGTTAACATTAAAATCTGAATCAG 
AGGACTCTGAATGGAAAAGAAGTTTGATCACTGACACCTAGGGCTCTGAAGCGTGTGTGG 
CCACATGGAAAAGTCGAAGGATGCGCTGTCGAATCTCCTTTGTCTTCACTCCATAGACAA 
TTGGGTTGAGCACA 

>SEQUENCE:12:prostate_MPM2000-004P4Novel007_8Table4 

ACTACTATAGGGCGAATTGGGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTGATGG 

ATATCTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACGATCTTGGCTCACTG 

CAACCTCTCCCTCCCGGGTTCAAGTGATTCTCGTGCCTCAGCCTCTTGAGTAGCTGGGAT 

TACAGGCGCGTGCCACTGCGTCCGGCTAATTTTTGTATTTTTAGTAGAGATGGGGTTTCA 

CCATGTTGGCCAGGCTGATCTCAAACTCCTGACCTCATGTGGTCCACCCACC TTGGC CTC 

CCAAAGTGCTGGGATTACAGGCGTGAGCCACCACGCTCAGCCTACAA GCAA Tl I I I I AAA 

AACTGACACCTATTACTGATAAAATTCTCTGTTTAAAATCCTATTTACTATTTTAAAGAT 

AAGTATTAG M M M M AAATACAATAATTC 

>SEQUENCE:13:prostate_MPM2000-004P4Novel007_8Table4 

ACTCACTATAGGGCGAATTGGAGCTCCACACGCGGTGGCGGCCGCCCGGGCAGGTACCCA 
TGTCAAGTGATTTTGAAGACTCAGCACATCTCATGCAACCAGTCCACAATAAGCCTGTAT 
GAAACAAGGACCTAGGTATAATAATACATCATATCCATGGTCACTCAGCTCCTCGACATT 
TCCACACCCAGACCCAAAGTTTT 

>SEQUENCE:14:prostate_MPM2000-004P4Novei007_8Table4 

CTACTATACGGCGAATTGGAGCTCCACCGCGGTGGCGGTGGCTTCCTGCCAGCCATGAAA 

CAGATTGGCAATGTGGCAGCCCTGCCTGGAATTGTTCATCGATCTATTGGGCTTCCTGAT 

GTCCATTCAGGATATGGGTTTGCTATTGGGAACATGGCAGCCTTTGATATGAATGACCCT 

GAAGCAGTAGTATCCCCAGGTGGTGTCGGGTTTGACATCAACTGTGGTGTCCGCTTGCTA 

AGAACCAATTTAGATGAAAGTGATGTCCAGCCTGTGAAGGAGCAACTTGCCCAAGCTATG 

TTTGACCACATTCCTGTTGGGGTGGGGTCAAAAGGTGTCATCCCAATGAATGCCAAAGAC 

TTGGAGGAGGCCTTGGAGATGGGGGTGGACTGGTCCTTAAGAGAAGGGTATGCCTGGGCT 

GAAGACAAGGAGCACTGCGAGGAGTACCTCGGCCGCTCTAAAACTAGTGGATCCCCCGGG 

CTGCAGGAATTCGATATCAAGCTTATCGATACCGTCGACCTCGAAGGGGGGCCCGGTACC 

CAGCTTTTGTTCCCTTTAGTGAGGGTTAATTGCGCGCTTGGCGTAATCATGGTCATAGCT 

G 

>SEQUENCE:15:prostate_MPM2000-004P4Novel007_8Table4 

TACTATAGGGCGAATTGGGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTGATGGAT 

ATCTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACCCTTGATTATTTCCTTG 

TGTTGACTCTGAGATGCTGACCCCAAGCTGGCTGCCATAGGAGTTGATTCCCATCATGCC 

ACTGTGCGCTGGGGAGCTAGAGAGGGCTGGAAGCTGGCTGGGATTCCTGGGGACGCTGTA 

GAGAGCTTCAGCAATGTCTGCGGCTCGCTTCAAAATGATGTCCTGGTTATTGTGTGGTGT 

GCCATAAAGAGCTTCCACTAGATCTGCAGCTCTTTTCAACAGCATCTCCTTAGCTAGTCT 

CTCAGGATCTCCAGGATGCCTAGGGATGACCTTCTGCAGTCTCTGGAAGCCATAGTCTAT 

G 

>SEQUENCE:16:prostate_MPM2000-004P4Novel007_8Table4 

TACGACTACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCCCGGGCAGGTACC 

ATTCTTATCTCAGAATGCTGTAAACCATCAGTAGAAGCAGTTTAGATTTGGACTGCATGG 

T AAAATG AAAAGTAATAACCCTCCAACCACAACCTAGTCAG G GTATTAATAATTATATGT 

AGCAAGAAAACAAAGAAGAAAATAATATTGAAAAAATGGAGATTCCCCAACCAGTTTCAT 

ATTTGAAGGATCTGAGTTGTATTTTTATTAAGGAAAT I M M M I CTGAATACTGTCTTC 

CAAAATGTTAACATTAAAATCTGAATCAGAGGACTCTGAATGGAAAAGAAGTTTGATCAC 

TGACACCTAGGGCTCTGAAGCGTGTGTGGCCACATGGAAAAGTCGAAGGATGCGCTGTCG 

AATCTCCTTTGTCTTCACTCCATAGACAATTGGGTTGAGCACAGGAGGAACCAGCAGA 

>SEQUENCE:17:prostate_MPM2000-004P4Novel007_8Table4 
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CGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCCCGGGCAGGTACG 
A 

TCTTG G CTC ACTG C A ACCTCTCCCTCCCG G GTTC AAGTG ATTC TCGTG CCTC AGCCTCTT 

GAGTAGCTGGGATTACAGGCGCGTGCCACTGCGTCCGGCTAAI I I I I GTATTTTTAGTAG 

AGATGGGGTTTCACCATGTTGGCCAGGCTGATCTCAAACTCCTGACCTTATGTGGTCCAC 

CCACCTTGGCCTCCCAAAGTGCTGGGATTACAGGCGTGAGCCACCGCGCTCAGCCTACAA 

GCAATTTTTTAAAAACTGACACCTATTACTGATAAAATTCTCTGTTTAAAATCCTATTTA 

CTATTTTAAAGATAAGTATTAG I I I I I I I I I I AAAATACAATAATTCTGTTATTGATAAA 

ATTTAAGGCATTTTCATTGCC 

>SEQUENCE:18:prostate_MPM2000-004P4Novel007_8Table4 

CGACTCACTATAGGGCGAATTGGGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTGA 

TGGATATCTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACCTCTTATTCCAG 

AGAAGTGGGGAGCAGAGAGGAAGATGGAGTGGAAAGGGGCGAGGCAAGGCCCTCCTGAA 

A 

TACCTCAACCCAAATCTTCAAGAAATCCCCAAGTCCTCACAGTGCI I I I IGTGGAl I I I I 

GTG G AAACCGGT AAAAG G GGCTG ATTTGCTG ACCCC AGTGGGTAG AAAAC AG AG ACTGTC 

AAGAGAACAGAAGAGGAGGCAGAAAGGGGATGGGGAAGTGGGGTTCGCCATGTTCACGAG 

CTCCTGGAGCCACAGGGCCCCCCAGGAACAACAGAGCTGAGACTGGGTGGCCTTGTTTCT 

GGCCCAATTCCCTGGGACCACCACCCTGGAAGGACAACTTGAGCCCTACTCAAGGACCCA 

CCACAACATCTCAGCATTGTCGGTCCTTAAATGCCAAGGTCTGTGCTCACCATTTCCATC 

CTTAAGATTCTCACAGGGAAGAACCCACACAACAGCTTTGTCCCTGCGACTCTGGGTGAG 

TTTCTGACACTG 

>SEQUENCE:19:prostate_MPM2000-004P4Novel007_8Table4 

CTATAGGGCG AATTG G G CCCTCTAG ATGCATG CTCGAGCG G CCG CC AGTGTG ATG GAT AT 

CTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACACTTATGGTCCTAGTTACTCA 

GGAGACTTAGGCAGGAGGATTGCTTGATCCTAGGAATTCGAGGCTGCAGTGAGCTATGAT 

TGCACCTCTGCACCCAAGCCTGGGCGACACAGCGAGACCCT CTCTC TTAAAAAAAAAAAT 

AGCAGAGCTCACCAAAGTGATGTTCACCTTTTTATGACATTCCTT I I I CTTAGCTTAAGA 

AAAGAAAGCTGCTAGATGAGAGTCTTAGTTTTCCTGCATAAGACCTCCTTTATGAATAGA 

ATAAAAGACTGTCAAAGTAGGCTGGGCTTGGGCCCA 

>SEQUENCE:20:prostate_MPM2000-004P4Novel007_8Table4 

TCTATGCATGCTCGAGCGGCCGCCAGTGTGATGGATATCTGCAGAATTCGCCCTTAGCGT 
GGTCGCGGCCGAGGTACAGAGAGGGGCTCGCTGCGCTGGGTAGAGGAAGCAGGAAGTTT 

G 

CTGAACTCAGACGGAAGAAAAAGGATTCCTTGGAGAATCCCAGCAGGTTTCTGATTGGAC 

ATGGGTCCATGTCCTTGCGAAGTCTCCTCCTCCTGAACCTGCCCTGCTCTGAGACTGGCT 

TTTGACCACCAGCATGCTGCAGACGTGATGCCGTGTGACTTCTGAGCGGGTCATAAGAAG 

CCTTGCAGTGTGGCCTGTGTCTTCACGAATGCTTGCATGAGGAAAACCACTGTCATGTAA 

GAAGTATGGCTACCCTGAGACTGTCATGGTGTGAGGACTCCTAAATGAGTCACATGTGGA 

TGGCCACCTATTCAGGCCTCAATTCTTCCACCCATTGCGACTGTGGCCCACGCATGTGGG 

GGAAGAGGCCATTCTTCACGCC 

>SEQUENCE:22:prostate_MPM2000-004P4Novel007_8Table4 

GGCGAATTGGGCCCTCTANAGCATGCTCGAGCGGC CGCCAGTGTGATGGATATCTGC AGA 
ATTCGGCTTAGCGTGGTCGCGGCCGAGGTACAAGCTT I I I I I I I I I I I I I I I I I I I I I I f 
I I I II I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I II I I I I I I I I I I I I I I I I I I I ITT 
I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I i I I i \ I I I I I I I I I i I I TAAAAAAA 
AAAAAA I I I I I I I I ATTTAAAAAAAAAAAAAAAAAAAAAAAAT I I I I I AAAAAAAAATTT 
I I I I I I I I t I I I I AAAAAGGCCCGGCCCCAAAAACACCAGGGAAAATAAAAAAAAACCCC 
CCCCACAAAAAAAAA 

>SEQUENCE:23:prostate_MPM2000-004P4Novel007_8Table4 

CCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTGATGGATATCTGCAGAATTCGCCCTT 

GCGGCCGCCCGGGCAGCTACAGAATTTCCTTTTATATTATTCCTCTACCCTCCACCTGTA 

AATGAATGTTAGTGCAGTAATTGTTTGAAATAATGCCTCATCCAGTGTTAGGTCAGTAGC 

TCCACAGTCTACACAGTCCAGAATTCTTTCTCTAATTGTCCCAAAGGGGGACATTGTGGA 

GGCAGGGTTAGGGGGAACCACTTCAAGTGGTTAGGGACAGATAAATAATAGGCAGTATAG 

CACATGAAAGAAAACACACACTTGGAAGCCAGGAGACTTGTGTCCTAGTCAAAACTCTGG 
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CATTATGTGACCTTGGACAGGTCATCTAACTACTCTGAAATTTATCATCAGTCAAATAAG 
ATTTTATTCTGTTTTGTTTTGTTTGAGATGGGGATTTGCTCTTGTTGTCCAGGCCGAACT 
GCAATGTTGTGGTCTCGGCTGACTGCAACCTCCACCTCCCAGATTCAAGCGATTCTCCTG 
TC 

>SEQUENCE:24:prostate_MPM2000-004P4Novel007_8Table4 

ATAGGGCGAATTGGGCCCTCTANAGCATGCTCGAGCGGCCGCCAGTGTGATGGATATCTG 

CAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACTAAATGTTAGGTTTCTTGAACC 

CAG CATGTTTTTTTCTCTCTTCTTATC AG CAG AACAC ACGTTGTTCTCTTTACTTGG AAC 

GCCGCCTCTGACAGATGGTCACCTCACCATCACTCATTCATCCTTCAAGTCTTCGATACA 

ATTTCTTCCAAGAAAACTTACCTGATTATTTGAGCTTGAGATAGCACTCTCTGGAAAGCC 

CTAGAATTTTTATAGCTTGCGGTAATTGCTTACTGAAATCTCCAGTGGGCTGGAAAATTA 

G G G AAG GG ATTTTC ATGTATCTATTGTTAATTTTTCATTACCAC AGCTAGCAG AG AG GTT 

ATATGTTTTGAAAAAACTTTTATTGAGTAAATGAGAGGATGAATTTAAAACAACCTAAAC 

ACAGGTAATGCAGCCAAATAACAAATTAAAAATCATCAAGAAGTGAACCACAGAATAAAT 

CAATAAGGTAA 

>SEQUENCE:25:prostate_MPM2000-004P4Novel007_8Table4 

TACGACTCACTATAGGGCGAATTGGGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGT 

G ATGG ATATCTGCAG AATTCG CCCTTTCG AGCGGCCGCCCGG G CAG GTACAG AGG CTTAG 

GGGAAGTGAGACATAAGCTTGTAGGAATAATAAACGTTCTACAATAAACGTTTTGGCTAT 

CTTAAGCCATTGTATGGGGGGGATTAGGAAGTAGGAGGGATTGTCCTACAACAGGCCCTT 

ATACTTCAACAGCCCAAATATTTTGGTTTATTCCTTTTTATCCATAAAGTCTTTATTCTT 

C AAGTTTG G GTATT AT AG ATTACCATTGTTAG CCT 

>SEQUENCE:26:prostate_MPM2000-004P4Novel007_8Table4 

TACGACTACTATAGGGCGAATTGGGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTG 
ATGGATATCTGCAGAATTCGCCCTTAGCGGGGCGCGGGCCAAGTACAAGGCTAAGCATTT 
TAACTTTATACTGGAAAAAAAATC 

>SEQUENCE:27:prostate_MPM2000-004P4Novei007_8Table4 

TATAGGGCGAATTGGGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTGATGGATATC 

TGCAGAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACAATATAAACCATAATTGTGATT 

TACCTTAAGTAGGTATAACTCTTATGGGATATACAGTATAGTTTTTGTGA ATCT TTACAT 

GATAGCATTATCTTTTTATAA I I I I I I I I CCTAAGATAAACAAATGCATAGTTTTCTTCT 

ATGGGTGATAGAAACAGCTTTTTGAAGTAATGAAAACCTCAAAAGATCATGTTGATTCTT 

AATTTTTGCCTTTTGCATAAGCCTCTTTATAACATGTATCTTTAAAACAATTAAGTCCTT 

AGGAATGTGTAACCAGAACTATGTTAGTATTGCTTATAAAACTTTAGTTAGGTTCAATAT 

ATACATATATA 

>SEQUENCE:28:prostate_MPM2000-004P4Novel007_8Table4 

GTATACGACTCACTATAGGGCGAATTGGGCCCTCTAGATGCATGCTCGAGCGGCCGCCAG 

TGTGATGGATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACCTGTATGAG 

G CCCCTG G C AACTTC ACACG ACCT AACTG AACTCTCTC AAG CC ATCCTTTC A AAAG G AAT 

GAAAATTGAGGTCTCTTGTTTTATGCTGAAGACTCTACGATGCCTGCAGAGTCAGGAACT 

CTGGAATCTTAGGTGTCCTCCTTACATATCCATCTCCATCACCCTTGGCTGAACATGCTG 

AGAAAGAATGACCCGGCATGCATGCAGAGAAGAGTCACTACTTTCTGTGTTCAAACATGT 

TCG G GCCCTGTGT ACCTG CC 

>SEQUENCE:29:prostate_MPM2000-004P4Novel007_8Table4 

GACTACTATAGGGCGAATTGGGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTGATG 
GATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTAC I I I I I I I I I I I I I I I I 
I I I I I I I I 1 t ! I I I AATAATCACAGTAAGTTCATTCGTATTTGTCAAAACTAGGAACGCT 
C A AG A AGTTCTGT AG GTG AGTAG ATTA A AC AGC CG G C AGTAAATTC AT AG AATAATATTC 
AGTAATTATAAACAAGAGCTATCAAACCATAAAAATACATAAATGAATTTTAAATGCATA 
TTGTTAAGTGAAAGAAACAAGTCTGAAAAAGCTACATAATATGTTATTTATTTGATATTC 
TGGAGAAGTCCAAACACACAAAGTGATTCTGTATTCGCGAGAAATTTAAGGAGATGATGA 
AAATGGGTAAAAAATAGAT 

>SEQUENCE:30:prostate_MPM2000-004P4Novel007_8Table4 

GCGTATACGACTACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACTCT 

ACGGTGTCAATAATTATTTCAGTCTCTGCTGCAATTAGTGCTAATTACAATACCTGAGCT 

ATAAAAATAAAAGATTTCATTATAGCAAAGTTCACAAATATCGTTTTAGTTCAGTTATCC 
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ACATTGTTCATCTAAAATAATACATTTTCTTTACATATAACTGTCTTAGACTTGTAATTG 

AGGATATTTGATGAAACAGATCTGTATCTGAAACAGCACTATGATGCTAAACATTTGCAT 

AAGGAATGAAAAAAGTTAGCAACCTAGTTTTTTCAATATTCAGATATTTGAGATTACACA 

GAAAACTACATCCAGATGAATGACTGAAT 

>SEQUENCE:31:prostate_MPM2000-004P4Novel007_8Tab!e4 

TACGACTACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCCCGGGCAGGTACC 

ATTCTTATCTCAGAATGCTGTAAACCATCAGTAGAAGCAGTTTAGATTTGGACTGCATGG 

TAAAATGAAAAGTAATAACCCTCCAACCACAACCTAGTCAGGGTATTAATAATTATATGT 

AGCAAGAAAACAAAGAAGAAAATAATATTGAAAAA ATGGAGATT CCCCAACCAGTTTCAT 

ATTTGAAGGATCTGAGTTGTATTTTTATTAAGGAAA I I I I I I I I I CTGAATACTGTCTTC 

CAAAATGTTAACATTAAAATCTGAATCAGAGGACTCTGAATGGAAAAGAAGTTTGATCAC 

TGACACCTAGGGCTCTGAAGCGTGTGTGGCCACATGGAAAAGTCGAAGGATGCGCTGTCG 

AATCTCCTTTGTCTTCACTCCATAGACAATTGGGTTGAGCACAGGAGGAACCAGCAGA 

>SEQUENCE:32:prostate_MPM2000-004P4Novel007_8Table4 

TATAGGGCGAATTGGGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTGATGGATATC 

TGCAGAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACAGAAGACGCTGCATCCCTCGGA 

GGAGGAGGTGAACCAGCTGCACCAGCGTTATATCAAAGAGCTGTGCAACCTCTTCGAGGC 

CCACAAACTTAAGTTCAACATCCCTGCTGACCAGCACTTGGAGTTCTGCTGAGTCCAAAG 

GGCAGGGCCAACATTAGGGAGCCCAGCAGGAGGTGCTGTGCTGAGAAGACTTCCTGGAGG 

TGTTTGTTGAACATATCTGCAGAGCCTTCCCAGACTCCTGCAAATCCAACCCATATCAGG 

CTGTAAGTCAGAGCAGGCAATGCAGAAGAGGAGACCAGACCAAGGGGTCAGCTGGGGCTA 

GGA 

>SEQUENCE:33:prostate_MPM2000-004P4Novel007_8Table4 

GTATACGACTCACTATAGGGCGAATTGGGCCCTCTAGATGCATGCTCGAGCGGCCGCCAG 

TGTGATGGATATCTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACGGGGGGA 

GAGTGTTTTGAGAAAGAAGTGGTGGGACGTCACTGTCTGTGGAAAATTTCAAGGAAAACT 

GAAGGATCATTGAGATGAACAGTGTGGCAGAATTGAGAACTCTTGATGTTTCAGTGAGCT 

TTAATGGAGGAAAATCTGTCATTTCAGGATCATTAATTGTCACAGCCACAGAATGTTCTA 

ACGGGATCGCAGCCATCATTGTTATTTTGGTGTTACTGCTACTCCTGAGGATCGGTTTGA 

TGTGGCGGTTTTGGCCCCTTTGCTG 

>SEQUENCE:34:prostate_MPM2000-004P4Novel007_8Table4 

GGGCGAATTGGGCCCTCTATAGCATGCTCGAGCGGCCGCCAGTGTGATGGATATCTGCAG 

AATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACTCCAGCCTGGGCGACAGACCTTGCCTT 

TTCAAAAAAAAAAGAAAGAAAGAAAGAAAAGAAAAGTATTTGGACACATTTCTCCCAATA 

TGTCCAAATATCCAAAGCAATTATATCAAGGGTATTGGCTCCTTGGTTAAGAACTGGGCT 

TTATTTTCACACACTCCCTGAAATGACACAGCCAGAGATCAGGTAGGACCCAGAGAGAAC 

AAAGTTACAAACCCTGTGTCCAAACAGCATCCTAAAATGAAATACTCCTGGATGGAACCC 

TTGGAAAACTCAGTGTTGACCATATTCCCAGTTACCCATAAAAACTTATCAAGTTGTGGT 

TTAGAAACAGATTCAAAGAAAGCAGTCTGCAGAAAATACGCAGATTTACTCTTTTAATTA 

GCAAAACACAGACTTTACAGATCTCATTACTATATTTAGAGAATAAATCTTAGAGTAAAA 

TGACTTTGTTTCTTGGCTTG 

>SEQUENCE:35:prostate_MPM2000-004P4Novel007_8Table4 

ATACGACTCACTATAGGGCGAATTGGGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTG 

TGATGGATATCTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACAACCAGAAC 

CAACAATTGTATTTCTCTATAGTTATTTTAAAATAGTAATCAATGCTATGTATTTGATGT 

AT ATGTTTCT A A ATTAG AAATTTCTTTTG G CTTTGTG I I I I I I I AATGTGCGTTAAATAT 

GTAAACTGAACCTGTTCCTAAAATGCATTAAACTTGAATGCTGCGTC TATC CAATGCCAA 

AATGCTCAGAAGAAAAGTGAATAATTCAGTCATTCATCTGGATGTAGTTTTCTGTGTAAT 

CTCAAATATCTGAA 

>SEQUENCE:36:prostate_MPM2000-004P4Novel007_8Table4 

CCGGGTTCCCCCCTCGATGTACTTCTAGAATTAATTAACGCGGGGGTTTTGTAATTATAG 

AAACAACAGGAACCAAAACTCATTAATGTTGAGCTGCAAACCAGAGGGAAGCTTCTTTCT 

CAAAACAGGGCTCAGGCCTAGAAAAATCTAGTTTTCTGAAATCGCTAGCCAGCAACAGCA 

CTGAGATGGCCATCCCAGAAACAAGGCCAACACAGAAGCACCCATAAAGGCTGCTGGAGG 

TTGGGACAAAGAGATCCTTGCTGTCCTTACAGACCCCCTGACTTCCAAGGAGCTCCCCTC 

TCACCCAGCCTGGCCTGCCTTCTCCACAGGGTAGCTGATCGTCAGCATCATCTTCAA TGG 
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TGTTGTCAAGAGCACTCAGTGCTCCTGCCATCCCTGTCCATCTCCACATGAAAGGAGAGG 
TTAGCACTCCAGCCTGGGCGACTGAGCAAGACTCCATCTCAAAAAAAAAAAAAAAAAAAC 
CGGCCGCCACCGCGGTGGAGCTCCAATTCGCCCTATAGTGAGTCGTATTACGCGCGCTCA 
CTGGCCGT 

>SEQUENCE:37:prostate_MPM2000-004P4Novel007_8Table4 

TCG AGCGG CCG CCAGTGTGTTGG ATATCTGCAGTATTCGCCCTTTAGTGCGG ACG CCCGG 

GCAGGTACTCTTAAAAATCTGTTAAGAGAGTGGATCTCATTTTAAGGGTTCTTACCACAA 

TAAAATTAAATTTTTGAAATAAATCAGTCATATTTGAGTGAAAT GAAAC CTTTCCGAGTA 

GTTTCAGACAATTGATAATACCTAGTTTACAGTTCCTGTAGTCATTTTGGAGGGTGAGGA 

CTTGATGTGTTTAGTAAAGTTGAGAAATAAATACATGAAAGAATGTGTGGGGAAGAGAAA 

GTGTGGGGAAGAGAAATTGTCTCAGAGGACCATTCTTAGTGGCACTGGGGAAATCTTGGC 

ACCCAGAAGAATTCAACTGCGCTCACTGCAAAAATACAATGGCCTA 

>SEQUENCE:39:prostate_MPM2000-004P4Novel007_8Table4 

GACTACTATAGGGCGAATTGGGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTGATG 

GATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACACCTTTCAAAGGACTT 

TGTGCCCGTGGTATATCATGATCTTACCTGTTGTTTGACTATGAAAAAGAAATTTGATGC 

TGATCCAGTTGAATTATTTGAAATTCCAGTAAAAGAATTAACATTTGACCAACTCCAGTT 

GTTAAAGCTCACTCATGTGACTGCACTGAAATCTAAGGATCGGAAAGAA TCTG TGGTTCA 

GGAGGAAAATTCCTTTTCAGAAAATCAGCCATTTCCTTCTCTTAAGATGGTTTTAGAGTC 

TTTGCCAGAAGATGTAGGGTTTAACATTGAAATAAAATGGATCTGCCAGCAAAGGGATGG 

AATGT 

>SEQUENC E :40: prostate_M PM2000-004P4Novel007_8Table4 

ATACGACTCACTATAGGGCGAATTGGGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTG 

TGATGGATATCTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACCCCCTAAAA 

TTTACAAAAATTTAAAAAATTTCATTTGTGCTTACTGTCTTTACTGAAATGTTAAATATT 

TACTCATGAGTTGATTACTCTGTGCACGTGAGATTGTCTTTTGTAGTTATAAAGAAGGGA 

TGCTTAGAAGTAGTATCAGTGTTCTTTCTTATTCCTATCCCTCCCAAATCTCACACCAGA 

AAATGCTGGAATTTTTTGGAAGGAAATAGAGAAGAGTGGAATTAGGTTTAGGGATGGTAG 

TCCTAGGAGGAGGGGAGTAATGGAAGTTATA 

>SEQUENCE:41:prostate_MPM2000-004P4Novel007_8Table4 

TACACTACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACTTATTGACT 

CCCGGACAAGCCGAAACCCCGAATTTGTCATTTCTATCAG"n TTTATATAAATTGTTCTT 

ACCTACTTATTGATGCTTACAATTTGGCAATTATAAGGGGCAAAATTGGAGCAAGTGTTT 

TGGGTAAATAACTCCTTACAATATATTAAAAATACTTACAAACAATTCTTAGAATCAAAC 

ACTTACGTAAATACTTTTTTAAAAAAAATAGGTCCAAAAGACTCAGCCCAGATCGGCTTT 

GAAGTTATATCAAGATTTAAGTCTACTTCATGCCAATGAGCTACTCCTCAACAGGGGCTG 

GTTTTGCCATTTGAGGAATGACAGCCACTATGTTGTGTACCTGCCCGGGCGGCCGCTCTA 

GAACTAGTGGATCCCCCGGGC 

>SEQUENCE:42:prostate_MPM2000-004P4Novel007_8Table4 

CCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTGATGGATATCTGCAGAATTCGCCCTT 

AGC GTG GTCG CG G CCG AG GT ACCCG AAA AG A AAG G AAGTCTTTAGT A ATG AAAG G ATTG C 

TGCCAAAATCCTGTTTCCCCCTTGCAGATCTTACAGAAAACAGCCACAGAATCCCAAGGC 

ATCAGCACCAAGAGAGCCTGTAGAAACTATCTGGTCTAAGCTCCTGAAGCCCAGAGATAA 

GAATGACTTAACCCAAGCTGCACAGCCTCTTAACAGTCCACTGTTAACCCCAGAAACAGA 

TGCATTTGAATCTGAAAGGAGACAGGAATCCTAATCCTACTGCTCAGGGACTTGCTGATT 

TACTTTGCTGTCTATTAGCCTTTCTGTGACATGATTTTCTACCAAGCAAAGTCTTTTATT 

CAAGTCTCCCAGAGATTTCCTATTTAAGCGTTTGCTATTTGGCCACTTAAAAAAGACAGA 

AGAGAAGTAAACAGAAGCATATACCACACAACTCAGTCCAGTCAGTAGTTGACTCTCAAG 

ATGGCGGATGTCACTGGGATGGCTG 

>SEQUENCE:43:prostate_MPM2000-004P4Novel007_8Table4 

TACACTACTATAGGGCGAATTGGGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTGA 
TGGATATCTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACTAAGTTAAAATA 
AG GTCTTG G G C A A ATT AA ACTCTG GGTTTT AG7TTCCTT ATC AG G T AAA ATG ATG CTAGT 
AGGAGCTAAAGATTACTTTGAAGGTTCTGTGGGAATTAAGGTAACATGCTTAATATAATA 
AGGGTTCAGTAAATGTTACCTATTGTTTGCTGTTAATCAGATAAGCAGAATACATTCTAT 
GTG ACCTACCTTTCTTTATAGGTG AAATGTG GG AACGTTAG G AATTTCTTTACCACAAAG 



Table 7 
2308/3129 



TCCCTCTTCATATGCCAGTCACTAAGTTGTAGGAATTTAAAGGTG I I I I I GGGATAATTG 

TCTATACTGAGAAGGTTCANGATTCTAAAAAGT 

>SEQUENCE :44:prostate_M PM2000-004P4Novel007_8Table4 

TCGGATCCCTAGTAACGGCCGCCAGTGTGCTGGAATTCGGCTTCGAGCGGCCGCCCGGGC 

AGGTACTTTCATCAGACCCCTGTTTTGTGATATATATTACCTGCTTTCATATTTGTATTT 

TAGAACTCACTCTTCATTCCCTATTCCACTACCCAACTTCATACCAAAAATCCTGCCAAG 

TATTTCAGAAAACTTGGTTATTAACTTGGATTAATTACAGTAGACATACATAGGAGATGT 

GTCTATAGAATGCCAAAATATTTAATTGTGTCAGAAATTTAGTCATTCATCCAAATATTT 

TGTCCATATGATGCCAAACATACTTAATGAATTATGTTAGCTGACAAAATTCTTAACAGA 

ATTGTCTTAGCATTATTTAGACAAAATAATTGTTATTAGTTCAAAATAATACCAATAGCA 

ATAAACACCATCAAAGAAACAACGTATTTAGGTTGGCACAAATTCCAACCTTGAGGAAAA 

TGACTTCAGTTGGCTCATGTGGACCAAACCCTTACTGATATGGTTGTAATTTGGATTCTA 

AGAATGCTGAGAACCCACAATATTTTATTAT 

>S EQUENCE :45: prostate_M PM2000-004P4Novel007_8Table4 

TACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACCCGAAAA 

GAAAGGAAGCTTTAGTAATGAAAGGATTGCTGCCAAAATCCTGTTTCCCCCTTGCAGATC 

TTACAGAAAACAGCCACAGAATCCCAAGGCATCAGCACCAAGAGAGCCTGTAGAAACTAT 

CTGGTCTAAGCTCCTGAAGCCCAGAGATAAGAATGACTTAACCCAAGCTGCACAGCCTCT 

TAACAGTCCACTGTTAACCCCAGAAACAGATGCATTTGAATCTGAAAGGAGACAGGAATC 

CTAATCCTACTGCTCAGGGACTTGCTGATTTACTTTGCTGTCTATTAGCCTTTCTGTGAC 

ATGATTTTCTACCAAGCAAAGTCTTTTATTCAAGTCTCCCAGAGATTTCCTATTTAAGCG 

TTTGCTATTTGGCCACTTAAAAAAGACAGAAGAGAAGTAAACAGAAGCATATACCACACA 

ACTCAGTCCAGTCAGTAGTTGACTCTCAAGATGGCGGATGTCACTGAGATGGCTGAGAAA 

TAGGAACGGATGTGGAGAAAGGAGTGGCAGTGGAGTTAGCTGTTTTGTCTACCTGCTGGA 

TA 

>SEQUENCE:46:prostate_MPM2000-004P4Novel007_8Table4 

ACTACTATAGGGCGAATTGGGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTGATGG 

ATATCTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAG GTACT TACATGATTGAGGT 

TGACTATATGAGGTATTGTTAGTCTGTTAGTCTTTCAAATTGACTTTTAAAAATACATAT 

CTTTATGATTTTCATCATAAAGACTGGCAATATTATAACTAAAAATCTTACTATAATGAA 

AGAAATCATACATAAAAATGTAGCCTGCCTTACATATAAGCTAATGTAGAAAAGTTTAGA 

OTTATAAAAAG GCAG ATAGTATATATATATTTAT ATACATGTATGT ATATG GTATATTAT 

ACATTTGGTGGCAGAAAAAGAAGATACTGCATTTTCACATTGAAAAGAATACTTTGATTT 

TTGC 

>SEQUENCE:47:prostate_MPM2000-004P4Nove!007_8Table4 

GTAATACGACTCATATAGGGCGAATTGGGCCCTCTAGATGCATGCTCGAGCGGCCGCCAG 

TGTGATGGATATCTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACAAAGAAA 

AATTTGAACGTTGCGGCTTAAAATTCAGTTAAGAGAAT1 AAAAAGCAAGTCATAAATGCC 

ACAI I I I I CCTCAATAAAAAGTTTTGACTACTGTGTTTATCTGTTGTCTTGAGTAACTTA 

TTCATGAAGCTCTCCTATTCTTCCCCAAGACCATTTCGAAGAAAGAAAATACAGGTTGGT 

CTTGCTTTGTAAGCAAGAAAAAAAAAAATATTGTATATTTTT 

>SEQUENCE:48:prostate_MPM2000-004P4Novel007_8Table4 

GCGCGTATACGACTACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCCCGGG 
C 

AGGTACCAGGAGGGTATTGATGTTTGAGGTCCAAACTGAAAACCCATCACCTCCTTCCCA 

CTGCTATAGCAGCGTTAGCCCTGGGGTTCATTATCTAGCCAGTTCACACCTTCTAAAGTG 

GGGCTCTGAAAATGTCTTACTTCCCTCACAGACAAAGCAATTCTCAAGCCTCCTGAGATC 

ACCCACCAACCAGAGCAACTGCTGTCACTTGGAGGTGCAGCTGAATTCTTCTAATTGTGA 

CACAAACTCTTGAAACTGTAAATGCTGAAAGATTAAATGAGGTTATAACACTCAGAAGGT 

TTTACAAGTAAAAGTAAGTCAAATCAATAGGTCTTTATTTCATATCTGTAATGGTTTAGC 

TCTG CGG G AAGTGTTAG CAGCT ATATG AATTAGG AAG AATTTAG AAG ACAATCCCTAAAC 

ACATGAAATGTCCAAGTAAGAAGATAACATATTTATCCAAATATTTAAAGTGAAATGCTC 

CAGATATGGGAAGCTTACAGTTTTCAAGCAAAGCTTTTTAGAAAAAATTATGGAACTATT 

TTAAAGAGAGCTAAACATTTCTTTGCCTTAGGCAGAATATACAGAACACAGATTCACCTT 

TTCTGTACCT 

>SEQUENCE:49:prostate_MPM2000-004P4Novel007_8Table4 
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CTACTATAGGGCGAATTGGGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTGATGGA 

TATCTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACAAATATGCTTCATAAC 

AAATT ACAAAC ACTTG AAATATACTG G G ATTGTGTTTATTCTCTGTTTAGTTAG ATAGCT 

GTATTGAAGTCTCTGTAAATGAAAAATTTACCCCTATCCCTCAACATGTAGGTTGAGAAC 

AGAAATATTAATGGGTGTGATTTATTAATTCCTGAGGGCTATTAGCCCATCAATAGACTA 

CTTCAAATAACCATTAGTCTCAATAGTATTGATTAATTCCCCAAATACATTTAAAGCAAT 

AGTATATGAAGTGCCCTTAAGTGAGCCTCACGTTTACTCATTCTACAGATAAGAAACCAA 

GGT 

>SEQUENCE:50:prostate_MPM2000-004P4Novel007_8Table4 

ACGACTCACTATAGGGCGAATTGGGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTG 

ATGGATATCTGCAGAATTCGCCCTTTGAGCGGCCGCCCGGGCAGGTACAACAAACCAATA 

ATGATAAAAAATACTTCTC I I I I I CTCCCTGTTTCCCTTTTTCCCTTGGCCACAGCCAAA 

TGCTAATTGCTGCTTTAATTACAGAGATGTGTAAATGTATTCAGATTACAAACTCTACAG 

GAATACATCAACATTTTAACTCTTTTGCG I I I I I ACTGTTTAACTGTTTTAAATGCAAGT 

TATTTTAGGGTGACACTCCTTCCAGTTCTGGCCAGATCATGAGTTTCAAGATCAAGAGTA 

AAAAGTTATTAG 

>SEQUENCE:51.prostate_MPM2000-004P4Novel007_8Table4 

TGTATACGACTCACTATAGGGCGAATTGGGCCCTCTAGATGCATGCTCGAGCGGCCGCCA 

GTGTGATGGATATCTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACAGTATA 

CAAGTTTTTCCAAGAAATCCTAACCCTGGGGGCTCAGGCGAATGAGGAGGGTCAAATGCT 

GAGGGTGGGAGAAAGCAGATCTAGACAGCATTCTGGAATTGTTGCTTTGCCATTATTTGC 

CCAGAAAACATTTATGGCAAGGAAGCCTGAAAACATGGCAATGGTTGTAAGATGGGTTGC 

GATACAACTGGTGATGTGAGAAGTGAAAATGAAACTGACTCCTTTAGGGAGGACATTGGT 

TTATAGTAAACAGGTTTGCCTCATCAGAAATGAATATGGATATTGCTACACAATAAAAAG 

AGGAAAAACACCAACAACAGTAACAATGGTAATCACAATAATGATAATGACTCTGTAGGT 

ATAGAACCTCCAGTTTTTTGTGTTCTGAAGGTTATTTCAGAGTTTCTTGCAAGAGAGAAA 

AC A AATCAG AAAAA A AG G G G A AG AG AG A AG ATG G G A A AAT AATTTATGTA 

>SEQUENCE:52:prostate_MPM2000-004P4Novel007_8Table4 

GACTACTATAGGGCGAATTGGGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTGATG 

GATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACTTGAAACTTGAAAGCG 

TCTCTTAATAACACAGCACAGCAATTAACAGCTCGCAAACTTTTGTTTTATACACACCGT 

GTCACGACTTCCAGAAACCTTCCGGATTGGAGTCCAGTCCTTGCGTTTGTTTGGTCGTTC 

GTCCTCTTTCCAGGCAGGAGAGTGTCACCTCCGCGTTTTCTCCCTTGTGTAGTCGGAATC 

CATCTATTGCAGGGTGCCGGTGGAGTCTGCAGTGTGTTCTTTCCTGAGCAGATTACTTTC 

TCCCTTT AG ACTG CTG CG G CTTG CAG ACT A AAAC AACCCGTTG ATTTG CTTG ACTTCC AG 

GTCTAAAAT 

>SEQUENCE:53:prostate_MPM2000-004P4Novel007_8Table4 

GTATACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCCCGGGCAGG 

TACAAGATGAGACAGAATTAGAGGATGAAAATCAAGAAGGCATGACTGTGCACAGTTCTG 

TTCACAGCAATAACCTCAACTCTATGCCAGCTGCTGAAAAGGGTAAAGACACATTAAAAT 

CAGCTTATGATGATACAGAAAATGACCTAAAAGGAGCAGCTATTCATATCTCAAAAGGAA 

TGCTCCACGAAGAAAAGCCTGGAGAGCAGATTTTGGAAGGTGGCTCAGAGAGTGAATCTG 

CACAGAAAGCTGCAGGGAATCAAATGAATGACAGAAAGATTCAACAGGAATCCCTGGGTA 

GTGCACCACTCATGGGAGATGACCACCCTAACGCATCCAGAGACAGTGTGGAGGGAGACG 

CTTTGGTAAATGGGGCCAAACTGCACACGCTTTCAGTGGAGCATCAACGCGAGGAATTGA 

AAGAGGAATTAGTTCTTAAAACTCAAAACCAACCTAGATTCTCCTCTCCAGATGAGATTG 

ATTTGCCCAGAGAACTGGAAGACGAGGTTCCCATTCTGGGAAGAAATCTTCCCTGGCAAC 

AAGAAAGAGATGTGGCTGCCACAGCCAGTAAGCAAATGAGTGAGAAGATAAGGCTCTCTG 

AGGGAGAAGCCAAAGAGGACTCCTTGGATGAAGAGTTTTTTCATCACAAGGCAATGC 

>SEQUENCE:54:prostate_MPM2000-004P4Novel007_8Table4 

TGGTCGCGGTCGACGTACTCAAAAACTCACCCAGCCTCAACTTGAAAATGATTCATATGC 

CAAGGAAAAACCATTCAAATCCATTCCGAAATTTCCTGTCAACTTTTTAAGTTCAAGAAC 

AGACTCTATTAAAAATACTTCCCTAATTGAATCAGCTGCTGCATTCTCTTCCCAACCATC 

ACGAAAATGCTTGCTGGAGAAAATTGATGTTATAACAGGGGAGGAAACAGAACATAATGT 

GTTAAAGATAAACTGCAAGCTTTTCATATTCAACAAAACAACACAATCCTGGATTGAAAG 

GGGCAGAGGAACGTTGAGACTGAATGACACAGCAAGCACTGACTGTGGAACATTACAGTC 



Table 7 
2310/3129 



AAG 

>SEQUENCE:55:prostate_MPM2000-004P4Novel007_8Tabie4 

ACGACTACTATAGGGCGAATTGGGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTGA 

TGGATATCTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACTCATTTAATTAG 

GGTTGCAGAGGAGATGGAAAAACAAGCTGTTTGATTATGAAGGCAACACTTCTGTCAGTA 

GAATTGCTTTGGATTGTAAATATGTTTACTTCAGAGGAAATCAGTCAGAGTGGATGGCTC 

AGCAAAACCCATCACAACTGCGGAAAAAGGAAGTGACTGGCTAGAGGTAAGGAAATAGAT 

TTTCTCTAAGTTAACTGGCCTACGTGTGAATCGAACCCTGCACCCTGGCCTCATTAGCAC 

CAACACTGTGAAGAACAGCTGTGGCAGAGAAAGTGCCACGGCCCCACCCCATCACCAGAT 

TCAGTAGAAAGGCCCTTGG 

>SEQUENCE:56:prostate_MPM2000-004P4Novel007_8Table4 

GAATTGGGCCCTCTANAGCATGCTCGAGCGGCCGCCAGTGTGATGGATATCTGCAGAATT 

CGCCCTTAGCGTGGTCGCGGCCGAGGTACTAAAATTCCTTGGTTCACTGATTCGAAGAAG 

AACATCAGCAAGAACATCAGCTCGGATGGGCCCTTAGAGAGCAACAATAGATTTGAAATA 

AGGGACAAGCCAGGAGGTTGCCGGGGGGCGGGTAGGGGGATAGTTGCAAAAATGTTCTGA 

ACTTTAAAATAACGGTCCCTTGCAAACAGAAGTTTTTTCTCCAAAGTGTCTCTCCTCCAG 

ATCTCCCATCTACCATTTCCACCCTGCATGTGAATCTCACTTCTAGAGGCAGCTGCCTCG 

CGTTCAGCTTACGACACCTTCAGAAGCTTTGCTAATAAATGCATATCGAAAAAGCGTTCT 

GCCCATGGGGACCAATTTCTTTTTCCATCACCCGTGACTTCTCAACATGAAATTAAAGGC 

AGAAGCAAGTAATTGCAGCTGGTGGCAGCTCCCAAGGTTTAGCTACTGCCAAGGGATCTG 

GTCCATGCCTCGT 

>SEQUENCE:57:prostate_MPM2000-004P4Novel007_8Table4 

GCGAATTGGGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTGATGGATATCTGCAGA 
ATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACTCAATGGTGGCATATTTATAGTATTATC 
CCCCAAAI I I I I CCTATCTACAAAAG I I I I I AAAATCTTTGAAGCCACATTATTTGAAGA 
CTTAACAGGAACAAGAGATGGCGTAAAAGGCTGTAGATTATCTTGGAAAATCCATTTCAC 
TGGAGCAGCTTGAGAATGCTGACCACCTTTCAATTGTGTCTCTGTAGCAACATTCTTTGG 
AATTTGTGTGGTATTTAAGTATTACTGGCTTTGCTATTTCTGTAACAGG I I I I I GGGTAA 
AATGI I I I I GAAAAGTTCTTGGTAACTACATTTT 
>SEQUENCE:58:prostate_MPM2000-004P4Novel007_8Table4 

ATACGACTCACTATAGGGCGAATTGGGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTG 

TGATGGATATCTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACTGGAACATT 

TGTAGCTGAAGGAAAATCTCCAAAAAAGATTTCAAAGAGACTAAAGTAGGAATGGGTGCT 

GGAGAATGAGCAAGAAGGGTGAGAGTCCCACGGGTGAAGGGAGAAAGCAGCAGAGAATGA 

ATATAAGCCCGGAGAATGAACATAAATGTGAGGGGAAGAGGCCAGAGGCCAACACTGGAA 

GGACAGTGAGGGCCAAGAAAGGAACTACTAATGTTTCTGAGACCTGCAGGGAACCATGGT 

ATTAAGCT 

>SEQUENCE:59:prostate_MPM2000-004P4Novel007_8Table4 

ACGACTACTATAGGGCGAATTGGGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTGA 

TGGATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACAGTGAAAAGAGCCA 

AGGCTGTGTGACCCCCTCATCACTTAGCCAGGCGTATGGTCCTGGTTTCTGAGGCTGCAG 

AAAGCATCTTAGCAATTTGTGTTTGGATGGTCCATGCCTGACTATTCTAGGCTGGAGGTT 

CCTAAAGAGTAACAAGAGGAAGAGAAACAAGAATCTCTGACACTTGTTGAGAATAGAGCA 

CAGTCCCATTTGTTTGAAAAGAGACACCAGGTAGCCATGTTTATGTGCCAGAAATGCATT 

CCACCTCAAGGAGGACTTAATTTATGGACCCGTGTGTGCCAGGCTGAGCTGGGCAAGATC 

TTTCTCAGGACAAACTCTGCCATGCAGCTAAAAGCCTGGAAACTAAAGGATTTCATGTAG 

TAAACTATCTTCCAACCCCTGTAGGCATCAGACCACAGGATGAGGTTTCAGAAGGTCATA 

AGGCAGAATAGTTAAGCCTACAGGGCTTACAGTCTGACAGACCTGGGTTCAGTTCTTGGG 

TCTTCATCACTAGTTTTGTGACTTCGGGAAGATGACTCCCCGAG 

>SEQUENCE:60:prostate_MPM2000-004P4Novel007_8Table4 

CTATAGGGCGAATTGGGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTGATGGATAT 

CTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACAAGAAGAGAGGATGGAGAC 

GAGGGTAGGCTTCTTTTCAGAAATACATTCTGGATCAGAAAGTCTATATCAGTGGGATTT 

TCTGAATGACCCAGGTT I I I I I I GTTTG I I I I I GTTTGTTTGTTTGTTTGTTTTAGAATT 

TCTGTGCTTTGGAGCTAGAAGGATATATAAATGAGAAAACTGAGAACAAAAGAAGAGACA 

ATATATTTTTGGTTGCAAGGGATAAGAACCTAACTCCAACAAGCAAAGCAAAGGGGGGTT 
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TTATT 

>SEQUENCE:61:prostate_MPM2000-004P4Novei007_8Table4 

TATAGGGCGAATTGGGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTGATGGATATC 

TGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACACAGTGAAAAGGTATTTGGC 

TGTGTTTCTATTTACATTCACTGTCCTTGATAAATACTAATTGGCCAGTGATTGTAAGTC 

TCAAGAA t I I I I GCTGCAGAGCGTGTGGTAAAACTCATTTTAAGTGGTGTAGGAGTCATG 

CAGTGTTTATCACTTAAGTGGGTAATCTGACAGCTGTATTTTACTGCCTGACTGCAGCTT 

TATTCTTGATCATTCTCTTCCTTGAGTAGTGTGTTATGGTCATGTTGTCTTAGCTGCAAT 

TAATTCCCAACC I I I I I I I GTTTTCCAGTCTTTGTCTTTTGCATTTA I I I I ICTGCTCCT 

GCAATGCCTTACTTTGCTGTCTCTGCCTCGCTATTTCCTATTTATTCTACAAAGCTCACC 

TTAAGTGTCACGTTTTCAGGGACATGTTTACCAATGTACCTCGGCCGCGACCACGCTAAG 

GGCGAATTCCAGCACACTGGC 

>SEQUENCE:62:prostate_MPM2000-004P4Novel007_8Table4 

ATACGACTACTATAGGGCGAATTGGGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGT 

GATGGATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACCATTCCTATGAT 

GGTAGCCATTCTTCTCTTTATAAAATATTTCCTCTTTGAAAAGCGTCCTAAAACATTAAT 

TTCAAATCCCCTCTTGGATGCAAAGTGTCCCTAAGACCGTCCATTCAACAGTATTTATGT 

GAGCCAACTTACTAGAGCCGCTACAACTAATCATGATAGACAGTCCAGAATCTCCCTGGA 

CTTT ATACTGG G CC AG CCTC ATTGTCCCTAAG ATTTCTC I I I I I ATGTCTCACGG ATTAC 

TTCTCTTTTTAATTGCCCCAGGCACATTCCAAATGAGAACCTGGTAAAAGTCACATTGGA 

C 

>SEQUENCE:63:prostate_MPM2000-004P4Novel007_8Table4 

CTACTATAGGGCGAATTGGGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTGATGGA 
TATCTG CAG AATTCG CCCTTTCG AGCGGCCGCCCGG G CAGGTAC I I I I I I I I I I I I I I I I 
I I I I I I t I I I I ATT A I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 
I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I NAGGCAAAAAAAAG I I I I I I I I I I I I I I G 
GCCCCAGGGI I I I IGGGGI I I I I AAAAAAATC I I I I I I I I GTTGGGGGGGAGGGTTTTGG 
GCAAACCC I I I I I I I I I I I GGGGGGGGCCTTTAAAAATTTTGGGGTTTAAAAGGG I I I I I 
ATCCTCCTTGGAAAGGGCCCTTTTAAAAAAAAATTTTTCCA 
>SEQUENCE:64:prostate_MPM2000-004P4Novel007_8Table4 

CTCACTATTGGGCGAATTGGGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTGATGG 
ATATCTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACCTGCAATATATTTGG 
AGTATTATGTCTTTATTGTTGTTAAAAAG I I I I I ATTGAATGTATGAAAATTATCAAATT 
GT ATTC ATC AATTATT A AC ATGTCCTG G G G AAG G AAG G G AA ACTTTCT AG G AC AG AAGTC 
ACTTTCAGATGTCATGTATGTATNTGGGTGTTCAATCATATCTAACACTGTTTTGATTTT 
TGTGGGAAAATATTCCAGGAAACGCTAATTCTCTTTAGACTCCTTGTTCTTTTATGACTA 
CAATGAACATATGTCTATGTGATAGCTAAAGATATTTTTGAATTGTATTGTGTGCTTAAT 
TATCGGGTAAGTATAAATATTTG 

>SEQUENCE:65:prostate_MPM2000-004P4Novel007_8Table4 

ACTACTATAGGGCGAATTGGGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTGATGG 
ATATCTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACTTCTATGATATAGTT 
GTC A A AATC AACTG GAG G AT A ATA AAAT ATTGTG G GTTCTC AG C ATTCTTAG AATCC AAA 
TTACAACCATATCAGTACGGGTTTGGTCCACATGAGCCAACTGAAGTCATTTTCCTCAAG 
GTTGGAATTTGTGCCAACCTAAATACGTTGTTTCTTTGATGGTGTTTATTGCTATTGGTA 
TTATTTTGAACTAATAACAATTATTTTGTCTAAATAATGCTAAGACAATTCTGTTAAGAA 
TTTTGTCAG CTAAC AT A ATTC ATT AAGT ATGTTTG G C ATC ATATG G AC AA A AT ATTTG G A 
T 

>SEQUENCE:66:prostate_MPM2000-004P4Novel007_8Table4 

CACTACTATAGGGCGAATTGGGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTGATG 
GATATCTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACTAGGTTGAGAAGTT 
TCTAATGTGAAAAATCTTGTTCATCTGTTCATGCAACAGACATTTATTAGGCATCTGTAG 
ACCATATAATTGAGACAGAGAAACATTTTGGAGAATTAGAAGCTCACACTATTTATGGCA 
TAGGTTATATAATTATGATAATTTATGATTTACTTTCTTGACAAAAACAGCTACAACCAT 
GTATACCTACTATTTCTCCTACAAAGTAGGTGAGAT I I I I I GATTTTACATTAGTTNGGA 
G GGTTTTTG ATTTTG GTTTTG CTTTAAG AT AG G C ATTG ACT AT AG CTTCTG 
>SEQUENCE:67:prostate_MPM2000-004P4Novel007_8TabIe4 
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GCGAATTGGGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTGATGGATATCTGCAGA 

ATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACACAGTCATTGTGATCTTAGTTATCAT 

TTCTAAGTAATTAAATTTGTATTTTTACTTGCTTATATTAGAAATGCTTATTACCAATGA 

G AAAC AG AA AATG CC ACATA AGTG AAC ATTTAAATGTTACAA A AATTTATAATATATGTA 

ACGCTACTAAAATATATAATGAACTTTTCAAACATGTAAATATAAATCAGGAAAACCTGA 

TATGTAATAATTGGGCCAAAAATGAAAATCACAAAACACAGTAGGGGGG 

>SEQUENCE:68:prostate_MPM2000-004P4Novel007_8Table4 

TACGACTCACTATAGGGCGAATTGGGCCCTCTAGATGCATGCTCG.AGCGGCCGCCAGTGT 

GATGGATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCGA GGTAC CAAATATGTTAC 

TACAAAGCAACTGTTCAAGTGTGCTAAAAACAGGTGTCTTCTCCCTTTTCAGAGCTCCCC 

TAGTCATTTGCAATATATTTTGCCTACTTCTCTAAAAATCAAAATAGGTCCTAATAAGTA 

AGATACAGGTCTTCAATCCCAACAGCAACTAAGGGATTTTCCTGAATAAAAAAAAACAAA 

AACAAAAACAAAAAAAACTCTGCTGCCAGTTTGCAGACAGAGTGCCGTGTTTCACCCCAA 

CCTATGGAGGCTAAATCACAGTCAAAAACAAACTGCGTGACTGGGAATTATAGTAAGAGG 

AGTTAAAAACAAGGGCAGGTGCAGTGGCTCACGCTCGTAATCCCAGCACTTTGGGAGGCC 

GAGGCAGGTAGATCACCTGAGTTAGGGTGTTGGAGACAGCCTGGCCAACACGGAAAAACC 

CCGTCTTTACTAAAAAATCAAAATTAATGGGGTGT 

>SEQUENCE:69:prostate_MPM2000-004P4Novel007_8Table4 

TACACTACTATAGGGCGAATTGGGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTGA 
TGGATATCTGCAGAATTCGCCCTTTCGAGCGGCCGCCGGGGCAGGTACACTCTTCTTCTT 
TTATTTATTTATTTATTTATTTTTAGGCCATTCTTCTGGTTTGCCAAATTCTATTAAGAC 
AGTG ATACATTTG CTTCCTTATTT ATG C ATG CTTAG ATC ATG AAC ATG ATG CCCTT CTTT 
I I I I I I I I I CTTTGGTCAAGTAGGGATTAATGCCATAGGTTTAGAGAGAAGGATTGTTTT 
CAGTTTTTAAGAGAATTTTTTAAAAATACATTTTATGGTTCTCTTAAGGAATTAATATTC 
ACTTCTG AAGG ACTTACTTGTAAT AT ATAATTTATCATTTTAG CCAGCAG G G AAATA AAT 
CA I I I I I AATCCCCAGAAGA 

>SEQUENCE:70:prostate_MPM2000-004P4Novel007_8Table4 

TATAGGGCGAATTGGGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTGATGGATATC 

TGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGT ACATA GGAATGCAT CTTTG TTT 

GCACGTGTGTGTGTTGAGGAAACAGGAGGAATATTCATCTTTTTGTTGTTTGGATTTTGG 

CCCAGTCCCTTATGTTAAGGACTGACTGATTCCTCTGACAGAATTCAGACCAAGTCATTA 

AACTTTGTTGCTTATGGAAAGTAATCTTAGTATCTGTTGGCCTTTATTTAAAAAAATAAT 

TTTTTAAAATAAGCATGAACAATATTCATTATCCCATTATAACCTTATTATTAGGTGAGT 

CAGATCAGTCTCTAAGTAGTGAGTATGAAGCACCTTAAATTCTTCCTAAAAACAAGATTA 

AATTTAAATATACAAACA 

>SEQUENCE:71:prostate_MPM2000-004P4Novel007_8Tabie4 

CTATAGGGCGAATTGGGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTGATGGATAT 

CTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACCCGAAAAGAAAGGAAGCTT 

TAGTAATGAAAGGATTGCTGCCAAAATCCTGTTTCCCCCTTGCAGATCTTACAGAAAACA 

GCCACAGAATCCCAAGGCATCAGCACCGAGAGAGCCTGTAGAAACTATCTGGTCTAAGCT 

CCTGAAGCCCAGAGATAAGAATGACTTAACCCAAGCTGCACAGCCTCTTAACAGTCCACT 

GTTAACCCCAGAAACAGATGCATTTGAATCTGAAAGGAGACAGGAATCCTAATCCTACTG 

CTCAGGGACTTGCTGATTTACTTTGCTGTCTATTAGCCTTTCTGTGACATGATTTTCTAC 

CAAGCAAAGTCTTTTATTCAAGTCTCCCAGAGATTTCCTATTTAAGCGTTTGCTATTTGG 

CCACTTAAAAAAGACAGAAGAGAAGTAAACAGAAGCATATACCACACAACTCAGTCCAGT 

CAGTAGTTGACTCTCAAGATGGCGGATGTCACTGAGATGGCTG 

>SEQUENCE:72:prostate_MPM2000-004P4Novel007_8Table4 

TGCATGCTCGAGCGGCCGCCAGTGTGATGGATATCTGCAGAATTCGCCCTTTCGAGCGGC 

CGCCCGGGCAGGTACTCTAGAACCAAAGTTAAAGTGAGTCTCAATTTCTCACCTGAATAA 

AACTTCA I I I I I CCACTTTTCTTATCAGTCCTTAAAAAACGATGAGCAGTCTGCCAAAAC 

TGATGTTCAGAAACTTCTGGAATTAGGACAGAAACAAAGAGAAGAAATGAAGTCTCTTCA 

GGAGGCCCTGCAAAATCAGCTTAAGGAGACATCAGAGAAAGCAGAAAAACACCAGGCTAC 

TATTAATTTTTTAAAGACTGAAGTTGAAAGAAAGAGCAAAATGATCCGAGACCTCCAGAA 

TGAGAATAAAAACTTGAAAAACAAACTCTTGTCAGGAAACAAGCTCTGTGGCATTCACGC 

AGAAGAGTCAAAAAAAATCCAAGCCCAGCTGAAGGAGCTTCGTTATGGGAAGAAGGATTT 

ATTATTTAAGGCGCAGCAGCTTACTGATCTGGAACAAAAATTAGCTGTAGCCAAAAATGA 
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ACTGGAGAAAGCAGCTCTTGACAGGGAGTCACAGATGAAAGCAATG 
>SEQUENCE:73:prostate_MPM2000-004P4Novel007_8Table4 

GGCGAATTGGGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTGATGGATATCTGCAG 

AATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACAACCAGAACCAGCAATTGTATTTCT 

CTATAGTTATTTTAAAATAGTAATCAATGCTATGTATTTGATGTATATGTTCTAAATTAG 

AAATTTCTTTTGGCTTTGTG I I I I I I I I ATGTGCGTTAAATATGTAAACTGAACCTGTTC 

CTAA A ATG C ATTAA ACTTAAATG CTGTGTCT ATCCAATG CC AA AATG CTC AG AAG A A AAG 

TGAATAATTCAGTCATTCATCTGGATGTAGTTTTCTGTGTAATCTCAAATATCTGAATAT 

TG AA AAAACTAG GTTG CT AACTNTTTTC ATTCCTT ATG C A AATGTTTAG C ATC ATAGTGC 

TGTTTCAGATACAGATCTGTTTCATCAAATATCCTCAATTACAAGTCTAAGACAGTTATA 

TGTAAAGAAAATGTATTATTTTAGATGAACAATGTGGATAACTGAACTAAAACGATATTT 

GTGAACTTTGCTATAATGAAATCTTTTATTTTTATAGCTCAAGTATTGTAATTAGCACTA 

ATTGCAGCAGAGACTGAAATAATTATTGACACCGTAGAGTAC 

>SEQUENCE:74:prostate_MPM2000-004P4Novel007_8Table4 

TATAGGGCGAATTGGGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTGATGGATATC 

TGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACGCATCTTCCCATTCGACCTT 

GTCCTCCAGGTTCACTCACGCCAAGGAGGAGGATGACTCAGATCAGGTTGAAGTCCCTCG 

AGACCAAGAGAATGATGTCGGGGATAAGCAGTCGGCTGTGAAGATGAAGATGTTTGGGAA 

GCTCACCCGAGACACGTTTGAGTGGCACCCTGACAAGCTTCTATGTAAGAGATTTAATGT 

CCCTGACCCTTATCCAGATTCAACTTTAGTTGGCTTACCAAGAGTGAAGCGTGACAAGTA 

CCGTGCCTGAATTAATTATTAATATTTAAAATACTTCATTCCTTAACTCTCCCT 

>SEQUENCE:75:prostate_MPM2000-004P4Novel007_8Table4 

TACGACTACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCCCGGGCAGGTACC 

ATTCTTATCTCAGAATGCTGTAAACCATCAGTAGAAGCAGTTTAGATTTGGACTGCATGG 

TAAAATGAAAAGTAATAACCCTCCAACCACAACCTAGTCAGGGTATTAATAATTATATGT 

AGCAAGAAAACAAAGAAGAAAATAATATTGAAAAAATGGAGATTCCCCAACCAGTTTCAT 

ATTTGAAGGATCTGAGTTGTATTTTTATTAAGGAAAT I I MM! I CTGAATACTGTCTTC 

CAAAATGTTAACATTAAAATCTGAATCAGAGGACTCTGAATGGAAAAGAAGTTTGATCAC 

TGACACCTAGGGCTCTGAAGCGTGTGTGGCCACATGGAAAAGTCGAAGGATGCGCTGTCG 

AATCTCCTTTGTCTTCACTCCATAGACAATTGGGTTGAGCACAGGAGGAACCAGCAGA 

>SEQUENCE:76:prostate_MPM2000-004P4Novel007_8Table4 

ATTGGGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTGATGGATATCTGCAGAATTC 
G CCCTGTCG AG CG G CCG CCCG G G CAG GT AC AACC AG A ACC AACA ATTGT ATTTCTCTAT A 
GTTATTTTAAAATAGTAATCAATGCTATGTATTTGATGTATATGTTTCTAAATTAGAAAT 
TTCTTTTGG CTTTGTG M M M I AATGTGCGTTAAATATGTAAACTGAACCTGTTCCTAA 
AATGCATTAAACTTGAATGCTGTGTCTATCCAATGCCAAAATGCTCAGAAGAAAAGTGAA 
TAATTCAGTCATTCATCTGGATGTAGTTTTCTGTGTAATCTCAAATATCTGAATATTGAA 
AAAACTAGGTTGCTAACTTTTTTCATTCCTTATGCAAATGTTTAGCATCATAGTGCTGTT 
TCAGATACAGATCTGTTTCATCAAA 

>SEQUENCE:77:prostate_MPM2000-004P4Novel007_8Table4 

CTATACGGCGAATTGGATCTCCACCGCGGTGGCGGCCGCCCGGGCAGGTACAGTGAAAAG 

AGCCAAGGCTGTGTGACCCCCTCATCACTTAGCCAGGCGTATGGTCCTGGTTTCTGAGGC 

TGCCAGAAAGCATCTTAGCAATTTGTGTTTGGATGGTCCATGCCTGACTATTCTAGGCTG 

GAGGTTCCTAAAGAGTAACAAGAGGAAGAGAAACAAGAATCTCTGACACTTGTTGAGAAT 

AGAGCACAGTCCCATTTGTTTGAAAAGAGACACCAGGCAGCCATGTTTATGTGCCAGAAA 

TGCATTCCACCTCAAGGAGGACTTAATTTATGGACCCGTGTGTGCCAGGCTGAGCTGGGC 

AAG ATCTTTCTC AGG AC A AACTCTG CC ATGC AG CTAAAAGTCTG G AAACTA A AG G ATTTC 

ATGTAGTAAACTATCTTCCAACCCCTGTAGGCATCAG 

>SEQUENCE:78:prostate_MPM2000-004P4Novel007_8Table4 

CCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTGATGGATATCTGCAGAATTCGCCCTT 

TCGAGCGGCCGCCCGGGCAGGTACAGTGAAAAGAGCCAAGGCTGTGTGACCCCCTCATCA 

CTTAGCCAGGCGTATGGTCCTGGTTTCTGAGGCTGCCAGAAAGCATCTTAGCAATTTGTG 

TTTGGATGGTCCATGCTTGACTATTCTAGGCTGGAGGTTCCTAAAGAGTAACAAGAGGAA 

GAGAAACAAGAATCTCTGACACTTGTTGAGAATAGAGCACAGTCCCATTTGTTTGAAAAG 

AGACACCAGGCAGCCATGTTTATGTGCCAGAAATGCATTCCACCTCAAGGAGGACTTAAT 

TTATGGACCCGTGTGTGCCAGGCTGAGCTGGGCAAGATCTTTCTCAGGACAAACTCTGCC 
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ATGCAGCTAAAAGCCTGGAAACTAAAGGATTTCATGTAGTAAACTATCTTCCAACCCCTG 
TAGACATCAGACCACAGGATGA 

>SEQUENCE:79:prostate_MPM2000-004P4Novel007_8Table4 

ATACGACTACTATAGGGCGAATTGGGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGT 

GATGGATATCTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACCTATATCTTC 

AGTGTG G AG GTG AAG G CAGTATTA AC AATATCCT AT AGTTG ACTG AAG AGT TG GTT AC AG 

CAAAGCTCTCCATTG CCCTTAAATTTTCTCTCTCCTTAATACAGTAG G ATCAATTTTAAG 

TGCATTTTATGTGTGCATTTTAAAACTCTTTTTTAAAAACAGAATAGAAAT GGTT TTCAG 

AGTGATGCTGATATTGGTTGATGATGCCAAGGCACCAATGGAGAGCATATTTTTTAAATT 

GAATATGTTTTTATTTTCTTGTTTGTTGATTTTTAAAGTGAATCCAAATGTGAAGAGGAA 

AAAAATCAAATTCTGCCAATTTGAAAAGAACAAAACCAGC 

>SEQUENCE:80:prostate_MPM2000-004P4Novel007_8Table4 

ATTGGGCTTTCTAGATGCATGCTCGAGCGGCCGCCAGTGTGTTGGATATCTGCAGAATTC 
GCCCTTATTTTGGTCGCGGCCGAGGTACCATTCTTATCTCAGAATGCTGTAAACCATCAG 
TAGAAGCAGTTTAGATTTGGACTGCATGGTAAAATGAAAAGTAATAACCCTCCAACCACA 
ACCT AGTC AG G GT ATTAATAATT ATATGT AGC AAG AA A AC A AAG AAG AAA ATAAT ATTG A 
AAAAATGGAGATTCCCCAACCAGTTTCATATTTGAAGGATC rGAGTTGTA I I I I IATTAA 
GGAAATTTTTTTTCTGAATACTGTCTTCCAAAATGTTAACATTAAAATCTGAATCAGAGG 
ACTCTGAATGGAAAAGAAGTTTGATCACTGACACCTAGGGCTCTGAAGCGTGTGTGGCCA 
CATGGAAAA 

>SEQUENCE:81:prostate_MPM2000-004P4Novel007_8Table4 

GCGAATTGTTCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTGATGGATATCTGCAGA 

ATTCGCCCTTAGCGTGGTCGCTTTCGAGGTACCTCTTTCAGTTTCCCAATTAGTTATTTG 

TTTTAGATTAAACAATAGTGTAATGCATCAATTCCTTGGGTAATTTACCGATTGGAATTC 

CTAGTGTCATCCTTGAGACACAAGCAAAAAACTCAACAATATTATCCACGTGAAATGGGA 

CCTCTAAACTGTCCTGTTTTGTTACAGCCTCTAATGAGCTAAAATAGTATAAGAATCTTG 

AAGATTAAGAATTTCTGTAGTGCTCTACTTGCCTGAAATTTGGGGTGCTAAGCATTAAAA 

AA ATG C AATTTT AGTGTGTT AT ACTTG CG G AC ATTAAAC ACT ATGTGTAAAG GTTG AG A A 

TTTCTACCATAAAATACATAGATCCTCTGGATGTAAATC 

>SEQUENCE:82:prostate_MPM2000-004P4Novel007_8Table4 

TACACTACTATAGGGCGAATTGGGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTGA 

TGGATATCTGCAGAATTCGCCCTTAGCGTGGTCCCGGCCCAGGTACAAGAGGGTGCACTA 

ACAAAGGTCTGATTTAAGTGCTTTTATTCAACCCAGTGAAGGGAAAATGACAGTAATACA 

TCTAAGCCATGCATAAAGGATTCAGGCTTCCTTGAAAAGGATTCACGTGGCATAAAATGG 

TTTGTTTCTTCACAGCAATTTACATTTATTAAAATAGATAATAGGCATAATCATTGTCAA 

AATAGAGCTTCTACCCTGTATAATATCTTAGTACATTCCCCGCGTACATAAAAT ATATT T 

AACTATTGATAATGTGGGGTGGGTAATACTGGCTGGGAAATAATGTTAGAAGCTTTTCAC 

TTAAAAAAA 

>SEQU ENCE :83 : prostate_M PM2000-004P4Novel007_8Table4 

TACACTACTATAGGGCGAATTGGCCCTTAGATGCTGCTCAACCGGCCGCCAGTGGTGATG 
GATATCTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACAGAAAGTTCAGCCA 
GTCTTCAGAGAAGTAAAAGTGATGTCTATTGTGCATTGAAGTAAATATTACAAACATTCC 
AGTTTCGCAATACAAT ACTTG AGCTTTCGAACACCTCAGACACTAGAATGTGTAATGCGA 
GTCAAAAAAGCTGACATACAAAACAATTCCCATTTGGCTCAGGGTTCCTAAATGTCACAA 
TATCTTGGGTAAAATATACTTTTTGATTTCCTGATGATGTCCTTCTAATCCCTTCTGACT 
TTG ATTCCT AACAG CCAG G CACTGTTG ACATG AATC ATTAACTTCCAAACCCCTTTAAAA 
T 

>SEQUENCE:84:prostate_MPM2000-004P4Novel007_8Table4 

T ACG ACT ACT AT AG G G CG AATTGG G CCCTCT AG ATG C ATG CTCG AG CG G CCG CCAGTGTG 

ATGGATATCTGCAGAATTCGCCCTTTTAGCGGCCGCCCGGGCAGGTACGTTCTTGGAGAC 

ACAGCAATGCAGAAGATGGCCAAGTCCCATGTTTTCTTAAGTGGGATGGGTGGTCTTGGT 

TTGGAAATTGCAAAGAATCTTGTTCTTGCAGGGATTAAGGCAGTTACAATTCATGATACA 

GAAAAATGCCAAGCATGGGATCTAGGAACCAACTTCTTTTCTCAGTGAAGATGATGTTGT 

TAATAAAGAGAAACAGGGCTGGAAGCTGTACCTC 

>SEQUENCE:85:prostate_MPM2000-004P4Novel007_8Table4 

AGGGCGAATTGGGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTGATGGATATCTGC 
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AGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACCTGGCACTACAGACATGCACAAG 

CATGCATGGCTAATTTTAAAAAAATTTTTGTAGAAATGGAGTCATGAACTCCTGGGCTCA 

AGTGATCCTCCCACCTCAACTTCCCAGAGTGTTGAGTGAGATTACAGTTATGAGCCACCA 

TCCCTGGCCAATAAAGGTGTTTTTAATACCTATAAGAATATTGCCT GCAAGG ATGTTTGA 

TAGGTTTCTTGATATTTCATTCTCTCTTGAAATGTTTGCTTCGTCAATTTTTTATTTTTC 

ATAAAAGCTTTACTCAAGAATTAGGATGACCACTATGTTATCTAGTAG 

>SEQUENCE:86:prostate_MPM2000-004P4Novel007_8Table4 

TACGACTCACTATAGGGCGAATTGGGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGT 

GATGGATATCTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGG GCAGG TACTGCCCTCCTT 

ATTTCAGCGCTGTCATTCTGATCACTCTAGGACCGGTTGAGACTTTTTCGTGATACAGTT 

TCCTACCTTTTTAGGCAACCATCTGTAAGACAAGGTAGAATGCTACCATAACCATGATTA 

AC ATTTG CAAAC ACTCTG CC AC AGTG CAG CCACTTTCTTTG CCTCC AG CTG AAG AAATTG 

AGGTGCACAGAGGTTAAATTTGATGCTCAAAGCAATACAACTAGAAAATATAGGAGGCTG 

GG CTG CCTG ATTG ATTCCCAG CTTAG AG ATTG AAAGTCAC ATG CGAAG CG CTTTAG CAG A 

TAG AG AAG G G GG AGTC ATACTCCAG CGTG CATTTTAGTTTGTGCTTTTCTGTCC TTG A AT 

TAAGAAGTGTGACGTGTGCCTCCAACAGCATAGCATGCTACAGAAATGGATTTCTTTTCC 

TG GG GTTG ATAATCTGCTG G CCAA ATCTTTATCTCTGTAGT ATCCC 

>SEQUENCE:87:prostate_MPM2000-004P4Novel007_8Table4 

GAATTGGGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTGATGGATATCTGCAGAAT 

TCGGCTTAGCGTGGTCGCGGCCGAGGTACTAGATATCCAAATGAACCGGGAGAATTACAT 

G TT AG AT AG C ATTTG AGTTAAACC AG ACC AATTTATATG G G AC AATTT ACTGTTG ACAAC 

AAAATATTTCTG ACTGTGGGTATTCAATTCAATG AG GTTATTG CTTAAG G ATCATAATTG 

GTCTGGAATCTTTGAAAATGTGTAGGCTACTTTATAAAGTTACATAAAATTGTGAAAAAG 

TTGCATGCTTTAGAAACAGTATTTCCATCAAGCTTGTGGTCTAA AAAGAA TATGAAGACA 

ATAGCAAATGGACGTTTTTAACACAGTTTCTTAGTATTTAC AGTATT TTTTCTTCTCTAG 

CTG CCATCCCTTCA A AGCTGGTCAATGGTTTTTCTG G G G CTTTTTTCACCTCACATTC AG 

AGCAAGGAGGCATTTGCAATTTCTGTGGGATAGGCTCGGTTTCTGCAGTGGCATTACTTG 

GGGGACTTTCTTTGTGCTTCATGGAACACGGTCTGCCCTCATCTTGAG 

>SEQUENCE:88:prostate_MPM2000-004P4Novel007_8Table4 

TACGACTACTATAGGGCGAATTGGGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTG 

ATGGATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGGAGCCGA 

GGAAAACTGAGCGTGGGCCTCAGAAAGAAGTTAAGGCACCCGCGAGCCGGGCAACTGCCC 

TCCTTCCGCGCCGGCGGAGCGATTAAAGTGAAGAAACAATGGCCAGCAATCACAAATCTT 

CAGCAGCTCGCCCTGTTTCAAGAGGTGGAGTTGGGTTAACAGGAAGGCCTCCTTCTGGGA 

T ACG ACCCCTATCAGG AAAT ATTCG AGTG G C AACTG C A ATG CCACCTG G G AC AG C AAG AC 

CAGGTTCTCGGGGTTGTCCCATAGGGACTGGTGGAGT 

>SEQUENCE:89:prostate_MPM2000-004P4Novel007_8Table4 

CTAGATGCATGCTCGAGCGGCCGCCAGTGTGATGGATATCTGCAGAATTCGCCCTTTCGA 

GCGGCCGCCCGGGCAGGTACTCAGCTGGTGGAAGTCAACCCTTTAAGCCCACTCCCATGC 

ATAAGAGTAACTTTCACTCTTTTCCCTATTTTAAGACTATTTCAATAGTAAATGCTATTT 

GTCACAAGGAAGTTAGATGGAAAGGAATGAATCACCATTCAGGACAAATGTATAACCACT 

GTGATGTGACTGACACCAAAGCAGATTATGGCTGTGTGTTCTGAGTTGTCTTCCTGTAAA 

AAAG 

>SEQUENCE:90:prostate_MPM2000-004P4Novel007_8Table4 

GCTCAGCGGCCGCAGTGTGATGGATATCTGCAGAATTCGCCCTTAGCGTGGCGCGGCCGA 

GGTACACTATCCTGTGGTTTCTAAATTCTGCTTCTTTATTAAGAAGCGATTAACTGTAAG 

GTAGAGGAACTACCATGTTATACTTCTCTGCAAATCTCAGAAACAAGCACCCAAATGTAG 

ATCACCCTGCTGAAGCTCAAATCACAGGACTCCTTGAGTATAGATGCCTTAGAATGCTAC 

AGGGCTGCTACC 

>SEQUENCE:91:prostate_MPM2000-004P4Novel007_8Table4 

CCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTGATGGATATCTGCAGAATTCGCCCTT 

AGCGTGGTCGCGGCCGAGGTACCCGAAAAGAAAGGAAGTCTTTAGTAATGAAAGGATTGC 

TGCCAAAATCCTGTTTCCCCCTTGCAGATCTTACAGAAAACAGCCACAGAATCCCAAGGC 

ATCAGCACCAAGAGAGCCTGTAGAAACTATCTGGTCTAAGCTCCTGAAGCCCAGAGATAA 

GAATGACTTAACCCAAGCTGCACAGCCTCTTAACAGTCCACTGTTAACCCCAGAAACAGA 

TGCATTTGAATCTGAAAGGAGACAGGAATCCTAATCCTACTGCTCAGGGACTTGCTGATT 
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TACTTTGCTGTCTATTAGCCTTTCTGTGACATGATTTTCTACCAAGCAAAGTCTTTTATT 
CAAGTCTCCCAGAGATTTCCTATTTAAGCGTTTGCTATTTGGCCACTTAAAAAAGACAGA 
AGAGAAGTAAACAGAAGCATATACCACACAACTCAGTCCAGTCAGTAGTTGACTCTCAAG 
ATG G CG G ATGTCACTG G G ATGGCTG 

>SEQUENCE:92:prostate_MPM2000-004P4Novel007_8Table4 

TACGACTCACTATAGGGCGAATTGGGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGT 

GATGGATATCTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACCTTACAATGT 

TAGTAACTGTCTTTTATTAAGGAAGAAAAAGTTAAAATGGCATGTAACTTAAGAAGGTGG 

GAGAATAATAAAGGAAAAAATTAAGAACAAAACGAAAAGAATCATGAAATAGTAAAACAG 

TAAAATTAAGATATAAATCTCAGAGTTGGTTATTTGAAAAGATCAATGAAACAGAGTAAT 

TCTGGAAAAACCAATGAGAACAAAAAGGGAAAGCACACGCAACATGGGAATGAGGAAGCA 

GAATACTACAACTCCAGGCCAACAAATCTGAAAATAGAACAGAATCACTATTTAGGAAAA 

TTCACTTAATTAAAAAAAA I I I I I I I I I GAGAAAGGGTCTTGCTCTGTGTCCCAGGCATG 

CTCACGGCTCACTGCAGCTTCGGCCCCCAGGGCTCAAGTGATCCTACTGCTTCAGCCTCC 

TGAGTAGCTGGGACTACAGGCACACACCACCATGCCTAGCNTAATTGGAGTGGCGGCTAT 

GTTGCCCAGGCTGATTGTGAACTCCTGGGCTCAAGC 

>SEQUENCE:93:prostate_MPM2000-004P4Novel007_3Table4 

ACTACTATAGGGCGAATTGGGCCCTCTAAGATTCCATTCCTCAACCGGCCGCCAGTGTGA 

TG G ATATCTGC AG AATTCGCCCTTTCG AGCGGCCG CCCG G GCAGGTACG CG GG ACAC ATT 

ACTCAGTTGTGAGGGGGAAGGTAGACTCTTTCCAGACCTTTGATAAAGGGGCTGCTCAAA 

AAAGCCACGACCTTGGGCCTCTGCTAAAACCATGGCTTTAAGTAAGGAGGGAGCAGATAT 

ATAAAAAACCTTATCCCTCTTTCTAATCTCTTATGTCCTGTGAGTGTCACCCATTGAGTA 

AACCCAAGTGGAAGTCAGTAGGAAAGTAGCTGGGATGATGCCAGTCTTTACAGGGTCTTC 

TCTGTCACCCAGGCTGGAAGTGAAATGGTGTTGATCTCGGCTCACTGCAACCTCTGCCTC 

CTGGG 

>SEQUENCE:94:prostate_MPM2000-004P4Novel007_8Table4 

AGGGCGAATTGGGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTGATGGATATCTGC 
AGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACTTGAACATACCTAGCTATTATCT 
CTCTTTCATAG ATTAAAAAAAACAAGGTTCAG AG AATCCAAGTG AATG G CTC AAG ATCAT 
CCAATTAGTAAGTAGTAGCTGAAAGAATGACAAATAAGTCTTAACCATAAACCAGTGAGA 
AAGAACTTTAGGAGCAATATGATCAAATAGTATGGAAGAATACGCAGAGAGAGTTATTTG 
CTTTTCTTCAGAAAAGGGTGGGGAAGAGAGTCAGGGAAGTCTTTGTGAAGGAGAGGAAAT 
GTAATCTACTAGGTGGCCAGTCAATCCATAAACAATTGGAGTTGACTAATGTGGAAAAAT 
Al I I I ICI I I I I 

>SEQUENCE:95:prostate_MPM2000-004P4Novel007_8Table4 

ATACGACTACTATAGGGCGAATTGGGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGT 

GATGGATATCTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACGAGAACTGGA 

GCAAGAGGTGCAAAGACTTAAAAAGGAACAGGCCAAA/ AT A AG GAG G ACTC AAAC ATAG A 

GAAAATTCAGCAGGAGCTGGAAAAACTAAGCGTGCATTTGATTTCAGTGCTCATGGCCGA 

AGACACGTAGCCCTAAGAATAGCCTATATGGGCTGGGGATACCAGGGCTTTGCTAGTCAG 

GAAAACACAAATAATACCATTGAAGAGAAACTGTTTGAAGCTCTAACCAAGACTCGACTA 

GTAGAAAGCAGACAGACATCCAACTATCACCGATGTGGGAGAACAGATAAAGGAGTTAGT 

GCCTTTGGACAGGTGATCTCACTTGACCTTCGCTCTCAGTTTCCAAGGGGCAAGGATTCC 

GAGGACTTTAATGTAAAAGAGGAGGCTAATGCTGCTGCTGAAGAGATCCGTTATACCCAC 

ATTCTCAATCGGTATGGCTGTAGAATTTCCTCTAATCTTATATGACTGTAAGTTTGAAAA 

TGTCAAGTGGATCTATG 

>SEQUENCE:96:prostate_MPM2000-004P4Novel007_8Table4 

CCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTGATGGATATCTGCAGAATTCGCCCTT 

TCGAGCGGCCGCCCGGGCAGGTACTGCCTTATCATTTTATTGGTGTTGTGTTACTAGAGA 

TTTGACTTGAAGTCCTTAAGGCAGCATACTTTGCAGATAAATAATCTGAGAGAATCTGGT 

AGGTCAACAGATCTGCTGTCTGTGAGCTAACACTAAAGAAATAGAAGAAGAGGAAATCTT 

TGAAAAATCGAGAAAAGATACCTTTGATCCCAAAAGTCTTGGTTTGAAGGAAC I I i i I AT 

CCATTAGATCATCTAATTCTGGAAGAATAACCAAAGTGCAGCATCCTTGTATTCTTCCTC 

TAAGAGGCTCATCCTCATAGGGGATGTAAATTGAGCCAAGTTTTCTAAGTGTCTAAATGT 

TAAGTGCTCCANGGCTCAGTCCTTGGACTCTCTAGTCTCTTCTTTGGTGAAGTGTCCATT 

TGT 
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>SEQUENCE:97:prostate_MPM2000-004P4Novel007_8Tabie4 

TACGACTACTATAGGGCGAATTGGGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTG 

ATGGATATCTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACCAGAAGAGCCC 

AGTGCCCAGAAACCAATATCAGTTCTATACAGATACAAGGTGATGCTGATTATTTCATCA 

ACCATCTTGGAGTTCCCATCGTGCAGTTTGCTTACGAGGACATCAAAACATTAGAGGGTC 

C A AGTTTTCTCTCCG AG G CCCGTTTTTCTACACG AG C AAC AAAAATTG AAG AAATGG ATC 

CCTCTTTCAACCTTCATGAAACCATTACTAAGCTCTCAGGAGAAGCGATTTTGCGAATTG 

CCAACGAACCTGTTCTGCCCTTTAATGCACTTGATATAGCTTTAGAAGTTCAAAACAACC 

TTAAAGGTGATCAACCCAACACTCATCAACTG 

>SEQUENCE:98:prostate_MPM2000-004P4Novel007_8Table4 

TACGACTCACTATAGGGCGAATTGGGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGT 
GATGGATATCTGCAGAATTCGCCCTTTCGAGCCGCCGCCCGGGCAGGTACATGTGTAATT 
CATG G GTAGTATG ATGTATGTGTTATAACAGC ATACTG G AG AATG AG AAGCTCACAATAG 
TGGTTTCTTTTGGGGAATGGGCTTAGGGAGATGGGCATGTAAGGGAACTTCATCTGGAGA 
TAATGATTTATTTTCTTAAGAAAAAGTAGATAGAAGAAGAATGTTAGAATATCTTAAAAA 
AATAGGAATCCCATTCTGTATTATTGGATAACATTAGCACACCCAATGAAATCAATTCCT 
TAGTTTTATCCAATGCCCAGTTTATCCTCATCTTTCTCCAGTTATCCATAAAATATCCTT 
TAAAGCTG I I I I I CCC 

>SEQUENCE:99:prostate_MPM2000-004P4Novel007_8Table4 

AGGGCGAATTGGGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTGATGGATATCTGC 

AGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACTTGGATCAGTAGAATAAATATTT 

ATTGAATCAATCAGTCAGCCAATTAATATGATGTTAGTGATAGACCTGCCTCCTTTTATG 

GAAGAGGTAACAGATCCAGAGAATTCAAGTAATTTATTTGTAGACT GAAAA ATATATTAA 

AGTCTTTGCTGCAATCATATGTAACAAAAAGAACCAAAACAAACACTTTTTAGTGGCACC 

TGTGGATTTACAAAGGGTT 

>SEQUENCE:100:prostate_MPM2000-004P4Nove!007_8Table4 

CTCTAGATGCATGCTCGAGCGGCCGCCAGTGTGATGGATATCTGCAGAATTCGCCCTTAG 

CGTGGTCGCGGCCGAGGTACTTTTGATAATAACTCACTCTGTGCGATATTCCTGAATAAG 

TCCATCTCAAAAGTTTGGGATTTTCCTCCTCTTAACTTTCTTAATATTTGGACATGCAGT 

TGTCGCCAAACTTGGGTATTCATGGAATTTCTAGTAAATGAAATACCTATACTTTGATAC 

TGAAGACTGCCAAATACATAGGAATTTTCTTTCTTAAAAAACAGTAATGAAGACTATATC 

TCCTTTCCCAGCACTGAATGTTTTACTAGCACTGNGTGCTCACCATGCAACTGAAGAAAA 

TGTGGAAACTCAAAAGGTCAGGACAGACTTCCAAGCACTTGCAACTGATGTTACTGTCTT 

CAATTTTAATAATTACACATATTTGTATATTTCAGAGAAG I I I I I AATATTTCTCTGTCC 

AC I I I I I AT AAG CTTTAAAATG ATTT 

>SEQUENCE:1 01 :prostate_MPM2000-004P4Novel007_8Table4 

TATAGGGCGAATTGGGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTGATGGATATC 
TG CAG AATTCG CCCTTTCG AGCGGCCGCCCGG G CAG GTACATTATGTAGCTATGCACCC A 
TCTAAAGAAGTTAGGAAAATGACATCAAGTAGAGCATCAAAAGAAAGAAGGAAAGGATAA 
CTTAAAAC AG AAATG AATG AAATAAAACCAG AATAG AAG AG ACG ATCTACA AATCC AAAA 
GTTG GTTTGTTG AAA AT ACTAGTAG AG CTG ACATACTTGTG GTG AG ACTG ATGG AAATAG 
TGCAGTTACAACTAACCAATATCATAATTGGAAAGGAAATCACTATAGGTGCTGTAAAAA 
TTAAAAAGATAATAGAATATTATGAACAATTTTCTGCCAATATTATTGAAAGTTTAGATA 
AAATGGAAAATTCATTTAAAAATATAATTTGACAGTATTATGTT 
>SEQUENCE:102:prostate_MPM2000-004P4Novel007_8Table4 

ACTACTATAGGGCGAATTGGGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTGATGG 

ATATCTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACTAGACTTATTCAAAT 

CCCTTAGTCCCAAGCCTGAATTGATTCCAAGGGCAAGGATGTCTCCATTTGTGAGAAAAA 

AAAGAGCAAGAGAAACGAAACCAAGAAGTGCTTGACATCCTGAGCAATTCCCGGATGCTG 

CTTTGCCAGAGAGTAGGATGCCAAATATTTCGAGAAAGCCTTTCTGGACTTGAAAAGGAA 

AAATGAGAGCCAGTCTTGTCGTGTCATTTGACTTTTAAATCATCTCCTGGAGGAAGGTTA 

TNATGGGAGAATCTTCAGCATGAGATGATTCTTTATAAGGGCTAAATTAAAGCAAGGGGA 

TTTTCCCT AG CCC AAT A 

>SEQUENCE:103:prostate_MPM2000-004P4Novel007_8Table4 

ACTATAGGGCGAATTGGGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTGATGGATA 
TCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACTGAAAATTTAACAGGTGCTT 
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TTATGTGGCAATATTACCTCACCCACTTTCAAAAGA TGTCAG CAAGCTAGGTCAAGGATC 

AGGTGCCACGTTATAGACTTGAAGAACTTGGCTGA TTTTT TCCCAGGATTTATCCATCAG 

CAGTCCTATTAGCAGCAGAAAATTAGAAATCCTGAATTTTAACAAAGTCCCTA AAGA GTC 

AAAGAACACTGGGTGATCACAATCAACCAAAGCTACCACTTGTCCAGAGCATTTTTCTAA 

AGAGAAACAGCTAACACAAAAAACTTAACTCCTCCTTCAGGAAAGATTTCCTCTTCGCCG 

GTAGTCTCTCCTGTTCGTCCTCCTG CATCG AG G CG G CCAG CG G G AG CCCGTCCG CCACTC 

GGGCGATCATTGTTAGCAACACCATCTTCACAAACTAC 

>SEQUENCE:104:prostate_MPM2000-004P4Novel007_8Table4 

GCATGCTCGAGCGGCCGTCAGTGTGATGGATATCTGCAGAATTCGCCCTTAGCGTGGTCG 

CGGCCGAGGTACAAACTGATGGTAAAACAGATAGCACCCC AAAAT ATTTCCACATGCACA 

AACAACCTTGAAACGTGTGTTCGCATATTTACAAGCAGGTATTTTTCCAATGCCACTCAC 

AGCCAATTAGTGGGTCATTAAATTAACTCAGTGACTCCCAACCAACATATATTTCCCATA 

AATAGAATGAAATTGAAAAGGTGGACTAGAATAGAAAATATCAGAGTGCCTGACATATGT 

AGGTATATCTTGTTTCATGAAAAGTTTGTTTTAGAAATATAAATGTTGTTATAGATACAT 

GTGAACATGTAAAATGGATTTCTTATTGTAGGTTAAAGTCCAAAAAGTTTAAAAGCTTCT 

TGTAGAAAAGATCAGGAAGACAACATCAGTAGTTAAGAGCAAAGGCCGGGCATGGTGGCT 

CATGCCTATAATCCCAGTACGCGG 

>SEQUENCE:105:prostate_MPM2000-004P4Novel007_8Table4 

ACTACTATAGGGCGAATTGGGCCCTCTAGATGCATGCTCGAGCGGC CGCC AGTGTGATGG 
ATATCTG CAG AATTCG CCCTTTCG AGCGGCCG CCCGGGCAG GTAC ATTTTA ATTTAC ATG 
TTGTGTAGAACATAGATGAGAACTCCGGGAAAACTT GGGAATGGC AACCAACCAAAATCA 
TTTTTAATCATTTATTAGAAATTTCTCAATATTGTGTCTTTTTCTTTTGAAACTCTAAAC 
ACTTCAGAAAAAAACACTATCAGTGTAGTTCATGTTAGTATAATTATAGATTTACATATA 
TTTGAATAGTTAATTTGCTTTGTTTTACACGTAGCCCACTGCCTCATT ATAG GTAAAAGG 
CATTTATAACTGCTCAGGGGATTACGAGAACTCAACTGAAACTGAATTTTTGTAACAAGA 
ATGTTAATAGTG GCAA AGTCCTCTGTCAGTAAACTCTTTAAGCTTG GTG CCG C 

>SEQUENCE:106:prostateJVIPM2000-004P4Novei007_8Table4 

GCGGTGGCGGCCGAGGTAC I I I I I I I I I I I I I I I I AT ATA I I I I I I I I I I I I I I II I I I I 

I I I I I I I I I I I I I I U I I I I I I I I I H I I I II I I I I I I I I I I I I I AATATATTATAAAAA 

AAAATTAAATAAAAAAAAAAAAAAAAATTTTGAAAAAAAAAAAAAAAAAAAAAAAAAAAA 

AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 

AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAACCCCCCC 

CAAAAAAAA 

>SEQUENCE:107:prostate_MPM2000-004P4Novel007_8Tab!e4 

CTATACGGCGAATTGGATCTCCACCGCGGTGGCGGCCGCCCGGGCAGGTACAGTGAAAAG 

AGCCAAGGCTGTGTGACCCCCTCATCACTTAGCCAGGCGTATGGTCCTGGTTTCTGAGGC 

TGCCAGAAAGCATCTTAGCAATTTGTGTTTGGATGGTCCATGCCTGACTATTCTAGGCTG 

GAGGTTCCTAAAGAGTAACAAGAGGAAGAGAAACAAGAATCTCTGACACTTGTTGAGAAT 

AGAGCACAGTCCCATTTGTTTGAAAAGAGACACCAGGCAGCCATGTTTATGTGCCAGAAA 

TGCATTCCACCTCAAGGAGGACTTAATTTATGGACCCGTGTGTGCCAGGCTGAGCTGGGC 

AAGATCTTTCTCAGGACAAACTCTGCCATGCAGCTAAAAGTCTGGAAACTAAAGGATTTC 

ATGTAGTAAACTATCTTCCAACCCCTGTAGGCATCAG 

>SEQUENCE:108:prostate_MPM2000-004P4Novel007_8Table4 

CCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTGATGGATATCTGCAGAATTCGCCCTT 

AG CGTG GTCG CG GCCG AGGTACCCG AAAAG AAAG G A AGTCTTT AGTAATG AAAG G ATTG C 

TGCCAAAATCCTGTTTCCCCCTTGCAGATCTTACAGAAAACAGCCACAGAATCCCAAGGC 

ATCAGCACCAAGAGAGCCTGTAGAAACTATCTGGTCTAAGCTCCTGAAGCCCAGAGATAA 

G AATG ACTTAACCC AAGCTG CACAG CCTCTTAACAGTCCACTGTTA ACCCCAG AAACAG A 

TGCATTTGAATCTGAAAGGAGACAGGAATCCTAATCCTACTGCTCAGGGACTTGCTGATT 

TACTTTGCTGTCTATTAGCCTTTCTGTGACATGATTTTCTACCAAGCAAAGTCTTTTATT 

CAAGTCTCCCAGAGATTTCCTATTTAAGCGTTTGCTATTTGGCCACTTAAAAAAGACAGA 

AGAGAAGTAAACAGAAGCATATACCACACAACTCAGTCCAGTCAGTAGTTGACTCTCAAG 

ATGGCGGATGTCACTGGGATGGCTG 

>SEQUENCE:109:prostate_MPM2000-004P4Novel007_8Table4 

ACTACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACTTACGTTGCCTC 
GTGTCACCAAAATTGGTGTGGCTGCTGTGGTGCGGGGGGCTGCACTGATGGCACCCCTTC 
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CTGTCTTCATCAAGCAGCTGCCCTTCTGCCGCTCCAATATCCTTTCCCATTCCTACTGCC 

TACACCAAGATGTCATGAAGCTGGCCTGTGATGATATCCGGGTCAATGTCGTCTATGGCC 

TTATCGTCATCATCTCCGCCATTGGCCTGGACTCACTTCTCATCTCCTTCTCATATCTGC 

TTATTCTTAAGACTGTGTTGGGCTTGACACGTGAAGCCCAGGCCAAGGCATTTGGCACTT 

G CGTCTCTCATGTGTGTGCTGTGTTCATATT 

>SEQUENCE:1 1 0:prostate_MPM2000-004P4Novel007_8Table4 

TATAGGGCGAATTGGGCCCTCTAGATGCATGCTCGAGCG GCCG CCAGTGTGATGGATATC 
TGCAGAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACTTTTTCTCCTGAGCCCAGACTT 
GATAATCACTTTCTCAATCTCTGCTTGTTAAATGGCTTCTAAAAAT TCTTG GGTAAATAT 
GGGTATGGTTGCATAAAGAAAAATCCCTTAAAGGATAAGCCAAAATTTTTCAGTGATAGT 
G C AT A AAAG CCTTGTT ATCTTTAAG GCTTGTCTTTTG GTGC AT AG AG CC AAAT AA ATTG C 
CAAGGCAAAAACAAAAAGAAAGAAAATCTAGTCTCTGATTTAGTGCC CAAAAG I I I I I AA 
TG CTTTG G GTCCTCCAGTTG CTCT AAG AATTTTTTGTG GCTTTG AAG CTTTTTATC AG GT 
TTTAATTTTATCCTTATATT 

>SEQUENCE:1 1 1 :prostate_MPM2000-004P4Novel007_8Table4 

ACTACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCCCGGGCAGGTACAGTGA 

AAAGAGCCAAGGCTGTGTGACCCCCTCATCACTTAGCCAGGCGTATGGTCCTGGTTTCTG 

AGGCTGCCAGAAAGCATCTTAGCAATTTGTGTTTGGATGGTCCATGCCTGACTATTCTAG 

GCTGGAGGTTCCTAAAGAGTAACAAGAGGAAGAGAAACAAGAATCTCTGACACTTGTTGA 

GAATAGAGCACAGTCCCATTTGTTTGAAAAGAGACACCAGGCAGCCATGTTTATGTGCCA 

GAAATGCATTCCACCTCAAGGAGGACTTAATTTATGGACCCGTGTGTGCCAGGCTGAGCT 

GGGCAAGGATCTTTCTCAGGACAAACTCTGCCATGCAGCTAAAAGCCTGGAAACTAAAGG 

ATTTCATGTAGTAAACTATCTTCCAACCCCTGTAG 

>SEQUENCE:112:prostate_MPM2000-004P4Novel007_8Table4 

ACTACTATAGGGCGAATTGGGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTGATGG 

ATATCTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGACACTCACACACACACAC 

ACACACACAGAGCTCTTAACAACTGGTCCTGAGTAGCTCTTTGTAAATTCTTTATTGCCA 

GGAGTGAACCCTAAAGTGGCTCACAAGAGTGCCCTATTTCTTTCAATTAACTACAAGGAC 

AAACACATCTCAAAGTTGAGATAAGTGACCAGTAATGATTTGCCAAAATTCTAAAAGCGC 

ACTTACCATG AAATG GAT AAA 

>SEQUENCE:1 1 3:prostate_MPM2000-004P4Novel007_8Table4 

CGACTCACTATAGGGCGAATTGGGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTGA 

TGGATATCTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACCTCTTATTCCAG 

AGAAGTGGGGAGCAGAGAGGAAGATGGAGTGGAAAGGGGCGAGGCAAGGCCCTCCTGAA 

A 

TACCTCAACCCAAATCTTCAAG A AATCCCC AAGTCCTCACAGTG C I I I I IGTGGAl I I I I 

GTGGAAACCGGTAAAAGGGGCTGATTTGCTGACCCCAGTGGGTAGAAAACAGAGACTGTC 

AAGAGAACAGAAGAGGAGGCAGAAAGGGGATGGGGAAGTGGGGTTCGCCATGTTCACGAG 

CTCCTGGAGCCACAGGGCCCCCCAGGAACAACAGAGCTGAGACTGGGTGGCCTTGTTTCT 

GGCCCAATTCCCTGGGACCACCACCCTGGAAGGACAACTTGAGCCCTACTCAAGGACCCA 

CCACAACATCTCAGCATTGTCGGTCCTTAAATGCCAAGGTCTGTGCTCACCATTTCCATC 

CTTAAGATTCTCACAGGGAAGAACCCACACAACAGCTTTGTCCCTGCGACTCTGGGTGAG 

TTTCTGACACTG 

>SEQUENCE:1 1 4:prostate_MPM2000-004P4Novel007_8Table4 

TATACTACTACTATANGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCCCGGGCAGGTA 

CCTGAAGGAACGAAGAAGAGGGATTTCTCAAGGTGAGAAGCAGTTCTCCATGGACACTGA 

TGACAGCACAGGCAAAGTTTCCTATGACTAGGGATCACTGTCCACACAGAGTCTGGCTTC 

CCAGGTATCCAGCAGGTAGACAAAACAGCTAACTCCACTGCCACTCCTTTCTCCACATCC 

GTTCCTATTTCTCAGCCATCTCAGTGACATCCGCCATCTTGAGAGTCAACTACTGACTGG 

ACTGAGTTGTGTGGTATATGCTTCTGTTTACTTCTCTTCTGTCTTTTTTAAGTGGCCAAA 

TAGCAAACGCTTAAATAGGAAATCTCTGGGAGACTTGAATAAAAGACTTTGCTTGGTAGA 

AAATCATGTCACAGAAAGGCTAATAGACAGCAAAGTAAATCAGCAAGTCCCTGAGCAGTA 

GGATTAGGATTCCTGTCTCCTTTCAGATTCAAATGCATCTGTTTCTGGGGTTAACAGTGG 

ACT 

>SEQUENCE:1 1 5:prostate_MPM2000-004P4Novel007_8Table4 

TACGACTCACTATAGGGCGAATGGNGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGT 
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GATGGATATCTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACCCGAAAAGAA 

AGGAAGCTTTAGTAATGAAAGGATTGCTGCCAAAATCCTGTTTCCCCCTTGCAGATCTTA 

CAGAAAACAGCCACAGAATCCCAAGGCATCAGCACCAAGAGAGCCTGTAGAAACTATCTG 

GTCTAAGCTCCTGAAGCCCAGAGATAAGAATGACTTAACCCAAGCTGCACAGCCTCTTAA 

CAGTCCACTGTTAACCCCAGAAACAGATGCATTTGAATCTGAAAGGAGACAGGAATCCTA 

ATCCTACTGCTCAGGGACTTGCTGATTTACTTTGCTGTCTATTAGCCTTTCTGTGACATG 

ATTTTCTACCAAGCAAAGTCTTTTATTCAAGTCTCCCAGAGATTTCCTATNTAAGCGTTT 

GCTATTTGGCCACTTAAAAAAGACAGAAGAGAAGTAAACAGAAGCATATACCACACAACT 

CAGTCCAGTCAGTAGTTGACTCTCAAGATGGCGGATGTCACTGAGATGGCTGAGAAATAG 

GAACGGATGTGGGGAAAGGAGTGGCAATGGAGTTAGC 

>SEQUENCE:11 6:prostate_MPM2000-004P4Novel007_8Table4 

TACGACTCATATAGGGCGAATTGGGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTG 

ATGGATATCTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACCACTTTAAATT 

CCCCAGTTAAGCTTTTTGGACCACACAGGTAGCCTAAGCTTGGACTGAAAGCCCATAGAA 

GGCCATTTGTGGTTATAAATCATCAGGGAAAATATTCTATAGTTTCCATGTGCCACTAAG 

GTTGAGACAAATGAGTTCCTTGCTGCGCCCTTCTATGGAGTGTTTATTTCTTGTTCACCT 

TTACACTGAGGGTGTCCAGCTTTATGAGGGAACCTACTAGATTTCTCATTTCCTGTTGCC 

CATACTTTGTGTAATCACTAAAATAGAAGGTTATGGTCTGCTG AATTT GGCAAAAATTCT 

GGGGAAAAGCTGGCTTTGGCAGTTACTTCCTAGGATTCCAGCTTTTGCTT CATTTT GAAG 

AGCCGTAGGTTCCTTACTTTCGTGCCTGCTCAGCAATATGTTTAAAAGTAT I I I i i ATAA 

ATATATTTACCCAGTATCTTGGTTGCTTCTGCTGAAAGGACTTTTCAGAATTATCTAATC 

CAGCATACTGCCAAAAACAGAGCCCTGAATTAGTTTCAAATACGCACACCAACGCAC 

>SEQUENCE:1 1 7:prostate_MPM2000-004P4Novel007_8Table4 

ACTACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTAC I I I I I I I I I I I I 
I I I I I I I I I I GAGCTGCGGGGCATGATGGGGATTGCTGCATATCAGCAGTTGGATGTTCT 
TGCCTCTGACAGTAGCTTATTTGCTCTGGGGGCCAGGAATTGGATTCAGTTTACACTATC 
ATTAAAAAAGAGGGAGAGAGATAATAAACTATATTTTGGTGG GGAT GGTGATTAAACACC 
TCTTTTGGGTATGCCTTTTAAAAATGCTTATAGAGAAAAAAAATTTTAAAAAGAAAGCTA 
ATGCTAGTATATACTGCAATGTTAGGGGAATGAACATGTTTTCCTACTGCATTGGGGACT 
TCTAGATAGGCTAATGAAAGGCCTTTTATTCTGTTACTGGACATGAAAACTTTGT 
>SEQUENCE:1 1 8:prostate_MPM2000-004P4Novel007_8Table4 

CGACTCATATAGGGCGAATTGGGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTGAT 
GGATATCTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACCAATCAGAAGGAC 
GTGTTGCTTCAGAAATTCAATGAAAAAGATTTGGAAGTAATACAGCAGAACTGCTATTTA 
ATGGCTGCAGAGGATCTTGAGCTCAGGAGTGAAGGCTTAATAACAGAATAGTGCT 
>SEQUENCE:1 1 9:prostate_MPM2000-004P4Novel007_8Table4 

GGCGAATTGGGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTGATGGATATCTGCAG 

AATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACAACCAGAACCAGCAATTGTATTTCT 

CTATAGTTATTTTAAAATAGTAATCAATGCTATGTATTTGATGTATATGTTCTAAATTAG 

AAATTTCTTTTGGCTTTGTG I I I I I I I I ATGTGCGTTAAATATGTAAACTGAACCTGTTC 

CTAAAATGCATTAAACTTAAATGCTGTGTCTATCCAATGCCAAAATGCTCAGAAGAAAAG 

TGAATAATTCAGTCATTCATCTGGATGTAGTTTTCTGTGTAATCTCAAATATCTGAATAT 

TGAAAAAACTAGGTTGCTAACTNTTTTCATTCCTTATGCAAATGTTTAGCATCATAGTGC 

TGTTTCAGATACAGATCTGTTTCATCAAATATCCTCAATTACAAGTCTAAGACAGTTATA 

TGTAAAGAAAATGTATTATTTTAGATGAACAATGTGGATAACTGAACTAAAACGATATTT 

GTGAACTTTGCTATAATGAAATCTTTTATTTTTATAGCTCAAGTATTGTAATTAGCACTA 

ATTGCAGCAGAGACTGAAATAATTATTGACACCGTAGAGTAC 

>SEQUENCE:120:prostate_MPM2000-004P4Novei007_8Table4 

TTGGAGCTCCACCGCGGTGGCGGCCGCCCGGGCAGGTACCCATTG CCCG AATAGTGAACA 

CTCTACCCAGTCG I I I I I CATCCCTCACTTTCCTACCACCCTCCAACATTTTGGAGCCTC 

CAGTGTCTCTTATTCCACTCTGTATACCCATCGTTTAGCTCCCATTTCCAAATGAGAACA 

TGCAGTTTCTGACTTTCTGTCTCTGAGTCATTTCACTTACGATAAGGGCTTCTAGTTCCA 

TCCATATTGCTGCAAAAGATGTGATTTCATTATTTTTGATGGTTGCGTATGTATTCCATG 

GTATATATGCACATTTTAAAATCTAATCATCTGTTG 

>SEQUENCE:1 21 :prostate_MPM2000-004P4Novel007_8Table4 

GGGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTGATGGATATCTGCAGAATTCGCC 
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CTTAGCGTGGTCGCGGCCGAGGTACAACCAGAACCAACAATTGTATTTCTCTATAGTTAT 
TTTAAAATAGTAATCAATGCCATGTATTTGATGTATATGTTTCTAAATTAGAAATTTCTT 
TTGGCTTTGTG I I I I I I I AATGTGCGTTAAATATGTAAACTGAACCTGTTCCTAAAATGC 
ATTAAACTTGAATGCTGTGTCTATCCAATGCCAAAATGCTCAGAAGAAAAGTGAATAATT 
CAGTCATTCATCTGGATGTAG I I I I I CTGTGTAATCTCAAATATCTGAATATTGAAAAAA 
CTAGGTTGCTAAC 1 I I I I I CATTCCTTATG 
>SEQUENCE:122:prostate_MPM2000-004P4Novel007_8Table4 

CTACTATAGGGCGAATTGGGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTGATGGA 

T ATCTG C AG A ATTCG CCCTTAGCGTG GTCG CG GCCG AG GTACCATCG C I I I I I AGGAAAC 

AGAGAGCCCTCCTCTGGTCAGGAAACTGAGATCCAACAGGTGAACAGTAATTGCTTAACC 

CTGCAGGAGATGGAAGATTTGTGTAAACTGCATTGTCTCACTGTGGTTTTTCTACTCCAT 

CTGCCTCTTTCTCAAAGAGCTTGTGCTAGAGTCATCACTTCCCATTGGGCTGAGGACATG 

AAGCCTTTATTACAAATGAAAAAGTGGTGTGAATATTTCATCTTAAGAAATATACATANC 

TTTTGAATTTTGGAATCTGAATTTAATTCACCT 

>SEQUENCE:123:prostate_MPM2000-004P4Novel007_8Table4 

CTCACTTAGGGCGAATTGGGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTGATGGA 
TATCTNCAAAGGGCGCCGTTTCGAGCGGCCACCCCNNCANGTACTTNTATGTATCTGGAA 
ATGGGAAAAGAATTGTGCTCATAACACCTTCTGGATGCATATTTCTTTGGGAATATTTGG 
GATTAAAGAATATCTTATCTTCTAAA 

>SEQUENCE:124:prostate_MPM2000-004P4Novel007_8Table4 

ATTGGGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTGATGGATATCTGCAGAATTC 
GCCCTGTCGAGCGGCCGCCCGGGCAGGTACAACCAGAACCAACAATTGTATTTCTCTATA 
GTTATTTTAAAATAGTAATCAATGCTATGTATTTGATGTATATGTTTCTAAATTAGAAAT 
TTCTTTTG GCTTTGTG I I I I I I I AATGTGCGTTAAATATGTAAACTGAACCTGTTCCTAA 
AATGCATTAAACTTGAATGCTGTGTCTATCCAATGCCAAAATGCTCAGAAGAAAAGTGAA 
TAATTCAGTCATTCATCTGGATGTAGTTTTCTGTGTAATCTCAAAT ATCTG AATATTGAA 
AAAACTAGGTTGCTAAC I I I I I I CATTCCTTATGCAAATGTTTAGCATCATAGTGCTGTT 
TCAGATACAGATCTGTTTCATCAAA 

>SEQUENCE:125:prostate_MPM2000-004P4NoveI007_8Table4 

CTACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACI I I I I I I I I I I I I 

I I I I I I I I I CCGNCTCCCCAAAGCTTTATCTGTCTTGAC I I I I I AAAAAAGTTTGGGGGC 

AGATTCTGAATTGGCTAAAAGACATGCA I I I I I AAAACTAGCAACTCTTATTTCTTTCCT 

TTAAAAATACATAGCATTAAATCCCAAATCCTATTTAAAGACCTGACAGCTTGAGAAGGT 

CACTACTGCATTTATAGGACCTTCTGGTGGTTCTGCTGTTACGTTTGAAGTCTGACAATC 

CTTGAGAATCTTTGCATGCAGAGGAGGTAAGAGGTATTGGATTTTCACAGAGGAAGAACA 

CAGC 

>SEQUENCE:126:prostate_MPM2000-004P4Novel007_8Table4 

GTGCGAGTTGGAGCTCCACCGCGGTGGCGGCCGCCCGGGCAGGTACTCTTTTCAAGGCTT 

TACTTCCAATCTTCCCCTTAAGTGCTAGTGTCCAGAGGAAAAATTATTTCTTCTCTGTAG 

AAGTCATTTTGAAGACAGTA I I I I I CTGAGATCCAATGTGGTTGGGAGTTCTGAAGAGGA 

AGTTATAGTTTTAAGCTAGATTATCTCATTTTATTATATTCTGTGTTTATTTTCCTTTGC 

TGTGCTTAGGCCTTTGGCAAATGTTCTCTAGATGTACCTCGGCCGCTCTAGAACTAGTGG 

ATCCCCCGGGCTGCAGGAATTCGATATCAAGCTTATCGATACCGTCGACCTCGAGGGGGG 

GCCCGGTACCCAGCTTTTGTTCCCTTTAGTGAGG 

>SEQUENCE:127:prostate_MPM2000-004P4Novel007_8Table4 

CTACTATAGGGCGAATTGGGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTGATGGA 
TATCTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACAACCAGAACCAACAAT 
TGTATTTCTCTATAGTTATTTTAAAATAGTAATCAATGCTATGTATTTGATGTATATGTT 
TCTAAATTAGAAATTTCCTTTGGGCTTTGTG I I I I I I I I I ATGTGCGTTAAATATGTAAA 
CTGAACCTGTTCCTAAAATGCATTAAACTTGAATGCTGTGTCTATCCAATGCCAAAATGC 
TCAGAAGAAAAGTGAATAATTCAGTCATTCATCTGGATGTAGTTTTCTGTGTAATCTCAA 
AT ATCTG AAT ATTG AAA A A ACT AG GTTG CT AAC I MM I CATTCCTTATG C A AATGTTT A 
GCATCATAGTGCT 

>SEQUENCE:128:prostate_MPM2000-004P4Novel007_8Table4 

CCCCCCCTCGGAAGTCTTCTAGNATTAATTAACGCGGGGGAGAGAGAGAGAGAGAGAAAC 
TTTAAAAGTTTGATCTAATGTACTTACTACCAAATAAAGATTTTACCTATAGATTGAAAC 
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TAAATTGTAAATGTCCCAAATACTTTTCCCGATGAAATTCAAACAAAATTAGACTTTTAT 
ACACACAAAGCAAAACAAAACACAACCTATATATAATTTCAAGATTAAGAAAAACAAAAC 
AAATAAAAGCATTCTCTCAAGACCTTGCTTCAGTTGTGTAAAATAATTAAATGTGCTATT 
CC AAGTTG ATTTTAGTTTTTAAATAC AG AATTTG ATAAAAG ATAAGTAAAAG AAGGCCTT 
GGGTTCAGGGTGGCAGATATTTAGTGCACCCTTTATCTAGTTCAGGAAACACTTGAAAGA 
TTTATCAAGTTTCCTTATGTAATGAAAGACTTAACTAGTTCAAATAAGCAATACCCACAG 
AAC ATAATTAG AG CAG C AT ATTGG AG CAC AATTTTTTTTTC AT A AAG ACTAAAACTG A AC 
AG C AG C AG ATTG AAAC AC AA I I I I I I I I CCTAAAGAACTAAACTGAACAGCAGTCAAGAC 
TC 

>SEQUENCE:129:prostate_MPM2000-004P4Novel007_8Table4 

ATACGACTCACTATAGGGCGAATTGGGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTG 

TGATGGATATCTGCAGAATGGCCCTTAGCGTGGTCGCGGCCGAGGTACAGAAAATGCGGT 

GATAACATAGGCAAACCATCTACTTCCCAGTCTTCTTTCTAGATTTATTCCTTTCCAGAG 

CATGGATGCCATATTGAAATACAAATGCCAATCATCAGCATGGTGAAGGGGAGAGAGCGG 

GTAAACGCTGCCAATCTTTTTGCTGGTAACACTTCTCCACACTAAGGCAGGAGCTATACA 

GTGGCTTCTGAGGGTTCAAGAAGAACCAGATGTTGAGGGCCAAAGTTGCTAGGGTGACAG 

GTGGAATATTGTTGATCCCAACATGGAAGATTTGAGAAAGGAGTAGAATAAGTCCAGTAT 

TTATCCCTCTTG ATCTCCGTTG CATGG CC AG ATATC AG G G AAAC AG CTCAG C AATG G G A A 

AACGTACCTGCCCGGGCGGCCGCTCGAAAGGGCGAATTCCAGCACACTGGCGGCCGTTAC 

TAGTGGATCCGAGCTCGGTACCAAGCTTGGCGTAATCATGGTCATAGCT 

>SEQUENCE:130:prostate_MPM2000-004P4Novel007_8Table4 

CACTATAGGGCGAATTGGGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTGATGGAT 

ATCTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACCTAGTAACATTCATCCT 

CTTGATTCCTGGTGAACACGGTTAAATTCATGCACATTTGTTCTTGTAG TTTCT TAAAAA 

TTAGAATCCAAATTTATTTTGTTTAGCCAAGCAAAATTGGAAAATTTCCATTTTATTATG 

ACTTAATGTAAA I I I I I I I GCTCTTGCTTATTAAGTAATACCGAACCTGGTAAATTCTGT 

AAATTTTTAAAAATTTTAGTATTCTTTTACAATTCAAATT 

>SEQUENCE:1 31 :prostate_MPM2000-004P4Novel007_8Table4 

AGGGCGAATTGGGCCCTCTATATGCATGCTCGAGCGGCCGCCAGTGTGATGGATATCTGC 

AGAATTCGCCCTTTCGAGCGGTCGCCCGGGCAGGTACCCATCAATTACTCTTTTAGTGGA 

CAT AACAGATACACAATCTGTAGTGTCTCAGTGACCTAGGGTCCTAGAATCAT ACT AATG 

CAAACAAACCATGATTCCCAATGTTCTAGACTGCAGACAATAAACAGGGATCTTGCTTGG 

GGCTGCTAGGCGCTAGCAAACAACATCTAACCAGCAGCATGCCTTCAAGGTTTCGAGACC 

ACAGTCACTCCCACTTATAGATGTGGACCATCTTCTCTGTTAAGGTAGCCAAGTAGCTGT 

TACGGTTCACCTCAAATGGGCAAGATGTCCAACACAGNCTGATCGGTCTGGTAGGTCCTG 

GAG 

>SEQUENCE:132:prostate_MPM2000-004P4Novel007_8Table4 

TACGACTCACTATAGGGCGAATGGNGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGT 

GATGGATATCTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACCCGAAAAGAA 

AGGAAGCTTTAGTAATGAAAGGATTGCTGCCAAAATCCTGTTTCCCCCTTGCAGATCTTA 

CAGAAAACAGCCACAGAATCCCAAGGCATCAGCACCAAGAGAGCCTGTAGAAACTATCTG 

GTCTAAGCTCCTGAAGCCCAGAGATAAGAATGACTTAACCCAAGCTGCACAGCCTCTTAA 

CAGTCCACTGTTAACCCCAGAAACAGATGCATTTGAATCTGAAAGGAGACAGGAATCCTA 

ATCCTACTGCTCAGGGACTTGCTGATTTACTTTGCTGTCTATTAGCCTTTCTGTGACATG 

ATTTTCTACCAAG CA AAGTCTTTTATTCAAGTCTCCCAG AG ATTTCCTATNTAAG CGTTT 

GCTATTTGGCCACTTAAAAAAGACAGAAGAGAAGTAAACAGAAGCATATACCACACAACT 

CAGTCCAGTCAGTAGTTGACTCTCAAGATGGCGGATGTCACTGAGATGGCTGAGAAATAG 

GAACGGATGTGGGGAAAGGAGTGGCAATGGAGTTAGC 

>SEQUENCE:133:prostate_MPM2000-004P4Nove!007_8Table4 

CGACTCACTATAGGGCGAATTGGGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTGA 

TGGATATCTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACCCTACCACTGTT 

GGACCAGTGGAGAGCAGTGGATTGAGATCTCGCTACCGTTCTTCACCTACCGTCTACAAC 

TCACCTACTGACAAAGAAGACTACATGACCGACCTACGAACTTTGGATACTTTTCTCGGA 

AGTGAAGAGGAGAAACAGCATAGGGTTAAGCTGGGGAGCCCAGATTCTACCTCTCCTTCC 

AGCAGTCCTACTTTCTGGAACTATAGTCGTTCTATGGGGGATTATGCACAAACTTTAAAG 

AAGTTTCAGTATCAGCTTGCCTGAAAGACTAAGGCCCCATGTGCTAACAAAGATGAC 
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>SEQUENCE:134:prostate_MPM2000-004P4Novel007_8Table4 

GCGAATTGGGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTGATGGATATCTGCAGA 

ATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACCTGAAGGAACGAAGAAGAGGGATTTCTC 

AAGGTGAGAAGCAGTTCTCCATGGACACTGATGACAGCACAGGCAAAGTTTCCTATGACT 

AG G G ATC ACTGTCC ACAC AG AGTCTG G CTTCCCAG GT ATCC AG C AG GTAG AC AAAAC AG C 

TAACTCCACTGCCACTCCTTTCTCCACATCCGTTCCTATTTCTCAGCCATCTCAGTGACA 

TCCGCCATCTTGAGAGTCAACTACTGACTGGACTGAGTTGTGTGGTATATGCTTCTGTTT 

ACTTCTCTTCTGTCTTTTTTAAGTGGCCAAATAGCAAACGCTTAAATAGGAAATCTCTGG 

GAGACTTGAATAAAAGACTTTGCTTGGTAGAAAATCATGTCAC 

>SEQUENCE:135:prostate_MPM2000-004P4Novel007_8Table4 

TACGACTACTATAGGGCGAATTGGGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTG 

ATGGATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACCCACAATGGAAAG 

ATGGTCTTCCTGCATTGTGAAGGTTGTTCTCATCAACCAAGCCTGCAATGACTAGACATT 

CTAAAGAGAAGAGTGATGGCAATGGAAAGAGGACACATCCACTTGCCAGGTCACTTCTAT 

CAGTTGATGACATGCCATATGTTATGGCTAGGTCAGCTTTCCACAAGTATGCACATGCAA 

AATAGAACTTGGGAAAAAAATCTTTGATTTGGCCCTCTACCAAGTGGA TCAG TGTGTCAG 

AGTTCAGTTGAGCAAAGGTCAGAGTTTAAGTTGAATCTCCAGTCACTCTTTTGAAGATAT 

TTGGTGATGCCAAATTTAATT 

>SEQUENCE:136:prostate_MPM2000-004P4Novel007_8Table4 

ATAATTTGCCATGTCTTCTAATAAGAGTGAAAAAGTGAAAATGAATCTGTATGCAACATT 

ATTTTTATTTCTTAATATATTTTGGGAAACTTAATTGCAACTGTGTGGTTCAGGGATTTA 

GTGCAAGAAGAAGAACAGTTGATGGAAAAAAAACCTTATAACAAAAAAAGGAGGTTCCTG 

CCCGGCGGCCGCTCGAAAGGGCGAATTCCAAGCACACTGGCGGCCGTTACTAGTGGATCC 

GAG CTCG GT ACCAAG CTTG G CGTAA ATC ATG GTCATAG CTGTTTCCTGTGTG AAATTGTT 

ATCCGGTCACAATTCCACACAACATACGAGCCGGAAGCATTAAGTGTAAAGCCTGGGGTG 

CCTAATGAGTGAGCTAAC 

>SEQUENCE:137:prostate_MPM2000-004P4Novel007_8Table4 

GAATACGACTACTATAGGGCGAATTGGGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGT 

GTGATGGATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGGCGAGGTACCTAAATTTCC 

TCTAACCACTCTCAGAAACTGAAACAATGTCTTTGCTCTTAAAAGAGAAGAGACTTCAGA 

TGTAATCAAGAAAACATTGTGTAACTTGCCTCTAAGCTCTTCAGAGCCAATTTTACTATG 

GCAGGATATTCCTTCCTGATAAGGTGATTAATGAAGTTTTTGGTGCTCACTTTTCTCTCA 

TAGTCTATAAGCTCAGTATACCAAAAAAAAAAAAAAATTAGATAAAATAAAACAAAACCC 

CCAATAGGTCTTGAAAATAATATAAATATTTTGTGGAGTCCCAGTCACATAATACTCCAC 

T 

>SEQUENCE:138:prostate_MPM2000-004P4Novel007_8Table4 

GCGAATTGTGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTGATGGATATCTGCAGA 

ATTCTTCCTTAGCGTGTTTGCGGCCGAGGTACAAGAGGCTACTTCTACTAGTGACATTCT 

GAAAGTTCCCAAACCTGAACCTATACCAGAGCCTAAAGAACCTTCTCCGGAAAAAAATTC 

CAAAAAAGAAAAGGAGAAGGAGAAGACCCGACCACGATCTCGGTCACGCTCCAAATCAAG 

ATCCCGGACGCGGTCCCGCTCTCCTTCTCACACTCGACCTAGACGGCGCCATAGATCCCG 

ATCAAGATCGTATTCACCTAGAAGGCGGCCAAGCCCAAGAAGGCGGTCATCTCCTCGAAG 

AAGAACTCCGCCAAGAAGAATGCCTCCTCCACCAAGGCATAGAAGGAGTAGATCTCCAGT 

AAGACGAAGGAGACGTTCGTCAGCATCCTTGTCTGGGAGTAGCTCATCATCCTCTTCATC 

TCGTTCACG 

>SEQUENCE:139:prostate_MPM2000-004P4Novel007_8Table4 

ACTACTATAGGGCGAATTGGGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTGATGG 

ATATCTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACTACAGGGATGGACTC 

AGTTCTCTCTCAGGTGATACTGTTTTGGAAGCTTATTTCCACTCTTGCACTGGATTCAGT 

AGCTGCACCTGGGCCCATACCCCAAAACAAACTCTCATTAATTAAACACAAGACCCATCA 

ATAAGAAAGTTGTCCCAGGGAAGGTGCACAGCAGGGACCTCTGCTTTTGGGAACCTGTGG 

CTATGCAGGCAGGGTCAGGAGTGTGACCCATTTTCTTCTCCTCCCCCTGCCTGCTGCACA 

GACAACTGAAACCAGGAGCTTTCCATTGCTAAGTATATAAAATACGTGATAGTTCCAGGG 

AAATGTAATACACATATGAAGGAATGAGGAACCTACATAAAATTAAAATAAAATGAATAT 

ATTAAATATACAACACTGTAAGAGATAATCACGGAAAAGACAACAAATATAAAAAACCTG 

TGTGTATACGTGTGACATAGTGTTCTTGTAAATTAAATCGTAATTTGCTTATGAAGTCCT 
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TCAAGTAGGTACCTCGGCCGCGACCACGCNTAGGGCGAATTCCAGCACACTGGCGGCCGT 

TACTAGTGGATCCGAGCTCGGTACCAAGCTTGGCGTAATCATGGTCATAGCT 

>SEQUENCE:140:prostate_MPM2000-004P4Novel007_8Table4 

GGCGAATTGGGCCCTCTANAGCATGCTCGAGCGGCCGCCAGTGTGAT GGATA TCTGCAGA 

ATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACTTTTCGCTCAGCTGTTTTCATCACTG 

TGTTC AG AG GTTTGTCTT I I I I I I I CCCCTAAAGGTGCTGAGATGTTATGAGTGCTTTAT 

GTGTGGTTACTGGATAAGTTTTGAAATGTCACTGTGTTATAAACTG CATG ATTATCGATT 

TTGGAAATTTTG I I I I I I IT AAATG ATTAATTTAAATAAAATG G AG AATTTTG ATCCAT A 

AGAAAAGCAGGACTGAAATCTCCAGGGATGGGAGCCTTTGGGTTCACTTTGTTCAGTGTT 

GTTTCTTTGTAGACTTCCTACTTTCTTGTAAAATGTTTTGGACTAAATATTTCACAAGAA 

TAGAATTTTTCAAGGTCTGGCCGGTTATGGGTTGTAGATTTGGGGCAGAATGCTGAGATG 

T ACCTCGGCCGCG ACC ACGCT A AG GGCG AATTCC AG C AC ACTG G CG G CCGTT ACTAGTGG 

ATCCGAGCTCGGTACCAAGCTTGGCGTAATCATGGGTCATAGCTGTTCCTGTGTGAAATT 

GTTATC 

>SEQUENCE:1 41 :prostate_MPM2000-004P4Novel007_ 8Table4 

TATAGGGCGAATTGGGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTGATGGATATC 

TGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACCATTCTTATCTCAGAATGCT 

GTAAACCATCAGTAGAAGCAGTTTAGATTTGGACTGCATGGTAAAATGAAAAGTAATAAC 

CCTCCAACCACAACCTAGTCAGGGTATTAATAATTATATGTAGCAAGAAAACAAAGAAGA 

AAATAATATTGAAAAAATGGAGATTCCCCAACCAGTTTCATATTTGAAGGATCTGAGTTG 

TATTTTTATTAAGGAAA I I I I I I I I CTGAATACTGTCTTCCAAAATGTTAACATTAAAAT 

CTGAATCAGAGGACTCTGAATGGAAAAGAAGTTTGATCACTGACACCTAGGGCTCTGAAG 

CGTGTGTGGCC 

>SEQUENCE:142:prostate_MPM2000-004P4Novel007_8Table4 

CTACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCCCGGGCAGGTACCAGGA 
G 

GGTATTGATGTTTGAGGTCCAAACTGAAAACCCATCACCTCCTTCCCACTGCTATAGCAG 

CGTTAGCCCTGGGGTTCATTATCTAGCCAGTTCACACCTTCTAAAGTGGGGCTCTGAAAA 

TGTCTTACTTCCCTCACAGACAAAGCAATTCTCAAGCCTCCTGAGATCACCCACCAACCA 

GAGCAACTGCTGTCACTTGGAGGTGCAGCTGAATTCTTCTAATTGT GACAC AAACTCTTG 

AAACTGTAAATGCTGAAAGATTAAATGAGGTTATAACACTCAGAAGGTTTTACAAGTAAA 

AG TAAGTCAA ATCAA ATAG GTCTTTATTTC ATATCTGT AATG GTTT AGCTCTG CG GG AAG 

TGTTAGCAGCTTATATGAATTATGAAGAATTTAGAAGACAATCCCTAAACACATGAAA 

>SEQUENCE:143:prostate_MPM2000-004P4Novel007_8Table4 

CTATACGGCGAATTGGATCTCCACCGCGGTGGCGGCCGCCCGGGCAGGTACAGTGAAAAG 

AGCCAAGGCTGTGTGACCCCCTCATCACTTAGCCAGGCGTATGGTCCTGGTTTCTGAGGC 

TGCCAGAAAGCATCTTAGCAATTTGTGTTTGGATGGTCCATGCCTGACTATTCTAGGCTG 

GAGGTTCCTAAAGAGTAACAAGAGGAAGAGAAACAAGAATCTCTGACACTTGTTGAGAAT 

AGAGCACAGTCCCATTTGTTTGAAAAGAGACACCAGGCAGCCATGTTTATGTGCCAGAAA 

TGCATTCCACCTCAAGGAGGACTTAATTTATGGACCCGTGTGTGCCAGGCTGAGCTGGGC 

AAGATCTTTCTCAGGACAAACTCTGCCATGCAGCTAAAAGTCTGGAAACTAAAGGATTTC 

ATGTAGT AA ACTATCTTCCAACCCCTGTAG G CATC AG 

>SEQUENCE:144:prostate_MPM2000-004P4Novel007_8Table4 

CAAGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGA 

GAGTACTTCTAGAATTAATTAAGGCGGGTGCTCCAGAGTCGGGTCTGCTTTCCAAAGTAT 

AGGACATTTGAAGAACTGGTATGCTACTCACTGGTGAAGGACAGTCAGGTGAAGGACTGT 

AAGCCCACACAAGCTCTTCTTATCTCTACTAGAATTAAAATGTTAAGTCAAAAACGGCTC 

CTTTTTTGCGCCTCCTAGTGAAACTTAACCAGCTAGACCATTTGAGTACCAG CATTT AGT 

TACAAACGTCAAAGGCTTCCGGTGCTGCTTACCTTCCTTTTTTGTTAATGTGCTTTTATT 

TATTAAAAAAAATTACAATGAAGATGCCTGTTTTGTCTCTACTGTGTACTCTGATCGTAT 

CTTTCCAAAGTGCAGACTCTTGTGAAGTTTTCTTAAATTGTTCACTTTAAAGAAAATGAC 

GTACCAACAATGATTTGGCTTTTATATTACTGTAAGATGTTATAATGTTAATGTGGATGT 

AGTG CTTTT ACTTTAC AG ATTG ATTG G AAT AAG ATT ATTG C AT ATG A ATTTACCC AC AG G 

ACTCTGAATCATGTTACCCAC 

>SEQUENCE:145:prostate_MPM2000-004P4Novel007_8Table4 

CGCGCGTATACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTA 
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CGCGGGGACATCMTGCAGAGTCCCTCTGTGAATTTACAACACCCAACACCCATGAGTTC 

AGTCCTTAAGAAGGAAAATTGAGCAAGTATTTAATTGGTTGGACATTGC ATAAAA GAGGT 

CCATATCCAGGCTAACTCTAGAAATTTTATTCTCAAACTTAGTTGGCCTCTTTTTCTTCT 

GTCAGAGGACCATTCTTAGTGGCACTGGGGAAATCTTGGCACCCAGAAGAATTCAACTGC 

GCTCACTGCAAAAATACAATGGCCTACATTGGATTTGTAGA 

>SEQUENCE:146:prostate_MPM2000-004P4Novel007_8Table4 

CGACTCACTTAGGGCGAATTGGGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTGAT 

GGATATCTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACACTCTAGCATTGT 

AACTTTTTCCCCCTGAGAAGTGATTTTAAGATCTATCAGTCTCAATTTAAATGATCTGTT 

AATCAGCCAGAGTTTTAGTTTCATAATATCGTTCCATTGCCTGACAAAGATATACACACT 

G AAGTG CCTTTAG C AG ACCTG G G ACCGTCAAG AATCTTGTT ACCCTG ATTATTG C AAG AT 

GACATATTTCTTAAGCCATTTATAATCCCATATTCGGGTTGAATCTGAATTTACAAA TAA 

AAGGGTTAAATTGAGGCAGTTTCAAGCAGCATTTAGGAAAATGAAGTGGCTTCAAATTTT 

>SEQUENCE:147:prostate_MPM2000-004P4Novei007_8Table4 

CCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTGATGGATATCTGCAGAATTCGCCCTT 

AGCGTGGTCGCGGCCGAGGTACCTCTCTTTCTTGTTGGAAA TGTTG AAGTATTGAAATAC 

TTCTTTTCTGTAGAAGGTGGTTCTCCCTTCTACCCAGGAATAATTTTGTGGCAAGTCATT 

GAGTCAGCAGTTATTTTGACCCTAACTGAAAGAGATAAAGTTCCTAAGAATTTATTATAT 

ATGTTTCTTGCCACTGAGTGAGCAAGAAAAATACATACCCATCAGTGCTGACTGGTTGGT 

AATTTCTGAAACACAATGCCACAGCTCTTCATGAATAACACAGTAACAGAATTACAGAGA 

ATTTGGAAGAGATCAATCTCTAGATGGATGAGTTAGTCTATAAACAAATAGCTACTCAAC 

TTCTTTTAACTTTTAAGAATGCTGTATGTGTTTTCTAATCCAGATCCTTGGGTTTCAGTG 

AGTCTCTAGAAATCAAGAAATNTTTACAGATTAATGGATC 

>SEQU ENCE: 1 48:prostate_M P M2000-004 P4Novel007_8Table4 

GACTCACTATAGGGCGAATTGGGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTGAT 

GGATATCTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACATAACCGTGTAAT 

CTGTAAGATAGTATGACATTTCTGCCTTTCTGCAAAATTACTGAATCAAAGTTTGAAGTA 

GTGCGTTCTTTAATGGATTTTATTTATAAAATCATCTTTACTGTAATCCCAGCACTTTGG 

GAGGCCAGGGTGGGTGGATCACCTGAGGTCAGGAGTTCAGGACCAGCCTGGCCAACATGG 

TGAAGCCTGTCTCTACTAAAAATATAAAAATTAGCCAGATGTGGTGGGTGGGTGCCCTGT 

AATCC 

>S EQ U E N CE : 1 49 :prostate_M P M2000-004 P4Novel007_8Table4 

G CGT AATACG ACTC ACTAT AGG GCG AATTG GAG CTCC ACCG CGGTGGCGG CCG AGGT ACT 

TGATACCATGCCTAGTGCATAGTTGGTGCCCAATTAATACATGATTGGATTATAGCATAA 

TCACTGATCACTACATTTAAAGCAGTCCAATAGTGGAACAGGCTGCCTCACAAATAGTGA 

GCTCTCGTTTCTTACACAGATTCTACTATGGGCCAGGATCTCAGCCAAGCAGTGGAGCCA 

GAGGCTGGACAGACACAAGCAGAGATTTTGGAAAAAGACTGAGTCCCTCTCAGCACTTCA 

AAGATCCCTTCCAACACCCAAACATCAAAAGCCATGTTATATTGCCAAGCAAGGGTGCCT 

ATGAACGCCTGTTGAAACCCCACAACAATTTTTTCAGCCATTTATTAAAACCCCAAAGAG 

ACTATCAGGACTTCAGGGCAAACATCCTAGAGATAGCAATGCCCCCAGCAAGAAGAAAAG 

AGTTCTCAGTCTGAGAGGCACAAACTGTAATCAGTGTAATTAACAGCTTACCCTCACCTC 

TAGCCAGGCGTTTCTTCAAGATTCTAGGGTTTCCAGTCCTTACAGAACATTCTCAAGTCA 

GCAGGCTACACT 

>SEQUENCE:150:prostate_MPM2000-004P4Novel007_8Table4 

CCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTGATGGATATCTGCAGAATTCGCCCTT 

TCGAGCGGCCGCCCGGGCAGGTGCTGTTAACCTTCCGGGAAATGCAGGTCTTCAGTGGAT 

TCCTGTTAGAGACATAAAAATGTAGAGAGAAGACTTTCAGTTAAAAGCCTCCTCCCTTCA 

GCAAAGTATATTCTGATTCCATTATCGTGTTAGGCTCCTATATAGTTATAAGTAATCCCA 

TGCGGTTTTAGAATTCTTAAATATTCACACACATAGTCATCTGAAAATGAATAAATCCAT 

GAATGACTAAACAAAATTTATTCCTATATCNATTTCAATATCCTTAAATTATGCTTACAT 

CCTTAAATCGGTTGCCTCATTCTGAAAGCACATAGTCTGTAACTCGTAAAAAACACCTGT 

CGGCCGGGCACGGTGGCTCACGCCTGTAATCCCAGCACTTTGGGAGGCCGAGGTGGGCG 

T 

ATCACCTAAGGTCGGGAGTTTGAGACCAGCCTGACCACCATGGAG 
>SEQUENCE:1 51 :prostate_MPM2000-004P4Novel007_8Table4 

CGGGCCCCCCCTCGGAAGTCTTCTAGAATTAATTAACGCGGGTACAAACGAGTCCTGGCC 
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TTGTCTGTGGAGACGGATTACACCTTCCCACTTGCTGAAAAGTCAAGGCCTTCTTGGCTG 

ATCCATCTGCCTTTGTGGCTGCTGCCCCTGTGGCTGCTGCCACCACAGCTGCTCCTGCTG 

CTGCTGCAGCCCCAGCTAAGGTTGAAGCCAAGGAAGAGTCGGAGGAGT CGGA CGAGGATA 

TGGGATTTGGTCTCTTTGACTAATCACCAAAAAGCAACCAACTTAGCCAGTTTTATTTGC 

AAAACAAGGAAATAAAGGCTTACTTCTTTAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 

AAAAAAAAAAAAAAAAAAAAAAAAAAAAAATTAAAAAAAAAAAAAAAAGGCGGCCGCCAC 

CGGGGGGGACCTCCAATCCCCCCTATAGGGAGTCGTATAACCCCCGCTCACTGGCCGTCG 

>SEQUENCE:152:prostate„MPM2000-004P4Novel007_8Table4 

ACTACTATAGGGCGAATTGGGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTGATGG 

ATATCTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACTTCTATGATATAGTT 

GTC AA AATCAACTG G AG G ATAATAAA AT ATTGTG G GTTCTC AGC ATTCT TAG AA TCCA AA 

TTACAACCATATCAGTACGGGTTTGGTCCACATGAGCCAACTGAAGTCATTTTCCTCAAG 

GTTGGAATTTGTGCCAACCTAAATACGTTGTTTCTTTGATGGTGTTTATTGCTATTGGTA 

TTATTTTGAACTAATAACAATTATTTTGTCTAAATAATGCTAAGACAATTCTGTTAAGAA 

TTTTGTCAGCTAACATAATTCATTAAGTATGTTTGGCATCATATGGACAAAATATTTGGA 

T 

>SEQUENCE:153:prostate_MPM2000-004P4Novel007_8Table4 

GTAATACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACGAT 

CTTGGCTCACTGCAACCTCTCCCTCCCGGGTTCAAGTGATT CTCGTG CC TCAGC CTCTTG 

AGTAGCTGGGATTACAGGCGCGTGCCACTGCGTCCGGCTAATTTTTGTATTTTTAGTAGA 

GATGGGGTTTCACCATGTTGGCCAGGCTGATCTCAAACTCCTGACCTCATGTGGTCCACC 

CACCTTGGCCTCCCAAAGTGCTGGGATTACAGGCGTGAGCCACCGCGCTCAGCCTACAAG 

CAATTTTTTAAAAACTGACACCTATTACTGATAAAATTCTCTGTTTAAAATCCTATTTAC 

TATTTTAAAGATAAGTATTAG I I I I I I I I I AAATACAATAATTCTGTTATTGATAAAATT 

TAAG GCATTTTCATTGCCTTTTGC AAATTT 

>SEQUENCE:154:prostate_MPM2000-004P4Novel007_8Table4 

TACACTACTATAGGGCGAATTGGGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTGA 

TGGATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGATTCTCAA 

TCCTACCCATGATGCAGACAGATTGCCTCATTTCAGCTCAATAAAACATCACCAAATTCC 

CTTAGGCAGAAAAAGGGTGGGGAGTGCCCTTTCTTGAAGGAATCCCTTAAGTGCACGTCT 

CCCGTTTTCTTTTCACATCAATGCAGAGTCCCTCTGTGAATTTACAACACCCAACACCCA 

TGAGTTCAGTCCTTAAGAAGGAAAATTGAGCCAAGTATTTTAATTG 

>SEQUENCE:155:prostate_MPM2000-004P4Novel007_8Table4 

TACGACTCATATAGGGCGAATTGGGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTG 
ATG G AT ATCTG C AG AATTCGCCCTT AG CGTG GTCGCGG CCG AG GTACAAG A ACTATGC AG 
AGTCATGTTTGATGCTTTGGAACAGAAATGGAAGCAAACAGAACAGGCTGATCTTATAAA 
TGAGCTATATCAAGGCAAGCTGAAGGACTACGTGAGATGTCTGGAATGTGGTTATGAGGG 
CTG G CG AATCG ACAC ATATCTTG ATATTCC ATTG GTC ATCCG ACCTT ATGG GTCC AG CCA 
AGCATTTGCTAGTGTGGAAGAAGCATTGCATGCATTTATTCAGCCAGAGATTCTGGATGG 
CCCAAATCAGTA I I I I I G 

>SEQUENCE:156:prostate_MPM2000-004P4Novel007_8Table4 

CTACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCCCGGGCAGGTACAAAAAT 

TAGCTGGGCATAGTGGCACATGCCTGTAGTCCCAGCTACTCGGGAGGCTGATGAACAAGA 

ATCACTTG AACCTG GG AGG AGG AGGTTG CAGTG AGCTG AG ATCGTG CCACTGCACTCC AG 

CCTGAGCGACAGAGCAAGACTGTCTCAAAAAAATAAAAAAGAAAAAAATAATAAAAAGGA 

AAACAAAGCCTTTAGAAAAACAAAGCCTTTGAAAAAGGATGTAAAATTGAATATATAGAT 

ACAATTATTTTTAAAAAGTTTTATAGAAAAATATCCTGGATTGTTGATGTTGTTTTAATA 

TATTTTAATCA I I I I I GTATAATGTCATGTATAATATGTTATAATGAAAGTAAAAAAAAA 

AAAAGTACCTCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTG 

>SEQUENCE:158:prostate_MPM2000-004P4Novel007_8Table4 

TACGACTACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCCCGGGCAGGTACC 

ATTCTTATCTCAGAATGCTGTAAACCATCAGTAGAAGCAGTTTAGATTTGGACTGCATGG 

TAAAATGAAAAGTAATAACCCTCCAACCACAACCTAGTCAGGGTATTAATAATTATATGT 

AGCAAGAAAACAAAGAAGAAAATAATATTGAAAAAATGGAGATTCCCCAACCAGTTTCAT 

ATTTG AAGGATCTGAGTTGTA I I I I I ATTAAGGAAATT I I I I I I I CTGAATACTGTCTTC 

CAAAATGTTAACATTAAAATCTGAATCAGAGGACTCTGAATGGAAAAGAAGTTTGATCAC 
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TGACACCTAGGGCTCTGAAGCGTGTGTGGCCACATGGAAAAGTCGAAGGATGCGCTGTCG 

AATCTCCTTTGTCTTCACTCCATAGACAATTGGGTTGAGCACAGGAGGAACCAGCAGA 

>SEQUENCE:159:prostate_MPM2000-004P4Novel007_8Table4 

CTGACTATAGGGCGAATTGGGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTGATGG 

ATATCTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACCCAGCAGGGAAATCA 

CTTTGGGAAGTAGATTGGCTGTTTGAGCCACACAACCTTAGATCACATTCACTGTCAGAG 

AGACTGTCTACAAACCTGGAGGAAAACATTAAGATAGTTCCTCTTCTCCTAGCAGCATGT 

GAAATAAATAAATAAATAAATAAAAGGTTAGAAATATTTTCTTTGAATCACAATTAAACA 

TATGACTTATTCTAGTTTGGAGAAACA 

>SEQUENCE:160:prostate_MPM2000-004P4Novel007_8Table4 

CTACTATAGGGCGAATTGGTCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTGATGGA 

TATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACTTTGATCTTGGACTTGCA 

GCCTCCAGAACTGTGAGGCTTGTCCATTTTAATGAGAAGCTTATGCGGCATGGAACTGAG 

TTCACCCCCAACCAACAGCTGGTGAGGAATGGAGCTCTTCGTTCAATGACTCATAATGAG 

CTTTGAGACAACCAAAGCCCCCTAGCTAACCTGTGCCTGGATTCCTGGCCCACAAAGACA 

GTGAGAGAGGGACCCAACTCAGCCCATGAAGCCACTGAAATACAGGAAAGAGCATCTTCA 

TTGAAGCCACTGGAGCATGGGAAAGAGCACCACCAGCTCCCTGCTCGCTAGCTGTGAACC 

TCAGGATGGAATAGAAG 

>SEQUENCE:1 61 :prostate_MPM2000-004P4Novel007_8Table4 

TGGGCTCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTGATGGATATCTGCAGAATTCGG 

CTTCGAGCGGCCGCCCGGGCAGGTACTCTACGGTGTCAATAATTATTTCAGTCTCTGCTG 

CAATTAGTGCTAATTACAATACCTGAGCTATAAAAATAAAAGATTTCATTATAGCAAAGT 

TCACAAATATCGTTTTAGTTCAGTTATCCACATTGTTCATCTAAAATAATACATTTTCTT 

TACATATAACTGTCTTAGACTTGTAATTGAGGATATTTGATGAAACAGATCTGTAT CTGA 

AACAGCACTATGATGCTAAACATTTGCATAAGGAATGAAAAAAGTTAGCAACCTAGTTTT 

TTCAATATTCAGATATTTGAGATTACACAGAAAACTACATCCAGATGAATGACTGAATTA 

TTCACTTTTCTTCTGAGCATTTTGGCATTGGATAGACACAGCATTCAAGTTTAATGCATT 

TTAGGAACAGGTTCAGTTTACATATTTAACGCACATTAAAAAAACACAAAGCCAAAAGAA 

ATTTCTAATTTAGAAACATATACA 

>SEQUENCE:162:prostate_MPM2000-004P4Novel007_8Table4 

TACGACTCACTATAGGGCGAATTGGGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGT 

GATGGATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACCTAAGATAGAGC 

TGTTAGAATTTAGATAGACATTAGATAGACAGTGAAAATATTTTAGTCTACAGTTGAAAC 

TGTAAC A AT ATTG GTATTGTTCTCAACTACCCCTG GTCTAGTTAAG G G CTTTCA AGTATG 

TGTTTGGACCAAGTATTTTCATGTCCACCATCTAGATAGTCCTTGGTCTATTTCCCACCC 

CATGTGCTTTCTGGTGGGATGATCACATCTGCACCTCTAGTCCCCAAGCTGTCCCTGAGC 

TCTGTGTCCTCACTGTCTCCACATGGAGTGTCCCCTTCCACCTCAAACTTGACAAGGGTT 

GTGTCTCCACACCACCCTGCTCCTCCTGGATTCCAGCCCAGTCTGTCCTTCCTTTTCTGT 

TGGTTGCCCTGGTTCAGAGCCCTGGGACCTCTCATGTTCCTCTCCCAGAGTCTCTTCCAG 

CCTTACTCTACCCGCCAGACCACTTCTTGGTCAGCATACATTGTGCATTTCCCCAGGTTT 

GTGCCTTTCCTATATTGGCTCCTCCACCTAAAAGGCCCAATCTGTTAAGTTTCTGCTCAA 

TCCCA 

>SEQUENCE:163:prostate_MPM2000-004P4Novel007_8Table4 

TACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACCCGAAAA 

GAAAGGAAGCTTTAGTAATGAAAGGATTGCTGCCAAAATCCTGTTTCCCCCTTGCAGATC 

TTACAGAAAACAGCCACAGAATCCCAAGGCATCAGCACCAAGAGAGCCTGTAGAAACTAT 

CTGGTCTAAGCTCCTGAAGCCCAGAGATAAGAATGACTTAACCCAAGCTGCACAGCCTCT 

TAACAGTCCACTGTTAACCCCAGAAACAGATGCATTTGAATCTGAAAGGAGACAGGAATC 

CTAATCCTACTGCTCAGGGACTTGCTGATTTACTTTGCTGTCTATTAGCCTTTCTGTGAC 

ATGATTTTCTACCAAGCAAAGTCTTTTATTCAAGTCTCCCAGAGATTTCCTATTTAAGCG 

TTTGCTATTTGGCCACTTAAAAAAGACAGAAGAGAAGTAAACAGAAGCATATACCACACA 

ACTCAGTCCAGTCAGTAGTTGACTCTCAAGATGGCGGATGTCACTGAGATGGCTGAGAAA 

TAGGAACGGATGTGGAGAAAGGAGTGGCAGTGGAGTTAGCTGTTTTGTCTACCTGCTGGA 

TA 

>SEQUENCE:164:prostate_MPM2000-004P4Novel007_8Table4 

TATACGACTCACTATAGGGCGAATTGGGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGT 
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GTGATGGATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACCCGAAAAGAA 

AGGAAGCTTTAGTAATGAAAGGATTGCTGCCAAAATCCTGTTTCCCCCTCGCAGATCTTA 

CAGAAAACAGCCACAGAATCCCAAGGCATCAGCACCAAGAGAGCCTGTAGAAACTATCTG 

GTCTAAGCTCCTGAAGCCCAGAGATAAGAATGACTTAACCCAAGCTGCACAGCCTCTTAA 

CAGTCCACTGTTAACCCCAGAAACAGATGCATTTGAATCTGAAGGGA 

>SEQUENCE:165:prostate_MPM2000-004P4Novel007_8Table4 

CACCGGCGTGGCGGCCGACGTACCTGAAGGAACGAAGAAGAGGGATTTCTCAAGGTGAGA 

AGCAGTTCTCCATGGACACTGATGACAGCACAGGCAAAGTTTCCTATGACTAGGGATCAC 

TGTCCACACAGAGTCTGGCTTCCCAGGTATCCAGCAGGTAGACAAAACAGCTAACTCCAC 

TGCCACTCCTTTCTCCACATCCGTTCCGATTTCTCAGCCATCTCAGTGACATCCGCCATC 

TTGAGAGTCAACTACTGACTGGACTGAGTTGTGTGGTATATGCTTCTGTTTACTTCTCTT 

CTGTCTTTTTTAAGTGGCCAAATAGCAAACGCTTAAATAGGAAATCTCTGGGAGACTTGA 

AT AAA AG ACTTTG CT 

>SEQUENCE:166:prostate_MPM2000-004P4Novel007_8Tabie4 

TATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACGCGGGGATTCTCAATCC 

TACCCATGATGCAGACAGATTACCTCATTTCAGCTCAATAAAACATCACCAAATTCCCTT 

AGGCAGAAAAAGGGTGGGGAGTGCCCTTTCTTGAAGGAATCCCTTAAGTGCACGTCTCCC 

GTTTTCTTTTCACATCAATGCAGAGTCCCTCTGTGAATTTACAACACCCAACACCCATGA 

GTTCAGTCCTTAAGAAGGAAAATTGAGCAAGTATTTAATTGGTTGGACATTGC ATAAAAG 

AGGTCCATATCCAGGCTAACTCTAGAAATTTTATTCTCAAACTTAGTTGGCCTC I I I I I I 

TTCTGTCAGAGGACCATTCTTAGTGGCACTGGGGAAATCTTGGCACCCAAAAGAATTCAA 

CTGCGCTCACTGCAAAAATACAATGGCCTACATTGGATTTGTAG 

>SEQUENCE:167:prostate_MPM2000-004P4Novel007_8Table4 

ATACGACTCCTATAGGGCGAATTGGGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGT 
GATGGATATCTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAAGTACCTGTTGTATC 
CTTTTAAGTGTTTGTTGTGGTAATCCTTCAAANAGACCGGGGACTGATGGAAACTCCCTT 
GCTATTAAACTTTTTTTCTTGGAGGTTAAAAAAAAAAAAAAAAAAAANANANAAAAAGGG 
CCCTN I I I I I I I I I I I I I I I 1 I I t I I I I I 

>SEQUENCE:168:prostate_MPM2000-004P4Novel007_8Table4 

CGGGCCCCCCCTCGAAAGTCTTCTAGAATTAATTAACGCGGGGGAGCACCCATCCTAACT 

GATGATGTTAGCCTGCAGGTGTTCATGGACCATTTGAAGAAGCTGGCTGTCTCCAGTGCC 

TGTTAAGCTGAGGATACAACCAGGAAATGCAACGGTGTCAGATTGTGTTCAAAATGTCTA 

GAAAGGCTTGATAACATTCCTGTTACTTTTCTAGCAGATTTTAACAAATA ATCAA GGACA 

TTTTATATGTAACTCTTTAGATTATAATTTATTTGTATTCCTGTCTTTGTCCTTTT TCTT 

GCACTATAAAATTATAAGGTCATAAATGTTTTGGTACTTGTAG ATGT TTATGTGCl I I I I 

GTATCCTAACTTTTAGAATCTAAATAAAATCAGAGGTAATGTATTTTGGCAGCTTGTTTA 

GGTGAGAATCTTAATGATCATAAAGGAAATAAATCTAGATGCAGAAAGTACTGGCTAAAA 

TATTGCTAATACAAATGTGATTTCCTGANNAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 

AAAAAAAAAAAAAAAAAGGAAAAAAAAAAAAAGGCGGCCGCCACCGCGGTGGAGCTCCAA 

TT 

>SEQUENCE:169:prostate_MPM2000-004P4Novel007_8Table4 

ACTCACTTAGGGCGAATTGGGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTGATGG 

ATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACAGTGAAAAGAGCCAAGG 

CTGTGTGACCCCCTCATCGCTTAGCCAGGCGTATGGTCCTGGTTTCTGAGGCTGCCAGAA 

AGCATCTTAGCAATTTGTGTTTGGATGGTCCATGCCTGACTATTCTAGGCTGGAGGTTCC 

TAAAGAGTAACAAGAGGAAGAGAAACGAGAATCTCTGACACTTGTTGAGAATAGAGCACA 

GTCCCATTTTGTTTGAAAAGAGACACCAGGCAGCCATGTTTATGTGCCAGAAATGCATTC 

CACCTCAAGGAGGACTTAATTTATGGACCCGAGTGTGCCAGGCTGAGCTGGGCAAGATCT 

TT 

>SEQUENCE:1 70 prostate JVI PM2000-004P4Novel007_8Table4 

TACGACTCATATAGGGCGAATTGGGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTG 

ATGGATATCTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACAGTGAAAAGAG 

CCAAGGCTGTGTGACCCCCTCATCACTTAGCCAGGCGTATGGTCCTGGTTTCTGAGGCTG 

CCAGAAAGCATCTTAGCAATTTGTGTTTGGATGGTCCATGCCTGACTATTCTAGGCTGGA 

GGTTCCTAAAGAGTAACAAGAGGAAGAGAAACAAGAATCTCTGACACTTGTTGAGAATAG 

AG CG C AGTCCC ATTTGTTTG A A AAG AG ACACC AG GC AG CCATGTTT ATGTG CCAG AA AT 
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>SEQUENCE:1 71 :prostate_MPM2000-004P4Novel007_8Table4 

AGCCTTATAATGTAGAACTATTTAACTCTCTTTTGTCTCATCTTTAATACCTCTTTTCAT 
TGAGAAACTTTAGACAACTCCGGGTTGAAACTGAGTAAAAATCAACTAAATTTAAAAATA 
AAAGTTTAATTTCAG AGTG G CA AGTGTCTC ATTTTTAAG AAATG AATACTTGTAAGTG AA 
CTTCAGGAAACATATATTTTTATAAAAAAACACCTGAATGAAATTATCTACTATTAAAAA 
CATTATCGATGCAAT 

>SEQUENCE:172:prostate_MPM2000-004P4Novel007_8Table4 

CTACTATAGGGCGAATTGGGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTGATGGA 
TATCTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACCACCTTGATGACTTCT 
GTATTCACCACTAAAAACTGAAATAGAACATACTATATACAGCTTCAAGTTTGTCACTTT 
TTAAT AAA ACTTTTCCCAC AAATG ATT AT AATTACTTG CCCTTTG A AG CTATTG GAT AG A 
TCTGAAAGTGAGGTAGGGTNGGGGATGGTCATTAGATCAGTTATAGTTATTTGTTCAGGC 

TTCGA 

>SEQUENCE:173:prostate_MPM2000-004P4Novel007_8Table4 

GACTCACTTAGGGCGAATTGGGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTGATG 

GATATCTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACTCCAGCCTGGGCAA 

CACAGCGAGACTCTGTCTAAAAAAAAAAAAAGTGCTTCAAAAGCAACCGTATAACAGAGA 

CATACTGAACATAGGATTTCTGCCATTCTTGTCTGCCTATAAGGATAGACAA ACTATC TC 

AGATAAGTAACTGAGATATTTATTCAACGGTATTCTCATCCAGC ATAAA ATAC I I I I I I C 

AATGTAGTAACAAACTTACCATCTTTTACTTTAAGTGTTCTGTTAI I I I IGATTTGCAAT 

CAGAGCAATAGTAAATTGAGTGAGAAAGTTCTGAGTTTTACAGAAACTAGAAGGTGTAGG 

AATTTTCTTAAGAAATCCTGTTCTCATAGCAAACCATCCCGTTTC TTGAT GAAGGAGTTC 

AGATAAGTATATGAAGTTTGGAGTGTTTATTACGACTCTCAGACCTTTTGAAATTTACCC 

ATCACAAATACCTTCTGTTTTTATGTGTGCAGTTAATATAGATNTAAATATATACTTGCC 

TTCTGAATTTTATTATAGATATACAGA 

>SEQUENCE:174:prostate_MPM2000-004P4Novel007_8Table4 

TACGACTCACTATAGGGCGAATTGGGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGT 

GATGGATATCTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTGCGCGGGGTTGA 

AGAGTGTGTATAGGAAAGGTCTAGAAATAAATAGGCTTGTGCATACCTAGGCATTCATGC 

TCTTTCTTCCTCTTCAGAGATCATCAGAAAAGAGGTGGGAATACACAAGCAGGTGCATGT 

AAGCCCAAAAGCTAGAAAGCCTTATATTTAACCAAAGGTTGATGTGTTCATTCCAGTTAT 

TCACTTACAGATGAAACTAAAACAAATAAAGGCAAGCTATTATCAGTTTGGTAGTTCATT 

ATTTTAGAACAAATTTCTC 

>SEQUENCE:176:prostate_MPM2000-004P4Novel007_8Table4 

TACGACTCATATAGGGCGAATTGGGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTG 

ATGGATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACTCTACGGTGTCAA 

TAATT ATTTC AGTCTCTG CTG CAATT AGTG CT AATTAC AATACCTG AG CT AT AAA A AT AA 

AAGATTTCATTATAGCAAAGTTCACAAATATCGTTTTAGTTCAGTTATCCACATTGTTCA 

TCTAAAATAATACATTTTCTTTGCATATAACTGTCTTAGACTTGTAATTGAGGATATTTG 

ATGAAACAGATCTGTATCTGAAACAGCACTATGATGCTAAACATTTGCATAAGG 

>SEQUENCE:177:prostate_MPM2000-004P4Novel007_8Table4 

AGGGCGAATTGGGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTGATGGATATCTGC 

AGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACTCTAAA ATCC TTTCCAGCTGCTA 

TTGAACATACCATACAGTGGGCAAGAGATAAGTTTGAAAGTCCCTTTTCCCACAAACCTT 

C ATTGTTTAAC A AATTTTG G C AAACCT ATTC ATCTG C AG A AG G AGTCTT AC AG A AG AT AC 

AGAGTGGACACAGTTTAGAAGGCTGTTTTCAAGTTATAAAGTTACTTAGCAGAAGACCTA 

GAAATTGGTCCCAGTGTGTAGAATTTAGCAAGATTAAAGTTTGAAAAAATATTTTA 

>SEQUENCE:1 78 :prostate_M PM2000-004 P4Novel007_8Table4 

ACTACTATAGGGCGAATTGGGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTGATGG 

ATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACCTAATCTTTCTGGCCTG 

AAGTTTATGTAGAGGTTGTTCCGCTATCGTCTAGTATTTAATGTGGCAGAGATTGGACAC 

TACAG G AAAAAAATTCTG G ATATTTACATG CTTTGTATTG AG ACAG AAAACTAATCACG G 

TGAATTGAGGATTGAGTTTCCATTTCTTACTGAAATGGGGTAAACATTGCCAGTTTGCAT 

CCTTG CTTTTATCTCTCAATTTCTG CAAAGTTTAAACTAT 

>SEQUENCE:179:prostate_MPM2000-004P4Novel007_8Table4 

ACTATAGGGCGAATTGGGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTGATGGATA 
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TCTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACTTCTATGATATAGTTGTC 
AAAATCAACTGGAGGATAATAAAATATTGTGGGTTCTCAGCATTCTT AGAA TCCAAATTA 
CAACCATATCAGTAAGGGTTTGGTCCACATGAGCCAACTGAAGTCATTTTCCTCAAGGTT 
G G AATTTGTGCCAACCT AAATATGTTGTTTCTTTG ATG GTGTTT ATTG CTATTG GTATT A 
TTTTG G ACTA AT AAC AATTATTTTGTCT AAATAATG CT AAG ACA ATTCTGTTAAG AATTT 
TGTC AG CTAACATAATTCATTAAG 

>SEQUENCE:1 81 :prostate_MPM2000-004P4Novel007_8Table4 

GGGCGAATTGGGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTGATGGATATCTGCA 

GAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACAGATCTACTGGCAACTTTGGGTGC 

CTTTTGCTCCCTTTTATATAAAAGTAGAAAATCCCAATGATCTGATGTAGTATAGCTGAG 

CATGCCCATTCTCATTCCCAATATCCACACTGTGTTTCTAACATATGTGTGTGCCCCACC 

CACCTCTGGGACCTTTTTGCTCGACTTTTTCTCTTGGCTTCCACTTCAGTCAGGGAGAAT 

AGGGATAGGAAAAGAAAGAAATAAGGTCCTGGAAAAGCCAGTTCCTTGGGACTCCCTAAT 

TCCTTGAAATTCTACTTGTCTCCATCTTTCCAAATAGGAAGGGTCCCTGAGCCCTT 

>SEQUENCE:182:prostate_MPM2000-004P4Novel007_8Tabie4 

TACGACTCACTATAGGGCGAATTGGGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGT 

GATGGATATCTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGCAGGTACTACAAGATGGA 

AGTATAAAATTATTGGACAAGTGAAATCGTATCAGTAGTTCCTGACTGACAGCTTCTGGA 

GCCACACTAGAGCAGTGATTCTCAGTCTAACATTAGGTTATCATGATGACGTATGAGTAA 

ATTCTTAATGGTTAAATGTGAGACAGTTCACATTTATTCCCATAGAAATGTCATTCTCAT 

TTGAATTCAGAGATACTTCTTTGCTGGAAGTATGAATTATAGCTTTACACCAAGGAGTGA 

CACGT AG ACTAATCTG GCAAG CC 

>SEQUENCE:183:prostate_MPM2000-004P4Novel007_8Table4 

TCCACCGCGGCTGGCGGCGCGAGGTACAATCACTTTTCCATGGTCACCCTCTTTTCTGCT 

TTATACTAATTGCCCTGTTGAGGTGTTTCCATGTCAAATGCAGCTCTTGTCGGAACTGAA 

AATGGCAGTGCCAAGGGAGCTGTGCAAGTATAATCAAAGCTGGAAGATTTCCTCCATCCA 

CCCGCAACCCCAAGGCTTAAGCATTCCCTTAGGAACCAAA GCTGA CTCTTTGGG AAAG TT 

TTCACAGCCTTATTAGGTTACAACCCTGAAGATGTTTTGTTGTTTTGACCTTAAAATTTT 

GTGAACTGTTTTGTGAACTGTGTGTGTGTGCACACACATGTGCAAAGGAGTTGCTTGCAC 

CTTGAGAGAGTCAATTTTTCTGCCTAAGTGAAAGGTCAGGAACTGCAGTTAACCCAGAGT 

AA AAT ATTG GTTG G GTG AAG G G CTC ACTTCT AGTATAGTC AG AATGG G CTC AAG ATCTT A 

GGAGGATGATAGGTGATGAACTGC 

>SEQUENCE:184:prostaie_MPM2000-004P4Novel007_8Table4 

ATTGGGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTGATGGATATCTGCAGAATTC 

GCCCTTAGTGTGGTCGCGGCCGAGGTACATTATACAATAAGGCAAGAAACTAAAAACCCA 

TACAAATATTGGCAAAGAAGCAGCAAATTACTTTGTTTATAGATTACAGTATTACACATT 

TAGAAAATATAAGAGACTTCGGCAGAAAACAATGTAGTTTACCTCAGGAAAACACTAATA 

TTTTACCAGATGGCATAGAACAGAAACTGAAAAAAGTGAGAGAAAGACCATATTTCTTGA 

TAAAAATATTTAGTATCACAAAAATATTAATGCTTCCACAATTGTCTAAAAAACTCC TCC 

AATACAAATCACAATTGCAATACTTAGTTGGGGGAATTGGGGAACTGAAAAATTAGTTTT 

T 

>SEQUENCE:185:prostate_MPM2000-004P4Novel007_8Table4 

GACTCACTATAGGGCGAATTGCGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTGAT 

GGATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACTTTAAGAAAATTTTA 

ATGTCATAAATAGGCAACAAATATTAAAGCAGAGAAATAAGATTAAAATTAGTGAAAGGT 

TAGGTAAAGAGAACCTAACAGCAGCAGCAGAAACAGAAAACACTACAGATACGCTACATC 

CAGATGTGGCAAGAAATTGAACATATGAAACAAAGACTGTCTCTGACACTAAAAGCACAA 

TGGTGTCATAAACAGGAGGGGAAAAAGACTAGAGATTGTGGTGAGTTpAAGAGATTTGAT 

ATAAATTGTTACATATGTTACCCAATTATCTTTATGAAATATTGTTTTACATGAATATTC 

TGTATTTTTCTCCAAGATGTTATAAATCACTAAATAAGCAATTCGAGATATAATTACAAG 

TAGAATACAATATGAAATAATACTCCTACTCTGCATTTAGACAAGCAATATAGATTAAAG 

GAATCTTTGTTTTGGAAATAAATGCCAGCAAATGAAAAC 

>SEQUENCE:187:prostate_MPM2000-004P4Novel007_8Table4 

ATACGACTCATATAGGGCGAATTGGGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGT 
GATGGATATCTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACAAGGACACTA 
AGACAGTGTAGCCTGCTGACTTGAGAATGTTCTGTAAGGACTGGAAACACTAGAATCTTG 
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AAGAAACGCCTGGCTAGAGGTGAGGGTAAGCTGTTAATTACACTGATTACAGTTTGTGCC 

TCTCAGACTGAGAACTCTTTTCTTCTTGCTGGGGGCATTGCTATCTCTAGGATGTTTGCC 

CTGAAGTCCTGATAGTCTCTTTGGGGTTTTAATAAATGGCTGAAAA AATTG TTGTGGGGT 

TTCAACAGGCGTTCATAGGCACCCTTGCTTGGCAATATAACATGGCTTTT 

>SEQUENCE:188:prostate_MPM2000-004P4Novel007_8Table4 

GCGTCCGGTACTGAAATAATCTGCATGCTAGGCATTGGCTTAGACACCGTACCTATCTCA 

CTTAGATTTGTGGACTAGGAAAGCAAGATTCAGAGATCATGTGACTTGCATGTGGCCTAG 

AGATAAAATTCAAATCTGGTTCTGTAGACTCCAGGGACATATTCACCATGCCATGGGTGG 

TGGCTATTAAACCTTGATAAATTTGTGTTTATGGTTAACAAATGTGAAAGCTATTAAACA 

TTGCTGGTTTGAATTTTTTACAGTGCAGAAATGTAAAATGAAAAAGGATATTTCCTTTCA 

CAGTGTTACCGAGAAGTCATGATAATTTCGTTTGTTCTTCCAGATTTAGGCATATACTTA 

TTTAATCAATAATGTGTTAACAGCTGACACCTGTGGTTGCTGTGACAGGCACTATTTGAA 

GTGCTTTATCATGGATTAACTCTTAATCCTCAGCTACCGTATACAGTAGGACATAACCCC 

ATTTC ACATG CACTAC ACT 

>SEQUENCE:190:prostate_MPM2000-004P4Novel007_8Table4 

ATAGGGCGAATTGGGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGGTGATGGATATC 
TGC AG AATTCG CCCTTTCG AGCG GCCGCCCGGGCAG GT AC ATG AAAAG ATCCTC AAC ATC 
ATTAGTCACCAAAAAAATGCAGATCAAATACCACAATGACATATCACTTCACACCCACTA 
GAATAGCTATAATAAAAAAATAAGTAACAAGTATGGAAGAGGAT GTGGA AAAACTGGAAC 
CCTCATGCACTACTGGTAAGGAATGGTAAAAATTCTGCAAGCCAI I I I ICAAAAAAAC 
>SEQUENCE:1 91 :prostate_MPM2000-004P4Novel007_8Table4 

ATACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACGCGGGG 

ATTCTCAATCCTACCCATGATGCAGACAGATTACCTCATTTCAGCTCAATAAAACATCAC 

CAAATTCCCTTAGGCAGAAAAAGGGTGGGGAGTGCCCTTTCTTGAAGGAATCCCTTAAGT 

GCACGTCTCCCGTTTTCTTTTCACATCAATGCAGAGTCCCTCTGTGAATTTACAACACCC 

AACACCCATGAGTTCAGTCCTTAAGAAGGAAAATTGGGCAAGTATTTAATTGGTTGGACA 

TTGCATAAAAGAGGTCCATATCCAGGCTAACTCTAGAAATTTTATTCTCAAACTTAGTTG 

GCCTCTTTTTCTTCTGTCAGAGGACCATTCTTAGTGGCACTGGGGAAATCTTGGCACCC 

>SEQUENCE:192:prostate_MPM2000-004P4Novel007_8Table4 

TACGACTCATATAGGGCGAATTGGGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTG 

ATGGATATCTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACATACGCTCTCA 

GTTGGGATAGCAGTTCATTTCCATTAGGCAGACGTATAAACTAAGGAATGTTAGTCTGCA 

GTATTCATTTTAAAAATATTGACATGCCTTTCCCCTCCCCTCCAT GAAG TCAGTGCCAGA 

GTGAGCCAGATTGGGAGGTTGGGGTTTTGTTTGGTTGGCTTGGTTTTC ATTAA GGGAAAA 

AACTTGCATTGGACAATCAAATTCCCCTGAGTTTCATAATCTCATCAATATTTTAAGATA 

GGCGAGCAC 

>SEQUENCE:193:prostate_MPM2000-004P4Novel007_8Table4 

CCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTGATGGATATCTGCAGAATTCGCCCTT 

AGCGTGGTCGCGGCCGAGGTACCTCTCTTTCTTGTTGGAAA TGTTG AAGTATTGAAATAC 

TTCTTTTCTGTAGAAGGTGGTTCTCCCTTCTACCCAGGAATAATTTTGTGGCAAGTCATT 

GAGTCAGCAGTTATTTTGACCCTAACTGAAAGAGATAAAGTTCCTAAGAATTTATTATAT 

ATGTTTCTTGCCACTGAGTGAGCAAGAAAAATACATACCCATCAGTGCTGACTGGTTGGT 

AATTTCTGAAACACAATGCCACAGCTCTTCATGAATAACACAGTAACAGAATTACAGAGA 

ATTTGGAAGAGATCAATCTCTAGATGGATGAGTTAGTCTATAAACAAATAGCTACTCAAC 

TTCTTTTAACTTTTAAGAATGCTGTATGTGTTTTCTAATCCAGATCCTTGGGTTTCAGTG 

AGTCTCTAGAAATCAAGAAATNTTTACAGATTAATGGATC 

>SEQUENCE:194:prostate_MPM2000-004P4Novel007_8Table4 

TATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACACTCTAGCATTGTAACT 

TTTTCCCCCTGAGAAGTAATTTTAAGATCTATCAGTCTCAATTTAAATGATCTGTTAATC 

AGCCAGAGTTTTAGTTTCATAATATCGTTCCATTGCCTGACAAAGATATACACACTGAAG 

TGCCTTTAGCAGACCTGGGACCGTCAAGAATCTTGTTACCCTGATTATTGCAAGATGACA 

TATTTCTTAAGCCATTTATAATCTCATATTCGGGTTGAATCTGAATTTACAAATAAAAGG 

GTTAAATTGAGGCAGTTTCAAGCAGCATTTAGGAAAATGAAGTGGCTTCAAATTTTAGTG 

TTTCTGGTTACATTATTTTGTTTGAATTATACAATTACATAAT 

>SEQUENCE:195:prostate_MPM2000-004P4Novei007_8Table4 

CCGCCCGGGCAGGTACGCGTGAGATTACCTCATTTCAGCTCAATAAAACATTTCTCAAAT 
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TCCCTTAGGCAGAAAAAGGGTGGGGAGTGCCCTTTCTTGAAGGAATCCCTTAAGTGCACG 
TCTCCCGTTTTCTTTTCACATCAATGCAGAGTCCCTCTGTGAATTTACAACACCCAACAC 
CCATGAGTTCAGTCCTTAAGAAGGAAAATTGAGCAAGTATTTAATTGGTTGGACATTGCA 
TAAAAGAGGTCCATATCCAGGCTAACTCTAGAAATTTTATTCTCAAACTTAGTTGGCCTC 
TTTTTCTTCTGTCAGAGGACCATTCTTAGTGGCACTGGGGAAATCTTGGCACCCAGAAGA 
ATTC AACTG CG CTCACTG CAAAAATAC AATG G CCTAC ATTGG ATTTGTAG AGG AG AAAG G 
AGCCCTGTATTGTGAGCTGTGCTATGAAAAATTCTTTGCCCCTGAATGT 
>SEQUENCE:1 96:prostate_MPM2000-004P4Nove l007_8Table4 

TGGGCTCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTGATGGATATCTGCAGAATTCGG 

CTTCG AGCG G CCG CCCG G G CAGGTACTCTACG GTGTC A AT A ATTATTTC AGTCTCTG CTG 

CAATTAGTGCTAATTACAATACCTGAGCTATAAAAATAAAAGATTTCATTAT AGCAA AGT 

TCACAAATATCGTTTTAGTTCAGTTATCCACATTGTTCATCTAAAATAATACATTTTCTT 

TACATATAACTGTCTTAGACTTGTAATTGAGGATATTTGATGAAACAGATCTGTAT CTGA 

AACAGCACTATGATGCTAAACATTTGCATAAGGAATGAAAAAAGTTAGCAACCTAGTTTT 

TTCAATATTCAGATATTTGAGATTACACAGAAAACTACATCCAGATGAATGACTGAATTA 

TTCACTTTTCTTCTGAGCATTTTGGCATTGGATAGACACAGCATTCAAGTTTAATGCATT 

TTAGGAACAGGTTCAGTTTACATATTTAACGCACATTAAAAAAACACAAAGCCAAAAGAA 

ATTTCTAATTTAGAAACATATACA 

>SEQUENCE:197:prostate_MPM2000-004P4Novel007_8Table4 

ATACGACTCACTATAGGGCGAATTGGGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTG 

TGATGGATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACCAGGACTCTCA 

CACATAAGAATGTTCAGGGAATATTATTTGTAAAAACTCCAAATAAATATAACCCTAATA 

TCCAATTAGTAGAATTAATAGCAGTATATTCAAAGAATGGACTGTCATATAGCCATCAAA 

TGGACAAAATATAGTAAAATGCAACAATGTGCACAAAAATACACAGATATATATGCATAA 

AGTTTGACAGCATACAAAACTAATTTACATTATTTAGTGATGCATGCATAAGTGGCAGTT 

ATTTTTAAAAGCAAGGAAGTAATTACAAAAC 

>SEQUENCE:198:prostate_MPM2000-004P4Novel007_8Table4 

CGACTACTATAGGGCGAATTGGGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTGAT 

GGATATCTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACCCTCATTGTAGCC 

ATGGGAAAATTGATGTTCAGTGGGGATCAGTGAATTAAATGGGGTCATACAAGTATAAAA 

ATTAAAAAAAAAAGACTTCATGCCCAATCTCATATGATGTGGAAGAACTGTTAGAGAGAC 

CAACAGGGTAGTGGGTTAGAGATTTCCAGAGTCTTACATTTTCTAGAGGAGGTATTTAAT 

TTCTTCTCACTCATCCAGTGTTGTATTTAGGAATTTCCTGGCAACAGAACTCATGGCTTT 

AATCCCACTAGCTATTGCTTATTGTCCTGGTCCAATTGCCAATTACCTGTGTCTTGGAAG 

AAGTGATTTCTAGGTTCACCATTATGGAAGATTCTTATTCAGAAAGTCTGCATAGGGCTT 

ATAGCAAGTTATTTATTTTTAAAAGTTCCATAGGTGATTCTGATAGGCAGTGAGGTTAGG 

GAGCCACCAATTATGATGGGAAGTATGGAATG 

>SEQUENCE:199:prostate_MPM2000-004P4Novel007_8Taoie4 

AGGGCGAATTGGGCCCTCTAGATGCCTGCCTCAGCCGGCCGCCAGT GTGATGGATATC TG 
CAGAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTAC I I I I I I I I i I I CTTTTTTCTTTTT 
I I I I I I I I I I I GAGATGAGTCTCGCTCTGTTGCCCAAATTGGAGTGCAGTGCACAATCTC 
GGCTCACTGCAACATCCGCCTCCCGAGTTCAAGCAATTCTCCTGCCTCAGCCTCCTAAGT 
AGCTAGGATTACAGGTGCCCGCCACTATGCCTAGCTAGTATTTCTAGTTTTAGTAGAGAT 
G G G G GTTTC ACC ATGTTGTGCC AG G CCTGTA ATCTCG A ACTCCTTAACCTTCAA AGTG AT 
TCCCACCCACCTTCAGCCCTCCCAAAAGTGCCTGGGTATTTAAAAAGTTATTGAGGCCAC 
TTGTGTTCCCAGCCAGCCAGT I I I I I I I I I I I 
>SEQUENCE:200:prostate_MPM2000-004P4Novel007_8Table4 

ACTGAAACAAATTTGTGTTAAAGTTCTTACCACATATATCTGGCTGATGTTTAGGCTGTT 

CATCTCTAATTTTATTTTCACTGAGAAGCTTTTGATACTTTTCTTCTTCGGTGAAATGCG 

GAACTGTGCTTTTAAATCCACATATTTGCATATTAGAGCTAGTTATATCACTCAGTCTAG 

AGGAGTGAATCTTCTGGGATTCTATATTCTGTGTTTCAGAAACAGAACGTACCTGCCCGG 

GCGGCCGCTCGAAAGGGCGAATTCCAGCACACTGGCGGCCGTTACTAGTGGATCCGAGCT 

CGGTACCAAGCTTGGCGTAATCATGGTCATAGCTGTTTCCTGTGTGAAATTGTTATCCGC 

TCACAATTCCACACAACATACGAGCCGGAAGCATAAAGTGTAAAGCCTGGGGTGCCTAAT 

GAGTGAGCTAACTCACATTAATTGCGTTGCGCTCACT 

>SEQUENCE:202:prostate_MPM2000-004P4Novel007_8Table4 
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ACT AT AG G G CG AATTG G G CCCTCT AG ATG C ATGCTCG AG CG GCCGCC AGTGTG ATG G ATA 

TCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACTCCAGCCTGGGCAACAAGGG 

TGAAACTCTGTCTCAAAAAAAAAAAAAACAGTGTAAATAAAGGCACCTATCCTTACGGGG 

CTTGTGGGAGGGTTGAGGGAAGGACTACAGTCTCCTTTTATCTTGTGTTTATCTTTAGTT 

TTAGCAAACATTCTATAAGGTATGATTTGTATCATATTCAGCCGCATG AAAAA CACAAAT 

TTGCATTTCGATTTTGTTCACAAAATTTGGGACACAAGTCGTTTATCACTTTTAACATCC 

TGAAGTTGAACTGGTGCAGCAGTAGTATCCGTTATGCTTGTCAGCCCTTATAATCCTTCC 

TAAGCAATAAAATACCCAT 

>SEQUENCE:203:prostate_MPM2000-004P4Novel007_8Table4 

TATACGACTCACTATAGGGCGAATTGGGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGT 
GTGATGGATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACACACAGTCCT 
TTATTTATAAATTCCTTAACAGAGAAAAACACCTTTGTAAGGCTCAACTTACCTA TTCC A 
GCAAGCACACTTTTTCTGTCATTTTTTCTTO 

AAAATAGTAAGTTTTCTTTAATAGTCTTTTGGGACCTAACATACCCTTTCTCATACAAJT 

CCTAATGCTCTGTTTATGGCAGATAATCTGTAATGTTATGAA GACC TATCAAAAAGTTTT 

AAAAGTATTTCTGTCTTCAAAGGTAGTAAGACAGGATTAAATTTTTATTAGAATAGACAA 

ATCAGTGAATGG rATGCATGTATCTAGTGGTTACTAGAACTCAGGATCACACAATATAAT 

AGCATCACGATCTGTGTATATTTTTGATCAAGATGATAATAAT 

>SEQUENCE:204:prostate_MPM2000-004P4Novel007_8Table4 

GCGAATTGTGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTGATGGATATCTGCAGA 

ATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACTTACTTTGTTATAGTTGGTGCTATTA 

CTG AATCAATCAAGTAG ATG AAAAATTAG AAG CATACGGTGTTCAGGG AG G G ATAATTCT 

I I I I I I I I GAGTAGGAATTTTGCTCTTGTTGCCCAGGCTGGAGTGCAATGGCGCTATCTC 

AGCTTACTGCAACCTCTGCCTCCTGGGTTCAAGCGATT CACC TG CCTCAG CCTCCCGAGT 

AGCTGGGATTACAGGCATGTGCCACTACGCCTGGCTAATTTTGTATTTTTAGTAAAGACA 

AGGTTTCTCCATGTTGGTCAGGCCGGTCTTGAACTCCCAACCTCAGGTGATTCAC CTGCC 

TCGGCCTCCCAAAATGCTGGGATTACAGGCGTGAGCCACTGCGCCTGGCCTG AAl I I 1 I A 

TTCTATAATTCTGTTATAGAATAAAAAAGGGGGGAGGTATAGTGTGTTGCAAAGTTTTAT 

GACAATTTTTGTAGCTAGAAGTATTCGAAATTAAAGGAAAAAGAAAAACACAG 

>SEQUENCE:205:prostate_MPM2000-004P4Novel007_8Table4 

GACTACTATAGGGCGAATTGGGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTGATG 

GATATCTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACATGGGACTACAGGC 

ACGCCCCACCATGCCCAGCTCATTTTTGTATTTTTAGTAGAGACAGGGTTTCACCATGTT 

GGCCAGGATGATCTTGATCTCTTGACCTCATGATCCGCCCCTCTTGGCCTCCCAAAGTGC 

TGGGATCACAGGCGTGAGCCACCACACCTGGCCCTCTATTTATTCTCTTTAAAGAGAGAG 

AAAACTATGAGAGGCCAAAATTATTTAATTAAATCTTTACCTTAGCACAAGGGAAAAAAT 

GNGAATTTGCCTAATATAGGTTGATGAAGCATACACAATGGAAACAGAAACAATCACATT 

TTAGTAAAA 

>SEQUENCE:206:prostate_MPM2000-004P4Novei007_8Tabie4 

TATAGGGCGAATTGGGCCCTCTAGATGCATGCTCGAGCGGACG CAGTGTGATGGATATC T 

GCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTAC TTTNI I I I I I I IAI I I I I I I I 

TTTTTTATTTTC MINIMI ATTTTTATATTTA I I I I 1 I I I I I A I I I I I I ATATTAAAA 

T NTTTTTTTTTTT ATTTT AAT AAAAA A A AAA AAGG GG G G G GGTATTT ACCCTTT A AAAAA 

AAAAGGGGGGGGTTAAAGGGGAAGAAAAAGGTGGGGGGGCTTAAAGGCAAAAGAAAAAAA 

AGGGGGGGAAAAGGGGGGGG I I I II I I I I CGGGGGGAAAGGGAGGGGGGGTTTACATGG 

G 

GG A AAAG G GG G G AA AA AA AGG G G G AAATTC ACG G G A A AAAACCCCT AAA A AG G G GTT AA A 
AAAAAAAATTTA I I I I I 

>SEQUENCE:207:prostate_MPM2000-004P4Novel007_8Table4 

GACTCACTATAGGGCGAATTGGGCCCTCTANAGCATGCTCGAGCGGCCGCCAGTGTGATG 

GATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACTATGATCTGTTGCTAA 

GAAATCTTATAAATAAAAGTTATTTAATGTTTGATCATTATCTCTGGTGTGACTAAAACA 

AGTATGATAAATCAGGAACAAGAATCCCCAAAGGTCAAGCTAAATAAACATTAAAATATT 

CTATAGTTATTTGCAAATGATGGCATTATATTATATTTGATTTTTGATATGGAAGTATCC 

TCTGACCAGGTGTGGCAGTTCACGCCGCCTGTAATCCCAGCACTTTGGGAGGCCGAAGCG 

GGAGGATTGCTCAAGCCCAGGGGGTCAAGGCTGCAGTGAACCATCATTGCACCACTGCAC 
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TCCAGCCTGGGAGACAGAATCAGACCCTGTCTCAAAAAAGAAAAAAAAGATCCTCTAATA 
TAATCTCTGAT 

>SEQUENCE:208:prostate_MPM2000-004P4Novel007_8Table4 

GACTACTATAGGGCGAATTGGGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTGATG 

GATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACAAGATTTCTTAGGGCG 

AATCCAATTCCATCAATACCTGGGGAAACACAAAAACCTGGTGCAGCTGGAAGGCTGCTG 

CACTGAAAAGCTGCCACTCTATATGGTGTTGGAGGATGTGGCCCAGGGGGACCTGCTCGG 

CTTTCTCTGGACCTGTCGGCGGGATGTGATGACTATGGATGGTCTTCTCTATAATCTCAC 

AGAAAAACAAGTATATCACATCGGAAAGCAGGTCCTTTTGGCGCTGGAATTCCTGCAGGA 

G AAG C ATTTGTTCC ATG G G G ATGTGG C A 

>SEQUENCE:209:prostate_MPM2000-004P4Novel007_8Table4 

CCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTGATGGATATCTGCAGAATTCGCCCTT 

TCGAGCGGCCGCCCGGGCAGGTACAGAGGCCCTGAGGCAGATTTGAGAAAGGGCAAAGA 

A 

GTCACTGTAGCTGTGGTTGAGGTGGAAAGAAGGAGAGTGGTAGAAAATGGAGTTAGAGAG 

GTAATGGGGGTGGGAAGAATGTGAGGGGCCTCACAGGCCTTATGGACTTTGGATATTTCT 

CTGAGAGAAATGGGGAACCTCTGAAGTGTTTTGATCGCAGGAGATGTATTAGTCATCTGT 

TACAGGGTAATAAATACAGCCAACCAAAATGTAGTGGGTTAAAAGAACACTAAGTACCTC 

GGCCGCGACCACGCTAAGGGCGAATTCCAGCACACTGGCGGCCGTTACTAGTGGATCCGA 

G CTCG GT ACC AAG CTTGG CGTAATC ATG GTC AT AG CTGTTTCCTGTGTG AAATTGTT ATC 

CGCTCACAATTCCACACAACATACGAGCCGGAAGCATAAAGTGTA AAGCC TGGGGTGCCT 

AATGAGTGAGCTAACTCACATTAATTGCGTTGCGCTCACTGCCCGCTTTTCAGTCGGGAA 

ACCTGTCGTG 

>SEQUENCE:210:prostate_MPM2000-004P4Novet007_8Table4 

GGCGAATTGGGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTGATGGATATCTGCAG 

AATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACAACCAGAACCAGCAATTGTATTTCT 

CTATAGTTATTTTAAAATAGTAATCAATGCTATGTATTTGATGTATATGTTCTAAATTAG 

AAATTTCTTTTGGCTTTGTG I I I I I I I I ATGTG CGTTAAAT ATGTAAACTG AACCTGTTC 

CTAAAATGCATTAAACTTAAATGCTGTGTCTATCCAATGCCAAAATGCTCAGAAGAAAAG 

TGAATAATTCAGTCATTCATCTGGATGTAGTTTTCTGTGTAATCTCAAATATCTGAATAT 

TGAAAAAACTAGGTTGCTAACTNTTTTCATTCCTTATGCAAATGTTTAGCATCATAGTGC 

TGTTTCAGATACAGATCTGTTTCATCAAATATCCTCAATTACAAGTCTAAGACAGTTATA 

TGTAAAGAAAATGTATTATTTTAGATGAACAATGTGGATAACTGAACTAAAACGATATTT 

GTGAACTTTGCTATAATGAAATCTTTTATTTTTATAGCTCAAGTATTGTAATTAGCACTA 

ATTGCAGCAGAGACTGAAATAATTATTGACACCGTAGAGTAC 

>SEQUENCE:21 1 :prostate_MPM2000-004P4Novel007_8Table4 

AATTGGGCTCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTGTTGGATATCTGCAGTATT 
CG CCCTTAGTTAG GTCG CG G CCG AG GTACA AC ATTG G G G AGC ATTTTC AAG CT AC AG CTT 
CGTGGCCAACAAAGATTATCTATCTGTATATCTCTCTTTTGGCTGCCAGACCCAAATACT 
ATTTTGCATGGACGCTAGCTGATGCCATTAATAATGCTGCAGGCTTTGGTTTCAGAGGGT 
ATG ACG AAAATG G AG C AG CTCGCTGGG ACTT AATTTCCAATTTG AG AATTCAACA AATAG 
AG ATGTC AACAAGTTTC AAG ATGTTTCTTG ATAATTG G AATATTCAG AC AG CTCTTTG G C 
TCMAAGGGTGTGTTATGAACGAACCTCCTTTAGTCCAACTTTCCAGACGTTCATTCTCT 
CTGCCATTTGGCACGGG 

>SEQUENCE:212:prostate_MPM2000-004P4Novel007_8Table4 

GGGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTGATGGATATCTGCAGAATTCGCC 

CTT AG CGTG GTCG CG GCCG AGGT AC AA ATAATAGTTG A ATT ATGTTAACG GGTTAG AAGT 

AGATGGATTTCTTGCCTGTAATTTCCAAGGAGTTACTTTTTTATAATGTAGGCATTCCAT 

TTAGTTTTGTTAAATAAAAAATAATGAGACTAACAAAGTTAATGAGAATATTTAGAAGGG 

AAAAAAAAGGTACTATGTATTAAGACACCCATGAATACTGTTTTATATTTACATTCTAAG 

CCTTCGATAGGCCTGAAGTTAAATTAAGATTCCCCAAATCTGCCTATCAGCAATTCATTT 

TCTGTGTATGTTGACTCCTCACCTAAATTTCACCTGCTCACTAACTGCTATCAAGCCTTT 

TCTTTCATAGAAGTGGCTGATATCACATATTTTACCTTACAATTAAAC 

>SEQUENCE:21 3: prostate_M P M2000-004 P4N ovel007_8Table4 

GCGGCCGCCAGTGTGTTGTATATCTGCAGATTTTGCCCTTTCGATCGGCCGCCCGGGCAG 
GTACTTTGTGTTTGAAAGTGATGCATAAATGGCCTCTTTTCCTATTTTAGCGATCAAGTG 
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CTAGACAGAGATCAAAGAAGCCATCCAATTGTCTGTGCCCCAGTGTGAAGTAGATGATGC 
AGTGATTCAAGGAGGTGATGGGTGGAGCTTTTGAGGAGCCCCTACT GTGTC CACCAGGAT 
TGAAGCCAAGAGAGAAAGTGAACTGGGCCCAGGCTGCAGTAGAAGCI I I I I ATCCATCTT 
CTATTCCATCCTGAGGTCCACAGCTAGCGAGCAGGGAGCTGGTGGTGCTCTTTCCCATGC 
TCCAGTGGCTTC AATG AAG ATG CTCTTTCCTGTATTTCAGTGG CT 
>SEQUENCE:214:prostate_MPM2000-004P4Novel007_8Table4 

CTACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACGCGGGGAGGAAA 
G 

AAGGGCACATGAGCAAACATGATGGCCCCTTTATGAGAGGTAATTTACTGAAATGCACAG 
CG ATTACCTGCTCACCCAGCCCTG ATGTAATTAAAAATGG CAG GCTAGGG G CTCTGTTTC 
CCCCGGCTCTGGCAGAGAAACCTGGGTTTCGACTTGTGAAGCTTGAGGTTGGATGTGGGA 
ATTGGCTTGGAGTCATAGGCGATGAGAGGGGCATTAGGATATTATGAAGCCCGTGAACTC 
AACTCCTG AG AAG G AC AC AGCAG AG CG AG AG AAAAG ATG G AATAA AAAG G CCTACCTC AT 
T AGG CTCGTGTGGGTG AG G AG AACTG AAG AGTCTG AG AGCGCGGCACG AG CC AG AG G CT A 
CGGAAAACACTGCCCTCCTACACTCCACCTT 
>SEQUENCE:215:prostate_MPM2000-004P4Novel007_8Table4 

AATTGGAGCTCCACCGCGGTGGCGGCCGCCCGGGCAGGTACCCGAGAGACCCGGCGGTG 
G 

GGAAGTCACTTCCTCCCGAAGACGCTGTTTCCTAGCAACCGCCCTCCGCCTCTGTTATTA 

GCCCCTCCTCCTCGCTCGGTCCAGGACCGGCTCTGCGGGCGCCGCCAGGCCCAGACCAA 

G 

CTACTATCAGAAGTTGAATTCTAATAATTAGCTATTTTATAAAGGTAACGAGAAAAAATA 

CACTATGTCTGATGAAGTTTTTAGCACCACTTTGGCATATACAAAGAGTCCAAAAGTTAC 

CAAAAGAACTACTTTCCAGGATGAGCTAATAAGAGCAATTACAGCTCGCTCAGCCAGACA 

AAGGAGTTCTGAATACTCAGATGACTTTGACAGTGATGAGATTGTTTCTTTAGGTGATTT 

TTCTGACACTTCAGCGGATGAAAATTCAGTTAATAAAAAAATGAATGACTTTCATATATC 

AG ATG ATG AAG AAAAG AATCCTTCAAA ACTATG GTTTTTG AAAACCAATAAATCAAACG G 

TAACATAACCAAAGATGAGCCAGTGTGTGCCATCAAAAAATGAAGAGGAAATGGCA 

>SEQUENCE:216:prostate_MPM2000-004P4Novel007_8Table4 

ACTACTATAGGGCGAATTGGGCCCTCTAGATGCCTGCCTCAGCCGGCCGCCAGTGTGATG 

GATATCTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACAGTCATGGATGGGC 

ACACTGTGGGGGTGTCCTGGTGCACCCCCAGTGGGTGCTCACAGCTGCCCATTGCCTAAA 

GAAGAATAGCCAGGTCTGGCTGGGTCGGCACAACCTGTTTGAGCCTGAAGACA 

>SEQUENCE:217:prostate_MPM2000-004P4Novel007_8Table4 

GACTACTATAGGGCGAATTGGGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTGATG 

GATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACATGTGGCCCTGGACAA 

CCTGCAAGCAGCTCAGGTGGCCCTGGGCGACCCATCAGTGGTTCAGTTAGTTCTGCAAGA 

CCCTTGGGCAGCTCTCGTGGCCCTGGCCGGCCTGTGAGCAGTCCACATGAACTTCGACGA 

CCAGTGAGTGGCTTGGGCCCCCCGGGGCGGTCTGTCAGTGGCCCTGGGAGATCCATAAGT 

GGCTCAATTCCAGCCGGACGGGCTTTCATTAATTCAGTCCCAGGAAGACCAGTGAGCAAC 

TTGGGACCTGGG C AA AC AGTT A 

>SEQUENCE:219:prostate_MPM2000-004P4Novel007_8Table4 

ACTACTATAGGGCGAATTGGGCCCTCTAGATGCATGCTCGAGC GGCC GCCAGTGTGATGG 
ATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACTTTTAAAATATTAAGTT 
TACAAAGAATCATTCTAATGAGTCATGTATTAGCACAAATATACAGGTTGAGTGAGTATC 
CCCTACTCAAAATGCTTACGACCAGAAATGTTTTGGATTGCTGGGGTTTGGGGGGATATT 
TTAG AAC ATGTG C ATT ATATTT ACTT 

>SEQUENCE:220:prostate_MPM2000-004P4Novel007_8Table4 

TATAGGGCGAATTGGGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTGATGGATATC 

TGCAGAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACTTATATATGTAAATGCTATCTC 

TGAGTTGTTATAAGATAAATTTTAATTTTAAAAAACTTGATTATTCTATTTCATTATTAG 

AACAATTCTTGATTTGTTAAGTTATCCAGATGTGTT ACTT ACTCTTGATAT AAGA AT ATT 

TAAAAGGCTCATTTAAAACAATTTTTTAAATAACCTGAGTTTTCTCTACAGTTTTCATCA 

AGCACATGAGTGCAGAGTTTGCAGACTGAGCAAGTTTGTAGGAATGAAGATTGTAGTTTC 

TCACCTGTTAATTTCATTCTGTAGTATGCACCACAAGCAGGAACAAGTTAAAGCAGAATT 

CCTATGAATTCAAAATTAGGATACAT 
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>SEQUENCE:222:prostate_MPM2000-004P4Novel007_8Table4 

TATAGGGCGAATTGGGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTGATGGATATC 

TGCAGAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGAGACAGAGATGGAGAC 

GGAAAGACAAGGACAAGAAGATGGAATCTGAGCTAATGGCGGAGACATGGAACCAGTAGA 

GAAGAGACCCACTGTCTTCAGAGAGTGCTGACCAGGAAGAGGAGAAGCCTTGGGGACTGG 

ATCAGGTGTCTGTCCCTAGGTCCCCATTCCTGACTCTTCTCCTGCCACCCTGATCTGGGT 

GTAGCATCATATTACATGCTGTGATTGCCATTCCAGCCCCATACTGTGGGAGGCTGGGGA 

GTGTGAGAAGCTTTCCCAACCCTGGCAGGTACATACACAATCACTCAACTG 

>SEQUENCE:223:prostate_MPM2000-004P4Novel007_8Table4 

GCGAATTGGGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTGATGGATATCTGCAGA 

ATTCGCCCTTTCG AG CG G CCG CCCG GG C AG GT ACTCCTC ATG ATCATCT ACACAAC ATTC 

TGTGACACGTTCTCTAACCCAAATATTGACCTGGATAAATTCAGCC TTGTT CTCATACTG 

TTCATAATATTTTCTATCCAGCTGAGTTTTATGCTTTTAAC TTTCA TCTTTTCAACAAGG 

AATAATTCGGGTTTCACACCAGCAGACACAGTGGCTATCATTTTCTGTTCTACACACAAA 

TCCCTTACATTGGGAATTCCGATGCTGAGGATCGTGTTTGCAGGCCATGAGCATCTCTCT 

TTAATATCTGTACCTCG G CCG CG ACCACGCT AAG GGCG AATTCC AGC AC ACTG G CG G CGG 

TTACTAGTGGATCCGAGCTCGGTACCAAGCTTGGCG 

>SEQU ENCE :224:prostate_M P M2000-004P4Novel007_8Table4 

AGGGCGAATTGGGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTGATGGATATCTGC 

AGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACCTTTCCAACTCAACAGACATCAT 

CGAGAGCTGGATGACGGTGCAAAACCTGTGGATTTATTTA GAAGC TGTCTTTGTGGGAGG 

AGACATTGCCAAGCAGCTTGCCCAAGGGAAGCCAAGCGGTTTTTCTAACATAGATAAATC 

TTGGGTGAAGATCATGACTCGGGCACATGAAGTGCCCAGTGTAGTCCAGTGCTGTGTTGG 

AGATGAGACCCTGGGGCAGCTGTTACCACACTTGCTGGACCAGTTGGAAATATGCCAGAA 

ATCCCTTACTGGTTTAGTTCACTGGCTCTTTGATAGCTCTCGGTATCCTTGAGACAAAAG 

GATACAGGGGAGACTAGATAGCATT 

>SEQUENCE:225:prostate_MPM2000-004P4Novei007_8Table4 

TAGG G CG A AT AG G G CCCTAT AG ATG CACTCG CTAG ATG CAGTG CTCG AG CGG CCGCC AGT 

GTGATGGATATCTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACTGAAGAGT 

AAATGGTGCAATTTGGATGTGCAAGTCAGTAAATTGATAATTGGCACTCTTGAATGCAAA 

ATAGAAACTAGATTCTCAACTATACTGAAGCTTCCATTATCCAGAATGTCACTGCATATA 

CTTGGTGAATTATAAAGTCAAACAAGAAATTCTTCTAACTTTGTCCTTTCTTGTCA AAAA 

TCCTCTCATTAATATGCTTTCAATGTGCAAAGTAAACAAACGTTGCATTGATTGCGTTTT 

TCAAGGGTCTAAATATTCAGTATTAACTTAGTCCTGAATATT 

>SEQUENCE:227:prostate_MPM2000-004P4Novei007_8Table4 

TAGGGCGAATTGGGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTGATGGATATCTG 

CAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACTACCTCAGCTGGGAGAAATGTT 

GGAAATGGTTTAAACACATTATCAGATTCATCTTGGAGGCATAGTCAAGTTCCTAGATCT 

TC ATCAATG GTACACCAAG GTG GTGCATTACCG G AAGTG G ATCAAGG AC ACC ATCGTGGC 

CAACCCCTGAGCACCCCTATCAACTCCCTATTGTAGTAAACTTGGAACCTTGGAAATGAC 

CAGGCCAAGACTCAAGCCTTCCCAGTTCTACTGACCTTTGTCCTTAAGGTGTGAGGTCCA 

GGGTTGCTAGGAAAAGAAATCAGC 

>SEQUENCE:229:prostate_MPM2000-004P4Novel007_8Table4 

CGCGCGTAATACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGT 

ACAGCCACTTACTCTTAAAGAGACTGCTGAAAGTTTTGGAAGCCCACCAAAAGAAGAAAT 

GGGAAATGAACACATCAGTGTCCACCCTGAAAACTCAGACTGTATCCAAGCAGATGTTAA 

CTCTGATGATTACAAGGGTGATAAAGTATACCATCCAGAAACAGGAAGGAAAAACGAGAA 

AGAGAAAGTTGGAAGGAAGGGCAAGCATCTGTTGACTGTTGATCAGAAACGTGGAGAGCA 

TGTTGTCTGTGGCAGCACACGTAATAATGAGTCAGAGAGCACTTTGGATTTAGAAGGCTT 

CC A A A ATCCCAC AG CTA AAG AGTGTG AG G G ACTTG CC ACTTTAG ATAACA AG G CTG ATCT 

TGATGGAGAAAGTACCTGCCCGGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCA 

GGAATTCGATATCAAGCTTATCGATACCGTCGACCTCGAGGGGGGGCCCGGTACCCAGCT 

TTTGTTCCCTTT AGTG AGG GTT AATTG CG CGCTTG G CGTA ATC ATG GTC ATAG CTGT 

>SEQUENCE:230:prostate_MPM2000-004P4Novel007_8Table4 

GACTCGCTATACGACTCACTATAGGGCGAATTGGGCCCTCTAGATGCATGCTCGAGCGGC 
CGCCAGTGTGATGGATATCTGCAGAATTCGCCCTTTCGGCGGCCGCCCGGGCAGGTACCT 
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GGGGTCTCAGGGTTGCTCTGGGCCTGATCATCCACTCAGATCTGTAAGGAGGATTTGCAG 

GATCCATTTAGAAAGATCCTCCCTTACTTCCACAAGCATGGCCTTTGGCTCTTAAATACC 

TGTGCTGGGGTTTTGTAATTATAGAAACAACAGGAACCAAAACTCATTAATGTTGA GCTA 

CA A ACC AG AG G G A AGCTTCTTTCTC AAAACAG G G CTCAG G CCT AG AA A AATCT AGTTTTC 

TGAAATCGCTAGCCAGCAACAGCACTGAGATGGCCATCCCAGAAACAAGGCCAACACAGA 

AGCACCCATAAAGGCCGCTGGAGGTTGGGACAAAGAGATCCTTGCTGTCCTTACAGACCC 

CCTGACTTCCAAGGAGCTCCCCTCTCACCCAGCCTGGCCTGCCTTCTCCACAGGGTAGCT 

GATCGTCAGCATCATCTTCAATG 

>SEQUENCE:231:prostate_MPM2000-004P4Novel007_8Table4 

TATAGGGCGAATTGTGCCCTCTAGATGCATGCTCGAGCGG CCGCC AGTGTGATGGATATC 

TGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACTTTTTAGTGATGTGGCAGAA 

ATCCCTGTTGATTCTAAGTTTTAGAGTGTCTTTTCCCCTATTTCTGACCTACAACTATAA 

ACTACTCTCTATTAGGAGAACTAGACCACTTTCTTCATTCTTTTCTA AACTG CTGCAGAT 

TGCCGTGAACTCTATCAATAGTCTCTTTTCCGCAGGCAAAGTGGCATTTTCTAAACATGT 

TTGCTTACTGCCAGGCTGGTTTGAAATCTATGATTTACTGCAGTAGGTATGGTGCTTAAA 

ACAACTGTCCGAGGGTCTTTTAA 

>SEQUENCE:232:prostate_MPM2000-004P4Novel007_8Table4 

TACGACTACTATAGGGCGAATTGGGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTG 

ATGGATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACCTATCGTGGGAAG 

TTGACAGCTGATATCAACTGGGCAGTGAATGGAATCTCAAAAGGAATCATTAAGCAGTTT 

CTTGGCTATGTTCCCATCGTGGTGAAATCCAAGCTTTGCAACTTACGTAACCTTCCCCCA 

C AAG CCCTCATTG AG CACCATG AGG AGG CAG AG G AA ATGGG G GGCT AGTTTATA ATC AAT 

GGCATTGAAAAAGTCATCCGAATGTTGATTATGCCTCGGAGAAATTTTCCCATTGCAATG 

ATAAGACCAAAATGGAAAACCAGAGGGCCTGGTTATACTCAGTACGGAGTTTCAATGCAC 

TGTGTGAGGGAAGAACATTCCGCTG 

>SEQUENCE:233:prostate_MPM2000-004P4Novel007_8Table4 

CTATACGGCGAATTGGATCTCCACCGCGGTGGCGGCCGCCCGGGCAGGTACAGTGAAAAG 

AGCCAAGGCTGTGTGACCCCCTCATCACTTAGCCAGGCGTATGGTCCTGGTTTCTGAGGC 

TGCCAGAAAGCATCTTAGCAATTTGTGTTTGGATGGTCCATGCCTGACTATTCTAGGCTG 

GAGGTTCCTAAAGAGTAACAAGAGGAAGAGAAACAAGAATCTCTGACACTTGTTGAGAAT 

AGAGCACAGTCCCATTTGTTTGAAAAGAGACACCAGGCAGCCATGTTTATGTGCCAGAAA 

TG CATTCCACCTCA AGG AG G ACTTAATTT ATGG ACCCGTGTGTG CCAG G CTG AGCTG G G C 

AAG ATCTTTCTCAG G ACA A ACTCTG CC ATG CAG CT AAA AGTCTGG AAACT AAAG G ATTTC 

ATGTAGTAAACTATCTTCCAACCCCTGTAGGCATCAG 

>SEQUENCE:234:prostate_MPM2000-004P4Novel007_8Table4 

TATAGGGCGAATTGGGCCCTTAGATGCATGCTCGAGCGGCCGCCAGTGTGATGG ATATC T 

GCAGAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACTTTTA AGTT ATATAAAGATTTTT 

AGCTTCATAACACCTTTTGTGGGACAATTTAATGTGGGACAGCTTTTGTGGGACAATTAA 

TTTAATAAAATTTAATTCCTTATCCAACTTTTAAATGTATGACATTTCAAATTTCAAATT 

TAGT AAG G CCTACG ACATG CCACACTTG CTTTTCCTTC AG GTT ATTT ACTTGG CATT ATT 

TCCCTTGCAACTTGGCTATACGAGCAAATCCATACTAAAGTTGCTAATATGCTTTCTTAA 

AAGCTTAGTCAACTCTAAAACATGCATTGGCGACACACATAATTCCCTTGATGAGTTATA 

GACTACAAACACTGAGTGCACTTCTGTGCACAACACTGTAGGTTAAAGGAAAAAAG 

>SEQUENCE:235:prostate_MPM2000-004P4Novel007_8Table4 

ACTATAGGGCGAATTGGGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTGATGGATA 
TCTGCAGAATTCGCCCTTTCG 

>SEQUENCE:236:prostate_MPM2000-004P4Novel007_8Table4 

AGGGCGAATTGGGCCCTCTAGATGCATGCTCGAGCGGCCGC CAGTG TGATGGATATCTGC 

AGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACAAATATTTTTGTTTATTAAAAAA 

TTAGATTGTTTTGTTTTATTATTGAATAGTAAGAATTGTTTATATAT TCTG GATACACTC 

TTTTTCAGATATGTGTGTTGTGACTATTCTTAGTCTTTAGCTTGCCTTTTCAT TTTCTTA 

ATTATGTCTTTCAAAGAACAAGTTTTTCATTTTGACGAAGCCTAGTTTATCAA I I I I I I I 

TATGGTTGGTGCTTTTTGTGTGTTCCAAGAAATCTTTGCCTACTCATTTAATTACCTGTG 

TGCCCTTGTCAAAATCATTTAATTTTGACTACTCACTTAATTACCTTGCCTACTCATTTA 

ATTACCTGTGTGCCCTTGTCAAAATTTACTGTTTATCTGTGAATCTG 

>SEQUENCE:237:prostate_MPM2000-004P4Novel007_8Table4 
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ACTACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACATTTGTTGGGGG 

CGTGACATTAACATATAACCACTTAGAGTGGACATGCAGTTAGAGAAAAGTCAATGAGCT 

GGAACCAAGCTGGGAATTCCAACATGTAGAAGTTAAACACAAGAGGAGGAGCCAGCAAAG 

GAAACAGAAACAGAGCTTCCAGCAGGTGGGGGGCATTTGGAA GAAA ACGATGCCATAGAA 

GCCAAGATGAAATAGACATCAAGGAGAAGGAAGTAGTCAATTGTTTTGAATGCTATGAAG 

AAAGATAAGAATAGGTAAATAGTCCTTATATTTGATAACAGAGGTCACTAGTGATCTTGA 

TGAGGGGTTTCAATAGAATGGTGGGATTATATACCTTCCTGGATTCAACTGAGGTAAGGA 

AGGC 

>S EQU EN CE :238:prostate_M PM2000-004P4N ovel007_8Table4 

TATAGGGCGAATTGGGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTGATGGATATC 

TGCAGAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGGAGACAGAGATGGAGAC 

GGAAAGACAAGGACAAGAAGATGGAATCTGAGCTAATGGCGGAGACATGGAACCAGTAGA 

GAAGAGACCCACTGTCTTCAGAGAGTGCTGACCAGGAAGAGGAGAAGCCTTGGGGACTGG 

ATCAGGTGTCTGTCCCTAGGTCCCCATTCCTGACTCTTCTCCTGCCACCCTGATCTGGGT 

GTAGCATCATATTACATGCTGTGATTGCCATTCCAGCCCCATACTGTGGGAGGCTGGGGA 

GTGTGAGAAGCTTTCCCAACCCTGGCAGGTACATACACAATCACTCAACTG 

>SEQUENCE:239:prostate_MPM2000-004P4Novel007_8Table*- 

ATTGGGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTGATGGATATCTGCAGAATTC 

GCCCTGTCGAGCGGCCGCCCGGGCAGGTACAACCAGAACCAACAATTGTATTTCTCTATA 

GTTATTTTAAAATAGTAATCAATGCTATGTATTTGATGTATATGTTTCTAAATTAGAAAT 

TTCTTTTGGCTTTGTGTT I I I I I AATGTGCGTTAAATATGTAAACTGAACCTGTTCCTAA 

AATGCATTAAACTTGAATGCTGTGTCTATCCAATGCCAAAATGCTCAGAAGAAAAGTGAA 

TAATTCAGTCATTCATCTGGATGTAGTTTTCTGTGTAATCTCAAATATCTGAATATTGAA 

AAAACTAGGTTGCTAACTTTTTTCATTCCTTATGCAAATGTTTAGCATCATAGTGCTGTT 

TCAGATACAGATCTGTTTCATCAAA 

>SEQUENCE:240:prostate_MPM2000-004P4Novel007_8Table4 

ACTATAGGGCGAATTGGGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTGATGGATA 

TCTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACCTGAAATAAACTTGAAAC 

TAAAACGATCATTTGTGGAGGAAAATACAGGATTTTCCAAAACAGTTTCAGAGCTACCTT 

TGCAGATGGGTAGGCTTTTCACCCACCCACAGAAAGAAGAGTCAACGGGGCTGAGACAGG 

ACAGGGATGGGTTTCAGGAGCACAATTAAAAGTTTTTCGTATCTTAAAGAAAATATCTAT 

GTTCAGAGAGAAAATTGAGAAGATAAGTTACTGCCCAGTTCCTCTGGTCTTTGACACTTA 

GACCACATAAGAATGTTCCATGGTAGAAGGGTTGGGAC AGAG AATCTTAGGAATCCTAAG 

AGAGAATCAATACTGCTCCCCTACCCCAGGTTTTTCTTGTTTTCTTTACAATAGTATCCT 

TATT 

>SEQUENCE:241:prostate_MPM2000-004P4Novel007_8Tab!e4 

ACTACTATAGGGCGAATTGGGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTGATGG 

ATATCTGCAGAATTCGCCCTTAGCGTGGGCGCGGCCGACGTACTAAACATATCCATTCAC 

CCCTAGTTTATGTGCCAACCTTATTTTATATTACATTCCCAAATTATATATAGCTCTGTT 

TCTAAGCTCTATTCTGCTCTATTGGACTATTGTCTGGTCTTATGCTAATCCTACCTTATT 

TTAATGTCTGTGACTTTAGTCATAGGACATACCTTGAAGAATAGGAACTCCCTTACTGTT 

TAAACAGTTCATTTGGCTATATGTGGAATTTTATTCTTTCTATATAAACTTTAAGGTTTG 

TTTATAGAGTTCCTTAAAAATTTGATTGGAATTGTATGAATTAA TAGGG AGAAAGTTGAT 

ATCTTTATGATATTTGTTCCATCCAAGAGCATGGAATGTCTGTATTTTAAATTATCATCT 

AT ATTG TTT ATT 

>SEQUENCE:242:prostate_MPM2000-004P4Novel007_8Table4 

TACACTACTATAGGGCGAATTGGGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTGA 

TGGATATCTGCAGAATTCGCCCTTTCAAGCGGCCGCCCGGGCAGGTACGTTGTTCTTTAA 

CCAGAAAGGTTCACTGCTGACTCCCCCACCTCTCAAAAAACAAACAAACAAACAAACACC 

ACCAAAGCTTTCCGCCATTCATGCACATGCTTATTCTGACCCCAACCCCATCCCTACAAA 

GGGGCAGCAGACAGCACAATAGTCAAGGACAAGGTTrTTATTTATTTATTTATTTATTAT 

TTATTTATTTATTTTTTAAGGAGACAGGCCTCGCTATGTTGCCCAGGCTGGCCTCCAACT 

TTGG G CTCAAGTG ATCCTTCTG CCTC AGCCCCCCG AGTCG CTGTGCCTAGG AGCACGC AC 

CACCACACCTGGCTTAAGTAGAAGGTTCTGAAATCTGCCAGAGGCTGAGCAACAGAAAGC 

TT 

>SEQUENCE:243:prostate_MPM2000-004P4Novel007_8Table4 
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CACTACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACAGTGAAAAGAG 

CCAAGGCTGTGTGACCCCCTCATCACTTAGCCAGGCGTATGGTCCTGGTTTCTGAGGCTG 

CCAGAAAGCATCTTAGCAATTTGTGTTTGGATGGTCCATGCCTGACTATTCTAGGCTGGA 

GGTTCCTAAAGAGTAACAAGAGGAAGAGAAACAAGAATCTCTGACACTTGTTGAGAATAG 

AGCACAGTCCCATTTGTTTGAAAAGAGACACCAGGCAGCCATGTTTATGTGCCAGAAATG 

CATTCCACCTCAAGGAGGACTTAATTTATGGACCCGTGTGTGCCAGGCTGAGCTGGGCAA 

GATCTTTCTCAGGACAAACTCTGCCATGCAGCTAAAAGCCTGGAAACTAAGCTCTAGAAC 

TAGTGG ATCCCCCG G GCTG CAG G A ATTCG ATATC 

>SEQUENCE:244:prostate_MPM2000-004P4Novel007_8Table4 

GCGAATTGGGCCCTCTAGATGCATGCTCGAGCGGCCGACAGTGTGATGGATATCTGCAGA 
ATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACAACAAACCAATAATGATAAAAAATAC 
TTCTCI I I I ICTCCCTGTTTCCCI I I I I CCCTTGGCCACAGCCAAATGCTAATTGCTGCT 
TTAATTACAGAGATGTGTAAATGTATTCAGATTACAAACTCTACAG GAATA CATCAACAT 
TTT AACTCTTTTG CG I I I I I ACTGTTTAACTGTTTTAAATGCAAGTTATTTTAGGGTGAC 
ACTCCTTCCAGTTCTGGCCAGATCATGAGTTTCAAGATCAAGAGTAAAAAGTTATTAGAA 
ATAAACAGTTTTATAAAGGGAGGCAGCCCTTTTCCCTCAAGAACAACTTTGTTGAGAGTT 
ACTACTTGACAGCAAGCACAGAAATG 

>SEQUENCE:245:prostate_MPM2000-004P4Novel007_8Table4 

TACGACTACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCCCGGGCAGGTACC 

ATTCTTATCTC AG AATGCTGTAAACC ATC AGTAG AAG C AGTTTAG ATTTG G ACTGC ATG G 

TAAAATGAAAAGTAATAACCCTCCAACCACAACCTAGTCAGGGTATTAATAATTATATGT 

AGCAAGAAAACAAAGAAGAAAATAATATTGAAAAAATGGAGATTCCCCAACCAGTTTCAT 

ATTTGAAGGATCTGAGTTGTA I I I I I ATTAAGGAAAT I i I I I I I I CTGAATACTGTCTTC 

CAAAATGTTAACATTAAAATCTGAATCAGAGGACTCTGAATGGAAAAGAAGTTTGATCAC 

TGACACCTAGGGCTCTGAAGCGTGTGTGGCCACATGGAAAAGTCGAAGGATGCGCTGTCG 

AATCTCCTTTGTCTTCACTCCATAGACAATTGGGTTGAGCACAGGAGGAACCAGCAGA 

>SEQUENCE:246:prostate_MPM2000-004P4Novel007_8Table4 

TACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCCCGGGCAGGTAC 

CAACAACGCACTTACCCACTGTTTTAATCTAGGTTATTCTTGAAAGCAGAGCCTGAGACA 

AAGGTAGACACATTCTATTTATGAGTCTAACACCCAGGAGCAGGAATGAGAGATAGGGGA 

GTGAACTGGGGAAAAGGGAAACTAAGTCCGAGCAAAACCAGATACTGCTCTTATCAAGTG 

GTCCACCCCTATTAATGGCTACATAATGCAGAACTTTCTCAGGATTCTTCTTAAACTTTA 

TCTCAGAACTGTCTGCCTCAGGGAGAAAGGAGAAGTATTTCTCCATCAGCAGCCACCTCC 

TGTGTGTTGAGGGCTGCTCCTTTTGGGCATTAACCCACTGCCTCCACCACCCCAACCCTC 

TGGGCTGCAAAGAGCTAGCTGACAGTCCAGCTGGTACCTCGGCCGCTCTAGAACTAGTGG 

ATCCCCCGGGCTGCAGGAATTCGATATCAAGCTTATCGATACCGTCGACCTCGAGGGGGG 

GCCCGGTACCCAGCTTTTGTTCCCTTTAGTGAGGGTTAATTGCGCGCTTGGCGT 

>SEQUENCE:247:prostate_MPM2000-004P4Novel007_8Table4 

ACTCACTATAGGGCGAATTGTGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTGATG 
GATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACTATAGGATACAACCAG 
CGAAACAGAATTGATACTCTCATGTATCTACTAGCATATCCACAAAAACCCATGGTTAAG 
ACAAAAACCATTGAATTGATAGAATTTGAGGAACTGCCAGCTGGACAGAATGCAACAGTT 
GCTGTGATGAGCTATAGTGGCTATGATATTGAAGATGCTCTTGTTTTAAACAAGGCCTCT 
TTAGACAGAGGCTTTGGGCGTTGCCTTGTATATAAAAATGCTAAGGGNACTTTNNTTTTA 
TTNTTTCI I I I I I I I IACCI I I I I I I I I I I I I I I I I AATTATTATTTATCTTATATATTT 
GTTATTTTATA I I I I I I I I I I I N CCG AAG GGCTGCG I I I I I I I I I I GTGGGACCCAAAAA 
AATI I I I I I I IGGGGGG 

>SEQUENCE:248:prostate_MPM2000-004P4Novel007_8Table4 

GCGCGTATACGACTACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCCCGGG 
C 

AG GT AC CAG G AG G GT ATTG ATGTTTG AG GTCC AAACTG A AAACCC ATC ACCTCCTTCCC A 

CTGCTATAGCAGCGTTAGCCCTGGGGTTCATTATCTAGCCAGTTCACACCTTCTAAAGTG 

GGGCTCTGAAAATGTCTTACTTCCCTCACAGACAAAGCAATTCTCAAGCCTCCTGAGATC 

ACCCACCAACCAGAGCAACTGCTGTCACTTGGAGGTGCAGCTGAATTCTTCTAATTGTGA 

CACAAACTCTTGAAACTGTAAATGCTGAAAGATTAAATGAGGTTATAACACTCAGAAGGT 

TTTACAAGTAAAAGTAAGTCAAATCAATAGGTCTTTATTTCATATCTGTAATGGTTTAGC 
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TCTGCGGGAAGTGTTAGCAGCTATATGAATTAGGAAGAATTTAGAAGACAATCCCTAAAC 

ACATGAAATGTCCAAGTAAGAAGATAACATATTTATCCAAATATTTAAAGTGAAATGCTC 

CAGATATGGGAAGCTTACAGTTTTCAAGCAAAGCTTTTTAGAAAAAATTATGGAACTATT 

TTAAAGAGAGCTAAACATTTCTTTGCCTTAGGCAGAATATACAGAACACAGATTCACCTT 

TTCTGTACCT 

>SEQUENCE:249:prostate_MPM2000-004P4Novel007_8Table4 

ATAGGGCGAATTGGGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTGATGGATATCT 

GCAGAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACTCTACGGTGTCAATAATTATTTC 

AGTCTCTG CTG C AATTAGTG CT AATT AC AATACCTG G G CT ATAAAAATAA AAG ATTTC AT 

TATAGCAAAGTTCACATATATCGTTTTAGTTCACTTTATCCACATTTGTTCATTTAAAAT 

TATACAATTGTCTTTACATATAACTGTTCTTAGACTTGAAATTTGAGGATATTATGATGA 

AAC A AA ATCTGTATTCTG AAAC AAG CTCT ATGT 

>SEQUENCE:250:prostate_MPM2000-004P4Novel007_8TabIe4 

TGGGCTCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTGATGGATATCTGCAGAATTCGG 

CTTCGAGCGGCCGCCCGGGCAGGTACTCTACGGTGTCAATAATTATTTCAGTCTCTGCTG 

CAATTAGTGCTAATTACAATACCTGAGCTATAAAAATAAAAGATTTCATTATAGCAAAGT 

TCACAAATATCGTTTTAGTTCAGTTATCCACATTGTTCATCTAAAATAATACATTTTCTT 

TACATATAACTGTCTTAGACTTGTAATTGAGGATATTTGATGAAACAGATCTGTAT CTGA 

AAC AGCACTATG ATGCTAAACATTTG CATAAG G AATG AAAAAAGTTAGCAACCTAGTTTT 

TTCAATATTCAGATATTTGAGATTACACAGAAAACTACATCCAGATGAATGACTGAATTA 

TTCACTTTTCTTCTGAGCATTTTGGCATTGGATAGACACAGCATTCAAGTTTAATGCATT 

TTAGGAACAGGTTCAGTTTACATATTTAACGCACATTAAAAAAACACAAAGCCAAAAGAA 

ATTTCTAATTTAGAAACATATACA 

>SEQUENCE:251:prostate_MPM2000-004P4Novel007_8Table4 

ATTGGGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTGATGGA TATCT GCAGAATTC 
G CCCTT ACGTGGG CCG CG G CC AG GT ACTG G AATTTCCTTTG GGG G GTTTT TGGTTAAG G G 
AACCTTGTTAA I I I I I I I GTTAACTAAA I I I I I I I CTTAAAATAAAGACTTTTTAACAAT 
GACTGGCACAGATTACTCATAAAAAGATAGCAAAACGGGTGGTTGAAGATAATTTATTTT 
AATCGTAATGTATTTTAAGTGTGAATTTAAAAATTTCATACATTAAATCTATAAATTTCC 
CTT AT ATTTCTTATGATGAGGCTT AATT AAAAGTCT AATT AAAAAA 
>SEQUENCE:252:prostate_MPM2000-004P4Novel007_8Table4 

GCGTAATACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACT 

TGATACCATGCCTAGTGCATAGTTGGTGCCCAATTAATACATGATTGGATTATAGCATAA 

TCACTGATCACTACATTTAAAGCAGTCCAATAGTGGAACAGGCTGCCTCACAAATAGTGA 

GCTCTCGTTTCTTACACAGATTCTACTATGGGCCAGGATCTCAGCCAAGCAGTGGAGCCA 

GAGGCTGGACAGACACAAGCAGAGATTTTGGAAAAAGACTGAGTCCCTCTCAGCACTTCA 

AAGATCCCTTCCAACACCCAAACATCAAAAGCCATGTTATATTGCCAAGCAAGGGTGCCT 

ATGAACGCCTGTTGAAACCCCACAACAATTTTTTCAGCCAITTATTAAAACCCCAAAGAG 

ACTATC AG G ACTTC AG G GCAAAC ATCCT AG AG ATAG C AATG CCCCC AG C AAG A AG A AAAG 

AGTTCTCAGTCTGAGAGGCACAAACTGTAATCAGTGTAATTAACAGCTTACCCTCACCTC 

TAGCCAGGCGTTTCTTCAAGATTCTAGGGTTTCCAGTCCTTACAGAACATTCTCAAGTCA 

GCAGGCTACACT 

>SEQUENCE:253:prostate_MPM2000-004P4Novel007_8Table4 

GCTCGAGCGGCCGCCAGTGTGATGGATATCTGCAGAATTCGCCCTTTCTTGCGGCCTGTC 

CGGGCAGGTACTTCATATCAGGACGAACCCAACAATTTGTCTGCCCAAACATGGTCTCAG 

GTCTGAGAGTAGCAGCCACCAAGAAAATATTTTTACCTTTCAGGCCACTTAATTTAGATG 

GGTATGGCTCAAGCACCTTCAATTTGAGTAAAGTATATTCCTGAGGTCCAACACCCTCTC 

C AGTTTGTCT ATC ATG ATCC ATG C AAG G CTGTCC ATCTTTCG G AG AGTAAATTGTGT ACC 

GCTTCCCAAATTTAATTTTGTTTCTTTCTCTTAATGTTAAAAATTGCCATCTGACAAATG 

AATCATAGTAAGGATTAACATCAGTGGTGATGAAGGAACGACGCCAGTCTACCTTCAAAC 

CCATTCTTTT 

>SEQUENCE:254:prostate_MPM2000-004P4Novel007_8Table4 

AGGGCGAATTGGGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTGATGGATATCTGC 
AGAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACCTGGGGTCTCAGGGTTGCTCTGGGC 
CTG ATC ATCC ACTC AG ATCTGT AAG GAG G ATTTG C AG G ATCCATTT AG A A AG ATCCTCCC 
TTACTTCCACAAGCATGGCCTTTGGCTCTTAAATACCTGTGCTGGGGTTTTGTAATTATA 
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GAAACAACAGGAACCAAAACTCATTAATGTTGAGCTACAAACCAGAGGGAAGGCTTCTTT 
CTC AAA ACAG G 

>SEQUENCE:255:prostate_MPM2000-004P4Novel007_8Table4 

G CG CGT ATACG ACT ACT AT AG G GCG AATTGG AGCTCCACCGCGGTGGCGGCCGCCCGGG 
C 

AGGTACCAGGAGGGTATTGATGTTTGAGGTCCAAACTGAAAACCCATCACCTCCTTCCCA 

CTGCTATAGCAGCGTTAGCCCTGGGGTTCATTATCTAGCCAGTTCACACCTTCTAAAGTG 

GGGCTCTGAAAATGTCTTACTTCCCTCACAGACAAAGCAATTCTCAAGCCTCCTGAGATC 

ACCCACCAACCAGAGCAACTGCTGTCACTTGGAGGTGCAGCTGAATTCTTCTAATTGTGA 

CACAAACTCTTGAAACTGTAAATGCTGAAAGATTAAATGAGGTTATAACACTCAGAAGGT 

TTTACAAGTAAAAGTAAGTCAAATCAATAGGTCTTTATTTCATATCTGTAATGGTTTAGC 

TCTGCGGGAAGTGTTAGCAGCTATATGAATTAGGAAGAATTTAGAAGACAATCCCTAAAC 

ACATGAAATGTCCAAGTAAGAAGATAACATATTT ATCCAA ATATTTAAAGTGAAATGCTC 

CAGATATGGGAAGCTTACAGTTTTCAAGCAAAGCTTTTTAGAAAAAATTATGGAACTATT 

TT AAAG AG AG CT AAAC ATTTCTTTG CCTTAG G CAG AATAT AC AG AAC AC AG ATTC ACCTT 

TTCTGTACCT 

>SEQUENCE:256:prostate_MPM2000-004P4Novel007_8Table4 

TAGGGCGAATTGGGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTGATGGATATCTG 

CAGAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACCTTGGCCCAG ATCAA AAATTGGCA 

GTGATCAGGACTTGGGTATAGAATTGCTGAATGTTCTACATCGAGTAATTTTAACCAGAG 

AATCACCTTCCATTCAGTTGGCTTCACTTGAAAGTGGTAAGGCAGATTATCTGTGCTGCT 

CAAGAACATGTGAAGGAAAAAAGACGAAGTGCAGAAGTTGATGATGGGGCTGCTGAAAAG 

GAAACTCTGCCAGAGTTTGGAGAGGGAAAGGACACCGGAGGACTTGTGCCTGGAAAGTCT 

TTGGTCTTTGCAACACTGGAATTGTGTGTATGCATTCTAGTTAGACAACTCCCAGAATTA 

AACCCTAAATTGACAGGTAGCCCAGGAGTAAAAGCTACGAAGCCACAGATACTAT 

>SEQUENCE:257:prostate_MPM2000-004P4Novel007_8Table4 

GCGAATGGGCCCTCTANAGCATGCTCGAGCGGCCGCCAGTGTGATGGATATCTGCAGAAT 

TCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACACTGAGTCTGCAGACCATCCAGAAGGAT 

CCTGCTGCCCCCATGTGCCTTTGTTCTTGGTATGTCAGTGCCATTATACTCCAAATTCTC 

CATTTGATGGAGAGAATCTGTCCCTCTGGAATTACGAGATTTATATGCACAGTTTGCAAA 

TAAAGOATCATAGCCTTTATTTTCTGTATCAAAATCACCCTGATCCATAATATGAGTCTT 

TGCTTTGGGATACATGTTGTCATTTTGATGAACATTCCTGTCCCCTTCATGGTATTTGAT 

AAATTCCTTATCTTCATTGACACCATTCGAATCTGAAAAGCTCACAGGCTGACCATCAGG 

ATAACTCCCAGGAACATGATATAAATTGCTGTGTTCTCTACAATAAAAATTAGTTGCCCA 

ACAATCCTCAAGATTATGGTTAACATTCTCATGGTCTATATACCACAACTGAGGTTGACC 

TAAATTCGCTG 

>SEQUENCE:258:prostate_MPM2000-004P4Novel007_8Table4 

TATTCTACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACGCGGG 
GAAAGAGGGTCCATCTCTTTGCCAGCGATGTTCATTTTGCAGCATAGTTTGAGAGCAATC 
TTTTTC AAGTA A ATTG AAT ATG AATG CCTG GCCCC ATC AT AC ATTAATG AATT AG G G GTT 
G 

>SEQUENCE:259:prostate_MPM2000-004P4Novel007_8Table4 

TTGGGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTGA TGGA TATCTGCAGAATTCG 
CCCTTTCG AGCG G CCGCCCG G G C AG GTAC AGTG CC AG GTTCTTTTCTG ATGT AAAAC AA A 
ATAGGAGAAAATAAAAACCCAGCCTGGCAAAATAGCTTATCTCCACCAATCAGCAGAAAA 
TGGTAAAATAGAGACGCACGTGGCACTAACTAGACAGGAAATCAGAGGTGGGAAGCAAAA 
TGCCAGCCTTTATTCTGCTCTCTAAGATGGCTCTGGAAGG TCATGTTC ATTGTCACTGAA 
AATGCCTGCAGGGAGCGATATGAAAAGTCATTGTCTCTTC I I I I I I I I CCTC CTG CTATT 
TTTAGCTCTTGCTAGGAAGATCAATTTTAGTTAACTGCAGAGAAGGGTTTTTAAAATGGT 
GCTTGAGTTTCAAGTTGCATGTGTC 

>SEQUENCE:261:prostate_MPM2000-004P4Novel007_8Table4 

AGGGCGAATTGGGCCCTCTAGATGCATGCTCGAGCCGGCCGCCAGTGTGATGGATATCTG 

CAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACCATCAAATCAAGTTTCTCTAAA 

AATTATGAAATTGGCATATTTTATATTTTGCTAGAGAATGGTGTGAACAAGGCTGATAAT 

CAATTAGTTCTTTTTCCTTTTTGATTAGTATATATTTTTCACATGATATTAAAGCTACCA 

TTAGCTGATTTTATTCTCAATGTGCCTCAATTCTAAGAACCACTGCATTATTTATGAACA 



Table 7 
2342/3129 



AGAATGTGCAATACCAAGAACCAGCCAATAATTTGAATCTTATATAAACTAAAGATTCAG 
AAATTCCAAGAGATTATTTAACAAATATCATTTGAACATATGAGCTAATTAACAGAGAAA 
ATTCTTTAAAATGTGAATTTATCACATTCATAATTTAACTTTCAAGATT 
>SEQUENCE:262:prostate_MPM2000-004P4Novel007_8Table4 

TACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACCCGAAAA 

GAAAGGAAGCTTTAGTAATGAAAGGATTGCTGCCAAAATCCTGTTTCCCCCTTGCAGATC 

TTACAGAAAACAGCCACAGAATCCCAAGGCATCAGCACCAAGAGAGCCTGTAGAAACTAT 

CTGGTCTAAGCTCCTGAAGCCCAGAGATAAGAATGACTTAACCCAAGCTGCACAGCCTCT 

TAACAGTCCACTGTTAACCCCAGAAACAGATGCATTTGAATCTGAAAGGAGACAGGAATC 

CTAATCCTACTGCTCAGGGACTTGCTGATTTACTTTGCTGTCTATTAGCCTTTCTGTGAC 

ATGATTTTCTACCAAGCAAAGTCTTTTATTCAAGTCTCCCAGAGATTTCCTATTTAAGCG 

TTTG CT ATTTG G CC ACTTAAAAA AG ACAG AAG AG AAGTAAAC AG AAG C ATAT ACCACAC A 

ACTCAGTCCAGTCAGTAGTTGACTCTCAAGATGGCGGATGTCA CTGA GATGGCTGAGAAA 

TAGGAACGGATGTGGAGAAAGGAGTGGCAGTGGAGTTAGCTGTTTTGTCTACCTGCTGGA 

TA 

>SEQUENCE:263:prostate_MPM2000-004P4Novel007_8Table4 

TACGACTACTATAGGGCGAATTGGGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTG 
ATGGATATCTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACTCTCCAGATAA 
CAT ATGCAGGGTTTT ATAT ATGTTT ATT AGATTAATCTTACTGACTGT ATT ACACAAATT 
TATATACTTATAACATTTTGTCTGCTTAATCTACCAAATACTGAGAAAT GTAA ACTAAAT 
TTCCT ACTTTG G CAGTG G ATCTGTTAAGTTTGTATTTTTTGTTTGTTTGTTTTGG G G CTT 
TTTTTAT AGTTCTGTC A ATTTTACTTT AT AAATTC ATAGTTT AG GT AACT AG AAG CA AAT 
AAGTTTCGAATTGTTATCTCTTCTCACTGAGCTAAGCTTTTATCAGCATGTAATGATGAT 
CTC I I I I I I I AACGAATAGTGTCTATGTTAAGGT 
>SEQUENCE:264:prostate_MPM2000-004P4Novel007_8Table4 

GCGAATTGGGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTGATGGATATCTGCAGA 

ATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACTCCTCATGATCATCTACACAACATTC 

TGTGACACGTTCTCTAACCCAAATATTGACCTGGATAAATTCAGCC TTGTT CTCATACTG 

TTCATAATATTTTCTATCCAGCTGAGTTTTATGCTTTTAAC TTTCA TCTTTTCAACAAGG 

AATAATTCGGGTTTCACACCAGCAGACACAGTGGCTATCATTTTCTGTTCTACACACAAA 

TCCCTTACATTGGGAATTCCGATGCTGAGGATCGTGTTTGCAGGCCATGAGCATCTCTCT 

TTAATATCTGTACCTCGGCCGCGACCACGCTAAGGGCGAATTCCAGCACACTGGCGGCCG 

TTACTAGTGGATCCGAGCTCGGTACCAAGCTTGGCG 

>SEQUENCE:265:prostate_MPM2000-004P4Novel007_8Table4 

CTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCG CI I I I I I I I I I I I I I I IT 

I II I I I I I I I I I I I 1 i I I I 1 I I I I I I I I I I I I I I I I I I I I I U I I H I I I I I H I I I H I 

I [ I I I I I I I I I I I I CCCCCCCACTCTTTTTTG I I I I I I i I I 1 AAAACCACCCCATGCTTT 

TTGGGGGGGGGGTTTACCAACCTCTCCCCCCCATTTACTTCCTTGTTCCCCAGGGGGGGA 

AAAAAAT 

>SEQUENCE:266:prostate_MPM2000-004P4Novel007_8Table4 

ATTGGGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTGATGGATATCTGCAGAATTC 

GCCCTTAGCGTGGTCGCGGCCGAGGTACCAGAATCTCTAACAGTGTGGTCCTGTGTAGCC 

ACATTGCTACACTTACAGAGATGCTTTGGGGCCTTTTTGGATTAAGACAGTTCTAAAAGA 

CCAGGCCTCACCTATGATCTGTGTATAAAGAATTAGCATCGCACTGTAGATCTGCA AGAG 

AAGGCCGCCTCCTGCAGTGCTCTCTCTTGGTGAATGCTAACTCTGCTCGAGGGCCTTTTG 

GGGAAAGGACAGTGTAAAACCCTTAGAGAGGTAAGTTTCCCACCCTTCCAACCTCTCTCC 

ACCTGCAGCTTGCTTGGTGCTGTCAGGATCTGGATTTGGGGGGAGTCTCTCTGTAGTGGA 

ACTAGTGACAGAAGCTGTTCTTTAGAATTTTCAGGATGGC 

>SEQUENCE:267:prostate_MPM2000-004P4Novel007_8Table4 

CACTACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACAGTGAAAAGAG 

CCAAGGCTGTGTGACCCCCTCATCACTTAGCCAGGCGTATGGTCCTGGTTTCTGAGGCTG 

CCAGAAAGCATCTTAGCAATTTGTGTTTGGATGGTCCATGCCTGACTATTCTAGGCTGGA 

GGTTCCTAAAGAGTAACAAGAGGAAGAGAAACAAGAATCTCTGACACTTGTTGAGAATAG 

AGCACAGTCCCATTTGTTTGAAAAGAGACACCAGGCAGCCATGTTTATGTGCCAGAAATG 

CATTCCACCTCAAGGAGGACTTAATTTATGGACCCGTGTGTGCCAGGCTGAGCTGGGCAA 

GATCTTTCTCAGGACAAACTCTGCCATGCAGCTAAAAGCCTGGAAACTAAGCTCTAGAAC 
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TAGTGGATCCCCCGGGCTGCAGGAATTCGATATC 
>SEQUENCE:268:prostate_MPM2000-004P4Novel007_8Table4 

GGCGAATTGGGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTGATGGATATCTGCAG 

AATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACAACCAGAACCAGCAATTGTATTTCT 

CTATAGTTATTTTAAAATAGTAATCAATGCTATGTATTTGATGTATATGTTCTAAATTAG 

AAATTTCTTTTGGCTTTGTG I I I I I I I I ATGTGCGTTAAATATGTAAACTGAACCTGTTC 

CTAAAATGCATTAAACTTAAATGCTGTGTCTATCCAATGCCAAAATGCTCAGAAGAAAAG 

TGAATAATTCAGTCATTCATCTGGATGTAGTTTTCTGTGTAATCTCAAATATCTGAATAT 

TGAAAAAACTAGGTTGCTAACTNTTTTCATTCCTTATGCAAATGTTTAGCATCATAGTGC 

TGTTTCAGATACAGATCTGTTTCATCAAATATCCTCAATTACAAGTCTAAGACAGTTATA 

TGTAAAGAAAATGTATTATTTTAGATGAACAATGTGGATAACTGAACTAAAACGATATTT 

GTGAACTTTGCTATAATGAAATCTTTTATTTTTATAGCTCAAGTATTGTAATTAGCACTA 

ATTGCAGCAGAGACTGAAATAATTATTGACACCGTAGAGTAC 

>SEQUENCE:270:prostate_MPM2000-004P4Novel007_8Table4 

ATACACTACT ATAG G G CG AATTG G AGCTCCACCG CG GTG G CG GCCG AGGTAC AG ATTAGT 
GTGCACAGAGATCTCTGTAGAAAGAGTAGCTGCCCTTTCTCAGGGCAGATGATGCTTTGA 
G AAC AT ACTTTGGCCATTACCCCCAG CTTTG AGG AAAATGGG CTTTG G ATG ATTATTTTA 
TGTTTTAGGGACCCCCAACCTCAGGCAATTCCTACCTTTTCACCTGACCC 
>SEQUENCE:271:prostate_MPM2000-004P4Novel007_8Table4 

GCAAATTGGGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTGATGGATATCTGCAGA 

ATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACTGGGA TTATA GGCATGAGC CACCA TGCC 

CG G CCTTTG CTCTT AACTACTG ATGTTGTCTTCCTG ATCTTTTCTAC AAG AAG CTTTT AA 

ACTTTTTGGACTTTAACCTACAATAAGAAATCCATTTTACATGTTCACATGTATCTATAA 

CAACATTTATATTTCTAAAACAAACTTTTCATGAAACAAGATATACCTACATATGTCAGG 

CACTCTGATATTTTCTATTCTAGTCCACCTTTTCCATTTCATTCTATTTATGGGAAATAT 

ATGTTGGTTGGGAGTCACTGAGTTAATTTAATGACCCACTAATAGGCTGTGAGTGGCATT 

GGAAAAATACCTGCTTGTAAGAATTGCGAACACA 

>SEQUENCE:272:prostate_MPM2000-004P4Novel007_8Table4 

TATAGGGCGAATTGGGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTGATGGATATC 

TGCAGAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACTCGTGATAAAGAATCAATAGCA 

ATTCAAAGGTTCCTTTTGTTAGGCTGTATCCCAAAGAGTAGGGAAAGATCTT TACTT CAT 

GTC AGTG G GTG ATACCACTATT AA AG GT AACTTGTGTTTTT AA A AC AA AAT ACTTTTATC 

ACCCAGAATTACAATTTCTTAAAAATATTGTTATGCTGAATCCCTCAAACAAAAATGGTT 

TATC AATTTCTTTG G ACATAGGTAG CAG GG AAG AAAAACC ACTTTAG GTAAAAAAATTTA 

AATATACTTATGGAGATAAATAACCCAAGATGAGGATTTCTTGAAAT ATAG GAAATTTAT 

TAATTGAATTAATCTTGAAAGTTAAATTATGAATGTGATAAATTCACATTTTAAAGAATT 

TTCTCTGTTAATTAGCTCATATGTTCAAATGATATTTGTTAAATAATCTCTTGGAATTTC 

TGAATCTTTAGTTTATAT 

>SEQUENCE:273:prostate_MPM2000-004P4Novel007_8Table4 

GCGAATTGGGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTGATGGATATCTGCAGA 

ATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACTGTAACACGGGAGAGCTGTCAAGGAA 

GTTCCATTTCAGGGCAAGCACAGGAAAACACTCCTCTCCGTGGATCAAAGAAGTCAGCCC 

AAGGAACAAATCTCTCCACACTTTGGCTGGGTGGGCTGATTTACCTGCGAAAGTAATTTC 

TGTGTGTCCCTGCTTAGAATCCAGGGTTTTGTGAATGAGAACTATCATTCAATCTCACCA 

GGCAGAAACTATTCCTCAAGGGCTGTATGACGTCTGTAAGAAGGCAGTTCAAAACACCGC 

AAGGCAGTGAGAAA 

>SEQUENCE:274:prostate_MPM2000-004P4Novel007_8Table4 

TACGACTCACTATAGGGCGAATGGNGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGT 

GATGGATATCTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACCCGAAAAGAA 

AGGAAGCTTTAGTAATGAAAGGATTGCTGCCAAAATCCTGTTTCCCCCTTGCAGATCTTA 

CAGAAAACAGCCACAGAATCCCAAGGCATCAGCACCAAGAGAGCCTGTAGAAACTATCTG 

GTCTAAGCTCCTGAAGCCCAGAGATAAGAATGACTTAACCCAAGCTGCACAGCCTCTTAA 

CAGTCCACTGTTAACCCCAGAAACAGATGCATTTGAATCTGAAAGGAGACAGGAATCCTA 

ATCCTACTGCTCAGGGACTTGCTGATTTACTTTGCTGTCTATTAGCCTTTCTGTGACATG 

ATTTTCTACCAAGCAAAGTCTTTTATTCAAGTCTCCCAGAGATTTCCTATNTAAGCGTTT 

GCTATTTGGCCACTTAAAAAAGACAGAAGAGAAGTAAACAGAAGCATATACCACACAACT 
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CAGTCCAGTCAGTAGTTGACTCTCAAGATGGCGGATGTCACTGAGATGGCTGAGAAATAG 
G AACG G ATGTGG G G AAAG G AGTG G C AATG G AGTT AG C 
>SEQUENCE:275:prostate_MPM2000-004P4Novel007_8Table4 

CTACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACCTCAGTTGGAAAT 

GCAGAAATCACCCGTTTTCTGTGTTGCTCACGCTGGGAGCTGTAGACTGGAGCTGTTCCT 

ATTCGGCCATCTTGGAACCGGCACACACCAATTTTTTAGAACAGAAACAGGATCACAATC 

TACATATTGTCTTAACACATATTTTAATCATAGATAACAGTATATCTATTCAACACAAAA 

AGTTAATTCTGAAAATCTGCATCTTCATCTTACATAAAACATTTAAACTTCCCAGAACAA 

TTGGGAATATTAATGTTTCATTTATTCATTTATTATTAATATTAATCAGGGTCCTATTAG 

GAGACAGAAACCAGATAATTTGAAAGTTTAATATGAACAAATTATTAACTATAACAAGAG 

ATAG GCTAG AAAG A A AG AG AATTTTAAG G AATGTAGG AAAAG CAG AT ATT 

>SEQUENCE:276:prostate_MPM2000-004P4Novel007_8Table4 

TGTCACTACTTAGGGCGAATTGGGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTGA 

TGGATATCTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACATCTTGAGGCCT 

CTCAGCAGGAGACAAAGGATTCCAAAAAGAGATGTGGAGGTGCTGAGGGCACCTCTATCT 

CTTTGTTGTTTAGTCTGTCATTGAATCAATCTACTTATC ATCTT GGGTCTTTGAGTATTG 

TATGAAAGATCCTTCGTGCACACCACACACAGTCATGATTTTGTTAAAGTAGCCTTCTTC 

AAATGCTTTTCTAAGGGCTAGTCACCAACTTTATTTCTGTGTTTCTGTACAAGAAACATT 

TTCAGTTCTTCATTGAGTTTGATTATGGAAATCCATTAAAAGACTCTATGAAAATTTTAC 

TCATGTCTTTTGGAAATGCAACATTTT 

>SEQUENCE:277:prostate_MPM2000-004P4Novel007_8Table4 

ACTACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCCCGGGCAGGTACAAGCC 

AATGCCAGCGTCAGAGCTGCTTTTGTGCATGCCCTTGGAGATCTATTTCAGAGTATCAGT 

GTGCTAATTAGTGCACTTATTATCTACTTTAAGCCAGAGTATAAAATAGCCGACCCAATC 

TGCACATTCATCTTTTCCATCCTGGTCTTGGCCAGCACCATCACTATCTTAAAGGACGCT 

CTAGAACTAGTGGATCCCCCGGGCTGCAGGAATTCGATATCAAGCTTATCGATACCGTCG 

ACCTCGAGGGGGGGCCCGGTACCCAGCTTTTGTTCCCTTTAGTGAGGGTTAATTGCGCGC 

TTGGCGTAATCATGGTCATAGCTGTTTCCTGTGTGAAATTGTTATCCGCTCACAATTCCA 

CACAACATACGAGCCGGGAGCATAAAGTGTAAAGCCTGGGGTGCCTAATGAGTGAGCT 

>SEQUENCE:278:prostate_MPM2000-004P4Novel007_8Table4 

GGCGAATTGGGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTGATGGATATCTGCAG 

AATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACCACGAGGATCGGATTAGAGCGAAGT 

TTTATTCAGTGTATGGGTCTGGTCAAAGAGCTTTTGATCTATTCAATCCAAACTTCAAGT 

CTACCTGTCAACGGTTTGTGGAGAAGTACCTCGGCCGCGACCACGCTAAGGGCGAATTCC 

AGCACACTGGCGGCCGTTACTAGTGGATCCGAGCTCGGTACCAAGCTTGGCGTAATCATG 

GTCATAGCTGTTTCCTGTGTGAAATTGTTATCCGCTCACAATTCCACACAACATACGAGC 

CGGAAGCATAAAGTGTAAAGCCTGGGGTTGCCTAATGAGTGAGCTAACTTACATTAATTT 

GCGTTGCGCT 

>SEQUENCE:279:prostate_MPM2000-004P4Novei007_8Tabie4 

CCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTGATGGATATGTGCAGAAT TCGCCCT T 

AG CGTGGTCG CG G CCG ATGT ACTTC ATTT A AG AGTCCTGG CTTCCAG AA ATCC I I I I I IT 

CATGTCTTATCTTCTAATTATGCTTTGTAGTCCAGCTAAATTACATCTNCTTGACA TTTT 

GGAATGTTCCCATCTTTACACCTGTCTTCAAATTGTTTATTCCACATGGAATATTCTTTT 

CCCCTTATCTCCAATTAGAGTATATGGAGTTTGGGGAAGAATCATGTCGTT CACTG TGGC 

ACGAGGGACAGAGTGAGAAGGTGGACAGGAGCCAGATAATTGGAGAGACTTTTTACATAA 

TGCTAATTNTAGGAGTTTGCAATTAACACTGTGGATTTGATGAAAACAGTGGAGGTTTTA 

ATC AG G G G G ATG AATG AT AG G ATTAG A ATTCTATTTTAT AT A AT ATAATCCAG ATACATC 

ATG AT AAATT AAAAG ATCAAAG CTG AAA 

>SEQUENCE:280:prostate_MPM2000-004P4Novel007_8Table4 

TACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTA CTCTT AAA 

AATCTGTTAAGAGAGTGGATCTCATTTTAAGGGTTCTTACCACAATAAAATTAAATTTTT 

GAAATAAATCAGTCATATTTGAGTGAAATGAAACCTTTCCGAGTAGTTTCAGACAATTGA 

TAATACCTAGTTTACAGTTCCTGTAGTCATTTTGGAGGGTGAGGACTTGATGTGTTTAGT 

AAAGTTGAGAAATAAATACATGAAAGAATGTGTGGGGAAGAGAAATTGTGGGGAAGAGAA 

ATTGTCTCAGAGGACCATTCTTAGTGGCACTGGGGAAATCTTGGCACCCAGAAGAATTCA 

ACTGCGCTCACTGCAAAAATACAATGGCCTACATTGGATTTGTAGAGGAGAAAGGAGCCC 
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TGTATTGTGAGCTGTGCTATGAGAAAT 

>SEQUENCE:281:prostate_MPM2000-004P4Novel007_8Table4 

TTGGTCCGGCTCGGTCCCTATACGGCCGCCGTGTGCTGGAATTCGCCCTTAGCGTGGTCG 

CG GCCGAG GTACATCTCAG CATTCTGCCCCAAATCTACAACCCAT AACCGG CCAG ACCTT 

GAAAAATTCTATTCTTGTGAAATATTTAGTCCAAAACATTTTACAAGAAAGTAGGAAGTC 

TACAAAGAAACAACACTGAACAAAGTGAACCCAAAGGCTCCCATCCCTGGAGATTTCAGT 

CCTGCTTTTCTTATGGATCAAAATTCTCCATTTTATTTAAATTAATCATTTAAAAAAAAC 

AAAATTTCCAAAATCGATAATCATGCAGTTTATAACACAGTGACATTTCAAAACTTATCC 

AGTAACCACACATAAAGCACTCATAACATCTCAGCACCTTTTAGGGGAAAAAAAAAGACA 

AACCTCTGAACACAGTGATGAAAACAGCTGAGCGAAAAGTACCTGCCCGGGCGGCCGCTC 

GAAAGGGCGAATTCTGCAGATATCCATCACACTGGCGGCCGCTCGAGCATGCATCTAGAG 

GGCCCAATTCGCCCTATAGTGAGTCGTATTACAATTCACTGGCCGTCG 

>SEQUENCE:282:prostate_MPM2000-004P4Novel007_8Table4 

TTTACGACTACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCCGGCCGCCCGGGCAGGT 

ACTTAACTAGGGTTAGCCGAGGTCAGGAGGGTGGATGCCTTATTATGGGATTAGTGCCCT 

TCTAAGAGGGACAGTAGAGGGCTTGTTCATGCTCTCTCTCTCCATGCACAAGAAAGAGCA 

CACAGTGAGAAGGAAAGAGGCCCTCACCCAGAACCTGACCATGCTGGCACCGTTGATTGC 

AGACTTCCAGTCCTCCAGTGATTGTGAGTAAGATAAATACTCTGTGGTTTAAGTCACCAA 

GTTCTGTGGTGTGTTTTATGGCATGCACAAGGGTAACTCCAGGATGATGCI I I I I ICACC 

AACTGGGTTGGTTCCAGGCCTTTTCATGGGAAAGCTGTTCAGCCTTCCTCAAGCCTTTGC 

AAAAAAATGCTTTGGCTGGGTCACTTCTCTTTTTGGTCCTTTTCAGTATGCCTTTT 

>SEQUENCE:283:prostate_MPM2000-004P4Novel007_8Table4 

GGCGAATTGGGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTGATGGATATCTGCAG 
AATTCGCCCTTTCG AGCGGCCGCCCG G G CAG GT ACAC AGTTT TCTGTG AAATATG ATGCT 
GTATGTGGTTGTGA I I I I I I I I CACCTCTATTGTGAATTCTTTTTCACTGCAAGAGTAAC 
AGGATTTGTAGCCTTGTGCTTCTTGCTAAGAGAAAGAAAAACAAAATCAGAGGGCATTAA 
ATGTTTTGTATGTTACATGATTTAGAAAAAGGTGATGCATCCTCCTCACATAAGCATCCA 
TATGGCTTCGTCAAGGGAGGTGAACATTGTTGCTGAGTTAAATTCCAGGGTCTCAGATGG 
TTAGGACAAAGTGGATGGATGCCGGGAAGTTTAACCTGAGCCTTAGGATCCAATGAGTGG 
AG A ATGG G G ACTTCC AAAACCCAAG GTTG G CT AT AATCTCTG CATAACCAC ATG AC 
>SEQUENCE:284:prostate_MPM2000-004P4Novel007_8Table4 

ATAGGGCGAATTGTGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTGATGGATATCT 

GCAGAATTCGCCCTTTCGAGCTTTCGCCCGGGCAGGTACTTTGCATTCTGATTCTTTGAT 

ATTTGAACTTGGCCATCTGTGGGTGCTACTCTCGTAAGACTAAAAGGCACCTAC TAAATA 

CGAACAAGGATAACCAGTTCTACCAAAAACATTACCAACCAAACCTCCCCTGTTC Mill 

TCAGACTTTCCTTTTGCTTTCAACCTCTTAAACTGTAAAGGAGAGATTTAATGT TTCC CT 

ATTATTCTGCTTTGACTCACATACTAAAATGACCACAT GGCA CTCCATTGAATCTTTTCA 

GTTGTTCACGAATTAAAATAATGCCCATGTTTTACAGTTTTTCGAGTAGTCTCAGCAATG 

GATCTGTAGTTTCAGGACCTGTTTTTAAAAGATCAAGATACTTTTATGTGTTTC AGAAG T 

AGCTGTTTTTTCATTTTTTGTGGGTTTG I I I I I I I GTGTTTGTTTG GTTG GTTG G Mill 

GGGTTTTTTGCTTTTTAAAGGTCACAATGTTGTGAGCCTGGTGTAAATG 

>SEQUENCE:285:prostate_MPM2000-004P4Novel007_8Table4 

GTCACTACTATAGGGCGAATTGGGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTGA 

TGGATATCTGCAGAATTCGCCCTTTCGAGCGCCGCCCGGGCAGGTACTGCGGTCTTTAGA 

GATCATTTAGAGCTTGCACACATCTGTGTCTTCTTGTGGGAAACCTCTAGGTATTCTGTC 

TGATCAGCACTGTGAGGAAGTTGGTGGGAAAAGGGCCCCTGTTAAGAACAAACAATGGGC 

AGAAGGAAGCACATTGCAATAAATTTCCCCAGAGAGAGTTCCTTTACATTCCATTCACCA 

AAAACCTCTCTGGAACTGTCAGGTTCAGAATATCAACCAAGACCATATCATTTAGAATTC 

ATTGGCATGTAGAGGTGACTCGATTCCTAAAAGAAGCCTCTCTCCCATGAACCACGATGT 

ACAGGGAGGAATTTGAAGTAGATAGAA 

>SEQUENCE:286:prostate_MPM2000-004P4Novel007_8Table4 

ACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTGCGCGGGGAGAATCAA 
G 

TGAGAAGTGCTTTTAGAAACATCCATGCAGGTATGAAGGAGCTCTAACATGCCAGGCGAG 

TGGACAAGGCTTGGGGAAGGTTGACGATACCTAGAGACATGTCATCCTTTGGGTCAGAGC 

CTGCCTAATCTCATGGGGAACTGATGGGTGGAATAGGCACTCTAGGCTCCCCCTGGCATG 
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GGCAGGGTCGCAGAGAATTCACAAATTTGTGTGTGTTCACGGAGGGGAGGCCAAGCTTCT 
GACTGCTGAAGTTAGGGTCAGAATGGAGAGGCAAGCATGTGTGTGAGGGACTCTGAGATG 
GGAGGCTGACAA 

>SEQUENCE:287:prostate_MPM2000-004P4Novel007_8Table4 

CTACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCCCGGGCAGGTACGAGAC 
C 

CGG G CTGTTG AG CTGTTC ACTG AGTGTTAC AG C AGCG ATG AAG ACTTGG CAG AAC AG CTG 

CTGGTCTATTCCTGTGAAGCTTGGGGTGGAAGCAACTGTCTGGAGCTGGCGGTGGAGGCC 

ACAGACC 

>SEQUENCE:288:prostate_MPM2000-004P4Novel007_8Tabie4 

ACTACTATAGGGCGAATTGGGCCCTCTAGATGCATGCTCGAGCGGCCG CCAGT GTGATGG 

ATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCGAAGTACCAAGGATTTT 

>SEQUENCE:289:prostate_MPM2000-004P4Novei007_8Table4 

CTAGATGCATGCTCGAGCGGCCGCCAGTGTGATGGATATCTGCAGAATTCGCCCTTAGCG 

TGGTCGCGGCCGAGGTACTCGGGAATCTCTCGTTGACTTGTCCTCAATGACCACACTCGA 

GAGTCCCTTCACCCTAGAGAAAAGCATCCACGTTGGGCACCAGATGGAGTGGCCTGCGCC 

TCCACAGCTGTGGGCATTTCTCCTCAGGTGGAACGAGAGACiTGAGAAAAGAAAGACAAC 

AGAGACAAAGTATAGAGAAAGAAAAGTGGGCCCAGGGGACCGGCGCTCAGCATATGGAGG 

ACCCGCGCC 

>SEQUENCE:291:prostate_MPM2000-004P4Novel007_8Table4 

TATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACACTCTAGCATTGTAACT 
TTTTCCCCCTGAGAAGTAATTTTAAGATCTATCAGTCTCAATTTAAATGATCTGTTAATC 
AGCCAGAGTTTTAGTTTCATAATATCGTTCCATTGCCTGACAAAGATATACACACTGAAG 
TGCCTTTAGCAGACCTGGGACCGTCAAGAATCTTGTTACCCTGATTATTGCAAGATGACA 
TATTTCTTAAG CC ATTT AT AATCTC ATATTCG G GTTG AATCTG AATTTACAAA TAA AA GG 
GTT AA ATTG AG G C AGTTTCAAGC AG C ATTT AGG AAAATG AAGTG G CTTC AAATTTTAGTG 
TTTCTGGTTACATTATTTTGTTTGAATTATACAATTACATAAT 
>SEQUENCE:292:prostate_MPM2000-004P4Novel007_8Table4 

TATACTACTACTATANGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCCCGGGCAGGTA 

CCTGAAGGAACGAAGAAGAGGGATTTCTCAAGGTGAGAAGCAGTTCTCCATGGACACTGA 

TGACAGCACAGGCAAAGTTTCCTATGACTAGGGATCACTGTCCACACAGAGTCTGGCTTC 

CCAGGTATCCAGCAGGTAGACAAAACAGCTAACTCCACTGCCACTCCTTTCTCCACATCC 

GTTCCTATTTCTCAGCCATCTCAGTGACATCCGCCATCTTGAGAGTCAACTACTGACTGG 

ACTGAGTTGTGTGGTATATGCTTCTGTTTACTTCTCTTCTGTCTTTTTTAAGTGGCCAAA 

TAGCAAACGCTTAAATAGGAAATCTCTGGGAGACTTGAATAAAAGACTTTGCTTGGTAGA 

AAATCATGTCACAGAAAGGCTAATAGACAGCAAAGTAAATCAGCAAGTCCCTGAGCAGTA 

GGATTAGGATTCCTGTCTCCTTTCAGATTCAAATGCATCTGTTTCTGGGGTTAACAGTGG 

ACT 

>SEQUENCE:293:prostate_MPM2000-004P4Novel007_8Table4 

CGACTCACTATAGGGCGAATCGTGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTGA 

TGGATATCTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACAATATTTACAGC 

CTGGAGGATTCTTGAAGTAATGACAGACTCGTCTGCTGCAAGTGACTGGTTGGCTTCAGT 

AGAGTCATTGCTTCCTATTACTGCTGTGATCCCTGCGCCTGCCTTTCTTCTGCTGGCTCA 

CCTCCTTGTTG AAG ACAA AG G AC AAAATCTTCACCAAATACTCAAGGTCACTACAG AATT 

AGCCCAAGCAGATTCCTCCCAGGTGCCAAATCTGATTCCAGTTTTGATGTTCAAATTGGG 

AAGACCACTGGAACCTATATTATATAATGATATATTGTATACTTTACCTAAGCTTGGTGT 

TCACAAGGTGTGTATAGGACAAATTCTACGAATAATACAACTACTTGGAACCACACCACG 

ACTAAGAGCTGTCACTTTGCGCTTGCTGACATCTTTGTGGGAAAAGCAAGACCGAGTCTA 

TCCTG AACTGCAGCGTTTCATG G CT 

>SEQUENCE:294:prostate_MPM2000-004P4Novel007_8Table4 

ACTACTATAGG G CG AATTG GGCCCTCTAG ATG CATGCTCG AGCGG CCG CC AGTGTG ATG G 

ATATCTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACAGATGCATTCAGTTG 

TCATTCATTCGTGTTAAGCCAAGATCCTGGATCTTCTATCATTAATGTTAAGAGGAAACA 

TGAATTACAACTATATTGTATGACTGCCATATTTTATTGAAACTAAGGTCAATGTTGAAC 

CATATCTTGATTTCAGAATTTAAAATGTGTTACCTTAGAAATAATGAAATATAGTGTAAC 

AGTTGGTTTCTAAATGTGGTTTTATTTCAGGGGCCATTATTTAACCTGTGTGTATGCTAT 
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GATGGAGTTCTTTTGTGATTTCTTTACTTCTAAATTTAAATAGTAATTATGTTTAAAAAC 
AAATG I I I I I GTCTTTAGTTGCAAAGCAGCATATATCTCATTTCCTTCAACCTTGCCTCC 
TCATACACAAATATATT 

>SEQUENCE:295:prostate_MPM2000-004P4Novel007_8Table4 

ACGACTACTATAGGGCGAATTGGGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTGA 

TGGATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACAGTGAAAAGAGCCA 

AGGCTGTGTGACCCCCTCATCACTTAGCCAGGCGTATGGTCCTGGTTTCTGAGGCTGCAG 

AAAG CATCTT AGCAATTTGTGTTTGG ATG GTCCATG CCTG ACTATTCTAG GCTG GAG GTT 

CCTAAAGAGTAACAAGAGGAAGAGAAACAAGAATCTCTGACACTTGTTGAGAATAGAGCA 

CAGTCCCATTTGTTTGAAAAGAGACACCAGGTAGCCATGTTTATGTGCCAGAAATGCATT 

CCACCTCAAGGAGGACTTAATTTATGGACCCGTGTGTGCCAGGCTGAGCTGGGCAAGATC 

TTTCTCAGGACAAACTCTGCCATGCAGCTAAAAGCCTGGAAACTAAAGGATTTCATGTAG 

TAAACTATCTTCCAACCCCTGTAGGCATCAGACCACAGGATGAGGTTTCAGAAGGTCATA 

AGGCAGAATAGTTAAGCCTACAGGGCTTACAGTCTGACAGACCTGGGTTCAGTTCTTGGG 

TCTTCATCACTAGTTTTGTGACTTCGGGAAGATGACTCCCCGAG 

>SEQUENCE:296:prostate_MPM2000-004P4Novel007_8Table4 

ACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCCCGGGCAGGTAC 
G 

AAAAAATCAGGCTACTAAGCCCACTGTTAATATAGACGCAGACCAATTGTTAGGAACAGG 
TCCAAATTGGAGCACCATTAACCAACAATCAGTGATGCAGAATGAGGCCTATTGAACAAG 
GTAAGGGC I I I I I 

>SEQUENCE:297:prostate_MPM2000-004P4Novel007_8Table4 

GCGAATTGGGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTGATGGATATCTGCAGA 

ATTCGCCCTTTGCGGCCGCCCGGGCAGGTACGCGGGGCCTTACCTCCTGTTCATGCAACT 

TTGCTTGTTTTGCTTCTACTAAAATGGTTCTAGGTGCTGTGTGGACAGGTGATACAAAAG 

CCTGACTCACACGGGTGACATTAATTCATTCCATTTTCATTTCTCTTTGAGTGATCCTGA 

CAAGCAGAGGGTCTCAGGTGGATATTACTGTGTCTTTGAGACCTCTCTAATCCTTATCTA 

TCTCTCATTTTAATACAGAGAGTTTCATACGCAGACCTTAAGTAGACATAGTATCCAGCT 

AAAAGGGTCTCACTCTGTCACCCAGGCTGGAGTGCAGTGGCGCAGTCATGGCTCCCTGTA 

ACCTCAACCTCTCAGACTCCAGCAATCCTCCT 

>SEQUENCE:298:prostate_MPM2000-004P4Novel007_8Table4 

AGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAACC 

TAAATCTCTAGGCTCAAGTCCAGGATGTCCCCAGTCTAGTTCAGAAACTAAGTGCTCTCT 

CCTCCCCTTAAAAAGGTGTTGGCAAATGCAGGTCTCCAAGGAAGTACGTGGCCTCAATGG 

GAGATGCCCAGAGACTGCAACAGGTGAAAGGTGGCCCCCAAGGCCCAGCCCGTCTCTATG 

TTGTTCACTTTCTTTGTGGGCTGTTGAGAAGAAAAAAAGTCTTCACCTTTTCATCCAGTT 

TCC AACTCTAG C A AG C AC AGCTCTTG G G C AG AA A AT ATTG G CAAAG AAT ATCC ACATG G G 

CAAACCAAGGCAAAACGGACAGAAGCCAGTCTTTGCAGGCTCCCCACTACTCTGTAACAA 

TTTCCTTCCGGCCATGGCCCATTGGCCATTGCCCCTACACCCACCATTCTCATATCTGAA 

>SEQUENCE:299:prostate_MPM2000-004P4Novei007_8Table4 

TATAGGGCGAATTGGGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTGATGGATATC 

TGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACAGTGAAAAGAGCCAAGGCTG 

TGTGACCCCCTCATCACTTAGCCAGGCGTATGGTCCTGGTTTCTGAGGCTGCCAGAAAGC 

ATCTT AG CAATTTGTGTTTG G ATG GTCCATG CCTG ACT ATTCT AG G CTGG AG GTTCCT AA 

AGAGTAACAAGAGGAAGAGAAACAAGAATCTCTGACACTTGTTGAGAATAGAGCACAGTC 

CCATTTGTTTGAAAAGAGACAC 

>SEQUENCE:300:prostate_MPM2000-004P4Novel007_8Table4 

ACGACTACTATAGGGCGAATTGGGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTGA 

TGGATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACCCCACTGCAGCCAG 

GACCAGAATGCTATCACTCTCAGGAATGAAATCATTCAGAGCATAGCTGCATCGGGGGCA 

TGACCAGCACTATCCTCTCCCTGACCGCATTCCCTGACCTGGCTGCACAACCCACTTGAT 

CGAGGTTAATGCAAGCCATCTTTCTCCTGAAGACAGTCACTCCCTTTGGGCACATTTAAA 

TTAAAGCACCTATCAGAATACAAGTCCAGAGGCCCTGGCCCATCCGTCACAGTGTATAGA 

ACGGTCTCTTTCTACAGAGTAAGAGTGACCCTATCCTGGTGCCTTTAAATCTAAAAACTA 

TTCAGTTCCTTTG GTG G GCAATCT 

>S EQU EN CE: 30 1 :prostate_M P M2000-004P4Novel007_8Table4 
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GCGAATTGGGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTGATGGATATCTGCAGA 
ATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACATGGGACTACAGGCACGCCCCACCAT 
GCCCAGCTCATTTTTGTATTTTTAGTAGAGACAGGGTTTCACCATGTTGGCCAGGATGAT 
CTTG ATCTCTTG ACCTCATG ATCCGCCCCTCTTG G CCTCCC AAAGTG CTG G G ATCAC AG G 
CGTGAGCCACCACACCTGGCCCTCTATTTATTCTCTTTAAAGAGAGAGAAAACTATGAGA 
GG CC AAA ATTATTTA ATT AAATCTTT ACCTTAG C AC A AGG G A A AAAA TG G AATTTG CCTA 
ATATAGGTGATGAAGCATACACAATGAACAGAAACAATCACATTTTAGTAAAAGGCAAAA 
ATTTGAGACTTATAAGCTATATGGTA 

>SEQUENCE:302:prostate_MPM2000-004P4Novel007_8Table4 

GGCGAATTGGGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTGATGGATATCTGCAG 

AATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACAACCAGAACCAGCAATTGTATTTCT 

CTATAGTTATTTTAAAATAGTAATCAATGCTATGTATTTGATGTATATGTTCTAAATTAG 

AAATTTCTTTTGGCTTTGTG I I I I I I I I ATGTGCGTTAAATATGTAAACTGAACCTGTTC 

CTAAAATGCATTAAACTTAAATGCTGTGTCTATCCAATGCCAAAATGCTCAGAAGAAAAG 

TGAATAATTCAGTCATTCATCTGGATGTAGTTTTCTGTGTAATCTCAAATATCTGAATAT 

TG AAAA AACTAG GTTG CT AACTNTTTTCATTCCTT ATG C AA ATGTTTAG C ATC AT AGTG C 

TGTTTCAGATACAGATCTGTTTCATCAAATATCCTCAA1 TACAAGTCTAAGACAGTTATA 

TGTAAAGAAAATGTATTATTTTAGATGAACAATGTGGATAACTGAACTAAAACGATATTT 

GTGAACTTTGCTATAATGAAATCTTTTATTTTTATAGCTCAAGTATTGTAATTAGCACTA 

ATTGCAGCAGAGACTGAAATAATTATTGACACCGTAGAGTAC 

>SEQUENCE:303:prostate_MPM2000-004P4Novel007_8Table4 

CGTAATACGACTCACTATAGCGGCGAATTGGGTACGGGCCCCCCCTCGAGGTCGACGGTA 

TCGATAAGCTTGATATCGAATTCCTGCAGCCCAGGGGGATCCACTAGTTCTAGAGCGGCC 

GAGGTACCCCACTGCAGCCAGGACCAGAATGCTATCACTCTCAGGAATGAGATCATTCAG 

AGCATAGCTGCATCGGGGGCATGACCAGCACTATCCTCTCCCTGACCGCATTCCCTGACC 

TGGCTGCACAACCCACTTGATCGAGGTTAATGCAAGCCATCTTTCTCCTGAAGACAGTCA 

CTCCCTTTGGGCACATTTAAATTAAAGCACCTATCAGAATGCAAGTCCAGAGGCCCTGGC 

CCATCCGTCACAGTGTATAGAACGGTCTCTTTCTACAGAGTAAGAGTGACCCTATCCTGG 

TGCCTTTGAATCTAAAAACTATTCAGTTCCTTTGGTGGGCAATCTTCCTGGAAGCACTGA 

CAACTTCCTCTCATGGGTGAACCAT 

>SEQUENCE:304:prostate_MPM2000-004P4Novel007_8Table4 

AGGGCGAATTGGGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTGATGGATATCTGC 

AGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACAAAGCCAGTGAGGGAAAAACTCT 

ATGAGCAACTCTTAAAGTGAAAAATCTCATCAATACACAACTGAGTATACTGCCATTGAT 

CA ACTG CTCTTAAA ATACTT AG AT A AAA ATC ACCG CTGTAG G AAAAAG C AAAACAA A AT A 

ATGATTGAAGCGTGTTTTGCTCTGGGATGCTTACATTTGACGATTCCTGTCATACGCTGT 

GTAAGTTCATACCTAGTGCTCAATCGTATTTCATTACCAGACTGCTGTATAATTAGAGGG 

AAAAAGAAAATTCATTTGAACAAACCACTTTCACAGATAAAOCACAGGATTCCACACTTG 

G CTCTGTTTAACTC ACACTTCACTG AACACTCATA 

>SEQUENCE:305:prostate_MPM2000-004P4Novel007_8Table4 

CTATACGGCGAATTGGATCTCCACCGCGGTGGCGGCCGCCCGGGCAGGTACAGTGAAAAG 
AGC C AAG G CTGTGTG ACCCCCTC ATC ACTTAGCC AG G CGT ATG GTCCTG GTTTCTG AG GC 
TGCCAGAAAGCATCTTAGCAATTTGTGTTTGGATGGTCCATGCCTGACTATTCTAGGCTG 
GAGGTTCCTAAAGAGTAACAAGAGGAAGAGAAACAAGAATCTCTGACACTTGTTGAGAAT 
AGAGCACAGTCCCATTTGTTTGAAAAGAGACACCAGGCAGCCATGTTTATGTGCCAGAAA 
TGCATTCCACCTCAAGGAGGACTTAATTTATGGACCCGTGTGTGCCAGGCTGAGCTGGGC 
AAG ATCTTTCTC AG G ACAAACTCTG CC ATG C AG CT A AAAGTCTG G A AACT AAAG G ATTTC 
ATGT AGTA AACT ATCTTCC AACCCCTGTAG G CATC AG 
>SEQUENCE:306:prostate_MPM2000-004P4Novel007_8Table4 

TATAGGGCGAATTGGGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTGATGGATATC 

TGCAGAATTCGCCCTTAGCGGGGTCGCGGCCGAGGTACCCCAGTGGACTCTATC AACA GG 

CATTGAGCAATAGGCACACGGTAAACGGCAGCTGTTGTTATTGGTTTGCAAGGCCTTTTA 

TTAATTTTACCATAAACCACAAGATGGAAAAGACAACTAATACAGACACAGTTAAGTTCC 

AGAAGACTTCTGGACTTCAAATGATGGACTAAAACCAGCATAAATTTACATAAAAAGAAA 

CGAAATACCTACATATTTTCATAACTCAATGAGCCTAATGCATGATAGAAGGGACTTGTT 

TTTATGGCAATTAATATGAGGAAGAGCAGGGAGTTTTTTGCTGAGAACAAGATCAGTGTG 
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AGTCAGTGGGATGGCCTTGTTACTTAAAGAAAACATAGGCTGCATT 
>SEQUENCE:307:prostate_MPM2000-004P4Novel007_8Table4 

ACACTACTATAGGGCGAATTGGGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTGAT 

GGATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACCTAAACAGGCCAAAT 

GTTGCCTTTGGGGTTCCTGTTTCAACAGCATGGTGTGAAGCGCTGCATCAACCTTCTCTG 

CCTCATCCTGCAAGGTGGCAAATTCCTCAAGAATATGACCAAGCTTATCTCTCTGTCGAG 

CCCTGTTATGTCCATGGATCTGAATAAGACTACAGAATGGCCGAACACAGTGAGTAACAA 

AGGAGTCGATACAGTCCTTAGCCTGGTGATTATTATATAGGTAGCACTTGGGGGAAAGCA 

CCGGAGGACTGACAAAAGACCGAAGTGCATCTTTCACCATGTCTTGCATGAGATGAGTTC 

CAAAGACC I I I I I GTTATC 

>SEQUENCE:308:prostate_MPM2000-004P4Novel007_8Table4 

ATTGGGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTGATGGATATCTGCAGAATTC 

GCCCTTAGCGTGGTTTCGGCCGAGGTACCAGCTGGAGACTGGCCTTACCCGCCACCCCGA 

GGAGAAGCCTGTGAGGAAGGACAAGCGGGATGAGTTGGTGGAAGCCATTGAATCAGCCTT 

GGAGACCCTGAACAATCCTGCAGAGAACAGCCCCAATCACCGTCCTTACACGGCCTCTGA 

TTTCATAGAAGGGATCTACCGAACAGAAAGGGACAAAGGGACATTGTATGAGCTCACCTT 

CAAGGGGACCACAAACACGAATTCAAACGGCTCATCTTATTTCGACCATTCGGCCCCATC 

ATGAAAGTGAAAAATGAAAAGCTCAACATGGCCAACACGCTTATCAATGTTATCGTGCCT 

CTAACAAAAAGG 

>SEQUENCE:309:prostate_MPM2000-004P4Novel007_8Table4 

ACGACTACTATAGGGCGAATTGGGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTGA 

TGGATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACAGTGAAAAGAGCCA 

AGGCTGTGTGACCCCCTCATCACTTAGCCAGGCGTATGGTCCTGGTTTCTGAGGCTGCAG 

AA AG C ATCTTAG CAATTTGTGTTTG G ATGGTCCATG CCTG ACTATTCT AG G CTGG AG GTT 

CCTAAAGAGTAACAAGAGGAAGAGAAACAAGAATCTCTGACACTTGTTGAGAATAGAGCA 

CAGTCCCATTTGTTTGAAAAGAGACACCAGGTAGCCATGTTTATGTGCCAGAAATGCATT 

CCACCTCAAGGAGGACTTAATTTATGGACCCGTGTGTGCCAGGCTGAGCTGGGCAAGATC 

TTTCTCAGGACAAACTCTGCCATGCAGCTAAAAGCCTGGAAACTAAAGGATTTCATGTAG 

TAAACTATCTTCCAACCCCTGTAGGCATCAGACCACAGGATGAGGTTTCAGAAGGTCATA 

AGGCAGAATAGTTAAGCCTACAGGGCTTACAGTCTGACAGACCTGGGTTCAGTTCTTGGG 

TCTTCATCACTAGTTTTGTGACTTCGGGAAGATGACTCCCCGAG 

>SEQUENCE:310:prostate_MPM2000-004P4Novel007_8Table4 

TACGACTACTATAGGGCGAATTGGGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTG 
ATG G AT ATCTG CAG AATTCG CCCTTAG CGTG GTCG CG GCCG AG GTACTTT AATTAGTTAA 
TAGAAACCACTGTAAATGAGTTATCTATCTCCAGAACATTCTCAGAGAATTTACACGAAC 
TAAAACAGGAATGAAGTGCTCTCAGAGACTTTTTCTCAGGTAAATGTAT TTAGTA GTTTG 
AGTAGTTGATCTGCAAAAACTTTAACTTTAATTAACTACATAGATGAATATTTTTTATTT 
TGAAATTTGAGAATGTCCTAAGAGGATGTCTACAGGATATGAAACTACTGGGTGCAGGAA 
AATTTTTTAAATGTTAGCAAATTGTGGCAAGAGGAAAACAAACAGTGGAGAAAACTGTG 
>SEQUENCE:31 1 :prostate_MPM2000-004P4Novel007_8Table4 

GCGAATTGGGCCCTCTAGATGCATGCTCGAGCGGTCGACCGTGTGATGGATAGATGGATA 

TTTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACCCTAGTCCTATCTTAGTG 

GTGTCAGGTGCAAAGTCACTCATTCTGAGAAATTTTACTTCTGTAGCCATTCAGATTAAA 

TTTTTTAAAATAGGGAGTTGAACTCAGCTTGAAATTGAAGGCTTCCTATAATCTGATCCT 

AATGCATCTTCTCTGAGCTTTGCTTCTGGCAATTCACATTATATTATCTATATGAGTAAG 

CCAAACTTGTCTATTCATTATTCCAGGAATAAGTGATATACTCGTGTACCTCAATTAATT 

TTAATGCAAACCTCTCTCCCTTCTACTTACGGAAATTATAATGGGTTTTTAGGGTTCATA 

ATTCTATTTCCATTAGGCTTCAGAGTCTGATAATGCTTCACAGAGATACACCTTTAC 

>SEQUENCE:312:prostate_MPM2000-004P4Novel007_8Table4 

AATACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACTTGTA 

GTCTTTTAATAACCATAGAAAGCACTAAAAGTAATTTTAAAAGCCTGGAAAGTTAAATGA 

AAACTGATATTATATACAATTAATTTAAAATTATAGTTTTACTCTGTTTATTTACAAATT 

TGCTAGATAAAACATAATCTCAGAAAAAAAGTGTTTCTTTTTGTTGCTTCTGCACTATAG 

TAAATATCTAGATATCTATAACAGGCATATAATATAGTATATATATAGGGAATCCTAGTG 

AAGAGTATAGCAGTTATAGAAATATATATGGAGAGAAATCTTATAAAATGGTTATGTTCT 

AAGTATCCATAATGAAATCCTATAAATTTTATTGCAGGAGAGAACAATGAAAAGTGTCAG 
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TGTGTGATGATACTAAACTTTTATTTCCATTTTGTCACTTCTAAAACACATTTTTGAAGC 
ATTTTAAAGACCTCTGAAATGACAATGCATCTTATAATCAATGGTGTGTCAAACCATTTG 
GAACAAI I I I I ICA 

>SEQUENCE:313:prostate_MPM2000-004P4Novel007_8Table4 

CTATAGGGCGAATTGGGCCCTCTAGATGCATGCTCGAGCGGCCGCCA GTGTG ATGGATAT 

CTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACTGGAAGAGTTTTTGAAGATTG 

AATATTGATACTTAAATTATTTCTGAAGCTCTTCAATAAAGTTTTCTAATTATAAAAACT 

CCACATAATTTGGTTCAAGCCAAGAAACAAAGTCATTTTACTCTAAGATTTATTCTCTAA 

ATATAGTAATGAGATCTGTAAAGTCTGTGTTTTGCTAATTAAAAGAGTAAA TCTG CGTAT 

TTTCTGCAGACTGCTTTCTTTGAATCTGTTTCTAAACCACAACTTGATAAGTTTTTATGG 

GTAACTGGGAATATGGTCAACACTGAGTTTTCCAAGGGTTCCATCCAGGAGTATTTCATT 

TTAG G ATGCTGTTTG G AC ACAG G GTT 

>SEQUENCE:314:prostate_MPM2000-004P4Novel007_8Table4 

TATAGGGCGAATTGTTAGCTCCACCGCGGTGGCGGCCGAGGTACATGGGACTACAGGCAC 

GCCCCACCATGCCCAGCTCATTTTTGTATTTTTAGTAGAGACAGGGTTTCACCATGTTGG 

CCAGGATGATCTTGATCTCTTGACCTCATGATCCGCCCGTCTTGGCCTCCCAAAGTGCTG 

GGATCACAGGCGTGAGCCACCACACCTGGCCCTCTATTTATTCTCTTTAAAGAGAGAGAA 

AACTATGAGAGGCCAAAATTATTTAATTAAATCTTTACCTTAGCACAAGGGAA AAAA ATG 

GAATTTGCCTAATATAGGTGATGAAACATACACAATGAATA GAAACA ATCACATTTTAGT 

AAAAGGCAAAAATTTGAGACTTATAAGCTATATGGTAGCTTATTTTTGGGTGGGGAAGAA 

AT 

>SEQUENCE:315:prostate_MPM2000-004P4Novel007_8Table4 

TGTGATGGTTATCTGCAGAATATGCTCCTTAGCGTGTTCGCGGCCGAGGTACAAGGACAC 

TAAGACAGTGTAGCCTGCTGACTTGAGAATGTTCTGTAAGGACTGGAAACACTAGAATCT 

TGAAGAAACGCCTGGCTAGAGGTGAGGGTAAGCTGTTAATTACACTGATTACAGTTTGTG 

CCTCTCAGACTGAGAACTCTTTTCTTCTTGCTGGGGGCATTGCTATCTCTAGGATGTTAG 

CCCTGAAGTCCTGATAGTCTCTTTGGG 

>SEQUENCE:317:prostate_MPM2000-004P4Novel007_8Table4 

TACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACCCGAAAA 

GAAAGGAAGCTTTAGTAATGAAAGGATTGCTGCCAAAATCCTGTTTCCCCCTTGCAGATC 

TTACAG AAAACAGCCACAG AATCCCAAG GCATCAGCACCAAG AG AGCCTGTAG AAACTAT 

CTGGTCTAAGCTCCTGAAGCCCAGAGATAAGAATGACTTAACCCAAGCTGCACAGCCTCT 

TAACAGTCCACTGTTAACCCCAGAAACAGATGCATTTGAATCTGAAAGGAGACAGGAATC 

CTAATCCTACTGCTCAGGGACTTGCTGATTTACTTTGCTGTCTATTAGCCTTTCTGTGAC 

ATGATTTTCTACCAAGCAAAGTCTTTTATTCAAGTCTCCCAGAGATTTCCTATTTAAGCG 

TTTG CTATTTG G CCACTTAAAAAAG ACAG AAG AG AAGT AAAC AG A AG C AT ATACC AC AC A 

ACTCAGTCCAGTCAGTAGTTGACTCTCAAGATGGCGGATGTCA CTGA GATGGCTGAGAAA 

TAGGAACGGATGTGGAGAAAGGAGTGGCAGTGGAGTTAGCTGTTTTGTCTACCTGCTGGA 

TA 

>SEQUENCE:318:prostate_MPM2000-004P4Novel007_8Table4 

TCTATGCATGCTCGAGCGGCCGCCAGTGTGATGGATATCTGCAGAATTCGCCCTTAGCGT 

GGTCGCGGCCGAGGTACAGAGAGGGGCTCGCTGCGCTGGGTAGAGGAAGCAGGAAGTTT 

G 

CTGAACTCAGACGGAAGAAAAAGGATTCCTTGGAGAATCCCAGCAGGTTTCTGATTGGAC 

ATGGGTCCATGTCCTTGCGAAGTCTCCTCCTCCTGAACCTGCCCTGCTCTGAGACTGGCT 

TTTGACCACCAGCATGCTGCAGACGTGATGCCGTGTGACTTCTGAGCGGGTCATAAGAAG 

CCTTGCAGTGTGGCCTGTGTCTTCACGAATGCTTGCATGAGGAAAACCACTGTCATGTAA 

GAAGTATGGCTACCCTGAGACTGTCATGGTGTGAGGACTCCTAAATGAGTCACATGTGGA 

TGGCCACCTATTCAGGCCTCAATTCTTCCACCCATTGCGACTGTGGCCCACGCATGTGGG 

G G AAG AG GCC ATTCTTCACG CC 

>SEQUENCE:319:prostate_MPM2000-004P4Novel007_8Table4 

CGAATTGGGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTGATGGATATCTGCAGAA 
TTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACACCACCATACCTGGCTAATTTTTATTT 
TTCATAGAAACAATCTCCTTATGTTGCCCAGGCTTAAAACTTTTTAAGAAGTTTCTCCTC 
I II I I C 

>SEQUENCE:320:prostate_MPM2000-004P4Novel007_8Table4 
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CTACTATAGGGCGAATTGGGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTGATGGA 

TATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACTGTTTTGATAGGCAGCTG 

GCTGGTGTAGAAAAACCAGTTAGCCATAGAACTGACATCACGCAGAGAGCCCCGACTCCC 

TGATTAGCCCACCCCAACTCAAAATCTGACTCCAGGGATGTTTTGTTGAAAATGTTATTT 

CTCTAAAACAGTATTTCTTTTCCTCTCCTGGGGGACTAGGAGGGCAGGAGACAATGAGGA 

GCAGGCCTGGGCCCCTGGTTCCAACATCAAGAGTGACAGGGTGGTCTCAGGGATGTCCTG 

TGAGGGCAGCCTGAGCCACTAAACAGGTCCAGTAGAGATGGTATTTTATCTTTAAAAAAT 

CTGTAT 

>SEQUENCE:321:prostate_MPM2000-004P4Novel007_8Table4 

ACTACTATAGGGCGAATTGGGCCCTCTAGATGCATGCTCCAGCCGCCCGCCAGGGTGATG 

GATATCTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACTAAAAACGTGAAAT 

TTCCTCATCACTGAAAACACGCTCATCTGAAATCTCTGTAAAAAAGGATTTGGCTGTTGA 

AACTTGTTATCAATGCCTCTTCTCGTAGCCACCATGACAATAAATTTGGCTAAACATTTA 

AATTTACCCTCAGTTTTGGTTTTCCTTTAAAAAAATATGTAAACAAATGAACAGGAAATC 

TCTGCTTGTAAGAAAAATCTGAATATAACAGGGGAAGGTCAGCAGACGGTCACCGGGGAA 

AGCATCCAGGCATCTTGTCGCCTCGCTGGGCTGGCCGGGGCTCAGTCACTATCTGACTCC 

TCCTTGTACCTCG G CCGCG ACCACG CTA AGGG CG AATT 

>SEQUENCE:322:prostate_MPM2000-004P4Novel007_8Table4 

GCTGATTGGAGCTCCACCGCGGTGGCGGCCGCCCGGGCTTGTACTTTGAACGATAGCAAC 

CCTTCTTTGTGTAACTCTGAAGCTGAAAATATTGAGCCTTCAGTTATGAAGATTTCTTCA 

AATAGCTTTATGAATGTGCATTTGGAATCAAAACCAGTTATATGTGATAGTAGAAATTTG 

ACAGATCACTCAAAATTTGCATGTGAAGAATATAAGCAGAGCATCGGTAGCACTAGTTCA 

GCTTCTGTTAATCATTTTGATGATTTATATCAACCTATTGGGAGTTCGGGTATTGCTTCA 

TCTCTTCAGAGTCTTCCACCAGGAATAAAGGTGGACAGTCTAACTCTCTTGAAATGCGGA 

GAGAACACATCTCCAGTTCTGGATGCAGTGCTAAAGAGTAAAAAAAGTTCAGAGTTTTTA 

AAGCATGCAGGGAAAGAAACAATAGTAGAAGTAGGTAGTGACCTTCCTGATTCAGGAAAG 

GGATTTGC 

>SEQUENCE:323:prostate_MPM2000-004P4Novel007_8Table4 

GCGAATTGGGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTGATGGATATCTGCAGA 

ATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACTACGAGATGCACTGGGACTCAACGTG 

ACCTT ATCAAGTG AG CAG GCTTG GTG C ATTTG AC ACTTCATG AT ATC AG CC AAAGTG G AA 

CTAAAAACAGCTCCTGGAAGAGGACTATGACATCATCAGGTTGGGAGTCTCCAGGGACAG 

CGGACCCTTTGGAAAAGGACTAGAAAGTGTGAAATCTATTAGTCTTCGATATGAAATCCT 

CTGTCTCCGTAAAAGCATTTCATATTTACAAGACACAGGCCTACTCCTAGGGCAGCAAAA 

AGTGGCAACAGGCAAGCAGAGGGAAAAGAGATCATGAGGCATTTCAGAGTGCACTGGCTT 

TTCATATATTTCTCAATGCCGTATGTTTGGTTTTATTTTGGCCAAAGCATAACAATC 

>SEQUENCE:324:prostate_MPM2000-004P4Novel007_8Table4 

ATAGGGCGAATTGTGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTGATGGATATCT 

GCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACGTTCCCTTCCCATATGTCATA 

AACCAATGTATTTTAAAGAAAGCAAAAGCTAAGTATTTGAAAACGTTATCTTTCTTCTAA 

CACTTGCTGTGAAAAGGGAGTAAATTCAGGCAAGCTAGTTGAAAACATTCTTTAAAATGG 

CCAGTAAAAGCAAAACTCTTTGTGCTATACGGAACACTCGGGAGTATTACAAAACCAGGG 

AGGGAGTAAAAGAATGGCCATTTCTCTATAACCAAATTGAAGACAGTAAAGTAGAAAATG 

TA ATTTCCATTGTG CACC AAATACTC AG AAC AC A A ATTAAAG C A AAA AC AA AATG G ATGT 

G C AC ACC AA A AC AA AG GTTTTTCTGTAG C ATTT ATATG A AG AG CATGTGTAAA AC ATTCT 

CAATCTGCCCCTCTGAATGGATTATGAAAGATCAGTATGTACC 

>SEQUENCE:325:prostate_MPM2000-004P4Novel007_8Table4 

CTACTATAGGGCGAATTGGGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTGATGGA 
TATCTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACACATACCCCATCTTTG 
GGCAAGCCCTAAACTATTACAGGTTCCCATACAACTCCTTCCCCAGTAGGTAAATTTAGA 
ACTT ATG AAT AAG G AA A AT A AGTCTCTAG CTTCTGCTTTT ACTG AAG G AAG CCA A AC AT A 
GCCGCTAATACTATTCACTCCTTATTTCAAAGAGTGAATTGAAAAAGAAAATAAGTTATT 
TACTCCATTGCTATACTCTGAACTTCTATAAATGGGTGCTAGAAAATCTTAATACATTAG 
TATTTAGCCATACTTTGT ATTT ATTT AAT ATGAACTGAACACATCTTGCAAGCATTCTCC 
CTCTCTAGCTCACTTTG GCATTTG G AGT 

>SEQUENCE:326:prostate_MPM2000-004P4Novei007_8Table4 
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CGAATTGCGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTGATGGATATCTGCAGAA 

TTCGGCTTAGCGTGGTCGCGGCCGAGGTACCCACAGCATTGGCTGTTCTTCATAGGAGAC 

TCAGAGAAGACTTCATAGGAGACTCATTATTGTTTACTGGACATCAGGTGCTATATTGTA 

TAGCATTCACATTCCACAGGTGAGGAAACAGGCTCAGAGGAATAAGTGGCATGCCAAGAT 

CATTGAGTATATCAGTAGCAGAATTAGGATTCAGACTTTGTTAGGCCTAACTCCAAAGCC 

CTGGCI I I I I I I I I I I G AG ATG G AATCTT ACTCTGTCACCG G G CTGG AGTGCAGTGG CAT 

GATCTCAGCTCACTGCAATCTCTGCCTCCTGGGTTCAAGTGATTCCCCTGCCTTAGCCTC 

CTGAGTAGCTGGGACTACAGGCATGCACCACCACGCCCAGCTAATTTTTGTATTTTTAGT 

AGAGAGGAGGTTTCACCGTGTTGGCCAGGATGGTCTCAATCTC 

>SEQUENCE:327:prostate_MPM2000-004P4Novel007_8Table4 

ACACTACTATAGGGCGAATTGGGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTGAT 

GGATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACCCTCTATCTCTACTT 

CACCTCAATGTCTTTCACCCTCCAATTTTAAGGTGAAAATATCTAGGCTTCTGCCCTCTG 

CAACTGATTTCTATTGAGGGCCTATGGAGGTAAAATGACAATAATCATTGAATCTAGAAA 

GAAAAAGCATCAAGCACAATTTACACGAACAATAGTTTCAGTTGACATTTAACTGAATGC 

TTCT AACTTATTT AATCTT ATTAG AT AGGCAGTGTTTTAATCAATTTACAGATGGAGAAA 

CCAGGGATGGTGCAACTTGCAAGTGGCAGAGCCCTGTTTATCTCCAAAGTTCCTGTTCCT 

CTGAGATGAAGTTATAGATTAACCTAAGTTTGTCCTTTCTTGATGTAACCAACTAATATC 

TTTGAG 

>SEQUENCE:328:prostate_MPM2000-004P4Novel007_8Table4 

TATAGGGCGAATTGGGCCCTCTAGATGCATGCTTCAGCCGGCCGCCAGGGTGATGGATAT 

CTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACAAGGACACTAAGACAGTGTAG 

CCTGCTGACTTGAGAATGTTCTGTAAGGACTGGAAACACTAGAATCTTGAAGAAACGCCT 

GGCTAGAGGTGAGGGTAAGCTGTTAATTACACTGATTACAGTTTGTGCCTCTCAGACTGA 

GAACTCTTTTCTTCTTGCTGGGGGCATTGCTATCTCTAGGATGTTTGCCCTGAAGTCCTG 

ATAGTCTCTTTGGGGTTTTAATAAATGGCCGAAAAAATTGTTGTGGGGTTTCAACAGGCG 

TTCATAGGCACCCTTGCTTGGCAATATAACATGGCTTTTGATGTTTGGGTGTTGGAAGGG 

ATCTTTG G AGTG CTG AG AG G G ACTCAGTCTTTTTCC 

>SEQUENCE:329:prostate_MPM2000-004P4Novel007_8Table4 

CTACTATAGGGCGAATTGGGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTGATGGA 

TATCTG C AG AATTCGCCCTTTCG AG CGGCCGCCCGGG C AG GTACCCTAATAAAGT A ATC A 

ATAGAAGCCTGGATTGTTGTTGGAAAAAGTAAGGTAGGACCAAGAAACGGAAACCACCAA 

ATTGCCAAGCAAAGCAGTATGATAACACTAAAGGATATAACACAAGTCTGCCCTTCTGCA 

TTCATTTAGTGTCAGTTATAATTTCTTCCAAAGGAGACCTTGAA I I I I I I AATTATGTTC 

TCAAATTACAACATTTGAAATGGTAACTCTAGTTGAATACTCCTTCTTCTAGGGCGTTGT 

ATCTTCTAAGAAATGTCCCCCATTCCAGCTCTGTACGCGGGGGAACAAAATGAAAATGGT 

CCCATCTTCAGTGAAGATACATCTAAACTGTATGCTTT 

>SEQUENCE:330:prostate_MPM2000-004P4Novel007_8Table4 

ACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGGAACCGCAATCTTC 

CAGTAATTCGCCAAAATGACGAACACAAAGGGAAAGAGGAGAGGCACCCGATATATGTTC 

TCTAGGCCTTTTAGAAAACATGGAGTTGTTCCTTTGGCCACATATATGCGAATCTATAAG 

AAAGGGATATTGTAGACATCAAGGGAATGGGTACGCGGGGAGCACACTGAGGAGGACACA 

AAAGAAGTAGACAGAATCTCTGCCTCTGCTTAGGAGTATGCAATTTAGTTGGGGCGACAA 

AACTTAAATGCTAGAACCAATAAAAGAAGATTACAAAGCAACTCGCAAATTCTGGACAAT 

CAGGAAGTCCAAGCCACAATGATCCTGCCAAGAATCCTCCAGGTTACCTTGAGGATAGTT 

TTGTAAAATCTGGAGTCTTCAATGTATCAGAACTTGTAAGAGTATCCAGAACGCCCATAA 

CCCAGGGAACTGGAGTCAACTTCCCAATTGGAGAAATCCCAAGCCAACCATACTATCATG 

ACATGAACTCGGGGGTCAATC 

>SEQUENCE:331:prostate_MPM2000-004P4Novel007_8Table4 

CTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACGATCTTGGCTCACTGC 
AACCTCTCCCTCCCGGGTTCAAGTGATTCTCGTGCCTCAGCCTCTTGAGTAGCTGGGATT 
ACAGGCGCGTGCCACTGCGTCCGGCTAA! I I I IGTAI I I I I AGTAGAGATGGGGTTTCAC 
CATGTTGGCCAGGCTGATCTCAAACTTCTGAACCTCAATGTGGTCCACACCACCTTTGGC 
CTCCCCAAAGTGGCTGGGATTACAAGGCGTTGAATGCCACCGCGCCTTCAGCCTACAAAT 
GGCAA I I I I I I I AAA AACCTG G AC AN CG CTATT ACTTG G G ATAA A ATTTCTTCTGTTTT A 
AAAATTCCTTATTTTACCTA I I I I I I AAAAGAATAAAGTAATTAGG I I I I I I I I I I I I I I 
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T 

>SEQUENCE:332:prostate_MPM2000-004P4Novel007_8Table4 

AAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGTTAGTACTTCTAGAATTAATTAAGG 
CG G GGGGGTG AG AGCGTGCGGCCGG GTAAGG GCGTGTGG CCG G ATTCACCAC AACATGG 
C 

AAATCTTTTTATAAGGAAAATGGTGAACCCTCTGCTCTATCTCAGTCGTCACACGGTGAA 

GCCTCGAGCCCTCTCCACATTTCTATTTGGATCCATTCGAGGTGCAGCCCCCGTGGCTGT 

GGAACCCGGGGCAGCAGTGCGCTCACTTCTCTCACCCGGCCTCCTGCCCCATCTGCTGCC 

TGCGCTGGGGTTCAAAAACAAGACTGTCCTTAAGAAGCGCTGCAAGGACTGTTACCTGGT 

GAAGAAGCGGGGTCGGTGGGACGTCTACTGTAAAACCCATCCGAGGCACAAGCAGAGACA 

GATGTAGACCCTTTCCCTCCAGAGTCACGCACATACTTCGCATCGCATCACTTGGGAGAA 

TGGTTGTATCTTATGGAAGGAATTATCACATCAAG 

>SEQUENCE:333:prostate_MPM2000-004P4Novel007_8Table4 

GGCCGCCAGTGTGATGGATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTAC 

TTTTTG I I I I I I I I I I I I I I I I 1 II I I I I I I GGCTCTTTGTAAATTCTTTATTGCCAGGA 

GTGAACCCTAAAGTGGCTCACAAGAGTGCCCTATTTCTTTCAATTAACTACAAGGACAAA 

CACATCTCAAAGTTGAGATAAGTGACCAGTATGATTTGCCAAAATTCTAAAGCGCACTCA 

CCATGAAATGGATAAAGGTTACCTTTGGGGATTTGCACTGTATGAATTCTGTGAAAAGAC 

TTGTTGGATATTTGTGATTAGGAGATAGGAGAAATGAAAG 

>SEQUENCE:334:prostate_MPM2000-004P4Novel007_8Table4 

AGGGCGAATTGGGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTGATGGATATCTGC 

AGAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACCACTCCCCTCACTTTCCAAAGAGAA 

GTAATTCCCAGCTAGGACCTTCCCTTGCTGGGAGGGGNGCCCAGGTGTGGCCTCTCTGTG 

ACCTTGGACCCTGGCTTCGGCATATGCCAGCCTGGCCTTTCCCCAGGGTAGGGAGCTGGC 

ACCCTGGGCATTCCCCGGCCAGCATCCAGCCTTCTTGGGCAGGGCCTTTCCACACCATTC 

CTCCCAAATCCTCACTGGCCCACCCTGGAACAAATGCAGGCGGAAGCTCGCATCCCCACC 

TCTGCTGTTTCTGCTGGGTCCCCAAAGAGCTTTCTTTAGGGAAAAAGAAAGCAGGCCAGT 

GCCTGCTTCTTTTAGACCCCCCAGTGGGGCATGGGGTGGGCCTTGG 

>SEQUENCE:335:prostate_MPM2000-004P4Novel007_8Table4 

GCGGCCGCCAGTGTGATGGATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCGAGGT 

ACACTGACTTATGTGAAATACAATATAATATTTTACCAGTTTAATGAATGATCAGTTGGA 

AGTGGGAGCCCCTTTGCAAATCACTTAAATTAGAAGTGATTTGCAACGCTTAGGTTAAGG 

AGAAGAGCGGGCTGTGTCATTAATGCAGGAACTTAGGGTATCCAGCGGGGTCCAGTCAGG 

AGACAGAAACCACACATGATTCAATCAGAGAAAGTCTGATGTGAAGAATTCTTAGTTGGG 

GATTGGGTTATAAGAAGTAATGATATGTGAATTATATCTCAATAAAGCTGTTATCTTTAA 

AAAAATAAATAAAAAAGAAATAAAGAGGACCCTGAAGAATATAGGAGCCAGGAACAGTGG 

CTCACGCCCATAATCCCAGCACTTTGGGAGGCTGAGACAGGAGGATTGTTTGAG 

>SEQUENCE:336:prostate_MPM2000-004P4Novel007_8Table4 

AGATGCATGCTCAAGCGGCCGCAGTGTGATGGATATCTGCAGAATTCGCCCTTAGCGTGG 

TCGCGGCCGAGGTACCACAGTTTGCTTAACCATTCACTTTTTGAAGGACATCTGGATTGT 

TTCCAGTTACTGACTACTATAATTAAAACTACTACACATATTTTTGGGTAACCTTTTGGG 

TGGGCATAAGTTCCGTTTCTGTGGGATAAATGCCCAGGTCTCCAGGTTCCTTATTTGGCC 

TCTGTTGACTCTCAAGTTGTAGCAGGGAGTCTGTCTCCAACTGCTAGGGTTGGGACTTCC 

AACTCCACACGAGGTGTCTGCTGGTAACTCACTGACTGCGATGGATATGAGTGCCTTGTC 

ATGGCTCCCTAAATGGCCTCTACTAATAATACCACCACAACTACCAACACTACTAAAGTC 

ATGTGGACTCTGCTAACAGTAAGGTGGACTCCTTACCACCCAGTGAGAATGAAACTACCA 

ATTCCTTACTCAGCTTTCCCAGACGTTACCCTGGAAGGAAGGGTGAGTGCCTTGCCACAG 

TCAGGCATGAGTGGAAAGCTTGGCTTCCCCACTTGGCTTTTGCCATGGGTGGGGTAGAGC 

CACAG I I I I I I I GTT ATTGTTGTTGTG G CTG GCTG G AGT AAAGCTGTT ATTGTCTAAAAG 

TTTTCTGTCTTACTAGTC 

>SEQUENCE:337:prostate_MPM2000-004P4Nove!007_8Table4 

TACGACTCACTATAGGGCGAATTGGGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGT 
GATGGATATCTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACTGCCCTCCTT 
ATTTCAG CG CTGTCATTCTG ATCACTCT AG G ACCG GTTG AG ACTTTTTCGTG AT AC AGTT 
TCCTACCTTTTTAGGCAACCATCTGTAAGACAAGGTAGAATGCTACCATAACCATGATTA 
ACATTTGCAAACACTCTGCCACAGTGCAGCCACTTTCTTTGCCTCCAGCTGAAGAAATTG 
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AGGTGCACAGAGGTTAAATTTGATGCTCAAAGCAATACAACTAGAAAATATAGGAGGCTG 

GGCTGCCTGATTGATTCCCAGCTTAGAGATTGAAAGTCACATGC GAAG CGCTTTAGCAGA 

TAG AG AAGGG G G AGTCATACTCC AGCGTG CATTTTAGTTTGTGCTTTTCTGTCCTTGAAT 

TAAGAAGTGTGACGTGTGCCTCCAACAGCATAGCATGCTACAGAAATGGATTTCTTTTCC 

TGGGGTTGATAATCTGCTGGCCAAATCTTTATCTCTGTAGTATCCC 

>SEQUENCE:338:prostate_MPM2000-004P4Novel007_8Table4 

GCTCGAGCGGCCGCCAGTTTGATGGATATCTGTATAATTCGCCCCTTCGAGCGCGCCGCC 
CGGG CAG GT ACCTTG CAG G ATACTACTCCCTTATCTACA AG C AATCC AA ATG ACT AAGG G 
ATAATTTCCAAACACTTCTGCTTGTTAACCCCTCCTCTCCAGTGCTGAAAAACTCAAGAC 
AAGTAAAAGACACATTTTTAATTAACATTTGGAAGATGGCTTTAGTTAGTTAATAGCAAT 
TGTTAACTCTCAAAATAAACAG G AAATAGTG CCACTTAGCAAGTTGTATGTTCC AAACCC 
AAGAGTAATGGGCCTTAAGAAATCCAAGTACTCAGTGCAGCAAAGAAAGACTACAGACAT 
CTCAATG G CAG G GGTG AG AAATAAG AAAG GCTGCTG ACTTTA 
>SEQUENCE:339:prostate_MPM2000-004P4Novel007_8Table4 

GCGTAATACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACT 

TGATACCATGCCTAGTGCATAGTTGGTGCCCAATTAATACATGATTGGATTATAGCATAA 

TCACTGATCACTACATTTAAAGCAGTCCAATAGTGGAACAGGCTGCCTCACAAATAGTGA 

GCTCTCGTTTCTTACACAGATTCTACTATGGGCCAGGATCTCAGCCAAGCAGTGGAGCCA 

GAGGCTGGACAGACACAAGCAGAGATTTTGGAAAAAGACTGAGTCCCTCTCAGCACTTCA 

AAGATCCCTTCCAACACCCAAACATCAAAAGCCATGTTATATTGCCAAGCAAGGGTGCCT 

ATGAACGCCTGTTGAAACCCCACAACAATTTTTTCAGCCATTTATTAAAACCCCAAAGAG 

ACTATCAGGACTTCAGGGCAAACATCCTAGAGATAGCAATGCCCCCAGCAAGAAGAAAAG 

AGTTCTCAGTCTGAGAGGCACAAACTGTAATCAGTGTAATTAACAGCTTACCCTCACCTC 

TAGCCAGGCGTTTCTTCAAGATTCTAGGGTTTCCAGTCCTTACAGAACATTCTCAAGTCA 

GCAGGCTACACT 

>SEQUENCE:340:prostate_MPM2000-004P4Novel007_8Table4 

GCGTAATACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACC 

AGGAGGGTATTGATGTTTGAGGTCCAAACTGAAAACCCATCACCTCCTTCCCACTGCTAT 

AGCAGCGTTAGCCCTGGGGTTCATTATCTAGCCAGTTCACACCTTCTAAAGTGGGGCTCT 

GAAAATGTCTTACTTCCCTCACAGACAAAGCAATTCTCAAGCCTCCTGAGATCACCCACC 

AACCAGAGCAACTGCTGTCACTTGGAGGTGCAGCTGAATTCTTCTAATTGTGACACAAAC 

TCTTGAAACTGTAAATGCTGAAAGATTAAATGAGGTTATAACACTCAGAAGGTTTTACAA 

GTAAAAGTAAGTCAAATCAATAGGTCTTTATTTCATATCTGTAATGGTTTAGCTCTGCGG 

GAAGTGTTAGCAGCTATATGAAATAGGAAGAATTTAGAAGACAATCCCT 

>SEQUENCE:342:prostate_MPM2000-004P4Novel007_8Table4 

CTACTATAGGGCGAATTGGGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTGATGGA 

TATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCTGAGGTACTATGTTTTCAATAATGTG 

CAAATATTTAAACAACTTAAATATAAAATATTCACTTATATTTTTAATGGATGTGGTATC 

TCAATCCATTTGTGTCACTCCAGATCACAACATAATTTCTTAAGTAAGATGCATATTGAG 

TCATGTAAGTAACACATAAAAAGTTATAAAATAAATTGTGATCACACTTGGGCTAAATAT 

AG A AT AC ACT AA AT ATCTG ATG G G CATCC AC ACATT AT AG A AATT AG ACATTCAACCCT A 

TATAGTAATTTAAAAACTACC 

>SEQUENCE:343:prostate_MPM2000-004P4Novel007_8Table4 

GCGAATTGGGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTGATGGATATCTGCAGA 

ATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACATGTAAATATACATCATCCCAAGTTAAA 

TTTGATAGGCCTTCCTGACAGTAGCCATATAGATAAATAGAAGTTTTCGTTGGTTTAGTG 

GCAAAACTGAATTCTTAATGTAGGTATACAAGTTAAATATGATGGTTAGAAATGAAGTTT 

TCTGAAAGTAGTTCGTTGTATGCTCCCTAAAAGAATTAGCTTTATATTTATCTTAAGAAT 

ATCTCTAAACCTATGCAAAAATATGGCAAATAGTCTTCTTTCCATTAGTCTAGTTCAACA 

AAATCTGACTCAGAGACAGTAAAGAAAGGGCAAGTAGAAGATCTAATGCCAACTAAGAAG 

ATAATTATTTCTGAAATATTTAGTTGAAGATAACTTTCTTTCTTAAGACATTACTGTGGT 

TATGATGCACAAGTCAAAGAACATGTGGCATTTCCAAAGAGTATTAAATGCATGTTACTT 

TTTTATAA AAATAAG ATA AATG AG ATT AATGG G CTTG G A ACTG CAATCTTG GTA AATA AA 

GTTACTGTATGTCTTTCAAAN N AAAAAAAA 

>SEQUENCE:344:prostate_MPM2000-004P4Novel007_8Table4 

ATTGGGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTGATGGATATCTGCAGAA7TC 
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GCCCTTAGCGTGGTCGCGGCCGAGGTACTTGCAAAGTAATACAGAAACGTGACTTTCGGC 

AGCCACCCAAGATGATGCCTATTTTCAGTGTTGATGTATTCAGGCAGGGAAAAGGTTTAC 

TTGGTGGAAACTCCTGTTAGAATTTCATTCGGGGTGGAAAGAATCTTCTCGAGCTCTCTG 

TAAGTGAGGATCTAAGAATAAAAGGCTCAGCCTAGTCATTTTTTTCTGTGCCCTACTGTA 

TGAGTTGGGCAGAATTGAGTGCCACCTAAGCCGGGCTTCTGTGTGCCAAAATGCTGGTGG 

GTGAAATTAGTGAAATTCTTTCTATTCATTCCTTTGCCCTTCTCCCAAGAAAACCCATGG 

GGAAACAAATTACAGGGGATGAATTCCTTTAGAACTTTCCCTACTT 

>SEQUENCE:345:prostate_MPM2000-004P4Novel007_8Tabie4 

ATTGGGCTTTCTAGATGCATGCTCGAGCGGCCGCCAGTGTGTTGGATATCTGCAGAATTC 

GCCCTTATTTTGGTCGCGGCCGAGGTACCATTCTTATCTCAGAATGCTGTAAACCATCAG 

TAGAAGCAGTTTAGATTTGGACTGCATGGTAAAATGAAAAGTAATAACCCTCCAACCACA 

ACCTAGTCAGGGTATTAATAATTATATGTAGCAAGAAAACAAAGAAGAAA ATAAT ATTGA 

AAAAATGGAGATTCCCCAACCAGTTTCATATTTGAAGGATCTGAGTTGTATTTTTATTAA 

GGAAA I I I I I I I I CTG AAT ACTGTCTTCC A AAATGTT AACATT AAAATCTG AATC AG AG G 

ACTCTGAATGGAAAAGAAGTTTGATCACTGACACCTAGGGCTCTGAAGCGTGTGTGGCCA 

CATGGAAAA 

>SEQUENCE:346:prostate_MPM2000-004P4Novel007_8Table4 

TACACTACTTAGGGCGAATTGGGCCCTCTAGATGCATGCTCGAGGCGGCCGCCAGTGTGA 

TGGATATCTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACTGAGGCTGTATA 

CAGCCACAGCCTCTCCCCATCCCTCCAGCCTTATCTGTCATCACCATCAACCCCTCCCAT 

GCACCTAAACAAAATCTAACTTGTAATTCCTTGAACATGTCAGGCAT ACAT TATTCCTTC 

TGCCTGAGAAGCTCTTCCTTGTCTCTTAAATCTAGAATGATGTAAAGTTTTGAATGAGTT 

G ACT ATCTT ACTTC ATG C AAAG AAG G G AC AC AT ATG AG ATTC ATC ATC AC ATG AG AC AG C 

AAATACTAAAAGTGTAATTTGATTATAAGAGTTTAGATAAATATATGAAATGCAAGATCC 

ACAGAGGGAATGTTTATGGGGCACGTTTGTAAGCCTGGGATGTGAAGCAAAGGCAGGGAA 

CCTCAT 

>SEQUENCE:347:prostate_MPM2000-004P4Nove!007_8Table4 

CGACTACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACATATCATTTC 

CATCTTCCAATGGGCTGCTGCCGATCCTACTAGCTTATGACTTAGTGCTTCCCACAGGAC 

CTAGTTAAGATGAGCAGTTCTGGATACAGCATCACTGGGTCTCAAAGTTCCGTGTCTACC 

AGGGCCCAGTAGCACAGCAGAGGCTGTTTTTCAAAAAGCATATGATCCTCTCCTGTGGTT 

AGAACCACCTTCCTTCAGGGCCCCAGGGACCTGCACTGGGATTCTTTCATTGGGCCTTGT 

CATCTATTCCACACTGCATCTTCTTTCCCCCTACCTCCAATACATAAGATCTGCCACATC 

AC AT A ATTCA AG CTG CTAATTTC 

>SEQUENCE:348:prostate_MPM2000-004P4Novel007_8Table4 

GCGAATTGGAGCTCCACCGCGGTGGCGGCCGTGAACATATTTTTTGGGTTGCTGGAGTTC 

ATCTATAAGTCATTTTTGAGGAATAAGATTTATGTTAAGACTATCAAACACAGTGTTGCC 

TACAATAGCAAAAATGTGAAAATAACAACAACAACAAAACAGCAGAGGAATTGTTATGTA 

TTTTGTAGTCTATCTATATGATGCCTATTTTTAGGCTTTAAAAAGTCTTCAAAATCTTTA 

ATGACTGATTTATCTAGTTAAATGCTTAATCCTTAGCAGGCTCTTATTCTTTAATTAAAC 

GTGCCTTTGAGTAGATGTGAATAAAATAAAAACAAGTTTCGAAAAAAAAAAACTAAAAAA 

AATTAAATGTACCTTGTACGTTCTAGAACTATTGGATCCCCCGGGCTGTAGGAAT 

>SEQUENCE:349:prostate_MPM2000-004P4Novel007_8Table4 

TG GCG G CCG AGGTACC ATTG GT A AT AGG A A AATG CA A ACCT AG GTGTCTTTTA ACG G AAA 

AATGAGAATTAGAGTTTAGGAGATTTCAGATCACTGAAGTTTTAAAAATAATGTGGAATA 

GTTGGTAAGAACAACTTATTTTATGAAAGCTGACATCAAAGTCTCACTGGAACATT GTAG 

AGGAGAGGTTTTCTAGGCATGTGGAAATGCAGTAAGAGGCATGGGTAAAAGCACCTTTTA 

GTTTTTA AG G AATT AG GTTA AAG A ATTAG CTG CATGCTTG AGTGTTTATTTTG GT TATT T 

CTGATATGCAGTTCTGAACCTCAGGAATAATTTGTTATCTAACTAAAATAGTAAGTTTTA 

AAAATAAAGCTCATTTATATTTTCTTCTAGAATAATAACTGCTTATTACAGGAAATTTGC 

AAAATGCA 

>SEQUENCE:350:prostate_MPM2000-004P4Novei007_8Table4 

GCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACATAGAATATGAACACAGCACACA 
CATGAGAGACGCAAGTGCCAAATGCCTTGGCCTGGGCTTCACGTGTCAAGCCCAACACAG 
TCTTAAGAATAAGCAGATATGAGAAGGAGATGAGAAGTGAGTCCAGGCCAATGGCGGAGA 
TGATGACGATAAGGCCATAGACGACATTGACCCGGATATCATCACAGGCCAGCTTCATGA 
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CATCTTGGTGTAGGCAGTAGGAATGGGAAAGGATATTGGAGCGGCAGAAGGGCAGCTGCT 
TGATGAAGACAGGAAGGGGTGCCATCAGTGCAGCCCCCCGCACCACAGCAGCCACACCAA 
TTTTGGTGACACGAGGCAACGTAAGTACCTGCCCGGGCGGCCGCTCTAGA 
>SEQUENCE:351:prostate_MPM2000-004P4Novel007_8Table4 

GACTACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACCCTGAGGCCTG 

CCAGTTCCTGCCTTAATGCATATGTAGTCGTAATTGAGTTCTGACACGGCCTTGGGTGTT 

TCTGTCCTAAATAGCTGACATTGCATCTTCAAGACTAGTGTGAGTAATCCTGATATTTTT 

TTTTAAGCTCAGTAAATTAATTACATGCCCTGGGAGGGAGTGATTGTAAGTAGAAAATAC 

TGAACTAGCAGATGATTCGTTTTTAAGGTGCTATACTATGTGTATCAAGTTCAAGACGAT 

GAATCTTAAAGCTTCTAAGAACTGGCAGGGTTATTCCAGCTTTGTGCCCCCGCGTACCTG 

CCCGGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAATTCGATATCAAGCT 

TA 

>SEQUENCE:352:prostate_MPM2000-004P4Novel007_8Table4 

GGCGGCCGAGGTACTTTCTTTATTTACTTGTATTTATTTCCTCTAGTTCTTGAACCCGCG 

CATCACTTTTTTGGTTTTCCTCATTCCACCACAGCATTTAGGTGACCGTTACCATTTATG 

TTTCATTAAGCTTCACTAGGAATGTAAGGATAATATTAGAGCATTTGCAGAAAATTGTTA 

TCTCCTTTTGTAGGGGATTCGAGACATATTTGTAGCTACTTCACGGCTGTAGAGTTAGTG 

GGTGATCGGGTATTCTGCATTGTTCCTTATCCCTTTGTCAGT GACAGAC ACATTGACATA 

AGAGATTCCTACAGGATTATAAGGAGAGATAAATTATTAACCATT TTTTTACTT GATCCA 

ACTACTCCATGTCCCATCAACTAGTGGTAACTGATGTTGATAGGA I I I I I I I I AAGTCCA 

GTAACTAT 

>SEQUENCE:353:prostate_MPM2000-004P4Novei007_8Table4 

GGCCGAGGTACATAAAGGTTACCGAGGACAGTTTTGGTGGAATGATGTTGGCAGACGCTT 

CATTGGCATGGGTTCGAGAGAGAAATGAAAGAGGATTGAAGACAGTGAGTATAGACAGCT 

CAGGAAGTTTAGCTGTGTAAGTGAACACAGAGATGAGTGGTCACTAGAAGGAGAGGTGAG 

CCAAGAGGGAATGATGGGAGAAGTTATAATATGTTGATGGTCAAGATAGAATGACTGATT 

AAAGGGGAATTGCTGGGGCTCTGTTCCTGAGTAGGCAAGAGCAGGTGAGATAGAAGACAT 

AGGTGGAGGGATTGGCCCTAAATACATGCGTGGACAGATCCTCCTTATGAAAAAAAGAAG 

GCAAAGTGTATGAACTCACACAGTAGTAGGAGAGTATATAGGTGGTACCTGCCCGGGC 

>SEQUENCE:354:prostate_MPM2000-004P4Novel007_8Table4 

TAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCCCGGGCAGGTACCAGCTTTATATA 

CCACTTATTAGAGGTTGCCAAGTGTGATATCTAGGCCTTAATCTAGAAATTAAGCTAATG 

AGGCCCTATTTACACAATAGACTCCTCTATCCCCCTTTGTCACTTCAGATTTAAGAATTG 

TCTTGTTCTATAAATCAGATCTCTTGTGTGTTTTCTGTTCCCGTGACCCGAAGCAGCTGT 

TTTCAGACTTTAGCAAGCATCAGAGTCACCTGGAGAGGTTGGTGTATCACAGATTGTGGG 

TCCCACCCTC AG AGTTTCG G AATCAGTAGGTCTG G GGCGCACCCTG AG AAATCTG CATTT 

CTTAGAAGTTTTAGGTGATGCTGATACTGCTGATTGGGGTTCCACACTTTGAGAAGCACT 

AGTCTAAAGGACTGTATGGCTTGTTGTAGTGAAATGAAAG 

>SEQUENCE:355:prostate_MPM2000-004P4Novel007_8Table4 

AGGGCGACTTGGAGCTCCTTCGCGGTGGCGGCCGCCCGGGCAGGTACAAGATTTCTTAGG 

GCGAATCCAATTCCATCAATACTTGGGGAAACACAAAAACCTGGTGCAGCTGGAAGGCTG 

CTGCACTGAAAAGCTGCCACTCTATATGGTGTTGGAGGATGTGGCCCAGGGGGACCTGCT 

CGGCTTTCTCTGGACCTGTCGGCGGGATGTGATGACTATGGATGGTCTTCTCTATGATCT 

CACAGAAAAACAAGTATATCACATCGGAAAGCAGGTCCTTTTGGCGCTGGAATTCCTGCA 

GGAGAAGCATTTGTTCCATGGNGGATGTGGCAGCCAGGAATATTCTGATGCAAAGTGATC 

TCACTGCTAAGCTCTGTGGATTAGGCCTGGCTTATGAAGTTTACACCCGAGGGGCC 

>SEQUENCE:356:prostate_MPM2000-004P4Novel007_8Table4 

AGGGCGAATTGGAGCTCCACCGCGGTGGCGGGCGAGGTACCTACCTTGGCCTGGGGTAA 
C 

CAAAATGGGGGTGGCTGCTGTGGTGCGGGGGGCTGCACTGATGGCACCCCTTCCTGTCTT 

CATCAAGCAGCTGCCCTTCTGCCGCTCCAATATCCTTTCCCATTCCTACTGCCTACACCA 

AGATGTCATGAAGCTGGCCTGTGATGATATCCGGGTCAATGTCGTCTATGGCCTTATCGT 

CATCATCTCCGCCATTGGCCTGGACTCACTTCTCATCTCCTTCTCATATCTGCTTATTCT 

TAAGACTGTGTTGGGCTTGACACGTGAAGCCCAGGCCAAGGCATTTGGCACTTGCGTCTC 

TCATGTGTGTGCTGTGTTCATATTCTATGTACCTGCCCGGGCGGCCGCTCTAGAACTAGT 

GGATCCCCCGGGCTGCAGGAATTCGATATCAAGCTTATCGA 
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>SEQUENCE:357:prostate_MPM2000-004P4Novel007_8Table4 

TACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCCCGGGCAGGTACGCGGGG 
A 

CTGGCGTCCGGTGTGCAGGTGGCCACATGGATCCTGGCAGCCGGTGGCGGAACCTGCCC 
A 

GCGGGCCTAGCCTAAAGCACTTGACTGACCCCTCTTATGGAATCCCGCGGGAACAGCAAA 

AGGCAGCGTTGCAGGAGCTGACGCGGGCGCACGTGGAGTCCTTCAACTACGCTGTGCACG 

AGGGTCTCGGCCTCGCGGTGCAGGCTATACCTCCCTTTGAATTTGCTTTCAAAGATGAGC 

GTATCTCTTTTACTATTCTGGATGCTGTTATCAGTCCACCTACAGTTCCAAAAGGGACCA 

TCTGCAAAGAGGCCAATGTTTATCCAGCAGAAT 

>SEQUENCE:358:prostate_MPM2000-004P4Novel007_8Table4 

GGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACATCGCATCAGCTCTGTCTTCA 
TTAATCTTTGGCTCTTATTCCATTTCTTTGGTTAAATACTGGTATCATTGAGGCTGGGTG 
TTCTGACATTAAAGCCATCAGTAACTGTAGCACA 
>SEQUENCE:359:prostate_MPM2000-004P4Novel007_8Table4 

TGGAACCTCCACCGCGGTGGCGGCCGCCCGGGCAGGTACTTAAAGCATTATTCCGTATTT 

CAGCACAGAATGACTTTGGTGAAACTGTAGCTGTTAGCGAGTAATTGCGTTA CAGG CAGA 

CCCAGTCTTAAATTAACAAATCTG GGTTCCCTTAACTATC AG GTTTATGTTGGTTTTATT 

TGCTTCTATCTGGATCCCTTCTCTTTGCCTGGGACGCTCTAGAACTAGTGGATCCCCCGG 

GCTGCAGGAATTCGATATCAAGCTTATCGATACCGTCGACCTCGAGGGGGGGCCCGGTAC 

CCAGCTTTTGTTCCCTTTAGTGAGGGTTAATTGCGCGCTTGGCGTAATCATGGTCATAGC 

TGTTTCCTGTGTGAAATTGTTATCCGCTCACAAT 

>SEQUENCE:360:prostate_MPM2000-004P4Novel007_8Table4 

CACTACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGTCCTGGGCCTCGGACTA 

ACAAGCGGCTTTAATTGCTGGGCAGGTCATGTGGAAGGTGCTCCTCCCTTCAACCCAGTA 

AATTCAATCTCTCTGAGACTTTGTTAGGTGTAAAAATGTTAATCAGAAATAATTATAACA 

ACAATAGTTTATTTACAGTACCTCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAG 

GAATTCGATATCAAGCTTATCGATACCGTCGACCTCGAGGGGGGGCCCGGTACCCAGCTT 

TTGTTCCCTTTAGTGAGGGTTAATTGCGCGCTTGGCGTAATCATGGTCATAGCTGTTTCC 

TGTGTGAAATTGTTATCCGCTCACAATTCCACACAACATACGAGCCGGGAGCATAAAGTG 

TAAAGCCTGGGGTGCCTAA 

>SEQUENCE:361:prostate_MPM2000-004P4Novel007_8Table4 

GCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACATAGAATATGAACACAGCACACA 

CATGAGAGACGCAAGTGCCAAATGCCTTGGCCTGGGCTTCACGTGTCAAGCCCAACACAG 

TCTTAAGAATAAGCAGATATGAGAAGGAGATGAGAAGTGAGTCCAGGCCAATGGCGGAGA 

TGATGACGATAAGGCCATAGACGACATTGACCCGGATATCATCACAGGCCAGCTTCATGA 

CATCTTGGTGTAGGCAGTAGGAATGGGAAAGGATATTGGAGCGGCAGAAGGGCAGCTGCT 

TG ATG AAG ACAGG AAGGG GTGCCATCAGTG CAG CCCCCCG CACCACAGCAGCCACACCAA 

TTTTGGTGACACGAGGCAACGTAAGTACCTGCCCGGGCGGCCGCTCTAGA 

>SEQUENCE:362:prostate_MPM2000-004P4Novel007_8Table4 

ATACACTATTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACAAAATAAA 

ACTCATTGCTATTGATAGTTTGACTGTAAAGGAAGACAAAATAACACAAGAAAGAGAGGT 

CAGATAGATTGGTAGTATGGATATTTGTATTAAGAAAGATGCAGAGGGATAGAGGTGAGG 

AGAACCAAGCGGAAATGCTGAAATAATATAGGAAGTCGGAAATTAATAGAAGTAGCAGAT 

AATCAATATTTGTAGTGAGTTAAAGTATATCCTTTCCTTCTTACATGTTAGCTAACAACG 

GCTTAAGAAAAATTGGTGCTTAGCATGAAATTGGAAATTTGGAATTGCTAAATTCTTTCT 

TAAGGTCTGCTGTGCTTGATTTATTTAATGGTCTACGCTCTTTGCAGTGTGACATCACAG 

TTCATTAGCAAAGTGGTTATTTGG 

>SEQU E N C E:363:prostate_MPM2000-004P4Novel007_8Table4 

GGCGGCCGAGGTACCATTCTTATCTCAGAATTCTAGCAACCATCTGNAGAAGCAGTTTAG 

ATTTGGACTGCATGGTAAAATGAAAAGTAATAACCCTCCAACCACAACCTAGTCAGGGTA 

TTAATAATTATATGTAGCAAGAAAACAAAGAAGAAAATAATATTGAAAAAATGGAGATTC 

CCCAACCAGTTTCATATTTGAAGGATCTGAGTTGTATTTTTATTAAGGAAA I I I I I I I I C 

TGAATACTGTCTTCCAAAATGTTAACATTAAAATCTGAATCAGAGGACTCTGAATGGAAA 

AGAAGTTTGATCACTGACACCTAGGGCTCTGAAGCGTGTGTGGCCACATGGAAAAGTCGA 

AGGATGCGCTGTCGAATCTCCTTTTGTCTTCACTCCATAGACAA 
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>SEQUENCE:366:prostate_MPM2000-004P4Novel007_8Table4 

TACACTTCTATAAGGCGAATTGGAGCTTCACCGCGATGGCCG CCGAG GTACTCT TGGCT T 

TGCTGATTGCTTCCCTGATGCTGCTTTTGTCCTCCTTCATCCTGTTTTCCACAGGCTTTT 

TCTGTTGATTCTCTACCTTGCTATCCCAAACACATGTGTCACCAACCTTAGATTCAGGGA 

TAGGATCCTCCACTTTTGGCCACTTAGATGCTGCATTTCCAACATTTTCATATTCTTCAG 

TTGGTTCCTCATCCTCAGTG CTCGTCTTCAAATGTG ACATGGCTGTGGCGGCG CCG CG G A 

AACCCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAATTCGATATCAAGCTTA 

TCGATACCGTCGACCTCGAGGGGGGGCCCGGTACCCAGCTTTTGTTCCCTTTAGTGAGGG 

TTAATTG CG CG CTTGGCGTAATCATGGTC 

>SEQUENCE:367:prostate„MPM2000-004P4Novel007_8Table4 

ATATGGCGAATTGGAGCTCCACCGCGGTGGCGGCCAGGAACCGTAAAAAGGCCGCGTTGC 
TGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTC 
AGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCCTCC 
CTCG GTG CG CTCCTCCTTGTTTCCG ACCCCTGTCCGCTTAATCCG GAT 
>SEQUENCE:368:prostate_MPM2000-004P4Novel007_8Table4 

TAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTA CCTTT GGTTTGTGAGTTTGAT 

AGGGAAAATTAAGACACCTCTGAGGAAAATACAGAAAGTGGTTTTATTTAAAACCACTCC 

TGGTTGACAATTGAACAAAAAGATTGTATTTAAAATGGAAACTGCAATCTTTGTATTGTT 

TTTCTACTAAGTAAAAAGGTCAGACTTGGATATGGTACCTGCCCGGGCGGCCGCTCTAGA 

ACTAGTGGATCCCCCGGGCTGCAGGAATTCGATATCAAGCTTATCGATACCGTCGACCTC 

GAGGGGGGGCCCGGTACCCAGCTTTTGTTCCCTTTAGTGAGGGTTAATTGCGCGCTTGGC 

GTAATCATGGTCATAGCTGTTTCCTGTGTGA 

>SEQUENCE:369:prostate_MPM2000-004P4Novel007_8Table4 

CTACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCCCGG GCAGGTACCA CTTG 

GCACAATGCGAGCTACAGGAGACTTTGTGACTGTGAAAGATGGAGAGAI I I I I I I I I IGG 

GACGAAAAGACAGTCAGATCAAACGTCATGGCAAACGTCTTAACATTGAACTTGTGCAAC 

AGGTTGCTGAAGAGCTTCAGCAAGTGGAGTCTTGTGCAGTTACATGGTATAATCAGGAAA 

AATTAATTCTCTTCATGGTGTCTAAAGATGCTTCAGTAAAAGAATACATCTTTAAAGAAC 

TGC AG AAAT ATCTTCC A AGTC ATG C AGTCCCG G ATG AG CTTGTATTG ATCG ATTCTCT AC 

CATTTACATCCCACGGCAAAATTGATGTTTCTGAGTTAAACAAGATATATTTAAACTACA 

TAAACTTGAAGTCTGAGAATAAGCTCAGTGGGAAAGAGGACCTTTGGGAAAAATTACAGT 

ATTTGTGGAAGTCTACTCTGAATCTCCCAGAAGATCTTTTGAGGGTTCCTGATGAGTCAC 

TCTTCTTAAATAGTGGGGGAGATTCCTTAAAGTCCATCCGGCTCCTCAGTGAGATTGAAA 

AACTTGTTGGTACCTCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAATTCGA 

TATCAAGCTTATCGATACCGTCG 

>SEQUENCE:373:prostate_MPM2000-004P4Novel007_8Table4 

GCGTCCGGTGCAGAGGGGATTCAACTTCAATTTTTCTGCAGTGGCTCTGGGTCCAGCCCC 

TTACTTAAAGATCTGGAAAGCATGAAGACTGGGC I I I I I I I CCTATGTCTCTTGGGAACT 

GCAGCTGCAATCCCGACAAATGCAAGATTATTATCTGATCATTCCAAACCAACTGCTGAA 

ACGGTAGCACCCGACAACACTGCAATCCCCAGTTTAAGGGCTGAAGATGAAGAAAATGAA 

AAAGAAACAGCAGTATCCACAGAAGACGATTCCCACCATAAGGCTGAAAAATCATCAGTA 

CT A AAGTC AA AAG AGG AAAG CC ATG A AC AGTC AG C AG A AC AG G G C A AG AGTTCT AG CC AA 

GAGCTGGGATTGAAGGATCAAGAGGACAGTGATGGTGACTTAAGTGTGAATTTGGAGTAT 

GCACCAACTGAAGGTACATTGGACATAAAAGAAGATATGAGTGAGCCTCAGGAGAAAAAA 

CTCTCAGAGAACACTG 

>SEQUENCE:374:prostate_MPM2000-004P4Novel007_8Table4 

ATTG GAG CTCCACCG CGGTGG CG G CCG AG GTACCAACT AATATATTTC I I I I i I I I I ICT 

TTTTCTTACCTATTAACCCACTAAAATTTCTAATCTAAAAGCAATATTCAAGTTACATTT 

TATTACAGAAATTGGAAAGCAATTTGCCTGGGAAGCAAAATGTTGATATGATTCACGTGA 

TTTTAACATTAAATCTAACTTGTAACAAACAACGGATTATTTATAGATAAATAAATTGAG 

ACTATTATTTGCATAGCACAGAAAGTCAAACATGACCCACACATTTATGCACATATAATT 

AATTTCAATAAAATGTTTATATTTATTTCGAATAAATAAAAAAACATAAGAAATCATTAA 

AGGTACCTGCCCGGGCGGCCGGGTTTAAAA 

>SEQUENCE:375:prostate_MPM2000-004P4Novel007_8Table4 

ATATGGCGAATTGGAGCTCCACCGCGGTGGCGGCCAGGAACCGTAAAAAGGCCGCGTTGC 
TGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTC 
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AGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCCTCC 

CTCGGTGCGCTCCTCCTTGTTTCCGACCCCTGTCCGCTTAATCCGGAT 

>SEQUENCE:376:prostate_MPM2000-004P4Novel007_8Table4 

TACACTACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCCCGGGCAGGTACGC 

GGGACAGTCACAGTTAACATCCTCATTCTCAATCCTACCCATGATGCAGACAGATTACCT 

CATTTCAGCTCAATAAGACATCACCAAATTCCCTTAGGCAGAAAAAGGGTGGGGAGTGCC 

CTTTCTTGAAGGAATCCCTTAAGTGCACGTCTCCCGTTTTCTTTTCACATCAATGCAGAG 

TCCCTCTGTGAATTTACAACACCCAACACCCATGAGTTCAGTCCTTAAGAAGGAAAATTG 

AG C AAGTATTTAATTG GTTG G ACATTG C AT AAAAG AG GTCCATATCCAGG CT AACTCTAG 

AAATTTTATTCTCAAACTTAGTTGGCCTCTTTTTCTTCTGTCAGAGGACCATTCTTAGTG 

GCACTGGGGAAATCTTGGC 

>SEQUENCE:377:prostate_MPM2000-004P4Novel007_8Table4 

TATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACTTACGTTGCCTCGTGTC 

ACCAAAATTGGTGTGGCTGCTGTGGTGCGGGGGGCTGCACTGATGGCACCCCTTCCTGTC 

TTCATCAAGCAGCTGCCCTTCTGCCGCTCCAATATCCTTTCCCATTCCTACTGCCTACAC 

CAAGATGTCATGAAGCTGGCCTGTGATGATATCCGGGTCAATGTCGTCTATGGCCTTATC 

GTCATCATCTCCGCCATTGGTCTGGACTCACTTCTCATCTCCTTCTCATATCTGCTTATT 

CTTAAGACTGTGTTGGGCTTGACACGTGAAGCCCAGGCCAAGGCATTTGGCACTTGCGTC 

TCTCATGTGTGTGCTGGGTTCATATTCTATGTACCTGCCCGGGCGGCCGCTCTAGAACTA 

GTGGATCCCCCGGGCTGCAGGAATTCGATATCAAGCTTATCGATACCGTCGACCTTGAGG 

GGGGGC 

>SEQUENCE:378:prostate_MPM2000-004P4Novel007_8Table4 

ACTACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACTAAATGCTGTGT 

AAGTAGACGTTAATCTGGCTGGAACCATGGGAAGCACTTTGCAGTGTTC AGAAGAG AGGC 

TCCATTTGTGGTTATTATGTAGAACTGGGCCAGAGCCAGTCCATTGCCTGTTTTTTTAAA 

TAAGGTTTT ACTG AG C AC AG CC ACACTCATTTGTTTATG CAGTACCTGCCCGG G CG G CCG 

CTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAATTCGATATCAAGCTTATCGATACCGT 

CGACCTCGAGGGGGGGCCCGGTACCCAGCTTTTGTTCCCTTTAGTGAGGGTTAATTGCGC 

GC 

>SEQUENCE:379:prostate_MPM2000-004P4Novel007_8Table4 

GTATACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCCTAATGAGTGAGCTA 
ACTCACATTAATTGCGTTGCGCTCACTGCCCGCTTTCCAGTCGGGAAACCTGTCGTGCCA 
GCTGCATTAATGAATCGGCCAACGCGCGGGGAGAGGCGGTTTGCGTATTGGGCGCTCTT 
>SEQUENCE:380:prostate_MPM2000-004P4Nove!007_8Table4 

CGTAATACGACTACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACAAA 

TTGTTCCTTGAAATGACTCAGAGACATTTTCTGAATTGGCTTCCATCAGCCAGGCATTTC 

TTCAG AACTG G AAAAATGCTTTAAATTTG G CTTTGTC ATG ATTATTAAAACACTCTGTAC 

CTGCCCGGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTG CAGGA ATTCGATATCAA 

GCTTATCGATACCGTCGACCTCGAGGGGGGGCCCGGTACCCAGCTTTTGTTCCCTTTAGT 

GAGGGTTAATTGCGCGCTTGGCGTAATCATGGTCATAGCTGTTTCCTGTGTGAAATTGTT 

ATCCGCTCACAATTCCACACAACATACGAGCCGGGAGCATAAAGTGTAAAGCCTGGGGTG 

CCTAATGAGTGAGCTAAC 

>SEQUENCE:381:prostate_MPM2000-004P4Novel007_8Table4 

CTACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCAGGGTGCGGTAGACGCTGG 
C 

GGCCGAGCCCGTCGCCAGGCCGAACTGCGCCACCAGCTGTTCGCCTGGCTCTAGAACTAG 

TGGATCCCCCGGGCTGCAGGAATTCGATATCAAGCTTATCGATACCGTCGACCTCGAGGG 

GGGGCCCGGTACCCAGCTTTTGTTCCCTTTAGTGAGGGTTAATTGCGCGCTTGGCGTAAT 

CATGGTCATAGCTGTTTCCTGTGTGAAATTGTTATCCGCTCACAATTCCACACAACATAC 

GAGCCGGGAGCATAAAGTGTAAAGCCTGGGGTGCCTAATGAGTGAGCTAACTCACATTAA 

TTGCGTTGCGCTCACTGCCCGCTTTCCAGTCGGGAAACCTGTCGTGCCAGCTGCATTAAT 

GAATCGGCCAACGC 

>SEQUENCE:384:prostate_MPM2000-004P4Novel007_8Table4 

TATACTACTACTATANGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCCCGGGCAGGTA 

CCTGAAGGAACGAAGAAGAGGGATTTCTCAAGGTGAGAAGCAGTTCTCCATGGACACTGA 

TGACAGCACAGGCAAAGTTTCCTATGACTAGGGATCACTGTCCACACAGAGTCTGGCTTC 



Table 7 
2360/3129 



CCAGGTATCCAGCAGGTAGACAAAACAGCTAACTCCACTGCCACTCCTTTCTCCACATCC 

GTTCCTATTTCTCAGCCATCTCAGTGACATCCGCCATCTTGA GAGTCA ACTACTGACTGG 

ACTGAGTTGTGTGGTATATGCTTCTGTTTACTTCTCTTCTGTCTTTTTTAAGTGGCCAAA 

TAGCAAACGCTTAAATAGGAAATCTCTGGGAGACTTGAATAAAAGACTTTGCTTGGTAGA 

AAATCATGTCACAG AAAG GCTAATAG AC AG C A AAGTAA ATC AGC AAGTCCCTG AG C AGTA 

GGATTAGGATTCCTGTCTCCTTTCAGATTCAAATGCATCTGTTTCTGGGGTTAACAGTGG 

ACT 

>SEQUENCE:385:prostate_MPM2000-004P4Novel007_8Table4 

CACTACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGGTGATTGCTTTCCAAGG 

CCACCGAGGGTATCTGAGACTCCCAGGCCCTGGTTGGTCCTGCCTCTTCTCCTTCATAGT 

GTCCCAGTGTTGTCAGGAGGGCGCTGGTGGTAGCTTGGACCTTGTGTGCCAACGCTTCCT 

CAGGTCTGGGCCTAACAGCCTCCACTGCCTGGGCTCACTCAGGGAGCGCCTCATTATTTG 

GGCAGCCATGGATTCTATCCCAGCCCCATCATCAGTTCGGGGACACAACCTGACTGAAGA 

TGCCAGACATCCTGAGAGTTGGCAGAACACAGGAGGCTATTCTGAAGGAGATGCAGTATC 

ACAGCCACAGATGGCACTAGAGGAGGTGTCAGCGTCAGATCCACTGGCAA 

>SEQUENCE:387:prostate_MPM2000-004P4Novel007_8Table4 

ACTACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCCCGGGCAGGTACCAATC 

CCAGGGATGAAGAATGTGAAAGAATTGTGGCAGGAATAAACCAGTTGATGACACTAGATA 

TTGCCTCAGCATTTGTGGCCCCCGTGGATCTGCAAGCCTATCCCATGTATTGCACAGTAG 

TGGCATATCCAACGGATCTAAGTACCTCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCT 

GCAGGAATTCGATATCAAGCTTATCGATACCGTCGACCTCGAGGGGGGGCCCGGTACCCA 

GCTTTTGTTCCCTTTAGTGAGGGTTAATTGCGCGCTTGGCGTAATCATGGTCATAGCTGT 

TTCCTGTGTGAAATTGTTATCCGCTCACAATTC 

>SEQUENCE:388:prostate_MPM2000-004P4Nove!007_8Table4 

GCGAATTGGGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTGATGGATATCTGCAGA 

ATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACTCCTCATGATCATCTACACAACATTC 

TGTGACACGTTCTCTAACCCAAATATTGACCTGGATAAATTCAGCC TTGTT CTCATACTG 

TTCATAATATTTTCTATCCAGCTGAGTTTTATGCTTTTAAC TTTCA TCTTTTCAACAAGG 

AATAATTCGGGTTTCACACCAGCAGACACAGTGGCTATCATTTTCTGTTCTACACACAAA 

TCCCTTACATTGGGAATTCCGATGCTGAGGATCGTGTTTGCAGGCCATGAGCATCTCTCT 

TTAATATCTGTACCTCGGCCGCGACCACGCTAAGGGCGAATTCCAGCACACTGGCGGCCG 

TTACT AGTGG ATCCG AG CTCGGTACCA AG CTTG G CG 

>SEQUENCE:390:prostate_MPM2000-004P4Novel007_8Table4 

GTAATACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCCCGGGCAG 

GTACATCTAGAGAACATTTGCCAAAGGCCTAAGCACGGCAAAGGAAAATAAACACAGAAT 

ATAATAAAATGAGATAATCTAGCTTAAAACTATAACTTCCTCTTCAGAACTCCC AACCA C 

ATTGGATCTCAGAAAAATACTGTCTTCAAAATGACTTCTACAGAGAAGAAATAAl I I I iC 

CTCTGGACACTAGCACTTAAGGGGAAGATTGGAAGTAAAGCCTTGAAAAGAGTACCCCGG 

CCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAATTCGATATCAAGCTTATCGATAC 

CGTCGACCTCGAGGGGGGGCCCGGTACCCAGCTTTTGTTCCCTTTAGTGAGGGTTAATTG 

CGCGCTTGGCGT 

>SEQUENCE:391:prostate_MPM2000-004P4Novel007_8Table4 

TAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCCCGGGCAGGTACATGGGACTACA 
G 

GCACGCCCCACCATGCCCAGCTCATTTTTGTATTTTTAGTAGA GACA GGGTTTCACCATG 
TTGGCCAGGATGATCTTGATCTCTTGACCTCATGATCCGCCCCTTTTGGCCTCCCCAAGT 
GCTGGGATCACAGGCGTGAGCCACCACACCTGGCC CTCTA TTTATTCTCTTTAAAGAAGA 
GAGAAAACTATGAGAGGCCAAAATTATTTAATTAAATCTTTTACCTTAGCACAAGGGAAA 
AAATGG AATTTG C 

>SEQUENCE:392:prostate_MPM2000-004P4Novel007_8Table4 

ACTACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGGCGGCCCGGCCAGGTCCATAG 

CACCTCCCCTTTTTCTCTCTTCCTCTATCTCCAGTCATGTAAGACATGCCTGCTATGCCC 

TCTCTCACCACTCCTATTCAACATAGTGTTGGAAGTTCTGGCCAGGGCAATTAGGCAGGA 

GAAGGAAAGAAAGGGTATTCAATTAGGAAAAGAGGAAGTCAAATTGTCCCTGTTTGCAGA 

TGACATGATTGTATATCTAGAAAACCCCATTGTCTCAGCCCAAAATCTCCTTAAGCTGAT 

AAGCAACTTCGGCAAAGTCTCAGGATACAAAATCAATGTACCTCGGCCGCTCTAGAACTA 
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GTGGATCCCCCGGGCTGCAGGAATTCGATA 
>SEQUENCE:393:prostate_MPM2000-004P4Novel007_8Tabie4 

TATAGGGCGATTTGGAGCTACACCCCGGTGGCGGCCGAGGTACCCTAGCCTAATCCATAT 

TGGGCACTCAAATTTTTACTGAATGACTAAATGAAAAGATGGATGAACATCTCTATAAAC 

TATGGAAAGAAAATGCTGATAAAGCATTTGCCAGAAATTACTTCACTAGTGCCACACACG 

GACAGAATTGAGGACATTTAGAC ! I I I I I GTTTGTTTGAGATGGAGTCTCATTCTGTCGC 

TCAGGCTGGAGTGCAGTGGTGCTATCTCAGCTCACTGCAACCTCTGCCTGGGCAAGACTC 

TGTCCCAAAAAATAAAAAAATAAATAAAATTAAAAAGTCTGGAAAGTAAAGGGAAGAATG 

AATACAATTTAGTTAAGAATACTGCCAGGATTAAACAAACAAAAAATCAATCTTGGATTG 

GTTCATCTTTATTTCTAGAAATAATACTATATACCTT 

>SEQUENCE:394:prostate_MPM2000-004P4Novel007_8Table4 

CTCCTATAGGGCATTTGGAGCTCCACCGCGGTGGCGGCCGAGGTACATTTTCATTGTATG 
TATCTACCACGGCCTATTTATTCATCCATTAGTTGAAGAACATTTGGATGGTGGAAGAGA 
ATATCTTTGTCTTATTCTGAATTAAGGGGCATTCAGTCTTTCAGCATGG AGTA GGATGTT 
AGCTGT AG G GTTTTTGTAG ACG CCCTTT AC AG AGTTG AG G AAGTTCTCTTTTATTCTTAG 
TTTGCTGAAAG I I I I I ACCATGAATACATGTTCTAGTTTGCCAAATGCTTTTTCTGCTTC 
AATTAATATGATCATGTGTTTCTTTCTTCTTCATACTGATAGTTTGACAGTTCCATTGAT 
TCAI I I I I GATGAACGAACCTTACATTCTTGGGATAAATTGCCCTTGCCATGGTGTATTG 
TTCCTTTTAATGTATTGTTGGATTTGAATTTG 
>SEQUENCE:395:prostate_MPM2000-004P4Novel007_8Table4 

GCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACCCCTCTTGGATCTTCATTAATGA 

GAAGACATTCATAACCAGACTGAAGATGGCAAACTAATTGTTGAAGGAATGCTGGACATT 

TTCTGGGGAGTAAAACGACCTATACAGCTAAAAATACAAGATGAGAAGCCATTCTCTTCT 

TTTACTAGTATGAAGTCATCAGACGTCTTCTCCAGCAAAGGAATGACACGCTGGGGGGAA 

TTTGACGATCTCTATCGTATTAGTGAGCTGGACAGGACCCAGATTCCTATGTCTGAAAAA 

AGGAATTCCCAGGAAGCAACACCCTGAAGCCACATGCAAAGGATGAACCAGACTCCCCAG 

TGCTCTATAGAACCATGAGTGAAGCAGCTCTGGTGAGAAAAAGGATGAAGCCTCTGATGA 

TGGACAGAAAAGAAAGACAGAAAAATAGAGCCT 

>SEQUENCE:396:prostate_MPM2000-004P4Novel007_8Table4 

GTAATACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACCAG 

GAG G GTATTG ATGTTTG AG GTCC AAACTG AA AACCC ATC ACCTCCTTCCC ACTG CT ATAG 

CAGCGTTAGCCCTGGGGTTCATTATCTAGCCAGTTCACACCTTCTAAAGTGGGGCTCTGA 

AAATGTCTTACTTCCCTCACAGACAAAGCAATTCTCAAGCCTCCTGAGATCACCCACCAA 

CCAGAGCAACTGCTGTCACTTGGAGGTGCAGCTGAATTCTTCTAATTGTGACACAAACTC 

TTGAAACTGTAAATGCTGAAAGATTAAATGAGGTTATAACACTCAGAAGGTTTTACAAGT 

AAAAGTAAGTCAAATCAATAGGTCTTTATTTCATATCTGTAATGGTTTAGCTCTGCGGGA 

AGTGTTAGCAGCTATATGAATTAGGAAGAATTTAGAAGACAATCCCTAAACACATGANAT 

GTCCAAGTAAGAAGATAACATATTTATCCAAATATTTAAAGTGAAATGCTCCAGATATGG 

G AAGCTTACAGTNTTCAAGCAA AG CTTTTTAAAAAAAATTATG G A ACTATTTTAAAG AG A 

GCTAAACATTTTCTTTG 

>SEQUENCE:398:prostate_MPM2000-004P4Novel007_8Table4 

GCGCGTTATACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGGT 

GCCGCTTGAGGAAAACGTGAGTTTGTGAAGGTGAGCAGTCTGGGTCGGTAGCGAAAGCGG 

AGACCTTAGCTGACCCCGCAGCTGTCTTTCTCTTTGTTAACCTCAACACATCGCGCCCCC 

TTCCGGGAACACTTGCTCTTCTCTCCTTGGCTTAACTAGTCCCGG I I I I I CATTCTTTAT 

CCGTGACCTTTAGGGAACCGTGGGGGGGAAGTCTGGTTTCCGTCCTGCTGCTTTCCTTCA 

ACTACAAGATGGCTTGTCATAAGGACGCATGCAATGCCATTCCTTAAAGACAG 

>SEQUENCE:399:prostate_MPM2000-004P4Novel007_8Table4 

TCCACCGCGGTGGCGGCCGAGGTACTTTTGATAATAACTCACTCTGTGCGATATTCCTGA 
ATAAGTCCATCTCAAAAGTTTGGGATTTTCCTCCTCTTAACTTTCTTAATATTTGGACAT 
GCAAGTTGTCGCCAAACTAAGGGTATTTCATGGAATTTTCTAGTATAATAGAAATAACCT 
ATA 

>SEQUENCE:400:prostate_MPM2000-004P4Novel007_8Table4 

CGACTACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACTTTGGGAGGC 

CGAGGCAGGCAGATCACAAGGTCAAGAGATTGAGACCATCCTGGCCAACACGGTGAAACC 

TCCTCTCTACTAAAAATACAAAAATTAGCTGGGCGTGGTGGTGCATGCCTGTAGTCCCAG 
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CTACTCAGGAGGCTAAGGCAGGGGAATCACTTGAACCCAGGAGGCAGAGATTGCAGTGAG 

CTGAGATCATGCCACTGCACTCCAGCCCGGTGACAGAGTAAGATTCCATCTCAAAAAAAA 

AAAAAAAGCCAGGGCTTTGGAGTTAGGCCTAACAAAGTCTGAATCCTAATTCTGCTACTG 

ATATACTCAGTGATCTTGGCATGCCACTTATTCCTCTGAGCCTGTTTCCTCACCTGTGGA 

ATGTGAATGCTATACAAC 

>SEQUENCE:401:prostate_MPM2000-004P4Novel007_8Table4 

GGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAATT 
CGATATCAAGCTTATCGATACCGTCGACCTCGAGGGGGGGCCCGGTACCCAGCTTTTGTT 
CCCTTTAGTG AG GGTTAATTG CG CGCTTGGCGTAATCATGGTCATAG CTGTTTCCTGTGT 
GAAATTGTTATCCGCTCACAATTTC 

>SEQUENCE:403:prostate_MPM2000-004P4Novel007_8Table4 

CACTACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACCAATCTAAAAA 

CAGGCACAAACTGCTTAGCCTATGACCCTTAACTATAAAAAAACAAATTTATAAGTTAAA 

TACAGAAAAGTTACCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAATTCGATATCA 

AG CTTATCG ATACCGTCG ACCTCG AG GGGGGGCCCG GT ACCC AGCTTTTGTTCCCTTTAG 

TGAGGGTTAATTGCGCGCTTGGCGTAATCATGGTCATAGCTGTTTCCTGTGTGAAATTGT 

TATCCGCTCACAATTCCACACAACATACGAGCCGGGAGCATAAAAGTGTAAAGCCTGGGG 

GTGCCTAATGAGGTGAGCTT 

>SEQUENCE:404:prostate_MPM2000-004P4Novel007_8Table4 

GGCGAATTGTAGCTCCACCGCGGTGGCGGCCGGGCATCTCTCCCAGGGATCTCTGTGCTT 

CCTTTTGTGCTTCCTGTGTGTGTGGATATTTAAAGGGGCTGGAAATGTGCAAAAACATGT 

CACTACTTAGACATTATATTGTCATCTTGCTGTTTCTAGTGATGTTAATTATCTCCATTT 

CAGCAGATGTGTGGCCTCAGATGGTAAAGTCAGCAGCCTTTCTTATTTCTCACCCCTGCC 

ATTGAGATGTCTGTAGTCTTTCTTTGCTGCACTGAGTACCTCGGCCGCTCTAGAACTAGT 

GGATCCCCCGGGCTGCAGGAATTCGATATCAAGCTTATCGATACCGTCCACCTCGAGGGG 

GGGCCCGGTACCCAGCTTTTGTTCCCTTTAGTGAGGGTTAATTGCGCGCT 

>SEQUENCE:405:prostate_MPM2000-004P4Novel007_8Table4 

ATACACTACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCCCGGGCAGGTACA 

GATGGGGTTTTACCATGTTGCTCAGGCTGGTCTCAAACTCCTGGAGTCAAGGGTTCTATT 

TGCCTCAGCCTCTCAAAGTGCTGGGATTACAGGTGTGAGCCACGGCTCCTGGCTCCTTGC 

TCCAGAATCAG I MM I AATGGAAGATAGCTCATACTTTG I I I I IGI I I I I AAAGAGACT 

GGGCAACATAGCAAAACCTTGTCACTATAAAAAATACAAAAATTAGCCAGGCGTGGTGGT 

GCACGCCTGTGGTCTCAGCTGCTCAGTCGGCTGAGGTGGGAAGATGGCTTCAAGCCGGGA 

GATGGAGGCTTCAGTGACCTGTGACCTGTGATCACACCACTTAATTCCTCAAAGCATTTG 

TGTCCCAGTTCCCTCC 

>SEQUENCE:406:prostate_MPM2000-004P4Novel007_8Table4 

GGCGGCCGAGGTACTGCTACTAACGGAACCCAGGCTCTGAGTTGTCTCAAGTTTCCTCTT 
TTCCTG M M I CTCAGGTAGAGTTTCTCTCCTTTAGCTCATTCTGTCCTGAGAGAAACAC 
CACTCCCGGATGTTGACCCATCTATAGCAGGAATTCTCCAAGTGTGGCCCCTCCCCGGCC 
AGGCACGGATCTGGGAGGAAGCCGCTCTATAACTAGTGGATCCCCCGGGCTGCACGAATT 
CGATATCAAGCTTATCGATACCGTCGACCTCGAGGGGGGGCCCGGTACCCAGCTTTTGTT 
CCCTTTCGTGAGGGCTAATTGCGCGCTTGGCGTAATCATGGTCGTAGCTGTTTACTGTGT 
GAAATCGCTATCCGGTCACAATTCCACACAACATACGAGCCGGGAGCATAAAGTGTAAAG 
CCTG CCGTG CCTCATG AGTG AG CT 

>SEQUENCE:407:prostate_MPM2000-004P4Novel007_8Table4 

GACTACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACCCTGAGGCCTG 
CCAGTTCCTGCCTTAATGCATATGTAGTCGTAATTGAGTTCTGACACGGCCTTGGGTGTT 
TCTGTCCTAAATAGCTGACATTGCATCTTCAAGACTAGTGTGAGTAATCCTGATAI MM 
TTTTAAGCTCAGTAAATTAATTACATGCCCTGGGAGGGAGTGATTGTAAGTAGAAAATAC 
TGAACTAGCAGATGATTCG M M I AAGGTGCTATACTATGTGTATCAAGTTCAAGACGAT 
GAATCTTAAAGCTTCTAAGAACTGGCAGGGTTATTCCAGCTTTGTGCCCCCGCGTACCTG 
CCCGGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAATTCGATATCAAGCT 
TA 

>SEQUENCE:408:prostate_MPM2000-004P4Novel007_8Table4 

CTATACGGCGAATTGGATCTCCACCGCGGTGGCGGCCGCCCGGGCAGGTACAGTGAAAAG 
AGCCAAGGCTGTGTGACCCCCTCATCACTTAGCCAGGCGTATGGTCCTGGTTTCTGAGGC 
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TGCCAGAAAGCATCTTAGCAATTTGTGTTTGGATGGTCCATGCCTGACTATTCTAGGCTG 

GAGGTTCCTAAAGAGTAACAAGAGGAAGAGAAACAAGAATCTCTGACACTTGTTGAGAAT 

AGAGCACAGTCCCATTTGTTTGAAAAGAGACACCAGGCAGCCATGTTTATGTGCCAGAAA 

TGCATTCCACCTCAAGGAGGACTTAATTTATGGACCCGTGTGTGCCAGGCTGAGCTGGGC 

AAGATCTTTCTCAGGACAAACTCTGCCATGCAGCTAAAAGTCTGGAAACTAAAGGATTTC 

ATGTAGTAAACTATCTTCCAACCCCTGTAGGCATCAG 

>SEQUENCE:409:prostate_MPM2000-004P4Novel007_8Table4 

CGACTACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACCTATGATTTA 
AATACTCTCCTTTTAAATACTTTGTAAAAACTGCTTTTCCGAGCCCCTTTTATGCTCTGC 
AGTTGCCATATCCACTAGGTG GTATTGCAAATAAGTAAAG C ATCCTGGCC ATG ACG CTG C 
TAGTGAGAATCCCTGACCAAAGTTACTCTCCTCACCTCACTGCAAACCTCCAGGAAGCGG 
AA ACT ACT ACCCCTCC AC AG AC AG AGCTCCCCTG CC ACTCCATG AG G CG CTG CTGCCG G C 
ATCAGTTACCGAAGCCCTCACCCACACCCAGCCTGCAATGGTCCACTCTATATTCCACAA 
TACAGGAAAAAGCCCAAGGAGTCAGATCAGTTACGCCCCTGGGATGCAGAAAGAACCAGT 
GATTCTTCAGATATGACAGCAGG 

>SEQUENCE:412:prostate_MPM2000-004P4Novel007_8Table4 

TACGACTACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCCCGGGCAGGTACC 

ATTCTTATCTCAGAATGCTGTAAACCATCAGTAGAAGCAGTTTAGATTTGGACTGCATGG 

TAAAATGAAAAGTAATAACCCTCCAACCACAACCTAGTCAGGGTATTAATAATTATATGT 

AGCAAGAAAACAAAGAAGAAAATAATATTGAAAAAATGGAGATTCCCCAACCAGTTTCAT 

ATTTGAAGGATCTGAGTTGTA I I I I I ATTAAGGAAAI I I I I I I I I CTGAATACTGTCTTC 

CAAAATGTTAACATTAAAATCTGAATCAGAGGACTCTGAATGGAAAAGAAGTTTGATCAC 

TGACACCTAGGGCTCTGAAGCGTGTGTGGCCACATGGAAAAGTCGAAGGATGCGCTGTCG 

AATCTCCTTTGTCTTCACTCCATAGACAATTGGGTTGAGCACAGGAGGAACCAGCAGA 

>SEQUENCE:413:prostate_MPM2000-004P4Novel007_8Table4 

CGACTCCTATAGGGCGTATTGGAGCTCCACCGCGGTGGCGGCCGATCTTGTGATTATTTA 
CTATGTCCTAGATTACAATTCATGGCCCTTGCCACCACCTCCCCACCGTGTACCTCGGCC 
GCTCTAG AACTAGTG G ATCCCCCG G G CTG C AG G AATTCG AT ATC AAG CTTATCG ATACCG 
TCGACCTCGAGGGGGGGCCCGGTACCCAGCTTTTGTTCCCTTTAGTGAGGGTTAATTGCG 
CGCTTGGCGTAATCATGGTCATAGCTGTTTCCTGTGTGAAATTGTTATCCGCTCACAATT 
CCACACAACATACGAGCCGGGAGCATAAAGTGTAAAGCCTGGGGTGCCTAATGAGTGAGC 
TAACTCACATTAATTGCGTTGCGCTCACTGCCCGCTTTCCAGTCGGGAAACCTGTCGTGC 
CAG CTG CATTAATG AATCGG CC 

>SEQUENCE:414:prostate_MPM2000-004P4Novel007_8Table4 

CCGCCCGGGCAGGTACGCTGGGGGCTCTCGGTGTCAGAGCGCATGCTTTCCGGCTCCACC 
ACGAACATGTAGTAGAGGTTCCACATTTTCATCGACAGCAGTCGCAGAAACGTCAGGCCG 
TAGCCGAAGCCTCGGAAGGAGCGGCCCACGGCAAAGAGACATGGTCTGGCTATGTGCCGT 
CTGGGCTCAAACTTCTGGCCTTGGGTGATTCTCTCACCTCAGACTCCTGAGTAGCTGGGA 
TTACAGATGCGGGCCACCACACCTGGCTACCAGTGTGCTTTTCTTGGAGAAAGAAGAAAA 
GAAGAAAGAAGGAAGAAGAAGAAGAAAGAAAGGAGGAAGAAGGAAGAAGAAGAGCCAGTG 
TG AT AATAC ATTG AGTG ATTTTTT AAAAAGTG C ATATATG AGCAAAAG GTTATTTTTCCC 
TTTTCTG AAGTATG GCAG 

>SEQUENCE:415:prostate_MPM2000-004P4Novel007_8Tab!e4 

GCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACAGATCTGGGAACTAAATATTAAA 

AATGAGTGTGGCTGGATATATGGAGAATGTTGGGCCCAGAAGGAACCGTATAGATCAGAT 

ATTACAACAGCTTTGTTTTGAGGGTTAGAAATATGAAATGATTTGGTTATGAACGCACAG 

TTTAGGCAGCAGGGCCAGAATCCTGACCCTCTGCCCCGTGGTTATCTCCTCCCCAGCTTG 

GCTGCCTCATGTCATCACAGTATTCCATTTTGTTTGTTGCATGTCTTGTGAAGCCATCAA 

GATTTTCTCGTCTGTTTTCCTCTCATTGGTAATGCTCACTTTGTGACTTCATTTCAAATC 

TGTAATCCCGTTCAAATAAATATCCACAACAGGATCTGTTTTCCTGCCC 

>SEQUENCE:416:prostate_MPM2000-004P4Novel007_8Table4 

GCGATTTGGAGCTCCACCGCGGTGGCGGCCGCCCGGGCAGGTACTCTACGGTGTCAATAA 
TTATTTCATTCTCTGCTGCAATTAGTGCTAATTACAATACCTGAGCTATAAAAATAAAAG 
ATTTCATTATAGCAAAGTTCACAAATATCGTTTTAGTTCAGTTATCCACATTGTTCATTT 
AAAAGTAATACA Mill CTTTACATATAACCTGTCTTAGACTTGTAATTTGAGGATATCT 
TGATGAAACAGGATCTGTATCTTGAAACA 
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>SEQUENCE:417:prostate_MPM2000-004P4Novel007_8Table4 

TTGGAGCTCCACCGCGGTGGCGGCCGAGGTACGAATATTCTCAGCGATGGAAGTCTTTGG 

ATG AAATGG AAA AACAG C A AAG G G AAC AAG CTG AAA AAA AC ATG AAA G ATG C A AA AG ACA 

AATTGGAAAGTGAAATGGAAGATGCCTATCATGAACATCAGGCAAATCTTTTGCGCCAAG 

ATCTGATGAGACGACAGGAAGAATTAAGACGCATGGAAGAACTTCACAATCAAGAAATGC 

AGAAACGTAAAGAAATGCAATTGAGGCAAGAGGAGGAACGACGTAGAAGAGAGGAAGAGA 

TGATGATTCGTCAACGTGAGATGGAAGAACAAATGAG 

>SEQUENCE:418:prostate_MPM2000-004P4Novel007_8Table4 

CTATAGGGCGAATTGGAGCTCCACCGCGGTGGCCAGGTACTAGCTCCTGTCCTGCTGTCT 

CAGGACCTTTCAGTTCAAGCATCCTCCTAACCTGAGTCTCTGTGTCTCTTACCTCAAATT 

CTCTCTCTCAAAAAAAAAAAGGTGGGGGGGATTGGCTGGGCCAGAATTTGGCCCAAAGCC 

ACCACTGGTCTGTGGTGACCAGGAGCAATACCATATTGATTTCCCAGGCCCCACCCTTTC 

AGCAAGAGGCTGGAATTTGGGGGGAGGGTCGTGATGTTTCCTACTAACTGGCCATTAGCT 

GGATCATCATTTCCAAAGGAATCTAATACAATAATGTCCACAAAAAGCAGTGAAGGATAC 

AGAGACCACAAAATAGATCCACAACATGGGACAGAGTGGCATTGGCCTCCCAACAGTTTC 

ACAGGAACCCCTTGGATGCTGCAGAGCATGGGTCTCTGGGGACTGGAGGAGCT 

>SEQUENCE:420:prostate_MPM2000-004P4Novel007_8Table4 

ACTACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACTTTTGATAATAA 

CTCACTCTGTGCGATATTCCTGAATAAGTCCATCTCAAAAGTTTGGGATTTTCCTCCTCT 

TAACTTTCTTAATATTTGGACATGCAGTTGTCGCCAAACTTGGGTATTCATGGAATTTCT 

AGTAAATGAAATACCTATACTTTGATACTGAAGACTGCCAAATACATA GGAA TTTTCTTT 

CTTAAAAAACAGTAATGAAGACTATATCTCCTTTCCCAGCACTGAATGTTTTACTAGCAC 

TGGGTGCTCACCATGCAACTGAAGAAAATGTGGAAACTCAAAAGGTCAGGACAGACTTCC 

AAGC ACTTG C AACTG ATGTT ACTGTCTTCAATTTT AATAC 

>SEQUENCE:422:prostate_MPM2000-004P4Novel007_8Tab!e4 

GCGGTGGCGGCCGGGACTATGCACTTCCCATGCTCCTAGGGTTATGAATAGCTTCAAACA 

TGATTGGCAGACATAACAACTTCAAATACTCGGACTGGGGCATAGGACTCCAGAGTAGGA 

AAAAGACAAAAGATTTGGCAGCCTGACACAGGCAACCTACCCCTCTCTCTCCAGCCTCTT 

TATGAAACTGTTTGTTTGCCAGTCCTGCCCTAAGGCAGAAGATGAATTGAAGATGCTGTG 

CATGTTTCCTAAGTCCTTGAGCAATCATGGGGGTGACAATTGCCACAAGGGATATGAGGC 

CAGTGCCACCAGGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAATTCGATATCAAGC 

TTATCGATACCGTCGACCTCGAGGGGGGGCCCGGTGCCCAGCTTTTGTTCCCTTTAGTGA 

GGGTTAATTGCG 

>SEQUENCE:423:prostate_MPM2000-004P4Novel007_8Table4 

CGAATTGGTTCTCCACCGCGGTGGCGGCCGCCCGGGCAGGTACTTGTCTTAAAAGAGAAT 

CCATATCCCATTGCTGAAGTGGAGCAGTTGGACCGACTTGAGGAGTTTCCCAACACCTGC 

AAAATGAGGGAGGAGCTAGGAGAACTATCAGAGCAGTTTTACAAATATGCAGTACCTCGG 

CCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAATTuGATATCAAGCTTATCGATAC 

CGTCGACCTCGAGGGGGGGCCCGGTACCCAGCTTTTGTTCCCTTTAGTGAGGGTTAATTG 

CGCGCTTGGCGTAATCATGGTCATAGCTGTTTCCTGTGTGAAATTGTTATCCGCTCACAA 

TTCCACACAACATACGAGCCGGGAGCATAAAGTGTAAAGCCTGGGGTGCCTAATGAGTGA 

GCTAACTCACATTAATTGCGTTGCGCTCACTGC 

>SEQUENCE:424:prostate_MPM2000-004P4Novel007_8Table4 

CTACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCCCGGGCAGGTACATTTAC 

CTACGTTAATGAAAGTTGACACACTGTTCTGAGAGTTTTCACAGCATATGGACCCTGTTT 

TTCCTATTTAATTTTCTTATCAACCCTTTAATTAGGCAAAGATATTATTAGTACCTCGGC 

CGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAATTCGATATCAAGCTTATCGATACC 

GTCGACCTCGAGGGGGGGCCCGGTACCCAGCTTTTGTTCCCTTTAGTGAGGGTTAATTGC 

GCGCTTGGCGTAATCATGGTCATAGCTGTTTCCTGTGTGAAATTGTTATCCGCTCACAAT 

TCCACACAACATACGAGCCCGGTGAGCCATAAAGTGGTAAAAGCC 

>SEQUENCE:425:prostate_MPM2000-004P4Novel007_8Table4 

TATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGATTTGCAGAGCCTCAGGGGCCTG 

AGCTAATGGAGTTGCTGCCATTTTGACCATTGCCAACCATGATACCAGAGGGAAATGAAA 

TGTGGGTCCAGGGGCACTGTTCAATCCACTGTAGCATGGGAAGCCCTGATAAAAAGAGAC 

ACAGGACAAAATTAAAGTTGTGAAAATTATATACGTACCTCGGCCGCTCTAGAACTAGTG 

GATCCCCCGGGCTGCAGGAATTCGATATCAAGCTTATCGATACCGTCGACCTCGAGGGGG 
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GGCCCGGTACCCAGCTTTTGTTCCCTTTAGTGAGGGTTAATTGCGCGCTTGGCGTAATCA 
TGGTCATAGCTGTTTCCTGTGTGAAATTGTTATCCGCTCACAATTCCACACAACATACGA 
G CCG G GAG CATAAAG 

>SEQUENCE:426:prostate_MPM2000-004P4Novel007_8Table4 

CGCGTATACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACT 

TACTACCAAATAAAGATTTTACCTATAGATTGAAACTAAATTGTAAATGTCCCAAATACT 

TTTCCCGATGAAATTCAAACAAAATTAGACTTTTATACACACAAAGCAAAACAAAACACA 

ACCTATATATAATTTCAAGATTAAGAAAAACAAAACAAATAAAAG CATT CT CTCAA GACC 

TTGCTTCAGTTGTGTAAAATAATTAAATGTGCTATTCCAAGTTGATTTTAG I I I I I AAAT 

ACAGAATTTGATAAAAGATAAGTAAAAGAAGGCCTTGGGTTCAGGGTGGCAGATATTTAG 

TGCACCCTTTATCTAGTTCAGGAAACACTTGAAAGATTTATCAAGTTTCCTTA 

>SEQUENCE:428:prostate_MPM2000-004P4Novel007_8Table4 

GTATACGACTACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACACTTT 
TCATACTAAGAACTAGATCAATGTCTTTAATTCCTTAAATGTCATTAGCTCAAGTTTGAA 
CAGAAACATATTACATTAC I I i I I I ! t i AACCAAAAGGCTTCATTCATTTAATAAAACAA 
GAACTTACATTTTATTTCCTTGAACGGACAGAGAAATACCTTTCATTTATCAAGTGTGTA 
AATAATG CCC ATG1 G ACAG AA ACATGCATAATAATCTCAT AAG AG AATATCCAG AG ATAA 
AAGACAAGTTGAAACTCAGGGACATTTTACCCAAGCAATTAATTTCCAGATGGAGTTGCC 
TTGATCAGTCATGTAACCACTGGGTAAGAGTTCTAAACTATCAGAAAGAGTTCTAAACTA 
TCAGAATCAAAACAGACAATAC 

>SEQUENCE:429:prostate_MPM2000-004P4Novel007_8Table4 

TACGACTACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACATCCAAAA 

TCATTTCAG CGT ATAACC AC ATTCTCCT AG ACTTTGTCTCTCTTCT ACTCCAAG A AG CCC 

AGTTACCCTTTCTCCTCTCTTTTATCCCCAAGGATACAGAACATCAACCACATCAGCCAT 

CTTGTGCCCTGCGTGCTGAGAGGAGCTTTTCTTCCATGAAGATCCCTTGATGCAGAGCCC 

TGTAAAGACTGCATCATCCCAGCTACTTTCCTGCTGACTTCCAC TTGGGTT TACTCAATG 

GGTGACACTCACAGGACATAAGAGATTAGAAAGAGGGATAAGG I I I I I I I ATATAT CTGC 

TCCCTCCCTACTTAAAGCCATGGTTTTAGCAGAGGCCCAAGGTCGTGGCTTTTTTGAGCA 

GCCCCTTTATCAAAGGTCTGGAAAGAGTCTACCTTC 

>SEQUENCE:430:prostate_MPM2000-004P4Novel007_8Table4 

TATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACACTCTAGCATTGTAACT 

TTTTCCCCCTGAGAAGTAATTTTAAGATCTATCAGTCTCAATTTAAATGATCTGTTAATC 

AGCCAGAGTTTTAGTTTCATAATATCGTTCCATTGCCTGACAAAGATATACACACTGAAG 

TGCCTTTAGCAGACCTGGGACCGTCAAGAATCTTGTTACCCTGATTATTGCAAGATGACA 

TATTTCTTAAGCCATTTATAATCTCATATTCGGGTTGAATCTGAATTTACAAA TAAAA GG 

GTTAAATTGAGGCAGTTTCAAGCAGCATTTAGGAAAATGAAGTGGCTTCAAATTTTAGTG 

TTTCTGGTTACATTATTTTGTTTGAATTATACAATTACATAAT 

>SEQUENCE:431:prostate_MPM2000-004P4Novel007_8Table4 

TACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACTAGTGTGATCTCAC 

TTATGCTGTGGTTGCAATTTTCATTTAGATGTTAGTAACCTCTAAATTTGTGTTTCCAGC 

TCAGACCCCCTTCAAAACTTCAGACTTCTACAGCCAGCTGCCTAATAAATATTTTGCTTT 

G AAG ATCTCAT AG G CATCTTAATTTTAAAATATATAAATTCTAATTTGGTT ATTGGTTCT 

GGAATTTGATTCTCTATCCATATTTCTCCAATCTGTAATTAGTATCAACAGAAACTTGAG 

AATTTCCCCAGACTTATCTTATTAATCATTAAATTATTTCATTACTTTCTATATTCCTGT 

GGTTACTAAGTCTATTAACTATTGCATCAGAAATATTCAAATGTAGCCCCTAATTTGTAA 

TCTTAACTTGCCTTATGGTAGA 

>SEQUENCE:433:prostate_MPM2000-004P4Novel007_8Table4 

ACGACTCACTATAGGTTGAATGGGAGCTCCACCGCGGTGGCGGCCGAGGTACAGAAAATA 

TGTATCCTTCAAAAATTTTGGGATCCTTCCCTCTGGGAAATGGGTAACCTGAGTCCATTC 

CCCACTAAACAGGACCATAAACGGCAGCATGAGTCAGATACCACCACCAATATTTATTAC 

CCAAAGCAATCTGAAAGAATCGGGCACAAGGTCATGGCTATTCCCAGGTTTACAACGAAA 

ATCATGAACCTTCTTCAAACATCACCC 

>S EQU ENCE :434 :prostate_M PM2000-004 P4Novel007_8Table4 

TACGACTACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCCAGGTACTAGCTCCTGTCC 
TGCTGTCTCAGGACCTTTCAGTTCAAGCATCCTCCTAACCTGAGTCTCTGTGTCTCTTAC 
CTC A AATTCTCTCTCTCAAA AA A AA A AAG GTGGGGGG G ATTG G CTG G G CCAG A ATTTGG C 
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CCAAAGCCACCACTGGTCTGTGGTGACCAGGAGCAATACCATATGATTTCCCAGGCCCCA 

CCCTTTCAGCAAGAGGCTGGAATTTGGGGGGAGGGTCGTGATGTTTCCTACTAACTGGCC 

ATTAGCTGGATCATCATTTCCAAAGGAATCTAATACAATAATGTCCACAAAAAGCAGTGA 

AGGATACAGAGACCACAAAATAGATCCACAACATGGGACAGAGTGTCATTGGCCTCCCAA 

CAGTTTCACAGGAACCCCTTGGATGCTGCAGAGCATGGGTCTCTGGGGACTGGAGGAG 

>SEQUENCE:435:prostate_MPM2000-004P4Novel007_8Table4 

TATAGGGCGAATTGGAGCTCCACCGCGGTGGCGCGTGGTCGCGGCCGAGGTACCATTCTT 

ATCTCAGAATGCTGTATTCCATCAGTAGAAGCAGTTTAGATTTGGACTGCATGATAAAAT 

GAAAAGTAATAACCCTCCAACCACAACCTAGTCAGGGTATTAATAATTATATGTAGCAAG 

AAAACAAAGAAGAAAATAATATTGAAAAAATGGAGATTCCCCAACCAGTTTCATATTTGA 

AGGATCTGAGTTGTA I I I I I ATTAAGGAAA I I I 1 I I i CTGAATACTGTCTTCTAAAATGT 

TAACATTAAAATCTGAATCAGAGGACTCTGAATGGAAAAGAAGTTTGATCACTGACACCT 

AGGGCTCTGAAGCATGTGTGGCCACATGGAAAAGTCGAAGGATGCGCTGTCGAATCTCCT 

TTGTCTTCACTCCATAGACAATTGGGTTGAGCACAGGAGGAACCAGCAGATAGATATTGG 

CCAAGATGACGG 

>SEQUENCE:436:prostate_MPM2000-004P4Novel007_8Table4 

GGAAAAGGCCGGCGCGCAGCCGCTGGCCGTTGGTGACCAGCGAGTCGTCGCCCAGCCTT 
G 

CG ATGCGGCCCG AG ACCGCCCAGCGCCACAGGTCGGCATTCGG CAG CCCG GTG AG CTCG 
C 

TCTGGACGAAGGGCTGGCGGCGGTCCAACTGGATGCCGGTCACCGGGCGCCAGCCCAGG 
C 

CGGGCACGCGGTTGTGGATGTAGTCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCA 
GGAATTCGATATCAAGCTTATCGATACCGTCGACCTCGAGGGGGGGCCCGGTACCCAGCT 
TTTGTTCCCTTTAGTGAGGGTTAATTGCGCGCTTGGCGTAATCATGGTCATAGCTGTTTC 
CTGTGTGAAATTGTTATCCGCTCACAATTCCACACAACATACGAGCCGGGAGCATAAAGT 
GTAAAG CCTGGG GTG CCTAATG 

>SEQUENCE:437:prostate_MPM2000-004P4Novel007_8Table4 

GCTCCACCGCGGTGTCGGCCGCTTAATTAATTCTAGTATTACTCTCGAGGGGGGGCCCGG 

TACCCAGCTTTTGTTCCCTTTAGTGAGGGTTAATTGCGCGCTTGGCGTAATCATGGTCAT 

AGCTGTTTCCTGTGTGAAATTGTTATCCGCTCACAATTCCACACAACATACGAGCCGGAA 

GCATAAAGTGTAAAGCCTGGGGTGCCTAATGAGTGAGCTAACTCACATTAATTGCGTTGC 

GCTCACTGCCCGCTTTCCAGTCGGGAAACCTGTCGTGCCAGCTGCATTAATGAATCGGCC 

AACGCGCGGGGAGAGGCGGTTTGCGTATTGGGCGCTCTTCCGCTTCCTCGCTCACTGACT 

CGCTGCGCTCGGTCGTTCGGCTGCGGCGAGCGGTATCAGCTCACTCAAA 

>SEQUENCE:438:prostate_MPM2000-004P4NoveI007_8Table4 

GACTACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCCCGGGCAGGTACTTCA 

GAAGGATGGAAGCTGAATTCAGAAGGGAGGAATGAGAAGGAAAAGTTGCTAAGAAATCGA 

TAAACACATAGATAAATCTAAATTAAGCATAGCCATTAAAAATCAGTAACAACAATGATA 

TGAGGATGATTAACTGAGATGACTGAAAGCAAGGTGAAGCTAAAATATAAAAAAGTATGT 

AGGATGAGCTGGAGGGTGCATTTACTTGCATTTCTAGCATTGGATAGGAGGAGATTAGAG 

ATGCTGATTGGCATTAAACTCGAGTTAACACTGCAGACAACCAGGGATAGTCGTATGTAA 

CTTCTGAGCCAGTAGAACAGAAGTAACACTGAAGAAAGTTCAGT 

>S EQU ENCE:439: prostate_M PM2000-004P4Nove l007_8Table4 

GGCGG CCG AG GTACTAATATTATCTTTG CCTAATTAAAG G GTTG ATATG AAAATTAAATA 
GG AAAAAC AG G GTCCATATG CTGTG AAAACTCTCAG AACAGTGTGTCAACTTTCATTAAC 
GTAGGTAAATGTACGCGGGGCTTTCTGGTCTCGGCCGCTCTAGAACTAGTGGATCCCCCG 
GGCTGCAGGAATTCGATATCAAGCTTATCGATACCGTCGACCTCGAGGGGGGGCCCGGTA 
CCCAG CTTTTGTTCCCTTTAGTG AG G GTT AATTG CG CGCTTG G CGTA ATC ATG GTCAT AG 
CTGTTTCCTGTGTG AAATTGTTATCCG CTC ACA ATTCC AC AC AAC AT ACG AG CCGG G AG C 
ATAAAGTGTAAAGCCTGGGGTGCCTAATGAGTGAGCTAACTCACATTAATTGCGTTGCGC 
TCACT 

>SEQUENCE:440:prostate_MPM2000-004P4Novel007_8Table4 

TAGGGCGAATTGGATCTCCACCGCGGTGGCGGCCGCCCGGGCAGGTACCAAAGTTTGTTA 

AAACACCCAGAGAGAAGACGATGCTTGAGTAAATGTCTTGCTTTCTTGAACCCTCAATCA 

ACACATTTAAGCCATTTGGTATATGGAGAACTGCCATAGTGCCAGACAATTGAATAATTC 
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TGCTGGATTCTGTTGGAACACTGTCTTGTCTTCAAGAGAAGACTGAAGATTTCTGAAGTC 

ATGAATCACCTTTATTGCTTGTCCTCTCGAAAATTATACATTCTTCCCCTCTGACTTAAC 

CAAATAGAATGTTGTCACGTGAC I I I I I I CCTACATTTCACAAATAAATGTTGCAAATCA 

CAGACAGTTCTCTAGAAAGTGAAAGACATGTATTTTGCAATAATACAGTGATTTTTGTCT 

CTATTATTCAGGATGATTGATGTAGATGTAATCAGTCTGTCTCTTAGATATTGGTAAAA 

>SEQUENCE:441:prostate_MPM2000-004P4Novel007_8Table4 

GACTACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCCCGGGCAGGTACACTC 

TGGGTCTCCAGGCAGCAGCCGTCGCCGCATCCCCGGCAGCGGCTCCAGGCAAAGTGACA 

G 

GAAAAGACGATTTCTCTCTGATTCACAATCCTGAAAATGTGATCTCCCTTAAAAAGAGGA 

CAGTGCTGATGTGAGTCTGACGAAGTGGACATCACCTGCAGTCAGTCCAGAGCTGCCCAG 

TCTTGAATATAATCATGGCCAAACCTTATGAATTTAACTGGCAGAAGGAAGTTCCCTCCT 

TTTTGCAAGAAGGAACAGTTTTTGACAGATACGAGGAGGAATCCTTTGTGTTTGAACCCA 

ACTGCCTCTTCAAAGTGGATGAGTTTGGCTTCT 

>SEQUENCE:442:prostate_MPM2000-004P4Novel007_8Table4 

ACTACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCTGCCCAGCAGCCCATCACTGTGT 
CTTTCACCCCTAGGGCTCACAGTGACATTTTCTGGCCCCATCAGGGTGTGCTGCACACCT 
GTGTG G AGTCTTTG CCAG GTG AGCTCTCCCCATCCCATCCCTG CCTTCATCAATAAAAGG 
CTGAGTCAGGGAAAGGGAGTACCTCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCA 
GGAATTCGATATCAAGCTTATCGATACCGTCGACCTCGAGGGGGGGCCCGGTACCCAGCT 
TTTGTTCCCTTTAGTG AG G GTTAATTG CG CG CTTG G CGTAATC ATGGTC ATAG CTGTTTC 
CTGTGTGAAATTGTTATCCGCTCACAATTCCACACAACATACGAGCCGGGAGCATAAAGT 
GTAAAGCCTGGGGTGCCTAATGAGTG 

>SEQUENCE:443:prostate_MPM2000-004P4Novel007_8Table4 

GCGTATACGACTACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACTCT 
ACGGTGTCAATAATTATTTCAGTCTCTGCTG CAATTAGTG CTAATTACAATACCTG AGCT 
AT A AAAAT A AAAG ATTTC ATT ATAG CAAAGTTCAC AAATATCGTTTT AGTTC AGTTATCC 
ACATTGTTCATCTAAAATAATACATTTTCTTTACATATAACTGTCTTAGACTTGTAATTG 
AGGATATTTGATGAAACAGATCTGTATCTGAAACAGCACTATGATGCTAAACATTTGCAT 
AAG G AATG AAA AAAGTT AG C AACCT AGTTTTTTC AAT ATTC AG ATATTTG AG ATTACAC A 
GAAAACTACATCCAGATGAATGACTGAAT 
>SEQUENCE:444:prostate_MPM2000-004P4Novel007_8Table4 

ACTTTAGTGTATTGTTCCCTTGCTCCACCCTTCTATCCCCTTATCTAAATGGAGTTACTG 
TTGCTTCGTGI I I I I I I AACCCTTCCAATTCC AGTCCTTG CTTTCCTG AGTT T AAA ATTT 
ATCCTG G G AA AG A AAT AT ATT A AAATAATTGTGG C AAAC AATTAT ACTTTG CTTTT AAG A 
ATGAA I I I I I I I I GTAATATATTAATTCTGATATCCTTTAAGTTAAGTAAATGCA CAGC C 
AGTTT AT ACATCTTCATTGCTCATTTTGTTGTTTTAAGATACATTGTAAAGAATATTTTA 
TTTCCTAAAAATTTTATTTCCTGCATATCTTCTCTAAGATTCTCTGGCTAGCAAACATTG 
TTATATATGCAT AGTTT ACACCTTATTAGAAGTAAAAAAGAATTAAAAGTAAGAAAAATT 
TCCACTAGGAACAATAATGAGGT 

>SEQUENCE:445:prostate_MPM2000-004P4Novel007_8Table4 

GCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACATAGAATATGAACACAGCACACA 

CATGAGAGACGCAAGTGCCAAATGCCTTGGCCTGGGCTTCACGTGTCAAGCCCAACACAG 

TCTTAAGAATAAGCAGATATGAGAAGGAGATGAGAAGTGAGTCCAGGCCAATGGCGGAGA 

TGATGACGATAAGGCCATAGACGACATTGACCCGGATATCATCACAGGCCAGCTTCATGA 

CATCTTGGTGTAGGCAGTAGGAATGGGAAAGGATATTGGAGCGGCAGAAGGGCAGCTGCT 

TGATGAAGACAGGAAGGGGTGCCATCAGTGCAGCCCCCCGCACCACAGCAGCCACACCAA 

TTTTGGTGACACGAGGCAACGTAAGTACCTGCCCGGGCGGCCGCTCTAGA 

>SEQUENCE:446:prostate_MPM2000-004P4Novel007_8Table4 

TATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACACTTTTCATACTAAGAA 
CTAGATCAATGTCTTTAATTCCTTAAATGTCATTAGCTCAAGTTTGAACAGAAACATATT 
ACATTAC I I I I I I I I I AACCAAAAGGCTTCATTCATTTAATAAAACAAGAACTTACATTT 
TATTTCCTTGAACGGACAGAGAAATACCTTTCATTTATCAAGTGTGTAAATAATGCCCA 
>S EQ U E NCE:447: prostate_MPM2000-004P4Nove l007_8Table4 

ACTACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACAATTTTATCATT 
CAGCTCTATGAATCTGCTTAACTATTTCCCAATTAGAGGAAGTTGCAGACACAGGTTACG 
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GCATAGGGCAAAAAGGTTGCTGCCTAATTGAAAAAAGATGCTGTCCAGGGACCTATAAAT 

AGCTCTTTAAAAACCTCCACCTTTGCTATCATTTTCATTCAATTTATGACTTTTAAAACT 

GCAGTTCCAAAACTGGGTGCCAGAGTGCCTTGGGGCACTACCATGAATTCCCCGCGTCCT 

GCCCGGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAATTCGATATCAAGC 

TTATCGATACCGTCGACCTCGAGGGGGGGCCCGGTACCCAGCTTTTGTTCCCTTTAGTGA 

GGGTTAATTGCGCGCTTGGCGTAATCATGGT 

>SEQUENCE:448:prostate_MPM2000-004P4Novel007_8Table4 

TACGACTACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCCCGGGCAGGTACC 

ATTCTTATCTCAGAATGCTGTAAACCATCAGTAGAAGCAGTTTAGATTTGGACTGCATGG 

TAAAATGAAAAGTAATAACCCTCCAACCACAACCTAGTCAGGGTATTAATAATTATATGT 

AGCAAGAAAACAAAGAAGAAAATAATATTGAAAAAATGGAGATTCCCCAACCAGTTTCAT 

ATTTGAAGGATCTGAGTTGTA I I I I I ATTAAGGAAAT I I I 1 I I I I CTGAATACTGTCTTC 

CAAAATGTTAACATTAAAATCTGAATCAGAGGACTCTGAATGGAAAAGAAGTTTGATCAC 

TGACACCTAGGGCTCTGAAGCGTGTGTGGCCACATGGAAAAGTCGAAGGATGCGCTGTCG 

AATCTCCTTTGTCTTCACTCCATAGACAATTGGGTTGAGCACAGGAGGAACCAGCAGA 

>SEQUENCE:449:prostate_MPM2000-004P4Novel007_8Table4 

TATAGGGCGAATTGTTAGCTCCACCGCGGTGGCGGCCGAGGTACTTGGCAGCTTCGGGCC 
TCTGCATGTGC I I I I I CCTTTAGGTCTCACTTTGGAGACTGCCCTCCACCCCAACCCCAC 
TGCATTATGAGGGGCCAC I I I I ! I I CACAGTTCTGGTGACCCTGTAGTTTCTTGTTTCTG 
ATCATTACCAACTGCCTGTGAGCTCTTTGCAGACCTGAGTGGTCTCACTTGTACCTGCCC 
GGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAATTCGATATCAAGCTTAT 
CGATACCGTCGACCTCGAGGGGGGGCCCGGTACCCAGCTTTTGTTCCCTTTAGTGAGGGT 
TAATTGCGCGCTTGGCGTAATCATGGTCATAGCTGTTTCCTGTGTGAAATTGTTATCCGC 
TCAC AATTCCAC ACAACATACG AGCCG G G A 
>SEQUENCE:450:prostate_MPM2000-004P4Novel007_8Table4 

GCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACATAGAATATGAACACAGCACACA 

CATGAGAGACGCAAGTGCCAAATGCCTTGGCCTGGGCTTCACGTGTCAAGCCCAACACAG 

TCTTAAGAATAAGCAGATATGAGAAGGAGATGAGAAGTGAGTCCAGGCCAATGGCGGAGA 

TGATGACGATAAGGCCATAGACGACATTGACCCGGATATCATCACAGGCCAGCTTCATGA 

CATCTTGGTGTAGGCAGTAGGAATGGGAAAGGATATTGGAGCGGCAGAAGGGCAGCTGCT 

TGATGAAGACAGGAAGGGGTGCCATCAGTGCAGCCCCCCGCACCACAGCAGCCACACCAA 

TTTTGGTGACACGAGGCAACGTAAGTACCTGCCCGGGCGGCCGCTCTAGA 

>SEQUENCE:451:prostate_MPM2000-004P4Novel007_8Table4 

GCGTCCGGTGCAGAGGGGATTCAACTTCAA I I I I I CTGCAGTGGCTCTGGGTCCAGCCCC 

TT ACTT AAAG ATCTG G A AAGC ATG A AG ACTG G G CTTTTTTTCCT ATGTCTCTTG G G AACT 

GCAGCTGCAATCCCGACAAATGCAAGATTATTATCTGATCATTCCAAACCAACTGCTGAA 

ACGGTAGCACCCGACAACACTGCAATCCCCAGTTTAAGGGCTGAAGATGAAGAAAATGAA 

AAAGAAACAGCAGTATCCACAGAAGACGATTCCCACCATAAGGCTGAAAAATCATCAGTA 

CTAAAGTCAAAAGAGGAAAGCCATGAACAGTCAGCAGAACAGGGCAAGAGTTCTAGCCAA 

GAGCTGGGATTGAAGGATCAAGAGGACAGTGATGGTGACTTAAGTGTGAATTTGGAGTAT 

GCACCAACTGAAGGTACATTGGACATAAAAGAAGATATGAGTGAGCCTCAGGAGAAAAAA 

CTCTCAGAGAACACTG 

>SEQUENCE:453:prostate_MPM2000-004P4Novel007_8Table4 

CACTATAGGGTGAATTGGAGCTGCAACTCGTGGCGGCCGCTGACGTAATTCTAGAAGTAC 

TCTCGAGGGGGGGCCCGGTACCCAGCTTTTGTTCCCTTTAGTGAGGGTTAATTGCGCGCT 

TGGCGTAATCATGGTCATAGCTGTTTCCTGTGTGAAATTGTTATCCGCTCACAATTCCAC 

ACAACATACGAGCCGGAAGCATAAAGTGTAAAGCCTGGGGTGCCTAATGAGTGAGCTAAC 

TCACATTAATTGCGTTGCGCTCACTGCCCGCTTTCCAGTCGGGAAACCTGTCGTGCCAGC 

TGCATTAATGAATCGGCCAACGCGCGGGGAGAGGCGGTTTGCGTATTGGGCGCTCTTCCG 

CTTCCTCGCTCACTGACTCGCTGCGCTCGGTCGTTCGGCTGCGGCGAGCGGTATCAGCTC 

ACTCAAAGGCGGTAATACGGTTATCCACAGAATCAGGGGATAACGCAGGAAAGAACATGT 

GAGCAAAAGGCCAGCAAAAGGGCCAGGAACCGTAAAAAAGGCCCCGTTGCTGGCGTTTTT 

CCATAGGCTCCGCCCCCCTGA 

>SEQUENCE:454:prostate_MPM2000-004P4Novel007_8Table4 

TACGACTACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCCAGGTACTAGCTCCTGTCC 
TGCTGTCTCAGGACCTTTCAGTTCAAGCATCCTCCTAACCTGAGTCTCTGTGTCTCTTAC 
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CTCAAATTCTCTCTCTCAAAAAAAAAAAGGTGGGGGGGATTGGCTGGGCCAGAATTTGGC 

CCAAAGCCACCACTGGTCTGTGGTGACCAGGAGCAATACCATATGATTTCCCAGGCCCCA 

CCCTTTCAGCAAGAGGCTGGAATTTGGGGGGAGGGTCGTGATGTTTCCTACTAACTGGCC 

ATTAGCTGGATCATCATTTCCAAAGGAATCTAATACAATAATGTCCACAAAAAGCAGTGA 

AGGATACAGAGACCACAAAATAGATCCACAACATGGGACAGAGTGTCATTGGCCTCCCAA 

C AGTTTC ACAG G A ACCCCTTG G ATGCTG C AG AG CATG G GTCTCTG G GG ACTG GAG GAG 

>SEQUENCE:455:prostate_MPM2000-004P4Novel007_8Table4 

GGCCGCCCGGGCAGGTACGCGGGCAAGAGATCATTTGCCAAACTGTATTCTCTAGCTTTC 
TTGCAAGATGAAAGGAGACTACCATTAATGAGCCACTAGACTATTTAGCAAATGCTTCTG 
ATTTCCCCGATTATGCAGCTGCTTTTGGAAATTGCACTGATGAAAACATCCCACTCAAGA 
TGCACTACCTCCCTGTTATTTATGGCATTATCTTCCTCGTGGGATTTCCAGGCAATGCAG 
TAGTG ATATCCACTTACATTTTCAAAATG AG ACCTTGG AAG AG CAG CACCATCATTATGC 
TGAACCTGGCCTGCACAGATCTGCTGTATCTGACCAGCCTCCCCTTCCTGATTCACTACT 
ATGCC AGTG G CG AAAACTGG ATCTTTGG AG ATTTC ATGTGTAAGTTTATCCG CTTCAGCT 
TCCATT 

>SEQUENCE:457:prostate_MPM2000-004P4Novel007_8Table4 

GTGGCGGCCGAGGTACTTGAGTTTTCCTGAGCCACCTTTTCTAAATTAGTGTCATTTGTA 

ATATCAATAACACATTTTGGTGTGGGTGGTCTGGATACAAACTTCTCCTTTGGTAGCAAT 

TCCATGGTATGTGTTTTATCCATATTGCATTCCTGAGGAAGTAAATCATTAGAATTATGA 

TCAGAAACTGTGGACTGTTCTGACGAATGAATAATCATATCTTCTTGAAGCTGAATGTCA 

ACAGACTTCCGCTTCTCTGCTTCTTCATG I I I I I I ATCTTCCTGTATTTGATCCCAGGGA 

GGCTGGCTA I lilt I AAG GTCTCTTCTCCTGCCTTCTCATTATTATGG AGGTTTTCCTTC 

>SEQUENCE:458:prostate_MPM2000-004P4Novel007_8Table4 

GTATACTACTACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACTCCGT 
TGCTGGGTTTGGACAATGATCATGGGATTAGTCCCAAGTTTGTAGCTTGGAACGGTAGCA 
I I I I I GCCTGCGTGATCCTTGTCAGCTATTCACAGAAGGAAATCTTCCGAAACTCCGTCT 
TTCATTTCAGCCGGTGAGGCTGTTATCCTTCTCTGTCAATTAGCATTCATGTGGTTT 
>SEQUENCE:459:prostate_MPM2000-004P4Novel007_8Table4 

CTATACGGCGAATTGGAGCTTACCGCGGTGGCGGCCGAGGTACATAAAGGTCACCGAGGA 

CAGTTCTG GTG G AATG ATG AGG G CAG AAGTTTCATTG G CATG G GTTCG AG AG AG AA ATG A 

AAGAGGATTGAAGACAGTGAGTATAGACAGCTCAGGAAGTTTAGCTGTGTAAGTGAACAC 

AAGATGAGTGGTCACTAGAAGGAGAGGTGAGCCAAGAGGGAATGATGGGAGAAGTTATAA 

TATGTTGATGGTCAAGATAGAATGACTGATTAAAGGGGAATTGCTGGGGCTCTGTTCCTG 

AGTAGGCAAGAGCAGGTGAGATAGAAGACATAGGTGGAGGGATTGGCCCTAAATACATGC 

GTGGACAGATCCTCCTTATGAAAAAAAGAAGGCAAAGTGTATGAACTCACACAGTAGTAG 

GAGAGTATATAGGGTGGTACCTGCCCGGGCGGCCGGCTCTAGAACTAGTGGATCCCCCGG 

GCTGCAGGAATTCGATATCAAGCTTATCGATACCGTCGACCTCGAGGGGGGGC 

>SEQUENCE:461 :prostate_MPM2000-004P4Novel007_8Table4 

CACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGGCCTGGGCAGACTTAGATGC 
TGTCC ATAGCTTTG AACTCG CTG AG G G CCTG CACCG G GTTCACGTG CTTCTTCTG AG ATG 
CCCGTTTAATCTTGGTCTGTGTCTCATCCTGTTTCTCTCTCTTCACCAATGGCI I I I I CT 
CTGGTGCCTTTATCTTCCATGACA 

>SEQUENCE:463:prostate_MPM2000-004P4Novel007_8Table4 

GTAATACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACTTC 
TTGGATCTTACATAGGCCTGAAAGTTTAGTTGCACTATTTTAGGAATCTC I I I I IATGCA 
TTTGTTCAATTAAAAGGCAACAAAGACAAATCCTTAAGAAAATACCAGTATTTTTCCTAC 
ATATGAAATCAAGGGTCCTTGTCTGACGATGGATTTTACTAGTTACGAGAATCTTCCTAT 
ATTTCTAGTTGAATCCCTGTCATTTCCTGTAATAGACTTATATTTTACCAGCAGCCCTTA 
TGCGATTTCTTTGTGAAAAATATTTCTCTGTATAGAGGAAAGTTTATCATTTGGAATGTT 
AAATGCAATTATATTGACATATAGTGATAATGGGACAAAGCATACGGGTTAAAGGTTGCA 
G G AACC ATG G CTTG G CAATT 

>S EQ U ENCE:464 :prostate_M P M2000-004 P4Novel007_8Table4 

ACGACTACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACAGACAATAA 
GAGAGAGAACCTCAATGAGGTAGTATCGGCCTTAACAGCACAACAAATGCGTTTTGAACC 
TGATAACAAAAACACTCAACGTAAAGACCCCTATTATGGAGCAGACTGGGGAATAGGGTG 
GTGGACAGCTGTAGTGATAATGTTGATAGTAGGTATAATAACACCAGTGTTTTATTTGTT 
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GTATTATGAAATTTTAGCTAAGGTGGATGTTAGTCATCATTCAACAGTGGACTCTTCACA 

TTTACATTCAAAAATCACACCCCCATCACAGCAGAGAGAAATGGAAAATGGAATTGTGCC 

AACTAAAGGAATACATTTCAGCCAACAAGATGATCATAAACTGTATAGTCAAGATTCTCA 

GTCACCTGCTGCTCAACAGGAAACATAGCA 

>SEQUENCE:465:prostate_MPM2000-004P4Novel007_8Table4 

ACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACGTAACTGTAAGAGGA 

CTGAAAGTTCCAGACTGTATAAAGCCATCTTACCGCTCTATGATGGCTCTTCAGGAGGAA 

AAAGGTAAACCAGTGCATTGTGAACGTCACCATGAGTCAAGCTCAGTAGACACAGAACCT 

GGATTAGAAGAGTCAAAGGAAGTAATAAAGTGGAAACGACTCCCTG GGCAG GCTTGCCGT 

ATCCCAAACAAACACCTCTTCTCACTAAATGCAGGAGAACGAGGATGTTTTTGTCTTGAT 

TTCTCCCACAATGGAAGAATATTAGCAGCAGCTTGTGCCAGCCGGGATGGATATCCAATT 

ATTTTATATGAAATTCCTTCTGGACGTTTCATGAGAGAATTGTGTGGCCACCTCAATATC 

ATTTATGATC 

>SEQUENCE:466:prostate_MPM2000-004P4Novel007_8Table4 

CTATAGGGCGAATTGGAGCTCCACCGCGGTGGCCGAGCGGCCGCCCGGGCAGGTACATA 
A 

AAACAATCACATACAATTAATGCTGGATTGTTCCCACAATTTTTrGATCAAGTAATTATG 

AATTAAAACTCTCAGTTTTCTAAAAACAATCACAAAGACAATTCTGTTAAGATGAAGACA 

TTATAATTGAAAAACAATCTATAATTGTATGTGTAGATATATTTGTTGAATTTATGACCT 

TCATAGTCTAAAATTTAGGAAAGTAATGTTTTTGAATTGATCAGCACAGCTAATTAACTA 

AATTCACATACTTAAAATTTGAAATTCTAGCAAAGATGTATATAAAAAACAATTAGACAA 

TGTCCAGCTGAATTTTAGAATTATCCAAAGTATTGCTAAGAATTTGTAGATGGGCCCTCA 

TCCCG CGTACCTCGGCCG 

>SEQUENCE:467:prostate_MPM2000-004P4Novel007_8Table4 

ACTACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCCCGGGCAGGTACCAAAT 
CTTCAGAATCTTGACTTAAGAAAGTCAGAATTGGAAACAGAGCTGTTACAATGGCAATGA 
CG AGCTG CTCAGCTCCTG AAACAAATTTTCTTTGTCCTACAG CAACG G ATCTGCAAATTA 
ATTTTCTTTCTTTGCTGGAATCTGTTACCTTGCATCCACTCATGGGCAGTCACCTAGAGG 
CTTCCCCACCACCGGCCCAGACACATCTCCTTCATTCTTATGTTGTTTTAGAAATGTGCA 
CGG ATG CTTTCTTTTTAATAAAAAAAAATATAAACTTAGTCTATAACAG ATATG CACTTG 
TAATGAAAGTTTTATTAAATGGAAATATAAGTGAGAGAAAAAAAAAAAAAAAAAAAAAAG 
GAGTACCTCGGCCGCGACC 

>SEQUENCE:469:prostate_MPM2000-004P4Novel007_8Table4 

TACGACTACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCCCGGGCAGGTACT 

CTTTTCAAGGCTTTACTTCCAATCTTCCCCTTAAGTGCTAGTGTCCAGAGGAAAAATTAT 

TTCTTCTCTGTAGAAGTCATTTTGAAGACAGTATTTTTCTGAGATCCAATGTGGTTGGGA 

GTTCTGAAGAGGAAGTTATAGTTTTAAGCTAGATTATCTCATTTTATTATATTCTGTGTT 

TATTTTCCTTTGCTGTGCTTAGGCCTTTGGCAAATGTTCTCTAGATGTACCTCGGCCGCT 

CTAGAACTAGTGGATCCCCCGGGCTGCAGGAATTCGATATCAAGCTTATCGATACCGTCG 

ACCTCGAGGGGGGGCCCGGTACCCAGCTTTTGTTCCCTTTAGTGAGGGTTAATTGCGCGC 

TTGGCGTAATCATGGT 

>SEQUENCE:471:prostate_MPM2000-004P4Novel007_8Table4 

GACTACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGATGGTGAAGCGCAGCGT 
GTCGTCCTTGTCGGTCGTGGCCTCGTACATCGCCTGGGCGATGCGCAGGGCCGCGGCAAA 
GGCATCCTTGCGGGCGGCGCGCGGCGTGGTGCCGGCATGCGCCTCCTCGCCCACGATCT 
C 

GACGATATAGCGGCGGCTGCCCTGAATGGCGGTGACGACACCGATCGTCTTCCGCTCGTT 

TTCCAATCGCGGACCCTGCTCGATATGGGCCTCGACATAGCCGTCGAGCGGGAAACCGGG 

CTTGCCGTCGCGCATCGGCGCCGGAGCGACCTTCAAGGTCTCGGCCAGGGCGTCCTTCAG 

CGCGACGCCCTTCCAGTCCTTCACGAGGAGCATCTCTTCGAGCTTGGTGTGCCCGGCA 

>SEQUENCE:473:prostate_MPM2000-004P4Novel007_8Table4 

CTATAGGGCGATTGGAGCTCACCGCGGTGGCGGCCGAGGTACTTACGTTGCCTCGTGTCA 

CCAAAATTGGTGTGGCTGCTGTGGTGCGGGGGGCTGCACTGATGGCACCCCTTCCTGTCT 

TCATCAAGCAGCTGCCCTTCTGCCGCTCCAATATCCTTTCCCATTCCTACTGCCTACACC 

AAGATGTCATGAAGCTGGCCTGTGATGATATCCGGGTCAATGTCGTCTATGGCCTTATCG 

TCATCATCTCCGCCATTGGCCTGGACTCACTTCTCATCTCCTTCTCATATCTGCTTATTC 
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TTAAGACTGTGTTGGGCTTGACACGTGCAGCCCAGGCCAAGGCATTTGGCACTTGCGTCT 
>SEQUENCE:474:prostate_MPM2000-004P4Novel007_8Table4 

ACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCCCGGGCAGGTAC 
C 

GATGAATCGGAATTTGTCTAATGAGGAGTTAACAAAATCAAAGCCATCTGCTCCACCCAA 

TGAAAAAGGAACCAGCGATTTACTTGCTTGGGACCCCCTATTTGGACCATCTCTTGATTC 

ATCTTCTTCATCTTCACTAACTTCATCATCATCAGCCAGGCCCACAACTCCTCTTTCTGT 

AG GC ACC ATTGTCCCACCTACG AG G CCTG CTTCC AG ACC AAAG CTT ACTTC AGG C AAACT 

CAGTGGGATTAATGAAATACCCAGGCCATTCAGCCCACCTGTAACTTCCAACACCAGCCC 

ACCTTCTGCTGCACCATTAGCCCGGGCAGAAAGTTCTTCTTCTATCTCATCATCTGCTTC 

ATTGAGTGCTGCCAATACTCCAACAGTAGGTGTGTCACGGGGTCCCAGCCCT 

>SEQUENCE:475:prostate_MPM2000-004P4Novel007_8Table4 

CTACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCCCGGGCAGGTACCAGTCA 

ATGTGATGAGTTGAGAAAGTGAAATAAGATTACAAATATGGGAATAAAATTATCAACCTA 

CCCAGAACTATTACCCAACTGAAAAAGGCGAAAGAAATTAACAACAGCAAAACCTTTAGA 

AT AATTCAGTAACTGGCTAGTTACAAAATCAATAACCAATCGCCAAGTT AAACT ATTATA 

CAACTACACACTACTCTCTTATGCAGAGGTAAGAATGAGGTAGATTGATGTGTACCTCGG 

CCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAATTCGATATCAAGCTTATCGATAC 

CGTCGACCTCGAGGGGGGGCCCGGTACCCAGCTTTTGTTCCCTTTAGTGAGGGTTAAATG 

CGCGCTTGGCGTAA 

>SEQUENCE:476:prostate_MPM2000-004P4Novel007_8Table4 

ATACGACTACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGGCTTGCCGATCGT 

GCTGATCAGGTTGCCGAAGAAGCCGCCTTGCGGGGTCAACTGGCCTTGTTGCTGTTGCAT 

CTGCTGCATCTGCTGCAATTGCTGGAGCTGCTGCAGCTCTTGCAGTTGTTGCGGGTCCAG 

TTGCGCGCCGAGGCCGCCCGACGGATCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCT 

G 

CAGGAATTCGATATCAAGCTTATCGATACCGTCGACCTCGAGGGGGGGCCCGGTACCCAG 
CTTTTGTTCCCTTTAGTGAGGGTTAATTGCGCGCTTGGCGTAATCATGGTCATAGCTGTT 
TCCTGTGTGAAATTGTTATCCGCTCACAATTCCACACAACATACGATCCGGGAGCATAAA 
GTGTAAAGCCTGGGGTGCCTAAT 

>S EQ U E NCE:477:prostate_M PM2000-004P4Novel007_8Table4 

TATAGGGCGAATCGGAGCTCCACCGCGGCGGCGTGCCGGCTTTCTTCTATAGTTGTAAGA 

TGGCTGCCTCATAAGATAATATCTCAAGACAGAAAGGAAGGGTCATTCCCTTTCATGCAT 

TGCTCTTTTGATTTGCAAAAACATCCCTGAGAAGCTCCCCAGCCAGCATACTCTCGTGCT 

CCATTGTCTAGAACTGGCTTACTTGCCCACCAGCAAACCAGTCACTGGAAAATGGGAATG 

GGATTGCCATGATGGGTTTAGACCAATAGTGGTTCAGCTCTTGGGCTGGACCTGCCTTTT 

CCGAGCACTTTGCTGCCTGCCTGATACCTGAGTAAAATCAGGGCTCTCTCAGGAAGAAAG 

ATGGGGGAAATGGCTCTTGGTCAAATAACCAGTTCTTTTATCTTTATAATAACCAGTTTT 

TTTAG ATG A ATT A ACCG AGTTCCAG AAT A ACTG G GTG 

>SEQUENCE:478:prostate_MPM2000-004P4Novel007_8Table4 

ATACGACTACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACACCTTAT 

CATCCTCATAATCAATAAATACACCTTTATCCATTGTCCAGATTTCCCAAACAACACCTT 

TAATGGTTGGTGAAAAATCTGGAATCTCATAGGTAGCGTCATTGACTGGACAGTAAACAA 

ATCCATCAC I I I I I I CATCAATGAAAACTAATCTGGTCCCATTTGGGTCGGGAAAAATCT 

TTTTCACACTGACAGGATGTCGATAATCATTAACGAATTGCCAGTCTTCAATGTAGAAAT 

ACTGAACGACACCAGTATCTGTACCTGCCCGGGCGGCCGCTCTAGAACTAGTGGATCCCC 

CGGGCTGCAGGAATTCGATATCAAGCTTATCGATACCGTCGACCTCGAGGG 

>SEQUENCE:479:prostate_MPM2000-004P4Novel007_8Table4 

ACG ACTACT ATAG G G CG AATTG G AG CTCC ACCG CG GTG G CG GCCGTCCG G CCCTG G CG AT 
GCGCCAGGCGGCCTGACGCCGACGATTCGTGTCTTCGTTTGACGCCGGGCTGGTCCCGGC 
G I I I I I I I ATGGCGTGACCGGATCGACCGGCTCATAGCCGGCCGCGCGGCGGCTCGAGCG 
CGCCAGGGTCCAGGCGAAGCCGATGCCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCT 
G 

CAGGAATTCGATATCAAGCTTATCGATACCGTCGACCTCGAGGGGGGGCCCGGTACCCAG 
CTTTTGTTCCCTTT AGTG AG G GTT AATTG CG CGCTTG G CGTAATC ATGGTC AT AG CTGTT 
TCCTGTGTGAAATTGTTATCCGCTCACAATTCCACACAACATACGAGCCGGGAGCATAAA 
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GT 

>SEQUENCE:480:prostate_MPM2000-004P4Novel007_8Table4 

ACTACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACATCCAATACCCG 
AAAGCACAAGATTAGAAGTCTCCAATGATTCTTGTTTAGCTTCTTCCCCAGTTACCTCAT 
TATTGTAAGAACAGATGAAATTCTGGTCTTCTTGGGTGTCTGGATCACACTCTCTTGCAA 
AAGTI I I I I I CTGTTCATTTTGTCCTGCCCGGGCGGCCGCTCTAGAACTAGTGGATCCCC 
CGGGCTGCAGGAATTCGATATCAAGCTTATCGATACCGTCGACCTCGAGGGGGGGCCCGG 
T ACCC AG CTTTTGTTCCCTTTAGTG AG G GTTAATTG CG CG CTTG G CGTAATC ATG GTC AT 
AGACTGTTTCCTGTGTGAAATTGTTATCCGCTCACAATTCCACACAACATA 
>SEQUENCE:481 :prostate_MPM2000-004P4Novel007_8Table4 

GCGCGTATACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCCCGG 
G 

CAGGTACATCACCCTGCTGAGGGACATCCAGGACAAGGTCACCACACTCTACAAAGGCAG 

TCAACTACATGACACATTCCGC7TCTGCCTGGTCACCAACTTGACGATGGACTCCGTGTT 

GGTCACTGTCAAGGCATTGTTCTCCTCCAATTTGGACCCCAGCCTGGTGGAGCAAGTCTT 

TCTAGATAAGACCCTGAATGCCTCATTCCATTGGCTGGGCTCCACCTACCAGTTGGTGGA 

CATCCATGTGACAGAAATGGAGTCATCAGTTTATCAACCAACAAGCAGCTCCAGCACCCA 

GCACTTCTACCTGAATTTCACCATCACCAACCTACCATATTCCCAGGACAAAGCCCAGCC 

AGGCACCACCAATTACCAGAGGAACAAAAGGAATATTGAGGATGCGCTCAACCAACTCTT 

CCGAAACAGCAGCATCAAGAGTTA I I I I I CTGACTGTCAAGTTTCAACATT 

>SEQUENCE:482:prostate_MPM2000-004P4Novel007_8Table4 

GTAATACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCCGGCCGCCCGGGCA 

GGTACTTATGTATTTCACGCCCTTTAATTTCAAAGGCCCCAACCCTACAAGGTATAGATC 

AACTTTG CCTA I I I I I I AGTGTGGAAACTGAGGTTTAGAGAGGCCTATAAAATTTGTCTA 

CAGTTCCATAGCCATAAGCGTCTGATTGATAAAGCAAACCCAAGTTCTTTGTAGAAGAGC 

TGTTATACTGCCTTTAGTGTGTAACTACTTCATGAACTCAGAGTCCATTATGATTGTGTA 

AGGTATGACAGTTTGGCATTTCTACCAAGAAATGAAGGCTTGAATGGGGCAGAATGACAG 

CACTTGGTGGTTAGGAAGAGAAGAAAGTTTTGGATAATGGGATAAT 

>SEQUENCE:484:prostate_MPM2000-004P4Novel007_8Table4 

GTAATACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGAAAGGAGAACGTCAC 

AAGGCATGGTAAGGTTGAACTGCTTGGCCGGGAGGTAGGTCAGAGGCAGGTGGGAGAATA 

GGGCCTGAGTCTCCTATTTTCTACCTATTTGTACCTCGGCCGCTCTAGAACTAGTGGATC 

CCCCGGCTGCAGGAATTCGATATCAAGCTTATCGATACCGTCGACCTCGAGGGGGGGCCC 

GGTACCCAGCTTTTGTTCCCTTTAGTGAGGGTTAATTGCGCGCTTGGCGTAATCATGGTC 

ATAGCTGTTTCCTGTGTGAAATTGTTATCCGCTCACAATTCCACACAACATACGAGCCGG 

GAGCATAAAGTGTAAAGCCTGGGGTGCCTAATGAGTGAGCTAACTCACATTAATTGCGTT 

GCGCTCACTGCCCGCTTTCCAGTCGGGAAACCTGTCGTGCOAGCTGCATTAATGAATCGG 

CCAACGCGCGGGG AG AGGCG GTTTGCGTATTGGG CG CTC i TCCGCTTNCTCGCTCACTGA 

CTCGCTGCGCTCGGTCGTTCGGCTGCCGCGAGCGGTATCAGCTCACTC 

>SEQUENCE:485:prostate_MPM2000-004P4Novel007_8Table4 

CTACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTAC I I I I I I I I I I I I I 

I I I I I I I I I I I I I I GGGCCCATCATTCTCTTACTCAATTCTCTTGCCTTCTTTCCTAAGG 

GGAGGTTTTACCAAGGACAACATATTTCCCACACACTCTACTTATTCCCAATGACAGGGC 

AGTTGCCCCTGGATGAGGCTCCCTGAAGGCTTTATTAAAAGCTTGGGAATTTCTGATCTG 

AACAATTACAACCTGATGGTGTTTTACGACCAGAAGAGAGGATAAACCATAGTCCATTCC 

ATGATATTTCAATCTTGCATCTCTCCTCTAGCTGTTCTTATGCTCCTTCTTGATAACAGG 

ATGGCATT 

>SEQUENCE:486:prostate_MPM2000-004P4Novel007_8Table4 

GCGAATTGGAGCTCCACCGCGGTGGCGGCCGTCGGCTCCCAGCTACTCACAGAGAACGTT 

TCTGTTTCTGACAGCAGAGTAAGAGAAGAGGTGAGAAGAGAGACAGCCCATTCTCTTTTG 

GCCTAATTCCTAAGGAATCATGCCTCTGCCTTCGGGCCATTCTCAAGTCTTGTTCAAGGA 

T AA AATG ATTTATTG ATGG CCGT AATTA A AA AG C A ATG CC A ACG G AAG C AG CGTC AG C AT 

TTTTCATTTGTACCTCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAATTCGA 

TATCAAGCTTATCGATACCGTCGACCTCGAGGGGGGGCCCGGTACCCAGCTTTTGTTCCC 

TTTAGTGAGGGTTAATTGCGCGCTTGGCGTAATCATGGTCATAGCTGTTTCCT 

>SEQUENCE:487:prostate_MPM2000-004P4Novel007_8Tabie4 
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TATAGG G CG A ATTGG AG CTCCACCGCGGTGGCGGCCG AG GTaCTTACGTTGCCTCGTGTC 

ACCAAAATTGGTGTGGCTGCTGTGGTGCGGGGGGCTGCACTGATGGCACCCCTTCCTGTC 

TTCATCAAGCAGCTGCCCTTCTGCCGCTCCAATATCCTTTCCCATTCCTACTGCCTACAC 

CAAGATGTCATGAAGCTGGCCTGTGATGATATCCGGGTCAATGTCGTCTATGGCCTTATC 

GTCATCATCTCCGCCATTGGTCTGGACTCACTTCTCATCTCCTTCTCATATCTGCTTATT 

CTTAAGACTGTGTTGGGCTTGACACGTGAAGCCCAGGCCAAGGCATTTGGCACTTGCGTC 

TCTCATGTGTGTGCTGGGTTCATATTCTATGTACCTGCCCGGGCGGCCGCTCTAGAACTA 

GTGGATCCCCCGGGCTGCAGGAATTCGATATCAAGCTTATCGATACCGTCGACCTTGAGG 

GGGGGC 

>SEQUENCE:488:prostate_MPM2000-004P4Novel007_8Table4 

ATACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACTCAGAA 

CGTCTTTCCCCAGCTCTGAGATTTTCTTAAAAATCCTTTGAGGTTGCTCCTTGCATGTCT 

ATGGTTTCATTTCTTTCTACATCCAGTCCACTTTAATTCTTCATGAATTTATCCTGATGT 

GTGAGATAAGAATCCCACTTTCA I I I I I I I I I AAGGCCGACAGAATTATCTCTAAAACTA 

GAACAAATTCATTTTAAATCCACATGGGGAAAATGGCAAGCTAAAGAAAACAGGAACATT 

CTGGGGGAAAAAAAGGAGTAAAGGGACCCATCCAGATGTCGAGGACTCGGCCCACCCGCG 

TACCTGCCCGGGCGGCCGCTCTAGAACTA 

>SEQUENCE:489:prostate_MPM2000-004P4Novel007_8Table4 

GCGCGTAATACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTA 
CATGCCCACGCCAGCCACACCGACCAACTGGAGGGCAGCCGAGCAGGCACGGACACAGC 
T 

GTCCAGACCAGGGCCAACCAACCTGCAAACCTGCCACGTGAAAGGAGTGTCAGGAGAGGA 

GAAAGGCACAGCTCCCCTGCAGCTGCACCCCTCTGGGTGCAGTTACGGGGCTGGCTGATG 

AGACAGACAATGGGTGTGGCATGTGGGTAGTAAACTGTCTCATGGTGTAAAAATGCTTGT 

CACATTTCATGTGAACAGAATCAACTAAAAAGTTCTGCCACAAATGTCATAGGAAGAATG 

ACAAAAAAGAGGTTCAGTGATCCGCGTGCCTATAATCCCGAGGCATCTACGTCACTGAGA 

TAAGAAAGGGCAGCCGGCATATCTTCCCTCCCACCCCTCATGTATCTCTTCCCATCTTGA 

TTTAA AAC AAAACC AGTGTTAG AG G AG ACTGG AGTTTTC AG ATTGTTG G CTTTC i I I I I G 

CTG CC ATTTCTATTCCTCACCAAG AAAAG A ATAATAAAG CTAAT ACTG AAACT 

>SEQUENCE:490:prostate_MPM2000-004P4Novel007_8Table4 

GCGGCCGAGGTACCTGAGGTAGCTGGAGACAATATACTGTCAGGGAAACGGGAATCTGAA 

ACGCGTGTGAACTGGTTAGATTTGAAGGCAGTAAAGTGGCTGCCAGCATTGAAGGATGAG 

ACACTGGCAGTCCACAGTATCTGGTGGTAAAGAGATACTTAAATTATCCCCTGTGCTTGT 

G G G AAATAA AGTG CCCATAG A AG G A AG G CTGTGTC AG G CTACATGTCT ACTGTCG AGG G C 

AAGTATGGCAAAAATGAGAAGCACATTGACTATGGAGTATGTCTGGCTGTATTCAACTGT 

GTTCAAAATCTTAAAGTCAGAAAATGAAACACTCAGGACTTTTCATTCTCAGCTTATGAC 

GTAGTCAGTGGACCAGGTAACATCTGTGGCTTTAAGGCTATCTTATTCGAGCGGTCGCCC 

GGGCAGGACAACCCTGAAAAAGAGGAGGCTGGACACTTGTATAGACTTATGCAAAGCTTA 

TGCTTTGAAAAAATATGTGGAAATTGGCACCTCCATGTAGAGTCACCACATGA 

>SEQUENCE:491:prostate_MPM2000-004P4Novel007_8Table4 

TATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACTTACGTTGCCTCGTGTC 

ACCAAAATTGGTGTGGCTGCTGTGGTGCGGGGGGCTGCACTGATGGCACCCCTTCCTGTC 

TTCATCAAGCAG CTG CCCTTCTGCCGCTCCAATATCCTTTCCCATTCCTACTG CCTACAC 

CAAGATGTCATGAAGCTGGCCTGTGATGATATCCGGGTCAATGTCGTCTATGGCCTTATC 

GTCATCATCTCCGCCATTGGTCTGGACTCACTTCTCATCTCCTTCTCATATCTGCTTATT 

CTTAAGACTGTGTTGGGCTTGACACGTGAAGCCCAGGCCAAGGCATTTGGCACTTGCGTC 

TCTCATGTGTGTGCTGGGTTCATATTCTATGTACCTGCCCGGGCGGCCGCTCTAGAACTA 

GTGG ATCCCCCG G GCTG C AG G AATTCG AT ATCAAG CTT ATCG AT ACCGTCG ACCTTG AG G 

GGGGGC 

>SEQUENCE:492:prostate_MPM2000-004P4Novel007_8Table4 

CCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTGATGGATATCTGCAGAATTCGCCCTT 

AGCGTGGTCGCGGCCGAGGTACACAGAAAGGGAGGTGTCAACAAAAGAAGATAAGCCCAT 

ACAGTGCACACCTCAGAAAGCCAAGCCAATGCGGGCAGCTGCTGACCTGGGGAGGGAGAA 

GATCCTCAGGCCACCAGTAGAAAAATGGAAGAGACAGGATGACAAAGACTTAAGAGAAAA 

ACGTTGTTTTATTTGTGGAAGAGAAGGGCACATTAAAAAGGAATGCCCACAGTTTAAAGG 

CTCTTCAGGTAGCCTTTCCAGTAAATATATGACTCAGGGAAAAGCCTCAGCGAAGAGGAC 
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CCAGCAGGAATCATGAGGGAAGGAAAATGCAGCACTCTAAATGGCCACTCAGGCGTTCCT 

ATTCACTCGGAAAATTAGGTTCATTTCACAGGACACAGCAGTGTAGATCAGGCTTCAACT 

TAACATTTAAGGGAAATGTCAGA I I I I I I I 1 I I AATTTAATGAAATTGTTAATGAGGAAA 

AAI I I I IAATATAGTCTTATCTACCACACATCCNCATAGATTTAAGGATTTTAATAGAAA 

GACATGATGTACGTATTTAAGCCACGTTAAAAGAAAAAATATAACTATGGACCGGTATTC 

AGTGAATACAGTTTCATGGTTTTAATTCTTTCAAAGCACATTAAAA 

>SEQUENCE:494:prostate_MPM2000-004P4Novel007_8Table4 

CTGCACCGCGGTGGCGGCACACGAACCGCAAAGACAAGATAGGGCTACTTAATGCACCAC 

AAGCATTACTGTCTTCAAAGTCTCCTTCTTCAAGCAGAAACTGCTGGCCTTTAAAATGTT 

CTTTTTCATAGGCAACCCACACTCCACCAATGACACGCAGCTGATCCAATCCTGTGAAAA 

TATCCATTA I I I I I CAAAAAATTAGGAACAGAATCTATATGTTCACTAAACTCTTTAGCC 

TGTCC ATG G AAGTG AGG I I I I I CATAAATAATAACCTTT AAGTTCATGG G CATTTCC ACT 

TTCAGTCCACCCATTTGAAGTGGATGTAATGATTTCATTTCTGCTGTAGAAATCTCAAAG 

AGCCCATGGTCTTCCTCCAGAACTGTAGCTTGTCCCTTAAAATTAATATCTGGGTAGGCA 

AG CC A AACTCCTG ACTTCACAGTG AAG G AC ACAG ATTTG GAG ATATTCAGTTCTTCCAAA 

TTGGGGACTGCTCTCTGTATGTAAACAGGACAACAGGCTGGGTCAGATTGTGGGAAAAGC 

TCTATTTCTGGAATGCT 

>SEQUENCE:495:prostate_MPM2000-004P4Novel007_8Table4 

ACGACTACTATAGGGCGAATTGGGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTGA 

TGGATATCTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACACAGGCCGGGCA 

CAGTGGTTCACACCTGTAATCCCAACACTTTGGGAGGCTGAGGCGGGTGGATCACAAGGT 

CAGGAGATCGAGACCATCCTGGCCAACATGGTGAAACTCTGTCTCT ACT AAAAAAT ACAG 

AAAATTAGCCAGTCATGGTGGCACGTTCCTCTAGTCCCAGCTACTCGGGAGGCTGAGGCA 

GAAGAATTACTTCAACATGGGATGTGGAGGTTGCAGTGAGCCGAGATCGCGCCACTGCAC 

TCCAGCCTGGTGACAGAGCGAGACCCCATCTCAAAAAAAAAAAAAAGTTGTATGTGACAG 

CTAACCATAATAAAAAAAAAGAAAGAAAAAAGAGAGAGAAAGTAGGGACAACACTAAATC 

ATTAGTAATTTGAGCACATTTCCTCCAAGGCATATGCTAI I I I I CAACTTGGTTTCAATC 

ATGG ATCTTTATTGGTTTTCTT AATG GTAT A AG C ATGTTTG G GTTT A 

>SEQUENCE:497:prostate_MPM2000-004P4Novel007_8Table4 

GGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCACCGTCTGGATCCCCAAGGGAGCGC 
A 

ATGGCGCACGCTGGACTTCGACCGCAAGCGCCAGGGCGCCTATGGCGCGCTGCAGTGGA 
A 

GAAGGACAATACCCTCAAGAGCCACCTGACCTGGTTCCGCTCCAAATACGATATGCGCTG 

GGACGAGAACGCGCTGTTCTCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAA 

TTCGATATCAAGCTTATCGATACCGTCGACCTCGAGGGGGGGCCCGGTACCCAGCTTTTG 

TTCCCTTTAGTGAGGGTTAATTGCGCGCTTGGCGTAATCATGGTCATAGCTGTTTCCTGT 

GTGAAATTGTTATCCGCTCACAATT 

>SEQUENCE:498:prostate_MPM2000-004P4Novel007_8Table4 

TACACTACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGTGTGAGGCATTTA 
AGGGTAGTCTGCCAGAACCTCTCTGCCTTGGGCAGCCCAGAAGGACCTTGAAGCACAAGT 
TC ACCCTG G G AC AG AATAT AACC AAGTG AT AG CC ACTG ACCCA AGTACCTCG G CCG CTCT 
AGAACTAGTGGATCCCCCGGGCTGCAGGAATTCGATATCAAGCTTATCGATACCGTCGAC 
CTCGAGGGGGGGCCCGGTACCCAGCTTTTGTTCCCTTTAGTGAGGGTTAATTGCGCGCTT 
GGCGTAATCATGGTCATAGCTGTTTCCTGTGTGAAATTGTTATCCGCTCACAATTCCACA 
CAACATACGAGCCGGGAGCATAAAGTGTAAAGCCTGGGGTGCCTAATGAGTGAGCTAACT 
C AC ATTAATTG CGTTGCG CTC AC 

>SEQUENCE:499:prostate_MPM2000-004P4Novel007_8Table4 

TACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCNGGCCGCCCGGGCAGGTACATACTC 

CCTTAACTATTGCCAAGATCCCTATGAGGCAGCTTCAATTAATCCCCACAAGTTTCCCTA 

TTCCAGAACCCCTGGCCTGCTCATGATCACAGACTCTGCCGCCAGAAAAGAAGACCTGTT 

TCTCCCAGCCTGGGCAGCATGGCAATACCCCGTCTCTACAAAAAAATACAAAAATTAGCC 

AGGTGTGGTGGCACATGCCTGTAGTCCCAGCTACTTGGGAGACTGAGGTGGGAGAATCAC 

TTGAGCCCCAGGAGGTGGAGGTTGCAGTGAGTCAAGATCGCACCACTACACTCCAGCCTG 

GGCAACAGAGTGAGACCCTATCTCAGGAGGGAAAAAAAAAAAAAAAAAAGTACCTCGGCC 

GCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAATTCGATATCAAGCTTATCGATACCG 
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TCGACCTCGAGGGGGGGCCCGGTACCCAGCTTTTGTTCCCTTTAGTGAGGGTTAATTGCG 

CGCTTGGCGTAATCATGGTCATAGCTGGTTCCTGTGTGAAATTGTTATCC 

>SEQUENCE:500:prostate_MPM2000-004P4Novel007_8Table4 

TACGACTACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCCCGGGCAGGTACC 

ATTCTTATCTCAGAATGCTGTAAACCATCAGTAGAAGCAGTTTAGATTTGGACTGCATGG 

TAA AATG AA AAGTAATAACCCTCC AACC AC AACCTAGTCAG G GT ATTAATAATTATATGT 

AGCAAGAAAACAAAGAAGAAAATAATATTGAAAAAATGGAGATTCCCCAACCAGTTTCAT 

ATTTGAAGGATCTG AGTTGTA I I I I I ATTAAGGAAA I I I I I I i i I CTGAATACTGTCTTC 

CAAAATGTTAACATTAAAATCTGAATCAGAGGACTCTGAATGGAAAAGAAGTTTGATCAC 

TGACACCTAGGGCTCTGAAGCGTGTGTGGCCACATGGAAAAGTCGAAGGATGCGCTGTCG 

AATCTCCTTTGTCTTCACTCCATAGACAATTGGGTTGAGCACAGGAGGAACCAGCAGA 

>SEQUENCE:501:prostate_MPM2000-004P4Novel007_8Table4 

TACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACCCGAAAA 

GAAAGGAAGCTTTAGTAATGAAAGGATTGCTGCCAAAATCCTGTTTCCCCCTTGCAGATC 

TTACAGAAAACAGCCACAGAATCCCAAGGCATCAGCACCAAGAGAGCCTGTAGAAACTAT 

CTGGTCTAAGCTCCTGAAGCCCAGAGATAAGAATGACTTAACCCAAGCTGCACAGCCTCT 

TAACAGTCCACTGTTAACCCCAGAAACAGATGCATTTGAATCTGAAAGGAGACAGGAATC 

CTAATCCTACTGCTCAGGGACTTGCTGATTTACTTTGCTGTCTATTAGCCTTTCTGTGAC 

ATGATTTTCTACCAAGCAAAGTCTTTTATTCAAGTCTCCCAGAGATTTCCTATTTAAGCG 

TTTGCTATTTGGCCACTTAAAAAAGACAGAAGAGAAGTAAACAGAAGCATATACCACACA 

ACTCAGTCCAGTCAGTAGTTGACTCTCAAGATGGCGGATGTCACTGAGATGGCTGAGAAA 

TAGGAACGGATGTGGAGAAAGGAGTGGCAGTGGAGTTAGCTGTTTTGTCTACCTGCTGGA 

TA 

>SEQUENCE:502:prostate_MPM2000-004P4Novel007_8Table4 

ATTGGAGCTCCACCGCGGTGGCGGCCGCCCGGGCCGGTGCCTTTGTGTCTAGTTATAAGC 

CTTTTGATCCCAGGTCCTGCCATGACCTTCAGCATGGGGGCCAGGTCTTCAGCATAGCGT 

C AC AT AGG ACC AGTG C AC AC AAAC AACTCCTG G GCTCTC ACATG C A AG G G A AACTG ACCT 

TTGTTGGGAACCACACCTGGAGAAGGCTTGTGTCCAAATATACCATCGAAGAAAGCAGGC 

ATTCGAATGCTACCACCAATATCAGAGCCCACACCAATAACTGAGCAGGCATCTACCAGT 

GTGCAGCCCTCACCACCAGAACTCCCACCTACAATATGCTGTAAATCATATGGGTTGTTT 

GATCGGCCATAGATCTTGTGACTGGATTCATACCACATACACAAC 

>SEQUENCE:503:prostate_MPM2000-004P4Novel007_8Table4 

TACGACTCCTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGTCTCTGTCGATAAC 

TG CCGGG CTGTCC AATCTTTCCCCTG ATAG AAAG G CG CCTGGG G GTC AGCCTG AAG AAG C 

TCTGGAGGGAAGAGGCGGCTGTTTGATTCAGAGCCTCCTCGCTGGGCTGGAATTAACCTG 

GCTCTTTCTCTAATGAAACTGACTCCAAGGGTCCCTGTGTGCTAGAGATTCAATGGCCCT 

TAGGAGAAGCAATGATGAGAGGTAATATTAAAGCAGTGTACCTCGGCCGCTCTAGAACTA 

GTGGATCCCCCGGGCTGCAGGAATTCGATATCAAGCTTATCGATACCGTCGACCTCGAGG 

GGGGGCCCGGTACCCAGCTTTTGTTCCCTTTAGT 

>SEQUENCE:504:prostate_MPM2000-004P4Novel007_8Table4 

AGCTCCACCGCGGCGGCGGCCGAGGTACCGGAAAGACAAGATAGGGCTACTTAATGCACC 

ACAAGCATTACTGTCTTCAAAGTCTCCTTCTTCAAGCAGAAACTGCTGGCCTTTAAAATG 

TTCI I I I I CATAGGCAACCCACACTCCACCAATGACACGAATTGATCAATTCTGTGAAAA 

TCTCCATTA I I I I I CAAAAAATTAGGAACAGAATCTATATGTTCACTAAACTCTTTAGCC 

TGTCCATGGAAGTGAGG I I I I I CATAAATAATAACCTTTAAGTTCATGGGCATTTCCACT 

TTCAGTCCACCCATTTGAAGTGGATGTAATGATTTCATTTCTGCTGTAGAAATCTCAAAG 

AGCCCATGGTCTTCCTCCAAAACTGTAGCTTGTCCCTTAAAATTAATATCTGGGTAGGCA 

AGCCAAACTCCTGACTTCACAGTGAAGGACACAGATTTGGAGATATTCAGTTCTTCCAAA 

TTGGGGACTGCTCTCTGTATGTAGACAGGACAACAAGCTGGGTCAGATTGTGGGAAAAGC 

TCTATTTCTGGAATGCTGCAGTCCTTTAAGACACGTTTGAGAGAACCCAATATAAAGTTT 

CTTTGTGGATGCC 

>SEQUENCE:505:prostate_MPM2000-004P4Novel007_8Table4 

GGCGAATTGGGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTGATGGATATCTGCAG 
AATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACAACCAGAACCAGCAATTGTATTTCT 
CTATAGTTATTTTAAAATAGTAATCAATGCTATGTATTTGATGTATATGTTCTAAATTAG 
AAATTTCTTTTGGCTTTGTG I I I I I I I I ATGTGCGTTAAATATGTAAACTGAACCTGTTC 
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CTAAAATGCATTAAACTTAAATGCTGTGTCTATCCAATGCCAAAATGCTCAGAAGAAAAG 
TGAATAATTCAGTCATTCATCTGGATGTAGTTTTCTGTGTAATCTCAAATATCTGAATAT 
TG AA AA A ACTAG GTTG CT AACTNTTTTCATTCCTTATG C A AATGTTTAG CATCATAGTG C 
TGTTTCAGATACAGATCTGTTTCATCAAATATCCTCAATTACAAGTCTAAGACAGTTATA 
TGTAAAGAAAATGTATTATTTTAGATGAACAATGTGGATAACTGAACTAAAACGATATTT 
GTG AACTTTG CTATAATG A AATCTTTT ATTTTT ATAG CTCAAGTATTGT AATTAG C ACT A 
ATTGCAGCAGAGACTGAAATAATTATTGACACCGTAGAGTAC 
>SEQUENCE:506:prostate_MPM2000-004P4Novel007_8Table4 

TTGGAGCTCACCGCGGTGGCGGCCGAGGTACTGGTCACA GCCTG AAGACCACTGAGAGAA 

ACTTTTTCATGAATGGTAAAATACATCACAAATTAATTCTATATTTTGAAAAGTGCTACT 

TCTTATTTGCCATAATGAATATTATCATTGATCTTAGTTAAAATGTAAAAACACAATTTA 

AAGGAAGCAAAGAATGTGCCAGGCATTTTCATGTCTATTCATACATTCATTAATAAACAG 

AAGCATGCATAACTATGATATAGCAAAACAAAGAAATAATTGGTTTAATGCCACATGTTG 

ACCTAAAATATTTCCGTAATAAACTATGACGGTGAATCACCAATGAATCTACCTTGTCCC 

AG ACCCACAGTGCTG GG CTAACTTATCACAGTTACTTG CTCAG A 

>SEQUENCE:507:prostate_MPM2000-004P4Novel007_8Table4 

GTAATACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCG GCCGA GGTACTTC 
TTGGATCTTACATAGGCCTGAAAGTTTAGTTGCACTATTTTAGGAATCT CTTTTT ATGCA 
TTTGTTCAATTAAAAGGCAACAAAGACAAATCCTTAAGAAAATACCAGTAI I I I ICCTAC 
ATATGAAATCAAGGGTCCTTGTCTGACGATGGATTTTACTA GTTA CGAGAATCTTCCTAT 
ATTTCTAGTTGAATCCCTGTCATTTCCTGTAATAGACTTATATTTTACCAGCAGCCCTTA 
TGCGATTTCTTTGTGAAAAATATTTCTCTGTATAGAGGAAAGTTTATCATTTGGAATGTT 
AAATGCAATTATATTGACATATAGTGATAATGGGACAAAGCATACGGGTTAAAGGTTGCA 
G G AACC ATG G CTTG G CAATT 

>SEQUENCE:508:prostate_MPM2000-004P4Novel007_8Table4 

CTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACTGTAI I I I I A AA 

TTAAGGAGTTTTAGTTATAATGAAATTGATTTGTAGTCTGCTTTGCCGTAAACTTGTTTT 

TCTTTAAATTGTTCTT AC AGTG AT ATCTT ACT ATTTTT AACTGTCTG G G GTTTCTG ATAT 

GGGGATTTCAGCCCCTGGTTAATCAGTCTTGTCCCTACAAGTCCCTGATGCAGTATGTTT 

ATTTGTGATGTTTAAAGAACATTTCTTGGCTGGGCGCTGCGGCTTGCGCCTGTAATCTCA 

GCACTTTGGGAGGCTGAGGTGGGTGGATCACCTGAGGTTGGGAGTTCTAGACCAGCCTGA 

CAAAACATAGTGAAACCCCGTCTCTACTAAAAATACAAAAATTAGCTGGGCGTGGTGGTG 

GGTG 

>SEQUENCE:509:prostate_MPM2000-004P4Novel007_8Table4 

CTACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCCCGGGCAGGTACGCGGG 
A 

TCTCTGGGAGACTTGAATAAAAGACTTTGCTTGGTAGAAAATCATGTCACAGAAAGGCTA 

ATAGACAGCAAAGTAAATCAGCAAGTCCCTGAGCAGTAGGATTAGGATTCCTGTCTCCTT 

TCAAATTCAAATGCATTTGTTTCTGGGGTTAACAGTGGACTGTTAAGAGGCTGTGCAGCT 

TGGGTTAAGTCATTCTTATCTCTGGGCTTCAGGAGCTTAGACCAGATAGTTTCTACAGGC 

TCTCTTGGTGCTGATGCCTTGGGATTCTGTGGCTGTTTTCTGTA AGAT CTGCAAGGGGGA 

AACAGGATTTTGGCAGCAATCCTTTCATTACTAAAGCTTCCTTTCTTTTCGGGTACCTCG 

GCCG 

>SEQUENCE:510:prostate_MPM2000-004P4Novel007_8Table4 

ACT AT A AG G CG AATTG G AG CTCC ACCGCG GTGG CG GT ATC AG CTC ACTCA A AG G CG GT A A 

TACGGTTATCCACAGAATCAGGGGATAACGCAGGAAAGAACATGTGAGCAAAAGGCCAGC 

AAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCC 

CTGACGAGCATTACAAAAATCGACGCTCAAGTCAGAGGTGGCTAAAACCCGACAGGACTA 

TAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTG 

CCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTTGGGAAGCGTGGCGCTTTCTCATAGC 

TCACGCTGTAGGTATCTCAGTTCGGTGTAAGTCGTTCGCTCCAAGCTGGGCTGTGTGCAC 

AAACCCCC 

>SEQUENCE:51 1 :prostate_MPM2000-004P4Novel007_8Table4 

TACGACTCACTATANGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGTACTTTTTCTT 
TTTTTC I I I I I I I I I GAGATGTAGTGTCGCTCTGTCATCCAATCTGGAACGCAGTGGTGC 
CATCTTGGCTCACTGCAACCTCCGCCTCACAGGTTCAAGCAATTCTCCTGCCTCACTACT 
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TGGAAGGCTGANGCANGAGAATGGTGTGAACCCTGAAGGCTGANCTTGCAGTGAACCAAA 

ATCATACCACTGCACTCCANCCTAGACAATACAGTAAAATTCCATCTCAAAAAAATAAAA 

ATAAATAAAAATCTACCTACTACTAATATATATTATAAAACCTTTATATATTTCTCTAAA 

AAAAACCANTATAAAACTAACCTTTAAAACCTAATATCCAACTTTATTTCCAACACCTTT 

CCCAACCTAATAAACTTAGTAAAAACACTACTATCCTTACACCTTAAATAAACAACTTTA 

ATATCTCTAT 

>SEQUENCE:512:prostate_MPM2000-004P4Novel007_8Table4 

GTAATACGACTCACTATAGGGCGAATTGGAGCTCCACCQCGGTGGCGGCCGAGGTACATT 

TTAAAATGCGA I I I I I CCGG AG AATATTGCTCTGTG CTGG ATTTTTATTTCTTTTACTTA 

ACAGCCAATTTTGAAGTTAATTATTTTATTTAAATACTAGAAAAAGTAGTTAATG TTGC C 

AAATTTAGGAGAAAAATCTGTCAATTAACATTTAGATTATCTGAAGTTATATTTCTTTTC 

CTAGTGATAGAGGCACTTTTTTTAAACTGTGAAAAGGATGTTGTAGTTGTGTTCAGCCCT 

TTCCAATTTGATTTATTAAAGGTTTCCTTTCATAATCCAGGAGGGGAAGGGTGGAATTAC 

TCCAGTATCACATCTCTCTAATAAGAAAATTTCAGCTGATTTAGGAATCTTCTCCGCATA 

AAAGTAAAATTTTCTTAAAAAATATCATCACTTGTTCTTTTAGTGTTTTCCTGTTCCCAT 

TGTGCCAGGCACACTTGTTTGGCTTTGGAAACTTCGTGGAATAGTGAAAAAATGGGTGTT 

GTTTCAGATTCTAATGCTGCTACATGTTAACTTTGTGACTTTGGATAAGTGACTTTATCC 

CTGACCTTTATTTTCTTTGCTTTTAAAATGGGGAAAAGGACTTTTAGCTTA 

>SEQUENCE:513:prostate_MPM2000-004P4Novel007_8Table4 

CTATAGGGCGAATTGTGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTGATGGATAT 

CTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACTCCTTCCGGATGTGCAAAG 

CATACTGATGAAACAGAGTATCTGAAAAGCTGTCCCCAGGAATCACGAAGGCTCAGTCAC 

TGCTGCTATACCATTAAAGAAACAAAAAACAAAAGCTGCCCTAAACATATGCAGCGCGAT 

CAATGCCTCCTGTTGCCCCATATGTTTTACAATCATTTGAAAGAAATGTGCGAAAGGCGC 

CTAAGCTGTTTTTCTTTAAAAAAAAAAAAAAAAAAGTGTATTGCTAGTATTGTCTGAGAA 

CAAGAGAGAAACAGCCAAATGGTCACAACATTCAGATTAACAGCTATCCAGTGGGGACAA 

AG AC AAG GTTAATGTG AG ATTTG ACATCGTTACCT AGCCAAGTTG G G G GTTTAATTCCTT 

ACTGTCCCCACTAGAAACTATGGCTTAGATCTGTCCCGGGGAGCTGGTCTTCTTGGATAA 

GGCAACTCAGCCAGGACACAGTGGGATTGAACCTACTGCTGGTTGGTTCTTGCAGAGAAC 

CCTCACCCTGAACAGGAGCTGGGTCAA 

>SEQUENCE:514:prostate_MPM2000-004P4Novel007_8Table4 

ACGACTCACTTAGGGCGAATTGGAGCTCCACGAGGTGGCGGTCGCCCGGGCAGGTACAAA 

GACTATTGTATAGACTATCCGGGTTAGTTTGCAAGGGAAGCCAATGATGAGTAATTTGAA 

AG AAATTCACCTG GTG AG C AATG AGG ACCTTACTGTTG CTGCCTTTA AAGCTG ATT A AG A 

ATTTATTCCTAGGGAAGAGTGAGCTGGTACAAGAAACCACCCCTTCTTTCAATGCAATGG 

ACGTGAACAACCTGACCCTACAGATTGTCCAGGGCCACATTGAATGGTAGGCGGAAGATG 

TAATTGATAATTTTGTAAACCCACATGATATTACAGTATGGACCTGTAGCAAATTCAATT 

TAT 

>SEQUENCE:515:prostate_MPM2000-004P4Novel007_8Table4 

TACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGGAATCGCTGCACC 

AGACCAGGCCCCCAGGGCCCAGCTACTCGAAGAACAGCCAATGGATTGGAACGTCCTAGG 

ACAGATGCCACGGCTTTGACCCAGGCTGGGGGTGCACGGATCTCACTGGGGTTAGTTGGT 

CGGAGGGGAAAGCCCCATGGGTCCACCAGGATGAGGTGTTTAACTCTATCAGGGTACCTC 

GGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAATTCGATATCAAGCTTATCGAT 

ACCGTCGACCTCGAGGGGGGGCCCGGTACCCAGCTTTTGTTCCCTTTAGTGAGGGTTAAT 

TGCGCGCTTGGCGTAATCATGGTCATAGCTGTTTCCTGTGTGAAATTGTTATCCGCTCAC 

AATTCCACACAACA 

>SEQUENCE:516:prostate_MPM2000-004P4Novel007_8Table4 

GGCGAATTGGGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTGATGGATATCTGCAG 

AATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACAACCAGAACCAGCAATTGTATTTCT 

CTATAGTTATTTTAAAATAGTAATCAATGCTATGTATTTGATGTATATGTTCTAAATTAG 

AAATTTCTTTTGGCTTTGTG I I I I I I I I ATGTGCGTTAAATATGTAAACTGAACCTGTTC 

CTAAAATGCATTAAACTTAAATGCTGTGTCTATCCAATGCCAAAATGCTCAGAAGAAAAG 

TGAATAATTCAGTCATTCATCTGGATGTAGTTTTCTGTGTAATCTCAAATATCTGAATAT 

TGAAAAAACTAGGTTGCTAACTNTTTTCATTCCTTATGCAAATGTTTAGCATCATAGTGC 

TGTTTCAGATACAGATCTGTTTCATCAAATATCCTCAATTACAAGTCTAAGACAGTTATA 
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TGTAAAGAAAATGTATTATTTTAGATGAACAATGTGGATAACTGAACTAAAACGATATTT 
G TG AACTTTG CTAT AATG AAATCTTTTATTTTT ATAG CTC AAGTATTGT AATTAG C ACT A 
ATTGCAGCAGAGACTGAAATAATTATTGACACCGTAGAGTAC 
>SEQUENCE:517:prostate_MPM2000-004P4Novel007_8Table4 

CTACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACCTGAGGTAGCTGG 
AGACAATAGACTGTCAGGGAAACGGGAATCTGAAACGCGTCTGAACTGGTTAGATTTGAA 
GGCAGTAAAGTTTCTGCCAGCATTGAAGGATGAGACACTGGCAGTCCACAGTATCTGGTG 
GTG AAAG AG AT ACTT AAATTATCCCCTGTG CTTGTG G G AAATAA AGTG CCC ATTG AAGG A 
AGG CTTTG G CAG GCTAC ATGTCT ACTGTCG 
>SEQUENCE:518:prostate_MPM2000-004P4Novel007_8Table4 

TACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCAGCTTCTGCTCCGACCGCT 
GCTCCGATCGTGGCGCCGGTGGCCCAGGCCGCCGAGGAAGCGCCGAAAGTCGTGCGCAC 
C 

CGCGCCGTGCGCCGCGTCGAGACCAGCCCGGCAGCCCCCGTGAGCGCCGTCGGCGCCG 
TA 

GCAAG ACACCG ACGCCGCCGCGCTG G CCG CG ATCG ACACCTCGGGCTACCTG CTGCCG C 
A 

GGTGAAGGTCCCGGGCCGCCGCGGCCGCAAGCCGAGCGAGTTCGTGCCGGAGAACGATG 
A 

AGTCGCGGCGCTGAACGCCGTCGAGCGCGCCGAACTGAAGGCGGCCTCNAAGGCGCGCG 
A 

GCGCAAGGCCAAGGGCCTCGGCATGCTGAATGAAGCCGGTTTTTCGGAAGCCGAACTCGA 
AAAGCGCCTGCAGCAGCTGAAGAACCTGATCAATATGGGCAAGGAGCGCGGCTACCTGAC 
CCATGCCGAGATCAACGACCACCTGCCGGAAAACATAATCGATCCGGAAGCG 
>SEQUENCE:520:prostate_MPM2000-004P4Novel007_8Table4 

GCGTATACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACTT 

ACGTTGCCTCGTGTCACCAAAATTGGTGTGGCTGCTGTGGTGCGGGGGGCTGCACTGATG 

GCACCCCTTCCTGTCTTCATCAAGCAGCTGCCGTTCTGCCGCTCCAATATCCTTTCCCAT 

TCCTACTGCCTACACCAAGATGTCATGAAGCTGGCCTGTGATGATATCCGGGTCAATGTC 

GTCTATGGCCTTATCGTCATCATCTCCGCCATTGGCCTGGACTCACTTCTCATCTCCTTC 

TCATATCTGCTTATTCCTAAGACTGTGTTGGGCTTGACACGTGAAGCCCAGGCCAAGGCA 

TTTGGCACTTGCGTCTCTCATGTGTGTGCTGTGTTCATATTCT 

>SEQUENCE:521:prostate_MPM2000-004P4Novel007_8Table4 

TACGACTCACTATGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACI I I I I I I I 
I I I I I I I I I I I I I I I GAGACAGAATTTCGCTCTTGTTGTCCAGAGGCTGGAGTGCAATGA 
CGTGATCTTGGCTCACTGCAACCTCCCAGGTTCAAGCGATTCTTCTGCCTCAGCCTCCTA 
AGT AGCTG GG ATT ACAG G CG CCTCCC ACC ATG CCTAG CTAA I I I I I I GTATTTTTAGTAG 
AGACAGGGTTTCACTATGTTGGTCTCGAACTCCTGACCTCATGTGATCCACCTGCCTTGG 
ACTCCCAACGTGCTGGGATTACAGGCATGAGCCACCGCTCCTGGCCTAAAATTTGCCTTT 
TACAAAAACTCAACAAAAGATCATCTCAACTAAGGCATACTAAATAATATTTAAGACACA 
AACTTACAGGCTAAAAAAATAAACCTGCCATAGTAACAAACACACACTCAGGAATTACCT 
ACACGATAAACATTTTAAATTGCTAAACCAAATAGAAGGAAACACAAATAACATTGTAAA 
GTTTGATAGGTACCTGCCCGGGCGGCCGCTCTAAAACTAGTGGATCCCCCGGGCT 
>SEQUENCE:522:prostate_MPM2000-004P4Novel007_8Table4 

GCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACATAGAATATGAACACAGCACACA 

CATGAGAGACGCAAGTGCCAAATGCCTTGGCCTGGGCTTCACGTGTCAAGCCCAACACAG 

TCTTAAGAATAAGCAGATATGAGAAGGAGATGAGAAGTGAGTCCAGGCCAATGGCGGAGA 

TGATGACGATAAGGCCATAGACGACATTGACCCGGATATCATCACAGGCCAGCTTCATGA 

CATCTTGGTGTAGGCAGTAGGAATGGGAAAGGATATTGGAGCGGCAGAAGGGCAGCTGCT 

TGATGAAGACAGGAAGGGGTGCCATCAGTGCAGCCCCCCGCACCACAGCAGCCACACCAA 

TTTTGGTGACACGAGGCAACGTAAGTACCTGCCCGGGCGGCCGCTCTAGA 

>SEQUENCE:523:prostate_MPM2000-004P4Novel007_8Table4 

GGCGAATTGGGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTGATGGATATCTGCAG 
AATTCG CCCTTTCG AG CG G CCG CCCGGG CAGGTACAACC AG A ACC AG C A ATTGTATTTCT 
CTATAGTTATTTTAAAATAGTAATCAATGCTATGTATTTGATGTATATGTTCTAAATTAG 
AA ATTTCTTTTG GCTTTGTGTTTTTTTTATGTG CGTTAAATATGTAAACTG AACCTGTTC 
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CTAAAATGCATTAAACTTAAATG CTGTGTCTATCCAATGCC AAAATG CTCAG AAG AAAAG 

TGAATAATTCAGTCATTCATCTGGATGTAGTTTTCTGTGTAATCTCAAATATCTGAATAT 

TGAAAAAACTAGGTTGCTAACTNTTTTCATTCCTTATGCAAATGTTTAGCATCATAGTGC 

TGTTTCAGATACAGATCTGTTTCATCAAATATCCTCAATTACAAGTCTAAGACAGTTATA 

TGTAAAGAAAATGTATTATTTTAGATGAACAATGTGGATAACTGAACTAAAACGATATTT 

GTGAACTTTGCTATAATGAAATCTTTTA I I I I I ATAGCTCAAGTATTGTAATTAGCACTA 

ATTGCAGCAGAGACTGAAATAATTATTGACACCGTAGAGTAC 

>SEQUENCE:524:prostate_MPM2000-004P4Novel007_8Table4 

CGTATACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACCCA 

TTGCCCGAATAGTGAACACTCTACCCAGTCG I I I I I CATCCCTCACTTTCCTACCACCCT 

CCAACATTTTGGAGCCTCCAGTGTCTCTTATTCCACTCTGTATACCCATCGTTTAGCTCC 

CATTTCCAAATGAGAACATGCAGTTTCTGACTTTCTGTCTCTGAGTCATTTCACTTACGA 

TAAG G G CTTCTAGTTCC ATCCATATTGCTG CAAAAG ATGTG ATTTCATT ATTTTTG ATG G 

TTGCGTATGTATTCCATGGTATATATGCACATTTTAAAATCTAATCATCTGTTGATGGAC 

ACATAGGTTCAGCCCATGATGTTGCTATTGCGAATAGTGAACAGTTGATTATTAGACTGA 

AGAGAGAAAAGGCCTTCCTCCCCCATGACTTAACAGGAACGAAGGACGTTGCATTTATAA 

AAGGATGGCCATCACCAGCTACTGGGTAGGCTGAGGCTTTTGATCACCATAGGTTGCAAT 

TGGTGTGTTAGGTGGACGAGGGCAAGAGGATATGGTAATTAGAAATATCTAAGTTACACA 

GCACGTAGTTTTTAGGAAACTGGAAATCACACACACATAAATCTAATAAAGACAT 

>SEQUENCE:525:prostate_MPM2000-004P4Novel007_8Table4 

TACGACTCACTATAGGGCGAATGGNGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGT 

GATGGATATCTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACCCGAAAAGAA 

AGGAAGCTTTAGTAATGAAAGGATTGCTGCCAAAATCCTGTTTCCCCCTTGCAGATCTTA 

CAGAAAACAGCCACAGAATCCCAAGGCATCAGCACCAAGAGAGCCTGTAGAAACTATCTG 

GTCTAAGCTCCTGAAGCCCAGAGATAAGAATGACTTAACCCAAGCTGCACAGCCTCTTAA 

CAGTCCACTGTTAACCCCAGAAACAGATGCATTTGAATCTGAAAGGAGACAGGAATCCTA 

ATCCTACTGCTCAGGGACTTGCTGATTTACTTTGCTGTCTATTAGCCTTTCTGTGACATG 

ATTTTCTACCAAGCAAAGTCTTTTATTCAAGTCTCCCAGAGATTTCCTATNTAAGCGTTT 

GCTATTTGGCCACTTAAAAAAGACAGAAGAGAAGTAAACAGAAGCATATACCACACAACT 

CAGTCCAGTCAGTAGTTGACTCTCAAGATGGCGGATGTCACTGAGATGGCTGAGAAATAG 

GAACGGATGTGGGGAAAGGAGTGGCAATGGAGTTAGC 

>SEQUENCE:526:prostate_MPM2000-004P4Novel007_8Table4 

GTAATACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCCCGGGCAG 

GTACATCTAGAGAACATTTGCCAAAGGCCTAAGCACGGCAAAGGAAAATAAACACAGAAT 

ATAATAAAATGAGATAATCTAGCTTAAAACTATAACTTCCTCTTCAGAACTCCCAACCAC 

ATTGGATCTCAGAAAAATACTGTCTTCAAAATGACTTCTACAGAGAAGAAATAATTTTTC 

CTCTGGACACTAGCACTTAAGGGGAAGATTGGAAGTAAAGCCTTGAAAAGAGTACCCCGG 

CCG CTCT AG AACTAGTG GATCCCCCGGGCTG C AG G AATTCG ATATC AAG CTTATCG AT AC 

CGTCGACCTCGAGGGGGGGCCCGGTACCCAGCTTTTGTTCCCTTTAGTGAGGGTTAATTG 

CGCGCTTGGCGT 

>SEQUENCE:527:prostate_MPM2000-004P4Novel007_8Table4 

TATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACTCTTTTCAAGGCTTTAC 

TTCCAATCTTCCCCTTAAGTGCTAGTGTCCAGAGGAAAAATTATTTCTTCTCTGTAGAAG 

TCATTTTGAAGACAGTATTTTTCTGAGATCCAATGTGGTTGGGAGTTCTGAAGAGGAAGT 

TATAGTTTTAAGCTAGATTATCTCATTTTATTATATTCTGTGTTTATTTTCCTTTGCCGT 

GCCTAGGCCTTTGGCGAATGTTCTCTAGATGTACCTGCCCGGGCGGCCGCTCTAGAACTA 

GTGGATCCCCCGGGCTGCAGGAATTCGATATCAAGCTTATCGATACCGTCGACCTCGAGG 

GGGGGGCCCGGTACCCAGCTTTTTGTTCCCTTTAGTGAGGGGTTAATTGCG 

>SEQUENCE:528:prostate_MPM2000-004P4Novel007_8Table4 

CGTAATACACTACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACACTC 
TAGCATTGTAAC I I I I I CCCCCTGAGAAGTAATTTTAAGATCTATCAGTCTCAATTTAAA 
TGATCTGTTAATCAGCCAGAGTTTTAGTTTCATAATATCGTTCCATTGCCTGACAAAGAT 
ATACCCACTGAAGTGCCTTTAGCAGACCTGGGACCGTCAAGAATCTTGTTACCCTGATTA 
TTGCAAGATGACATATTTCTTAAGCCATTTATAATCTCATATTCGGGTTGAATCTGAATT 
TACAAATAAAAGG G 

>SEGUENCE:529:prostate_MPM2000-004P4Novel007_8Table4 
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TACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGGTGGATCCCCTTTTAGTCCA 

AG CTG GTTCC ATCTCTG CCATGTCTCTCCTTT ATATCTCACC AATAG CG ATATATTTCAC 

GTTGTTATC I I I I I CCTAGGATAAAAATTCTGTGTTAATTTTAG I I I I I AATTTGAGTTT 

ACCATTAATGAACATCAAAGAATAATGGACTTTTAAACTCGGGCTGGGAATGAGTGTGTG 

TGAGTGTACCTCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAATTCGATATC 

AAGCTTATCGATACCGTCGACCTCGAGGGGGGGCCCGGTACCCAGCTTTTGTTCCCTTTA 

GTGAGGGTTAATTGCGCGCTTGGCGTAATCATGGTCATAGCTGTTTCCTGTGTGAAATTG 

TTATCCGCTCACAATTCCACACAACATACGAGCCGGGAGCATAAAGTGTAAAGCCTGTGG 

TGCCTAATGAGTGAGCTAACTCACATTAATTGCGTTGCGCTCACTGCCCGCTTTTCAGTC 

GGGAAACCTGTCGTGC 

>SEQUENCE:530:prostate_MPM2000-004P4Novel007_8Table4 

ATACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCCCGGGCAGGTA 

CTACCTTCTCTGCTACAAGTCGAGCGAGGAGCCCCGCATGAGCCCTGACACCTGTGCCAC 

CATTTTGGAAAAAGCTGGTCTCGATAACTGGGCTCTTGGAAAAACAAAAGTGTTCCTTAA 

GT ATTATC ACGTG GAG CAGTT AAATCTAATGCG AA AG G AAG CTATTG AC AAG CTT ATTTT 

GATTCAAGCTTGTGTCAGAGCATTCTTGTGTTCAAGAAGATACCAAAAAATACAGGAGAA 

AAGGAAAGAAAGCGCTATAATAATACAGTCAGCTGCAAGAGGACACCTTGTCAGGAAACA 

AAGAAAAGAAATTGTTGACATGAAAAACACAGCAGTAACAACCATTCAAACTTCTGATCA 

GGAATTCGACTACAAGAAAAACTTTGAAAATACAAGGTGTCTGTAAAGGAGAGGAGCCAA 

AAATATTGAGACCCCCAAGACGACCCCGGAAACCCAAAAAAAAAAAAAAAAAAAAAAGTA 

CCTCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAATTCGATATCAAGCTTAT 

CGATACCGTCGACCTCGAGGGGGGGCCCGGTACCCAGCCTTTGTTCCCTTTAGTGAGGGT 

TAATTGCGCGCTTGGCGTAATCAT 

>SEQUENCE:531:prostate_MPM2000-004P4Novel007_8Table4 

CGACTACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACI I I I I I I I I I 

TTTTGTAACATACAAGGGAAATGACTATAGATTAAGGCCATAGAAGAGGTGAAGCATTGT 

TCCTCATGGATGCATCAAATGGGAATGTATTCATAGGTAGAGATGAACCATTGGAGAAAG 

AAAGTTTCAAAAGAAATTTCGAAGAAATCAGTGAAAGTAATGGACCAAGTTCCATAGATT 

AGAATAAAAAATTACATAGTATTTATAATCCAATAGAAAGACATTTTTATTTAAGAGATA 

AGAAGGGAGTAAAAGTGGACTGGTGAAGATATGTTGGACAGGGGTAAAAACCAATGGAGA 

AATATGTGAATAATA I I I I I I I GAACTTCTTTTGTGAGTGATGCTTTGTACCTGCCCGGG 

CGGCCG 

>SEQUENCE:532:prostate_MPM2000-004P4Novei007_8Table4 

CTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACATGGTCTCAAAACTAG 

TTAGTGTTTGAGCAAGAATCTGAACCCAGGTCAGTCACACATGATAGCCATACCATTGAC 

AATAGCATGGAGAATACTGATGACACTATAAGGTCTAGTTCAGCAGATTAAGACAGCCAC 

AAGCTATAGCTTATAATAGTGCAATGAAAGAGGAGCATCATTGTAATCCGAGTGGGCAGA 

AAAATTAGTTGAGAGAATATAGCTTATTTCACAAGAGAGAAArtTGAAAGTATATATGGAT 

TGGAGAGGATGGGTCGGAAAGATTCTAGAGTGAAGGCTGCACAAAAGAGAAGCTTGGGGG 

AAATTTAGTGCCTCCTTCTAAGGATATTCATTAGTCCCCCTCTTGTCTTGAATATAAACA 

CTT A AG A I I I I I I I CAATGTAA 

>SEQUENCE:533:prostate_MPM2000-004P4Novel007_8Table4 

ACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACATAGAATATGAACAC 
AGCACACACATGAGAGACGCAAGTGCCAAATGCCTTGGCCTGGGCTTCACGTGTCAAGCC 
CAACACAGTCTTAAGAATAAGCAGATATG 
>SEQUENCE:534:prostate„MPM2000-004P4Novel007_8Table4 

CACTACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACAGTGGCACGAT 
CTCGGCTCACTGCAAGCTCCGCCTCCCGGGTTCACGCCATTCTCCTGCCTCAGCCTCCCA 
AGTAGCTGGGACTACAGGCGCCCGCCACTACGCCCGGCTAA I I I I I IGTAI I I I IAGTAG 
AGACGGGGTTTCACCGTTTTAGCCGGGATGGTCTCGATCTCCTGACCTCGTGATCCGCCC 
GCCTCGGCCTCCCAAAGTGCTGGGATTACAGGCGTGAGCAATTACTGTGTTTCTTATCCA 
TGTAGTGTGCATGCAGTGACGGCATCCTAATACGGGTCCTCCTTCTAGCATAGATATGGG 
G ATCAGCACA AAC AAAGCAAACAGTAGCATTCTTACAG CCAG C ATG G ACAGTAAAG G CAT 
TTAGGGGGT 

>SEQUENCE:535:prostate_MPM2000-004P4Novel007_8Table4 

GCGCGTAATACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAAGTA 
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CCACTGCTCCCTGGCTAA I I I I IGTAI I I I I I GTAAAGAGAGGGTTTTGCCATGTTGCCC 

AG G CTG GTCTTG AAATCCTG G ACTC AAGTGCTCCG CCCGCCTTG GTGTCACAGTG CTG G C 

ATTACAAGCACTTTGTAATCTTGAAAATGGCTCTCATGAGCCACCCTGCTAGGCCAAAAC 

TGGAAGTATTTAATGGAACTTTGAAAGGGTAAAAAGAAACAAAGAGCTTCTGCCACAGAA 

GACAATCCAGCTGATCCTACAGAAAGTGACAGAACACCCGCGTACCTGCCCGGGCGGCCG 

CTCTAGAACTAGTGGATCCNCCGGGCTGCAGGAATTCGATATCAAGCTTATCGATACCGT 

CGACCTCGAGGGGGGGCCCGGTACCCAGCTTTTGTTCCCTTTAGTGAGGGTTAATTGCGC 

GCTTGGCGTAATCATGGTCATAGCTGTTTCCTGTGTGAAATTGTTATCCGCTCACAATTC 

CAC ACAAC ATACG AG CCG G G AGC AT 

>SEQUENCE:537:prostate_MPM2000-004P4Novel007_8Table4 

GCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACATAGAATATGAACACAGCACACA 

CATGAGAGACGCAAGTGCCAAATGCCTTGGCCTGGGCTTCACGTGTCAAGCCCAACACAG 

TCTTAAGAATAAGCAGATATGAGAAGGAGATGAGAAGTGAGTCCAGGCCAATGGCGGAGA 

TGATGACGATAAGGCCATAGACGACATTGACCCGGATATCATCACAGGCCAGCTTCATGA 

CATCTTGGTGTAGGCAGTAGGAATGGGAAAGGATATTGGAGCGGCAGAAGGGCAGCTGCT 

TGATGAAGACAGGAAGGGGTGCCATCAGTGCAGCCCCCCGCACCACAGCAGCCACACCAA 

TTTTGGTGACACGAGGCAACGTAAGTACCTGCCCGGGCGGCCGCTCTAGA 

>SEQUENCE:538:prostate_MPM2000-004P4Novel007_8Table4 

GCGTATACACTACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCCCGGGCAGG 
T ACC AC A AG GTGTC I 1 I I I ACACAGCTCATTTGAATACAGGTGTTCTGAGAAGGGGTTTC 
TATTTTAAAATTACCATATCAAAATAAATGTGCCTTA I I I I I I I ATAAGTCTTGTTAAAT 
CAGTGTCCATATTACTGTTTGGGGAAGGGGGAATGTTGTGGGGTCTGGGAGAGGGTGGGT 
ACCTCG GCCGCTCTAG AACT AGTG GATCCCCCGGGCTG C AG G AATT 
>SEQUENCE:539:prostate_MPM2000-004P4Novel007_8Tab!e4 

CACTACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACATGTAGAGAAC 
ATTTG CCAAAG GCCTAAG C ACG G C AAAG G AAA AT AAAC AC AG A ATATAATAAA ATG AG AT 
AATCTAGCTTAAAACTATAACTTCCTCTTCAGAACTCCCAACCACATTGGATCTCAGAAA 
AATACTGGTCTTCAAAA 

>SEQUENCE:540:prostate_MPM2000-004P4Novel007_8Table4 

ACGACTACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCCCGGGCAGGTACCA 

TGGAAACCCACTCTTTCATTGAAAGGAAATTAGGTTGAACCTCCAGGAGCCCGTCAGAGT 

CTGAGGAGAGGCTGGCTTCATGTCTAGATACGACGACAGCAAGGCTGCTTAGAGCTAACA 

GCGCATTGCCTTTCACTACCGGACTCTCCTTTGCAGCTGCCTTGGTGATCTCATCAGTCA 

G C ATGTCTCTAACCC AG AG CCAG G CTGTG C I I I I I TTGTACCTCG GCCGCTCTAG AACT A 

GTGGATCCCCCGGGCTGCAGGAATTCGATATCAAGCTTATCGATACCGTCGACCTCGAGG 

GGGGGCCCGGTACCCAGCTTTTGTTCCCTTTAGTGAGGGTTAATTGCGCGCTTGGCGTAA 

TCATGGTCATAGCTGTTTCCTGTG 

>SEQUENCE:541 :prostate_MPM2000-004P4Novel007_8Table4 

ATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACCCCCAGGACCCGCAAATA 

GTAAATAGTGAGAAGCAAAGGCTGAGGAAGCTTCCGCAGAGCAGGGAGGGCAGAGGTCCA 

CGCCGGACTACTATAGAGCTCGTCAGAATGAAACTGGCCAGTTGGCTTTACCCAATGCCA 

AGCCCAAGGCATTGAGTCCCAAAGAAACACTGGGAGAATTGGTCACTGGTGACTTTTTGG 

AAAAGGTGGCCAAGAGACAGAAGAGGAAGAAGGCATGCACACCAGTGCCCGGACACCCCA 

CGCACCAACCTGCCCCTCCGCCCACAAACCAGCGTGTGAGGTGGAGACCTAGAGGAGGAG 

TGCCAGAATGGGGATGCCAACAAGAAGTTACTCAAACGGTTACTGACTGTGCAAGTTACT 

GCCCACATTCCACAGTCAATGCCCCCCACCCATAAAAATAATGTAAGATGGTCATAAGTA 

CCTGCCCGGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAATTCGATATCA 

AGCTTATCG 

>SEQUENCE:543:prostate_MPM2000-004P4Novel007_8Table4 

ACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACTGGTCTCTGTCTTTA 
CAGCTGAAGCATCAGAGGATGGAGTGACCAGGCTGGTTCCAATGACAGTTATACGGCCAT 
GGGGAGTAGACATGGAGTCTAATTCAGTGCTTGAGGCTAAGAATGAAGTTTGTATG 
>SEQUENCE:545:prostate_MPM2000-004P4Novel007_8Table4 

CTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCCCGGGCAGGTACCTGTC 
TG GG C AAC ACTGTCCCAC AG G G G C CCCC ATG ACC AA ACT A ACTCTG CTTCT ACCC AG AAA 
GGGTGCAGAGTAGCCACTAGACTTTTATGTGGCAAATGGGATGGTTATGCCCAGCCTGAA 
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GCCAAGAAATGCCCTNNTTCTGGTTGCCTTGATNNTTGTGTTTAACAGCTTTCCAAAT 
>SEQUENCE:546:prostate_MPM2000-004P4Novel007_8Table4 

CTACTATAGGGCGAATTGGAGCTCCACCGTGGTGGCGGCCGAGGTACCTATCAAACTTTA 
CAATGTTATTTGTGTTTCCTTCTATTTGGTTTAGCAATTTAAAATGTTTATCGTGTAGGT 
AATTCCTGAGTGTGTGTTTGTTACTATGGCTAGGTTTTATTTT 
>SEQUENCE:547:prostate_MPM2000-004P4Novel007_8Table4 

CGCGTAATACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTAC 
TCATGGATATTTGAAAGAGAACGTGACAAAAAAATTTTAAATATTTTATCATCGCTACAA 
ATGTAGATAAAATTAA I I I I IAI I I 1 I I AAAGTATTTTAAAAGTAGATAAAATACACTCA 
TTATATTTTACAGAAAGAGTTTTAGAGTTCTGTTTTAGACATGTAAGTTCTTAATCTATT 
TGAAGTTGAC I I I I i AATGTGGCTTGAGATAATGACCCAATTTTATCTTGTCAATATAGA 
AAACCA I I I I I I GTGGCCTGAAGCACAGTGGCTCATGCCTGTTATCCCAGCACTCTGGAA 
GGCTGAGGCAGGTGGATCACTTGAGCCCAGGAGTTGGAGACCAGCCTGGGCAACTTGGTG 
AAAACCCATCTCTACAAAAAATGCAACAATTAGCCAAGTGT 
>SEQUENCE:548:prostate_MPM2000-004P4Novel007_8Table4 

CACTACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGTGGGCGATCTGGGGGC 
C 

AGGTATGCAAGAAGGGTCTCTGGGCTCAGCCATTGCCTGGGATTCCAGTCACAATGACAG 
GTGTTTTG G CAATTTGT ATTT ACTCTTTTGTAAATAACTTTGTGTCTATAACCTTG G CTT 
GAAGTGGATCTGAAAACCACCCAACGGTTTGGGTGAA I I I I I I I I I AAACCGTGAAATGG 
TATGTTCTGTACCTCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAATTCGAT 
ATCAAGCTTATCGATACCGTCGACCTCGAGGGGGGGCCCGGTACCCAGCTTTTGTTCCCT 
TT AGTG AG G GTTAATTG CG CG CTTG G CGTAATCATGGTC A 
>SEQUENCE:549:prostate_MPM2000-004P4Novel007_8Table4 

TACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACAGACAGG 

ATTGACGGGGGGAATCCCTAAAC I I I I I ATTCTAACAAGTTTT ATTT ATTT ATTTTCTTT 

TTTGACATGGAGTCTCGCTCTGTCGCCCAGGCTGGAGTGCAATGGCGTGGCCTCGGTTCA 

CTGCAACCTCGCCTCCCGGGTTTAAGCAATTCTCCTGCCTCAGCCTCCCAGGTAGCTGGG 

ATTACAGGTGCATGCTACTGCGCCCGGCTAATTTATGTA I I I I I ATTAGAGATGGGGTTT 

CACCATATTGGCCAGGCTGGTCTCAAACTCCTGACCTCAAGTGATCCACTCGCCTCGGCC 

TCCCAAAGTGCTGGGATTACAGGCGTGACTCACTGTGCCCGGCCAGCAAACAAGTTTTAG 

ATTTAACTTTATTTG AATG CAATAG AAAA AAAATT AGG C ATTAAATTG AAG G G G CTG CTG 

AACTTCAGATAAATGTTTCTTCATTGGTTCCTAAAAGGGATAAATAAGCCAGTTATTCTC 

AAACTC 

>SEQUENCE:550:prostate_MPM2000-004P4Novel007_8Table4 

GTGGCGGCCGTTGTTTACTCTTTAAGCTAAAATATTCTCTCTCCACAGCTGCAATTAGAG 

AGCCGCATGGTGACCTACTTGAATCAACAAAATTTGAGACCTGTGATTATAATTCTCATT 

ATGACGATATATAATCAAAAGCTGTAAATGATAATAATTCTCAAACCTTCTGAGATTATT 

TTAAAATCCATCTTAATACCTCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGA 

ATTCGATATCAAGCTTATCGATACCGTCGACCTCGAGGGGGGGCCCGGTACCCAGCTTTT 

GTTCCCTTTAGTGAGGGTTAATTGCGCGCTTGGCGTAATCATGGTCATAGCTGTTTCCTG 

TGTGAAATTGTTATCCGCTCACAATTCCACACAACATACGAGCCGGGAGCATAAAGTGTA 

AAGCCTGGGGTGCCTAATGAGTGAGCTAACTCACATTAATTGCGTTGCGCTCACTGCCCG 

CTT 

>S EQU EN CE:55 1 :prostate_M P M2000-004P4Novef007_8Table4 

TACGACTACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCCCGGGCAGGTACA 

TGAATAAATAATGAGTGTTTCTTGTAGGTATTGGTTTGGAGATTGTTTTACGGTAGTATG 

AACTGTTAACTGGAAAAGAAACCTGAGATTGCAGTCAGCCAAGATTGTGCCACTGCACCC 

CAGCCTGGGCAACAGAGACTCCGTCTCAAAAACAAAAAAGAAAAGAAACCAAGAAACCTC 

AGGCATGAACCTAATTTAATCTCCATGAAAGAGGTACCTCGGCCGCTCTAGAACTAGTGG 

ATCCCCCGGGCTGCAGGAATTCGATATCAAGCTTATCGATACCGTCGACCTCGAGGGGGG 

GCCCGGTACCCAGCTTTTGTTCCCTTTAGTGAGGGTTAATTGCGCGCTTGGCGTAATCAT 

GGTCATAGCTGTTTCCTGTGTGAAA 

>SEQUENCE:552:prostate_MPM2000-004P4Novel007_8Table4 

ATAGGGCGATTTGGAGCTCCACCGGCCGGTGGGCGGCCGAGGTACTTTCCTGAATGCCTC 
TCCTAAGTAAATGGCTCTAGTTTCTCTATTGGCCACTGCACTGCCACTAGGATTCCTGCA 
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AG G G ATCCG ATG GG CCCAG AG C AGGT AG CC A ACC ACTTCTCTGTTG G ATG G AATG C AATG 
CTGTTTGCCAGCATGTTTGAGCCAGTCCTTCAAGATGGATTCTGAGTGACTAACTGGACC 
TAA ATTTA AAT AG CTC AAAGC AGCCCTTTG CTAACTAG G TTTC ATACT 
>SEQUENCE:553:prostate_MPM2000-004P4Novel007_8Table4 

TACGACTACTATAGGGCGAATTGGGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTG 

ATGGATATCTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACCCAGAAAATAA 

GAAAGGGTTCCAAAATGAAGAATCGCTCCTTTTGCAAACCTTATGGTAACAAATATAATA 

TTTATAAAAAGTGAATTANGTAATATGTTAATGGAGAAATAAACATCATTATGAAATGCT 

ATCTTAAACAAAAAATAAGAGAAAATATTAGTTTAAAAATAGAACTTATAGTCGATTTAA 

AAAAGCAAGACCAAACTCTTAGCTATGCACAAGAAAGTTACTTTACACATTCACAAATAT 

AAAAGGATGAGAAAACATGGATTATGAAAATATGAACCGAAATGAAGCTATAGTAGCTGT 

G CAAATTTC AG AC AA AATAG AC A 

>SEQUENCE:554:prostate_MPM2000-004P4Novel007_8Table4 

ATACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCCCGGGCAGGTA 

CAGAATATTTGCCTTTTGATTGCCACAAAGATGAAGAATCTGGCACCAAGACTCCAGGGC 

CATGCTAGTGACTTTCCCTCCTATCTCCTGAGGACACGGTGCTTCCAACTCTGAGGATCA 

GG ATACTG AA ATTG ACTGTGTG AG AAG AGAAAGTG G G ATTTTCTGTGGG AAAAG ACTGTT 

TTGAGCATAATTTTCAAGTAATAAATATATTCTACCAGGAGACACACTGCCATCATGCTG 

ACGGTGTATGTTGCTTTTGACATTAACATTATGATCATCAATATTATTGGGGTGTTCCCT 

AGAAAATGACCAATTATCACAGAATTAACGAGTCATTTTCATTTTAG I I I I I I I I CACAC 

TTCCAGCTAAATCCACTGAGTTTACTGAGTT 

>SEQUENCE:555:prostate_MPM2000-004P4Novel007_8Table4 

TACGACTACTATGGGCGAATGGNGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTGA 

TGGATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACCAGAAGAGCCCAGT 

GCCCAGAAACCAATATCAGTTCTATACAGATACAAGGTGATGCTGATTATTTATCAACCA 

TCTTGGAGTTCCCATCGTGCAGTTTGCTTACGAGGACATCAAAACATTAGAGGGTCCAAG 

TTTTCTCTCCGAGGCCCGTTTTTCTACACGAGCAACAAAAATTGAAGAAATGGATCGCTC 

TTTCAACCTTCATGAAACCATTACTAAGCTCTCAGGAGAAGTGATTTTGCAAATTGCCAA 

CGAACCTGTTCTGCCCTTTAATGCACTTGATATAGCTTTAGAAGTTCAAAACAACCTTAA 

AGGTGATCAACCCAACACTCATCAACTGTTAGCCATGGCGTCACGCCTGCGGGAGAGTGC 

TGAACi I I I I CAGTCTGATGAGATGCGACCTGCTAATGATCCCAAGGAGAGAGCACCCAT 

CCGCATCCGGATGCTGAATGACAT 

>SEQUENCE:557:prostate_MPM2000-004P4Novel007_8Table4 

TCCACCGCGGTGGCGGCCGCCCGGGCAGGTACTTTCAAGTCACCTGGTTCCCATACAGCT 

GACTTTTCCCAGCACTGGAAACACGACGCATGCCTAGACCTTTAGAGAATCCTAATTTTG 

CCCACCCCCAACTGTCCTGTAACAAAGCTTGGTTCACCCAAAAATGCCAGGNGAGTCTCA 

AACCCAAGGCTAGTTAAAACTATTGGGAAAGGTAGGCCCCCTTTCCACAGGGATTGCTAA 

CCTGGTAGTGTGTAAGCTCCGAATTGCTGGGAGTTGCCTGGCCACATTGACAGGAAAGTC 

TACTGGAGGGT 

>SEQUENCE:558:prostate_MPM2000-004P4Novel007_8Table4 

GACTCACTATAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACATAGAATATGG 

ACACAGCACACACATGAGAGACGCAAGTGCCAAATGCCTTGGCCTGGGCTTCACGTGTCA 

AGCCCAACACAGTCTTAAGAATAAGCAGATATGAGAAGGAGATGAGAAGTGAGTCCAGGC 

CAATGGCGGAGATGATGACGATAAGGCCATAGACGACATTGACCCGGATATCATCACAGG 

CCAGCTTCATGACATCTTGGTGTAGGCAGTAGGAATGGGAAAGGATATTGGAGCGGCAGA 

AGGGCAGCTGCTTGATGAAGACAGGAAGGGGTGCCATCAGTGCAGCCCCCCGCACCACAG 

CAGCCACACCAATTTTGGTGACACGAGGCAACGTAAGTACCTGCCCGGGCGGCCGCTCTA 

GAACTAGTGGATCCCCCGGGCTGCAGGAATTCGATATCAAGCTTATCGATACCGTCGACC 

TCGAGGGGGGGCCCGGTACCCAGCTTTTGTTCCCTTTAGTGAGGGTTAATTGCGCGCTTG 

GCGT 

>SEQUENCE:559:prostate_MPM2000-004P4Novel007_8Table4 

TATACTACTACTATANGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCCCGGGCAGGTA 

CCTGAAGGAACGAAGAAGAGGGATTTCTCAAGGTGAGAAGCAGTTCTCCATGGACACTGA 

TGACAGCACAGGCAAAGTTTCCTATGACTAGGGATCACTGTCCACACAGAGTCTGGCTTC 

CCAGGTATCCAGCAGGTAGACAAAACAGCTAACTCCACTGCCACTCCTTTCTCCACATCC 

GTTCCTATTTCTCAGCCATCTCAGTGACATCCGCCATCTTGAGAGTCAACTACTGACTGG 
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ACTGAGTTGTGTGGTATATGCTTCTGTTTACTTCTCTTCTGTCTTTTTTAAGTGGCCAAA 
TAG CA A ACG CTTAA AT AG G AAATCTCTG G G AG ACTTG AATAAA AG ACTTTG CTTGGTAG A 
AAATCATGTCACAGAAAGGCTAATAGACAGCAAAGTAAATCAGCAAGTCCCTGAGCAGTA 
GGATTAGGATTCCTGTCTCCTTTCAGATTCAAATGCATCTGTTTCTGGGGTTAACAGTGG 
ACT 

>SEQUENCE:561:prostate_MPM2000-004P4Novel007_8Table4 

GACTCACTATAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACATAGAATATGG 

ACACAGCACACACATGAGAGACGCAAGTGCCAAATGCCTTGGCCTGGGCTTCACGTGTCA 

AGCCCAACACAGTCTTAAGAATAAGCAGATATGAGAAGGAGATGAGAAGTGAGTCCAGGC 

CAATGGCGGAGATGATGACGATAAGGCCATAGACGACATTGACCCGGATATCATCACAGG 

CCAGCTTCATGACATCTTGGTGTAGGCAGTAGGAATGGGAAAGGATATTGGAGCGGCAGA 

AGGGCAGCTGCTTGATGAAGACAGGAAGGGGTGCCATCAGTGCAGCCCCCCGCACCACAG 

CAGCCACACCAATTTTGGTGACACGAGGCAACGTAAGTACCTGCCCGGGCGGCCGCTCTA 

GAACTAGTGGATCCCCCGGGCTGCAGGAATTCGATATCAAGCTTATCGATACCGTCGACC 

TCGAGGGGGGGCCCGGTACCCAGCTTTTGTTCCCTTTAGTGAGGGTTAATTGCGCGCTTG 

GCGT 

>SEQUENCE:563:prostate_MPM2000-004P4Novel007_8Table4 

TACGACTACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACTTAGCCCT 

TGGGGAACACAGGTAGTTCCTTTTCACTGTGTTTAATTTGGGAAAATCCAGATCCACATC 

ATTGTAGAGTCTGAGGGTTAGAAGGAAGTCATTGTGTCTAACATAACAACAGAGCAGTTT 

GTGTCACTGAGCTCCAGTCTGTGCTGGATTATTGATATTGTTGGTGGCGGTCACCATTCC 

TGGAAAGGGACTGTCCCAAGCCACTTACCTTCCCGAGGAGTCTGCTGGTTCTCCTTGAGG 

ATAGTGCTTAGATAACAGACTCATTAAACATTTACTGAGTGTCTGTCAGGGATCATTCAC 

ATTC ACATC ATCCTCCCGGCCCCTCCCCGTGTTGTTCATGG AG G GAGTACC 

>SEQUENCE:565:prostate_MPM2000-004P4Novel007_8Table4 

GCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACATAGAATATGAACACAGCACACA 

CATGAGAGACGCAAGTGCCAAATGCCTTGGCCTGGGCTTCACGTGTCAAGCCCAACACAG 

TCTTAAGAATAAGCAGATATGAGAAGGAGATGAGAAGTGAGTCCAGGCCAATGGCGGAGA 

TGATGACGATAAGGCCATAGACGACATTGACCCGGATATCATCACAGGCCAGCTTCATGA 

CATCTTGGTGTAGGCAGTAGGAATGGGAAAGGATATTGGAGCGGCAGAAGGGCAGCTGCT 

TGATGAAGACAGGAAGGGGTGCCATCAGTGCAGCCCCCCGCACCACAGCAGCCACACCAA 

TTTTGGTGACACGAGGCAACGTAAGTACCTGCCCGGGCGGCCGCTCTAGA 

>SEQUENCE:566:prostate_MPM2000-004P4Novel007_8Table4 

CACTACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACAGTGAAAAGAG 

CCAAGGCTGTGTGACCCCCTCATCACTTAGCCAGGCGTATGGTCCTGGTTTCTGAGGCTG 

CCAGAAAGCATCTTAGCAATTTGTGTTTGGATGGTCCATGCCTGACTATTCTAGGCTGGA 

GGTTCCTAAAGAGTAACAAGAGGAAGAGAAACAAGAATCTCTGACACTTGTTGAGAATAG 

AGCACAGTCCCATTTGTTTGAAAAGAGACACCAGGCAGCCATGTTTATGTGCCAGAAATG 

CATTCCACCTCAAGGAGGACTTAATTTATGGACCCGTGTGTGCCAGGCTGAGCTGGGCAA 

GATCTTTCTCAGGACAAACTCTGCCATGCAGCTAAAAGCCTGGAAACTAAGCTCTAGAAC 

TAGTGGATCCCCCGGGCTGCAGGAATTCGATATC 

>SEQUENCE:567:prostate_MPM2000-004P4Novel007_8Table4 

GTATACGACTACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCCCGGGCAGGT 

ACTTCAGTCTTTTATCAGTTAAAATACTAACAGATAGAAAATAACAAAGAATA GACTGTT 

TTCCTGCCTATTGTAAGACAAAATGAAATGTTTACTGTTGGAAACACTATACC I I I I I I I 

AGCCTCTCTCCCTATCTTCTTATTTTCCTTGATGGACTCTTTCTCTTATCTGAGCAAACT 

TTTTGTTTGTTTGTTTGACTCAGTCTCTCAGTGAACAGTATAGCGACCCATTAGCTCCAG 

CGTTGGACTCTGACTGTGTCAAGAGTAGAAGTTTGAAGTGCAATTCTTATCCATCATATT 

TCTCCAATTATTAACTCTCCTTTACTGCCTTTTAAATACTTCACAAAATGGAAACCCCTT 

TTGAATAAGAACAGCCGATTTTCTGGGAGATGGACAAGGAAAAGCTATGGAGA GATGCT G 

GGTTTCTTAGTTTAACATGTGGCTGCTTGAAAGTTGCTATTAGATCCAGAGAACI I I I I I 

GTTAAGTGTGATTAGAGTTCAAAGAAAATGTTTATTTCTTAGATACTTCTATTGAAAGAA 

ACATAAGGGGTCTATATCTGTATATCTATAATAAAATTCAGAAGGGCAGTATATATTTAA 

ATCTATATTAACTGCACACATAAAAACAAGAAGTATATGTGATGGGTAAA 

>SEQUENCE:568:prostate_MPM2000-004P4Novel007_8Table4 
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GACTACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCCCGGGCAGGTACGCG 
G 

NGAATCTAAGACCTGAAACTACTGCCACAGCCATGCATAAAATGAAATGCTGCTGCTTTC 

CTCTCTGTTAAAGAGAATGTTCAAGGCCGAGGACACNATAAAAAAGAGCAGCATTGCTGG 

CTCTGTTATTAGCTGTGTGTTCTTGAAAAAGTCACTTCTCCAGACATATCTCAGCATTTA 

TAACCTAAGACTGAATCACTGCATTTTACCCTTAATGAGGTACCTCGGCCGCTCTAGAAC 

TAGTGGATCCCCCGGGCTGCAGGAATTCGATATCAAGCTTATCGATACCGTCGACCTCGA 

GGGGGGGCCCGGTACCCAGCTTTTGTTCCCTTTAGTGAGGGTTAATTGCGCGCTTGGCGT 

AATCATGGTCATAGCTGTTTCCTGTGTGAAATTGTTATCCGCTCACAATTCCACACAACA 

TACGAGCCGGGAGCATAAAGTGTAAAGCCTGGGGTGCCTAATGAGTGAGCTAACTCACAT 

TAATTGCGTTG CG CTC ACTGCCCGCTTTCC AGTCG G G AAACCTGTCGTG CCAG CTG C ATT 

AATG 

>SEQUENCE:569:prostate_MPM2000-004P4Novel007_8Table4 

GACTACTATACGGCGAATTGGGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTGATG 

GATATCTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACCATTCTTATCTCAG 

AATGCTGTAAACC ATC AGT AG AAG C AGTTT AG ATTTG G ACTG CATG G AA AATG AA AAGTA 

ATAACCCTCCAACCACAACCTAGTCAGGGTATTAATAATTATATGTAGCAAGAAAACAAA 

GAAGAAAATAATATTGAAAAAATGGAGATTCCCCAACCAGTTTCATATTTGAAGGATCTG 

AGTTGTA I I I I I ATTAAGGAAA I I I I I I I I CTGAATACTGTCTTCCAAAATGTTAACATT 

AAAATCTGAATCAGAGGACTCTGAATGGAAAAGAAGTTTGATCACTGACACCTAGGGCTC 

TGAAGCGTGTGTGGCCACATGGAAAAGTCGAAGGATGCGCTGTCGAATCTCCTTTGTCTT 

CACTCCATAGACAATTGGGTTGAGCACAGGAGGAACCAGCAGATAGATATTGGCCAAAAT 

GACGGGCAGCGGAAAGTCACGCCGCTTGCTAAAGCGATGCACCATGGAC 

>SEQUENCE:571 :prostate_MPM2000-004P4Novel007_8Table4 

GACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCCCGGGCAGGTACGC 
G 

GG G AATCTAAG ACCTG AAACTACTGCCACAG CCATG CAT AAA ATG AAATG CTGCTGCTTT 
CCTCTCTGTTAAAGAGAATGTTCAAGGCCGAGGACACATAAAAAAGAGCAGCATTGCTGG 
CTCTGTTATTTAGCTGTGTGTTCTTGAAAAAGTCACTTCTCCAGACATATCTCAGCATTT 
ATAACCTAAG ACTG AATCACTG C ATTTTACCCTTAATG AGGTACCTCGGCCG CTCTAG AA 
CT AGTG G ATCCCCCGG G CTG C AG G AATTCG ATATCAAG CTTATCG AT ACCGTCG ACCTCG 
AGGGGGGGCCCGGTACCCAGCTTTTGTTCCCTTTAGTGAGGGTTAATTGCGCGCTTGGCG 
TAATCATGGTCATAGCTGTTTCCTGTGTG 
>SEQUENCE:573:prostate_MPM2000-004P4Novel007_8Table4 

TATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACTTACGTTGCCTCGTGTC 

ACCAAAATTGGTGTGGCTGCTGTGGTGCGGGGGGCTGCACTGATGGCACCCCTTCCTGTC 

TTCATCAAGCAGCTGCCCTTCTGCCGCTCCAATATCCTTTCCCATTCCTACTGCCTACAC 

CAAGATGTCATGAAGCTGGCCTGTGATGATATCCGGGTCAATGTCGTCTATGGCCTTATC 

GTCATCATCTCCGCCATTGGTCTGGACTCACTTCTCATCTCCTTCTCATATCTGCTTATT 

CTTAAGACTGTGTTGGGCTTGACACGTGAAGCCCAGGCCAAGGCATTTGGCACTTGCGTC 

TCTCATGTGTGTGCTGGGTTCATATTCTATGTACCTGCCCGGGCGGCCGCTCTAGAACTA 

GTGGATCCCCCGGGCTGCAGGAATTCGATATCAAGCTTATCGATACCGTCGACCTTGAGG 

GGGGGC 

>SEQUENCE:574:prostate_MPM2000-004P4Novel007_8Table4 

GACTACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCCCGGGCAGGTACCTAT 

GATTTAAATACTCTCCTTTTAAATACTTTGTAAAAACTGCTTTTCCGAGCCCCTTTTATG 

CTCTGCAGTTGCCATATCCACTAGGTGGTATTGCAAATAAGTAAAGCATCCTGGCCATGA 

CGCTCTAGTGAGAATCCCTGACCAAAGTTACTCTCCTCACCTCACTGCAAACCTCCAGGA 

AGCGGAAACTACTACCCCTCCACAGACAGAGCTCCCCTGCCACTCCATGAGGCGCTGCTG 

CCGGCATCAGTTACCGAAGCCCTCACCCACACCCAGCCTGCAATGGTCCACTCTATATTC 

CACAATACAGGAAAAAGCCCAAGGAGTCAGATCAGTTACGCCCCTGGGATGCAGAAAGAA 

CCAGTGATTCTTCAGATATGACAGCAGGCAAAGTTCTGCCCTCTCCTTCCCATCTTCTAT 

CAGGAAGCGATCCCATAAAATCTCTTCCAGGGAAGGAAAGAGGCAGCTCTGGCTTCTTGG 

AG AG ACAG AG AAG C A AG AG G GTG AG G AAG G AGTC ACC AAG CTATCCAAGC AG CC AG AGG C 

GAGAAGGTGGGAGCAGGGCAAGAAGAAAATGC 

>SEQUENCE:575:prostate_MPM2000-004P4Novel007_8Table4 
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GCGCGTAATACGACTACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCCCGGG 

CAGGTACCTTCCACTTTCCTACCCTTCCATTCAGAAAAGACAAGCAGGGCATGTTAATTC 

AAAAGACAAAATGATTACAATGCCAGATACCGATCTAAAATGTATTCTGCGTTGGATATG 

GTCTACATCCATCCATTTATACTTTTGCCATGGCCATATATATCACTGGTCAAGTACCTC 

GGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAATTCGATATCAAGCTTATCGAT 

ACCGTCGACCTCGAGGGGGGGCCCGGTACCCAGCTTTTGTTCCCTTTAGTGAGGGTTAAT 

TGCGCGCTTGGCGTAATCATGGTCATAGCTGTTTCCTGTGTGAAATTGTTATCCGCTCAC 

AATTCCACACAACATACGAGCCGGGAGCATAAAGTGTAAAGCCT 

>SEQUENCE:576:prostate_MPM2000-004P4Novel007_8Table4 

TACG ACTCACTAT AG G G CG AATTG GAG CTCC ACCGCGGTG G CGGCCGG N G G CCATTG AG A 

CTGCCATGGAAGACTTGAAAGGTCACGTAGCTGAGACTTCTGGAGAGACCATTCAAGGCT 

TCTGGCTCTTGACAAAGATAGACCACTGGAACAATGAGAAGGAGAGAATTCTACTGGTCA 

CAGACAAGACTCTCTTGATCTGCAAATACGACTTCATCATGCTGAGTTGTGTGCAGCTGC 

AGCGGATTCCTCTGAGCGCTGTCTATCGCATCTGCCTGGGCAAGTTCACCTTCCCTGGGA 

TGTCCCTGGACAAGAGACAAGGAGAAGGCCTTAGGATCTACTGGGGGAGTCCGGAGGAGC 

AGTCTCTTCTGTCCCGCTGGAACCCATGGTCCACTGAAGTTCCTTATGCTACTTTCACTG 

AGCATCCTATGAAATACACCAGTGAGAAATTCCTTGAAATTTGCmAGTTGTCTGGGTTCA 

TGTCTAAGCTTGTTCCAGCTATCCAGAATGCCCACAAGAATTCAACTGGATCTGGA 

>SEQUENCE:577:prostate_MPM2000-004P4Novel007_8Table4 

CTACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCCCGGGCAGGTACTGGTCT 
CTGTCTTTACAGCTGAAGCATCAGAGGATGGAGTGACCAGGCTGGTTCCAATGACAGTTA 
TACG G CCATG G GG AGTAG AC ATG G AGTCTAATTC AGTG CTTG AG GCTAAG AATG A AGTTG 
T ATG C ATTGTG G AAATTGTTCCAG G AG ATCTTG CAACTTTCAAGTTTG A AGTC ATGTCTG 
TGACAGTCCAGGAATCTGATGCAGCTGTGGAAGACCAGGTGGAAGGGTGTTCTGTAGAAG 
TTGTGCGCCTCTCTGTGGCCGGGGTGCTGTCCATGGTACCTCGGCCGCTCTAGAACTAGT 
GGATCCCCCGGGCTGCAGGAATTCGATATCAAGCTTATCGATACCGTCGACCTCGAGGGG 
GG G CCCGGTACCCAGCTTTTGTTCCCTTTAGTG AGG G 
>SEQUENCE:578:prostate_MPM2000-004P4Novel007_8Table4 

TACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACAATTTAT 

ATGTATTAATTATAACCAATTAGAAAATATAACAGGAGAATGAGTTTTATATTTCAACTA 

AAGCTATAAGATCTTTCTGCATACATTAAACAAAATATGTGCACGTTGCTTGGTTTTGAT 

TTTCTTGGTTCATTTGGCTGGTTTTAGAGGAAACTTGGAAATACAGCTGAGGGACATGAA 

AGAAAATATTAGTGAGTGGAGTGATTCACCACATTCTTAAATGGAAAAACTAGTGTTGAT 

TTAAGAAAGATGTCAGGCCGGGCGCGGTGGCTCACGCCTGTAATCCCAGCACTTTGGGAG 

GCCG AG G CAG GCGG ATC ACAAG ATC AGG AGTTCAAG ACC AG CCTGGCCAACATATTG AAA 

CCCCGTCTCTATTAAAAATAAAAAAATTAGCTTGGCTTGGTGGCGGGCACCTGTAATCCC 

AGCTACTCGGGAGGCTGAAGCAGGAGAATCGCTTGAACCTGGGAGGCGGAGTTTGCAGTG 

AGCCAAGAATGCGCCATTGCACTCCAGCCTGGGTGACAGTGTGAGAC 

>SEQUENCE:579:prostate_MPM2000-004P4Novel007_8Table4 

CTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACTTTGTAATTATATTTG 

GGTGATGATTTGACAATGTCTATACTAAATCATGAAGCTATACGTTTCATGAAAGCAAGA 

ACTGTGTCTAATTTGCCACTACTTGTATCCTGGCACATAATATATATTCATTTGTTGAGA 

AAATAAATGMTAAATAAATTTGAATTTTGTCTACTTCATATAATGGATCAGGACCTTAA 

AAAACCATCATTTAACAGTATTTATATCTCACGGACTAGTGTTTTGCATTTACTTCCAGC 

CACAGGATGCTACTTGATTCCCCAACTATGGCAGGTAATTGGGTGTAGGCTTGGGGCAGG 

GAATCTGAAATCAATGAGATCCCAGGACACTGGTTATTGTAGTTCTTTCCCCTTCCCCTA 

AACTGTTGGCAAACAAAGTCAAACAAACATTCCTCAGGATACTCCAGAAAACTCGATGT 

>SEQUENCE:580:prostate_MPM2000-004P4Novel007_8Table4 

GCGTAATACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACT 

TGATACCATGCCTAGTGCATAGTTGGTGCCCAATTAATACATGATTGGATTATAGCATAA 

TCACTGATCACTACATTTAAAGCAGTCCAATAGTGGAACAGGCTGCCTCACAAATAGTGA 

GCTCTCGTTTCTTACACAGATTCTACTATGGGCCAGGATCTCAGCCAAGCAGTGGAGCCA 

GAGGCTGGACAGACACAAGCAGAGATTTTGGAAAAAGACTGAGTCCCTCTCAGCACTTCA 

AAGATCCCTTCCAACACCCAAACATCAAAAGCCATGTTATATTGCCAAGCAAGGGTGCCT 

ATGAACGCCTGTTGAAACCCCACAACAATTTTTTCAGCCATTTATTAAAACCCCAAAGAG 

ACTATCAGGACTTCAGGGCAAACATCCTAGAGATAGCAATGCCCCCAGCAAGAAGAAAAG 
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AGTTCTCAGTCTGAGAGGCACAAACTGTAATCAGTGTAATTAACAGCTTACCCTCACCTC 
TAG CCAG G CGTTTCTTC AAG ATTCT AGG GTTTCC AGTCCTTACAG AACATTCTCAAGTCA 
G C AG G CTACACT 

>SEQUENCE:581:prostate_MPM2000-004P4Novel007_8Table4 

CTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCCCGGGCAGGTACCTGG 
G 

ACCCCACCACCTACATCACCACTACGGATCCTAAGGATACAAGTTCAGCTCAGGTCTCTA 

CACCCCACTCAGTGAGGACACTCAGAACCACAGAAAACCATCCAAAGACAGAGTCCGCAC 

CCCAGCTGCTTACTCTGGAAGTCCTAAAATCTCAAGTTCACCCAATCTCACCAGTCCGGC 

CACAAAAGCATGGACCATCACAGACACAACTGAACACTCCACTCAATTACATTACACAAA 

TTTGGCAGAAAAATCATCTGGATTTGAGACACAGTCAGCTCCAGGACCTGCCTCTGTAGT 

AATCCCTACCTCCCCT ACC ATTG G AAG C AG C ACATTG G AACTAACTTCTG ATGTCCC AG G 

GGAACCCCTGGTCCTTGCTCCCAGTGAGCAGACCACAATCACTCTCCCCATGGCAACATG 

GCTGAGTACCTCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAG 

>SEQUENCE:582:prostate_MPM2000-004P4Nove!007_8Table4 

TACGACTACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCCCGGGCAGGTACT 

CTTTTCAAGGCTTTACTTCCAATCTTCCCCTTAAGTGCTAGTGTCCAGAGGAAAAATTAT 

TTCTTCTCTGTAGAAGTCATTTTGAAGACAGTA I I I I I CTGAGATCCAATGTGGTTGGGA 

GTTCTGAAGAGGAAGTTATAGTTTTAAGCTAGATTATCTCATTTTATTATATTCTGTGTT 

TATTTTCCTTTGCTGTGCTTAGGCCTTTGGCAAATGTTCTCTAGATGTACCTCGGCCGCT 

CTAGAACTAGTGGATCCCCCGGGCTGCAGGAATTCGATATCAAGCTTATCGATACCGTCG 

ACCTCGAGGGGGGGCCCGGTACCCAGCTTTTGTTCCCTTTAGTGAGGGTTAATTGCGCGC 

TTGGCGTAATCATGGT 

>SEQUENCE:583:prostate_MPM2000-004P4Novel007_8Table4 

CGCGCGTAATACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCCCG 

GGCAGGTACTTGTGAAAGGAAAATACATGGTGCTTGAATATAGCAGGGAGGCCTGCTGAA 

GTCAGAGAGGGTGATCTTTAGGAAAGGCTTTCCTGAAGAAGTGGCACTGGTGAAATGATG 

GCTGAAGCATGAATAGAAGTTTCCTAGGAAGGCTGGGTGTGTGGTGTGTGGTGTGGTGTG 

TGTGGCGAAGTGCTGGGATTACAGGAGTGAGCTGCCGTGCCCAGCCGGCAAAGTTGATTC 

TGAAACCCTGTATTACCTCAATAATCGTTGAAGTGCCTATTATATGCAATGCAACACAGC 

CGGGTGGCTAATGCTGTGAGCACCGGATCCATGTGTTAAAATCCTGGCTGTCCTACCTGC 

TAGCTGTGGGAACTTGAGGAAGGCACTTGGACTTATCTGGTCCTCAGTTTCTCTATATTG 

TAAAATGGAAATTAATCATAACTACTTCCTGAGGGTGCTGGCAGCAGTAAACAATGATAA 

A 

>SEQUENCE:584:prostate_MPM2000-004P4Novel007_8Table4 

GCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACATAGAATATGAACACAGCACACA 

CATGAGAGACGCAAGTGCCAAATGCCTTGGCCTGGGCTTCACGTGTCAAGCCCAACACAG 

TCTTAAGAATAAGCAGATATGAGAAGGAGATGAGAAGTGAGTCCAGGCCAATGGCGGAGA 

TGATGACGATAAGGCCATAGACGACATTGACCCGGATATCATCACAGGCCAGCTTCATGA 

CATCTTGGTGTAGGCAGTAGGAATGGGAAAGGATATTGGAGCGGCAGAAGGGCAGCTGCT 

TGATGAAGACAGGAAGGGGTGCCATCAGTGCAGCCCCCCGCACCACAGCAGCCACACCAA 

TTTTGGTGACACGAGGCAACGTAAGTACCTGCCCGGGCGGCCGCTCTAGA 

>SEQUENCE:587:prostate_MPM2000-004P4Novel007_8Table4 

GCGCGTAATACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGAC 

GCGGGTGAAGAGGACAGGAGTAGTTCTTGTCTGCAGGCTAAACTGACAGATCTACAGGTC 

ATAAAAAATGAAACTGATGCTCGCTGGAAAGAGTTTGAAATTATTTCATTGAAGTTAGAA 

AATCATGTGAATGACATAAAAAAGCCTTTTGTAATTAAGGAAAGAGACACACTAAAGGAA 

AGAGAAAGAGAGCTTCAGATGACTCTTAATACCAGAATGGAATCTTTAGAGACAGCACTG 

CGGCTTGTGTTACCTGTAGAGAAGGCATCACTTCTTCTCTGTGGCTCGGACCTGCCTCTC 

CATAAAATGGCCATCCAGGGATTTCATCTCATTGATGCTGATCGCATCTATCAACACCTA 

AGGAATATCCAAGATTCCATAGCAAAACAGATTGAAATATGTAACCGCTTAGAAGAGCCA 

GGCAACTTTGTATTAAAGGAGTTACACCCATTTGATCTACACGCAATGCAGAATATTATA 

CTGAAATACAAAA 

>SEQUENCE:588:prostate_MPM2000-004P4Novel007_8Table4 

AGCTCCACCGCGGTGGCGGCCGGGTCAAATGTAATCACCAAAGAAATCTGTCACATAAAA 
ACACTGGTGGCATTTCTCAAGTGATGCCCATTACTCTTGACTTTACTATGTCAATGGAAC 
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ACGCAGCTAAGGGCTTCTACATCTTGGAATGGCAGTCTCAGACTTGCCCACCTCTTAAAT 

TAGACATGAAATAGAAACATAGAATAGATGCTACTCTAAAGTCACAATGGAAATGCCCAA 

CACATTTCACAAATACAATTATATGTAAACAAAAAGAGAACTCTATGTATCAAAATGACT 

TTGCAAGTTTAAATACAATATTGATGCATCTATGGCAATTTTCACATAGCCCTTGAAAAG 

CACCAGGTAGCTNGGTGTTATTATATGACTCTATCCCCTAGAAAAGAATGAACAGGTCTG 

AAAAGACCTTCTAGATTATTCACATGAGAAAAAGGGTAAGAAAATAATAGTTACCAATAA 

TATAACCTGTGATGTTGGAGAAACCTGGAAGGGCATTTATAGTCTAATATGATATTAATT 

ACTAAGTTAAACATTTT 

>SEQUENCE:590:prostate_MPM2000-004P4Novel007_8Table4 

TACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACCATGCAC 

ACCAACTCAGAGATGGAAAGAACCTAGGCATTGCAATCAGTTATGACTTGTGTGGGCATA 

ATAATTTTTG G G G G AAATT AAAC ACTCAC AAAAG AG CTGTC G AAG ACCTAAGGGTC A ACT 

TTGCAAGGCATGCAGCCTAGGTTCAACCTGCAGCTTTTCCCAGTGGAATCTGGCCCATGC 

ATTTTCTCATAGTTTTTCCCCCACAGATCCAGAAAGAAACCAAAGACAGCCTAGTCTCAG 

AGTGCCCCATCAAACTTTCAAATACAGAAAAAAGAGGGGAGACTTTCAGCATTTTAACCT 

TTCCATTTAAAAT I I I I I I AGGCAGACAGA I I I I I CTTATCTATAAGTTAATGAGAAATG 

TTGAGGTCTATGGAATTTAAAAATTAACCCTTATATGTCTTCATAAAACTCCAGACACTA 

TTGGCTGGGTACCTGCCCGGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAAGA 

ATTCG ATATCAAG CTTA 

>SEQUENCE:591:prostate_MPM2000-004P4Novel007_8Table4 

TCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCCCGGGCAGGTACGCGGG 
G 

ACTGATATAAAGATCAGCGCCTGAAACAGATTCTCCGGGATATTACCGGAGACGGAGTGT 

TTTATTATTAGCCTTTCTTAGGTGGACATTTCCATTTGAATTACAAGTCCTTTAGGCTGG 

GCGTGGTGCATGGCTGTAATCTCAGCACCTTGGGAGGCTGAGGCAGGAAGATCACTTGAG 

GCCAGGCGTTGGAGAGCAGCCTGGGCAAGGTGGCAAGAACCTTGTCTCTACAAAAAAAGC 

GTCTGCCATCATGGATGTTCTCGCAGAAGCAAATGGCACCTTTGCCTTAAACCTTTTGAA 

AACG CTGGGTAAAG AC AACTCG AAG AATGTGTTTTTCTC ACCC ATG AG C ATGTCCTGTG C 

CCTGGCCATGGTCTACATGGGGGCAAAGGGAAACACCGCTGCACAGATGGCCCAGATACT 

TTCTTTCAATAAA AGTG G CG GTG GTG G AG AC ATCCACCAG GGCTTCCAGTCTCTTTTC AC 

CG AAGTG AAC A AG ACTG G CACG C AGT A 

>SEQUENCE:592:prostate_MPM2000-004P4Novel007_8Table4 

GCGAATTGGAGCTCCACCGCGGTGGCGGCCGTCGGCTCCCAGCTACTCACAGAGAACGTT 

TCTGTTTCTGACAGCAGAGTAAGAGAAGAGGTGAGAAGAGAGACAGCCCATTCTCTTTTG 

GCCTAATTCCTAAGGAATCATGCCTCTGCCTTCGGGCCATTCTCAAGTCTTGTTCAAGGA 

TAAAATGATTTATTGATGGCCGTAATTAAAAAGCAATGCCAACGGAAGCAGCGTCAGCAT 

TTTTCATTTGTACCTCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAATTCGA 

TATCAAGCTTATCGATACCGTCGACCTCGAGGGGGGGCCCCGTACCCAGCTTTTGTTCCC 

TTTAGTGAGGGTTAATTGCGCGCTTGGCGTAATCATGGTCATAGCTGTTTCCT 

>SEQUENCE:593:prostate_MPM2000-004P4Novel007_8Table4 

TACGACTACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACGCGGGAG 
G 

CCGAATGCTGGTCCTTTCCATATGAATGCTCCCTAAACTATCCCGCATCATGTTCATCTG 

ATACACAACTGTGTATAACTATGGCTGCCCCTGCATGCTGTGACATGCATGCCAATCTTA 

TCCACACATAGCTAGCAGACATTTGGCGACGAAACTCACCATAAAGATGCACTTTTTAAT 

AGTGGTTGGATTACACACATACAATCCTCTTCTACCTTAACTGTTCTCTGAGATAAATTG 

AAAGGAATTGACTATTCCGCATGACCCTAGACATGGGACCTGTCCCGTGTAAAGCCTGGG 

GTGCCTAATGAGTGAGCTAACTCACATTAATTGCGTTGCGCTCACTGCCCGCTTTCCAGT 

CGGGAAACCTGTCGTGCCAGCTGCATTAATGAATCGGC 

>SEQUENCE:594:prostate_MPM2000-004P4Novel007_8Table4 

GACTACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCCCGGGCAGGTACACCT 

CTTTCTAAGATGAAAGAGCTCAAGGTGAAATAGCATGTGGGGAAGATTGTCTTAATCGTC 

TTCTCATGATTGAATGTTCTTCTCGGTGTCCAAATGGGGATTATTGTTCCAATAGACGGT 

TTCAGAGAAACAGCATGCAGATGTGGAAGTCATACTCACAGAAAAGAAAGGCTGGGGCTT 

GAGAGCTGCCAAAGACCTTCCTTCGAACACCTTTGTCCTAGAATATTGTGGAGAGGTACC 

TCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAATTCGATATCAAGCTTATCG 
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ATACCGTCGACCTCGAGGGGGGGCCCGGTACCCAGCTTTTGATCCCTTTAGTGAGGGTTA 

ATTGCGCGCTTGGCGTAATCATGGTCATAGCTGTTTCCTGTGTGAAATTGTTATCCGCTC 

ACAATTCCACACAACATACTAGCCGGGAGCATAAAGTGTAAAGCCTGGGGTGCCTAATGA 

GTGAGCTAACTCACATTAATTGCGTTGCGCTCACTGCCCGCTTTCCAGTCGGGAAACC 

>SEQUENCE:595:prostate_MPM2000-004P4Novel007_8Table4 

CGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACCCTGCCCAG 

AG ATTTCTCCAAAAGG AG CTCTTGTG AATG C AG G C A AGCTAAAG CC AC AC AATG A AGCTG 

AAATTCATTCAGCTTAGCTTCTCCTGAGAGCCTTCTTTTTGTGGGGGTAACATTGCCCTT 

TTGTTTCACAGCGAGGTCTGTGCTAAGACTTGCTACTTAGGGAGTCAAAGCTAATAAAAC 

ATACCGTCTAGAAATACAGACATAACTGGTAGAACTATACAAGAAAAAGAAAGGGCAGAG 

GAAGAAGAGGAATGTGATTGTGGAGAGGTATGAAGGGGGATTACAAATCCCTGCTTCTCA 

GAGCGTGGTCCATGGACTAGCAGTGTGGACATCACTTTCAAATCTATTAGAAATGTGAAT 

CTTACACGCAACCC 

>SEQUENCE:596:prostate_MPM2000-004P4Novel007_8Table4 

GTATACGACTACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCCCGGGCAGGT 

ACTTCAGTCTTTTATCAGTTAAAATACTAACAGATAGAAAATAACAAAGAATAG ACTGTT 

TTCCTGCCTATTGTAAGACAAAATGAAATGTTTACTGTTGGAAACACTATACCTTTTTTT 

AGCCTCTCTCCCTATCTTCTT ATTTTCCTTG ATG G ACTCTTTCTCTTATCTG AG C AA ACT 

TTTTGTTTGTTTGTTTGACTCAGTCTCTCAGTGAACAGTATAGCGACCCATTAGCTCCAG 

CGTTGGACTCTGACTGTGTCAAGAGTAGAAGTTTGAAGTGCAATTCTTATCCATCATATT 

TCTCCAATTATTAACTCTCCTTTACTGCCTTTTAAATACTTCACAAAATGGAAACCCCTT 

TTGAATAAGAACAGCCGATTTTCTGGGAGATGGACAAGGAAAAGCTATGGAGA GATGCT G 

GGTTTCTTAGTTTAACATGTGGCTGCTTGAAAGTTGCTATTAGATCCAGAGAACTTTTTT 

GTTAAGTGTGATTAGAGTTCAAAGAAAATGTTTATTTCTTAGATACTTCTATTGAAAGAA 

ACATAAGGGGTCTATATCTGTATATCTATAATAAAATTCAGAAGGGCAGTATATATTTAA 

ATCTATATTAACTGCACACATAAAAACAAGAAGTATATGTGATGGGTAAA 

>SEQUENCE:598:prostate_MPM2000-004P4Novel007_8Table4 

CGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACATTTTGGGA 

TTAAAATCAACATGATAGTAGGACCCTATAATGTTTAATTGTAACACATTTTCA CTTCC A 

TATATTCAGATATATGTTTTCCATTTTCAAAGGAGATTTGA GGCC ACTAAACATTTTTTA 

AAGCACAAATGCACNAGAATTGAANAATGATNTAACCTAATTTTGAGCAGATAAGGCAAA 

AATGAAGGATGAGAATGAGATCATATGGAAGACCATAGTTAAAGGATGCTATTTCAATTG 

CGCAATAACAAATCTTAGCTGAGAGGCCTAGTAGTTATGGCCAAAGGGAGACATATATTT 

AGGCATAATCTTAATTNTATTTTATTGTTTAATTTAGATGAGATCCAAATGGATGTAGGA 

AGTTTCACGGTTGCAGTCACGTATAATGTGAGTTTAACTCATGCTTCATAAGAAACAGGA 

ACTAAGCCGGGTGTGGTGGCTTATGCCTGTAATCCCAGCAATTTTGGA 

>SEQUENCE:599:prostate_MPM2000-004P4Novel007_8Table4 

CGCGCGTATACGACTACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTAC 

ATTTGTTG G G G G CGTG AC ATTAACATAT A ACC ACTT AG AGTG G ACATG C AGTT AG AG AA A 

AGTCAATGAGCTGGAACCAAGCTGGGAATTCCAACATGTAGAAGTTAAACACAAGAGGAG 

GAGCCAGCAAAGGAAACAGAAACAGAGCTTCCAGCAGGTGGGGGGCATTTGGA AGAAA AC 

GATGCCATAGAAGCCAAGATGAAATAGACATCAAGGAGAAGGAAGTAGTCAATTGTTTTG 

AATGCCATGAAGAAAGATAAGAATAGGTGAGAAATAAGAAAGGCTGCTGACTTTACCATC 

TGAGGCCACACATCTGCTGAAATGG 

>SEQUENCE:600:prostate_MPM2000-004P4Novel007_8Table4 

TAGGGCGAATATGAGCTACACCGCGCTGGCGGCCGAGGTACTTACGTTGTTTCGTGTCAC 

CAAAATTGGTGTTGCTGCTGTGGATCGGGGGGCTGCACTGATGGCACCCCTTCCTGTCTT 

CATCAAGCAGCTGCCCTTCTGCCGCTCCAATATCCTTTCCCATTCCTACTGCCTACACCA 

AGATGTCATGAAGCTGGCCTGTGATGATATCCGGGTCAATGTCGTCTATGGCCTTATCGT 

C ATC ATCTCCG CCATTG G CCTG G ACTCACTTCTC ATCTCCTTCTCAT ATCTG CTT ATTCT 

TAAGACTGTGTTGGGCCTGACACGTGAAGCCCAGGCCAAGGCATTTGGCACTTGCGTCTC 

TCATGTGTGTGCTGTGTTCAT ATTCT ATGTACCTGCCCGGGCGGCCGCTCTAGAACTAGT 

GGATCCCCCGGGCTGCAGGAATTCGATATCAAGCTTATCGATACCGTCGACCTCGAGGGG 

GGGCCCGGTACCCAGCTTTTGTTCCCTTTAGTGAGGGTTAATTGCGCGCTTGGCGTAATC 

ATGGTCATAGCTGTTTCCTGTGTGAAAT 

>SEQUENCE:602:prostate_MPM2000-004P4Novel007_8Table4 
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ACTACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGGTCTCCAGCACCCACCTG 

TCACCAGGGTGAACAGTGAACCCTAGGTATCCAGGTTCGACCACGTAGATAGTGCTGTTG 

GGTAACCTAGAAGCACCTTGCATGCGAATACTCCTGTGGCCAAGGACGAGGCTGCTCTGT 

CCCAGCTGCAGTGCAGTGACCATCGACGTGTCCTGGGCCAAGACAGCCACCGGCCGCTCT 

AGAACTAGTGGATCCCCCGGGCTGCAGGAATTCGATATCAAGCTTATCGATACCGTCGAC 

CTCGAGGGGGGGCCCGGTACCCAGCTTTTGTTCCCTTTAGTGAGGGTTAATTGCGCGCTT 

GGCGTAATCATGGTCATAGCTGTTTCCTGTGTGAAATTGTTATCCGCTCACAATTCCACA 

CAACATACGAGCCGGGAGCATAA 

>SEQUENCE:603:prostate_MPM2000-004P4Novel007_8Table4 

GCAAATTGGGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTGATGGATATCTGCAGA 

ATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACTGGGATTATAGGCATGAGCCACCATGCC 

CGGCCTTTGCTCTTAACTACTGATGTTGTCTTCCTGATCTTTTCTACAAGAAGCTTTTAA 

AC I I I I I GGACTTTAACCTACAATAAGAAATCCATTTTACATGTTCACATGTATCTATAA 

CAACATTTATATTTCTAAAACAAACTTTTCATGAAACAAGATATACCTACATATGTCAGG 

CACTCTGATATTTTCTATTCTAGTCCACCTTTTCCATTTCATTCTATTTATGGGAAATAT 

ATGTTG GTTG GG AGTC ACTG AGTTAATTTAATG ACCC ACT AAT AG G CTGTG AGTG G CATT 

GGAAAAATACCTGCTTGTAAGAATTGCGAACACA 

>SEQUENCE:604:prostate_MPM2000-004P4Novel007_8Table4 

ACTACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACGCGGGCACAGTG 

CTTTAAATTAAAGCAAGTTTGCCCATAGGACAAAAGAGCATTTGATTCCC I I I I I I CTGT 

CACATGTCCCTTGAGGCTGGACTTCAGGAATCCTGGAAAATTAATATGAGTGCAGCATGT 

GAGGGGTCAGAGACAGGCCAGCAGGGCGTCTGCATTCCTCCCTGCCACAGGTCTCTCCCC 

AGAGGCTGGTTTAGTGTAGGGTATTGCCAGGAAACGGACTGAGGCTGCTTTGCTAAGAGC 

TCCTGAAAATGCCCTGGGCCTGTCCTGGCGTTTCTGAAGAGCCCTCATACAGGGACAGCC 

ACCATCTGGGTCAAGGAGGTCTGGGTTCCCTGCTGGTGGGCTCCATCCTGCGATGGAGTG 

AACCAGGCGAGAAAGGATGACGATGTTCTTCATGT 

>SEQUENCE:607:prostate_MPM2000-004P4Novel007_8Table4 

AGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGGAGTGATGCCATCTGCAGTTTTGTGA 

TCTG CA ATG ATTCTTCCCTTCG AGGTCAGCCCATTATCTTTAATCCTG ACTTTTTTGTG G 

AGAAACTCCGACATGAGAAACCTGAGATTTTCACTGAGTTGGTGGTCAGCAATATCACAA 

GGCTCATCGATTTACCTGGAACTGAGTTGGCTCAGCTGATGGGGGAAGTGGACCTTAAGT 

TGCCTGGCGGGGCTGGCCCAGCATCAGGATTCTTCCGGTCTCTCATGTCTCTCAAGCGAA 

AGGAAAAAGGAGTGATATTTGGGTCCCCACTGACGGAGGAAGGCATTGCCCAGATATACC 

AACTGATTGAGTATCTACACAAAAACTTGCGAGTAGAGGGTTTGTTTAGAGTACCTTGGC 

CGCTCTAGAACT 

>S EQ U ENCE:608:prostate_MPM2000-004P4Novel007_8Table4 

CGCGCGTATCGGTTATACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGC 
CGAGTCTTAGTTTCTTTATCCGGAAAGGCCACTTCCTCATATTCAAGGCCTCTGCCAACC 
CAG I I I I I GTTTTCTTCTCACAGCATGTGAGAGTCTTTGTTTCACCCATACATGTTAGAA 
TTCCGTAGACAATGTAATCATTCAAAAACTATTTATTGAATGCCTACTGTGTGCCTGGAA 
CCTCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAATTCGATATCAAGCTTAT 
CG ATACCGTCG ACCTCG AGGGG G GGCCCGGTACCCAG CTTTTGTTCCCTTTAGTG AGG GT 
TAATTG CGCG CTTG G CGTA ATC ATG GTC AT AG CTTGTTCCTGTGTG AAATTGTT ATCCGC 
TCAC A ATTCC AC ACA AC ATACG AG CCG G G AG C ATAA AGTGT 
>S EQ U ENCE:609:prostate_MPM2000-004P4Novel007_8Table4 

TATAGGGCGAATTGAAGCTCCACCGCGGTGGCGGCCGCCCGGGCAGGTACAGATCTGCGT 
TAAI I I I I GACAGCTCATATATACAGA I I I I I AGAAATGTAATAGAAAATGATTTTGCAC 
ATATGGTGCAAGTCTTGCTGGTGTATGTTTAATGTGGCAACACGTGCCAGAACTGTTTGG 
CAAAACATGTCAAATGGAGTGCTTGAGTCAGAACTCTAATGTAAATGTGTCTAAACAGCA 
GTATGTATCATTATG ATGTA I I I I I GT AA AC AT AGTG ATG G CTG CTTTCAGTC ATGTAAG 
TGCTGGATAAAAATAACCACTTCAGTTGGAGTAATGTAGGAAAACGTCACCCAGCAGATG 
GGTAGTACTCTGCAAAGTTACACTGTCAGCCAGTGGCACTGGTTCTTTTATTTATGTTGG 
>SEQUENCE:610:prostate_MPM2000-004P4Novel007_8Table4 

GCGTAATACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACT 
TGTAGTATTGTGTAAGTTTAACGTGCGCATTGCCAAGGTTATATTTGAATGACG I I I I I A 
TGTAGATGTCGATTTATTACACGTTTCACGAACGCTATTGTTTGTGATTGTATGATACAC 
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TCTAGCTAGATTATTATCTTTTCI I I I I I I I I ICCTTTTCI I i I I I I I I AAAAGGTGGAG 
TTTCGCTCTTGTTACCCAAGCTGGAGTGCAATGGCGTGATCTCGGCTCACCGCAACCTCC 
GGTTCCCGG GTTCAAG CC ATTCTCGTGCCTC ACCCTCCTG AGTAGTTG AG ATT ACAG G CA 
TGCTCCACCATGCCCCGGTAA I I I I I CGATTAGTACTAGAGACGACATTTCTCCATGTT 
>SEQUENCE:61 1 :prostate_MPM2000-004P4Novel007_8Table4 

GTATACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCCCGGGCAGG 

TACAAAATCCTTTAGCCAGAAATGGCCTGAAAACGCAGAGGAGGTAGGCACAATGAACAG 

CCTGGAAATCAGAGTTTCTTCCTCTCTCTGTGCTGTGCTGGTGGCATGACAACTTACTTG 

TTCTCACAGGCTCCTTCAGTGCCTGGGGGCAGTTTCCTGCCTCAGGGTTAAAGGGCTGCC 

TTCCCCTCCTTACTCAGCTTCTGAAGCCAACAGATCCACCTCCTGGTCCGTTTCTGAACC 

TGATACCTGCAGAAGGAAATTCATCAACAACCTCTCCCTGACTGTCAGGGTGACTTATAA 

TGAGCTTCTTCTCCTTCTCCCAGATGGGGAGATTCCTGTCCTAGCCCAAAGAC I I I I I I G 

GCTGGAAACCAGGTTGCCTTAAATTGCCAGGAGAGCCAGCCTCCCTGGCCTGGTCCCAGC 

CCTCTGTGCTCACCTTCCCCCTGCTGGTCTGACTTACAGGCTCCCATTTTGTGTCAGCTT 

CTCCTCTATCGGTGGGTGTGGGCCTAAGACTTAGGACCCCTTCCCTGGCTAATTCTTATA 

C 

>SEQUENCE:613:prostate_MPM2000-004P4Novel007_8Table4 

TATGGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACCTTCCCTAATTCACCAG 
CCCAGTATTTATTTGTATTTGTGTTTGTTTCGCTGGCCGGATTTGACTCTCTATGGGAAC 
ATCATAAATATTATTTACTCCAGGATTCTGAAATAAGATAGATATTTTATTTCATGTTCT 
TTAAATTCTCCAAAGATTTA I I I I I ATTACTTTCCTTTCCCATTTCTGGACATTGATATA 
TTTCAG AACTTTTGTG C AG GTTTTCCT ACCT ACCT ACACCTCCTCTCCCTTCTCCCCTTA 
CTCCTTTCTTTCTGGAATGTAATTCTGTCTATGAAACATGACAGTAAGCTGAAATGTCCC 
TGATGATTTTCACTCCTCTGGATTTTCACTCCTTTTAGTGACAGAAACTTACTAATTCTG 
AT 

>SEQUENCE:614:prostate_MPM2000-004P4Novel007_8Table4 

ATACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACGCGGGG 

ACAGAGAGAAGGTTAAGAGCAACAAGATGGGAGGCAGCTGCATGGAACCTGTCCCACTGA 

GG AAGTAAAACAG AGTTTTACTCTTGTTG CCCAG G CTGG AG CG CAATGGTGCG ATCTCG G 

CTC ACCG C AATCTCTG CCTCCTG AGTTC AAGCG AGG AG C AAGTG AGTAG CTG G G AC AAC A 

GCCCTACCTGATGGACTGGACTTCTGCCTGGATTGGAGTTTGATCATGCCTCCATATGGG 

TGTTTACCAGGCGTATGCATTGAACCTGAGTTTGTCCCTTCAATACAAGGAAAATCTCTG 

CCGCTTAGTGATTTTCCAAGAAACATGAGCTTCTGCCTTTCAATGAGGAAGATACTCAGA 

AGTCATGTTCGAGCACTCCGGAAAATGTCCTTGGAGTTTCAACATTTCTTTGGTCTTCCA 

CATTTCATTTTGTCCTGATTAAAGAGGAAGCCAGTTGCTGTTTGTGTGGCCATGTGAGCA 

GGCAGGGAGATGGTGGCT 

>SEQUENCE:615:prostate_MPM2000-004P4Novel007_8Table4 

CTACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCCCGGGCAGGTACAAATCA 

CTAATACCACTGGACTGGCCCAGGCTCCTGGGTTAGCCTCCCAAGGCATCAGCTTTGGCA 

TTAAGAATAATCTGGGGACCCCATTGCAAAAATTGGGAGTGTCATTTTCTTTTGCCAAAA 

AGGCTCCTGTCAAACTCGAATCAATAGCATCAGTTTTCAAGGACCATGCGGAGGAAGGGA 

CCTCTGAAGATGGAACAAAACCCGATGAGAAGAGTTCTGACCAAGGACTGCAGAAGGTAG 

GAGACTCTGATGGGAGCAGTAATCTTGATGGTAAAAAAGAGGATGAAGACCCTCAGGATG 

GAGGGTCCCTTGCCTCAACATTATCCAAATTAAAAAGGATGAAACGAGAAGAAGGAGCTG 

GGGCTACAGAGCCTGAGTATTACCACTACAT 

>SEQUENCE:616:prostate_MPM2000-004P4Novei007_8Table4 

TACGACTACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCCCTGCCAGGTTCG 

CAGGGACGGCACCTATGAAGAAAATGATCG 

>SEQUENCE:3098:prostate_MPM2000-004P4Novel007_8Tab!e4 

TACGACTCACTATAGGGCGAATTGGGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGT 

GATGGATATCTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACCTTACAATGT 

TAGTAACTGTCTTTTATTAAGGAAGAAAAAGTTAAAATGGCATGTAACTTAAGAAGGTGG 

GAGAATAATAAAGGAAAAAATTAAGAACAAAACGAAAAGAATCATGAAATAGTAAAACAG 

TAAAATTAAGATATAAATCTCAGAGTTGGTTATTTGAAAAGATCAATGAAACAGAGTAAT 

TCTGGAAAAACCAATGAGAACAAAAAGGGAAAGCACACGCAACATGGGAATGAGGAAGCA 

GAATACTACAACTCCAGGCCAACAAATCTGAAAATAGAACAGAATCACTATTTAGGAAAA 
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TTCACTTAATTAAAAAAAAT I I I I I I I I GAGAAAGGGTCTTGCTCTGTGTCCCAGGCATG 

CTCACGGCTCACTGCAGCTTCGGCCCCCAGGGCTCAAGTGATCCTACTGCTTCAGCCTCC 

TGAGTAGCTGGGACTACAGGCACACACCACCATGCCTAGCNTAATTGGAGTGGCGGCTAT 

GTTGCCCAGGCTGATTGTGAACTCCTGGGCTCAAGC 

>SEQUENCE:3099:prostate_MPM2000-004P4Novel007_8Table4 

TACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACCCGAAAA 

GAAAGGAAGCTTTAGTAATGAAAGGATTGCTGCCAAAATCCTGTTTCCCCCTTGCAGATC 

TTACAGAAAACAGCCACAGAATCCCAAGGCATCAGCACCAAGAGAGCCTGTAGAAACTAT 

CTGGTCTAAGCTCCTGAAGCCCAGAGATAAGAATGACTTAACCCAAGCTGCACAGCCTCT 

TAACAGTCCACTGTTAACCCCAGAAACAGATGCATTTGAATCTGAAAGGAGACAGGAATC 

CT AATCCT ACTG CTC AG G G ACTTG CTG ATTTACTTTG CTGTCT ATT AG CCTTTCTGTG AC 

ATGATTTTCTACCAAGCAAAGTCTTTTATTCAAGTCTCCCAGAGATTTCCTATTTAAGCG 

TTTGCTATTTGGCCACTTAAAAAAGACAGAAGAGAAGTAAACAGAAGCATATACCACACA 

ACTCAGTCCAGTCAGTAGTTGACTCTCAAGATGGCGGATGTCACTGAGATGGCTGAGAAA 

TAGGAACGGATGTGGAGAAAGGAGTGGCAGTGGAGTTAGCTGTTTTGTCTACCTGCTGGA 

TA 

>SEQUENCE:3100:prostate_MPM2000-004P4Novel007_8Table4 

ACTATAGGGCGAATTGGGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTGATGGATA 

TCTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACCCTCAATAAGGTAAGAGT 

CCAGCTTGGGGGTTGGAGGAAGCTGTCTGATCCAACTGGAGGTGTGTCCTACCTCTGACC 

TGGCTGGGAAGGATAATAGCCCTGGTCACAGTTAGTTTCTTCTAGATGGTGAGATGATCT 

CATCCAAAGGACTTCTGACTGGGCCAAACCATCAAATGTAGTGACAGCATTGGGTTCCTG 

CCCTCTCTGTCACTGTCCTCCCAAAACAGGTTGCCATGAAGCATCCGTCAGCTGTGACAG 

CTTGTAATCTGGATCTGGAGAACCTGGTCACAGATTCAAACCGCAGCATTGCCACGCTGG 

CCATCACCACCCTGCTTAAGACGGGCAGCGAGAGCAGCATCGACCGCCTCATGAAGCAGA 

TCTCCTCCTTCATGTCAGAAATCTCGGATGAATTCA 

>SEQUENCE:31 01 :prostate_MPM2000-004P4Novel007_8Table4 

GTCCGAGGCATCAAAGGCTGCATAATGTCTCCTCCACAGGTATTGGTGGTTACTTAGGAC 

CATTGCCTACTAGTGAAACAATCAACCTCAACCCAGCTTTGCCCTTCTGAGCCCCTGAAA 

GATCAGCTCGAATGGGGCTGGGAACATGGAGGGGCGTGCTGCTGCACATGGACCTGTGAA 

GTAGTCAGGGCTTCTGTCCCACGTGGCTGCCCCAAAACCTTTGTGAGGTACTGCCCTCTG 

TACAGTAAGCCATCATAGTGTACATCCGTTTACTTTTATAGTAAGAGACAGAAGAAGAGG 

GCACAGTTTTAAAACAATGATATGTAAAACAGTGCGAAGGTATGATTTCCTCTCTGAACT 

AAGTGTGACCGTGGGTAACTCTTGGTGTGTTGGACACCCACTTGAACAGCCACTACCCTG 

GCCCAGATCAGAATACGGCAATGGCATCCCGAACCACTGTATGGCACTCAGCCTGCGGAA 

GGGGAAAGTCACAGAGCAATCCCCAAGAGCTTTGAGTCTGAAAAGTCTGAGGCAAACAAA 

CTCACACAGGATCAATTTAAGTAACAGAGAACACTGACAGGGGAGCTT 

>SEQUENCE:3102:prostate_MPM2000-004P4Novel007_8Table4 

ACTACTATAGGGCGAATTGGGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTGATGG 

ATATCTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGACGCGGGGAGTTGTGAGG 

GGGAAGGTAGACTCTTTCCAGACCTTTGATAAAGGGGCTGCTCAAAAAGCCACGACCCTG 

GGCCTCTGCTAAAACCATGGCTTTAAGTAAGGAGGGAGCAGATATATAAAAAACCTTATC 

CCCCTTTCTAATCTCTTATGTCCTGTGAGTGTCACCCATTGAGTAAACCCAGGTGGAAGT 

CAGCAGGAAAGTAGCTGGGATGATGCAGTCTTTACAGGTTATATGCTGAAATGATTTTGG 

ATGTACCTCGGCCGCGACCACGCTAAGGGCGAATTCCAGCACACTGGCGGCCGTTACTAG 

TGGATCCGAGCTCGGTACCAAGCTTGGCGTAATCATGGTCATAGCTGTTTCCTGTGTGAA 

ATTGTTATCCGCTCACAATTCCACACAACATA 

>SEQUENCE:3103:prostate_MPM2000-004P4Novel007_8Table4 

CTATAGGGCGAATTGGGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTGATGGATAT 

CTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACCAAGCCAATGAGTTGGAGT 

TTGCCAGGGAGGCTTCTAAATTTATTCTGCTGTGAATTCTAAGTGGGGCATTTGGAAACT 

TCATATNNCCTGGACATTTTCTTAGCGTGACTTAGTAATTAAATGTGCATCCAAAAAAAA 

AAAAAAAAAACCTGCAGATTTGCGCTCAACCCCAATTTGGTTCATCTGAACACAGGAGCA 

CTTGAGAAATGCAAAATTCTTTAATCACTCCAAATTGCCCAAGCACAAACCAGGCCAAGA 

GCGTCAATTGCTTCTAAAATAAGATGCAGGTGTTCTGAAAAATCTACAAGCAGTCTGCTC 

ATTTTAAATTACTCTTCACTCCATGTGCCCATAGGGAAGGGAGGATTGAAGAAGGCGTTT 
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I I I I I I CATCAC 

>SEQUENCE:3104:prostate_MPM2000-004P4Novel007_8Table4 

GACTACTATACGGCGAATTGGGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTGATG 

GATATCTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACCATTCTTATCTCAG 

AATGCTGTAAACCATCAGTAGAAGCAGTTTAGATTTGGACTGCATGGAAAATGAAAAGTA 

ATAACCCTCCAACCACAACCTAGTCAGGGTATTAATAATTATATGTAGCAAGAAAACAAA 

GAAGAAAATAATATTGAAAAAATGGAGATTCCCCAACCAGTTTCATATTTGAAGGATCTG 

AGTTGTA I I I I I ATTAAGGAAA I I I I I i I I CTGAATACTGTCTTCCAAAATGTTAACATT 

AAAATCTGAATCAGAGGACTCTGAATGGAAAAGAAGTTTGATCACTGACACCTAGGGCTC 

TGAAGCGTGTGTGGCCACATGGAAAAGTCGAAGGATGCGCTGTCGAATCTCCTTTGTCTT 

CACTCCATAGACAATTGGGTTGAGCACAGGAGGAACCAGCAGATAGATATTGGCCAAAAT 

GACGGGCAGCGGAAAGTCACGCCGCTTGCTAAAGCGATGCACCATGGAC 

>SEQUENCE:3105:prostate_MPM2000-004P4Novel007_8Table4 

ATGGCCCTTAGATGCATGCTCGAGCGGCCGCCAGTGTGATGGATATCTGCAGAATTCGCC 

CTTAGCGTGGTCGCGGCTCTTGTACATGCTATCAGCGTGACTTATTACTGTTAGTGTTAA 

TCTTGATAACCTAGCCGAGATAGTGTTTATCAGATTTCTCCACTACAAAGTTATTTTCCC 

CCTTTCCATATGTAATTTTTGGAAGGAAGTCACTATTCAGCTCACACTAGAGAAGTAGGA 

AGTTCTGCTCCATATCCTTGAGGGCAGAGTTCATAAATTATTTGGAATTCTTCTTCATGG 

GAGATTCATCTATTCTACCCCATTTATTAATGTATTCAATTTTCTGGCACTACAAGAATA 

TATATATATTTTTGTAATCGACTTTAAAATAATTAGGAAAATGATAGAACATTTTAATAT 

AAGAGCAAGATATGGTAAATTGATGAATATTATTAGACATTATCAGTAACAAGAGCTTTG 

TATCTTAAGTTGTTTTGAGTTCAATTTCTTGTTCACATCTTTTAGCTTGGTTGAGCTAAA 

AAATCATTAACCATTGA I I I I I i I I GTAACCTTGCATATAATATGTACCTGCCCGG G CG G 

CCGCTCGAAAGGGCGAATTCCAGCACACTGGCGGCCGTTACTAGTGGATCCGAGCTCGGT 

ACCAAAGCTGGCGTAATCATGGTCATAGC 

>SEQUENCE:3106:prostate_MPM2000-004P4Novel007_8Table4 

ACTACTATAGGGCGAATTGGGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTGATGG 

ATATCTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACCCGAAAAGAAAGGAA 

GCTTTAGTAATGAAAGGATTGCTGCCAAAATCCTGTTTCCCCCTTGCAGATCTTACAGAA 

AACAGCCACAGAATCCCAAGGCATCAGCACCAAGAGAGCCTGTAGAAACTATCTGGTCTA 

AGCTCCTGAAGCCCAGAGATAAGAATGACTTAACCCAAGCTGCACAGCCTCTTAACAGTC 

CACTGTTAACCCCAGAAACAGATGCATTTGAATCTGAAAGGAGACAGGAATCCTAATCCT 

ACTGCTCAGGGACTTGCTGATTTACTTTGCTGTCTATTAGCCTTTCTGTGACATGATTTT 

CTACCAAGCAAAGTCTTTTATTCAAGTCTCCCAGAGATTTCCT 

>SEQUENCE:3107:prostate_MPM2000-004P4Novel007_8Table4 

CACTACTATAGGGCGAATTGGGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTGATG 

GATATCTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTCCGGGCAGGTACAGGT 

GTTACTATATTACCTGTAAGACCACACTCGGTGTCATCTCCTGCAAACTAGTCCTCTCCT 

GACTCCTCTGTTTCTGTGAGTGATTCTGCGATGGCTTGAGGTCATCCGTTTGCTTTGAAA 

GATCACACACCAGGATACATACAGAGATGTGACCCGGATGGATGGACCCTTGCCTCACAA 

TCAGGGTAGAAGCCTCTGGTTTTCTTATTTCTTTGTCCTCCTCTGTGGTGTGACACAGGT 

TCAGGAGGAGGTACCTCGGCCGCGACCACGCT 

>SEQUENCE:3108:prostate_MPM2000-004P4Novel007_8Table4 

CCCTCTAG ATG C ATG CTCG AG CG G CCG CC AGTGTG ATG G ATATCTG C AG AATTCG CCCTT 

AGCGTGGTCGCGGCCGAGGTACTGGAACATTTGCAGCTGAAGGAAAATCTCCAAAAAAGA 

TTTCAAAGAGACTAAAGTAGGAATGGGTGCTGGAAATGAGCAAGAAGGGTGAGAGTCCCA 

CGGGTGAAGGGAGAAAGCAGCAGAGAATGAATATAAGCCCGGAGAATGAACATAAATGTG 

AGGGGAAGAGGCCAGAGGCCAACACTGGAAGGACAGTGAGGGCCAAGAAAGGAACTACTA 

ATGTTTCTGAGACCTGCAGGGAACCATGGTATTAAGCTCTCATTACCAGCACCTAATTTT 

TTAGAGGCTGGTTTTCCAACTTAAGTGAAAGAAATTCACCCTGTTTTTAGCAATTATGAC 

GCACTATATTTACTTCTGTCACATTAGCTGATTCTGTGGTGGACTGGGTAATTTGAAAAG 

CTCCTTTGAACATGAATTGTTTGTAAACTTACAGTCTAGCAATAAGCCTAATTTTTAAAA 

CAGAATGCTTAATTTCTCCCTGTA 

>SEQUENCE:3109:prostate_MPM2000-004P4Novel007_8Table4 

TAGGGCGAATTGGGCCCTGTAGATGCATGCTCGAGCGGCCGCCAGTGTGATGGATATCTG 
CAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACTTTTCTTTGTCI I I I I I I ITGA 
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GACGGAGTCTCGCTCTATCCCCCATGCTGGAGTGCAGTGGCGCGATCTCAGCTCACTGCA 
AG CTCC GCCT ACC ATGTTCACG CC ATTGTCTTG CCTC AG CCTTCCG AGTAG CTG G G ACTA 
CAGGCACCCGCTAACATGCCCA 

>SEQUENCE:31 1 0:prostate_MPM2000-004P4Novel007_8Table4 

GACTACTATACGGCGAATTGGGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTGATG 

GATATCTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACCATTCTTATCTCAG 

AATGCTGTAAACCATCAGTAGAAGCAGTTTAGATTTGGACTGCATGGAAAATGAAAAGTA 

ATAACCCTCCAACCACAACCTAGTCAGGGTATTAATAATTATATGTAGCAAGAAAACAAA 

GAAGAAAATAATATTGAAAAAATGGAGATTCCCCAACCAGTTTCATATTTGAAGGATCTG 

AGTTGTA I I I I I ATTAAGGAAA I I I I I I I I CTGAATACTGTCTTCCAAAATGTTAACATT 

AAAATCTGAATCAGAGGACTCTGAATGGAAAAGAAGTTTGATCACTGACACCTAGGGCTC 

TGAAGCGTGTGTGGCCACATGGAAAAGTCGAAGGATGCGCTGTCGAATCTCCTTTGTCTT 

CACTCCATAGACAATTGGGTTGAGCACAGGAGGAACCAGCAGATAGATATTGGCCAAAAT 

GACGGGCAGCGGAAAGTCACGCCGCTTGCTAAAGCGATGCACCATGGAC 

>SEQUENCE:31 1 1 :prostate_MPM2000-004P4Novel007_8Table4 

CCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTGATGGATATCTGCAGAATTCGCCCTT 

TCGAGCGGCCGCCCGGGCAGGTACTATTCTCCTCACCTATAGT/TTGGACTCCTTGAAAC 

CAATGTGAATTTACCTGGTATTCTGTGAGGTGACCTACTGTTG I I I I I CTAGAATAGGGA 

GTAGCAATAGATGACTGTTCATGGTGAACTCTACCTTGTAAAACAGAATTATGTATTTGC 

CTGACTTGCTTGATCAAATGGCTACTGTCTGTCACCCTGAGAAGAATATTGAAACATAGA 

TGTTCACTGCTACTTCACTTCACTGGCTAAGATTCCTGGGTAGACTTCACTGGGCTCCTG 

GTCTCTATTTCCATTAAGACTCCTTTGCTTTGCTATAGCAGCCTGAAAAATTCCAAGAAT 

TTTAAAAAGTTA I I I I I CATCTTCAGAGAGGACACATTACTCGATG 

>SEQUENCE:3112:prostate_MPM2000-004P4Novel007_8Table4 

ATACGACTCACTATAGGGCGAATTGGGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTG 

TGATGGATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACTACTAAAGAAG 

AGATTACTATTTCTGGAAGAAACAAGGAGAGAGGTGACAGCTGCTTATTACAGGAAATGA 

TTTACCAGAGATCCTATAGCAAGTTAGGAGCGGACTCAGGGCTAGAAACAGAATCAATAA 

AATAGGTATTAATAATAATGGAAGTCTCTGAATTCTCTTCATTTCTTTCCTTTTCTCCTT 

I I I I I I CTCTCTTCCTTTC I I I I I I I I I I GAGAGGGGGACAGGGTCTTGCTCTGTCACCC 

AGGCTGGAGTGGCACAGTGTACCTGCCCGGGCGGCCGCTCGAAAGGGCGAATTCCAGCA 

C 

ACTGGCGGCCGTTACTAGTGGATCCGAGCTCGGTACCAAGCTTGGCGTAATCATGGTCAT 
AGCTGTTTCCTGTGTGAAATTGTTATCCGCTCACAATTCCACACAACATACGAGCCGGAA 
GCATAAAGTGTAAAACCTGGGGTGCCTAATGAGTGAGCTAACTCACATTAATTGCGTGGC 
GCTCACT 

>SEQUENCE:31 1 3:prostate_MPM2000-004P4Novel007_8Table4 

CCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTGATGGATATCTGCAGAATTCGCCCTT 

AGCGTGGTCGCGGCCGAGGTACCTGGAGGTGCAAGGTGTGCGCCGAGGAAATAGAGTTGA 

AGAAAGCAACTGGGGACTAGTTTTATGACCAGAAAGTGAATCGCTTTGCTTACCGCACAG 

GTAGTGAGATAATCAGGATGTCCCTGCGCCACAAACCTGCAGTGAGTAAAAGAGAGACAG 

CGGGACAGTCCCTCCTTCATCAGACACAGATGGGTGACATCTGGCCAGGAAGAAAGATCA 

TTCAGGAGCGGCAGAAGGAGCCCAGTGTGCTATTTGAAGTGCCAAAGCTGAAAAGTGGAA 

AGAGTGCATTGGAAGCTGAGAGTGAGAGTCTGGATAGCTTCACAGCTGACTCGGATAGCA 

CCTCCAGGAGAGACTCTCTGGATAAATCTGGCCTCTTTCCAGAATGGAAGAAGATGTCTG 

CTCCCAAATCTCAAGTGGAAAAGGAAACTCAGCCTGGAGGTCAAAATGTGGTATTTGTGG 

ATGAGGGTGAGATGATATTTAAGAAGAACACCAGAAAAATCC 

>SEQUENCE:3114:prostate_MPM2000-004P4Novel007_8Table4 

CTACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCCCGGCAGGTACGCGGNG 
A 

GGGTAGAGTGAGAAGCACCAGCAGGGCAGTAACANNGCCAACCCTNTNNAGCCATTGGCT 

AAGGGGGCAGAGANNNACTGGTGGANNGCCTTTCTCTTACTTCCCANNGGACTTCAGCAC 

CTAAGACAGCTCCAAAACAAACCNAACAGTCAGCTCCGGGGGAGCACGACTGGGCGAGAG 

GCACAGAAATGGACACCAGAAATAAGGCCCAGCTCCTTGTGCTCCTGACTCTTCTCAGTG 

TGCTCTTCTCACAGACTTCGGCATGGCCTCTTTACAGGGCACCTTCTGCTCTCAGGTTGG 

GTGACAGAATACCCTTTGAGGGAGCAAATGAACCTGATCAAGTTTCATTAAAAGAAGACA 



Table 7 
2395/3129 



TTGACATGTTGCAAAATGCATTAGCTGAAAATGACACACCCTATTATGATGTATCCAGAA 
ATGCCAGGCATGCTGATGGAGTTTTCACCAGTGACTTCAGTAAACTCTTGGGTCAACTTT 
CTG CCAAAAAGTACCTCGG CCGCTCTAG AACTAGTG G ATCCCCCGGG CTG CAGG AATTCG 
ATATCAAGCTTATCGATACC 

>SEQUENCE:31 1 5:prostate_MPM2000-004P4Novel007_8Table4 

G ACTACTATACGG CG AATTGG GCCCTCTAG ATGC ATG CTCG AG CG G CCG CCAGTGTG ATG 
GATATCTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACCATTCTTATCTCAG 
AATGCTGTAAACCATCAGTAGAAGCAGTTTAGATTTGGACTGCATGGAAAATGAAAAGTA 
AT AACCCTCC AACC AC AACCT AGTC AG G GT ATTAATAATTATATGTAG CAAG AAAAC AAA 
GAAGAAAATAATATTGAAAAAATGGAGATTCCCCAACCAGTTTCATATTTGAAGGATCTG 
AGTTGTA I I I I I ATTAAGGAAA I I I I I I I I CTGAATACTGTCTTCCAAAATGTTAACATT 
AAAATCTGAATCAGAGGACTCTGAATGGAAAAGAAGTTTGATCACTGACACCTAGGGCTC 
TGAAGCGTGTGTGGCCACATGGAAAAGTCGAAGGATGCGCTGTCGAATCTCCTTTGTCTT 
CACTCC ATAG AC AATTG GGTTG AG C AC AGG AGG AACC AG CAG ATAG ATATTG G CCAAA AT 
G ACG GG C AG CG G AAAGTC ACGCCGCTTGCTAA AGCG ATG CACCATG G AC 
>SEQUENCE:31 1 6:prostate_MPM2000-004P4Novel007_8Table4 

CCACGCGTCCGAGGCATCAAAGGCTGCATAATGTCTCCTCCACAGGTATTGGTGGTTACT 

TAGGACCATTGCCTACTAGTGAAACAATCAACCTCAACCCAGCTTTGCCCTTCTGAGCCC 

CTGAAAGATCAGCTCGAATGGTGCTGGGAACATGGAGGGCGTGCTGCCTGCACATGGACC 

TGTGAAGTAGTCAGGGCTTCTGTCCCACGTGGCTGCCCCAAAACCTTTGTGAGGTACTGC 

CCTCTGTACAGTAAGCCATCATAGTGTACATCCGTTTACTTTTATAGTAAGAGACAGAAG 

AAGAGGGCACAGTTTTAAAACAATGATATGTAAAACAGTGCGAAGGTATGATTTCCTCTC 

TGAACTAAGTGTGACCGTGGGTAACTCTTGGTGTGTTGGACACCCACTTGAACAGCCACT 

ACCCTG G CCC AG ATCAG AATACG G CA ATG GC ATCCCG AACC ACTGTATGGC ACTCAG CCT 

GCGGAAGGGGAAAGTCACAGAGCAATCCCCAAGAGCCTTGAGTCTGAGAAGTCTGAGGCA 

AACAAACTCACACAGGATCAATTTAAGTAACAGAGAACACTGACAGGGGAGCTGTTCCTA 

GACAGCAGTGGCTACCGGTGC 

>SEQUENCE:3117:prostate_MPM2000-004P4Novel007_8Table4 

GGCGAATTGGGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTGATGGATATCTGCAG 
AATTCGCCCTTAGGTGGTGCGGCCGAGGTACCATTCTTATCTCAGAATGCTGTAAACCAT 
CAGTAGAAGCAGTTTAGATTTGGACTGCATGGTAAAATGAAAAGTAATAACCCTCCAGCC 
ACAACCTAGTCAG G GTATTAATAATTATATGTAGCAAG AAAAC AAAG AAG AAAATAATAT 
CGAAAAAATGGAGATTCCCCAACCAGTTTCATATTTGAAGGATCTGAGTTGTAI I I I I AT 
TAAGGAAATI I I I I I I CTGAATACTGTCTTCCAAAATGTTAACATTAAAATCTGAATCAG 
AGGACTCTGAATGGAAAAGAAGTTTGATCACTGACACCTAGGGCTCTGAAGCGTGTGTGG 
CCACATGGAAAAGTCGAAGGATGCGCTGTCGAATCTCCTTTGTCTTCACTCCATAGACAA 
TTG G GTTG AG CAC A 

>SEQUENCE:3118:prostate_MPM2000-004P4Novel007_8Table4 

CTATAGGGCGAATTGCGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTGATGGATAT 

CTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACCACTTAATAGTATTGAGTT 

CATCCGAACTGGTGAGGTCGAGACAGGCTGATCTGTTGTCCTGTTGGTTGATGTGATCAA 

GAGGGTCATCGGAATGACAGCTACCAGTGAAATGATCCACACCACAGCACAGGCTACAAC 

TGCACATCGAGTTTTGTGAATGGAAAAGCAGCTCATTGGGTGAATGATCACACAGTAGCG 

GAAGATGCTGAAACAGGTGAGGAAGAGGATGCTGCTATACAGGTTGAAATGGAAGCTGAA 

GCGGATAAACTTACACATGAAATCTCCAAAGATCCAGTTTTCGCCACTGGCATAGTAGTG 

AATCAAGAAGGGGAGGCTGGTCAGATACAGCAAATCTGTGCAGGCCAGGTTCAGCATAAT 

GATGGTGCTGCTCTTCCAAGGTCTCATTTTGAAAATGTAAGTGGATATCACTACTGCAT 

>SEQUENCE:3119:prostate_MPM2000-004P4Novel007_8Table4 

CGACTCACTATAGGGCGAATTGGGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTGA 
TGGATATCTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACCTCTTATTCCAG 
AGAAGTGGGGAGCAGAGAGGAAGATGGAGTGGAAAGGGGCGAGGCAAGGCCCTCCTGAA 
A 

TACCTCAACCCAAATCTTCAAGAAATCCCCAAGTCCTCACAGTGC I I I I I GTGGA I I I I I 
GTGGAAACCGGTAAAAGGGGCTGATTTGCTGACCCCAGTGGGTAGAAAACAGAGACTGTC 
AAGAGAACAGAAGAGGAGGCAGAAAGGGGATGGGGAAGTGGGGTTCGCCATGTTCACGAG 
CTCCTGGAGCCACAGGGCCCCCCAGGAACAACAGAGCTGAGACTGGGTGGCCTTGTTTCT 
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GGCCCAATTCCCTGGGACCACCACCCTGGAAGGACAACTTGAGCCCTACTCAAGGACCCA 
CCACAACATCTCAGCATTGTCGGTCCTTAAATGCCAAGGTCTGTGCTCACCATTTCCATC 
CTTAAGATTCTCACAGGGAAGAACCCACACAACAGCTTTGTCCCTGCGACTCTGGGTGAG 
TTTCTGACACTG 

>SEQUENCE:3120:prostate_MPM2000-004P4Novel007_8Table4 

TACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACCCGAAAA 

GAAAGGAAGCTTTAGTAATGAAAGGATTGCTGCCAAAATCCTGTTTCCCCCTTGCAGATC 

TTACAGAAAACAGCCACAGAATCCCAAGGCATCAGCACCAAGAGAGCCTGTAGAAACTAT 

CTGGTCTAAGCTCCTGAAGCCCAGAGATAAGAATGACTTAACCCAAGCTGCACAGCCTCT 

TAACAGTCCACTGTTAACCCCAGAAACAGATGCATTTGAATCTGAAAGGAGACAGGAATC 

CTAA TCCT ACTG CTCAG G G ACTTG CTG ATTT ACTTTG CTGTCT ATTAGCCTTTCTGTG AC 

ATGATTTTCTACCAAGCAAAGTCTTTTATTCAAGTCTCCCAGAGATTTCCTATTTAAGCG 

TTTGCTATTTGGCCACTTAAAAAAGACAGAAGAGAAGTAAACAGAAGCATATACCACACA 

ACTCAGTCCAGTCAGTAGTTGACTCTCAAGATGGCGGATGTCACTGAGATGGCTGAGAAA 

TAGGAACGGATGTGGAGAAAGGAGTGGCAGTGGAGTTAGCTGTTTTGTCTACCTGCTGGA 

TA 

>SEQUENCE:31 21 :prostate_MPM2000-004P4Novel007_8Table4 

ACGACTACTATAGGGCGAATTGGGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTGA 

TGGATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACAGTGAAAAGAGCCA 

AGGCTGTGTGACCCCCTCATCACTTAGCCAGGCGTATGGTCCTGGTTTCTGAGGCTGCAG 

AAAGCATCTTAGCAATTTGTGTTTGGATGGTCCATGCCTGACTATTCTAGGCTGGAGGTT 

CCTAAAGAGTAACAAGAGGAAGAGAAACAAGAATCTCTGACACTTGTTGAGAATAGAGCA 

CAGTCCCATTTGTTTGAAAAGAGACACCAGGTAGCCATGTTTATGTGCCAGAAATGCATT 

CCACCTCA AGG AG G ACTTAATTTATG G ACCCGTGTGTG CC AG G CTG AG CTG G G C AAG ATC 

TTTCTCAGGACAAACTCTGCCATGCAGCTAAAAGCCTGGAAACTAAAGGATTTCATGTAG 

TAAACTATCTTCCAACCCCTGTAGGCATCAGACCACAGGATGAGGTTTCAGAAGGTCATA 

AGGCAGAATAGT TAAG CCTACAGGGCTTACAGTCTGACAGACCTGGGTTCAGTTCTTGGG 

TCTTCATCACTAGTTTTGTGACTTCGGGAAGATGACTCCCCGAG 

>SEQUENCE:3122:prostate_MPM2000-004P4Novel007_8Table4 

TAG GGCG AATTGGAGCTCCACCGCGGTGGCGGCCGGCATTCTCCCAGGGATCTCTGTGCT 

TCCTTTTGTGCTTCCTGTGTGTGTGGATATTTAAAGGGGCTGGAAATGTGCAAAAACATG 

TCACTACTTAGACATTATATTGTCATCTTGCTGTTTCTAGTGATGTTAATTATCTCATCA 

GCAGATGTGTGGCCTCAGATGGTAAAGTCAGCAGCCTTTCTTATTTCTCACCTCTGTATC 

ATCAGGTC CTTCCC ACCATGCAGATCTTCCTGGTCTCCCTCGGCTGCAGCCACACAAATC 

TCCCCTCTG I I I I I CTCCCCGCGTACCTCGGCCGCTCTAGAACTAGTGGATCCCCCGGGC 

TGC AGGA ATTCGATATCAAGCTTATCGATACCGTCGACCTCGAGGGGGGGCCCGGTACCC 

AGCTTTTGTTCCCTTTAGTGAGGGTTAATTGCGCGCTTGGCGTAATCATGGTCATAGCTG 

TTTCCTGTGTGAAATTGTTATCCGCTCACAATTCCACACAACAf ACGAGCCGGGAGCATA 

AAGTGTAAAG 

>SEQUENCE:3123:prostate_MPM2000-004P4Novel007_8Table4 

TACGACTCACTATAGGGCGAATTGGGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGT 

GATGGATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACATCCCAGCTGAT 

TCAGTATTTCCTTCTCTTTGAAAACTCTCACAGAAACTGCCCTATAACTTCTACTGACAT 

CTCATCTCAATGGCTAGATCAGTGCTATATAACAAAACTTTCTGCAGTGATAGAAATGTT 

CTATATCTGAACTATCCAAGATGTTAGCTACTAGCCACTTATGACTGTTTAGCATTTAAA 

ATGTCACTTGTGGAACTGACAAAATCAACTTTTAATTTTAC1TGATTTTAATAAATTTAA 

ATTTAAATAGATACATGTGTCTAGTGGCTACCACAATAAATAGTGCAGGGCTAGACCTTA 

ATCACATCACTACCCCATCTGCAAGAAAAGCTGGAAAATGAAGGTTTGGAGCTAAACACG 

TTGCTACCCTCCACAAAATTATGTTTTTCTTAGTAAGGAAAAACAAACAAAAATGAATAT 

AG G CTG G G CAG ATAAC AG CCTCTG C A ACC AAG GG AT ATTTG CTT 

>SEQUENCE:3124:prostate_MPM2000-004P4Novel007_8Table4 

ATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCCCGGGCAGGTACTACAGAGATAC 

CTTGATTCCAAGTATCCCACTTACTTTCCACAACCAAAAGTTTTGTTCCAGTTTTCATAA 

AGCTCTAAATCTTTTGGAGAAACACTAGGTCGCACAGTTCTAAAAGCATTTTCAAAATCA 

ATGTAAGCTATGGGTCGAACTTGATCCGGTGTTATGGTAGCAATGTCAGCAGTTTGTAAA 

CTGCGAATAGGACCAAGAGAAGCCTCCCTGCAAAGCTGTGTCATGTCTGCTCCTGAAAAC 
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GCATCAGACTGCTGTACCTCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAAT 
TCGATATCAAGCTTATCGATACCGTCGACCTCGAGGGGGGGCCCGGTACCCAGCTTTTGT 
TCCCTTTAGTGAGGGTTAATTGCGCGCTTGGCGTAATCAT 
>SEGUENCE:3125:prostate_MPM2000-004P4Novei007_8Table4 

ACTACTATAGGGCGAATTGGGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTGATGG 

ATATCTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACCCGAAAAGAAAGGAA 

GCTTTAGTAATGAAAGGATTGCTGCCAAAATCCTGTTTCCCCCTTGCAGATCTTACAGAA 

AACAGCCACAGAATCCCAAGGCATCAGCACCAAGAGAGCCTGTAGAAACTATCTGGTCTA 

AGCTCCTGAAGCCCAGAGATAAGAATGACTTAACCCAAGCTGCACAGCCTCTTAACAGTC 

CACTGTTAACCCCAGAAACAGATGCATTTGAATCTGAAAGGAGACAGGAATCCTAATCCT 

ACTGCTCAGGGACTTGCTGATTTACTTTGCTGTCTATTAGCCTTTCTGTGACATGATTTT 

CTACCAAGCAAAGTCTTTTATTCAAGTCTCCCAGAGATTTCCT 

>SEQUENCE:3126:prostate_MPM2000-004P4Novel007_8Table4 

GACTACTATAGGGCGAATTGGGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTGATG 

GATATCTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACCATTAGCTACAGTG 

ATCTTAGCTTCCTTGCTTACAATTGTTCAGTGGGTCATCTAAATTCTTCCATGTCCTGAG 

CATGATCTACAAACATTGTCTAGCTTCTGTCTCTCCGTCTTCCCGCCATCATTGTGCTGT 

AGCCATATGGAACTCCTTTCAGTTCTCTGACCATGCCCTTTCCTGCCTCAGATTTCAGCT 

TAAATTTTGCCTCCTCAGAGAGATGCCTTCCCAAACTCCCCATCTGAAGCTGGCCTCTGC 

CTTTTACTCCCTATCATGTCACTCTCTGCTCACCATCCTTATCACAATGTCTATTTGATT 

TGTTTGCTAGTTTACTGTCTTCACAACATAATGTCCGTTTGTGCAAGGGTCTTAI I I I IC 

TTATTCATGTCTGTATCTCAAGGGTCTAGCACAATGCTTGATGCATA 

>SEQUENCE:3127:prostate_MPM2000-004P4Novel007_8Table4 

TACGACTCACTATAGGGCGAATTGGGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGT 

GATGGATATCTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACCCGAAAATAG 

TGTTTCTGTCATTCAGGCAAGATTCTAGCTTTGCCTTTTCCCTACTTCCCATTTTCTACC 

TCAGAAACAGAAATTGGAATATGAGAGGGTGGAGAATCGCTTTAGAGGAACTGAAACGGA 

GTTTGTAAGTTGAATGGTTTCTAGCCCATGTGTAAACCTGGGTGCGGTGTGAGAGGAGCT 

CTGCACGACTCCACGGAAGGGAACCCAGTGAGTTGTAGCTATAGTTTCCTAATTGATTTA 

GAGGTGACAGCGTAAACAATGGCTCTAAAAAAAGGTGAAACTCCATTTACCAAAACCAAA 

TTTGACACTAGCTCCCAAAGCTAACTTGTTAATACAGATTTATCTTAGGCTAGTGAAGTG 

GCACTAAATTTGAAACTGAGAGTCTTGGGTGCTGTCTTTTATCTGTCTTGGGGCTTACTG 

>S EQ U E NCE:31 28: prostate_M PM2000-004P4N ovel007_8Table4 

ACGACTACTATAGGGCGAATTGGGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTGA 

TGGATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACAGTGAAAAGAGCCA 

AGGCTGTGTGACCCCCTCATCACTTAGCCAGGCGTATGGTCCTGGTTTCTGAGGCTGCAG 

AAAGCATCTTAGCAATTTGTGTTTGGATGGTCCATGCCTGACTATTCTAGGCTGGAGGTT 

CCTAAAGAGTAACAAGAGGAAGAGAAACAAGAATCTCTGACAC T TGTTGAGAATAGAGCA 

CAGTCCCATTTGTTTGAAAAGAGACACCAGGTAGCCATGTTTATGTGCCAGAAATGCATT 

CCACCTCAAGGAGGACTTAATTTATGGACCCGTGTGTGCCAGGCTGAGCTGGGCAAGATC 

TTTCTCAGGACAAACTCTGCCATGCAGCTAAAAGCCTGGAAACTAAAGGATTTCATGTAG 

TAAACTATCTTCCAACCCCTGTAGGCATCAGACCACAGGATGAGGTTTCAGAAGGTCATA 

AGGCAGAATAGTTAAGCCTACAGGGCTTACAGTCTGACAGACCTGGGTTCAGTTCTTGGG 

TCTTCATCACTAGTTTTGTGACTTCGGGAAGATGACTCCCCGAG 

>SEQUENCE:3129:prostate_MPM2000-004P4Novel007_8Table4 

CGAGGTACAATTGGTTCATTCCACAGTTTAAACTAACTGGAGCTCCTAAAAGCAGCAGAC 

AGGAACTGAATGAAAACCCCTGCGCTGACTGACTTGTATAATCTAGTGGCCTAGCCTGGA 

AGCCTCAI I I I I GTCACCTGTAAAAGGAGATTGTAAGAGGATGGGTATAAGGAGCTTCAT 

AAACCTGGATGAGATATTTGAGGGGGAGGGAACAATACTTACCCTCAAAGCTATTAAGAG 

GCAGGAGATGGGAATATTCCACAAAGCCACTTCTACAAACACGGGAGCCTGTTGAGTCCC 

AGAAGGGACAGTGGTTGGTGGCTTCCAGACATGCTGTGTCCTCAAGAATCCAACAAGCAT 

CTTCTTCATCCTGGTCCTGCCCCCAGCTGAGTCCAGCGTTAAAATGTCTTAAAGGAC 

>SEQUENCE:3130:prostate_MPM2000-004P4Novel007_8Table4 

GCGTATACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACTG 
CATACATTATTGCTTGTGCATTAGCTTATGTATTTGAATCACAGAAATTGCCATCACTGA 
AT ATTG CT AT AG AAC ATTT AAATGG G CC ACTTG C AGTGTCTC ATG CCTG AATACATTG G A 
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GGCTGAGGCACGAGGACAGTTTGAGGCCACGAGGTTGAGACTAGCCTGGACAACATAAGG 

AGATGCCTGTCTCTACAAAAACATAAAAATAAATCAGCTGGTATCAAGCACAGTTCCATG 

GACATATTAAAATCTTTTTAAAAAGTAAAAATAGGCTGGGTGTGACGGTTCATGCCTGAA 

ATCCTAACACTGAGGGACGCCAAGGTAGGCGCATCACCTGCAGTCAAGTGATCCAGACCA 

GCCTTCCCAATATGGTGAAACCCCGTCTCTACTAATGCTACAAAAATTACC 

>SEQUENCE:31 31 :prostate_MPM2000-004P4Novel007_8Table4 

CGACTACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCCTGGGCAGGTACGC 
G 

GGGGCCGCGGGACGCCAGGAGGCGGAGGCGGAGTGGAGTTAGATTAAATGCCTTAATGG 
A 

TAAAGAAAAATTGGATGTTAAGATTGAATATTGTAACTATGCAATGGATTCCTCAGTGGA 

AAACATGTATGTAAACAAAGTGTGGGTTCAATGTGAGAATGAAAATTGTTTGAAATGGAG 

ATTGTTATCAAGTGAGGATTCAGCCAAGGTTGATCATGATGAACCATGGTACCTCGGCCG 

CTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAATTCGATATCAAGCTTATCGATACCGT 

CGACCTCGAGGGGGGGCCCGGTACCCAGCTTTTGTTCCCTTTAGTGAGGGTTAATTGCGC 

GCTTGGCGTAATCATGGTCATAGCTGTTTCCTGTGTGAAATTGTTATCCGCTCACAATTC 

CACACAACATACCGAGCCGGGAGCATAAAGTGTAAAGCCTGGGGTGCCTAATGAGTG 

>SEQUENCE:3132:prostate_MPM2000-004P4Novel007_8Table4 

CTACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGGGATCTTCGGCAAGACTCA 

CGTCTCCAACAACCAAGCTCCCCAAAGTCCTGACCTCAAGCAATCCGCCTGCCTAGGCCT 

CGCAAAGTGCTGGGATTACAGGAGTGAGCCACCGTGCCCAGCCAAGAAAGATTTTGGAAG 

AGTGAATGAATACAAGGATTTCCACTAGACTGAGAATTAGTTTGTCAACAGCATTTCAGT 

GTCTTGAGAAGTATTTACATTTGGCGTGGACAAAGCTGGCAGATGACGTAGAAAGTAAAA 

AGTTGCCTCTTCAAAGTTTCCCTTCTTGTTAAAGAATAAATCATAAATGTTAGAAAC 

>SEQUENCE:3133:prostate_MPM2000-004P4Novel007_8Table4 

TACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCCCGGGCAGGTAC 

TTTTATTTCTAAAAACATCTGCCAAATAAAACCAACCAAAACTCATTATTTTCACCATTA 

CCAAGAGCTAGCTCTATTAAATTTATATCAACAAGTTAATCTGTCTCTATATAGGGAAGG 

TTTCCG CAA ACTA A A ATCTAAACCTAACTTTTGT AG AC AG GG ATT ATG GTAG G AATTTGG 

TATTACAACTAAACCAGCCAGCTAAGGAGTGAACCTAAGAAAAAATATATTGCATATCCT 

TATTGACAGAATCACAGTTAGATGCTGCACTAAAACCCTAAATGGTATATCTCTCAGCCC 

ACGTAAAATTTCAGCTCAAGAAGTTCACAAATAGAAACAGATAATAATGTTCAAATATTA 

CTTAAG AGTG ATTACACTTAAGTCAAACATG G G AAAG AATAGCAAATACA AACCCC AAGG 

AAAAATGAGATTATGGTGATTTCCAAATGCAGTTTCTATAGATTAGGCAGAGGTAATCAT 

TTTA AAGTG ATTCATTCAG CTACCC AG ACTCTG G AAAAC A AGTCG G G G ATG AAG CAA AG C 

TCTTAATCT 

>SEQUENCE:3134:prostate_MPM2000-004P4Novel007_8Table4 

ATACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACATGGTT 

AACAGGCAGCTTGTGCCCAATCCCAAAGCGGGAAGAAAGGCCTGGCTTTGGCTCACTGAT 

GATAAAGTCTCCTCCCACTGCCTTTCAGCAGCTCTGCCGAAGAGCTGATCAAGATGCTGC 

AAACCCAGCTTCCCCAGACCGGCCAAGAGGGAAGAATGATGAGCGTGTTTTAAATTACAA 

AGAGGGAGCAGCGCAGGCAGTTTCTGGTCTGGGTGATAAATTGAAATCCATAAATATAGC 

AGTGCTAATTTGAAGTTCTGTAATTGTTTGTGCCATGAGAATGTGTACCTGCCCGGGCGG 

CCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAATTCGATATCAAGCTTATCGATAC 

CGTCCACCTCGAGGGGGGGCCCGCGACCCAGCTTTTGGTTCCTTTAGTGAGGGTTAATTG 

CG CG CTTG G CGTAATC AT 

>SEQUENCE:3135:prostate_MPM2000-004P4Novel007_8Table4 

ACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACTTGACAGGAAATCTC 

ACACTTGTGAATTCAGAGCTCGTGAGCATAAAATTGCTCTTCTAATCACTTGCTTTTATT 

TGCTGATCTTTATT GGTG CATTTTATTGGTCAGGATGTGATTGAGATTATGTAATAAACC 

CAACTGACTGCTTCTTTTAACTTCTGCTATTGAAGTAATCCCTCAGATTACTGTCTTGAG 

AGACGGAGAGTGCACACAGTCCAACAGTGTGCACTCTTCCTCTGTAAAGACAGTAGAAAG 

GTATCCATCTTGTTTTAAATAGTAGCAGGGAGGTTTATCAATGGCTTAACATGGTAGGCT 

GGGCCTGGAGAGCTCTCAATGTAACAGAGCTCAAATGTGGCATTTACATGAATTCTAAGT 

TGATTAAGCGACACAATTTGTTCAACTATAAAACATAATACATTCTTAATAGATTTTACC 

TATTATTGTATATGTAAGTTCCTAGTACCTGCCCGGGCGGCCGCTCTAGAACTAGTGGAT 
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CCCCCGGGCTGCAGGAATTCGATATCAAGCTTATCGATACCGTCGACCTCGAGGGGGGGC 

CCGGTACCCAACTTTTGTTCCCTTTAATGAGGGTTAATTGCGCGCTTGGCGTAATCATG 

>SEQUENCE:3136:prostate_MPM2000-004P4Novef007_8Table4 

TACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACATTTCCT 

AAGCCGGAACACTCAAGCTTTTTTCAGGGTGTTTGGCTCTTGCAGCAAAACAATTGAGAT 

GCTAACAGGGAGGATTACAGTGTTTACAGAACAACCTTCAGCGCCGACCTGGAATGGTAA 

CI I I I ICCCTCCTCAGATGACCTTACTTCCACTGCCTCCACAAAGACCTTCTTACCATGA 

CCTGGCTTTCCAGTGTGGTTCTGACAGCACTACTGATAACCAAACTGGAGTCAGGTATTT 

TGTACCTGCCCGGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAATTCGAT 

ATCAAGCTTATCGATACCGTCGACCTCGAGGGGGGGCCCGGTACCCAGCTTTTGTTCCCT 

TTAGTGAGGGTTAATTGCGCGCTTGGCGTAATCATGGTCATAGCTGTTTCCTGTGTGAAA 

TTGGTATCCGCTCACAATTCCACACAACATACGAGCCGGGAG 

>SEQUENCE:3137:prostate_MPM2000-004P4Novel007_8Table4 

CTGAACACTAATGCACTAAGAGTAATTGTGAAAGCTTCAGATTGCGCTATTTTGAACTAT 
ATATCTGGATGATATATTCATATATGCTTGAATAACTTATAAGCAATTGAAACTTTCAAT 
TACAGTATACTATTGAAGCAAATCAACTAATATATACACATATCCATTAGCAATAGTAGA 
TAAI I I I I GTAAATGTCCAGCACAGTTCTTCATATGTAGAGGATGTTCAAATTGGCTAAG 
TTCCTTTTCTCTCTTAATTATTAGTA I I I I I CCTACTGCTCTTTGTATAATTATTCCTTC 
CTCTTTAGCTCCAATCCTTACAATCTATTCTTAACATAGCAACTGGAAGAAAG I I I I I AA 
ACATAAACCAGATGATGTCACTCCACCCCACAAAACTTGCACTATTCTCTGTCACA 
>SEQUENCE:3138:prostate_MPM2000-004P4Novel007_8Table4 

CTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACCTAGAAGAGCTCCCTG 

CAAGTGTAAATATTAAGGATGACCTGTGCAAAATTATACCCACACCAGCACTAGTGGTAA 

TTATTCTAAATTATTGTCAAAAAG I I I I I I I I AATCTGTCTTTCAAGTTTACCAGAAAAG 

AAAGCAGTAAATGCATTGATGTCATTTTATTATGTACCTGCCCGGGCGGCCGCTCTAGAA 

CTAGTGGATCCCCCGGGCTGCAGGAATTCGATATCAAGCTTATCGATACCGTCGACCTCG 

AGGGGGGGCCCGGTACCCAGCTTTTGTTCCCTTTAGTGAGGGTTAATTGCGCGCTTGGCG 

TAATCATGGTCATAGCTGTTTCCTGTGTGAAATTGTTATCCGCTCACAATTCCACACAAC 

ATACGAGCCGGGAGCATAAAGTGTAAAGCCTGGGGTGCCTAATGAGTGAGCTAACTCACA 

TT AATTGCGTTG CG CTC ACTG CCCG C 

>SEQUENCE:3139:prostate_MPM2000-004P4Novel007_8Table4 

ACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACTTGACAGGAAATCTC 

ACACTTGTGAATTCAGAGCTCGTGAGCATAAAATTGCTCTTCTAATCACTTGCTTTTATT 

TGCTGATCTTTATTGGTGCATTTTATTGGTCAGGATGTGATTGAGATTATGTAATAAACC 

CAACTGACTGCTTCTTTTAACTTCTGCTATTGAAGTAATCCCTCAGATTACTGTCTTGAG 

AGACGGAGAGTGCACACAGTCCAACAGTGTGCACTCTTCCTCTGTAAAGACAGTAGAAAG 

GTATCCATCTTGTTTTAAATAGTAGCAGGGAGGTTTATCAATGGCTTAACATGGTAGGCT 

GGGCCTGGAGAGCTCTCAATGTAACAGAGCTCAAATGTGGCATTTACATGAATTCTAAGT 

TGATTAAGCGACACAATTTGTTCAACTATAAAACATAATACATTCTTAATAGATTTTACC 

TATTATTGTATATGTAAGTTCCTAGTACCTGCCCGGGCGGCCGCTCTAGAACTAGTGGAT 

CCCCCGGGCTGCAGGAATTCGATATCAAGCTTATCGATACCGTCGACCTCGAGGGGGGGC 

CCGGTACCCAACTTTTGTTCCCTTTAATGAGGGTTAATTGCGCGCTTGGCGTAATCATG 

>SEQUENCE:3140:prostate_MPM2000-004P4Novel007_8Table4 

GGAGCTCCACCGCGGTGGCGGCCGAGGTACTGATGGGATTTATGCTCAATAGAATTAACC 

AGGAAGCAACCCCTGGAGATATAGTTGAAAAATTGGGAGCTGATGCAAAAATTCTTTCAA 

ATGTTATCTCAAAAAGCACGAGACCAAATACTCTTGATATTGGGAAGCCACCTTTAAGAT 

CAAAAAGAGACAGTCTAGAAAAGGAATCTAGTGATGATGATACACCTTTTGATGGTTCTA 

ACTATTTGGCAGATAAAGTGGATTCTCCTGGTATTTTTGACTTAGAAGACTTAGACAGTG 

AAACAGATGTATCAAAAGCAGGATGTGTTGCTACACAAAATCCCAAGAGGATTCAACGTA 

TGAACAGC AGCTT TTCAGTAAAACCTTTTGAAAAAACTGATGTCGCAACAGGAATTGATC 

CCCTCTCTCTTTTGGGTGCTGAGACTGAACAGCAGCAAAAAGAAGAAGAGGAGGAAGGAT 

G AAG ATGATAG CAAAGGCATTTTAACACCATC 

>SEQUENCE:5847:prostate_MPM2000-004P6_Table5 

GTAATACGACTACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACTGAT 
AGGCGCCCGTCTTTGGTTGCCACGGAAATGTCAAGATGCTGGGATACAGGGTGATCGGGA 
TGTGAATTTCCACCTCCTGCTGGTTCCACACAGGCACCTGTAGTATGTGGACCCCTCCAT 
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CCTGGTCCACCACAGAGGTGAGGGCCGCGTCAATGGCCGTCTGTCCCCTCTTTAGTGCCC 

TGATGCGATGGTATGACCCATTCTGGGAGGACGAGAGCACCTCGAAGAACTCAGCAGGAA 

GCACAGTTTCAATTCGGATGTTGTCAGATACATAGACCTTGTTGCTGAACTTGTCAAAAA 

CTTCGATGGTGATTTCATACAGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAG 

GAATTCGATATCAAGCTTATCGATACCGTCGACCTCGAGGGGGGGCCCGGTACCCAGCTT 

TTGTTCCCTTT 

>SEQUENCE:5848:prostate_MPM2000-004P6_Table5 

GTAATACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGATCTCCAGG 

CCAGGAGCCAGGCGCGATGTCAGGCGCTGGCCGACCGCGACCAGCAGCAGGTCGCCGAA 

A 

TGGTGGCCGAGGGCGTCGTTGGTTTCGGCAAAATGGTCGAGGTCGACCAGGGCCAGCACC 

GCGCCCGCGCGGCCCGGGCCGGCCAGGATGGCCTCGAGCAGCTCGACCATGCGGGTGC 

GG 

TTCGGCAGGCCGGTGAGCGGATCGTGGAAGGCCGACTTGTTCAGGCTGGTGACCAGCTCG 
CAGTTGTCGAGGCACACCGCCACCATGCCGCAGAACAACCTTCAGCAGGCGCCGCTCGAA 
CTCGTTCATCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAATTCGATATCAA 
G CTT ATCG ATACCGTCG ACCTCG AG G G G G 
>SEQUENCE:5849:prostate_MPM2000-004P6_Table5 

GCTCCACCGCGGTGGCGGCCGAGGTACCTTTAAAGAAGACCCTTGGAGTCTTCTATACCT 

TCTTCTCCTTCCCCATCTCACTCCACCCCACTTTGTCCCTGATGTCTTGGGGAAGGTGTA 

GAACACCCTAGCAGTTCCTATTGTATATACTTGGGAGCCACTGAGAACAGAGGACGGCCA 

GTG AGTCCAAG CCTCGTTCCTCCTTCTG CCTCCCCG G AG CCAC AGG ATG G ATTTAGG AG C 

CACTGCTCAGTGCACTTCTCCCTTCCAACTGCATCAACTAACTCTCGGGGGTGTTCTGCT 

CACCACACCGTCCTTCGATTCTTACTGAGTCACAGACTCGCCTGCCCACTACGTGTCCTG 

GGTTCTCTCTACTCAGATCCCTTCCAGAAACTTTATATGGGTAGAGGAAGCCAGGGCGGC 

AAATGCGAGACCAAATATCATTTTGCCAATGAGTCTGAGGCTGTGGTCTCTGGATCCAGT 

CATTATG I I I I I ATAGAATAATTAAACCGGATGCTAACGGTGTTTTAAAAATAATAATAA 

AACAACTTGTTTCCTTTT 

>SEQUENCE:5850:prostate_MPM2000-004P6_Table5 

CTCACTATAGGGGCGAATTGGNAGCTCCACCGCGGTGGCGGCCGCCCGGGCAGGTACAA 
C 

AGATGCAACCGTAAGACACACAGAGCCCGCCCACTGCGGGGCAGCAGGACCGAGCCCAG 
A 

GCCCTCGGGGGTTTCGTGCGTGACGAAGGGTCTTTCACTCAAGTAAAATGGCAGCGTCCT 

CCTTCCTCTTGAAAACATGGGGACAAAAAGGGACCAGGATCTTCCCAGCAATCGGCATCC 

TCATCGCCCTCTGGACTGCTTGGAGCCCGCCCACCTGTGCTTTTAACTCATACCTGAGAA 

ACACGGCTGGTGTTTTACTTAGA I I I I I AAATTTAAAATGTCTAATGGAAGATAAAGACT 

TACCTTCCCCAGGCTAACGCTTAAAGAATCTCAATTAACTCAAAACTAATGTCAGAGGGA 

ATGGATGTGATAAGAGAATCTTACATTACATCTAACAAAAAAAGTAACAAACATGCAATA 

AAATG G AC ATTTG G ATCAGT AAG C AATCTTCATACTGTGTTCG CTC AG CAG CCCGGGGCC 

CTTCCTCTCTAGACGTGTCAGGAGCCACAGTCTTCTCAGGAGGAGGGTGCGGGGCCGGNG 

ACAATG G ATG GAG CAG G CCTG ACCTAC 

>SEQUENCE:5851:prostate_MPM2000-004P6_Table5 

GAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACTGCAGAATAACACCTATAAGATAAG 

CTTTCAAAGTGACTGTGTTAAGCAGCCTTCATTCTCCAAGAAAACCACTTTGTGCCTTCT 

TTTCTCAAAACCTCACACAACTTCCTCCCCCTCACCATTAGCTTACTAGTATTTCACTGC 

AAAAATAAGTCCTCAGAAACCTGCATCATAATCCCGCCAAATCTCCCAATCACCCCCATT 

AGTCTCATCTAGTCTGCCTTCCCTAGTTAGTATTGATAAACTCTGTGTGTTCCCATCTAA 

AGCTAACTTTTCTGCCTGTGATTTGGATATTGTCTCTTTTCAGTAGTTTAAAGATACTTA 

AACTGCTTCTGCATTTATCCCCTATCTCTCCTGCAGCATTAACCTGTCTCTACTAGATCA 

TTCTCACATTCC AAAATTGCTGT AATATCTCCCATTN N N N AA AAAAAAAAA AAA AAAAA A 

AAAAAGCTTACTGATTGCAGCCCATGGCAACAGCCTCCGGGGCATTGTCAAGCATCTGGA 

G G GTCTCTCTG AAG AG G CT ATC ATG GAG CTG AAC CTG CCG ACTG GT ATTCCCATTGTCT A 

TGAATGGGACAAGAACTTGAAG 

>SEQUENCE:5852:prostate_MPM2000-004P6_Table5 

AGCTGTTTCCTGTGTGGAAAAGAACAGCCACACCGCGGGGGCGGCCGTCCTGCCTGGTAC 
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TATAATATTTGAGACAATTTAAGTGATCTCATGAGGGAAATATATTTGAAGTTCATCCAG 

TATAAAAAATTTCCCATAAAAACACACTTACACTTTATAGCCATTTTATAGGGTGTTAGA 

AGAATTAGAATGGCAGAATAAAAATTTCCAAGAGCTTTCTTTAAGTCTCCAAGCAATAAA 

AGCAATACAGAGAGAAATAAAAAGAAAATGTTAAAGTAGTAATTGCTGCATATTTATTCA 

TAATTTCAAATTGTATGGCTTAATCCCAAACATCTCAAATGCGAAATATTTTAACACATG 

ACTG C ACAAG AG AC ATC ATCC AAG CTCAG ATACAAG AAC AC AG AAG AGTTTGT AAACTTC 

TTACCAGCACTTGATATTCTGCGCTCTCCCTCCCATTCCAGCTGTTCCCTTTCTAACT 

>SEQUENCE:5853:prostate_MPM2000-004P6_Table5 

TGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAAT 

TCGATATCAAGCTTATCGATACCGTCGACCTCGAGGGGGGGCCCGGTACCCAGCTTTTGT 

TCCCTTTAGTGAGGGTTAATTGCGCGCTTGGCGTAATCATGGTCATAGCTGTTTCTGAAG 

ATTCCTGCAGGAAAGGAGGCTGCCTCTGACACCACAACCCCACCCAGCTTTCTCTATGTT 

GGAAGACAGGGTGGCCACAGATAAGCAGTAGAAGGCTAAGGGGGAATCAGAACAGCATCA 

GCACCAGGCTGAGTCCCTCATATGTGCTTCTTCCCACCTCCCCACCAGGCATATCCTTAC 

ATCCTGGTCCATGCCTGGGAAGGGCCCAGGAAGCCTCAGGCCAGACTAGCAGAGCCTCCT 

CCACTTACAGGCCAAGACTCCCAGCACTGCTGCTGTTCTGCTGGTCTCACTG 

>SEQUENCE:5854:prostate_MPM2000-004P6_Table5 

AATACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTGGCGGGC 

GCCCCTCCCGCAGCCTCGCTGCCGCCTTGCAGGTTGATCTCAGACTGCTGTGCTAGCAAT 

CAGTGAGACTCCGTGGGCGTAGGACTCTCCAAGCCAGTGAGATGAACTCGGTATCTCAGA 

TGGAAATGCAGAAATCACCGTCTTCTCCATCGCTCACGCTGGGAGCTGTAGACCGGAGCT 

GTTCCTATTCGGCCATCTTTGCTCCTCCCTGCAACTAACTCCATTCTTAATTGAAGCTGC 

ACACATACATGTAAGAGAAGCAAAAATGTCAGATGATATCAGGAAAAGGTTTGAATTTCC 

AAATTCTCTTATCC AATCACAG G CTGTG G GTC ATCTTATTG CTGC AGTCCTAAAG G AA AA 

TGGI I I I I CAGAAAAGATTCACCAATCTACAAATCAGACTCCTGCTTTGAACTTGCTGTG 

GGAGAAGTGTTGCAGTGACAATGTAGTGGTTCGAACAGCCTGCTGTGAAGGTCTGGTGGC 

ACTCGTTGCTTAGGATCATGCAGAGTTCAGCTATGTTCTCAATGGGATACTCAACTTGA 

>SEQUENCE:5855:prostate_MPM2000-004P6_Table5 

TATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACAGCCCTGAGCTGCATCA 

TTTAAAGACCAATTGTTAAGGACCAATCTGAGGGCCTGTGCATTAGTTAAAACTCCTTAT 

CTGGTCATAGAGGGTGGTGTGGTTTGGACGCGTTCCCCTTGTCTGTGCAATTCCCAACAG 

AGGCAAGTGCGCATTTGAGACAGGTTGAGGGTTCAAGCTGTCCAATCCCTGCTCATCTGC 

AGCACACCAAGGAATGTGGACTAATGAAAAATAAACTGCATGCATGCAATGCCCATCACA 

CTGCCTGCATTTTCTAATCTTCACAATAACTCTGTGTTGAGAAATATTCCTGTCTGTAAT 

CCCGGCACTTTGGGAGGCTGAAGCGGGCAGATCACCTGAGGTCAGGAGTTTGAGACCAGC 

CTGGCCAACATGGTGAACTCCCCCCAACCAACGACCCTTCCCATATCTACTAAAAATACA 

AAAATT AG CTGGG C ATG GTG GTGG GG ACCTAT A ATCCC A 

>SEQUENCE:5856:prostate_MPM2000-004P6_Table5 

ATAGCTGTTTCCTGTGAGTGAAAGAACAGCTACACCGCGGGGGCGTCCGAGGTACTATTA 

TCTTCTCGAATCAATTATTTAGCTTAAGAAAAAAAGGGATAACTACAAACTCATTAATTT 

GACTTATATGTTCTTAAAAGGTATGGAGCTATATTTTACTTATTTAAAAAATCTGTTTAT 

ATTCTG CCTT AAC A AG ATG GAG CT ACATTTT AGTCTTT ATTTC AT AGTAATT AAC ATCTT 

GTCTTTCACTGCAAAAATCAACTTTTACCAATTCATAATCGTTTACTATTCAAAACAACC 

TATTTTAACACACATACTCACTAAGTAAAATATAACCCAGTCTTCATTCACATGTGCCTA 

ATACCCTGTTTCATAAACTGAACTTT 

>SEQUENCE:5857:prostate_MPM2000-004P6_Table5 

AATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGGTCGACGG 

TATCGATAAGCTTGATATCGAATTCCTGCAGCCCGGGGGATCCACTAGTTCTAGAGCGGC 

CTGGGTTTGAATAGTGCTCCTCATGGTTAGAACAACAGCAAAACCTTGAGGCACATCACT 

AGTCTCACTTCCCTCCATGTCTCCATCCTGAAGACTTGGAAATATCCTCCATCTAAAGTC 

ATAGGAAGAGTAAATGAGCTTTAACTGTAAATCAGTGAGAAAAGCCCCAAAATTTGTTTT 

GTTTGTTG Mill CTTA ACTA CTGATTC AAG CTTCG AC CC AG AG C A ATTGTCAG A ACTG C 

TGAAATACAACCTGGATCTCAGTAG I I I I I I AATCATCTGGGTG ATTCTG AAATAATCCT 

TGATTTGGATATTCCAACCAACGTGAAAAAGACGTCCTTGTAGATGCTCCCTAAGTATGA 

GCTTCCAACTCCTTCTTTCTCACAGTTCCCA I I I I I CCAAATTACAGAAAAATTCCTTCC 

TTGCCCTCTGTACCTCGGCCGCCACCGCGGTGGAGCTCCAATTCGCCCTATAGTGAGTCG 
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TATTACGCGCGCTCACTGGCCGTCGTTTTACAACGTCG 
>SEQUENCE:5858:prostate_MPM2000-004P6_Table5 

CG CG CGTAATACG ACTCACTATAGGG CG AATTGG AGCTCCACCGCGGTGGCGG CCG AG GT 

ACTAAG CCC AG CC AAG G A ACTAC ACCTTCTCGCTG AAG G AG G CG CCTCCG G CTTCCCATT 

GGCAGAGCTGAACGGCGGCGTGAGTGCTCCGGTGCTTTGGGGCCATGATTAGGCAAATAA 

GAGTGGCTTGAACATGGCACTGTGATATGGTGATGGGGGATGTGGGAACCACACCGGCTG 

CTAAGTGATCAACAGGTGGTGGCATGAATAGCCTGGACACGCTGGACAAAGGTTATGTCT 

TATGAAGTCAAATGGTCAATTTCCTGATGCTCATGTGCCTTTGGG CTTC CCCAAACACCA 

CCACTCCCTGAGCAGAGACGCGCCTAACAGAGAGTCAACCGTTATTTTATGCCAAAGCGA 

AAGGCGTATCACAGAGGGCTTGGGCCTTAGTATCCAATATCCCCAAAGC 

>SEQUENCE:5859:prostate_MPM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAG 

GCGGGCACTCTAGAATACTAATGGAAAGGACATAAATTGGCACAAAC TGTTT AGAAAAAA 

ATATTG GTAATATTCAG AG CTTTAG AAATATTTTTCCTTTATGTC A ATAGTTTTGTTTCT 

AGAAAACCATCCAAAGAAAATAATCATAAATATACACAAAGATTATTCATAAGGATATTC 

CTGTTTTTATAATAATAAAACATTGGTGTCTTAGAAATGTAACAGACTGGATGCAGTGAC 

TCACGCCTATAATCCCAGCACTTTCGGAAGGCTGAGGCAGGCAGATTGCTGGAGCTCAGG 

AGTTCAAGAGCAGCCTGGGTAACGTGGTAAAACGCCATCTCTACNNNNNANAAAAAA AAA 

AAAAAAAAANNGGGGCCCCCCCCCCGGGGGGGACCCCCATTCCCCCTTTAGGGGGGTTTT 

TTTCCCCCCCCTTTGGGGG 

>SEQUENCE:5860:prostate_MPM2000-004P6_Table5 

TAGGAGCTCCACCGCGGTGGCGGCCGCCCGGGCAGGTACCTTCATTTCTATCTGCCCAGG 
AGGCCAGCCGCTTCCTGCATAGCATTTCCTTCCTGCAGTATGGGAAGGACCAGGCTTTCT 
CAGACCACAGAATCTTGAGAGCCATTTCCACGTGGAGCAAGTGGTGGCTACCAGCCTTGG 
GTCTAC AT AACT AGG G CCTC ATCCCTG G CCCAAG AATCC TG CTCC A CAG CCTTCTTG TGT 
CCCTGT AGG AG G AG AA AC ACCTG G C AACTT AAATTTTTT AAAATAAC I I I I I I l l t l l l G 
AAACGGAGTCTCGCTCTGTCTCCCAGGCTGGAGTGCAGGGGTGCAATCTCGGCTCACTGC 
AAGCTCCGCCTCCCAGGTTCATGCCATTCTCCTGCCTAAGCCTCCCAAGTAGCTGGGACT 
ACAGGCACCTGC 

>SEQUENCE:5861:prostate_MPM2000-004P6_Table5 

I I I I I I I I ATAGGGCGAATTGGAGCTCCACCGCGGTTGGCGGTCGATCGGTTCAGGTTCA 

GGCTGTCTGCCGTGCGGGCTGCGGTGTTGGAGTGAAAAGCTCTTGTTCGGANCCAGTTTG 

TTTTATGCCCCAGTTTTGAGATCTAAGG GNGG AGGTNCTTTTTTTCTCTCGNCNNACTTA 

NGAACTGGTTTTCACCTTCCACCCATACTTTT 

>SEQU ENCE: 5862: prostate_M PM2000-004P6_Table5 

AGCTGTTTCCTGTGTGGCAAATAGCAGCTCCACCGCGGGGGCGGCCGTTCATCCTCAGAA 

TTAGCCTTTTCCTCCTCAGATAGCTGTTGTCTCTCATCATCGGAAAGCTGAGGCCTCTCC 

TCATCATCTGTGTTCTGCATTTTCTCATCATCGTCAGAATTCTGCAGCTTATCTTCATCA 

GATCCTTGTGCCCTCTCCTCATCATCAGAATTTTGTATCTTTTCATCATCTGACTGGTCA 

CTTTTATCTTCTCTGCCCCATTTTTCATCATCTGAATGTGCTTTTTCAGAACCTTCTGCT 

TCTGAATGATGGCTCCCTCCATCCGATCTATGACCTTCGTCTTCATCATCATTAGGGGCT 

TCTGATCCACTGTGCTGATCTACATCTGAGGGGTCATTGTCCTCATGGTCAGAACGCTCA 

GAAGCTTCTGATCTATTGTCTGATCTTTCAGAGTGATTATCACTACCACTATGATGTGAA 

GCTCCCTCGTCCTCACTGTCATCTCCAAACAGTTCCTTATTACTTGGTTGTCCTGAATCA 

CCTCTTTCATCCTGATCACTTTCACTTCCAGAGGCATTACTGCCAGAGGCAGCATTCTCT 

TGATCAGAATCTGAGTCA 

>SEQUENCE:5863:prostate_MPM2000-004P6_Table5 

TGGAGCTCCACCGCGGTGGCGGCCGAGGTACAGGCGTAGTCCAAGAACAGCAGAGGGAG 
T 

TCTTGCTGCCCGAACTGTTTCCATCTCAGTCCAGATTATCAGAGCCTGTGGTCTGCAAGC 

AGCAGCCAAGGCTTTGGCTGAACGGGAACCCGCTCTACAGTTTAGTGCCACAGTCGGGGT 

CAATGCCTCTGTCACCACTCATCTCTCCTTCCTGCCCCAGGGAGAACAGCGCCGAACCCA 

CCCTGTGGCCTGTTCTTTCTGCCCTGAGTTCTCCCATCACGTTGAGTTCACATGTAACTT 

GGTGACTCAGCACTGTAGTGGAGAGTCCTGTTTCCTAGCAGAGTTGTTGGAGTTTGCAGA 

AGTTATTTTTGCTGTCTATCATGAAAATACCAAGTCAGCAAGTGATATAATCAGTATTGA 

GTCATGCAAAGAGTATCTGCTTGGAGTAGTAAAAGTTCCAACAAAAGAGCTAC 
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>SEQUENCE:5864:prostate_MPM2000-004P6_Tabie5 

GTAATACG ACTC ACTATAG G GCG AATTG G AG CTCC ACCGCG GTG G CG G CCG AGGTACA AG 

GAGGCAGCTAACCACTGTGCCCTGCTGCAGGAGCATGCACAGCGGTGCTATGTCCGTGGG 

CTATTCCGCAGCTTGCAGCAAGCACAGAGTGTGACCTCCCAGGATTTGCTGACAGCGGTA 

GATGCCTGTGAGGAGCTACTACAAGAAATAGACATCACCTCATTTCTCCTTGCATTGTGT 

GGCCACACTTGGGGTTTGCCTCATGCACCCCCAAGTCCTGGTCCTCTCAGCCCTGGGCCC 

TTCAGCAGCAGCATGGAGGAGGGTGCTGAACCTCGGGAACGAGCTATCCTAGCTTCTGAA 

TCCAGCATAGAGACCGAGGACCTAAGCGAGCCTGAGTTTCAGAGCACCCGTGTCCCTGGC 

ATTCCAGACCCTGGGCCAGAGATCTCTCTGACAGAT 

>SEQUENCE:5865:prostate_MPM2000-004P6_Table5 

TTGGAGCTCCACCGCGGTGGCGGCCGTCCCCAGTTGAGTCCCCCTTCTGAGGACAAGTTT 

GAAACTGGGAAGGAGACACCCCCTGGTTCCGCCAGCACCTATCCCACTGATAGTGATCCC 

CTGGCCTCCCCGAGCCTCCTTAGGCAATGGCCACTGGTTTGTAGACAGAGAGTTTCTTGC 

AGCCTTG A AA ATTTT ATTCCCTAAGTG G G G ACAG CTCTGGTATTACTGCTTCTTTAATTT 

GTTCCACAAAAATTATGCTGAAATGGACCTGAATCAGCCCTGGGTGTGCTTCTGTTGGCG 

CCTGCTGCTGAGGCCCGGCCTGCCCATCGGCCTGTAGTACCTCGGCCGCTCTAGAACTAG 

TGGATCCCCCGGGCTGCAGGAATTCGATATCAAGCTTATCGATACCGTCGACCTCGAGGG 

GGGGCCCGGTACCCAGCTTTTGTTCCCTTTAGTGAGGGTTAAT 

>SEQUENCE:5866:prostate_MPM2000-004P6_Table5 

AGCGCGCGTAATACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCC 

CGGGCAGGTACCCGGGATGCCCGTTAACTAAAAGCTTTGCAGAAATAAGAAGTGGCTGCT 

CCTGTTAGAGCGGCTTGACTAGCTGGTCCACTCCGGGCCTCAGTCTGGGGGGCTGGCGGG 

CAGGTTGCAGCCTCTCCGCGATCAGTGCGCCTTGGATTCCATTGGATCTCTTAGTCTGGC 

CCTCATTTTTCAAGCTAACAGAAACTTTCTGTTGTGACTTTTGGCGTATGCTACCTGGGA 

GGAAACGCAGTATTTGTGTTTGGAATTTGCCCCCATTAGACGATAAAGCACAAAGCCTTC 

TAAATAAAATGCGGTCCCACGGCCAGCTGTTCAGAGGATCTTGACGCTCTTCCTTGGGTG 

ACGGACCCAGGAGAGTTCATCCTGCAGGAACCCGTGGCCTCAGGCTTTCCAGGAGGGAGG 

TTAGAGAAAGGGAAGGAGCCC 

>SEQUENCE:5867:prostate_MPM2000-004P6_Tabie5 

GACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTGGGAAAAAGAAA 

AAGGAGAAGGGGAGACAGGAAGGAGAAGAAAAACAAAAGCGAGAAAAAGAGCTGAAAATG 

GGACAACAAGAAAGATTCCTTTTTAAGGAAAATGAATAAACTACCTGTCAAAATAAGTAT 

A AC ATCCTTTTCATTCTG G AATTTT AGG AATG GTTG CCTTCCCTTCCAAAAATTCCCC AT 

CCAGTTATCATAAAGCGAATTATCTGACACCTATACACATTACATACTAAAGTATTTATT 

GAATGAGCAAGGACCACCAGTCAACAAGCTCTACCTATATACAACATTTCCAATCAGTCT 

ATCTATTCTCTCACATTAAAATACGTCTAGACAGGCCAGGTGTGGTGGCTCATGCCTGTC 

TGTAATCCCAGCACTTTGGGAGGCCGAGGCCAGTGGATCACTTGAGGTAAGGAGTTCGAG 

ACCAGCCT 

>SEQUENCE:5868:prostate_MPM2000-004P6_Table5 

ACTCACTCGTAGTACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGA 

GGTACACTAAGTCAGCAGGTTGATGAAAAGTGTTCTTTCTTAGAAACCAAGCTTCAGGGC 

ATTGGGCATTTCCAGAATACCATTCGAGAAATGTTTTCTCAGTTCGCAGAGTTTGATGAT 

GAACTGGATAGCATGGCTCCAGTGGGGAGAGATGCAGAAACATTGCAAAAGCAAAAGGAA 

ACTATAAAAGCCTTTCTAAAGAAACTAGAAGCCCTCATAGCAAGCAATGACAATGCCAAT 

AAAACCTGCAAGATGATGTTAGCCACAGAAGAAACCTCTCCTGACCTTGTTGGAATCAAA 

AGG G ACTTG G AG G CCTT A AG CA AAC A ATG C A AC AAGTTACTG G ACCG AGCCC AAG CC AG A 

GAAGAGCAGGTTGAAGGGACAATTAAGCGCCTTGAAGAATTTTACAGCAAATTGAAAGAA 

TTTTCTATTCTGCTCCAGAAAGCC 

>SEQUENCE:5869:prostate_MPM2000-004P6_Table5 

ACCGCGGTGGCGGCCGCCCGGGCAGGTACTGAAGCCACCTAATTCCCTGCTGGGTCAAGC 

CAGGCTGGGCAGTGCCAGCCTTCAGTGGCATCTTGACCTGCCCTCCTCAGCCCAGGTGCC 

CTGGTTCCACAGGCCAACCCATAGAACCACTCTGGAAATAAAGGAGAAAATGGAAGGAGA 

GGTATGGGAGCTTGGATGAGGGGTAGGAATGGGATCCATTCTCTGAGGCTTATAAAAGCC 

TCTGAGGAGGGAATGGCTCTGAAGGGGAAAATGAATCTGTGGGGTTTGAAAAGGAAGTTT 

TCCTGCCTGTCTTGTATTTGGTCCAGTGAGTATGAGACAGGCACACAAGGAGTGGACAGT 

GGTGTAGGGGCCCTGGGAGTCTGAGACTTACCTTGCCCCCTGACCATCTGATCCTCCCTG 
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C AA AG G CC ACCTG ACGTG 

>SEQUENCE:5870:prostate_MPM2000-004P6_Table5 

GGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACCAAAACACATATATAGACCAAT 

GAAACAGAACAGAGGCCTCAGAAATAACACCACACATCTATAACCATCTAATCTTTGACA 

AATCTAACAAAAACAAGCAATGGGGAAAGGATTCCCTATTTAATAAACAGTGTTGGGAAA 

ACTGGCTAGCCATATGCAGAAAACTAAAACTGGACCCCTTCCTCACACCTTATTAAAAAA 

TTAACTCAAGATAGATTAAAGACTTAAACGTAAGACCTAAAATCATAAAAACTCTAGAAG 

A AAACCT AG G C AAT ACC ATTC AG G AC AT AG G C ATG G G CAA AC ACTTCATG ACTAA AAC AC 

CAAAAGCAATGGCAACAAAAGCCAAAATTGACAAATGGGATCTAATTAAACTAAGGAGCT 

TTTG CAC AG CAA A 

>SEQUENCE:5871:prostate_MPM2000-004P6_Table5 

TTGGAGCTCCACCGCGGTGGCGGCCGCCCGGGCAGGTACATAAATTATATATCCAGTTCC 

CTATTACCACCTGTGGTGGAAGCAGAGCCTTTGCTAGAAATGGTCATGTGGTATAGCAGA 

GACCCATACCTGCCACCACACCCGGCTAATTTTTGTATTTTTAGTAGAGGCAGGATTGCA 

CTATGATAGCCAGGCTGGTCTCGAACTCCTGACCTCAGGTGATCCACCTGCCTCAGCCTC 

CCAAAGTGCTGGGATTAAAGGCGTGAGCCACCGTGCCCGGCCCCAGAGACCCATGGCACT 

GGGCTCCTTGGTCGGAAGGTTCTTGTGTCCCAAGTGTGAl GAACAGACAGCTGCCAATGT 

CAAGGGACCATGAAGACCTGGCCAGTAGCATCTTAACAGAAACTAGACAGGTTAAAAAAC 

AAAACAAAACAACAACAACAAAAAAACAAACCCTGCACTCTC 

>SEQUENCE:5872:prostate_MPM2000-004P6_Table5 

TACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACAGCGTTC 

GGAGCAGATACAGAGGGTTCTCAGTGGATAATTGGCTACCCCTTACAAAAAGTCATCAGT 

AACCTCTCAGTCTGGAGTAGTGAGCAGGACCTTGCAAATGACACTGTGCAGCTCCTTGTC 

ACTTTGGTGGAAAGAAGAGAAAGGGCAAACTTAGTAATTCAATGTGAGAACTGGTGGAAT 

TTAGCTAAGCAGTTTGCAAGCCGAAGCCCACCTCTTAATTTCTTGTCAAGTCCTGTGCAG 

AGGACATTGATGAAGGCTCTAGTCTTAGGAGGTTTTGCACATATGGACACAGAAACCAAA 

CAGCAGTATTGGACAGAGGTTCTTCATCCACTTCAGCAGCGATTCTTAAGAGTGATAGAC 

CAAGAAAACTTCCAGCAGATGTGTCATCAAGAGGAAGTCAAGCATGAAATCACTGCCACA 

CTAG AG G CCCTGTGTG 

>SEQUENCE:5873:prostate_MPM2000-004P6_Table5 

GTAATACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGGCGCCGGTG 
CGGCTGCCGGCGCAACGTCGGTCGTCACCGGCGGCGTTTCCTGCGCCAGCGCGCCGCCC 

G 

CCACCCCTGCCGCCATCCAGGCGCCCGCCAGCAGCGCGCCGCGCACGGCGCGCGCCGC 
CG 

CCTTCAACTTCATATTCATCAATTGTCCCTATGAAACCACGTAAATATCGAGGAGTGTAA 

TCGCGCGGCGAGCAGTAATGACAACTATTGGCGCGGGAAACGAGGGATGTTGCGAATCTG 

ATACGCGGACGATGGCAATCCGGCCCGGCATTCCTTTTGGAGAAATAATGAATTGCGGAT 

TGCGCCGATTCCCTGCCTTTGCATAATTCATGAGAATGGTGCCACGATGAACGCGGTCAG 

CGCGCCGCCAGCCCGGGAGGAACGCAGCATGACGACTTCGGTTTACCACGACGGCGAAC 

G 

CGCCGTGCAGCACCGCGCCGGCGAGGCCGCCATCGGCGACCGCAACG 
>SEQUENCE:5874:prostate_MPM2000-004P6_Table5 

AATTAACCCTCACTTAAGGGNAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGGTCGACG 

GTATCGATAAGCTTGATATCGAATTCCTGCAGCCCGGGGGATCCACTAGTTCTAGAGCGG 

CCGTGAAAATCTCGCGCTTGCCGCAGATCAGGATGGCGCGCACGGCGTCGTCGGTCTCGG 

CCGCCACCAGCGCGTCGGCCAGGGTCTGGTACATGGCGCCCGTGATCGCATTCTTGCGTT 

CCAGGCGGTTGAATTCCAGGGTCAGGATGCCCTCGCTCTTGCTGCAC AAAAT ATCCATGT 

CGTCTCCAAAAAGATAAAGGGCGCCGGGGTAATCCCGCAGCGCCCTGTTTTATTGCTTTA 

GCCCGCCAAACTTATACGCGCTCGAAAATGCCTGCCGCGCCCATGCCGGCGCCCACGCAC 

ATCGTG ACCATG CCGTACTTCTGCTTG GTG CG CTG CAGCG CGTG G ATC ACGGTGGCGG CG 

CGGATGGCGCCGGTGGCGCCCAGCGGGTGGCCCAGGGCGATCGCGCCGNCCATCGGGT 

TG 

ACCTTCGACGGGTCCAGGTCCAGGTCGCCGATGACGGCCAGGGCTTGCGCGGCAAACGCT 

TCGTTCAGCTCGATCCAGTCCAGCTGGTCTTGCGTGATGCCGGCG 

>S EQU ENCE :5875:prostate_M PM2000-004 P6_Tabie5 
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AAAATAGCAGCTCCACCGCGGGGGCGGCCGAGGTACTGGAGCTGGGCGAGGCCAACCAT 
G 

CCAGCCCCTCGCTCCACACCCCACCGGCTTCCATCCTGAAAGGTAATACACACATGCACA 

CACACACCAAATTCCTGTGTGGGTTTCTTTGTTAGAAAGATCATCCCACTCTGAAAGATG 

GGGGCCAATGGGAAACAGTCTGCTGGCTCATGGCTGGACCCGCTGAGAGAGATGGTCTGC 

CTCCCATCCCCATTTCCATCTGGACAGTGCTGCCTGCTAACTCGGATCATGTCAGAATGG 

TGGAAGAGTCTCTATCCCCACAGGGCTCAGGGACCCTTCCTCACCTCACAGGCCCAAGGG 

ACATGACCGCCTGCCATGTGCATTCGCTCACTCATCAAACAGAACCAGGAAATGAGGTCT 

CACTGTGCAGAGCCGAGTTTCGTGGGAAGAGCCCGAAACACACTATCACACATGCCTTTC 

TGAGGTCCACAACAGCCCACTGTCGTTTTCTAGAAAATCTGATCAAAAAGACTCCCCTGC 

TTA AC AC ACTTCCAG G ACTT 

>SEQUENCE:5876:prostate_MPM2000-004P6_Table5 

AGCTGTTTCCTGTGTGGAAAAGAACGGCACACAACCCGGGGGCTTGCTTGTTTCTTGCTT 

GGAAAAAAACCATAAAGTGTTTCAGAATTGCCCTCCTCCCCACCCACCAAGCCAGTCCAT 

CGTGCTCCCCCAGGCTATGTGGGTTGAGCAAACAGCAGCAGTTGCCTTGGGGCTTGGTTT 

ATTGGGGTAATAGCTTTCCTTTTGCCCCTGAGACCTGGGGCAGTATGCCC AGAA CCCCTC 

CCTCCTGCACACCCCACAGTAGGCACATTCTCCCACTGGCAGCAGATGTGTTTTCTGGCA 

AGTAGAGAAAATGGCTTTCCTTGCCCTGTGAGAGGTCTCATAAGATCCAGCCATAGCCAA 

GGCCATGTTTGTCACCTCTGGAGGCCTGGTCAGTCCTTCTGTGGGCACAGAACATTTCTC 

TCCCACCTAAGTTAGGACCTGCATCCCTGTTTGGGAGCATGTGGA 

>SEQUENCE:5877:prostate_MPM2000-004P6_Table5 

GACTACTATAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACAGTG 
G 

AATGACCGTGACAGCAACACAGTCCTCACAGGACACGCCCAGCTGAGCGATCGGCCACCA 

CTCAGCTCCGGTCCCCATCTGGCAATGTGGAATTTAGCTGTGGTGCAAGTCTTAAGGTTG 

GTTTAAATCCAGCTATTCGCTGTTTGTTCAAGCAGACACACACATGCACACACGTGCACA 

CACAAACTTAATTCGCTCACTGACTTTGCTTATTCACAGGAAACAAAGTTTGAAATCTTA 

AATTTTTAAATGTCAGGAGCTTCATTAATCCTGGCTTGTGCTGGGTTTGGCTGCTGCTTT 

AATGGACTAATTTTCCT 

>SEQUENCE:5878:prostate_MPM2000-004P6_Table5 

GTGTTGAGAGAGATCCTCTGGATCTGTTGGATGCAGGGCAGGACAAAGACACGCCCTCCA 

GCCACCATGACTGGGGGGCTTCCGCAGAACCCGGAGACCACCATGGCCTCATTTGGGCCA 

CAAGTG AA AAAC ATG GTTC AG G CTG GAG CTTTCCCCTCTCTCCCTG CTTCTCG GCGG CC A 

CCTCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAATTCGATATCAAGCTTAT 

CGATACCGTCGACCTCGAGGGGGGGCCCGGTACCCAACTTTTGTTCCCTTTAATGAGGGT 

TAATTGCGCGCTTGGCGTAATCATGGTCATAGC 

>SEQUENCE:5879:prostate_MPM2000-004P6_Table5 

ACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGTGTACCTGAGAG 

GCAAGCTTCAGGAAAGAATGAGCCATGTCCAGGAAGGAGTGGCAGAAAGCACACAATGTT 

CCCTGTCCCTGTGTTTGCTGTCATCTAGAGAAGCAAGCTGTCTTTAAGAAATCCAACTAT 

TTCTGTCTGATATGCAGAGAATCCAAGGGCCTCTAAAGGAGAATCACCAGTGTATCCCTC 

CAAAGAGTCACGTGGCCTGGCTAACGACAGTCGTTCCCTCCTCCTTTCTAAAACGGGAAT 

ACACAGCAGAGCAGGCAGGTGGGCTGTGCACCACGTGGGGTGGCAGCAGCGAGCCCCAC 

T 

CCCGCAGGCCCTGCCTCACCTGAGCGGCAGCAGAAAGCAGTACCTGCCCGGGCGGCCGC 
T 

CTAGAACTAGTGGATCCCCCGGGCTGCAGGAATTCGATATCAAGCTTATCGATACCGTCG 
ACCTCGA 

>SEQUENCE:5880:prostate_MPM2000-004P6_Table5 

TCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAA 

TTAAGGCGGGCACATCACGAGGTCAAGACATGCAAACCATCCTGGCTAACAAGGTGCAAC 

CCTGTCTCTACTAAGAATACAAAAAATTAGCTGGGTGTGGTGGTGCACGCCTGTAATCCC 

AGCTACTCGAGAGGCTGAGGCAGAATCTGGGAGGTAGAGGTTGCAGTGAGCCGAGATCAC 

GCCACTGCACTCCAGCCTGGGCTACAGAGCAAGACTCCGTCTCAAATAATAATAATAATN 

AAAAAAAAAAAAAAAAAAAAAAAAAAAGGCGGGCCCC CCCCGG GGGGAACCCCCATTTCC 

CCTTTTAG AAGGTTTTTTCCCCCCCCCCCTTGG G CGG I I I I I I AA 
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>S EQ U E NCE:588 1 :prostate_M PM2000-004 P6_Table5 

GGAGCTCCACCGCGGTGGCGGCCGCCCGGGCAGGTACAAGCAAAATATCTCCATGAACAT 

TCTGAGCAGTTCTAAAGGTGATGGGAGATGCTTTGACTCAGGGACCCAATTCAAAGATTC 

CCAGGCACAGACAGAGCCTCTGTTTTCTGCCCTCAGTCATGACAGCAGGGCCCAGTCTGG 

ACATAGGTGGGCACCAGAGCTTGTCAACATGACGGAAGGAAGAGATGAACCATAGCATCT 

TTCCGGATCTCTATGTATTAGCCTGAAACCCCTTTGGATCACATCTCCCTACTAAAGAGG 

ACATTTGAGCAAAGACCCAGTGCACAAAGCTTAGTGCCTGTTTGACATCCAGCGGAGGTA 

GCTTGTGGCAGTTGTCACAGATAGAAATGCCATGGAAGGCGGCCAGTAGCTTATGGAGGC 

AGCATTCCCTGGTGGGTCAAACTGAGCCTGTGAGGTCTGTGGGATTGCAGGGCTGGTGAT 

TTGATTTTGTCAGAACACACATATTGTTCAGGCACAGAGAGACCACCTCCTGTTAACCAA 

CTCTCCATTGTGGGTAAAGCTCAATGTCAAGGCATTCATTTACAAATGGGAGCTGGTGTT 

TCTTGTGACCAGGATCTG 

>SEQUENCE:5882:prostate_MPM2000-004P6_Table5 

GATTGGAGCTCCACCGCGGTGGCGGCCGTGCTCCCTTAGATGTGGCAACCACTGAGGGAG 
ACAAACCCTGACTAGGAGCACCCCACAGGCCCCTCCCACTCCACAGAGAGGAACGCAGGG 
GAGAGCCAGGCAGGGGCCCCAGGCCTCCCAGACACCCCCTTGGAGCAGAGCCCTCCTCA 
G 

GGGTAACTGGGTCACAGGGACGCGTCTTCCTCGGAGGCCACCCCGGTGGTGAGGGCTCC 
C 

AAGCAGCGCCAGGGCTCTGGAAGGAGCCCAGTGAGAGAGGGTGGGAAGGGGCGAGAGAA 
A 

ACAGCCGAGGCCTGAAGGTTCACGGACAGA 
>SEQUENCE:5883:prostate_MPM2000-004P6_Table5 

GACTACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACCACTTCCGGGG 

GGAAGAAGGCCGACGCATATTGTTGTTGAGATTTCGCGGCTCAAGGAATTCATATTCCTG 

CTCCGGCATCTTGACTCTTGCATTCTTTGCCTTTTCCAACTTAGCACCTTCTTCTGTGGA 

GCCCTTTTCTCCCCAACGAACCTCCATTCTTTTAATGCCTCCAACGCCTCTCCCACCATA 

ATAAGAGGCGTCTACCGTTGGCCACTTTTTCTTAGGCAGACCATCATCATCTTCTTCCTC 

ACTCTCCTCGGCAGGGGGTGGAGGGACCTCCTTGATAATCACAGTGCAGCAGAGGGGCCA 

GAACCACCATAGGAGAACCAGGGCTAGGAGCAGGAACAGGATCAGCAGGGCGATGGCCA 

G 

GATGGAACCGTCAGAACAGTGTGTGGTGGTGATGATGACAGAACTGGAGATAAAAGAGAG 

GCCATCGTTCATGCTGACCTGGAGTG 

>SEQUENCE:5884:prostate_MPM2000-004P6_Table5 

GCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACACACACTCCCCACCCCATCACTG 

TTGCTCCAGTGTTAGCATTTTCACTTCATGCTCCCACTTTGCTCTCTCACTTTAATTCTT 

TTCAGGGTTCTGTAATGACAGAAACTTGAAGCTCCTCACTATCAGATCTTTCCTCAAGAA 

ATAAGAAATGATTCTCTGTTCTAGAGGAACCCGAGGAGGATGGGGAAAAGAA 

>SEQUENCE:5885:prostate_MPM2000-004P6_Table5 

TGGCTATCCGATCACAATTCCACACAACATACTAGCCGGGAGCATAAAGTGTAAAGCCTG 

GGGTGCCTAATGAGTGAGCTAACTCACATTAATTGCGTTGCGCTCACTGCCCGCTTTCCA 

GTCGGGAAACCTGTCGTGCCAGCTGCATTAATGAATCGGCCAACGCGCGGGGAGAGGCGG 

TTTGCGTATTGGGCGCTCTTCCGCTTCCTCGCTCACTGACTCGTTGCCCTCCGTCCGTCC 

GGCT 

>SEQUENCE:5886:prostate_MPM2000-004P6_Table5 

CC ACTTCTTG CCCTCC AAG G GTGG G CTC ACCTTGGTTG CTGTTC ATTTTCCTGT A AG G G A 

GGGGTTCATTTCCAACGTTGTATAGATAGCAAAGAGAGGCCCACAAGGCATGGGACCATC 

TTTCACCCCAAACAATCACTCTGAGTTTGTGAATATTTTCCGGTCATAGAAAGAGATTTC 

CAAAAATTAGCTACTCTTCATTGTTTATTCATTGTTAGATTCAGTAACCTCAGGGGAGCT 

TAAATATCTACCATGGCAGCGTGATTGTCACAGCTTCA 

>SEQUENCE:5887:prostate_MPM2000-004P6_Table5 

TACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCCCGGGCAGGTACCATTCAA 

GTTCTACATTTGGCCAACGGAAAACTATTTGTTGAGAACCCACTCTGTGGGGCCCCAGGG 

ATAAAATGAGCAAAAATGGGGTCCCTGCCCTCAAAAGTCCTGTGGTCTCCTGGAGACAGA 

CATTAATCAATAACTACTCAGGTGCGTGTGTATTACAAACTGTGCCAAGTGCTTTGAAGC 

AGAGGGGCACAGTTAAGTCTTGACATTTCAAGACTTAGCCACTTTGCAACTACCAGGTTT 
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TG G CTGC AA AGTTCC AG ATG G CTTCTGTCTTTTG C ATTTC AT ACTTT AA AC CCTTGC AG G 
CCCTTCCCTAACTATCAAGGGCCTGTCCCAGAAGCAACTCAAGTTTTGTTATTTTTAATT 
I I I I I I I ATTTTTGAGATGGAGTCTAGCTCTGTCACCCAGATTGGAGTGCAGTGGTGCGA 
TCTCA 

>SEQUENCE:5888:prostate_MPM2000-004P6_Table5 

TAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACAAACACACACAGAGGAAGG 

AGCACCTCAATATGGTTTAGGCGCCTGAGAGAGATGCAGCCGAGGAATGAGTGGGAACCG 

AGAGATACTTGGGAAATGCAAATGAAGTGGAGAGGAAGGGAAGGGCTGGGACCAGGGAAC 

AAAAGAGAAGAGTAATGCAAGGATGCTGGGTAGAAACAGCCCAGCATACAGCAGGCTCTG 

GGGCACATGTTGTGGCTGAGAGAATGACGGGAAGGAGGATAGCAAGGGAGGCAGGAGTCA 

GATGAATTAAGACAGGGTTTCACTCTTGTCGCCCAAGCTGGAGTGCCTTGGTGCGATCTC 

TGCTCAGGGCAACCTCTTCCTGCTGGGTTCAAGCAATTCTCCTGCCTCAGCCTCTGGAGT 

AGCTG G G ATTTC AGGC ATG CG CC ACCACG CCTG GCTCG ATTTTGTAGTTTTACT AG AG AT 

GGGGTTTC 

>SEQUENCE:5889:prostate_MPM2000-004P6_Table5 

GGAGCTCCACCGCGGTGGCGGCCGAGGTACACATCATGAGTTAGGATGCTGGGTGGTGCA 

AAG AACCC ATT A ATG G GAG CT ATC AA A AATC ACTG AAAAC AATG AGG CTC AAATCAG AAG 

TATCAAGAATCAGCTTTCATGACCCCTACACCATGATGTTTTTCTTTATGACGGCAGAAC 

TATTTTGAAACATTAAATATATCGGCAGGCACTGTGATTCAAAAAGTATTTGAGAACCTA 

CTAGGTGCTAGACACCAACCGAGGCAATGAGTATGGGTGACAACATGTGCCCTGCCCTCA 

C AG C ACC AATAGTCCACTG G ACA AATACC ATCTGG AAC ATC AG GTA AAC AC CT AAGCCTG 

TCTGGAGGAAATCTAATTTGGGCGGAATCCCACAAGCACAGACTAGGTAAGGAGAAGGCA 

GTTAAGGTGGGAAGTAGCCAGATTTAAGAGTTTGGGCAATGGCCAAAGGTGCAGAAGTTT 

GAACTACAAGAAGTTCAGTGTAGTTGGTTCGTGTGTTTCCGGGGAGAGAGGACAAGGTCT 

GGTGGCACTGACAAGAATTAGACCCGAAAAGGTAAAAAAGCAAGC 

>SEQUENCE:5890:prostate_MPM2000-004P6_Table5 

TCCACCGCGGTGGCGGCCGCCCGGGCAGGTACCAGCATTTATCAAACGGTCACCCTGTGC 

CCAGCTCCACACTGGACACTTTCCCATAGTCTCTCATTTCATTTAC TTTT CACTGTATCT 

TTAAATACCCAAATTACCAGACATACAAAGGAGAGCTACCATTTCATTTTCAGATAAGCC 

TTGTCCATCCAGTTGGCAATTTGATTGCAGCTATAAAAATTTTTTAATGATGCCAGGTAA 

GAAGCCAATAAAAACTGAAGGAATTAAAAGAAAAAATAATTGTCAAACATGCCAGAAGTC 

TGGAGAAAAGTGGGGAAAGCAACTTCCTTGTATATCAGGCAAGGAAAAGCCTAGGGAAGG 

CTAAGAATTTCTGTTGCTGAGTCCCGTGTGCTGTGGTGACTTAGGAGGCCTCCCAAAGCC 

CTCCCATTTAAAGGA 

>SEQUENCE:5891 :prostate_MPM2000-004P6_Table5 

GCTAGATTGGAGCTCCACCGCGGTGGCGGCCGCCCGGGCAGGTACTTTTGTAACTTTTCA 

AAATTAGTTTGGGGAAATTTTCAAAAGAAAAAGTTGAAGGG AAAA CTTAGAATGAATTAA 

AAATAAGAAATAGGCAAAAGCAAATATTTTAATTTAAGTAAATTTTAAAG ACTTT TTAAA 

CAT ATTTTTGGGGAAAAATAGAATTGT ATT AAAGAAGGGCCTTTTAAAATTTTTCT AGGC 

CAGGCGCGGTGGCTCATGCCTGTAATGCTAGCACTTTGGGAGGCCAAGTTTCAGGAGTTC 

GAGACTAGCCTGGGCGACATGGTGAAACCCCTTATCTANCAAAAAATACAAAAAAATTAN 

CTGGGCCGGGCGCGGTGGCTCACGCCTGTAATCCCAGCACTTTGGGAGGCCAAGGCAGG 

T 

G A ATC AC ACG GTCAG G CG G ATCAC ACGGTC AG GTG G CT A ACATG GT 
>SEQUENCE:5892:prostate_MPM2000-004P6_Table5 

GCTCCACCGCGGTGGCGGCCGAGGTACCCTGCCCCAAGGAGCTGGGGATCTTGGCTGGG 
A 

GAGTTCTAGGAGGAGGCAGGGAAGGGTGTGCCAGGCACAGGGCACGGCATATGCAAAGG 
C 

GCAGAGGTGAGACAGAGAATTATTACTCAGCGTGCCTGGACCATGCAGTGGGAGGAAGGG 

TCAGGGCTGCCAGCGCACCAAAGTCTGCCCAGTAAATATTTGTGGGGGCCTCTTGAGTGT 

GCTGGTAACACAGCAGAGGCCACAGTTCAAAGATCCCGGCCCTTGTGAGCAGACATTGCA 

TGGGTGGGAGCAGATGGTAAGTGAGGCAGCCACGTGAACTGCACAGCATGCGAAGGAGAG 

ATTTACTAACAAGAAAATAAATTTGAGGGGCCGGGCGTGGTAGCTCATGCCTGTAATCCC 

AGCACTTTGGGAGGCTGAGGCGGGCGGGTCACTTGAGGTCAGGAGTTCC 

>SEQUENCE:5893:prostate_MPM2000-004P6_Table5 



Table 7 
2408/3129 



CACCGCGGTGGCGGCCGAGGTACTTGTAGGTGCAGCCTGGATTACCAATGAGGATGCGAG 

ATACCGGAGTGAGCAGATCTTTGCCTTGGATCCTAACCAGGTCCCGAAATAAGCAGCCAT 

GCTTGTGCAGTGTGAGAAAGGCTTCTTGAACCTCTTTATGGAGCTCCTCAGATACACTGC 

TGG CTTCTCG G AG AATT AGTTTAG G ATATTTCAG CTG CC ACTG CTG AT AG AATTC ATC AT 

CTTTGGGGGTCAGATAAGGGAGCCAAGTGTCTTCAAGCTCTTCAAGAAGCCTCAGTTTCT 

TAGCTTCGCGCTCTCGTTCCTCGGCAGTCGGGGTGCGCTTCATGCTGCCACTAAAGCCGC 

CACCTGCCCGGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTG CAGG AATTCGATAT 

CAAGCTTATCGATACCGTCGACCTCGAGGGGGGGCCCGGTACCCAGCTTTTGTTCCCT 

>SEQUENCE:5894:prostate_MPM2000-004P6_Tabte5 

GCTAGATTGGAGCTCCACCGCGGTGGCGGCCAGCCGCATCGCACACGTCCGTTGCCACAT 

GGTCACCTGTCCCACCCCGGCACATCACAGCCGAGCCAGCCAGCTGTGCTACACATGTCC 

ATTGCCACGCGGTCACCCGTCCTTCTGTGAGAGGCATTTGAGTCATGTCCCACACTTGGC 

CGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAATTCGATATCAAGCTTATCGATACC 

GTCGACCTCGAGGGGGGGCCCGGTACCCAGCTTTTGTTCCCTTTAATGAGGGTTAATTGC 

GCGCTTGGCGTAATCATGGGCATAGC 

>SEQUENCE:5895:prostate_MPM2000-004P6_Table5 

CTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCCCGGGCAGGTACTGGAATTAA 

ACGTCGAGTCATATTCTTCCCTCTTAGAGCAACAAAATTT GAAT GTTTCTCTCACTTTCT 

GGAATTTTTAAAAAGCAAACTTTTTAAGTTATTTTTTCAGATTTTATTTCTCATTAGCCT 

TTTTTCCCTGAACTCCATTTTGGAGTGCACCCTGTAGTTGTAAGAGCATTGTGCTGAGAG 

CGTTCCCCAAATGAGGGTCTGCAGCTTGCACTGACCCCTGAGTTCCTCACCCACCAGCCC 

CGTGCCGACCCGTCTAACCCGTGTGGGGGTGCTCCACTCAAATAGGCCCTTGGCAGAAAA 

GATTGTCCGTTCTGTCCACACACTGCCTGGATACAGTCTCCAGCTCTAGGAGATGGAATT 

GGTTTGCTCCATTTAGAAATAGATCAAAACTGGGCATTCAGTAGATGGTA 

>SEQUENCE:5896:prostate_MPM2000-004P6_Table5 

CTATAGGGCGAATCGCTATTGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGTAGTACA 
GTTCTTTTAAAGCACAAAGCTTGGGAGAATTAATATATGCAGGATAACTGAACGCAAGAG 
ACTTGTGG AATG CAGTTCTAACCTG ATAATTGTGTGTTAATCGGG AGTAACAG G AC AGG C 
C ATTACG GTTGGTT ACACCTACTT ATG CT AG ATG CATAATGTTTG GAG CCTTC CCC AC TG 

ATGAGAAGCAATTTATGATCTTGTGCTAGAAAGTTAATAATGCTTCACAGCATC G 

AGAGGTTGATTAGAAAACACACACATACACGTTGGTAGTCACTTGTGGGTGAAGCCTGAA 
GGGGCTATACAATTTA I I I I I I I I CAGATTGACTGATGGCTTTATGGACAGCCAGGCTTG 
CTAGGAGCTTGGTTGTGTTCAGGGCTATTGCTGTCCCTTTTTCCTTTGAAGGAATTTAAT 
TCTCTGAGATGTAGTCTTAAT 

>SEQUENCE:5897:prostate_MPM2000-004P6_Table5 

TCCTGTGTGGCTAAGAGGAGCTCCACCGCGGGGGCGGCCGAGGTACCATATGCACTTAAG 

AAGATGTCTAGTCTGCTATTGTTGTTAAAATGTTCTATAGGCGTTA GTTG GGCCAGTTAT 

TTGATAATACAGTTCAAGTGTTCTACATTCTTAATTTTTTGTCTGGGTTTTATCTATTAT 

AGAGAGTGGAATGGCCTACACAGTGGCTCACGCCTATAATCCTAGCACCTTGGGAGGCCG 

GGGCAAGTGGATCACCCGAGGTCAGGAGTTCAAGATCAGCCTAGCCAACACGGTGAAGCA 

CCATCTCTATTCAAAATACAAAAATTATCCGAGCATGGTGGTGCCCACCTGTAATCCCAG 

CTACTCTGGAGGCTGAGGCAGTAGACTCCCCTGAACCCGGGAGGCAGAAGCTGCAGGGAG 

CCGAGATCATGCCACCGAACTCCAGCCCGGGTGACAGAGTGAGACTCTGACTC 

>SEQUENCE:5898:prostate_MPM2000-004P6_Table5 

TACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACTGATAGG 

CGCCCGTCTTTGGTTGCCACGGAAATGTCAAGATGCTGGGATACAGGGTGATCGGGGTGT 

GAATTTCCACCTCCTGCTGGTTCCACACAGGCACCTGTAGTATGTGGACCCCTCCATCCT 

GGTCCACCACAGAGGTGAGGGCCGCGTCAATGGCCGTCTGTCCCCTCTTTAGTGCCCTGA 

TGCGATGGTATGACCCATTCTGGGAGGACGAGAGCACCTCGAAGAACTCAGCAGGAAGCA 

CAGTTTCAATTCGGATGTTGTCAGATACATAGACCTTGTTGCTGAACTTGTCAAAAACTT 

CGATGGTGATTTCATACAGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAA 

TTCGATATCAAGCTTATCGATACCGTCGACCTCGAGGGGGGGCCCGGTACCCAGCTTTTG 

TTCCCTTTAGTGAGGGTTAATTGCGCGCTTGGCGTAATCATGGTCATAGCTGTTTCCTGT 

GTGAAATTGTTATCCGCTCACAATTCCACACAACATACGAGCCGGGAGCATAAAGTGTAA 

AGCCTGGGGTGCCTAATGAGTGAGCTAACTCACATTAATTGCGTTGCGCTCACTGNCCGC 

TTTCCAGTCGGGAA 
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>SEQUENCE:5899:prostate_MPM2000-004P6_Table5 

CACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCCCGGGCAGGTACTGGCGG 
T 

CCCCATTTTCATGTATGGAGACTTCAGGTGAAAGA AGTTA AGTGAATTCTTTGTTGGGTC 

ACAAATCTTGAGCCAGTCAGAATTTGAACCTAAGATTTTTGACTGCTGGTTGTCACACTT 

CCCGCCCCACACTCAACTGTTGTGTGAATGAGCCAGACACATTGCTTAACCTGAGTCCGA 

GATGGACAATGGTATAGGAAAGATATTCAGTATGGAGAATCAGATGTTAACTTGTGTTGC 

TATTTTTGTTTTGTTTTGTTTTGTTTTGTTTTTGAGACAA 

GCTAGAGTGCAGTGGCATGATCAGGGCTTACTGCAGCCTCACCCTCGATTTCCTGGGCTC 

AAGCAATCCTCCCACCTCAGCCCCCAAGTAGCTGGGCCTACAGGTGCGTGCTACCACGCC 

TG G CC A ATTTTTT AAATTTT AG CAC AG ATG AG GTCTC ACT ATGTTGCCCGG G CTG GTCTC 

NGACTCCTGAGCTCAAGGGAT 

>SEQUENCE:5900:prostate_MPM2000-004P6_Table5 

CTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCCCGGGCAGGTACAATGG 

ACAGTGGGGAGGCAGACAGGTTCTGAATAACCCAGAACAAAGAGATCATGAAACCACAAA 

AGAAGAACAGATTAAAGAGAAATGGGGGATGGGGATGACAGAGCACCCAGGGCAGCGGGT 

GCAGGACCAGCAGAGGTCCCCCGACTGTCCTTGGCTGTGTGC ACAC AGAGGCGCTGCAGT 

CCTGGGGCCATGTTCATAGGATGCAGAGAAAGCACACTCTGTCTTTTCTCAGGAAAGCTG 

CAGGGAAATGAAAAGCTCCAGGCAGGACAGACTGGGCGATGACTGCATGGCTAAAAGCGC 

ACACCTTAAAACTAGACACACTCCCCTGCCCTGAGCCCCAGATGTCAATGGACATATTCC 

CACAATTTTCACATTCCCTCCCAATAAAGTAGGGCCATGAAAGATG 

>SEQUENCE:5901:prostate_MPM2000-004P6_Table5 

AGCTGTTTCCTGTGAGGAAAAGAACAGCCACACCGCGGGGGCGGCCGTCCTGCCTGGTAC 
CTAAATAACTATCTGCCCAGGAGGCCAGCCGCTTCCTGCATAGCATTTCCTTCCTGCAGT 
ATG G G AAG G ACC AGG CTTTCTCAG ACC ACAG A ATCTTG AG AGCC ATTTCC ACGTG G AG C A 
AGTGGTGGCTACCAGCCTTGGGTCTACATAACTAGGGCCTCATCCCTGGCCCA AGAATC C 
TGCTCCACAGCCTTCTTGTGTCCCTGTAGGAGGAGAAACACCTGGCAACTTAAA I I I I I I 
AAAATAAC I I I i I I I I I I I I GAGACGGAGTCTCGCTCTGTCTCCCAGGCTGGAGTGCAG 
>SEQUENCE:5902:prostate_MPM2000-004P6_Table5 

TACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCCCGGGCAGGTAC 

TAAAATATCAAGTGTTTTCCTTTCTTCCGCAGCTTCCCCTCAACCTGCCATGGTGTTATT 

TGCT ACTTG AC ATCCTTC AGG CAC AG G G AT AT CTG C AC AAT A AATGC AG ACCTTCC AG G G 

TTCTACCCCCACATGCGCACCCACAGCTCACACAAACTGCCCACTGGCTAGCGGCTGAGT 

TCTCTCTCCTTCCAGCTGCCAGAGCAATGCTCTGTGCACCACCTAGGAGAGGTGAGCTGG 

ACATCTCCCTTCCCACACACAACTCTACTGCTCGAGCCCACAGGCAGAAGGATGACCCCC 

AGAAGCACTACAGTCCCTACATAAGGATGCATTAAGCATCTAGTTCAGGAGTGAGAAGTT 

TGCCCCACTGAGGCACCACAGTGGCACTCCTAGAAGGGG 

>SEQUENCE:5903:prostate_MPM2000-004P6_Table5 

CGCGTAATACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCCCGGG 

CAGGTACCCTGCACACCCTCAAATGAGCAAAGCCACCCCACTGGCCCCTGGGTGAGGCCA 

TGTGGACCCCCACACCCTTGGGGCCGGCTGGGCAAGCCTTGAACCCCCAATTTCTGCGTG 

GCCTTTGGCTGCCCTCCTTCTCCAAGGCGTAACTCTTACTCCAGAGACTCAGGCGAGCAC 

GTGTCCCTTACCTTATTTTCTCTCAATCAAACTGAAACCCATTGTGATCCCCCATAGTCC 

AGTGCGGTCTCTGTTATTATTACAGGTGTCTCCCTTCCTCCCCGTGCCCAGGACAGGCCA 

TGAGCCAGAGATACAAGGGGCCCCAGGCAAGATGCAGGGCTCTCTGCTCCTGGCTCTTTA 

TCGTCGTCGGGACACCCTTTGTCCAAACTCAAGGAATCCCGGGAGGTCTGGCTTTGCCGC 

TTTGGCTGGGACTCA 

>SEQUENCE:5904:prostate_MPM2000-004P6_Tabie5 

TTGGAGCTCCACCGCGGTGGCGGCCGCCCGGGCAGGTACCAGCATTTATC AAACG GTCAC 

CCTGTGCCCAGCTCCACACTGGACACTTTCCCATAGTCTCTCATTTCATTTACTTTTCAC 

TGTATCTTTAAATACCCAAATTACCAGACATACAAAGGAGAGCTAC CATTTC ATTTTCAG 

ATAAGCCTTGTCCATCCAGTTGGCAATTTGATTGCAGCTATAAAAAT I I I I I AATGATGC 

CAGGTAAGAAGCCAATAAAAACTGAAGGAATTAAAAGAAAAAATAATTGTCAAACATGCC 

AGAAGTCTGGAGAAAAGTGGGGAAAGCAACTTCCTTGTATATCAGGCAAGGAAAAGCCTA 

GGGAAGGCTAAGAATTTCTGTTGCTGAGTCCCGTGTGCT 

>SEQUENCE:5905:prostate_MPM2000-004P6_Table5 
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agatatttttcactggagcta/^acttaaaattagggcattttgaaaggtqtatttgttt 
ctgttt.cttgtttgatatatttTggttatctactcttttaaaaaactaaaqgtataaaag 
.gtatcttcaaattactgagtgtttcatccatcccagtaggtgaagtattctccagtgaat 
aaatctatatatatatatatagattgtaaa 

>SEQUENCE:5g06:prostate_MPM2000-004P6_Table5 

CGTAATAGGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTiGGCGGCCGAGGTACTA 

CACAGAAATGAGACTGCTTTCACCTACACA*CAGGACAAAGAGGTCAGACCTAAGAAGCCC 

TGCTTTGACTCGGTTTATATTCAGTGAGCAACAGGCAGACTCGTCAGGCGAGACAGCAGC 

ACCACAGGGCGQCTGTGCTGGGGCCTTTGGGGGCTGCAGGCTGGTGGTTTCTGGACCTGA 

ACAGTGACTACGTGGGTGfTTGTGAAAATGCACCAAGC-FGTAACTGATGATCTGGACTTC 

AGGAAACAGGTTACGAATAAAfCACTGCAACCC/fGAATCGCCCCACGACATGCCATGACA 

GGAGTCApACAGTCACATQACCTACCCCAATCCGATGGCCAGCAAATGAGAGAGCAGCAG 

AGATGGAAGGAAAACTTTCAGAAATTCTGCAGAGAATATGCCCCCTTTCTTCATGACGCT 

eGTGTTCGTCATGCTGA f s , * ' * 1 t 

>SEQUENCE:5907:prostate_MPM2000-004P6_Table5 ' ^ j 
CGACTCACTATAGGGCGAATTGGAGtTCCACC£CGGTGGCGGCCGCTGCCA<3GGCCGCC 

GGTCCATGCCCAGCTGGGCCGGGTCCTTGCGGGCCCATTCGCCAGCCGGTGGAAAATAGG 
CTGCCTTGTCGGCGGCGAACACGCCGGCGGCCGGCAGCGTCAGGCCCAGTGCGGTGGTG 

GGGAG^GbTGGGAGCAGGCTg6gGCGTAGCATGGTGGGCGAAGCGG3"CGTCATTATTCGGT 

ATCGtjSTC*'C AG dTGG AATACG GAG AACdG ATCAG GTtGG AGTTGTAATAGCG GYTGTCG CT 

GGTGAQTTCCT'GGbCGATGCAGTCCGGCTtGTCGAAGACGGCGTCTTCGGCCGCTCTAGA 

ACTAGTGGATCCCCCGGGCTGCAGGAATTCGATATCAAGCTTATCGATACCGTCGACCTC 

GAGGGGGGGCCCGGTACCCAGCTTTTGTTCCCTTTAGTGAGGGTTAATTGCGCGCTTGGC 

GTAATCATGGTCATAGCTGTTTCCTGTGTGAAATTGTTATCCGCTCACAATTCCACACAA 

CATACGAGCCGGGAGCATAAAGTGGTAAGCCTGGG 

>SEQUENCE:5908:prostate_MPM2000-004P6_Table5 

acgactcactatagggcgaattggagctccaccgcggtggcggccgaggtacaagagcac 

ttcttttctgcgatggggcagtggggcttbactcttaaaaggtgtttgtttgatttagta 

acacagtccaccccttcjccttg'gttttgttttgagaattttatgtcatcctttaagcta 

attggaaaaatcctagagggagggggctgtcacccaacttggatgacaaatctctggatt 

tcagcaaggaagaaactgtgataagattgacaagactcttcctgaaagaaatatcattaa 

ccccccaaggcctcattaattatttattatacatttaaataaattaatccctaacaaggc 

ccttcccccccaccacactctagggtaaaaatattctggtgattatgcagtagaatgcag 

aacaaagccaagccaggttaggaaaattcccaggaaccacttggtctaggacaggttccc 

attcttgcaacttctc 

>SEQU EN CE :5909 :prostate_M PM2000-004 P6_Table5 

GTAATACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCCCGGGCAG 

GTGAAGTCCTGGTTCCAGACTCCCCTTTTTGCCGGGATATGATGGATCTGTCAGCTGGTG 

AGGCCCCTCTAAGAGGGGTGGTATCTTCGGGCCAGGTCAGGCCCATCTGGGAGGCTCAGG 

CATTTCCTGCAAGGGTGAAGGCCGCTCTCCATGCACTTTTAGGGTCCCCTGCTCCCACAG 

CGTAGCCACCCTGGCTCTTCTCCTGGTGAGAGTCTGCCTTGAGGGCTGAACGGTGCCACT 

GAGGAGCTGGAGAAGCTATAGCTTCCCATGGCAGCTTTTGTGGCCGGGAGTCCTGGTTCA 

GTCCTGTGCCTAGGGATTCTTGCTATTGCATGCATGCTTGTCTTAGACAGAAAGCTGGGG 

GAGGCACAGGACTTTCTGTCTGAAATGTTTTGTGCAGTGCTCAGCATGGTTCACCTCTCC 

TCGCTGCCCCAGTATGATGATTTCTGCAAGAGTTTATCCTGATGATTCTATTTCCCCACT 

TTATAAAGGTGCCTAGAGTCCTAGAGAGCTAGAGATGGAGGGAAATTCAGATCATCTAAA 

CCCTTC 

>SEQUENCE:5910:prostate_MPM2000-004P6_Table5 

TATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACGTCCTCTACCTCCGTCC 

CACCGGCCCCTTAGCACAGAAGCTTTCCGACTTTTGGCAGCAGTCGAAGCAGATCTGCGG 

GAAGAACAAGGCACACAACATCTTCCCCCACATCACACTCTGCCAGTTCTTTATGTGCGA 

GGACAGCAAGGTGGATGCCCTGGGGGAAGCCCTGCAGACCACGGTCAGTCGCTGGAAATG 

TAAGTTCTCGGCCCCGCTGCCCCTGGAGCTCTATACGTCGTCCAACTTCATCGGCCTCTT 

TGTAAAGGAAGACAGTGCGGAGGTCCTCAAGAAGTTTGCTGCTGACTTTGCTGCAGAGGC 
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TGCATCCAAAACCGAAGTGCATGTGGAACCTCATAAGAAGCAGCTACATGTGACCCTGGC 

TTACCACTTCCAAGCCAGCCACCTACCCACCCTAGAGAAACTGGCCCAGAACATTGACGT 

CAAGCTAGGGTGTGACTGGGTGGCTACCATATTTTCTCGGGATATCCGATTTGCTAACCA 

TGAGACATTACAGGTCATCTACCCCTATACCCCACAAAATGACGATGAGCTGGAGCTGGT 

C 

>SEQUENCE:591 1 :prostate_MPM2000-004P6_Table5 

CGTAATACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCCCGGGCA 

GGTCGAGAATCACCTGAGCCCGGGAGGTCGGGGGCTGCATGGAACCGTGATCGCACCAC 

C 

GCACTCCAGCCTGGGCAACAGAGCGAGACCCTGTCTCCAAAAATAAGAATAAAGAAAAAA 

AAAGAAAGAACTGCGGCCCCATTGGCCTGACTCTCCTGAACAGCCAAACTGTCTCCGACC 

AGTTACGGAAGAGGCGGCCTTGAGAGGGTAGTGTGCCATTGGCTCGATGTCCTGCCCCTC 

CGAAACCTAAGTCTTCAGCTTCCAATCAGGACTCAGCTTTGGGAAGAGCGCCACGCGGTG 

GGCGAGGGGATGCCCTAGTAAATTCGCAGGTCTCTTGACTCTTTCCGCCTTTGTTTACAA 

CCCTGCCATGATCTCCCTCTTGCAAAAGCGAGGGCTACAGAACAGGCATTCAGGAGTCCT 

>SEQUENCE:5912:prostate_MPM2000-004P6_Table5 

AGGCGATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACTTAGAAGAAAACTCCACTCCCTA 

TTCTAGGTTTTGTCCAGAGACCTGAACTAATGATAGAGTCAAAGAATGTATGCAAAGAGC 

ATTGAGGCACCTAGTTTAAGGAATTGTTGAGGGCAGAGGCTGAAATGCAGCACAAAGCGG 

GTG AGTCAG AAAGTCCCTTAG GTC AGTTGTTCG CACCCTCCTTCTCCCCTACTCAG AG AC 

ACAATTCACTTGCAACTGGAAGCCCTGGGAAGAATTTCCCACCTAGTTCTGTGTCTGAGG 

AGAGAAAAAAACTTGCTAAGGACCAAGTTAGAGAGAAAAACCCAAATGAGAACAGCGAAT 

CTAGCCATCTT 

>SEQUENCE:5913:prostate_MPM2000-004P6_Table5 

GTCATAGCTGTTTCCTGTGAGGAAAACAACAGCTCCACCGCGGTGGCGGCCGCCCGGGCA 

GGTACTATAAAGCTAACCATCCCCCAAGCCCTACAGATATCACTAGCCTTAACACCCCAT 

ATGTAAAAGGCTATTCACAGTTGAGGCATTCACACAAAGCACTCACATTTAATTGAGAGA 

ATCCTATTAAGGGAATGCCAACTGATCTAACAAAACAAGCTTTGATA AACAA CTCCCCTG 

CCCCCCAACATCCTCCCCATTTCCTCCTGTGGAAACTAGTATGTCACTTTTCACAGCGAC 

CGAGGGTCATCTCTTCTCAAAAGATTAGCATTCCAGGCCAGGCACGGTGCAGTGGCTCAT 

GCCTGTAACCCCAGCACCCTGAGAGGCAGGAGATCACTTGAGCCCAGGAGCCCGAGACCA 

GCCCGGACAACGTCGTGAAACCCCGTCTCTACCAAAGCCCGGGCAACATAATGAGACCCC 

GTCTCCACAAATTAAAAAAAAAA 

>SEQUENCE:5914:prostate_MPM2000-004P6_Table5 

GGAGCTCCACCGCGGTGGCGGCCGAGGTACAGTTATTAACTGAACTATAGAGCATAGGTT 

TTAGGAGGGTTTTTTGTCCCCTGGC I I I I I I I I GAGATGGAGTCTCGCTCTGTCACCCAG 

ACTGAAGTGTAGTGGCAGTATCTCGGCTCACTGCAACCTCCGCCTCCTGGGTTCAAGCGA 

TTCTTCTGCCTCAGCCTCCCGAGTAGCTGGGACTACAGGCATGGGCGTGCACCACCACGC 

CCGGCTAATTTTTGTATTTTTAGTAGAGACGGAGTTTCACCACATTGGCCAGGCTGGCCT 

CGAACTCCTGACCTTCGTGATCTGCCTGCCTCAGCCTCCTAAAGTGCTGGGATTATAGGC 

ATAGTCCGC ATTT ATTTA ACTG ACTG GTTCTAAG G AT AAGTTCTG ATTTC A AAG G AT AC A 

AATAAATAGAGCTTGAAGTTCTATTTTTGCCCTTGCAAT 

>SEQUENCE:5915:prostate_MPM2000-004P6_Table5 

GGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGGCCAGCGCCACCGAGTGGCGCACCTG 
C 

TGTTCCTGGTTCGGCTGGCCGGCGCGCTGGATCTCGATATAGAAGTGGCCCGGGAAGATG 
CGCGCCCAGCGCTGGGCGTTCGCCTCGGCCTTCGGCAAATCGCCGTTCTCGATCGCCTGG 
CCGATGTCGCCGAAATGGGCGCCCGACAGCACGATCAGGGCGTTGGCCTGGGGCTCGTC 
G 

GGATGCAGGGTCGAGACGGACGTCGCCAGCGCCTCCAGCCACTCGGTGCGAATCTCGGC 
G 

CGGCCCTTGTGCTGGTTGGTGAGCCAGGCGCGCGCCAACAGGTCGCACAGCTGCAGGTA 
G 

CCGGTATGGTTCTTGGCCAGGATCAGCAGGCGGTGCGGCTTGTCGCGGTTGTCGTCGTTG 

GTGATCCAGGCGTCGACCCCGACGATCGGCTTGATGCCCTTGCCG 

>SEQUENCE:5916:prostate_MPM2000-004P6_Table5 
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GGAGCTCCACCGCGGTGGCGGCCGCGCCCAGCACCAGCATCGTTTCGCCCGGCTGCAAG 
G 

CAGCGCGGTCGGCGACCGCGTGGTACGAGGTGCCGTAGGTGAGCGTGATCGCGGCGGCG 
A 

CGTCGAAGTCCATGTCGTCCGGCATCGGGAGGAAGGCGCTGCCCGGGGCTACGGCCTGC 
T 

CGGCGAAGGCGCCGGTGCGGGTGAAACCGATCACGCGCTGGCCGGGGACGAAGCCGCG 
GA 

CGTCGGCGCCGACGGCGCGCACTACGCCCGCGAACTCGTTGCCCGGCGTGAAGGGAAGG 
G 

GAGGACGCACCTGGTATTTGCCCTGGACCGTCAGCACGTCGGGGAAGTTGACGCCGGCCG 
CTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAATTCGATATCAAGCTTATCGATACCGT 
CGACCTCTAGGGGGGGCCCGGTTCCCAA 
>SEQUENCE:5917:prostate_MPM2000-004P6_Table5 

CGCGTAATACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTAC 

TTAGAAGAAAACTCCACTCCCTATTCTAGGTTTTGTCCAGAGACCTGAACTAATGATAGA 

GTCAAAGAATGTATGCAAAGAGCATTGAGGCACCTAGTTTAAGGAATTGTTGAGGGCAGA 

GGCTGAAATGCAGCACAAAGCGGGTGAGTCAGAAAGTCCCTTAGGTCAGTTGTTCGCACC 

CTCCTTCTCCCCTACTCAGAGACACAATTCACTTGCAACTGGAAGCCCTGGGAAGAATTT 

CCCACCTAGTTCTGTGTCTGAGGAGAGAAAAAAACTTGCTAAGGACCAAGTTAGAGAGAA 

AACCCAAATGAGAACAGCGAATCTAGCCATCTTTCTTTGAATCAGAATTAGTTGGAGAAA 

AAGTGTCAGGTAGAGGTAGAACCACCTACGCCCCCACTTTCCCCAAAATAGAGTAAGATA 

CGACAATGGTTGGTTTCCTAGAGTCTGGGGACCCAGGCTACATAAATAGCCTCTAACAGA 

AAAGCATCTCCTGGACTAAGGGGACAGAT 

>SEQUENCE:5918:prostate_MPM2000-004P6_Table5 

TGGAGCTCCACCGCGGTGGCGGCCGCCGCGATATGGTTTTCCTTGATCAGGATGCCGTCA 
TACAGCGCCATGCGCTGGTTCTTGCCGCCGCCGACGCGCACCGCGTATTTCTGCGCCAGG 
CGCAGGCCCGGCAAGGTCTTGCGGGTGTCGAGGATCGCGGCGTTCGTGCCGGCAATGAC 
G 

TCGACGTAGCGGCGGGTGGCGGTCGCCACGCCAGAGAGCAGCTGCATGAAGTTCAGCGC 
G 

CCGCGCTCGGCGGTGAGCAACGAGCGCGGATTGGCGCGGATCGTGCACACCGTCGAGTC 
A 

AGCGCCATGAGGTCGCCCTCGGCATAATGCCAGTCGATCTCGGTATCCTGGTCGACCGCC 
AG CATC AAG CCCTCTAACC ATG GCGCGCCG CACAG C ACG GCCG CTCT AG AACT AGTG G AT 
CCCCCGGGCTGCAGGAATTCGA 
>SEQUENCE:5919:prostate_MPM2000-004P6_Tab!e5 

GAGCTCCACCGCGGTGGCGGCCGAGGTACAATGGTGACTGACATGGCTCCTGAACTCGCA 

GAGTTCACAAATAAAAACAAATAATCACATCAATGGTCAATTCATCATATTTGTGCTAAA 

CGCTGCGGAGAAATACAGGTGAGGTGGGAAGATTAGAAGTAAGGTATGTAAAGTGCCTGG 

CACAAATAAATGAATCAGCAGGTCAAGTAGTGGAGTAAGTAAGAACATGGTAGGAACCTA 

GATGTTAAAGAAATTGATGAAGCTTAGAGCTCTTGGCAAAGGTTGTGTCCTTAATAAAAA 

CTGAATGGGTGAGCCATCATCCAAGCTTTTTGGCATCTTTATGGGGCAGAAACCC 

>SEQUENCE:5920:prostate_MPM2000-004P6_Table5 

GACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCCCGGGCAGGTACCAA 

TGTTCAAAGACAAATAGCCTCAAAATACTGGTCTTGCTTGACTCCTTTCCTCTTCTTCTC 

TATCCAACTCAGGAAGTCTTACTAGATTTTCCTTTTGCCAGGCTTCCATGAAACCATAGT 

TAAAATGACAGATCACTTAGGTAAGCTAACCACAGGTTAGCTCTGTGATCTTAGCTAAGT 

TGTTAGTCTTCTCATCTGTGAAAGGAGATATAATACTCTACTCATAAAGTCATTGTGAGG 

ATTAAATGAGTTACAACATGTGAGTTATTACAAGGATTAAAAACGTTACACGCAC CTGC A 

CATGTTCAACACTCAGTAATATCAATATTACTACATCCCAGATGTCATTAGTTTAGTTTT 

C ATT AAG CTCTCTTTC ACCTTTGTG CCCC ACT AC AGTATC ATTAG C ACTT AA A AATTTG C 

CTAGTAGTGTTTATTTGTGCCTGTTCCTTCCATTACAGTGTAGACTTCTAGAAGGTAGAG 

ATTTAACATCTTTATTTTACTTTACCGTTCACAGAACTTCACGTAAATCAAAAATGTTTA 

TCAAATGGATTGTCCTTAATGACCACTT 

>SEQUENCE:5921:prostate_MPM2000-004P6_Table5 
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TATAGGGGCGAATTGGGAGCTCCACCGCGGTGGCGGCCGAGGTACCTGTGAATACCCACT 
GCTCTCCAGACGGGGCAATATAACAAGACCCTGCCTCTAAAAATAAAAAGCAAATAAAAA 
TTGACTGTTTATGTCTTATTTTGTGGGACATGTAATTATAGAGTATTTTATAAGTCTTTT 
GG I I I I I AAAGATTAATCCTTAGAGTTTATTAAGTTCAATAATCAAATTATCAATATAGA 
AAAGTCAAAATCCCAGGTTTG I I I I I I GTTTGTATCATTATTGTAAATAAATAGTTCAAC 
TTTCTTTTGGCTTCACTAGAATTTATATATTGGCTTATGAGTCATCAAATGAAAATTTAG 
GAAGAATTATAGGTAGCATTATTTATACGTTTTCTCATCATATAAAACTTGCTGTAACTT 
TTGAATTACTTAAATCACTTTGAAATA I t I I I I CC I I I I I GAAACAAAAAAGTGACTTTT 
CC AG GTATGT AAATTCTT AATTATTTA ACC ACTT ATC CTTTT ATG CTTTATTG I I I I I AG 
TCCTACCTCTTCTGGGAAGATACA I I I I I CCTTAGCAGT 
>SEQUENCE:5922:prostate_MPM2000-004P6_Table5 

GCGCGCGTAATACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGG 

T ACC ATTCTCTTC ACTG G CAA ATCT AGCTTC ACTG G C AAATCATCTCTG G AC ATAG CATT 

AAGCCTACTCCCAGACTGAGAGCTCTTGATGGGACCAGAGATTGAATAGCCTACCCTATA 

GCACAAGATTTCTACCTTGGGATTGGGTTAGAGCTGGCTGGCAGGTGAGTCACAGAAGTG 

ACAGCCACCCTTGACAACCCTTTCCACTCCAGAGAGCTCTAATGCTCACTCCTCTTCCCC 

CATGCTCCCTCTCTAGGGTGTTGTGGAGGGAAGGAGAGAGGTAAGAAAGTCCTTCCCAGT 

AACCTCAAAATAGTGAGTGCGCCTATTTAAGTCCAGCACTTTGGGAGGCTGAGGCGGGTG 

AATCTTGAGGTCAGGAGTTCGAGACCAGCCTGGCCAACATGGCAA 

>SEQUENCE:5923:prostate_MPM2000-004P6_Table5 

GGAGCTCCACCGCGGTGGCGGCCGAGGTCTCGCCCCTCATGGTGGCCCAGTGGTAGGAC 
C 

CTGGCAGAGGTCATGGCAGGGCCCCCTCAGCCGGTGATTTAGGGATCACTGCACCCAACC 

AGTTCCCTGCACTGAGGCGCTGTCTGCTTTGATTGGTAAAATTTCCTCCTCGCACCTAGC 

TTTAGTGCACATTCCTCTCCCATAATGCCCTCCCCCTCCGCAAACCCTAACCCTCCTCAT 

CTCCCAGGACCCAACTAAGATGCTCCTGCCTCCAGGAAGCCGTCTTATTCCCCAGCCAGA 

AGTGACCTTTCCTTCTCAGCACCCTCTTTGCAGGACCCTCATCCTTCTGGATCTGTGGAC 

AACCAAGTCTCCTCTTCCATGAGCTGTAAGCACTAGGAGGGGCTAATGAGTGCTGCTGAT 

TAAGTTGCAATTTATTGGAAAACTACTATGTGCCAGCCAAGTACCTGCCCGGGC 

>SEQUENCE:5924:prostate_MPM2000-004P6_Table5 

TACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCCGGCGCCGCCG 
T 

CGAAGGCGGCAGCCTGGAACACATCAACGCCACCTTCCTGGCCCTGTTCGGTGTCGCCGC 
GGTGCTCGCGGTGGCCACCGCGGCGCGCTTCTACATGGTGTCCTGGCTGGGCGAGCGCG 
T 

GACGGCAGACATTCGCAGCGCGGTCTACGGCCACGTGGTGCGCCAGAGCCCCGAATTCTT 

CGAGACCACCCGCACCGGCGAAGTGCTGTCGCGCCTGACCACCGACACCACCCTGATCCA 

GACCGTGGTCGGCACCAGCATCTCGCTGGCGCTGCGCAACACGCTGCTGTTCTTCGGCGG 

CCTGGTGATGCTGTTCGTGACCAGCCCGCGCCTGACCTCCATCATCCTGGGCCTGCTGGT 

GCTGGTGGTGCTGCCGATCGTGCTGTTCGGGCGCCGCGTGCGCAAGCTGTCGCGCGATTC 

GCA 

>S EQ U ENCE: 5925:prostate_M PM2000-004P6_Table5 

GCTGATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACAAGACTTTGCACCTTGAATTCAA 

TTGCATCAAGTGTGGATAGCAAAATAAGTATCTTACCATTGAAATATGTGTTCAGCCTAA 

GATTTTACCCACCAGCAGAACAAAAGTGAGGGTGAGAGGGATGGGCCAGTGAGGGGATGG 

GGGAGAAAAAAAAATCACAGGATTACCACCAAAGCCTTGTTTTAAAAGGGCTCCCTTCAC 

T ATTC AGG A AG G G AAGTG G A AG GAG A AATT AACC AATTCCTG CC AC AG C AG CCCTTTTTG 

GCTG CTTG C ACAAT AG AT ACTTTAT 

>SEQUENCE:5927:prostate_MPM2000-004P6_Table5 

ATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACTCACCACCCCCCAAGCAG 

ACAGTGCAAAGTCTGCCTTCCTGTTCCTTCCACCCAGAGCTGGAATGTGGTCCACCTAGA 

CCCTTGGGCCTTGTTTATATCATCCTCACCCCTGCCAGGGCCACTGACTGCTTATACCTT 

CTCACAGGATGTGACATTTATCCTCGGCCCAGCATCCTAGACCGACTCCTGACTATTTCT 

CAATTTCAAGCTCCTCAGCTGCTGACAGAGGCAGGATACCTAGGCCTGCAGCTGGCCCCA 

GATCCATTAATAAGCAGCTCATGGCCATCTCAGGATTCAGAGAATAGTTTGTCTGGTCAG 

GGACCAAGTCCCAGAATGGGGCAGGAAGGGGCTCAAGGTCCTAAATCAAGTCAGAAACAG 
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TGCCTAGACCCCCATCCCATCCACCTCAGCTCAACTCCCACTCAGGGCAAACCTGATGAT 
CAGATCGACATCATTGTTGGCGATGGTGATGACCACATCTGGGACATTGTANGGAGTGTC 
TAGGTGACTCTCCATTGTGGCTCTCATGGCATTCTTGAGCAGCTCCGGCAGGATG 
>SEQUENCE:5928:prostate_MPM2000-004P6_Table5 

AGCTGTTTCCTGTGTGGAAAACGACAGCTACACCGCGGGGGCGGCCGTCCTGCCTGGTAC 

AGTTGCTCACTGCAACCTCCGCCTCCCAGGCTCAAGCCAT CCTC CC ATCTCAG CCTCCCA 

AGTAGCTGGCACTACAGGTGCGCCACCACACCCAGCTAATTTTTGTA I I I I I I GTAGAGA 

CGGGGTTTCGCCATGTTGCCCGGGCTGATGGTCTCAAAACTCCTGAGCTCAAGCGATTCT 

CCCGCCTCGGCCTCCCAAAGTGCTGGGATTACAGGCGTGAGCCACCGCGCCCGGCCTGTG 

TATTCTTCAAGAGGTTTCAAATCATTTTGACGGACTTAGTGGATATAAGCAACTATATTA 

TAAAAATCTGTCAAGCCTAGGACTGCCAAATTCACAGGCACTGGGCTACAGAGGGCTTCC 

CTGACTGGTCAGATGCTTTGAGTCTGTTCCCTTAGAATTGTTCCCTCCCAAGCA 

>SEQUENCE:5929:prostate_MPM2000-004P6_Table5 

AACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCCCGGGCAGGTG 
G 

AGAATCACCTGAGCCCGGGAGGTCGGGGGCTGCATGGAACCGTGATCGCACCACCGCACT 

CCAGCCTGGGCAACAGAGCGAGACCCTGTCTCCAAAAATAAGAATAAAGAAAAAAAAAGA 

AAGAACTGCGGCCCCATTGGCCTGACTCTCCTGAACAGCCAAACTGTCTCCGACCAGTTA 

CG G AAG AG GCGGCCTTG AG AG G GT AGTGTGCCATTG GCTCG ATGTCCTG CCCCTCCG AAA 

CCTAAGTCTTCAGCTTCCAATCAGGACTCAGCTTTGGGAAGAGCGCCACGCGGTGGGCGA 

GGGGATGCCCTAGTAAATTCGCAGGTCTCTTGACTCTTTCCGCCTTTGTTTACAACCCTG 

CCATGATCTCCCTCTTGCAAAAGCGAGGGCTACAGAACAGGCATTCAGGAGTCCTGTGCT 

CCAATCACAGCCTTTTCTGTTCTTCAGCTAGGAGACACCAAACCCTCAGGAAGATTTACT 

ATAGCTAAGAGAAAACTGCAGCAGAAAGGGCGCGGCTACCTACTTCTTAAATT 

>SEQUENCE:5930:prostate_MPM2000-004P6_Table5 

TAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTCGGGCAGGTACAGG 
C 

GTG AG CC ACCGCG CCC AG CCG GG AG ATG CTGTTAATATTG AAGTCAAGGC ATCAG GCAT A 

CAGCAGGACTGTAGTTGGTGGGTCAGGCCATCATATTTACAGATGTGGCCTTTGGCTTTT 

GCTTTGAGGAGAAAGGCATGTCATTGGAGAATTATGAAAGGTGGC ACCC ATCGGGAATGG 

ATGTTTACCTAAACAGCACCCCTCTAGCTGCTCAGCTGAGAATAGATTTTGGGACAAGTG 

CAGAAGTGGGAAAACCAGTTAGGAGGCTATTGTGAAAGCGGAAGAGGTGATGGTGGCTTG 

G ACTTG G GTG GT AAAATGTGG 

>SEQUENCE:5931:prostate_MPM2000-004P6_Table5 

CGCGCGTAATACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGGGAT 

TACGGTTTTTTTCGCCAATACGATGTTAACCACATGATTTAATTGACTTATTTCGACCCG 

CACTTCATTTGGCACCGCCTTCGATCGCAGTGCCTCTCGCGTCCAAATAAGTGCGCAGAT 

CGGCGACAACACCTTGCTGTGCCGCCAGTTTCGCATCAGCC j CTGCCAATG CC AG CTC A A 

GCTCGCGCATCTGGTCCGCAAGTCCTTGAGACTTGTTGCACGATGCTTCAAGTTGTTCCT 

TTTGCGCCTGAAGCTGGATATCCCTGTCGAGGGTCGGCCGCTCTAGAACTAGTGGATCCC 

CCGGGCTGCAGGAATTCGATATCAAGCTTATCGATACCGTCGACCTCGAGGGGGGGCCCG 

GTACCCAGCTTTTGTTCCCTTTAGTGAGGGTTAATTGCGCGCTTGGCGTAATCATGGTCA 

TAGCTGTTTCCTGTGTGAAATTGTTATCCGCTCACAATTCCACACAACATACGAGCCGGG 

AGCATAAAGTGTAAAGCCTGGGGTGCCTAATGAGTGAGCTAACTCACATTAATTGCGTTG 

CGCTCACT 

>S EQ U ENCE:5932:prostate_MPM2000-004P6_Table5 

CGACTCACTATAGGGACGAATTGGGAGCTCCACCGCGGTGGCGGCCGCCCGGGCAGGTA 
C 

ATTTCCAGGATACCTTTCTTTTCTTTTCTTACTC I ! I I I I I I I I I I I CGAGATAGAGTTT 

CGCTCTTGTTTCCCAGACTGGAGTGCAGTGGCGCAATCTCGGTTCACTGCAACCGTGAAC 

CTCTGCCTCCCAGGTTCAAGCAATTCTCCCTGCCTCAGCCTCCCAAGTAGC TGGG ATTAC 

AGGTGTCCACCACCACGCCTGGCTAATTTTTGTATTTTTAGTAGAGACAGGGTTTTGCCA 

TGTTGACCAGGCTGGTCTCAAACTCCTGACCTCAGGTGATCCACCTGCCTCGGCCTTCCA 

ATCCAGGATACCTTTCTAAGCTTCCCAGGCTTTCCTCATTCAGGTATCCTGAAAGCAGTC 

GTGCTGGAGCATGTGGCTCCCAGAACCCAGAGCACAGCCGCTCTGGGGACAGGCAACAGA 

ATATATACTTGGGACAAAGCTGCGGCAGCACTCCAGCTGGGGGAGGATTTGTCAACTGGC 
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AACCNCCCAGCAAATGGCAGCAGGAGCTGGAGCGAGGAGCAGTGAG 
>SEQUENCE:5933:prostate_MPM2000-004P6_Table5 

GCGTAATACGACGACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGTGAACC 

TAAACGTGTTGCGCGAGGCGGTGCGTCGCGAGCTGCGCGAGTTCCTGGACAAGTGCGCAG 

GAAGCAAGGCAATAGTTTGGTATGAATACCTAACTGGACCCTTTGGCCTGATTGCACAGT 

ATTCACTATTGAAGGAACATGAAGTGGAAAAAATGTTCACACTTAAAGGAAATCGTTTGC 

CGGCAGCTGATGTGAAGAATATAA I I I I I I I I GTCAGACCCAGGCTAGAG TTGA TGGATA 

TAATCGCTGAAAACGTGCTCAGTGAAGATAGACGAGGCCCAACGAGAGATTTTCATATTC 

TGTTTGTGCCACGCCGTAGCCTGTTGTGCGAACAGCGGTTGAAGGATCTGGGTGTCTTGG 

GATCCTTTATTCACAGGGAGGAGTACCTCGGCCGCTCTAGAACTAGTGGATCCCCCGGGC 

TGCAGGAATTCGATATCAAGCTTATCGATACCGTC 

>SEQUENCE:5934:prostate_MPM2000-004P6_Table5 

GGGCTGCCTTGGTACTGTGTAGCCTGTCCTTGCAGTTTCTAATT CTAAA GATGACATATA 
TTTAAAATTTCTAAATTATTAGTTACTTTCACATCTTATCTGGGTGTTTTTGATAGACAT 
TGCTTATTTATTTTTGTGATTCCATTCTTTATTCAAATATTTCATATGATAGTCTTCAGT 
TTT AAG AAC ATG CTTTTTTG AAAAG CG CTAG ATATTTGTG AC ATG GAG CTCCTTG ACTGT 
GTTTGAAGTCCTTGGGAGGGTGGTCTACAGCCAGATATTTTTCCTGCTCAAGCCCACACA 
GAGTGACCAACTTCCTTGATGCTTCTGTAATTTTTGTTTGTTTTGTGGGTTCATGTGTAG 
CCTTAATGTGAGGGTCTGCTTCATTACTTTGCGTCCAGGGTCTCCCCAGCTGTATAGGCA 
GCTGGG I I I I I GT 

>SEQUENCE:5935:prostate_MPM2000-004P6_Table5 

TTGGAGCTCCACCGCGGTGGCGGCCGAGGTACCATACACGCCAGCATTGCACTGGCTTCT 

CCTGGGTTGACCAGAAGTTTCTGTTGTGCCTGGTGTGGGCAGTTGTAAATTACAGGCTTT 

GAGTCAGAAGAAACCTTAAGCCCACCTGATGCTCTCGGCTCCGACTGTGCTCAGGCTCTG 

GCTCAGCAGCCTGTGCTCCCCGGCGTGTCCCCGCCTCACTTCGTCTAGGGGGTTGCTCTC 

CTGGAGGGCAAGGAGGCTGCAGTGTCGCGGCTGCACCTCCCCGCACGATTCGGCAGGAC 

G 

TGCCCAGACGGCAGGACTGAATTTTCCTGTTGTGACAAAATTAAATTCTGAGCAAGTGTT 

ATAGGAGGAGTTTTGTCTGTAAACGTTTATTCAAGAGGCAAAGGTAGCCTTTCTGGCTGA 

AAACTAGAAACTCATTCTATTTAACTAATGTGTANTTTGCGGGGAGGTGGGATTTANATG 

TATTTAAACCCCACCCCTGAACTATTGTGAGCTTTCTAGTGTGTGAAGCCAAGAATCCGA 

ACAAGTCGGCAAGAGACAAAAACGGGGAGATGCCAGGACGAGCATCCGTTCTGC 

>SEQUENCE:5936:prostate_MPM2000-004P6_Table5 

GT AATACCACTC ACTATACG ACTCACTAT AG G GCG AATTG GAG CTCCACCG CG GTG G CG G 

CCGCCCGGGCAGGTACCCGGGATGCCCGTTAACTAAAAGCTTTGCAGAAATAAGAAGTGG 

CTGCTCCTGTTAGAGCGGCTTGACTAGCTGGTCCACTCCGGGCCTCAGTCTGGGGGGCTG 

GCGGGCAGGTTGCAGCCTCTCCGTGATCAGTGTGCCTTGGATTCCATTGGATCTCTTAGT 

CTGGCCCTCATTTTTCAAGCTAACAGAAACTTTCTGTCGTGACTTTTGGCGTATGCTACC 

TGGGAGGAAACGCAGTATTTGTGTTTGGAATTTGCCCCCATTAGACGATAAAGCACAAAG 

CCTTCTAAATAAAATGCGGTCCCACGGCCAGCTGTTCAGAGGATCTTGACGCTCTTCCTT 

GGGTGACGGACCCAGGAGAGTTCATCCTGCAGGAACCCGTGGCCTCAGGCTTTCCAGGAG 

GGAGGTTAGAGAAAGGGAAGGAGCC 

>SEQUENCE:5937:prostate_MPM2000-004P6_Table5 

TGGAGCTCCACCGCGGTGGCGGCCGCCCGGGCAGGTACAGAGATGCCCTGGGTTGTAAA 
G 

CAAAAAATCACACCTCTGACTTAGCTTGTG 1 I I I I GTCACACGTTTCTGATCCAAAACAT 

AAAATGATAAAATTCAGAGGTTGGAAGAACAACTTCATTTCTATTTTAGAAAACACAATC 

ATTTGAACATGTTTACTGAAAGCACTGATATGTTTTATAAATTCAGTTTTTCCTTTCTTT 

TCTTGTAAAACTTTCTCATTGCTTTTACACCTTTACTAAGAAAAAATTGCCTTGATATTG 

AAGAGGGAGACTTCCCTTACTGTTATCCTGTAAAAGCCGTATTTCCCACACTGCATTATA 

TACTCTCTTTTATTATTATTATTA I I I I I I GGAGATGGAGTCGACTCGCTCAGTCACCCA 

GGCTGGAGTGCAATGGCACGATCTCGGCTCACTGAAACC 

>SEQUENCE:5938:prostate_MPM2000-004P6_Table5 

GGGCTTACTTGTTCCTTGTGTGTAAAAGGACTGCAGCTGGAATTTCACCAAGGGGAAATT 

GCCTGTTGTGTCCCAGGGTGGGGAGGCTCGGGCATCTGTGAGAGACAGGGAGGGTGGCT 

A 
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AGGTCCAGTTGCTTTTGAGTGCCCCGTGGAACTTGATGGGAATGGGGTTGGAAAACCTTG 
ATTGCCTCCTCTGTCACATGCCACTCTTGGAGCTGGAGCTTAGTGATATGTCAATGAGAG 
ATACTCTTGCCTTTGTTTTTTCTTTCC I I I I I I I I I I I I GGGGGGAAAGTT GGGA AAAAT 
CTCACTCAAAAAATAAACCTCGGGTAAAAGCCCCCTTGGGGAAAACAGGTTTTGGGCTTT 
TTTT 

>SEQUENCE:5939:prostate_MPM2000-004P6_Table5 

TACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCCCGGGCAGGTAC 

AGGAGGCTGCCAGAGGGGAAGCAGCAAGCAAGACTCAGGCACACATGCTCTACAGGTGGC 

TCTTTGTTTGCCTGACCAAAGTTCTTTGCAAATCTTAGCGCAGTTTCAAACTAGTGACCT 

GGGAGGAGATGGAAGGGGTGTTGACCAGGCTGACCTAGCTGCTGAGGTCAAAGGCTGATG 

ACCCCAGAGGAAGGGGACAGGTCAGGGATACATCTCACCACTGAGAATAAGTTTGTCCAG 

A I I I I I I I CTAAAGTTACTTCCCTTGGAAAGATACACTTGA GAGGAC ATTGTAGTTAAAT 

AATGTGAACTGTAACAGTCGTCTACTGGTTTATTTTT CATAT TTTTTAATTGAAAATTGA 

GCTTGCAGAAATAGCCACATTCTACACATAGTTCTAATTTTAAATCCAAATCTAGAATCT 

GTATTTAA 

>SEQUENCE:5940:prostate_MPM2000-004P6_Table5 

GTAATACGACTCACTATAAGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCCCGCGCAG 

GTACACCTGACTGGGCGCCCTGCCTGTCCTGCACTGCTGTATGGAGCTGGCCCCGCCACA 

CACGGATGCCTGGACACAGCCTGATGACACCTGGGCCGCTCTGGAGGGACTCTCCTTCTC 

ACCGTTCCGGGAACAAATGCTAGATACGAGTTCCCTACTTCAGTTTATGAGAGAGAAGCA 

GCATTTGCTGAGCATAGACGAGCCTCTCTTCCGGTCCTGGTTTA GTCT GCTACCTCTGAG 

TCACCTGGTTATGTATATGGAAAACTTCATTGAGCACCTGTGTCGTTTTCCTGCTCATAT 

CCTGGACTGTCTTTCAGGGATTTACTACCGGCTTCCGGGACTTGAGCAAGTCTTGAATAC 

GCAGGATGTTCAAGATGTTCAGAACGTTCAGAACATTTTAGAAATGCTGTTGCGACTCCT 

GGACACTTACCGGGACAAG 

>SEQUENCE:5941:prostate_MPM2000-004P6_Table5 

GACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCCCGGCCAGGTACACA 

CTGATGAATACTTATAAGGCATCTTGATACTATTTGATAGGATGAATGCAAACATTGAAT 

TTAAAAAACGAATTCAATTCCTATAGTCCCACCTACTGGGAGGCTAAGGTGGGAGGATCG 

CTTGAGTCTAGAAGTTCAAGGCTGAAGTGAGCTATGATCACACCA CTGC ACTCCAGCCTG 

GATGACAAAGAGAGACCTTGTCTCTAAAAACAAAACAAAAATTTCATTTTCATTCAGTTT 

TTACATTCATCTTAACAAATCTTATCAAGAAAGTGCTCAGCAGTGTGGTAAGATGCAAAG 

ATGAATCTCCGTAGTCCTTAGGTCAGGTTGCTCTCAGCTGGCAAGAAAAAATAAGATAAA 

TGCACATTAGTAAGTGTAATCAACAAAGGAATTGCTGGCCAGGTGGAATGTCTCACTCAT 

GTAATCCCAGCACTTTGAGAGACTGAGGCAGGAGGATCGCTTGAGCCCTNAGAGTTTGAG 

ATCAGCCTGGGCAACATGGTGAAACCCCGTGTCTACTAAAATACCAAAATTAGCAACGTG 

TGGTGGC 

>SEQUENCE:5942:prostate_MPM2000-004P6_Table5 

CTTCAGAAAGCCTTAGTGAAGCCTGGATCAGTTGCCCAGTCTTATAGAAAAGTTAGAAGG 
CTACTTTGCTGAAATTTTTTGTAAAGAAGGGGCTCCTGCTAAATCAGGTAAAAAATAAGA 
TGAACCAAGTCATAAATATCCAAAAAACAGAACTTAGCAGAAAGGCTGGTGGTAAGTATA 
CAAGGTTCTTATACCCAAC 

>SEQUENCE:5943:prostate_MPM2000-004P6_Table5 

AGCGCGCGTAAAACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAG 

GTAATCTCCAGATGTTCCAGAGCAGTTTTCAGATATTAATTTAAGCAAATCTCTTCCTCA 

AGAACAGAAGCCACTTGAAATTAAACCAGCACCTTTTGTGAGGAGCCGATTCAAAAGACC 

AAAACCAAACTTAGCAAGAGCAGCTTTGAAGAGAGAGACTACAGAATCAGAAAAATATAT 

ATATGAGAAGAAATCAGAAACCGAGAAAATGGAGACTATTGTGATGCAAGAAAATAATGA 

ACAAACTGATACTCTCCCTTCTCAACATGTGAGTGTATTTGAGATGGAAGTTCTGTGTGG 

GTG I I I I I I I I I I I I I I AAGTTATTAGGACTACTAAAAGCACCTGGCATTAAAATTCTAC 

AAATATTTCTGTGTAATTTTTGCTGCATGTGATATTGCTCCCATGCTTAATGTGCCTCAT 

TGTTCCACATAATTTGTGTAAGAATCTCAGATATC 

>SEQUENCE:5944:prostate_MPM2000-004P6_Table5 

AGCGCGCGTAATACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAG 
GTACCTCCAACAGCTGGACCCTCCAGCTGGTCACCTTATGTAGGAGGCTTCTCTCCCCCA 
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TGGGCGGAGTGCAGGGCAGGGTGGCCTGGGGTGGAGGCTGCAGGCAGGCCAGTTCCCCA 

T 

CCAGCCTCAGCCTCCTTCCTGCTGGGGAACCAATCATAGGGGAGGAAACTGAGC I I I I I C 

CTTACAGCCACCTCAGGCTCATTGGCTGGGCCCCCTGTTAAAAAAAAATACAAAAAAGGG 

G G GGGCAG ATTAACCATAG AAAAGTCTG AG C ATGTATTTAG CATGTGTTACGTCACACTG 

AAGCTCCATGAATAAGTGAACACCTGAAGGCACCACAGAACCCGAGTGTTTCTTACGGCA 

AGCACCTCGATGGGGAAACGTGATTGTGTGAGTGTTTCTTACTGC 

>SEQUENCE:5945:prostate_MPM2000-004P6_Table5 

CGCGCGTAATACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGT 

ACCCCTAGCAGAAACAGAGTTTCGCCATGTTGGTCAGGCTGGTCTCGAACTTCTGTCCTC 

AACTGTTCCACCTGCCTCAGCCTCCGAAAGTGCTAGGATTACACGTGTGAGCCACTGTGC 

CCAGCGTGTCCCTAACCGAGGCAGCAGCGGACGTGAGCGATAATGGCGGATATGGAGGAT 

CTCTTCGGGAGCGACGCCGACAGCGAAGCTGAGCGTAAAGATTCTGATTCTGGATCTGAC 

TCAGATTCTGATCAAGAGAATGCTGCCTCTGGCAGTAATGCCTCTGGAAGTGAAAGTGAC 

CAGGATGAAAGAGGTGATTCAGGACAACCAAGTAATAAGGAACTGTTTGGAGATGACAGT 

GAGGACGAGGGAGCTTCACATCATAGTGGTAGTGATAATCACTCTGAAAGA 

>SEQUENCE:5946:prostate_MPM2000-004P6_Table5 

ACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCCCGGGCAGGTAC 
C 

CTG G GC AG GG G CT AG GG AG AGTTGTCCTCTG G ATCCTG CCTGCTCTGTG ACTTAG AAC AA 

CTCTGTCCCCTCTCTGGGCCTCTTTCCTCAGTCCCTCCTTGAGTCAGGGCTTGGGAATGG 

G GTG AAGTGG GG AG G ATGCTTCCTTCC ACAGG AATCTGGG AG GGTCAG GTG CACTGCTCT 

GATAGGCTGAGGCTTGGGGCCCTTATGGGATCCTCCCTCATCAGCCCTTCTCCCTGGATA 

CCAAACTTTTTGGCTGGTTTCTCGGCTAACAGCAAGGCTTTCCTGAACCCTTTCTTAGCT 

GGGGAAGGGAGGTTCAGGAGGGAGTCTCAGAGCCTCTGACAAAGTTAGGGAACCCCAGGG 

AAGTAATGAAGGGGGCAATGCCATCCTCTGGTCTTTCCAAACAGGGAACACCTTCCAAAG 

CCACTTGGGTCATTTGGGGTCTAGAGGCTTAGAGAGGACAGGACATCTTGGAAAGAGCTG 

AG CTCANGCCTTG GTG CTGGG CT 

>SEQUENCE:5947:prostate_MPM2000-004P6_Table5 

GCTGTTTCCTGTGTGGAAAACAACGGCTACAACGCGGGGGCGGCCGAGGTACCTTCCTTA 

GTT AG C ATCCC AACT ACTTCTACTG C AAAACCCC AAAGC ACTACATCTTTAAG CAATG G C 

CTTCCATCTGGAGTTCATTTCCCACCTCAGGATCAAAGACCACAGGGACAATATCCTTCA 

ATGATGATGGCAACCAAAAATCATGGAACGCCAATGCCTTATGAACAGTATCCAAAATGT 

GACTCACCTGTCGACATCGGATATTATTCCATGTTGAATGCATACTCAAATCTGAGTCTC 

TCAGGCCCACGAAGCCCTGAAAGGCGTTTCTCCTTATACACAGATTATAGAATAAGTTCC 

GTAGCTTCTGACTGCANCAGTGAAGGGAGCATGAGCTGTGGGAGCAGTGACTCCTACGTG 

GGTTACAATGACCGGTCCTATGTCAGCTCCCCCGACCCACAGCTAGAGGAGAATTTGAAG 

TGTCAACA 

>SEQUENCE:5948:prostate_MPM2000-004P6_Table5 

GTAATACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGT GGCGG CCG CCCGGG CAG 

GTGTGGTTAAGTTGGTGACATGGCTCAGAAGTTTATTTCTTTAAATTTTTAAGTI I I 1 I I 

TCTTrrTAGTCTrCAGAAAGGCAACAGTAGTCTTTTAACGTCACTGTTAAAAGTG TAAGA 

CTCTTTTACTCCCTGAGAGTCCCCTTTCCCTTTCTTGCGTCCTTTCCTCTTTATTCTTTT 

I I I I I II I I I I I I CTTTACTG AG ACGG AGTCTC ACTCTGTCG CCCAG G CTGG AGTG C AGT 

GGCGCGATCTCGGCTCACTGCAAACTCCGCCTCCCGGGTTCACCCTTTCTCTTT ATTCT T 

ATCCCGGTCAGACTCGCCCCCTCCTCCAAGATATCTCTCTGTTTTAT1TTATTTGATTTT 

AGTTCTCTTTGGGTGATCGCTCCTTCCCTCTTCAACGGATCCCTCCCCGCCTCCATCCTN 

GTTCTGTGGGAGAGACCAGCCTTCTGGTGCTGCAATCAGGAATGGAGCTTGACAGCGCTC 

TGGAAGCCCCATCGC 

>S EQU ENCE :5949: prostate_M PM2000-004P6_Table5 

TTGGAGCTCCACCGCGGTGGCGGCCGCCCGGGCAGGTACAGATCTTAAAAACAACTACCT 

TCGATGATGGTAGAATTACTATTTCTTAGTTGCCAAAAACAGTAATAACAGTTTGGTCTT 

CACTTTTrATTrrTATTTTTGTATTCAGTATATTTGGGGCCAGGCGCAGTGGCTCATGCC 

TGTAATCTCAGCACTTTGGAAGGCCGAGGCGGGCGGATCACGAGGTCAGGAGATCAAGAC 

CATCCTGAACACAGTGAAACCCTGTCTCTACTAAAAATACAAAAAATTAGCCAGGCGTGG 

TGGCAGGCACCTGTAAGGTGCGGTGGCTCACGTCTGTAATCCCAGCATTTTGGGAGGCCA 
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AGACGGGCAGATCACCTGAGGTCGGGAGTTCGAGACCAGCCTGACCAACATGGAGAAACC 

CCATCTCTATTAAAAATACAAAATTAGCCGGGCGTCGTGGCACATGCCTGTAATCTCAGT 

TACTTGGGAGGCTGAGGCAAGAGAATCGCTTGAACTCANGAGGTGGAGGTTGCANTGAGA 

CAAGATCGCGCCATTGCACTCCAGCCTGGGCGACAAGAGCAAAACTCCATCTCAGGAAAA 

AAAAAAAA 

>SEQUENCE:5950:prostate_MPM2000-004P6_Table5 

ATAGCTGTTTCCTGTGAGGGACGAGCGGCCACAACTACGGGGGCTTCCTTGTTCCTTGGT 

CTAAAAAAACATACTGAGACCCCTGTTTTTAATGAAAAATGAAAGCCTCCTGGGTTTGGC 

TGATTCCCTGGTGAATGGTGGAGCGGTCCTGAAAGCTGGGAAGACCTCT TTCT GGCACAG 

CAACCGGGGCAGAGGTGAGAGGAGAAGGGCCTCAGCAGTGTTCTGGCCTTTTGGGTTCAT 

CCAAAACTTGCCGGTCCTGGGCCTGCTGGGAGAGGTCAGCCCCTTTCAGGTGAGCAGCTC 

TGGGGCCGGGTGACCCACGCCACCGTGTCGGGCACACAGTGGTGCTTCGTTTTCCTCACT 

CCTGG G G CCACAG CCTTCCTG CTGCGGTTCTGCCTGGTGGGTGGGTCCATG CTG CTTTG A 

GGAGGCAAGTGACCTAAGGCTTCCGGGACACTCTTTTGGCAACTTGGGCCTTGGAAGG 

>SEQUENCE:5951 :prostate_MPM2000-004P6_Table5 

TTGGAGCTCCACCGCGGTGGCGGCCGAGGTACCTTATCTTTACCACTCAGGGTGGCTTTA 

AAAGACGGACAGCTTTAGGTTTGTTCTCACTGGAACTGGTTACACTTTCTGTGCAAACTT 

AACC AAGTG ATG ATCGTCTG G AAG CTG C ATTCCCTC ATTTCC ACTGTTTGGTGTG A ATCT 

AGTCTCCCCACTTTATCTAAAAGGAGGCTAGCAGGGCCCCAGCCTGAGCAGAGCAGCTAG 

AGAGTGCTTCCAGATTCCTTTGCCAAAGGAGGCCCATTTTCCAGCTGTGAGTGACATCTG 

TAGTCATTGGCTTCATTGCCTGGCACTAGCCCTGTCTAGAAGTGGAGAAAGCTGGATCAC 

AG CTG G ACC ACA ACC AG CCCCA ATCC AGG ATTTCCC AT ACC ATGCTG G CTGTG G G CTCTG 

TGAGCCTCAGCCAGGTGGCCAGGCTATACTTGTCACAGCTGGCCACAAGCCTGCTGAAAG 

AACATGGGGT 

>SEQUENCE:5952:prostate_MPM2000-004P6_Table5 

GGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCCCGGGCAGGTACGAAAGTTAAATTATT 

CCAGTCCATTCTGATCAAGAATGCTCAAGAGACTAGCTTTCCCACAACAGAGATGTGGAG 

CAAAAAGCATAGTCCTTACCGACTTACACCAATGAGCATG CCAC AGACTCCAGCCAGCTC 

TAGCACATACAAAATTTGAGTAAGGAATACTATAACCCCTATTTTACTCCTATACCTTTG 

CTAATG ACACCTCTAAAATCTG CAG CCATATATCAACACCTTATTTC ACCATATTG AATA 

CACTCACAAGTCAACCATCTAAAGGTCAGGCTCCTAATCAATAGTGCTACTGTGGATTAG 

ACAAATTAACAATGTTAAGTGATTAAAA 

>SEQUENCE:5953:prostate_MPM2000-004P6_Table5 

CTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACTCAGCAGTTAAA 

AGATTCATCTGGAGTCGCAAAATGAAAAGCCGTGTTCTAACCTGAGGAATCAGTTAGGGG 

ACAGGAGTTCCGTGGGCCAGGAATGGGCTCAGGGAGTGGGGCTGCGTGTCACACACAGTA 

GCTGTGTTGCAGTGGCCTAGGGCCTTGGGGGTTGTCTTTAGGAAACACCCTGAGGGGAAG 

CAGGTAAAGAGCCTGGGCAGTATTGTGACTAGTTTCATTGTTTTCCTCCTGCTGAGGTCT 

AGCAGAGCCCTTGCTTTGTCCTCTCGGCTGGGTCTGGCTGCCAGCTGGTGTGATTTGAGA 

AACTGACCTTACGCGCAGTCAAGGTCCAGCTGACAAGGCCTTGTATTCCTTGGCTGGCCG 

TG ATTGG CCCTTTCCTCTG CAG A AAG C AG C 

>SEQUENCE:5954:prostate_MPM2000-004P6_Table5 

TTGGAGCTCCACCGCGGTGGCGGCCGCGGTACTCCTGGAGGCTGCGCAGCCCCAGGCCT 
G 

TATCGATCACCACGTCCTGCTCGGAGCCGCGCACCAGCCAGATGTTGGCACGGTTGCCCG 

ACTCGTAGAAACGTTCTTGAATCCAGAAGATACCATCGCCTAGAGACTTGTGGGCGTACC 

TCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAATTCGATATCAAGCTTATCG 

ATACCGTCGACCTCGAGGGGGGGCCCGGTACCCAGCTTTTGTTCCCTTTAGTGAGGGTTA 

ATTGCGCGCTTGGCGTAATCATGGTCATAGCTGTTTCCTGGAGGTAATTGCGCGCTTGGC 

GTAATCATGGTCATAGCTGTTTCCT 

>S EQ U E NCE:5955: prostate_M PM2000-004P6_Table5 

GACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCCCGGGCAGGTACCC 
G 

GGATGCCCGTTAACTAAAAGCTTTGCAGAAATAAGAAGTGGCTGCTCCTGTTAGAGCGGC 

TTGACTAGCTGGTCCACTCCGGGCCTCAGTCTGGGGGGCTGGCGGGCAGGTTGCAGCCTC 

TCCGTGATCAGTGTGCCTTGGATTCCATTGGATCTCTTAGTCTGGCCCTCATTTTTCAAG 
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CTAACAGAAACTTTCTGTCGTGACTTTTGGCGTATGCTACCTGGGAGGAAACGCAGTATT 
TGTGTTTGGAATTTGCCCCCATTAGACGATAAAGCACAAAGCCTTCTAAATAAAATGCGG 
TCCCACGGCCAGCTGTTCAGAGGATCTTGACGCTCTTCCTTGGGTGACGGACCCAGGAGA 
GTTCATCCTGCAGGAACCCGTGGCCTCAGGCTTTCCAGGAGGGAGGTTAGAGAAAGGGAA 

GGAGCCCAGCT 

>SEQUENCE:5956:prostate_MPM2000-004P6_Table5 

GCGTAATACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGATATTGACCC 

GGAGGGCAAGAAGTTTGACCGAGGTAAGTAAGGTATGTAGGGGCGGTTTGGAGGAAGAGG 

CTAACCTCGCGGACATGCCCCTGGGCCCCGTGTCCACCCAGCTCTTGTGGCCTGCCCCTA 

CCAGCAGGTCCTGGTGTAGGGACCTCCCTCAGTAAACATTTTATGGATGAGAAA ACGG AG 

ACTCCCGAGCTCTCTCTGGCTTCACGCATGCCGTGCCCGGTGCCTGGGTGGCCTTTTGTC 

ATGGTGCTGGCAGACTCCTAGGCATATTTATAATCGCTACCTGCTCTGTGCTAGACACTG 

GTCTCAAACTCCTGATCTCAAATGATCCACCTGCCTCGGCCTCCCAAAATGTCGGGATTA 

CAGGCATGAG 

>SEQUENCE:5957:prostate_MPM2000-004P6_Table5 

ACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACAACAGATG 
CAACCGTAAGACACACAGAGCCCGCCCACTGCGGGGCAGCAGGACCGAGCCCAGAGCCC 
T 

CGGGGGTTTCGTGCGTGACGAAGGGTCTTTCACTCAAGTAAAATGGCAGCGTCCTCCTTC 

CTCTTGAAAACATGGGGACAAAAAGGGACCAGGATCTTCCCAGCAATCGGCATTCTCATC 

GCCCTCTGGACTGCTTGGAGCCCGCCCACCTGTGCTTTTAACTCATACCTGAGAAACACG 

GCTGGTGTTTTACTTAGATTTTTAAATTTAAAATGTCTAATGGAAGATAAAGACTTACCT 

TCCCCAGGCTAACGCTTAAAGAATCTCAATTAACTCAAAACTAATGTCAGAGGGAATGGA 

TGTGATAAGAGAATCTTACATTACATCTAACAAAAAAAGTAACAAACATGCAATAAAATG 

GA 

>SEQUENCE:5958:prostate_MPM2000-004P6_Table5 

GAACAGAAGCTGGGTACCGGGCCCCCGCTCGAGAGTACTTCTAGAATTAATTAAAGCGGG 

CTAGTGTCTCCTTCTTGGGAATGTGGCCCTCGGGGCCATGGTCTCCTCACACCATTCAGA 

ATGAGCCTATGACCCCCCACCCCATCCTGCTCTGGAAATGCAGGCAGCCCATATAAGAAG 

CCTGGTCACATGCTGTTCCTCTTGCTTCCCCCTAAGTCAGCATCTCTAGGCAGGGGTCTC 

CCCTAACTCCAGCTTCCCAAAAACCCCCATTACCTTTCCTTCT GAAGCCAT GATGTGGCG 

GTGCATCGACTTGTACTTCTAGCTGAACTGCCTGTTTTTTAGG I I I I I I I I I CCCAACCA 

TCTTAACTGATTAAAGTATCCTATCAGTCCCCAAATATCAAGAAGCCCATTTCCAAATGT 

GTGGCATTGGCCAAAANNNAAAAAAA AAAA AAAAAAAAAGGGGGCCCCCCCCCGGGGGGA 

CCCCCAATCCCCCCTTTTGGGGG I I I I I I I CCCCCCCC 

>SEQUENCE:5959:prostate_MPM2000-004P6_Table5 

AGCTGTTTCCTGTGTGGCAAAGAGGAGCTCCACCGCGGGGGCGGCCGCCCGGGCTGGTA 
C 

TAAGCCCAGCCAAGGAACTACACCTTCTCGCTGAAGGAGGCGCCTCCGGCTTCCCATTGG 

CAGAGCTGAACGGCGGCGTGAGTGCTCCGGTGCTTTGGGGCCATGATTAGGTAAATAAGA 

GTGGCTTGAACATGGCACTGTGATATGGTGATGGGGGATGTGGGAACCACACCGGCTGCT 

AAGTGATCAACAGGTGGTGGCATGAATAGCCTGGACACGCTGGACAAAGGTTATGTCTTA 

TGAAGTCAAATGGTCAATTTCCTGATGCTCATGTGCCTTTGGGCTTCCCCAAACACCACC 

ACTCCCTGAGCAAAGACGCCCCTAACAAAGAGTCAACCGTTATTTTATGCCAAAGCGAAA 

G G CGTATTAC AG AGGG CTTG G G CCTT ATTATCC AAT ATCCC 

>SEQUENCE:5960:prostate_MPM2000-004P6_Table5 

GTAATACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACTAA 

GCCCAGCCAAGGAACTACACCTTCTCGCTGAAGGAGGCGCCTCCGGCTTCCCATTGGCAG 

AGCTGAACGGCGGCGTGAGTGCTCCGGTGCTTTGGGGCCATGATTAGGCAAATAAGAGTG 

GCTTGAACATGGCACTGTGATATGGTGATGGGGGATGTGGGAACCACACCGGCTGCTAAG 

TGATCAACACGCGGTGGCATGAATAGCCTGGACACGCTGGACAAAGGTTATGTCTTATGA 

AGTCAAATGGTCAATTTCCTGATGCTCATGTGCCTTTGGG CTTC CCCAAACACCACCACT 

CCCTGAGCAGAGACGCGCCTAACAGAGAGTCAACCGTTATTTTATGCCAAAGCGAAAGGC 

GTATCACAGAGGGCTTGAGCCTTAGTATCCAATATCCCCAAAGC 

>SEQUENCE:5961:prostate_MPM2000-004P6_Table5 

ATAGCTGTTTCCTGTGTGGAAAACAACAGCCCCACCGCGGGGGCGGCCGAGGTACCCTCT 
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GATAACACTGAGGCAGACTATTTTCTAATAGGGGAGGAGTTCTCTGCATTAATATTCCAA 

CAGATTCTCTTAAAAGAGGAATAACACTTACAACTATAAGAATGGCTATAAGAATTGAAC 

AGATAGGATCTGCTATCATCAAACCAAAATTTTGCATCATGATGGCAGAAGCAATTACAC 

CAATACTTCCAAGTGTATCTGCTAGGATATGTAAAAATACACCTTGTAAAATCTGTCTGC 

TGGGTCCTGTTGTTTCTTTTAAGGACGGGCCATCATGAGAATGAAAGTGTCCATGTCCAT 

GAG C ATG ATC ATG G CT ATGTG CAG CACC ATGTTTCACTTC ATG G CTATGG C A ATG ATCG A 

CATGGCCATGTGCCTGATCTAGAGCACCATTAAAGAGGGAATGACTGTGTCCGTGGCCAG 

AGCCATGAGAATGTCCATGACCTCCATGTTTGAAAACAAATATTCCTATTAGGTTTGCCA 

CAAACCCAAGAATGGAAACAAGAAGCAGTCTCTCATGGTGGACATCTGGAGGGGCTAATG 

CTCTCTCAACTCCTTCTGAGAAAATAAAAA 

>SEQUENCE:5962:prostate_MPM2000-004P6_Table5 

CGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACTGCGATATC 

CACATATTTTTGAGAAAAATTCCCAAGCCAGGCGAATGTGGATTGGAATAAAGACATAGG 

CAGTGTATACCACCATAGCAATAATGGTTAGTAAGATGGTGTTAAACATAGATCGCTCCC 

AGGGCTCTAAAACAGCACAGCAGCTAATGATTTGGTATTGATAGTAGAGCCAGGAGAAAT 

ATTCCTTCACACGCCTCAAATCCATGGTTGGCTCCTTCAAGCTGCAGTAAGTTTGTCCCA 

AGAAAGTCCAGGTCTGGTTCTTCAGCCTTGCTCCTTCGCGAAATGATCCTGTGTGGGTTA 

GTTCTCCTCTCTGGGTTGCTGTTTCCTCATCTCCCAGTTGGGTGTATCTCCCTGCGGCTT 

AAGTGAGCGCCGAGGCTTTGGCTCCTCCCCAGCTG 

>SEQUENCE:5963:prostate_MPM2000-004P6_Table5 

CATAGCTGTTTCCTGTGAGTGCAAAGAACAGCTACACCGCGGGGGCGGCCGCCCTGCCTG 

GTACCGAATCAATGTGGACAACGAAGACAGCTACATGCTTGTGATGCGCAATATGTTGAG 

CCACCGTCTTCCTGTGCACAGGAAGTATGACCTCACGGGTTCCCTAGTGTCCCGGGAAGC 

CAG CG AT AAG G A AAAG GTT AAAG AATTG CCC ACCCTTAAG G ATATGG ACTTTCTC AAC A A 

GAACCAGAAAGTTTATATTGGTGAACAGGACAAGAAAATATTTCTGGAAAAACTGAACAG 

AGATGTGGAGTTTCTAGTGCAGCTGAAGATCATGGACTACAGCCTTCTGCTAGGCATTCA 

CGACATCATTCGGGGCTCTGAACCAGAGGAGGAAGCGCCCGTGCGGGAGGATGAGTCAGA 

GGTGGATGGGGACTGCAGCCTGACTGGA 

>SEQUENCE:5964:prostate_MPM2000-004P6_Table5 

GACTTACTATAGGGCTAGATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACTCTGAGGCC 

CTGATGGCTCTCGCCACCATGGCGTCACTCCGCGACCACAGCACACCAGAAACACTCAGC 

ATTATGGATGACCTCATCAGCTCCCCAGGCAAAAACAAAAGTGGGAGGGGACACATGCTC 

ATTATCAGGGTGCCCTCGGTGCAGCTGGCGATGTTAGCCAAGGAGCGGCTACAGGAGGTG 

CGCGACAAACTGGGTCTGCAGTATCGGTTTGAGATCATCCTTGGGAACCCGGCCACCGAA 

CTCAGTGTTGCAACTCACTTTGTGGCGCGATTAAAGAGTTGGAGAGGAAATGAACCAGAA 

GAGTGGATCCCTCGGACATACCAAGATTTAGACGGTCTACCTTGTATTGTGATATTAACT 

GGCAAAGATCCTCTTGGAGAAACCTTTCCCAGGTCTTTGAAGTACCTGCCCGGGCGGCCG 

CTCTAG 

>SEQUENCE:5965:prostate_MPM2000-004P6_Table5 

ACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCCCGGGCAGGTAC 
G 

ACGGGAGAAAAATGCATGAATGTCATCAGTGCCAAAAAGCCTTCACCACGAGCGCGTCCC 
TCACACGGCACAGGAGAATCCACACCGGGGAGAAGCCTTACGAGTGCAGCGACTGCGGGA 
AAGCCTTCAACGACCCTTCAGCCCTTAGGAGCCACGCAA 
>SEQUENCE:5966:prostate_MPM2000-004P6_Table5 

GCGTAATACGAACTCACTTTATAGGGCGGAATTGGAGCCTTCCACCGCCGCGTGATACGA 

CTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACCGAGTCAGTGTG 

GACAACGAAGACAGCTACATGCTTGTGATGCGCAATATGTTTAGCCACCGTCTTCCTGTG 

CACAGGAAGTATGACCTCAAGGGTTCCCTAGTGTCCCGGGAAGCCAGCGATAAGGAAAAG 

GTTAAAGAATTGCCCACCCTTAAGGATATGGACTTTCTCAACAAGAACCAGAAAGTATAT 

ATTGGTGAAGAGGAGAAGAAAATATTTCTGGAGAAGCTGAAGAGAGATGTGGAGTTTCTA 

GTGCAGCTGAAGATCATGGACTACAGCCTTCTGCTAGGCATCCACGACATCATTCGGGGC 

TCTGAACCAGAGGAGGAAGCGCCCGTGCGGGAGGATGAGTCAAAGGTGGATGGGGACTG 

C 

AGCCTGACTGGACCTCCTGCTCTGGTGGGCTCCTATGGCACCTCCCCAGAGGGTATC 
>SEQUENCE:5967:prostate_MPM2000-004P6_Table5 
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ACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCCCGGG CAGG TACT 

TG AACCGCTTTAG GTG C AGG G CCAAG ATC ATGG G C AG CTTTTTTACCCTC ATCCTTTTCT 

GG GCTTCTTGTTTGCTGCAG CATGTTTCACAATAATA I I I I I GTTCACTACACAGTGTTT 

CTGTGTTGCTGAAGTCTCTTAGACAGTGGGTAATGGATGTATTCTGCTCCACATCAACAG 

AACGGTCTAGATAATTTTCATCTTTGCTACTAACAGTTTCACAGTTCAAGCATCGA GTTT 

CATTGGTAAGCGTTCCCTGAAAAATCTCATGGACCCACGTG AGTTCT GGTTTATTATTTT 

ACGCAGGTTCGTTCATGTTGCCATTTTTTAATTCTCCATTTTGTTTTTACTGTTTCTTCT 

CCTGCTGAAGGATGTCCGCAATAGTGTTTATCAAATAATTTAAAAATTCATGAGCA 

>SEQUENCE:5968:prostate_MPM2000-004P6_Table5 

TACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACCCCATCG 

ACTGCGTCAAGACCCGGATGCAGAGTCTACAGCCTGACCCAGCTGCCCGCTATCGCAATG 

TGTTGGAGGCCCTCTGGAGGATTATAAGAACGGAGGGCCTATG GAGG CCCATGAGGGGGC 

TGAACGTCACAGCAACAGGCGCAGGGCCTGCCCACGCCCTTTATTTTGCCTGCTGCGAAA 

AGTTAAAAAAGACATTGAGTGATGTAATCCACCCTGGGGGCAATAGCCATATTGCCAATG 

GTATTG AG CCTTACTGTG CTG GTTCCCTC ACTTTCCC AACTCTTAG GGCTTTG CTG CTGT 

CAGTGCTTT 

>SEQUENCE:5969:prostate_MPM2000-004P6_Table5 

GACTACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACCCTGGGCCGG 
C 

AGGCAGTGGGACACCCACGGGGGCCCAAGCCTATTGAGGTCGGTCCGTACAGAACAGCGT 

GGCGGCAGAATTACAAAACATTCTCAGAGAGACTGCAAAGGACACTTAGCTCTTCCGGAA 

TGAAAGCACGCAACGCAGCATAAAAAGCATCGAAACCCCAAACAGCAGAGTGTTAAAGGC 

AATTGCTTCCAGGTAGTGACGTAGTAGAACCGCCGGGGCCAAACTCAATGTCTGATGAGC 

AG CCAACATG AG AACG G GGCCACCTGCAAACACCCAG ACACCTCCAACTGTCAG ATCATC 

GCCTGTCAACTCAGAGTAAACTCATGGAGAAATTGGGGCGAGCGCTAACCTCAAGATCGG 

GCAACATATGGAACCCAAAGAAAGAAGCGAAGGAGGCCCCGGGCCCACAGCACAGTGTAT 

G GG AAA ATG AC ATTTCTG AC AG CA A AGTG GTT AATCAC AG G G AG G GGTGTTC AG AG CCTC 

CCAGGACCGACTTCCTGCAAGTCAGCATCAGACGGTCCACTGCGCCACTAGTGGGAACTT 

GTACTTCAAAAC ACCAGCTGTGG G CCCTGTGTTCTTTTCAAACAAAG G G CCCTGG ATTTG 

AACAGAATGCTTTGC 

>SEQUENCE:5970:prostate_MPM2000-004P6_Table5 

AATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACATGAAGGGCA3GTCCACGTTGTAGTT 

GGCTGGGCCATCGATGATGGTAAGGAACAGCTCGAAGGTGCTGAACAGGGCCATGGGGTA 

GTCGTAGAAGTGGCCTAGCTCCTCGGGGTCCTCTGTCTGGAAGATGATATAGAAGGCTGC 

TCCACCCAAGGGGGTGAGGGTTACCATGGCAACCATGCAGACGACCAGCCCACCCCGGGC 

TCTGCGTGCATGTCCATCCTGGTCCCTTCATCTCAATATCACCAGCTCTGCAGTGCTCCA 

AACTTTGGGTTTTTACGGTCCCTAGTTTTGTATGAGCCTCATCTTGATCCTAAGAGCCAC 

CTCTCCCTAACACTCCCGATTTTTCTCACCTCTGGAGGACGTCCCATCCTCTGATACCAT 

AGGTCTCCTCTGATCTCTGCATTACTCCTCCTCCCCAAGTTTAGCCAGAGCCAGTGCCCC 

CTAGACTTCCTCATCTCTTCCCTGCCATGGCCCCTGGTCCTGGACAGATGATTACCTGAA 

G CAAAACCC A 

>SEQUENCE:5971:prostate_MPM2000-004P6_Table5 

TTGGAGCTCCACCGCGGTGGCCGACGCTCGGACTGGTTCGAAGAAACCAAGGGTGAAAAG 

TGGATCCTTTTTGATAATGGCTCCGGGATACCCAAGGTCTACAACGGAGAGAAGGGCAAG 

CGTGGCATCGACGGGGTGGACGGCGTGAAGGGGGAGATGGGGTACATATTGGTGATCTGC 

TTTTGCAAACCCAACACATTCTGGGTCCTATAGTCACATTGATTTTCATTATCTCTAGTA 

GAAAGAGCTGGGATTTGAAGCTCTTTGGAAACTTCTATGTTTTCAGAGATAGGTTCTTTA 

TCCTCTTGGGTTTTGAAAAAAAAATTACC I I I I I I I AGGCCATGCACCACATCTTTATCA 

TTATCCTCATACATGTGGTTCATTCCAGAAATTATTTCTGTCTTCCGGTTTACTTTCTTT 

CTAAGCTTATTAATGTTTGATTCATTTTGCTCTGAGGGTTGAATATCAGTGACATACTTT 

TTCAAATCCAATATATTGTGGGTCCCATAATCACATAAATTTCCATTATCT 

>SEQUENCE:5972:prostate_MPM2000-004P6_Table5 

CGCGCGTAATACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGT 
ACTGATTCCCTACGATGCAGATTTGAATCACAGAGTAATTAAAATATGGATCAAATAAGG 
CTGGGGCTCACCAAGGCTGAAAGCTGTAGCCATTCAAGGCATCATTTCTGTCATGAAAAT 
ATAGGACCTTTTCAAAACATGCCTTCAGGAAGGTGTTCTCTTTTCAAACAAAAGTCTAAT 
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GACTGCATAACTCTTCTTGACCACATCTTACACTTTCTCTAGACTTGCTTATTTACAGCT 

ACTGGAACAAAAAGATGAAATGAATAAAGCACACTGATTGTCCTAAGAGTCTTCTGTGAC 

TAAAAGCACATGAGCTTCTCCCCAGGCTGAGCTTTGACCCTCCCAAGCATTTCCCCAAAG 

GCCATGACACTGCATCAGATTGCTCCTGGACACTTTCCTCAGAGTTTTCAACAAATATAA 

ACTGAGGAGTGGAGCACAGCAC 

>SEQUENCE:5973:prostate_MPM2000-004P6_Table5 

GGAGCTCCACCGCGGTGGCGGCCGAGGTACCAGTGGCACCAGCAGCCCACCAGCCCCCT 
G 

CCGCCCTGTACCTTCGGGAGCAGATCACCAGGACAGGGAATCTGCAGGCCAGGGAGGAGC 

AGAGCTTAGCCGAGTGGCAGGTGGGTGCCCAGGGCTGTCCAGTCCCTTTCCTGCTGCTGC 

TCCATCTTCCTGCATTTCCACGTCTGTGTCTGCCCGTGGGGATATGCTGCCGCAGTGGCA 

GGAAAAGAAGAAAGTTGCCTCTACCCTTCTAGGTTCTGTGGTGGCCTCAGAATGAACTGA 

CTTAAGACAGATGAACAGCAGAGAAAAAGATAAAAAGGCAATTTTAAATTACAGATGCAC 

ACATAGGGTGGAGAGAAGGGGCCTCAAAAATCAGACTCAAAGAGGCAGCCAGAGGGTAGG 

GGCTCAGTACCTGCCCGGACCTGCCCGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGC 

TGC 

>SEQUENCE:5974:prostate_MPM2000-004P6_Table5 

TTGGAGCTCCACCGCGGTGGCGGCCGCCCGGGCAGGTACAGCTTTGCAAACAGGCTACCC 

CAGGGCTTGCCC1 I I I I I GTGAGGGTAGTCCTTTGGGATCTTGACCCCTTCCCTGGATTT 

TTGTCTGTGTTAATGTCTTCATGTTGTGTA I I I I I GCACTTAATATTTGCCCTGTGTATG 

TTTTCCCAGCTTATTTACACACAAAGCATAACAGATCTGAGCATAATGAGACTGCCCATC 

I I I I I AGCTACAGATACCTGTAAAGTTGCATATTTGTGGGAACCTGTATTCTGAGCTTAA 

TTACTGTAGCCTGGGTCTTTCATTTCAAGATGATGTGCGAGGTGATGCCGACCATCAGCG 

AAGCAGAAGGCCCCCCTGGAGGAGGTGGAGGCCATGGTTCCGGCTCCCCTTCACAGCCAG 

ATGCAGATTCACATTTTGAACAGTTGATGGTCTCCATGCTAGAAGAAAGGGACCGCCTTC 

TTGATACACTGAGAGAGACTCAAGAAACGCTGGCCTTAACCCAGGGGAAGTTACA 

>SEQUENCE:5975:prostate_MPM2000-004P6_Tabie5 

GGAGCTCCACCGCGGTGGCGGCCGAGGTCCAAGGCCAAGCTGAAGCCAGGGGCTCCCTT 
G 

CGGCCCAAACTGAACCCGAAGAAAGCCCGTGCCTACGGGCCAGGCATCGAGCCCACAGGC 
AACATGGTGAAGAAGCGGGCAGAGTTCACTGTGGAGACCAGAAGTGCTGGCCAGGGAGAG 
GTGCTGGTGTACTGAGTTCAGATATCTTGCCCCGGTGGGCCATCATTGGTTGGCTCCTGA 
CAACG T GCACGTCAAATGTCGCTGCCTCCAATGCCAAGCTGGCTTTGTTTTATGACTGGC 
TGTTCTTTAGTCCAGACAAGGATAGCATTATGAACATAGAACCAGCCATCCTGGTCATGC 
ACC ACTCCATG AAG CCCC ACCC AG CC ATC ACTG CCAC ACTGCTG G ACTTC ATGTGCCG CA 
TC ATTCCC AACTTCTATCC ACC ATTG G AG G G CC ACGTG CG GC AG G GTGTCTT 
>SEQUENCE:5976:prostate_MPM2000-004P6_Tabie5 

ACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACAGATAAAG 
GAAGAGATCCCAGTTCTGATACATATGAGGAAGATTCTGAGTTGTTGCTCCAGATACGAA 
ATGATGTGCTTGACTCACTGGGTATTAGTCCTGACCTGCTTCCTGAGGACTTTGTCAGGT 
ACCTCCTGCTTCTGGTTTTAATTAGAGCCTTCCCCGATTACATTTTCCTGTGAAI I I I I I 
CCTATCCACATTAGATCTGACATGTTAAAACCCCCTACTTCTAAGGGAACTTCTCTAATC 
TATTATCCTCATCCCCAAATAGTGTTTTCTTCCTATGGGTTCTTATAATGTTGGTATCAA 
TCTCAC AG C ATCTAGTG CCTCCTG CCTG GTGTG ACAGTTACCTGTGTG C ATGTG C AATTT 
CTAATTTCCCACG CTAG ACTGTG AG CTTCCTA AG G CAAG AATC ATGCCTTGTTGGTTTCT 
GTATTCCTCATG 

>SEQUENCE:5977:prostate_MPM2000-004P6_Tabie5 

GACTTACTTGTTGGCTGATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACCCAAAGCCAG 
GCTGTGGCTGTCCATACGGTGGCGCGGTATAACCATAACCAAAAGGTGCCTGGGGAGGGA 
CGGCAACACTGGGTCCTGCTGTCAGCATCAACTGGGGCTGACCATAAACAATGGGTTGTG 
TCTCCGTAGCTTGTTCTTCTTCTTTTCTCAGTGATTCTGAAGCATCT AATTT ATCCACCT 
TTGTCAAGTACTCTTTTCCCCTTACTGACAGCTTTCCCTGGAAGTGACTTTCTCCCCTCT 
GCCAACTGACTCCCCACTGCCTCTGGGGAAGGAGACCAGTATTTATGGTTGTCTTGTTCC 
TGGTGA I I I I I I I I I I I I AAAGTAGGTCCCTTCCACTCTCGTAAAACCCCCTGGCAGGTG 
TATTCTCTTTCGCCACTTCAGTGTGCACCAAATGTTTGTTGAACAATTACTTTGGGCCAG 
G C ACTGTG CTG G GTG CTGTG G CT A AC 
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>SEQUENCE:5978:prostate_MPM2000-004P6_Table5 

TTGGAGCTCCACCGCGGTGGCGGCCGCCCGGGCAGGTACTTCGGTGCATCTAACTTAGGC 

TGTCTTGTTCAACTTATTTGTAAAAATGAACATTCTTGAAGTATATAGAAACAATAGCAA 

AACATCTTTGTAAAAGTTTTGATGCAAATTAAAAGCTACATATTGGTTAGGGTAACCGAG 

GCTTCAAAATTCGTCAGCGGGCTACATTATCAGATAGGATTTCTTTGTCAATGTAGTTAG 

TATGTATACTGTTTAGTCTCAGGAACAGAGGCAAGCAGTCTTTAACATTTTAAAACTTGA 

CCTTCCTTCGTGGCATCACGGGTTTTGGAGAGTCCAGATTATGGGAGCAGT 

>SEQUENCE:5980:prostate_MPM2000-004P6_Table5 

GCGTAATACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGATCATTG 

TTCACGCCTCTCCTTCGCGTATGTGTTTTCTACTGTTCTTGCACTGTAAAGGCAGAGGTT 

GCATCGGGCCCTTATGCAAAGCCCCAAATAATTACTGGCTGACTCTTCTCAGGGAACATT 

TGCTAACCCTGTCACAAGCCATAAGGTTCCACCACAAATGGCCCTGTGGCTCTCTCGTTA 

CGTTTCTGTGTGGACGTTTCCACATGGTCTGAGGCATTCATCCAAGAAGAGCAGGATGTA 

TTAGTGACTGCACAGATTCTGCCTTGGCCCACAAAGAGGACATCCAGGGCAGTCCTGGTC 

ATCTGTAATAACATTGCCCAGTGAGTTGAGGCTGACCTGAGTACCTGCCCGGGCGGCCGC 

TCTAGAACTAGTGGATCCCCCGGGCTGCAGGAATTCGATATCAAGCTTATCGATACCGTC 

GACCTCGAGGGGGGGC 

>SEQUENCE:5981:prostate_MPM2000-004P6_Table5 

TAGCTGTTTCCTGTGTGGAAAAGAGCAGCTCCACCGCGGGGGCGGCCGCCCGGCCTGGTA 

CCATGAAGGAAGATTGACCCTGTTGGTATGCCTGTGGGGGTGGGATGTGAGTGGGACTGA 

TAAACTGATACTTTTGGTTCGTATGTACCGGGCAGCTGGGGAGCAGGAGAAGCTGGAGGC 

CACCAATCGCTACCACATGCCCAAGGAAACCCGAGGACAGCCAGCCCGAGCTGTGGATCT 

AGTGGAGGAGGAATCAGGAGCCGCCTCGTCTCAAGTTGTATAAAGTTGTCTCCGTGTCCC 

CTCCTCCCTCTGCCCCCAGTGTTTCTTCTGA I I I I I I I I CCCCTTTCCCTCCCTC 

>SEQUENCE:5982:prostate_MPM2000-004P6_Table5 

ATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACCCCCl Mill I l 

TTTTAGAGACGAAGTCTCGCTCTGTCACCCAGACTGGAGTGCAGTGACACGATCTCGGTG 

CCACCACACCTGCCTAATTTTTGTATTTTTAGTAAGAGACAGTGTTTCACCATGTTAGTC 

AGCCTGATCTTGAACACCTGACCTCGTGATCCACCCGCCTCACCCTCCCAAAGTGTTGGG 

ATTACAGGCGTGAGCCACCGCCTGCACCCGGCCTGAATACTCTTTGAGCCAATCAAATGT 

TATAAATTAAAATCACATTAACTCATAATCTTATTCCTTAAAATGAGTGACTTACAGGTG 

TCGTAACAGGTGACTTCTCACTGCTTGGAGAATCCACTTGAGAATTGAGATTTGGCAAAT 

GTAGTTGGTTGGCTTCAGGCATTTTGTCCAGAAATGGAAATGTCAGCGTTGCTTCGGGTT 

CTGGAGATTTTGGCTTTACCACCTTTTGTGACAGCACCAACTCCACCTTTCCACTCATTT 

C ATTTTCTGGTTTCTTCTG GTCTTTTTCTTCCG AC AC ATCATTCTTCAG CTG G G G GCT 

>SEQUENCE:5983:prostate_MPM2000-004P6_Table5 

TTGGAGCTCCACCGCGGTGGCGGCCGCCCGGGCAGGTAAAGACTCCACGGCCTCCTGCC 
A 

CCTGGGAGATAGTTGGATTATCTGTGCCTTAGCATGGCCTCCCAGGCCCTCCTTACCCAC 

CTTTTCAGCACATCCCACCCTCCAGTGCTGTCACGCCAGATCCTGTTTGTGCCTCGTGCC 

CTGCCTCAGTCTCTGCTGCCTCCCTGAGTGCCTTCTGCTCCCTTCTCACCAGCGGGGCCC 

TCTTGTCCTTCAGTGCCACACAAGGACCCCTCCCTGAGTATCCCATCCCCACGGAAACCC 

TTGGGCTCACAGGCCCACCCACCACTTGCTGGTTGCGCAGCCTTGGGCAGGTGGCTGACC 

TTGCTCTGCCCACCCCTGGAGGGCGATGTCTGTGAGGGACTCCAGTCGTTGTGAAGTGTG 

AGCCCTCAGGACCTCCTGCGTGAAGACCGCACAAGCTGAAGGTGGAAAGTTCCA 

>SEQU ENCE:5984: prostate_M PM2000-004P6_Table5 

TATACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACTCCAG 

GCCACCTCTTCTCCCAGCCTTTCCTGGGAGGCGCCACTTGGTATCTGGGACCTCCTCTGC 

TCTAACACAAATAAGAATTCCTCAAAAGTTTTCTAGCACACAACTTGTTCTTTCACCTCT 

TTCACCTCTCCAAGAAAGTCAAACACGGTCCTTGCTTTTCCCAGTGGCCATGGTTACCCA 

AGCACAGGAGGCCAAGGCCTGGGGCTCAGGCCAGCAGAGCAGGATCTCTGCAGACGTGT 

G 

GTCCCAGGCTTGGCCAGTACCTGCCCGGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGG 
CTGCAGGAATTCGATATCAAGCTTATCGATACCGTCGACCTCGAGGGGGGGCCCGGTACC 
CAGCTTTTGTTCCCTTTAGTGAGGGTTAATTGCGCGCTTGGCGTAATCATGGTCATAGCT 
GTTTCCTGTGTGAAATTGTTATCCGCTCACAATTCCACACAACATACGAGCCGGGAGCAT 
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AAAGTGTAAAGCCTGGGGTGCCTAATGAGTGAGCTAACTCACATTA 
>SEQUENCE:5985:prostate_MPM2000-004P6_Table5 

TAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACGAAAACCCCACAAACGGCA 

GTTCTTCACCCGAGAAGCCTGAGGGGCTCAGCTGGCACGGAGAGGATGAAACCCACGAAT 

TCTTCTCTGGTTCATCAAAATTGGAGGTGTCATCGTCAGACTTGAGGGTGGGAACGAAGG 

GGGGAGGAGAGTTACGAATGTTGTTCCAGTCAATTTTAGAGAAGAAAGGATGGCAGCAAA 

G ACCTTC AA ACTTC AGTCTCTCTTTCTG G CCG CAC A AC A AGCTTTG AATC AG ATCAAG A A 

AGTCACTGCTCACTTTGGGGTCATCTGGAAATTTCAAAAACCCGCTGGAAATTCATAATG 

TT ATTG AAGGTTCTGG C AG AG GTTCCCTCTG CG A AG G G G G ATCTCCC ATA AATC A TCTC A 

TAGGCAATCACGCCCACTGACCACCAGTCACAGTCCAGGCCGTAGGTGCCTTTTCCATCC 

CCGTT 

>SEQUENCE:5986:prostate_MPM2000-004P6_Table5 

GGAGCTCCCCGCGGTGGCGGCCGGGTACAAAACAAACAGAACATGAGCTGTCTTTCTCAG 

CTCTCTACTTTGTAAATAAAAAGGGGGAAAGGTGTGTGT CCCT TCAGCATGCCTCGTGCG 

GCACACGATAAAGAAATCAAGGGGAATGGAGAAGGTGATTTTCTTCACCTGCCCATCGGG 

TCAACCTCAGCACCCAGACCACAGAGACTCCCCGCCCACCTCCCAACCTGCCCCATCACA 

ACCCTGAAGGTCAGACCAAGTCCTCTATCTGCTAGGACATGGAGGGTAGCTGAGAACAAA 

TTTAATAGCTTCACCTTGAAAGACAAAAGACAGGCAAACTTATAGCATGAGACTTAAAAT 

GTTGAAACTTTTCTCACCAATTCTCCCTTCTGGCCAGGAACTATTTTCAGATGAGGCAAA 

AAGGTGAAAAGAGCTCCACAACTCACCTAAAGCCATCGCCAGGTAGAGAATGACCCAGCT 

GAAGGCCTGCCCAGTGCCAGGCCCAAAAGGTACCTGCCCGGGCGGCCGCTCTAGAACTAG 

TG G ATCCCCCG G G CTG CAG GAATTCG AT ATCAAG CTTATCG ATACCGTC 

>SEQUENCE:5987:prostate_MPM2000-004P6_Table5 

AT AG CTGTTTCCTGTTC ATAG CTGTTTCCTGTGTAG G A A A AG A ACG G CCAC A ACTC AG G G 

GCATACTTGTTGCCTGGTGCAAAAACAACGGCGCAGCGGAGGCGGACCGCATTCTACTCT 

GCAAAAAGAAAGGACTGTAACCAGCAAATTACTTCATCATCTAGATTATCCATTCAGGTG 

ATCCT AATTAG CAAG G ATAAC A AG AATCGTCCG CACTAAAGTCCCCTG CAG CGTG ACC AT 

GTCGAGACCCCGGAAGAGGCTGGCTGGGACTTCTGGTTCAGACAAGGGACTATCAGGANA 

ACGCACCANAACTGAGAACTCAGGTGAGGCATTAGCTAAAGTGGAGGAC 

>SEQUENCE:5988:prostate_MPM2000-004P6_Table5 

AATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACATGAAGGGCAGGTCCACGTTGTAGTT 

GGCTGGGCCATCGATGATGGTAAGGAACAGCTCGAAGGTGCTGAACAGGGCCATGGGGTA 

GTCGTAGAAGTGGCCTAGCTCCTCGGGGTCCTCTGTCTGGAAGATGATATAGAAGGCTGC 

TCCACCCAAGGGGGTGAGGGTTACCATGGCAACCATGCAGACGACCAGCCCACCCCGGGC 

TCTGCGTGCATGTCCATCCTGGTCCCTTCATCTCAATATCACCAGCTCTGCAGTGCTCCA 

AACTTTGGGTTTTTACGGTCCCTAGTTTTGTATGAGCCTCATCTTGATCCTAAGAGCCAC 

CTCTCCCTAACACTCCCGATTTTTCTCACCTCTGGAGGACGTCCCATCCTCTGATACCAT 

AGGTCTCCTCTGATCTCTGCATTACTCCTCCTCCCCAAGTTTAGCCAGAGCCAGTGCCCC 

CTAGACTTCCTCATCTCTTCCCTGCCATGGCCCCTGGTCCTGGACAGATGATTACCTGAA 

GCAAAACCCA 

>SEQUENCE:5989:prostate_MPM2000-004P6_Table5 

ACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCCCGGGCAGGTGG 
C 

GGCGGAGGGCCGAATTCCCTTTTCTCAACGGCTTGATTTCAGAGCTGGGCTGGTCTCTGA 

CAGGCTCAGCTGGAGAGGGACGGGTTGGGACGCACTGTCCTTTTGCCCTTCCCCCTCCGC 

GAGCAGAAGCTGACTCCGCAGGAGCGAGGGTCGCAGAGCTGGGGGATTTCAGTCTCCACA 

TAGTTTTGGAGCCGGACTTTTGAAGAATGATTCGTGAATCCGGAATGGGTGACAGCGTCA 

TCACGGCATTTTATTGACAGACCATGGATTCTTACAGTGCACCAGAGTCAACTCCTAGTG 

CATCCTCAAGACCTGAAGATTACTTTATAGGTGCCACTCCTCTGCAGAAACGATTAGAAT 

CGGTCAGGAAGCAGAGTTCATTTATCCTGACTCCACCTCGAAAGAAAATTCCCCAGTGTT 

CGCAGTTGCAGGAAGAT 

>SEQUENCE:5990:prostate_MPM2000-004P6_Table5 

GGCCGCCCGGGCAGGTACTTGTCCTGCCTCCACCTCTAGAGCAACATGGTCACCGTCCCT 
TGAAGGACCGAATTTGCAGCCTTCAAACGGCTCAGTGTCTCCAACCAACTGAAAAAGTCT 
GAAGAAGGAGGTTTAGAAAATACTAATTGAATATAATAAAGAAAACTAGAACATGTCAGA 
AAGACATTTGAAAGGAAGTTAGTATGCCAATGAAGAGGTGGAATGATCAAAGATTTTAGA 
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GGCCTAAATCCTTTGATGCCACACTGAGGAAAGTCCTTCCCAACGTGCTTAGAGCATCTG 

GAAGCAGGTCTGTTTATTCCGGCAGTTTCCAGACCTGGTCTTGCCATG GGCA GGGGTGGC 

GCTGCTGCTCCCTCTTGTTTATAGAAGATGCGGGACAAACTGAGTTGCTTTTGACCAGCT 

GCCAATGAAGAGCACTTATGAAAATGGGAGTGCTCAGTAAATAGATCTTGAGTTGAAGAG 

ATGGAATTCACTG 

>SEQUENCE:5991:prostate_MPM2000-004P6_Table5 

ATAGCTGTTTCCTGTGTGGAAAAGAAGGGCTACACCGCGGGGGCTGCCGGCCTTATGGGC 

CCTCGGGAGCCTACACTTGCCAACCAACCCCACATCCCTCCCGGCTGTAGCCAAGAACTA 

TTCGGTTCTCTACTTCCAACAGAAGGTTGATCATTTTGGATTTAATACCGTGAAAACTTT 

TAATCAGGGGTACACCTGCCCTCCTTCTTGAGGGTCCCAGCCTGCGATGATGATTCCCGC 

CATCAGGTCTTCCCGGTATCGGTAACACATGTCCTTAAAGAGGCTGGCTGCTGTGTGGAC 

CAGTGGAGGCTCATTCAGTTCAATGCTGTGGAAACCGAGCTGGTAGGTGACAGCATCAGC 

TACTGCCTGGGTATCAGCAGCTGAACCTGAGCGACAGCAGAAAATGCGGTCGTGAATAGG 

TGTCAGCTTGTCAGTCACTCGATTGGCGATGTAGGACCCA 

>SEQUENCE:5992:prostate_MPM2000-004P6_Table5 

GACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCCCGGGCAGGTACTG 
G 

CTGCTCCCACCCTCGCACGCACCCTCAATACCCACGGGTCACCCTG GAAGC CGCTACATT 

CTGGCTGGTAGAGTCGTGGACCCTCTTCTCCTTGGATCAGATGCTTGTTTTTGATGTCGG 

CTTGTTGTGGACCAATGTGAGAAGATGAGCTTCCTGGGAATTCATTCGTTTGCTTGTGGC 

ACTAACTCTAGTCACTTAGGGAAAATATCGTTGCACCTGACTTCATCTCATGTGGCTGTG 

GGTAGACCTGTGCAGTTAGTCAGCTCCCGGCCTGGAAATTAACACAAAGGAAAAACCTGA 

CCACACAGGCCTTCAGGGAAGCTGTGGTCTGAGGGTGGCTGGTAGAACTGCCAGAGAGTA 

G G G CATTTTCCATGG CTCCAG ATC ACCTTCTG AAAATG CG ACTAT AGCCCCTG CCTATTC 

CCGGGGTCCACCTGGTCTGCAGACCCCATAATACCAGGAAGAGCTGGGTGTTCTGGCACC 

AGTGAAACAATACCTGGTTTTTTATTTTAAACCAGCCCATCTTCCCCGCTGCAGTTGGAA 

CCGTTCTACGTGGATTTGGGATCAACCAGCAGGCCTTTCCTGAGCT 

>SEQUENCE:5993:prostate_MPM2000-004P6_Tabie5 

GCGCGTAATTACGACTACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTA 

CAATGCCATTGGAGGCAAGTATAACCGGGGTTTGACGGTGGTAGTAGCATTCCGGGAGCT 

GGTGGAGCCAAGGAAACAGGATGCTGATAGTCTCCAGCGGGCCTGGACTGTGGGCTGGTG 

TGTGGAACTGGTGAGAGGGGTAGGGCAAGGGAGAAGAAGTTTCCTGCAATGGTGGTGACT 

TGGGTGGGAAGGGGAGGGATGGGCCTGAAACTTATTTCTGGGTTGTGTTTGTGTTTCTTT 

GTCTCTAGTGTGCTACGGCCAAATTTAGAGTGAATCACTCCAAGGGTTAACTAATGTGGG 

GAGCCTCTTTTGGCATTAGGTATGAAGATGGCTGTAGATAGTTGTAGACAGTGTGGACTG 

GGGCCTCGAGACTGGGCAGAGAGGTGTCAGCTCTTTCCTCTGAGCAGAGGATGGCTATAA 

AAGTGACAGAGGAGGCCGGGCATGGTGGCTGACACCTGCA 

>SEQUENCE:5994:prostate_MPM2000-004P6_Table5 

CGCGTAATACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCCCGGG 
CAGGTACAGCTCCACGGGCATGGCCAGCAGCAGGGTGAGCAGGTCGGACAGCGCCAGGC 

T 

GCCCAGGTGGTAATGCACCGTGCTCTGCAGGCTCTGCAGCGACTTCTTCCGCGCCAGCGT 

GAACGCCGTCACCGTGTTGCCCACCGTGCCCACCACGAAGAGCGCCAGGTACATTCCCAC 

TTTCACCCCCTGAGGTTAGAAGAGGCCCTAAGCAACATGTTATCCACACATGGTTGCTCC 

AG GTC A AGTC ACCA AAG CT ACCTCTCTGTC ACCCTTGTC ATG G C AG ATTTG G G CTG CTCT 

GTTTAGAATCAGGCACATGAGGGAGGGAAGTCGTGTATTGACCCATGTCCCACGCACCCT 

CTCATCTATGTTATATGGTGGATGCTTCACAGAAGCCCTGGGAAGTAGATG 

>SEQUENCE:5995:prostate_MPM2000-004P6_Table5 

ACGACTCACTATATGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACAATGATGT 

GACTGCAAAGAAAATGACTAAAACAAAACTTTACAAACATCTTCATGTTTGTAATGTATT 

AATGCACAAAATATCAAAAATAGAAAGTCTGAGTTTCTTCCCCGCAGGTTTATGATAAAC 

TATCAACCTTCTATTTAATGCATTTCC I I I I I I I I I I ATTTATAGAGATGGAGTCTCGCT 

ATGTTGCCCAGACTGGTCTTGAACTCATGAGCTCAAGCAATCCTCCCACCTCGGCCTCCC 

AAAGTGCTGGGATTACCGGTGTGAGCCACTGCACTTGGCCTTAATGCATTTACTTTTATA 

AGCCTTCTCTGTTTAGAAGTACTATTAGCCATGGTCAACCCCACCGTGTTCTTCGACATT 

GCCGTCGACGGCGAGCCCTTGGGCCGCGTCTCCTTTGAGCTGTTTGCAGACAAGGTCCCA 
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AAGACAGCAGAAAATTTTCGTGCTCTGAGCACTGGAGAGAAAGGATTTGGTTATAAGGGT 
TCCTGCTTTC AC AG AATT ATTCC AG G GTTTATGTGTC AG G GTGGTG ACTTC ACACG CC AT 
AATGGCACTGGTGGCAAGTCCATCTATGGGGAGAAATTTGAAGATGAGAACTTCATCCTA 
AAGCATACGGGTCCTGGCA 

>SEQUENCE:5996:prostate_MPM2000-004P6_Table5 

TAATACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACTGGT 

GTAAGCCCCTGTGTTTC CAAA AGTTAAGTTGCTCACCAAATGCAACAGAGCCTGTTCCAA 

AGAAACTGCCCCTGCATTTTTTCCAATCAGGTAGATACTATGTTGAACTCCTTTGATTTT 

GAGACAGGGTCTCCTGTCACCCAGGCTGGAGTGCAGTGATACAATCACGGCTCACCACAG 

CCTCCACTTCCTGGCCTCCAGCCATTGCCCCGCCTCAGCCTCCTGCATAGCTGGGACCAC 

AGGCATGCAGCACTATGCCTGGCCAATTTTTGTATTTTGGGTAGAGACAGGGTTTCGCCA 

TGTTGCCCAG GCTG GTCTCG AACGCCTGCCTAAG CCTCCCAAAGTG CTGG G ATTACAGGC 

GTGAACCACCCCGCCCAGCCCCATGTTGAACTCTTAACTGCCAAGCAGAGAAAAAAAAAT 

CCTTACCATACTAAGACAACTTTAATGATACTTTCACCTTTGGGCAAAGGGAAAGCATTC 

TTGAATATATCTTAAGAACCAAGTCCTCAAATACTGATGA 

>SEQUENCE:5998:prostate_MPM2000-004P6_Table5 

CCTAATACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACAG 

ATGGAACTCTGCAAACCTCCACAGACTTCTCCAAATTCTGGAAAACTCTCTCCCAGTAGC 

AATGGCTGTATGAATACACTTCATATCAGCAGCACAAACACTGTCGGGGAAGTGATCGAG 

GCCCTGCTCAAAAAGTTTCTCGTGACTGAGAGCCCTGCCAAGTTTGCACTTTATAAGCGT 

TGTCACAGGGAAGACCAAGTCTACGCCTGCAAGCTCTCAGACCGGGAACATCCACTCTAC 

CTGCGTTTGGTAGCAGGGCCCAGAACAGACACACTTAGTTTTGTTCTTCGTGAACATGAA 

ATTGGAGAGTGGGAAGCCTTCAGCCTTCCAGAACTACAGAATTTCTTGCGCATCTTGGAC 

AAGGAAGAAGATGAACAGCTGCAGAACCTGAAGAGGCGCTACACAGCCTACAGGCAGAAG 

CTGGAAGAAGCCCTCCGTGAGGTGTGGAAGCCTGATTAAAGCGGGGCTCCCTGCCCGTGA 

GGCCCGGTGCAGGACCGATGTACCTGCCCGGGCGGCCGCTCTAGAACTAGTGGATCCCCC 

GGGCTGCAGGAATTCGATATCAAGCTTATCGATACCGTCGACCTCGAGGGGGGGCCCGGT 

ACCCAGCTTTTGTTCCCTTTAGTGAGGGTTAATTGCGCGCTTGGCGTAATCAT 

>SEQUENCE:5999:prostate_MPM2000-004P6_Table5 

TACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCCCGGGCAGGTAC 

CAACTTGCCAGACTCTTGTGCTACCATTTTAACGGATTCTTCAGGATCAACATGAAAAAT 

TAAGTTTAAAGG AAAAC TAGTGTTTTTCAAAAATTGCAAAATTACTTCGTATTTTTAAAG 

CTAAACAAGGCATTTTTAAAAAAAATTTAACATAAACATTCACAATGTGTCCCTCGAATG 

GCATTTGAGAAAAGGGAGCACAGGGGAAGTCTCTTGCTTTTCCTATTCATGGTGGGCAGG 

AAGTGAGACAACCAAGCTGGACTAAAGGCAACTCACTGTGCCCAAATGGCAGCCTCCATG 

GAGTTAAGTTAGAG CCAT TGACTGCTATAGAAAGCATTATTACAACATATCAGTATTTGC 

TATTGGGAATTTATATTTTTTGAGAAAATATTTACCTATGCAATGTTTGATTGAAAATCA 

CTGGAGTTTTCCTGTAAAACTTGGTCGTATCCACTCATGCT 

>SEQU EN CE:6000: prostate_M PM2000-004P6_Table5 

GACTCACTATAGGGGCGAATTGGNAGCTCCACCGCGGTGGCGGCCGCCCGGGCAGGTAC 
T 

CCAGCCTGGGCAACAAGAGTGAAACTCCGTCTCAAAAAAAAAAAAGAAAGAAAGAAAGAA 

AGAAAAAGCTCATCAACAAGGCCATCGAGTCCCTGCACGGGCAGCCCCTGCCACTCTCCC 

CTGCACCCACACACCATCTGCGTGGCTTTCTTCCCTTGGAGGGAGGTATCCCAAGCATGT 

TCTTACTCCTGCCCAGACACTCTCCCCAGATCCTGGCACAGCTGCCTCCTCCTTAGGATT 

CAGGTCTCACTGTGGATGTCCCTGTGAGAGCCACTCCCAGGTGTTGTCCATCGCATTACC 

CTATCCTGTCATGCCCCCCAGCACTTAGAAGCATCTGAGATTATCTTCTATTGTTTCTCC 

AATTTAGTGTCAGCTCCATGAGGGCAAGGATTTGTGTCTGTTCTGTTTATTGGTAAATCC 

CCATTAAAACTATTCCTCAGGGCTGGGCGCGGTGGCTCACGCCCGTAATCCCTGCACTTT 

GGGAGGTCAAGGCAGGTGGATCACGAGGTCAGCAGATCGAGACCATCCTGGCTAACATGG 

TGAAACCCGC 

>SEQUENCE:6001:prostate_MPM2000-004P6_Table5 

GACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCCCGGGCAGGTACTG 
G 

CTGCTCCCACCCTCGCACGCACCCTCAATACCCACGGGTCACCCTGGAAGCCGCTACATT 
CTGGCTGGTAGAGTCGTGGACCCTCTTCTCCTTGGATCAGATGCTTGTTTTTGATGTCGG 
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CTTGTTGTGGACCAATGTGAGAAGATGAGCTTCCTGGGAATTCATTCGTTTGCTTGTGGC 

ACTAACTCTAGTC ACTTAG G G AAA AT ATCGTTG C ACCTG ACTTC ATCTC ATGTG G CTGTG 

GGTAGACCTGTGCAGTTAGTCAGCTCCCGGCCTGGAAATTAACACAAAGGAAAAACCTGA 

CCACA CAGG CCTTCAGGGAAGCTGTGGTCTGAGGGTGGCTGGTAGAACTGCCAGAGAGTA 

GGGCATTTTCCATGGCTCCAGATCACCTTCTGAAAATGCGACTATAGCCCCTGCCTATTC 

CCGGGGTCCACCTGGT CTGCAGACCC CATAATACCAGGAAGAGCTGGGTGTTCTGGCACC 

AGTGAAACAATACCTGGTTTTTTATTTTAAACCAGCCCATCTTCCCCGCTGCAGTTGGAA 

CCGTTCTACGTGGATTTGGGATCAACCAGCAGGCCTTTCCTGAGCT 

>SEQUENCE:6002:prostate_MPM2000-004P6_Table5 

CTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCCCGGGCAGGTACTTGTTATAA 

AACTACTTACACCCATGTAGAATGTGCATTTTGCAGCATTAACAATTTGTGCATGGTGGT 

TCTATTGCATAATATATACTGAAAAACCATCATCTGTAAATCATTACAAAAATAAATAAA 

ACACTTTAGTAACCTGTGAAAATCTAACAGGCAAGTTAATGAACAACCACAATTACACAA 

AATTGTCAGTGAAATTCTAAAGAATTACTGCTTATGAACTACAGAAAAAACAGAAGGGAC 

ACACAATAGGAAAAATAATATGTTGAGAATCACTAAATTTTGAAATATCAGCTTCAGGTA 

AATGCACATTACTATAAAGATGAAGAATTAGGAGGGGAGTCTGAAATAATTTCATGCCTG 

CAGTTATATGACAGCAGTATATAGAGAAACTCCCTGACTAGGAAATGTCATCTAGTTTTC 

CAGTTCTATGGCCAAAAAAATACATATAATGAAAGCTGTGTGCTTTAACATTTTATTATG 

TAGAGTCAGAGAAATGTTGATATGAAAAAAAAAATTACAAAAAAGAAAATATGTAAGATA 

TAATGCAGGCAAAGGTCAATCTCATAAGAAACATGACACTTGACATATCTTATTCATAAA 

G GTAACTTTTC AAAG CATACTAAATG CTATGC AGTT ACT 

>SEQUENCE:6003:prostate_MPM2000-004P6_Table5 

TTGGAGCTCCACCGCGGTGGCGGCCGCCCGGGCAGGTGAAGAAGATAACCCAGTAATACG 

ATCATACTTCAAACGTGCTGATCCATTCTATGATGAGCAGGAAAATCACAGTCTCATTGG 

GGTGGCCAATGTCTTCCTCGAGTCACTTTTCTATGATGTGAAGTTACAATACGCTGTTCC 

CATCATCAACCAGAAAGGAGAGGTGGCAGGTCGGCTGCACGTGGAGGTGATGCGACTCAG 

TGGTGATGTTGGGGAGAGGATCGCAGGAGGCGATGAGGTGGCAGAGGTCTCCTTTGAGAA 

GGAGACCCAGGAGAACAAACTGGTGTGCATGGTTAAAATCCTGCAAGCTACTGGGTTGCC 

ACAGCATCTGTCCCACTTTGTGTTCTGCAAATACAGCTTCTGGGATCAACAGGAGCCGGT 

GATTGTCGCTCCTGAAGTGGACACCTCC 

>SEQUENCE:6004:prostate_MPM2000-004P6_Table5 

TACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCCCGGGCAGGTAC 

ATTCAGATCATAATAATTCTTAAAATGAATTATTTCCTCAATAAACCCATTTGCTACATC 

TGGAAATCTTGCTTCCGTTTCTTTCACTAGTAGTTCAACGAGCTCTTGATCTACCTCTGC 

AG CTTCTTG CCCCC AAATGTTTTCC A AATTGG G CTCTTG AG ATTCTTG C ATTGG AAAGGC 

TGGACCTGGCTCTTCATCATCACTTGCTAACTGCTGGTCTTCAAACTCTCCTAGAGGATG 

GGCAGGCTGAGGAGAAGAGGGGCCTGAAATCCCACCTTGCTGGGGTTCCGGCCTTGGAAA 

AGCGGGCCCTGGGAATTCATGCTGAAACAACAAGCGGCCCAGTTCTGCTTCAGGCTGCCG 

TTCCTGAGGAACGACCTGGTTTGTTATTTCACGGNGCTGTTGGTTCAGAGACTGGAAGTA 

AGGATGATCTAACCA 

>SEQUENCE:6005:prostate_MPM2000-004P6_Table5 

AGCGCGCGTAATACGACTCACTATAGGGCGAANTGGAGCTCCACCGCGGTGGCGGCCGCC 

CGGGCAGGTGGCGGCCTACCTGCAGTGGCGGCGCTTCGTTTTCTTCGACAAGGAGCTGGT 

GAAGGAGCCGCTGAGCAATGATGGGGCCGCTCCCGGGGCCACACCTGCTTCTGGATCCGC 

TGCTTCCAAGTTCCTTTGCCTCCCTCCTGGCATCACTGTCTGCGACTCAGGCCGAGGGAG 

CCTGGTCTTTGGAGATATGGAAGGCCAGATCTGGTTCTTGCCACGTTCCCTACAGCTTAC 

AGGCTTCCAAGCCTACAAACTACGGGTGACACACCTGTACCTCGGCCGCTCTAGAACTAG 

TGGATCCCCCGGGCTGC AGGA ATTCGATATCAAGCTTATCGATACCGTCGACCTTGAGGG 

GGGGCCCGGTACCCAGCTTTTGTTCCCTTTAGTGAGGGTTAATTGCGCGCTTGGCGTAAT 

CAT 

>SEQUENCE:6006:prostate_MPM2000-004P6_Table5 

CGCGTAATACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTAC 
CC AAGTCGG G G ACATG AAGTTG G ACG G AG G AAG ACAATC AACTGGTGTAGTG AGTTTG AA 
AGAGATCATTGGTCTGGAAGGTGTGGAGCTGGGTGCTGATGGGAAGACTGTTTCCTATAC 
CCAATTTCTGTTACCCACAAATGCCTTTGGAGCCCGGAGAAATACCATAGACTCCACCTC 
CTCTTTCTCCCAGTTCCGTAACCTGAGCCACCGCAGCCTCTCCATAGGCCGGGCAAGCGG 
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CACCCAGGGGAGCCTCGACACAGGTAGTGACCTGGGAGACTTTATGGACTATGACCCAAA 

TCTCTTGGATGACCCCCAGTGGCCTTGTGGCAAACACAAACGCGTTCTGATCTTCCCTTC 

CTACATGACAACAGTGATTGACTACGTGAAGCCCTCGGATCTCAAGAAGGACATGAACGA 

GACCTTCAAGGAGAAGTTTCCTCACATTAAGCTGACACTCAGCAAAATTAGGAGTCTGAA 

ACGAGAGATGCGGAAGCTTGCGCAGGAGGACTGTGGCCTTGAGGAGCCCACGGTGGCCAT 

G G CCTTCGTCT ACTTTG AA AAG CTCG CCCTCAAG G GG AAACTC 

>SEQUENCE:6007:prostate_MPM2000-004P6_Table5 

CGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCCCGGGCAGGTACG 
C 

TCTGTCTCCAAANTGAAAAAGACTTCTCTGCCCTCAAGGGAACCCCACAGTATCTTAGAG 

GAGACAATCATGTCGGTGAGATGGTGTGGTGATGAAGCCTGCTGGGTATACAGCTCAGGG 

AAAGTCATCGATGATGGCTCAGGCTCAGCCTGGGCACGCCCCAGAGGAGAGAGATGGAGT 

GGGGCCTCAAAGGGCAGGTTTAGGCAGAAAAGAAAAAGGGCATTCCAGCTGGGGCATGTG 

CAAAGGCAGCACGTAATGTGTAAGTTCTAGATCGTCAGGGAGGAAGGGTCAGTTGGGTGC 

CTG I I I I I CTG I I I I I AGTCCTTTAAAATGAGTAGAAGCAACCTGTTACCCTGGAAAGAG 

CACTGGACATAGACCTAGTGCTGCGTGATGTTGAGCACGTTTCTTCTTCCCTTTGAGTCC 

CAGTTTCCCTTTTGGTTACAGGGGGATAGTAGCCCCCAGGGATCATGTGAAAGTGA 

>SEQUENCE:6008:prostate_MPM2000-004P6_Table5 

TTGGAGCTCCACCGCGGTGGCGGCCGATCTGGTAGCCCGGAGTCGTTTCAGAAGAGTCCT 

GGGATGCTTGGGGTGGCGTGGGCTTGCAAGGCGCTGCTGG I I I I I GCCGGGGATTTACTA 

TCACGTAGTAGTGAAGTTATGGGGGCTCTATGGCACAGAGCATCACTGGGACTCCGGGAC 

CGATGGTGGCGCCCAGTGAGGATGCCCACTAGCATTCTGCCCCAGTTGGTTGGTGGGGGG 

ACACCTGACCACTGAGCCTTTGGTAACCTTATTTTTTATAGTAAGTACCTCGGCCGCTCT 

AGAACTAGTGGATCCCCCGGGCTGCAGGAATTCGAAATCAAGCTTATCGATACCGTCGAC 

CTCGAGGGGGGGCCCGGTACCCAGCTTTTGTTCCCTTTAGTGAGGGTTAATTGCGCGCTT 

GGCGTAATCATGGTCATAGCT 

>SEQUENCE:6009:prostate_MPM2000-004P6_Tabie5 

TTGGAGCTCCACCGCGGTGGCGGCCGCCCGGGCAGGTACTTTTGTCTCCTCCACCCCACC 

CCCATCATTAGACTGGCAATGTCTTTTGTCACGTTGTCAAAGTGTCCTCAGAGAAGCGGT 

GTCTAGATATCGCCGATTTCTGGTTAAAGTGGCTGAAGTGATCCCAGCATTAATTAAATG 

CAGGAGAATCGAGATTCTCCTGATAGTTTAAGGAAAAGAAAAATTCACACAAGCAAACGG 

G C A ACCCTTTG AATGTTTTCCG ACG ACGTGGTG CTTTAGG ATCTG AAAG ATG CG ACTTG G 

TTGTTGTTGTTGTTGTTGTTGTTGTT 

>SEQUENCE:6010:prostate_MPM2000-004P6_Table5 

GACTTACTGTTTGGCTGATTGGAGCTCCACCGCGGTGGCGGCCGCCCGGGCAGGTACAAA 
AAAGATGAAAGTTATGATTGGAATAAGAAATACTATGCAAACATTGGCTGAAATATGGTT 
AAAATACCTGATATATTTTATCAGAAAAAGTAGAGTTGAAGGTAAAAATGAAAAATACTG 
GAGTTATGAAGACATTGTACTTACCTTAGAGTTTTCCAATTTATCTCAATTTTATATGGC 
TTGTGATTCATTTTCTTAATCCAAATATATATAAACGTGTGTGGTCTTAANANAAAAAAA 
AAAAAAAAAAAAAAAAAAAAAAGGTTTTGCCCCCGGCCCTTTTAAAAAAGGGGGGCCCCC 
CGGGGGGGGGAAA I I I I I I I I I CCCCTTTTTAAACCCCCCCCCCCCGGGGGGGG 
>SEQUENCE:601 1 :prostate_MPM2000-004P6_Table5 

TTGGAGCTCCACCGCGGTGGCGGCCGAGGTACTGAGGGACCAGCCCCACAGCAATGGTG 
C 

CCCGGACTCCACTGTCCACAATAGACACCTCAAAATAATTGCTGTCCTTGGTCAGGGGTC 

GAGAAGCCACGTAGCAGCCAACTTCACCAGAGTTTCCATGATAACTTAAAGTATCTCCAT 

CTACAAGGATATGTTTGAACCTCTCCTGATATCGGAAAGCTCGGACCTCTCGAATCTCCC 

GGATCCGCCGGCGCCAATTCAGAAACCGGTAGTGCAGGTTGGGTCATCCATCTTGTCATG 

AGAACAAACCGGGGCCGCCGCGTCCTCCTCATCCATAGGCCTCTCAGCTCCGCACACAAG 

CTCTTCGG CCG CTCTAG AACTAGTG GATCCCCCGGGCTG C AG G AATTCG AT ATC A AG CTT 

ATCGATACCGTCGACCTCGAGGGGGGGCCCGGTACCCAGCTTTTGTTCCCTTTAGTGAGG 

GT 

>SEQUENCE:6012:prostate_MPM2000-004P6_Table5 

GTATACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGTGACCACCAC 
CGCC ACTCCG G CCCCG ATC ATCACG CC AAGCACCATTCCAGTTTG C AGCG G AG CCTCCAT 
CGGTTGATTCCAGCTGGACGGCCGATCTGGTAGCCCGGAGTCGTTTCAGAAGAGTCCTGG 
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GATGCTTGGGGTGGCGTGGGCTTGCAAGGCGCTGCTGG I I I I I GCCGGGGATTTACTATC 
ACGTAGTAGTGAAGTTATGGGGGCTCTATGGCACAGAGCATCACTGGGACTCCGGGACCG 
ATGGTGGCGCCATTGCCAGGGGCCGCAGCCGGGGTCCACTCCGCGCCAACACCGATAGC 
G 

TTCCACCCGGCTCCGCAGGCACCTCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCA 

GGAATTCGATATCAAGCTTATCGATACCGTCGACCTCGAGGGGGGGCCCGGTACCCAGCT 

TTTGTTCCCTTTAGTG AG G GTTAATTG CG CG CTTG G CGTA ATC ATG GTC ATAGCTGTTTC 

CTGTGTGAAATTGTTATCCGCTCACAATTCCACACAACATACGAGCCGGGAGCATAAAGT 

GTAAAGCCTGGGGTGCCTAATGAGTGAGCTAACTTACATTAATTGCGTTGCGCTCACTGC 

CCGCTT 

>SEQUENCE:6013:prostate_MPM2000-004P6_Tab!e5 

TAGATTGGAGCTCCACCGCGGTGGCGGCCGCCCGGGCAGGTACTCGGCAAAAGTCAGCAC 

ATAGCACTTCTCCTCAATGCAGGCCACACTGTTCTGGTCCTGATGTCGCGATGCAAACAC 

TTCATTCTGCAAGGGCTCAAAGGGAGACAGGTGGAGGTTGTTACCAAGGCTGGAAAGCAC 

CTCATTCCCAGAGCAAGGCAGACATTACCCCCTGTGGTGGGCCTGCTGACCTGAGATGAC 

TCCAGCAAGCTGGCGTAGAAATGAACACTAAGTATGCCTCACCTACTGTCTTCAGGCATT 

CCTCCTGAGTCCCT 

>SEQUENCE:6014:prostate_MPM2000-004P6_Table5 

GCTCCACCGCGGGGGCGGCCGCCCGGCTGGTACGCGGGCTCCCCCGCGGGCCCTGTGG 
GG 

GCGGGGTCAGGACAGCAGACCGTTTTATTGCTTAACTCAGTGGGTTGGAAGCTGTAACCC 

CGACATGGGCTTGCGCTACGTCCTGCCCCTCCGACCCCCGGGAAAGGTGTAAAGAGATGC 

ATTTTAGTTTTGAGCTGCAGCTGAAGAGGAACTCTCCTCCAAGTGCCAAGACTGCTCCCC 

TCCTCCAGTCAGCTCTCTTGGAACCAGAAACTTCCTCCTGGGTGGTGTTGAGAATCATGG 

TGATGCTCTGCAGAAAACCTCTCCTCTACATTCACGGCATGGTGTAACTCCCACCTCCGG 

AAGGCGGGGACACAGATCGAGAACATCGAAGAGGACTTCCGGGATGGCCTGAAGCTCATG 

CTGCTGCTGGAGGTCATCT 

>SEQUENCE:6015:prostate_MPM2000-004P6_Table5 

CACTATACGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACTGATTATCGGTCCA 

GCCTCNAAGGCCGCAGCGATAGGGAGGCCCCAAGCTGCAGGGCCAACTCTGAGGAGTTCA 

TCCCCATCTTTGCCAATAACCCGCGAGAGCTGAAAGCCTTCCTAGAGCACATGAGTGAAG 

TGCAGCCAGACTCACCCCAGGGGATCTACGACACACTCCTTGAGCTGCGACTGCAGAACT 

GGGCCCACGAGAAGGATCCACAGGTGAGGCCTGGCCAGGGCTTCAGGAGAAAAGACAGTT 

CGTGCCGTCTCCATTCTTCCGTCTTGGTGGCTGCCTTTCACTGCATTCCTTAGACCAGTA 

ACACCTTACCTCGGGGCTCAATGGTCCTCTGTGAAGAGGGAATGGACTGAGGGAAAGAGT 

TGACTGGCTTTGTCCCAAGAGACCTTGTGATTTTCCCCTTTTGTCCAGCAGCTCTGCCCT 

CCTTCCTCTCCAGGTCAAAGAGAAACTTTACGCAGAGGCCATTTCCCTGCTGA 

>SEQUENCE:6016:prostate_MPM2000-004P6_Tab!e5 

GAGCTCCACCGCGGTGGCGGCCGATCATTGTTCACGCCTCTCCTTCGCGTATGTGTTTTC 

TACTGTTCTTGCACTGTAAAGGCAGAGGTTGCATCGGGCCCTTATGCAAAGCCCCAAATA 

ATTACTGGCTGACTCTTCTCAGGGAACATTTGCTAACCCTGTCACAAGCCATAAGGTTAC 

ACCACAGATTGCCCTGTGGCTCTCTCGTTACGTTTCTGTGTGGACGTTTCCACATGGTCT 

GAGGCATTCATCCAAGAAGAGCAGGATGTATTAGTGACTGCACAGATTCTGCCTTGGCCC 

ACAAAGAGGACATCCAGGGCAGTCCTGGTCATCTGTAATAACATTGCCCAGTGAGTTGAG 

GCTGACCTGAGTACCTCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCT 

>SEQUENCE:6017:prostate_MPM2000-004P6_Table5 

CTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACAGAATGAAATCA 

AATCAATGAAGAAAAGAATGAGTGAGCTATGTATTGATTTTAACAAAAACCTCAATGAGG 

ATGATACCTTCCTTGTATTTTCCAAGGCTGAACTTGGTGCTCTTCCTGATGATTTCATTG 

ACAGTTTAGAAAAGACAGATGATGACAAGTATAAAATTACCTTAAAATATCCACACTATT 

TCCCTGTCATGAAGAAATGTTGTATCCCTGAAACCAGAAGAAGGATGGAAATGGCTTTTA 

ATACAAGGTGCAAAGAGGAAAACACCATAATTTTGCAGCAGCTACTCCCACTGCGAACCA 

AGGTGGCCAAACTACTCGGTTATAGCACACATGCTGACTTCGTCCTTGAAATGAACACTG 

CAAAGAGCACAAGCCGCGTAACAGCCTTTCTAGATGATTTAAGCCAGAAGTTAAAACCCT 

T GGGT GAAGCAGAACGAGAGTTTATTTTGAATTTGAAGAAAAAGGAATGCAAAGACAGGG 

GTTTTGAATATGATGGGAAAATCAATGCCTGGGATCTATATTACTA 
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>SEQUENCE:6018:prostate_MPM2000-004P6_Table5 

AGCTACACCGCGGTGGCGGCCGATCTGGTAGCCCGGAGTCGTTTCAGAAGAGTCCTGGGA 

TGCTTGGGGTGGCGTGGGCTTGCGAGGCGCTGCTGG I I I I I GTCGGGGATTTACTATCAC 

GTAGTAGTGAAGTTATGGGGGCTCTATGGCACAGAGCATCACTGGGACTCCGGGACCGAT 

GGTGGCGCCATTGTTGGAAAATTCCTGGGTGGCCGGTCCTCTTCCACCTCAGGGCACAGC 

TGGCTACCGGTGTGGAAACACCCAGGGGCCGCAGCCGGTGTCCACTCCGCGCCAACACC 

>SEQUENCE:6019:prostate_MPM2000-004P6_Table5 

TGCTGTATTG AAC AG AG ATAGTATTATTCCTTCTAGGCATAGTAG G GAG G ATATG AGGTG 

TGAGCGATATACTAGTATTCCTAGAAGTGAGATGGTAAATGCTAGTATAATATTTATGTA 

AATGAGGGGCAGGGGATGTCCAAACCGGACACACACAGCACACAAAAGAAACCGACAAAT 

CGGGCTTCCTTAAAATGCCAAACTTCTTTCATCTAAAGCCAGCATGAGGAAGACAACTGG 

GTCAGCCACAAACTGAGAGAAGCCATCAACGGGGAGAAGGTGAATACTCTGGCTTAATGG 

CAGGGAAGACATGAGCAGGTGTTTTATGAAAGGTGACATGCAGATGGGCAGTGGAACGGC 

CAGCCTCTTTCTTGCCGCTGTCCTAAAGAAATGGCAATACTGTCACTGATGAGGATGTAT 

AACGAGAGGGGGCTCTG 

>SEQUENCE:6020:prostate_MPM2000-004P6_Table5 

ATACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACACCCAC 

TCTGCCCTCCCAGGGTGGGCTCACCTTGGTTGCTGTTCACTTTCCTGTAAGGGAGGGGTT 

CATTTCCAACGTTGTATAGATAGCAAAGAGAGGCCCACAAGGCATGGGACCATCTTTCAC 

CCCAAACAATCACTCTGAGTTTGTGAATATTTTCCGGTCATGGAAAGAGATTTCCAAAAA 

TT AG CTACTCTTC ATTGTTT ATTC ATTGTTAG ATTC AGTAACCTCAG G G G AGCTTA AAT A 

TCTACCATGGCAGCGTGATTGTCACAGCTTCAGCTCTTAGGGCAGGACAACTCCACACTT 

GTATATTTTAGGATCTTTGCATTGACAAATGTTAATGGCTGTTGGTCTATTGGTTCAGCA 

AGATTTTGCAATTCCTGATGTTCACAGACCTCCTTCCCTTCTCCTGGGCTCTGTATTCAT 

ACACAGCACCCATTTGGACTGGGAC 

>SEQUENCE:6021:prostate_MPM2000-004P6_Table5 

GACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACAAGCTTTTTT 

I I I I I I I I I I I I I I I I I I I I GAGACGGAGTTTCGCTCCTGTTGCCCAGGCTGGAGTGCAA 

TGGCGCAATCTCGGCTCACCGTAACCTCCACCTCCCGGGTTCACGCGATTCTCCTGCCTC 

AGCCTCCCGAGTAGCTGGGATTACAGGCGTCTGCCACCACGCCCAGCTAATTTTCGTATT 

TTTAATAGAGACAGGCTCTTGCCATGTTGGCCAGGCTGGTCTTGAACTCCTGACCTCGGG 

TG ATCCACCCACCTTGG CCTCCCAAAGTG CTG G G ATTACAC ACGTGTGCCACTGTG CCCG 

GCCTCTGAAACA I I I I I AAATGAAAAACCGTTGTCACAGAGTTTGGTGTGAGTGTCCACT 

TTTAGAGGGGTGAAGCTGTTGCCTGCCTTCTCTCACTCCTTCCCTCAAAACAAACGCACA 

ACTCAGAAATAAGTTGTAAAAAAAATTTTGTTATTTATAAATCAATTACACAATAAAATA 

ATTAI I I I I AAAAGTCACAAATACAATCGTTGTATAAAGTCATTTTGGCATCAAGTATCT 

CTTAAATAT 

>SEQUENCE:6022:prostate_MPM2000-004P6_Table5 

GTAATACGACTCACTATAGGGCGAATTGGAACTGCACCTCCACCGCGGTGGCGGCCGCCG 

GGCAGGTACCTGTGCACATTTCAAGATAGCAGCACTCAGTCCATGCCCTATTATCCATCT 

TAAAAGTTCACACATTATTGTTTACTGAATAATATTTCTACTGTCTTTACCCCCAAACAT 

TG CA A AACCTG C AATG G AAC A ATG CTGTG AGTTATAATGTAG AAAT I I I I I I I I I I I I I I 

I I I I I AGAAAATCACTTACTTCATTTTCTTAATATTCTGAATTCAAGTTATCAGATCTCT 

AT ACCTAGGTCATACTCGTG AAG CAAAAATG CTG CACACCACTG AAAATAATA ACGTTAT 

AGATGTCTATCAAGATTCATGAAAACCATCCAGGCGCAGTGGCTCGCACCTGTAATCCCA 

GCACTCTGGGAAGCTGAGGCGGGTGGATCACAAGGTCAAGAGATAGACACCATCCTAACC 

AACACGGTGAAACCCTGTCTCTAC 

>S EQU ENCE :6023: prostate_M PM2000-004P6_Table5 

TACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCCCGGGCAGGTCC 

TCCCTGTGCTGTCTGCACCGAGGAGAGCGGCCTGCCGGTGGGCCACCATATCTGGAAACT 

ACAGTCT ATG CTTTG AAG CG C AAA AGG G AATA A AC ATTTAA AG ACTCCCCCG GG G ACCTG 

GAGGATGGACTTTTCCATGGTGGCCGGAGCAGCATCTTACAATGAAAAATCAGAGACTGG 

TGCTCTTGGAGAAAACTATAGTTGGCAAATTCCCATTAACCACAATGACTTCAAAATTTT 

AAAAAATAATGAGCGTCAGCTGTGTGAAGTCCTCCAGAATAAGTTTGGCTGTATCTCTAC 

CCTGGTCTCTCCAGTTCAGGAAGGCAACAGCAAATCTCTGCAAGTGTTCAGAAAAATGCT 

GACTCCTAGGATAGAGTTATCAGTCTGGAAAGATGACCTCACC 
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>SEQUENCE:6024:prostate_MPM2000-004P6_Table5 

AATACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGGCACGAATGGC 

ATGGGAGGGTTCTCTGCACGGGACGGCATAACGGCATGCCATCCTTCAGGCTGGCAGGAG 

CCTGCGCAGGTGTGGCAAAATCTTGAAACAGCCTGTGTCCTGCCTGGCTTTTCACTTTCC 

T ATTTAATATAAG AAAG C ACTTTTTTTTCTG CTTTACCTACA AATG G GTTG A AAATG G CC 

TCCTCTGTCCTCTCCTCTCTTTTATACACTCTGTAAAATCACAAAGGTGCTTCAACACCG 

ACTGTCATG C AAATAATACATTTAAAATAGTTG CATGGTTTCAAAG ACAATGCAG ACGTA 

ATTGGCCTTTGACTTTGGGACCTCGGGTTACTCTCACTCCCTACTGCAAAACAAACTAAG 

GGTTGAAAGCAAAGCATTCTGTTCAAATCCAGGGCCCTTTGTTTGAAAAGAACACAGGGC 

CC 

>SEQUENCE:6025:prostate_MPM2000-004P6_Table5 

GGAGCTCCACCGCGGTGGCGGCCGCCCGGGCAGGTCCGCGAGCCCGTCTCTCCTCGAAT 
G 

AAAGGAAATAACCTCCGGCGACAGAGCCCCGCTCTCAGGCACTGCTGGAGAACCGAGACC 

GACTTCTTTCTCTTTACCCTCATTGGCGCTTCTCTCCTGCAGTCCGCCTCTGGGCCCTGC 

CGCATTTCTTGAGACTTAAAGTGGCATTCTAAAGGCAATTTAAAAATCATGTCAAGCTCA 

GTTG AAC AG AA AAAAG G G CCTACAAG AC AGCG C AAATGTGG CTTTTGTAAGTC AA ATAG A 

GACAAGGAATGTGGACAGTTACTAATATCTGAAAACCAGAAGGTGGCAGCGCACCATAAG 

TGCATGCTCTTTTCATCTGCTTTGGTATCATCACACTCTGATAATGAAAGTCTTGGTGGA 

TTTTCTATTGAAGATGTCCAAAAGGAAATTAAAAGAGGCACGAAGCTGATGTGTTCTTTG 

TGCCATTGTCCTGGAGCAACAATTGGTTGTGATGTGAAAACATGTCACAGGACATACCAC 

T ACC ACTGTG C ATTG C ATG ANTAAG CTC 

>SEQUENCE:6026:prostate_MPM2000-004P6_Table5 

AATTGGAGCTCCACCGCGGTGGCGGCCGCCCGGGCAGGTACCTTGGCCAGGTCTTCGCCA 

GGCACCACAGTGGGAGGCTGGTAATTAACGCCAACCTTGAAGCCAGTGGGGCACCAATCC 

ACAAACTGGATGGTACACCCCTGGGGCTGTGCGGTGGCCGTCGGCGGGGCCAGCTTCAAA 

GTCCAACCCACAAGGCACAGGTTTTCAAATCTTTACCTCTGTGTACTGCCTATGTTCAAG 

AACATAGACCTGGTATGGTGAGAACAAAAGGTTCCTATGCCAAATCCAGATGGCTATATC 

ATTTGTTG G CTAC AAGTG AGCCTG ACTG C AAG GTTTG CTTCTG CTG AG AAATCCC ATGGT 

GAGAGTAGAACTCATGAAGTGCTGAGTCACATTTGCACCTCTGGTGTGGTGGCAGTTCAC 

TCTCCCCTGGATGCTGTCAGCTGGCCTTGCTTTCATTCTATCCCTTGAGGCAGGGTAG 

>SEQUENCE:6027:prostate_MPM2000-004P6_Table5 

AGCTC CACCGCGGTGGCGGCCGCCCGGGCAGGTCGCAACTGTGTGATTTGCTTGTTGAGT 
TTTTTGTTGTCTGG I I I I I I I GTTTGTTTGTTTAT ACC AATAAG AATG AG CCACC AC AC C 
TGATCAA GGAC CTATGTTCCTAAGGAGCTCCCTGGTAATGCTAATACTGCTGGTCCACGG 
ACCACACTTTTGAGTAGTGAGGGCCTGTGTTCAGCAGCACAGTAGCCAGGAGCCACGTGT 
GGCTGTTTCAGTCTCCGTCTTAGTTAAATAAAACTAGAAAATCCAGTGCCTCAGTGACTG 
TAATTG C ATTG C ATGG AG G AA AGTTCTAATTG G G CAGTG CC AC ATCTT A AAGG ACCG A AT 
GATCCACTTTTTCTTTACTTTTAAATTTTCTTTCTTTATA I I t I I AGAGACGGGGTCTTG 
CTCTGTAGCTGAAGCTGGAGTGCAGTGGCACTATCTTAGCTC 
>S EQ U E NCE:6028:prostate_M PM2000-004 P6_Table5 

CGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCCCGGGCAGGTACC 
C 

AAACCTCCCCAAGCCCTCTGCATTGCAGACACTGCAGCCTGCTTGGCTACCCCTCCCCAA 

CACACTAGATTACTATGTCAAATAGACCTGCAAAAGGGAAAGGTGCACACTCAGGTCCCT 

GAAGAGCAAAGAAGTTGGACACTGCCTGCTCAAGAAGTTCATTGTTATAAGACTCAGGTA 

TTCATAAAAGGCCTAGGGCTAAGCTAGTAGCACAGAAAAGCCGTTAAGGGGATCACAGCA 

GAATACACAGGGCAGAAGAGAAGAGTTGGCAGCAGGGGAACGGAGTCTCAAGGTGACCAG 

TAGAGAGCACAACATTCTCAAATAGTCCTTGAGGTGCTGATTCCTGGGAGTAGTCAGCAG 

AGGGCCAGAACATCTCCCAGGGGTCCTTTTGGGGAAGGATGACTTCACTAAGTTTTAGGG 

GTGAAGAGCCACTGAGCTGGGTGCACAGAAAGCCATGGCTCANAAAGGAAAGACTGATCT 

GA 

>SEQUENCE:6029:prostate_MPM2000-004P6_Table5 

GCGTAAGACGTGTTTTGCGACCAGGCACCACCGCGGTGGCGGCCGCCCGGGCAGGTGTG 
C 

ATGGGAGAGAGTGAAGCACAAGGGCCCAGGCCCCTGGGAGTGCCTGCCCTCAAGTTGGAA 
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GAGCCCTTGGGCACAGCATAGGCGCCTGGCAGAATTGGACTGGGCCATGACCCAGGGCAT 

TGGGACCTCACCTAGGAGTTGGGGTTCTGGTCAGAAGCCCTGTGGAGACAGGGTCTCCTC 

TGTGGGCACCAAACTGACCTCAAACTGCTGGTTCTTTGGCCCTGGGGACGGGGCTTGTTG 

AAGTACAGCATTGACCAATTTGACATATGGAATTCTGCCTACGTTTATATGGACGCTGTT 

G ATG CCG G C AAT ATTGCTACTTCG CTTTTTTG C A AATG C ATTC ACTTTG AC ACC ATAT AA 

TGGAACAGAAGCTCTGGTATGGCTTTTCCACCAAAAGCCTGAATCTCTCAATCCTCTGAT 

CAAATATCTGAGTGCCACCACTGGCTTTGGAAGAAATTACATTATGAC 

>SEQUENCE:6030:prostate_MPM2000-004P6_Table5 

CTTACCTGTGTGGCTGAGAGGAGCTCCACCGCGGGGGCGGCCGAGGTACAGAATGAAATC 

AAATCAATGAAGAAAAGAATGAGTGAGCTATGTATTGATTTTAACAAAAACCTCAATGAG 

GATGATACCTTCCTTGTATTTTCCAAGGCTGAACTTGGTGCTCTTCCTGATGATTTCATT 

GACAGTTTAGAAAAGACAGATGATGACAAGTATAAAATTACCTTAAAATATCCACACTAT 

TTCCCTGTCATGAAGAAATGTTGTATCCCTGAAACCAGAAGAAGGATGGAAATGGCTTTT 

AATACAAGGTGCAAAGAGGAAAACACCATAATTTTGCAGCAGCTACTCCCACTGCGAACC 

AAGGTGGCCAAACTACTCGGTTATAGCACACATGCTGACTTCGTCCTTGAAATGAACACT 

GCAAAGAGCACAAGCCGCGTAACAGCCTTTCTAGATGATTTAAGCCAGAAGTTAAAACCC 

TTGGGTGAAGCAGAACGAGAGTTTATTTTGAATTTGAAGAAAAAGGAATGCAAAGACAGG 

GGTTTTGAATATGATGGGAAAATCAATGCCTGGGATCTATATTACTACATGACTC 

>SEQUENCE:6031:prostate_MPM2000-004P6_Table5 

GGAGCTCCACCGCGGTGGCGGCCGCCCGGGCAGGTACTTCTAGATGCTGTATTGAAATTG 

CTGGCAGAGTTTATTCTATACAAAATGAACAATCTGGCCCCTTGTTTTATTTGTAAAGGT 

TCAATGTATCTATGCCTGCCTACCTCAATCTGCAAGGGAGTGTCAGAAAGGCCCCGCATT 

CGCCAAGCCCAAAAGGGAGACACTTCATCTGGAACAAAATAGTGGAAGAAATGGCGTCTG 

GGGTTCAGTGGGGATTCGCAGAGATACAACTCGTCAACGAATCAAATTCAGTGATGACAG 

AGTATGCAAGAGTCACCTTCTCAACTGTTGTCCTCATGATGTCCTTTCTGGAACTAGAAT 

GGATCTTGGAGAATGTCTGAAAGTCCATGACCTGGCTTTAAGAGCGGATTATGAAATTGC 

ATCCAAAGAACAAGA I I I I I I I CTTTGAACTTGATGCCATGGATCATCTGCAGTCATTCA 

TTGC 

>SEQUENCE:6032:prostate_MPM2000-004P6_Table5 

TC ACTA AAG GG AAC AAAAG CTG G GTCCCG G G CCCCCCCTCG AG AGT ACTTCTAG AATTAA 

TTAAG GCG G G G AG AG GG AAA A ACTATCATTCTGTACTTG CTTTATGTG AC AAAACC ATT A 

CCCCCTGGGCTGATTTTGATACCTAAAACTGGGCACTAAGAGCTCACATTTTAAGGGGTC 

ATAAGCCTATGTAGAAAATCCATGCGGGTGAATGCTGATTGTGTAAGACATGTCTCTGGT 

GTGAAAGGTATACACAATTGATGAGATACAGCTTGAAAAATGCCTTAAGATACATGAAGT 

GGCCATATCCACTACATCCGTATATATAGCCGCTAATTACTTAAAGCACTCGCCATCGTA 

CATTAAGGAATTGCGTAAAATGTTTAGCTGTATCTGTAGGCTCCAGGTAACTTAAI I I I I 

TAATTGTATTACTATGATGTTCAGTAAATGCTGAGTGAACTTACATTCTTTAAAATACAT 

CAAAAGAGGCTGGGTGCAGTGGCTCACACCTATAATCCTAGCACTTTGGGAGGCCGAGGC 

GGGTGGATCACGAGGTCAGGAACTCGAGACCATCCTGGCTAACCCGGTGAAACCGCGTCT 

CTACTAAAAAT 

>SEQUENCE:6033:prostate_MPM2000-004P6_Table5 

GGCGGACCTCCAGCCAGGTGGCGGCCGCCCGGGCAGGTACCAGGAGCCCATGGATGGCG 
T 

GACCCAGCAGGCAGCACAGAATGTACTTAACAGAACTTTTGTTTCGCACAATACGAGAGG 

CTTGAAGAAGTGGAGCCCTAGCTGGGATTCGC I I I I I I GAGGCCGGCGTTGCCCTGCCCT 

TTAGGGGTGCCCACGCTCTAGCTGCGGCCCCGGCTCCCTTCGCATTGTCGTTAGAGGATG 

GTGTGAAGCAACAGAGATCCTTAGCTTTCAACGAATTCATATTTGTGATTTCCTGTTTGT 

CAAAACCCTTCCTGCCCACCTAGGAAGTGGTGCTGGCCAAGCAAGTTTACTGTCTGTCCA 

CGCGAGGTCTTTCTGAACCTTGGGGTCGGTGAGCTCTCCCGTTAGGTAATTTCAGTTCGC 

TAGAGGTTGAGTATGGGACAATTCGTGGCACCATAGTTT 

>SEQUENCE:6034:prostate_MPM2000-004P6_Table5 

GGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACTCAGGTCAGCCTCAACTCACT 

GGGCAATGTTATTACAGATGACCAGGACTGCCCTGGATGTCCTCTTTGTGGGCCAAGGCA 

GAATCTGTGCAGTCACTAATACATCCTGCTCTTCTTGGATGAATGCCTCAGACCATGTGG 

AAACGTCCACACAGAAACGTAACGAGAGAGCCACAGGGCAATCTGTGGTGGAACCTTATG 

GCTTGTGACAGGGTTAGCAAATGTTCCCTGAGAAGAGTCAGCCAGTAATTATTTGGGGCT 
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TTGCATAAGGGCCCGATGCAACCTCTGCCTTTACAGTGCAAGAACAGTAGAAAACACATA 
CGCGAAGGAGAGGCGTGAACAATGGTCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTG 
CAGGAATTCGATATCAAGCTTATCGATACCGT 
>SEQUENCE:6035:prostate_MPM2000-004P6_Table5 

CTTGCAGCTCCACCGCGGTGGCGGCCGATGTACTGATGCACACACAAATTCCTCGGCTGG 

TCAGTTTACCACTGAGGCCTGTAAAATGATATGCCTGCAGAATGGCTTTCACATTTTCCA 

ATTTCTCTTCCAATGCTTCTTGCTCATTGATCTCCACTGTTTGGTTGGGTTCTACATTGG 

CAATACATGCTTTCACGCTGGCTCGCCGGTGCCGCACCACAGCCCTCAGCTCATCTCGCA 

GACGCCTTAGTTTATGAATCTTGGTTCCAAGAGCACCTTCCTGGGCCTGCACGCTCTGCA 

GCTCTTCAGACTGTTTACGGGATCTGCTCACTTGGGTCTCTAGCCTTTCCAAGTGAGCTA 

AAACACCTCCTTTGGACTCGCCATCTGGACGTAAAGGGTTCGCCTGCTCCATCTCAGATT 

CCCAAGGGCCTTCCCATGAAGTTGTCTAGGCAACCGGTGATAGGGACTCCAATGTCCTTG 

CCAGGCCAGAAGCGAGAATTCCCGCCATCCACGTCTTCAAAACCTGCCCGGGCGGCCGCT 

CTAG AACT AGTGG ATCCCCCG G G CT 

>SEQUENCE:6036:prostate_MPM2000-004P6_Table5 

TACCACTC ATTAT ACG ACTC ACTATAGG GCG AATTGG AG CTCC ACCG CGGTGGCGGCCGA 

G GTACTTTG CTTTG ATTG AAGGCTGTAG AG CTG AGTTACCAAAATTTCTATTTCAAAGG A 

AACCAAACCTTAAAAAAAAAAACAAAAACTGGGCTGGGTCTTCCAAACCTACCATGAAAC 

CCTGGTGTGCAGGCTGCACTCAATGACCTCAACCCAACACCGCCCTGAGTGTGCTTCTTG 

GAAGAGCCTATAAGATTCCTGGATGGAGACCCCATTGGTTCAGCCTCAAGTCTGGCCCGT 

CTTCGAAAAAACAAACACATTTGTAAGCTTTGTGGGAGCTTCCAGGCCTGCTCTAAGATG 

CCTTGCTTGTCCTTTGACCCATCAGCATGGAGCACAGTGGTTGCTGTTTGGTTCTGCAGG 

CTGGTGGGGAGGCCGCCCATCGTGGTGGGGCATCTGTCCAGCCCCATTGCCACTCAGGGC 

ATCCAAACAGGAGGCACCCGCTGGGAAGGG 

>SEQUENCE:6037:prostate_MPM2000-004P6_Table5 

GCGAATTGGAGCTCCACCGCGGTGGCGGCCGCCCGGGCAGGTGGCGGCGGAGGGCCGA 
AT 

TCCCTTTTCTCAACGGCTTGATTTCAGAGCTGGGCTGGTCTCTGACAGGCTCAGCTGGAG 

AGGGACGGGTTGGGACGCACTGTCCTTTTGCCCTTCCCCCTCCGCGAG CAGA AGCTGACT 

CCGCAGGAGCGAGGGTCGCAGAGCTGGGGGATTTCAGTCTCCACATAGTTTTGGAGCCGG 

ACTTTTGAAGAATGATTCGTGAATCCGGAATGGGTGACAGCGTCATCACGGCATTTTATT 

GACAGACCATGGATTCTTACAGTGCACCAGAGTCAACTCCTAGTGCATCCTCAAGACCTG 

AAGATTACTTTATAGGTGCCACTCCTCTGCAGAAACGATTAGAATCGGTCAGGAAGCAGA 

GTTCATTTATCCTGACTCCACCTCGAAGGAAAATTCCCCAGTGTTCGCAGTTGCAGGAAG 

ATGTTGACCCTCAAAAGGTTGCATTCCTTTTGCATAAACAGGGGGCTTTATATTAGTTAA 

CTCCCTTATATAAATTCTCCTATTGTAATCTTCAAAGAGTATTCT 

>SEQUENCE:6038:prostate_MPM2000-004P6_Table5 

ATACGACTACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCCCGGGCAGGTCC 
TGAGTCTGACCATGAGCCCAGATGGGGCCACAGTGGCATCCGCAGCAGCAGATGAGACCC 
TGAGGCTATGGCGCTGTTTTGAGTTGGACCCTGCGCGGCGGCGGGAGCGGGGTGTGTGA 
C 

CTTTGAGTTCAGCCACCTTGGCCATGGTTGGGTACAACAAATTCATCTGAATCTACAGAC 

GGCACTGTTTCAGCTGCATTGCATAAGGCTTGACAGGACATTCTCGATTGTGTTAGCTTC 

TGAGTACAAGCCTCACCAAGGGCAACCCCAGAAAAGTGAATGAGTTTGTCTTCTCCAATC 

ATGACTTCCTCGATAAGTTTGCAACTTCCAAGCTTCACCAGTTCTGGGTGATCAAAGGTA 

GAGGCAATTTCACCACCTGTGACAAGAGCTAGGCGTTCCACACCTGCAAAATCTGCATGC 

TC AAT AG CC ATG AC ACC AG C 

>SEQUENCE:6039:prostate_MPM2000-004P6_Table5 

GCGTATACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCCCGGGCA 
GGTACACTGGGCGCTCCTTGCTGGACCACAGAAAACAAATGGGTAAGGCCACGTCTTCAT 
TTATTCTACTTTGAAACCGTCTGA I I I I t CTAAGCTGTTTCAGTAGCTCATGCGTTGAAT 
AAGTAGCCCTGGAAACACTGACAATGAACTCTAGGCTTCACTGGAGAGATCTCGGCACAG 
ACGAACCCTCTTGGCAGAAGCTTCCACCCCACACTTGGGCCTGGGCCTGTCCATCATTCA 
CTGTGGATGGGGCCTGGGGCAGGGGTGGTCTTCAGAGCTCTCCAGAGAGTTCCGAGGTGC 
AAC CA AGG CCC AG C AGC ACG CTGTTCTG G G AAGTTG AGTG GTTT ATTCTGTGT A AC AC AG 
AATACTAAGATAGAAAACAGACAGGGTCAAGGCTTACTTAGACACTTGTTCTTAAAGATG 
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TG AATTTTCTTT A AG AG AC AG C AG A ATTCTAG G ACCAG G G CCCTTG G CCC A ATTCTGT AG 

TCAGAGAACTTTATGAATGCAAGCAGTTCCCATACC 

>SEQUENCE:6040:prostate_MPM2000-004P6_Table5 

ACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCTTAGCTCCCTGCT 
TATGCACTGTGGATGTCTCTCCCATGCCTGAGGACAGGCTGTGGGTGGATGTTTTGCACG 
GCTTGGCAGCTGTACTGGCAGCGGTCGCCCAGGAAGCCGGGTAGGCATCGGCACTGGGG 
C 

TGGTTGCCCTG GTTG ACAGTGCAGGTGCTGTTGTTGGCACAGTAGCCCG CACACACCTG C 

TGGGTGCATTTGGGGCCCGTGAAGCCCGTGGGGCACCGGCACGTGGGCATGCCAGAGGG 

G 

GAGGCAGCACAGGTGCCCCCATTGCGACAGTGCTCCCAGCACTGGTCCAGTTCACACTTG 

TCACCCGTGTAGCGGGGTTGGCAGCGGCACTTGGGCTGCCTCCGTGCATTGAGGAAACAG 

CTGCCACCGTTGAAGCACTGCATGTTACAGGTTCCAGGCCGGGGAGCATCTGGGGGGCGT 

TGGAGAGGGCACAGGCACGCATGT 

>SEQUENCE:6041:prostate_MPM2000-004P6_Table5 

CGACTCACTATAGGGGCGAATTGGNAGCTCCACCGCGGTGGCGGCCGAGGTACTGGGAAA 

TGTAATTTTTGATGAGGGAGAGTTTCTCCAAGGAGGCAACATCTGTAAAGACCTGCAGGA 

GTTGAGGGCAGGCGCCATTCATCTTCCAGCCTTTGGGCAGGCCTGCCCACTTCTCTCCAA 

GGACCTTCTCCTGCCCTCATGTGGGTCCTCTGGTCCAGAATAGACTTGTGAAGTCATTGA 

CAACAATCCTCAAACACTGCACTCCCCCAAGACTGCATAATAAACTCATTCATACTAAGG 

TATTAGCAGTTCTTCATGGAGAACTCTTGGGTGGGGAGCCAAGCTCTGAAAAGCCCCGTG 

AGGGAATGCCTTATCTCAGGAAGGAGCCCTGGGATGGGAACCACCCCTCCTCCCTGCCTC 

TCTCCCCCACAGAGATTGAGTCTCACATTATAAAGCAAGAAGATATACTTAATGGCAAAG 

AGAATGAGATTAAAGAGTTGCAGCAAGTTATCAGCCAGCAGAAACAGATCTTCAGGTGAG 

G G GTCTGGG CCCG GCTG G GGGTTGTTG ATG AC ACTGGG G AG CCAG ACCTCTGGCCCCTAC 

CTACCCTTGGC 

>SEQUENCE:6042:prostate_MPM2000-004P6_Table5 

GGAGCTGCACCGCGGTGGCGGCCGCCCGGGCAGGTACTTGGAGGGCTTCTTGATATGGA 
A 

GTTCACGTTGTCCAGCTCCACGTTCAGGCTGATAGAAGCGGCTGAGTCACTGTCCACTGT 

GGACTGGAAACTGCTGACTGATGTGCGCTTGCTAGGACTGGCAGAATTAGCCAAATTATC 

GTCACCTTCTTCAGCTATCTGTTCTGTGTCACTGTCATCAAACTTTATGTCTTTAAACCA 

GGATGGCTCAGAGTGTCCTTCCACGGAGTTCACTGAGTCACTGTCGGGAGAAGGCGTCTC 

AGAAAATTCTGTACCTGCGGACCAGGAGCAAGCTGTGGGAAATGGACAATATGCTTATCC 

AGATCAAAACGC 

>SEQUENCE:6043:prostate_MPM2000-004P6_Table5 

GACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTGCGGAGCCGGG 
C 

GGAACGCTAGCGGTGTTGGCGCGGAGTGGACCCCGGCTGCGGCCCCTGGGTGTTTCCAC 
A 

CCGGTAGCCAGCTGTGCCCTGAGGTGGAAGAGGACCGGCCACCCAGGAATTTTCCAACAA 

TGGCGCCACCATCGGTCCCGGAGTCCCAGTGATGCTCTGTGCCATAGAGCCCCCATAACT 

TCACTACTACGTGATAGTAAATCCCCGACAAAAACCAGCAGCGCCTTGCAAGCCCACGCC 

ACCCCAAGCATCCCAGGACTCTTCTGAAACGACTCCGGGCTACCAGATCGGCCGCTCTAG 

AACTAGTGGATCCCCCGGGCTGCAGGAATTCGATATCAAGCTTATCGATACCGTCGACCT 

CGAGGGGGGGCCCGGTACCCAGCTTTTGTTCCCTTTAGTGAGGGTTAATTGCGCGCTTGG 

CGTAATCATGGTCATAGCT 

>SEQUENCE:6044:prostate_MPM2000-004P6_Table5 

ACCGCGGGGGCGGCCGTCCTGCCTGGTACTTCCCAAACACAACATCCATCCTCTCACCAT 

GCCGACACACAAAAAGGCATCGCTTCTGGGGGCCGGGCTGGCTGTTGACCCTCAGCGGCT 

GCATGGGCTGGCAGATGATAGTAAGAGGAGTCGTCTCCCCGAGCCCCTGGTCCTCATAAG 

GCCGCCTCTCCAATACTCCATCCCCAAACGTGAGAGAGTTGGACGACGATGTATTTAAGA 

TTGAATAAGAACCATGAAATATCCAGGTGCTGCATTCATCAGCCTTGGTAATGTAATTCT 

CAGGCAGGAGTCCAGAGCAGCCGGTGGTTAAGGACGTGCCATAGATCCAACCCTCGCTGG 

TGCTGGTCTGCTCCATTGGAGACATGAAGATGAAGTCCCCGGGGACCAGCTCCAGCTCAT 

CGTCATTTTGTGGGGTATAGGGGTAGATGACCTGTAATGTCTCATGGTTAGCAAATCGGA 
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TATCCCGAGAAAATATGGTAGCCACCCAGTCCCACCCTAGCTTGACGTCAATGTTCTGGG 
CCAGTTTCT 

>S EQU EN CE :6045:prostate_M PM2000-004P6_Tab!e5 

GAG CTCC ACCG CG GTGG CG G CCG AG GT ACTTTTATCTTTCTG GCCTTTG CTTC AA AGTTC 

AATATCATGGGTCTTGTGCTTTGCATCTCACATTGCATTTCACACTCCAAGGCCTATGAT 

ATTGAACTTTGAAGCAAAGGCCAATATCATAGGCCTTGGAGTGTGAAATCTTGTGCAGAT 

TACAAATATCCCTATTCTCTAAAGTATGCTGGACTAATAATTGTTAAATAATTGACTTGT 

AACATGTGCTTGCCAGCTGACTTTCTTCTCTAAGGCATCCTAAAACTAGGGAAATGAGAC 

TACTGGATTCTATTCCCAGCTCTGCCACTTGATGCTATATGACCCTGGGCTGCCCACATT 

TCTTCTGCATGCCTATTATTTTCCTTTCCTCACAAAAACCTCATGGGCTTGGCTGCATAT 

GCATTGGGGGTGGACCATT 

>SEQUENCE:6046:prostate_MPM2000-004P6_Table5 

GCGTATACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCCCGGGCA 

GGTACACTGGGCGCTCCTTGCTGGACCACAGAAAACAAATGGGTAAGGCCACGTCTTCAT 

TTATTCTACTTTG AAACCGTCTGA I I I I I CTAAGCTGTTTCAGTAGCTCATGCGTTGAAT 

AAGTAGCCCTGGAAACACTGACAATGAACTCTAGGCTTCACTGGAGAGATCTCGGCACAG 

ACGAACCCTCTTGGCAGAAGCTTCCACCCCACACTTGGGCCTGGGCCTGTCCATCATTCA 

CTGTGGATGGGGCCTGGGGCAGGGGTGGTCTTCAGAGCTC T CCAGAGAGTTCCGAGGTGC 

AACCAAGGCCCAGCAGCACGCTGTTCTGGGAAGTTGAGTGGTTTATTCTGTGTAACACAG 

AATACTAAG ATAG AAAACAG AC AG GGTC AAGG CTTACTTAG ACACTTGTTCTTAAAG ATG 

TGAATTTTCTTTAAGAGACAGCAGAATTCTAGGACCAGGGCCCTTGGCCCAATTCTGTAG 

TCAGAGAACTTTATGAATGCAAGCAGTTCCCATACC 

>SEQUENCE:6047:prostate_MPM2000-004P6_Table5 

CTCACTTAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACCCTGGGCACCTGG 

CAGCCATCACCCTCAGCCGCATGGAGGAGATTCTGCATGAGCACAGCTACATCGCTGAGG 

ATTATGTGGAAGAATTACACAAATGGCGGTGTCCTGATTATTATGAGAATAACGTCCACA 

AGATGCAGCTCCCATTTTCCAGCAAGCTCCTGGGCAGCACTCTGACCTCTGAGGAGAAAC 

AAGAAAGGCGGCAGCAGCAATTGCGGCGGCTGCAGGAGCTCAATGCCCGGCGGCGGGAG 

G 

AGAAGCTGCAGCTGGATCAGGAGCGTCTGGACCGACTGCTATATGTGCAGGAACTTCTAG 
AGGATGGCCAGATGGATCAGTTTCACAAAGCTCTGATAGAGCTGAATATGGACTCCCCAG 
AAG AGCTG CAGTCCTAC A 

>SEQUENCE:6048:prostate_MPM2000-004P6_Table5 

TTGG AGCTCC ACCG CG GTG GCGGCCG ACGTACCCACACCCTCAGTG C AGTCAG ACAGTG A 

CATCACTGTACTGCGACACCTGGAGAAGCTGGGCTGCCGGTTGGTCAATCGCCCACAGAG 

CATCTTAAATTGCATCACCAATTTCTGGACTTTCCAAAAACTGGCTGGACATGGGGTCCC 

CATGCCAGACACCTTCTCCTATGGTGGGCATGAAGACTTTTCAAAAATGATTGATGAAGC 

TGAGCCCCTGGGCTACCCAGTCGTGGTGAAGAGCACACGAGGCCACCGGGGAAAAGCTGT 

TTTTCTGG C AAG AG ATA AAC ATC ACCTCTCTG AC ATCTG CCATCTG ATCCG CC ACG ATG T 

GCCCTACCTGTTCCAAAAGTGGCGTGGGCGTCAAGTGTCCGCTGACATAACAAGGCAAGC 

ACTTGGCTAT 

>SEQUEN C E:6049 :prosiate_M PM2000-004P6_Table5 

ACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACTAACTACGTCCTAAA 

AGGTATGGAGAACAATTAAGGTGGAACCT I I I I I I I CTTTTGTTTTAGACTCCATTCAGA 

AGAGAGAAGAGGGGAGTGACTTTATGTCTTTGGAAAAGTAATAAGGATTTGCTTGATTCA 

AGTCATGATACTGAGGCTGAGTATATTGGCTAGAAATCTAAAGGGATGCGTGAGGCTGAA 

GCGAGTTTATCACTGGGAACAAGCTTCTAGAGCACAGCATGTTAGAATTTTTGAAGGAGC 

CACCGCGCCCGGCCCATAGATTTGG I I iTTGTTTG I INI! I GACATGGAGTCTGGCTCT 

GTCGCCCAAGCTGGAGTGAACTGGTGCGATCTCGGCTCACTGCAACCTCCGTCTTATGGG 

TTGAAGTAGTTCTCTGCCTCAGCACTTTGGGAGGC 

>SEQUENCE:6050:prostate_MPM2000-004P6_Table5 

GCGTAATACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACT 

TCCTGCAGGACAACCTGCCGAGGGCACCACCTGCTGCCTCGAGGTCACTGCCCAGCAGGA 

GGAGAAGCAGGAGGATGCAGCCATCTGCCCAGTGACAGTGCTCCCTGAGGTAAGCGGGGA 

GTATCACCCTGTTTTGGTCACAGCATCTCCTGTGAGGCAGGCCCACCCCTGAGGCATCCA 

CTCTGCCCTGGGCTTTCCTAAGACCTCCCACAGGCTGGGACATTCTGAGATTCTGAGCTC 
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TTAGGTCTGTGCTGAAGCAATCTGAGTATGAAGAGCAGCCCTGCCCTCCAGCCACTGTGG 
CATCACTG G AG ACAACG CATGGTG ACCCGG G AG CTG AG AAAGCAGG AGGCAAG AG GG AAG 
GGACTAAGTGTTTACAGAGACTTGAGAGGTGGAACTACCACAGGCAGGCACATCTGTATC 
CAGGT 

>SEQUENCE:6051:prostate_MPM2000-004P6_Table5 

GCGGCCGAGGTGGGAAAGAACAGACAAGCCATGGGAAGTTGGCAGTGGGGAGATTTCCAC 

TGTGGAAACCGCCTGGGAATTCCGGCCAGCAGCTTCCTCCTTCAGCCACCTGGCCATACC 

CCTTAAATAAGCCCCTCACCTTGCTGCCTCAGGACCTTCAAGATTCCATCTGTGGGCTGG 

CCGGCAAGATGGCACCAGTGGGGACCCACACCCTGGCTGGGCAGAGGTGCTGCTAGCAA 

C 

CTCTCTTCCTCTATAAGAGGAAATGGAAAATGCAGGGTGTGGAATTGCCCTTTGGGGTCC 
TTCCTTAATTGAAGGCCACCTTCTCACAGGTTTCATTCTGCAGGGATTTACTGGAATCTA 
TTGGTGCTGCTGCATGAGTCTGCTGACAACCTGACTGCACAAGGACTGGGTAGCAGACTC 
CTC 

>SEQUENCE:6052:prostate_MPM2000-004P6_Table5 

CGTATACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCCCGGGCAG 
G I I I I I I I I I I I I I I I I i I I I I I I I I GT AG AG AAAC AAG CG G AGTTAACCG AAG AGGG G G 
TCGAGGAGAGCCGGAGTCGGGGACCCAGGAGTTTCCTGTGTCCAGCGCTGCCGGAGCCG 
C 

CTGAGGTGCCATGTTTCAGAACAGAGTAAGACCCCTGGTAAAGAAGAACTGAAGATATTA 

TACAGATACCAGATATA GCCTA ATTACAAAGAAAGCATTAACCTGCCTCTGAGGTGACTA 

AAGGGGAATAATGGTGATTTTGCGCCGGGCTCGGCCGCTCTAGAACTAGTGGATCCCCCG 

GGCTGCAGGAATTCGATATCAAGCTTATCGATACCG 

>SEQUENCE:6053:prostate_MPM2000-004P6_Table5 

GCTCCACCGCGGTGGCGGCCGAGGTACCGACATGGCTGATACGGTTATCAAGCTCTGGCT 

GGACCACCCCTGCCACCTTGATATTGAAAACTGATTGCATGGCAGTCTGGGTAGAGAGTG 

CATGGCCACCACTGACCTGATGTACCCACTGACTGCATTTACTCCTGCACTATAAATAGA 

CTTGGGTGTCCATCACAGGGTATGAAGGCTCGCCACCCCTCTTCCTGACGGACTGGACAG 

AAATGGTTCCTCTCGTGGCATGAAGGACTCAGGTCAGATCTCCCAAAGGATATGCTCAGG 

GA CCAG AGAAAAAGCCAGTGAAGCTGTGCTCCCAGGGTTGCCCATGAAGTCAAGTAGGCT 

AGTTTTGGAGGTGGTGTGTGAGGACAGGGTCCTGGACAAGATGACCCCCCCTCACCGGGC 

GGTAATCCAGATCCGTA 

>SEQUENCE:6054:prostate_MPM2000-004P6_Table5 

GAATTGGAGCTCCACCGCGGTGGCGGCCGCCCGGGCAGGTC3CCCAGGCTGAGGCTGGC 
C 

TCCCACTCAGGGCTCCGAAGGCCTATTTTATTTTATTTGAGACAGAGTCTCGCTCTGTCG 

CCCAGGTTGGAGTGCAGTGGCACGATCTCAGCTCACTGCAGCCTCCGCCTCCCAGGTTCA 

AGCGATTC TCCTG CCTCAGCCTCCTGAATAGCTAGGATTACAGGCGTGAGCCACCACGCC 

CG G CT AAGTTTTTGT ATTTTTAGT AG AG AC AAGGTTTC AGT ATGTTG G CCAG G ATG GT AT 

CGATCTCTTGACCTTGTGATCCGCCCACCTCGGCCTCCCAAAGTGCTGGGATTACAGGCG 

CCTGCC AC C ACG CC C AG CTAATTTTTGT ATTTTTAGT AG AG G CG G GTTTCTCCGTGTTG G 

CCACGGTGACAACTGGTGTTTCTGCCCTACAGTTTTCCCACTGTGATGTAGGAACCAGCC 

CCGTAAAACCCAAATAAGACCAAGATGGCCAGTTCACAGATGCCCAAGACTTGACAGCAG 

CCCGAGTTCTGGCAAGGAACAGATGGTACTCCAGGATGGCTGCGCTGTACTCGGCCGCTC 

TAGACTAGTGGATCCCCCGGGCT 

>SEQUENCE:6055:prostate_MPM2000-004P6_Tabie5 

GGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCCCGGGCAGGTACATGAAAGACAGTGT 
G 

CCCTCTGGACCACACTGAAAGTGGTAATATCAGTTATTCTGACATCAAAGTATCTGCACA 

GTAGAAAAACACTTTGCTCATTATCAGGGATTAAGCAATTCTTTCAAAATGTCCAGATAA 

CTGAATCATCCCATTCTGTCTAGTGGAAATCCCCCAGAGATATGTTGCGCACACACACCC 

CATCTTAGGGGCACACTCAGATGCACCCCATCGCAGTAAGCAGCAGCTGTTGTCCTGGGT 

GC TTGGC CAGTGGGGCCCTTGGGATCTGTTGGGTGACTGTGGGACCCAGTTTCCTTCCAG 

ACTTTTTG AATTCTTAGC ATTCCCCTCCCTCTTTCACAG G CC AAAGTCAC ATTTCTG G CT 

CCAGCGCATGTGCCCCCAACCAACCGGGTACAAGGCAGTGTTCATTTTGGAAGAGTTGCT 

GAGCCCCATTGTCACACCCCTCATCCTCATCTTCTGCCTGCGCCCACGGGCCCTGGAGAT 



Table 7 
2437/3129 



TATAGACTTCTTCCGAAACTTCACCGTGGAGGTCGTTGGTGTGGGAGATACCCTGCTCTT 
TGCTC 

>SEQUENCE:6056:prostate_MPM2000-004P6_Table5 

GGAGCTCCACCGCGGTGGCGGCCGAAGAGCTTGTGTGCGGAGCTGAGAGGCCTATGGAT 
G 

AGGAGGACGCGGCGGCCCCGGTTTGTTCTCATGAGCAAGATGGATGACCTCAACCTGCAC 

TACCGGTTTCTGAATTGGCGCCGGCGGATCCGGGAGATTCGAGAGGTCCGAGCTTTCCGA 

TATCAGGAGAGGTTCAAACATATCCTTGTAGATGGAGATACTTTAAGTTATCATGGAAAC 

TCTG GTG AAGTTG GCTGCTACGTGGCTTCTCG ACCCCTG ACCAAG G ACAG CAATTATTTT 

GAGGTGTCTATTGTGGACAGTGGAGTCCGGGGCACCATTGCTGTGGGGCTGGTCCCTCAG 

TACCTCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAATTCGATATCAAGCTT 

ATCGATA 

>S EQU ENCE:6057: prostate_M PM2000-004P6_Table5 

TACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACTGTGTGA 
CATGTGATAGCTACCTTATTTCATTACTTCATTTATTCCCTTGAGGCTTGGAGACTGATG 
TGTGAGGGAGGAGTCTGAGGGCTCCTGGGCCCTCGCCCATGGGAGCTGGGTGCGTGGCT 
G 

TCCTGTTGTTAGGACAAGCTGCAGGGAGAGACTGTGTTTCCTTGGCCATGTCCCGTGGGG 

CCCAGCATGATGTCCTGAGTAGCAGAAAGATGGGTGAGGGATGGGCTGCCTGGATGATGA 

CTGGCTGATGCATTTTCTGCCCTCAGTTTTCACCATGGCCAGGATCTCTTCAGAGTCATG 

ATTCAATGGAATTTATACCAAGTGTGCCCTGATTTGGGGGTGTTTCTCAGATGATGTGTA 

GTGCCCCCACTCAGAGGAGCCAGAAGCCAAAGAAACTCAGATACACTTGATTCTCTAATT 

CATTCTCTCACAGGAATTGTCTTCTAAACTGCAAATATTAAACAGCGCA GAGAA TGGTCT 

CACAAGCTCAGAAGGGATCTGGGAGGAAATGAACTGCTAAGAGGGTTATTTTCAGCTACT 

TTCACTTACTGCTTTAAACT 

>SEQUENCE:6058:prostate_MPM2000-004P6_Table5 

GTAATACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCCCGGGCAG 

GTACATGCCTGCCTGGCACCCCAATGCCCACCCCTTGCCATCCTTGTCCACTGCCCGCCC 

CCCCAGGGGTGTCTACTTGTAAACTTGGTTTCAATCCAAACCACAATCCTGGAAGTGGGA 

GTGGGGGAGGAGGACGTGCTTATTGCTGTAAACAGGGGAAGGAAGCAGCAGGCAGTGCTG 

CCCCTTGCCCATCTAGTCCCCTCCCCATGTTCTGCCCCTGGAGGAGAGCAATGGGGGTGC 

CTCCCACGCTTCGATTTGCTCTCTCTGGGGGCATATGTCTCTCTGGGGGGACAAAGGGAG 

AGGGCACCAGGAGTCAGGGAAAGGTANCCTCGCCGCTCTAGAACTAGTGGATCCCCCGGG 

CTGCAGGAATTCGATATCAAGCTTATCGATACCGTCGACCTCGAGGGGGGGCCCGGTACC 

C AG CTTTTGTTCCCTTT 

>SEQUENCE:6059:prostate_MPM2000-004P6_Table5 

CACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCCCGGGCAGGTACAGATGTC 

CAGTAGACCTACTGGATATGCAGGCCTGCAGCTCAGGGGAGAGCTGGGTTAAGAACCGTC 

AAGGCAGTAATCATCTGCATTTAGATGGCGAGTGAAGCCATGACAGGGGCTGAAATGGCC 

C AG C A AG A AT A AATCAA AC C ATG AG AAACAC ATAC ATTTA AG A ATA AG G AG ATGTG GTC A 

GGCGCGGTGGCTCACACCTGTAATCCCAGCACTTTGGGAGGCCGAGGCGGGTGGATCACG 

AGGTCAGGAGTTCGAGACCAGCCTGGCCAGCATGGTAAAAGCCCATCTCCACAAAAAAAA 

AAAAAAAAAAA 

>SEQUENCE:6060:prostate_MPM2000-004P6_Table5 

TTGGAGCTCCACCGCGGGGGCGGCCCCCCCGGCCAGGTCCAACCCCGTGCTGATCAAAAT 

CCTGGTGGAGGTGATGGATCCTTCCTTCGTGTGCTTGAAAATTGGAGCCTGCCCCTCGGC 

CCATAAG CCCTTGTTGG G AACTG AG AAGTGT ATATGG G G CCCAAGCT ACTG GTG CC AG AA 

CACAGAGACAGCAGCCCAGTGCAATGCTGTCGAGCATTGCAAACGCCATGTGTGGAACTA 

GGAGGAGGAATATTCCATCTTGGCAGAAACCACAGCATTGGTTTTTTTCTACTTGTGTGT 

CTGGGGGAATGAACGCACAGATCTGTTTGACTTTGTTATAAAAATAGGGCTCCCCCACCT 

CCCCCATTTCTGTGTCCTTTATTGTAACATTGCTGTCTGCAAGGGAGCCCCTAACCCCTG 

GCAGACATAGCTGCTTCAATGCCCCTTTTCTTTCTGCTAGATGGATGTTGATGCCCTGGA 

GGTCTTTTAGCCTTCCCTTGCATGGCGCCTGCT 

>S EQU ENCE: 606 1 : prostate_M PM2000-004P6_Table5 

GCGTAATACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACA 
GGTGAAAAGCAGCGCTTGGGGTGTGCTGCTGCAAGCTGGGGAAGGCGCGTGCTCAACTTG 
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GATGGGACACACCTAGTCTTTCTTCAAGTCCCTGGATTCAAAGAGCTTCAACCGTTCTTG 
C ACCGTCAG GCCTTCCTTCAG ACTCTG G GTAG AG AC AG AG C AG GAG G AG AA AAT AA AC AC 
ACCGTTAG ACCCCCTGCACTGG ACCGG ACCG G ACC AG ACCG G ACCG CTGGTGG AG CCG G 
C 

ATCAGTCAGAGAGCCGGGTGCAGGTGCGGTTAGTGGGCATGCCAGGAGGAGAGTCCCCG 
G 

GAAATGCTGTTATTGGAGGATGTTTTCCCCTTCACAAAATTACTTGGATGAAAAAGGAAA 

AAAAATCAGAGAGACAAGACCATGTGTTTAAGCAGCTAAATTCTGAGCTTAGGGCTCTTT 

AGAGAAGCAGTGATCAAACGAATCCAGCCAGGGAAAACAGTGCAATGAGCAAGGAGACTG 

CCCATCCCCGTGTCTTGTCTTGTGAATGGATTTGTCCACATCCAGCT 

>SEQUENCE:6062:prostate_MPM2000-004P6_Table5 

GACTCACTATAGGGGCGAATTGGNAGCTCCACCGCGGTGGCCGAGCGGCCGCCCGGGCA 
G 

GTACGGCTTCGGAGGCTAGGCCGCCGCTCCAGCTTTGCACGTTTCGATCCCAAAGGCCCT 

TTTTAGGGCCGACCACTTGCTCATCTGAGGAGTTGGACACTTGACTGCGTAAAGTGCAAC 

AGTAACGATGTTGGAAGGTAACTTTGGCAGTGGGGCGACAATCGGATCTGAAGTTAACGG 

AAAGCTACCGCGGCCCATAGCGCTCACAGCCGTAAAGACTTAAGTCGTTGACCGAAAGCG 

GCI I I I I CACTTACCTGGGC I I I I I I I I I I 1 I I I I I I I I I I I AAAGCCTCTATCGGTATG 

AAAGGTTGAATGCTCTAGGTTTGAGCACTGCTTTCTCGGCTTGCTCTTCTGGTGCAGTAT 

AGGCACACCTAGAGGGCCACGTCAGTCTTTGCGATCACCAAATCTGGTTCTGAGAAATAG 

GCACTGGCAATTTACACATGCCTTGCTGTGTAATCTCACTATATTTGCTCAGGCAAAGTG 

GGAGAAGCAGCCTTAGGTTTTCATTCTAGAGATGCCGGCTTTCCCACCTGATCGGCTTAG 

AGTTCACGATTGACTGTT 

>SEQUENCE:6063:prostate_MPM2000-004P6_Table5 

TTGGAGCTCCACCGCGGTGGCGGCCGCCCGGGCAGGTTGCTGGGCTGGAGACGGCGGGA 
G 

CCGCTGCTCTCCGGCTGAGGGAATCAGAGACAGCTCCGTCCCTAGTGGAGCGCAGGGGAG 

GCAGAAGTCATGACAGGCGAGGTGGGTTCTGAGGTTCACCTAGAAATCAATGACCCAAAC 

GTCATTTCACAAGAGGAAGCAGATAGTCCTTCAGATAGTGGACAGGGCAGCTATGAAACA 

ATTGGACCCTTGAGTGAAGGAGATTCAGATGAAGAGATATTTGTAAGTAAGAAGTTGAAA 

AACAGGAAGGTTCTACAAGACAGTGATTCCGAAACAGAGGACACAAATGCCTCTCCAGAG 

AAAACTACCTATGACAGTGCCGAGGAGGAAAATAAAGAGAATTTATATGCTGGGAAAAAT 

ACAAAAATCAAAAGGATTTACAAAACTGTGGC 

>SEQUENCE:6064:prostate_MPM2000-004P6_Table5 

GGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACAATGCCATGCGAGCAGACCC 
A 

GCACTTTGCTTCCTGGAGAAAGTTGGGATGCCCGATGAGAAGTCCCTTTCTGCAGAACAG 

GGTGTTACAGATGGGACCTCAGACATTCCTGAAAGAGGCAACACAGATAAAGAAGACAAT 

GCTGGGGACAAAGTAGATGGCCTCCAGAAACAAACGGAGAGTTCCAGTGATGGAGGTGAT 

GGCGTTTTTAGCGAAAAGAAGGATGACAGCCGGGCAGCCCAGGATCGCTCCGACCCAGAC 

AATCGCCCTGGCCAGTTTCCTCCGCCCTCACAGCTCGTCTCAGACGTCTGGTCACTGTTT 

ACCAGCGCTGCAACCGCAAGGAACTGTGCCGGCCTGAAATTCTGGGACCAGGTAACCAAG 

GATATTGGGTTCAGGAAGAGATGTTCAGGAGAACCTCAGAAATGGACCTCATCAACAAGG 

AAGCCCA 

>SEQUENCE:6065:prostate_MPM2000-004P6_Table5 

TGGGATGGGGAAGCCTTTACCATACCTAGGCCTGGGAGGTTGAGTGGGACAAGAGGAGAT 

GAAGAACCTTCTGGAAACCCCCTAACCACCTGCAGGAAGGGACGAGATAAATAAATGCAC 

GTCTCTCTTCAGCTCACTGACCATCTGCCTACCTCCCGTTAATGGAACCGCGACTCACAG 

CAAGTAACTGGCAGAAGTTTTGGTGATAAAGATTTTCGGACAGGTTTAGAAAATGGAATC 

CTCCTCTGCGAGTTGCTGAATGCTATAAAGCCAGGACTTGTTAAAAAGATCAATAGATTG 

CCTACCCCCATTGCAGGACTGGACAATATTATCTTATTCTTGAGAGGTTGTAAAGAGCTC 

GGCCTTAAAGAATC 

>SEQUENCE:6066:prostate_MPM2000-004P6_Tabie5 

GAATTGGAGCTCCCCGCGGTGGCGGCCGGTGGGGACCTGATGCTGCACATCCACAGCGA 
C 

GTGTTCTCTGAGCCCCGTGCCATCTTTTATTCCGCCTGCGTGGTGCTGGGCCTACAGTTT 
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CTTCACGAACACAAGATCGTCTACAGGGACCTGAAGTTGGACAATTTGCTCCTGGACACC 

GAGGGCTACGTCAAGATCGCAGACTTTGGCCTCTGCAAGGAGGGGATGGGCTATGGGGAC 

CGGACCAGCACATTCTGTGGGACCCCGGAGTTCCTGGCCCCTGAGGTGCTGACGGACACG 

TCGTACTGAGGAAATATTTTGTAAAGTGAGCTTTGGGTATAACTTAGCCCCATCATTATT 

TAGAGAATAGAGGAGGAAGAAAGAGGAAGGATTTTAAAGGCAGACAATGACAGACCATTC 

AGGATAGGTAGGGTTTTAAAGGGAGATAAACACAGTCTCATCAACTAAGGAGAGATTTGC 

TGCAGTAAATAGGATGAGGGAAATAGTCTGTGGGATGCAAGCAAAGGAAGCAGGGTGCCT 

TAGACACTGAGTGGAGCCAGAAAGATCATGCGGNGCCTTTTCCAAGTACCTCGGCCGCTC 

T 

>SEQUENCE:6067:prostate_MPM2000-004P6_Table5 

ATTGGAGCTCCACCGCGGTGGCGGCCGACGTACTCCGGACTCGCCGCTCAGGGTCAAAAG 

GAAAGGTGGTATGGTGGCTGCTCATCTTAGCCAAGAACAGTGGCCAAAGGTTAAGGCAAA 

G GTAGTAAAAGGTTG CCACG AG AACCCTCTGTTTTG CATTAAAAAT AC AG ATTATTTTTC 

TGTAACAATTTGCTATATTACACTTAAATAATGTATTAI I I I I AAATAATAAAGCTGAAG 

GTGAACTGCCTCAAGCAATACATTCCTCAGTAATTAACATCTCCACTTTTACGCTCAATG 

AAAATGAAAACATTGAACTATTTCAGGCCACGGTATAGCACAGAGCTAGAAATCAGATCA 

AGAGAAGAAACATAAATGTCTTCAGAACAGCTTGGAGAACGGGGAACCGTTTTCCTAAGA 

TCCACCACCTGCTCCTACTTCTAT 

>SEQUENCE:6068:prostate_MPM2000-004P6_Table5 

CGAATTGGAGCTCCACCGCGGTGGCGGCCGCCCGGGCAGGTACTATCTTTTCCCAGTCTC 

GGTTCGACGACTCCATTTTCCTCGGTGGGGGCTTAGCGCACTGGAGGAGCGGCGGGCTTC 

AGACAGGCGATGGGAAGAAAGAGAACACAGCTATCTTTCCAAGCTGTGTGCAGCATGGAG 

CACCAGCTGCCCTTGAGACAGAAGAAGCTGGTGTTTTCATCAGGAGACATTCAACTTCTT 

G AAA ATG AAC AATCCG G CC AG G 

>SEQUENCE:6069:prostate_MPM2000-004P6_Table5 

AGCTCCACCGCGGTGGCGGCCGCTGTACAACTAATGGATCCCCCGGGCTGTCAAGAATTC 

TATATAAGCTCATCGATACCGTCGACACTGCAGGGGGGGCCCGGTTCCCAACTGTTGTTA 

CCTTTAGCGAGGGTTAATTGCGCGCTAGGCGTAATCATGGTCATATCTGTTTCACTGACG 

GTGATGATGATGATGATGATGATGATGATGAAGATGAAGAAGATGGAGAAGAAGAGAATC 

AGAAGCGATATTATCTTAGACAGAGAAAAGCTACTGTTTACTATCAGGCTCCATTGGAAA 

AACCTCGTCACCAGAGAAAGCCCAACATATTTTATAGTGGCCCAGCTTCTCCTGCAAGAC 

CAAGATACCGATTATCTTCCGCAGGACCAAGAAGTCCTTACTGTAAACGAATGAACAGGC 

GAAGGCATGCAATCCACAGTAGTGACTCGACTTCATCTTCCTCCTCTGAAG 

>SEQUENCE:6070:prostate_MPM2000-004P6_Table5 

AGCTGCTTCCTGTGTGTCAAATGACAGCTCCACCGCGGGGGCGGCCGGAAAATACTTCCC 

CCCAAGGAGTTCCTCTTTAAACACCCGAAGCGCACGGCCACCCTCAGCATGAGGAACACG 

AGCGTCATGAAGAAAGGGGGCATATTCTCTGCAGAATTTCTGAAAGTTTTCCTTCCATCT 

CTGCTGCTCTCTCATTTGCTGGCCATCGGATTGGGGTAGGTGATGTGACTGTGTGACTCC 

TGTCATGGCATGTCGTGGGGCGATTCTGGGTTGCAGTGATTTATTCGTAACCTGTTTCCT 

GAAGTCCAGATCATCAGTTACAGCTTGGTGCATTTTCACAAACACCCACGTAGTCACTGT 

TCAGGTCCAGAAACCACCAGCCTGCAGCCCCCAAAGGCCCCAGCACAGGCGCCCTGTGGT 

GCTGCTGTCTGGCCTGACGAGTCTGCCTGTTGCTCACTGAATATAAACGGAGTCAAAGCA 

GGGCTT 

>SEQUENCE:6071:prostate_MPM2000-004P6_Table5 

GACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACCCTGGGCCG 
G 

CAGGCAGTGGGACACCCACGGGGGCCCAAGCCTCTTGAGGTCGGTCCGCACAGAACAGC 
G 

TGGCGGCAGAATTACAAAACATTCTCAGAGAGACTGCAAAGGACACTTAGCTCTTCCGGA 

ATGAAAGCACGCAACGCAGCATAAAAAGCATCGAAACCCCAAACAGCAGAGTGTTAAAGG 

CAATTGCTTCCAGGTAGTGACGTAGTAGAACCGCCGGGGCCAAACTCAATGTCTGATGAG 

CAGCCAACATGAGAACGGGGCCACCTCCAAACACCCAGACACCTCCAACTGTCAGATCAT 

CGCCTGTCAACTCAGAGTAAACTCATGGAGAAATTGGGGCGAGCGCTAACCTCAAGATCG 

GGCAACATATGGAACCCAAAGAAAGAAGCGAAGGAGGCCCCGGGCCCACAGCACAGTGTA 

TGGGA 

>S EQU ENCE:6072:prostate_M PM2000-004P6_Table5 
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TACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCCCGGGCAGGTAC 

ATTCAGATCATAATAATTCTTAAAATGAATTATTTCCTCAATAAACCCATTTGCTACATC 

TGGAAATCTTGCTTCCGTTTCTTTCACTAGTAGTTCAACGAGCTCTTGATCTACCTCTGC 

AGCTTCTTGCCCCCAAATGTTTTCCAAATTGGGCTCTTGAGATTCTTGCATTGGAAAGGC 

TGGACCTGGCTCTTCATCATCACTTGCTAACTGCTGGTCTTCAAACTCTCCTAGAGGATG 

GGCAGGCTGAGGAGAAGAGGGGCCTGAAATCCCACCTTGCTGGGGTTCCGGCCTTGGAAA 

AGCGGGCCCTGGGAATTCATGCTGAAACAACAAGCGGCCCAGTTCTGCTTCAGGCTGCCG 

TTCCTGAGGAACGACCTGGTTTGTTATTTCACGGNGCTGTTGGTTCAGAGACTGGAAGTA 

AGGATGATCTAACCA 

>SEQUENCE:6073:prostate_MPM2000-004P6_Table5 

ATAGCTGTTTCCTGTGTGTAAAACGACAGCTACACCTCGGGGGCAGTACGAGGTACTATG 

GCCATAATTGACAACAAGTTAGGGGGACATATAACAGCTGAAATACCTCAAATATTTGAT 

GCTG I I I I I GAATGCACATTGAATATGATAAATAAGGTGTGTAATATTTCAGTTATGTAA 

GGGGGAAATTCTGCAGGATAGCCTTAATTCTTGAAAGCTAAAGTATGTCTGTGGATATAA 

CATAATTTTAATGCCATGGAGTTTAAATATTTAAACTTGTATATTAGGGAAATACTTTCT 

TGGTTTTCAAG A ACTTACTTCCCAGG AGTTTG AAACCAACCTGG G CAATATAGTG AG ACT 

TCATCTCTACAAAAAGTTCAAAAAGTAACCAGTCATGGTGGCATGTGCCGGTAGTCCCAA 

CTACTCNAAAGGCTGAAGTGGGGGGGGGGG 

>SEQUENCE:6074:prostate_MPM2000-004P6_Table5 

TCC ACCGCG GTTGTTG CCG CCCGG GTAG GTACTTAATG C AC AG CTTATTAAAAA AATC AA 
AATTGTTATCTTAATAGATATA I till I CAAAAACTATAAGGGCAGTTTTGTGCTATTGA 
TAI I I I I I CTTCTTTTGCTTAAACAGAAGCCCTAGCCATCCATGTATTTTGCAATTGACT 
AG ATC A AG AACTGTTTAT AG CTTTAG C AAATG G AG ACAG CTTTGTG AA ACTTCTTCACA A 
GCCACTTATACCCTTTGGCATTCTTTTCTTTGAGCACATGGCTTCTTTTGCAGTTTTTCC 
CCCTTTGATTCAGAAGCAGAGGGTTCATGGTCTTCAAACATGAAAATAGAGATCTCCTCT 
GCAGTGTAGAGACCAGAGCTGGGCAGTGCAGGGCATGGAGACCTGCAAGACACATGGCCT 
TGAGGCCTTTGCACAGACCCACCTAAGATAAGGTTGGAGTGATGTTTTAATG 
>SEQUENCE:6075:prostate_MPM2000-004P6_Table5 

CGCGCGTAATACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGT 

GCCCACAAATGCTCCAGCCCACGGACGCGGAAGCGACTGCACAGCTAAAGAACCGCCCCT 

TGCTAACGTTTGCCAGACTAACTACAGAGCGGCGCATGATCCAGTTGAGCCAGCAGGCCG 

CCGCTCCGCGAGTCACGTGACTGGAAGTAGTCTGGGAAAAGCGGAAGTCGCCTGTGGGAG 

GAGGTGGCGGTGGGCGGAACTCCTAGCGGACACCTCGTGGAGTCCGGCCGCTCTAGAACT 

AGTGGATCCCCCGGGCTGCAGGAATTCGATATCAAGCTTATCGATACCGTCGACCTCGAG 

GGGGGGCCCGGTACCCAGCTTTTGTTCCCTTTAGTGAGGGTTAATTGCGCGCTTGGCGTA 

ATCATGGTCATAGCTGTTTCCTGTGTGAAATTGTTATCCGCTCACAATTCCACACAACAT 

ACGAGCCGGGAGCATAAAG 

>SEQUENCE:6076:prostate_MPM2000-004P6_Table5 

AAAAGGCGCAGGCGTCAGGAGGGTGCTGCCCGCTGGAGTCTGCAAATGCTGCCTTCCAAA 
AGGGACCTGCTGGGCTCTGTTCTTCCTGGCAACACATCTGGCTGATCCAGCCACCAACNA 
G AGCCCCAAAG ACTG G G AACCTGTCCCCAG GCCAACAGG G 
>SEQUENCE:6077:prostate_MPM2000-004P6_Table5 

CCGCGGTGGCGGCCGAGGTACCTCTCCAGGTAAGTGGATAATAGTCGCCATGCTTCATCT 

GTAGCACTAGACTCCTTAGTAGTGATGACAGATGAGAGCTGATTGGCTGCTAGCCAGGCC 

CAGGCTTCTGCTTGTGCTGCCTCTCCTCCAAATTGCAGAATAACTTGTATCACCACTGTG 

TAATCAACAAGCTCTTGTCTCATGGAGTGCCTCTGCCTAATTGGCTTATAAACAGTTACA 

AGAAGGTTGATGCTGCTGAATTGCTTCGTTTATACTTAAACTATGACCTTTTAGAAGAAG 

CTGTGGATTTGGTGTCAGAATATGTGGATGCTGTATTGGGAAAAGGACATCAATACTTCG 

GAATTGA 

>S EQ U E NCE:6078:prostate_M PM2000-004P6_Table5 

AGCGCGCGTAATACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCC 

CGGGCAGGTACTTCCCAAACACAACATCCATCCTCTCACCATGCCGACACACAAAAAGGC 

ATCGCTTCTGGGGGCCGGGCTGGCTGTTGACCCTCAGCGGCTGCATGGGCTGGCAGATGA 

TAGTAAGAGGAGTCGTCTCCCCGAGCCCCTGGTCCTCATAAGGCCGCCTCTCCAATACTC 

CATCCCCAAACGTGAGAGAGTTGGACGACGATGTATTTAAGATTGAATAAGAACCATGAA 

ATATCCAGGTGCTGCATTCATCAGCCTTGGTAATGTAATTCTCAGGCAGGAGTCCAGAGC 
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AGCCGGTGGTTAAGGACGTGCCATAGATCCAACCCTCGCTGGTGCTGGTCTGCTCCATTG 

GAGACATGAAGATGAAGTCCCCGGGGACCAGCTCCAGCTCATCGTCATTTTGTGGGGTAT 

AGGGGTAGATGACCTGTAATGTCTCATGGTTAGCAAATCGGATATCCCGAGAAAATATGG 

TAGCCACCCAGTCACACCCTAGCTTGACGTCAAT 

>SEQUENCE:6079:prostate_MPM2000-004P6_Table5 

ACCGCGGTGGCGGCCGCCCGGGCAGGTACTGCCAGATGCTTGTAACAATGACCTGCCCCT 

ATCTCTAGTAAGCTTCTGTAACTTGAAAGATAGATTATTCCAATATTTTAAGATCGCCTG 

TCACTTGTTACTGTGG CCTTG ATTCTCT ATGCAATATATTCCTTTTATG G ATTCAG ACAC 

CATTTTAATTCTCTTTTGCACCTGCTATACAGGGTAAAATAACAGATGTGTTCATCTTAG 

ATGAAGGGGTCAAAGAGGAAGTAGTGGGGTGGGGCTTTTGGAGCTGATGATTGGAACCTA 

AATATTTACTTCAATTGCACAGATTCCAATGCAAGTCGAGAGCGATGTGGCGCTCCATTC 

TCCTGCTGCACTAAAGATCCCGCAGAAGATGTCATCAACACTC 

>SEQUENCE:6080:prostate_MPM2000-004P6_Table5 

GACTTACTGTTTGGCTGATTGGAGCTCCACCGCGGTGGCGGCCGCCCGGGCAGGTGATGC 
CCCTGTTCCTTTGTTGCGGGTGGTTTTGGTAAGGCAGAGCCCTCTGCTGAGAATGTAGTA 
TTGI I I I I CCCCTCTCCCTCCTGCTTTC I I I I I GGAGCTTCTTTGGGTCAAAGACATGGA 
AGTTGCTTCAGATATCTGATACTGTGAATGTTTGAACATATCCGTGGCCTTCACCTCTCC 
AG CTACCCTTTT ACCTCATC AG AAGC AGTG G CTC AG CTAAGTGCTCCCCCTAG CTCCC AT 
CTCAGGAGACCAAATCTCACAGAAAAATAGGCACTTTGGGCCAAAAGCTCTAATGGAACA 
1 I I I I AGTGGTGATTTGGGGAAGGAAAGTTAATGAGG I I I I I AAAATAAG GTTTTCT AGT 
TTTGAGAGTGTGCACTTCACACAGGGGAATGGGGTTACTTCTGTCCGATCCTGGGCCTTT 
CTTTCATCCCAAATG ACAAG G AATGTGGCTCAN AG AAG G GTTTTTC I I I I I I GACCTTTC 
TTCTCTCAACAGGAACCTGCCTGAGGACACCCTTCTAGAGCAAGGAATTGACTTTAAGAG 
CCGTTCTCCCCACAAGACACCACATGACAAGGGGTATAAGCCCCAGCCCTGCTCATTCCC 
ACT 

>SEQUENCE:6081:prostate_MPM2000-004P6_Table5 

TAT ACG ACTACTATAGGGCG AATTG G AG CTCCACCGCGGTG G CGGCCG AG GTACTG ATTC 

CCT ACG ATG CAG ATTTG AATCACAG AGTA ATT A A AAT ATG G ATCA AAT A AG G CTG G G G CT 

CACCAAGGCTGAAAGCTGTAGCCATTCAAGGCATCATTTCTGTCATGAAAATATAGGACC 

TTTTCAAAACATGCCTTCAGGAAGGTGTTCTCTTTTCAAACAAAAGTCTAATGACTGCAT 

AACTCTTCTTGACCACATCTTACACTTTCTCTAGACTTGCTTATTTACAGCTACTGGAAC 

AAAAAGATGAAATGAATAAAGCACACTGATTGTCCTAAGAGTCTTCTGTGACTAAAAGCA 

CATGAGCTTCTCCCCAGGCTGAGCTTTGACCCTCCCAAGCATTTCCCCAAAGGCCATGAC 

ACTGCATCAGATTGCTCCTGGACACTTTCCTCAGAGTTTTCAACAAATATAAACTGAGGA 

GTGGAGCACAGCACCAGATTT 

>SEQUENCE:6082:prostate_MPM2000-004P6_Tabie5 

ATAGCTGCTTCCTGTGTGGCGAAGAGGAGCTCCACCGCGGGGGCGGCCGAGGTACACACA 
TGGGTATGCTCTTTATGCAGAGTCTCACTGTTGCCCAGGCTGGAGTGCAGTGGCGTGATC 
TCG G CTC ACTG CG AG CTCCGCTTCCC AG GTTC ACG CC ATTCTCCTG CCTC AG CCTCCCG A 
GTAGCTGGGACTACAGGCGCCCACCATCACGCCCAGCTAAT I I I I IGTAI I I I IAGTAGA 
GACAGGGTTTCACCGTGTTAGCCAGGATGGTCTCAATCTCCTGACCTCATGACCCGCCTG 
CCTGGGCCTCCCAAAGTGTTGTTGGGATTACAGGCGTGAGCCACTGCGCCCGGCCTNTTA 
ATGTATATTAAATAGCCTTAGATTGAAAGAAACTGGTCTTCCAGAGGTTGCTTCTGGGGA 
GG G A A ACTG GT AG GT AG G G G ACTG AG G A AG GTGTCTTC ATTG AAT ACTCC I I I I I GATCA 
T 

>SEQUENCE:6083:prostate_MPM2000-004P6_Table5 

AGCGCGCGTAATACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCC 

CGGGCAGGTACCCAGTATGTGCAGGGAGACGGAACCCCATGTGACAGCCCACTCCACCAG 

GGTTCCCAAAGAACCTGGCCCAGTCATAATCATTCATCCTGACAGTGGCAATAATCACGA 

TAACCAGTACACTTACTGCAACTGCATGTTGTCTAAAATAGTTTTTCTATAGGATGTATA 

TAAAA ACTA ATCCCTCTTG AGCTG ATTTATAATGTGTGTATATAG CCAC AC ATAAAAAG C 

TAGTAATAGTAGGGCTCTCAGAAAATACTTTCCAGTTGTCTAACCTTGAATGTTATTAAC 

TCTTCTATATTACAGGAGATACAACTCGTCAACGAATCAAATTCAGTGATGACAGAGTAT 

GCAAGAGTCACCTTCTCAACTGTTGTCCTCATGATGTCCTTTCTGGAACTAGAATGGATC 

TTGGAGAATGTCTGAAAGTCCATGACCTGGCTTTAAGAGCGGATTATGAAATTGCATCCA 

AAGAACAAGATTTTTTCTTTGAACTTGATGCCATGGATCATCTGCAGTCATTCA 
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>S EQ U ENCE:6084: prostate_M PM2000-004P6_Table5 

CTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACTGTAATTGCCTG 

GTAGTTATCAAACCTTAGCGTTGTTCATAACAATCCCCTGGAGACTTTGTTAAAAGACAT 

AGTCCTGGCTCTACCTCCAGAGATTCTGATCAGTAGATTGGGGTGGGGCCCGTAGTTTGC 

ATTTCTGGAAGGTTTCCAGTTGATGCTGCTCTTACAGGTCTGCAGACCACACTTTGAGTG 

ACACTGATCTAGACAATGTGAGGAGTCATAAATGATCCTTTGTTCTGAGGAGTGACCTCT 

GTAGCCTGGTCGTTTCTCCACAGGCACTTCCTGAGGGATTTCCTTCCTCTGCTATGGAAT 

TGGGATCGCAGGTCTGGCAGGTGGGCGAATGGCATTGTGATCAGTGAACTATAGAATTTA 

TCTTCATCAGCCATCTTGTAAGCAGGAAAAGGATGGAGTCTGTCCAGTGGATAAGGTGTT 

TCTCTCACI I I I I ATGT AACAACTG AGT AATG AC AAC A AAGTTTACCTACCACTCCTT A A 

GATATTAGGCCCAATAAGGCAGAATTTTTG I I I I I CI I I I I I CCTACTTTAT 

>S EQ U ENCE:6085: prostate_M PM2000-004P6_Table5 

ATACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGCAAGACCAGG 

GCAAGCCCCGGACCTTCACCACGAATCCCTCTCCACCTTCCGTGCCCAACATCATCGTCT 

CTTACGCGGTCCGGCGTCGAAACAAACGTGGTCGCTGAACTGCAAGCGAGGACCCACCGC 

GACTCACCTAGACACGCGACACAGCC I I I I I I I AAAATAAATTTATCTATATTGGTTGAC 

AAACA AG CC ACC AACCACTG ACTGCAA AACTG CCTG ATG CAGTTG G GTTCCTCCTG GTTT 

TCTTTTGTTACAACCACCCTTGCCTGTTTACATTAATTGCAAGGAGCATAACGTACCTCG 

GCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAATTCGATATCAAGCTTATCGATA 

CCGTCGACCTCGAGGGGGGGCCCGGTACCCAGCTTTTGTTCCCTTTAGTGAGGGTTAATT 

GCGCGCTTGGCGTAATCATGGTCATAGCT 

>SEQUENCE:6086:prostate_MPM2000-004P6_Table5 

TTGGAGCTCCACCGCGGTGGCGGCCGAGGTACCTGGTCGTGTCCCTCAGTAACGGGACCA 
TCCACATCTTTCGGGTCCGTTCTCCGGACAGTTAAAGGGGCTAGGACTAGGGTGAGAGGG 
AGTGGGGAGGGAGAGGGCAGGAAGGAGGCAGAGCTGTCCGTGGGAGGTGGAGGCCGAG 
GA 

CATTTTCCTGAAGGGCAGGGGTTGGCAACTTTTCAACATGGAGTGCCAAACTGCTAACCC 

GTCTTCTAGTGTGTGAGAATAGGGACCAAGGTGGTGGCGTGACCTTAACTCTCANAAGCA 

NAGGAGGCAGGTGGGTGGAGGGGGATGCTGGGAATTCATCTGCCTCTTGCI I I I IGTGGG 

TGGCTGCTGCCACCACCGCCGCTGCTATATAGTTTAGGTTTCTGAGGTTTGTGAGCCTGT 

CCTGCTTTGCATTCTTCAAAACCATTCCTGATAGAGTAGCCGAGGGAGAGTCTTGGGGC 

>SEQUENCE:6087:prostate_MPM2000-004P6_Table5 

TTGGAGCTCCACCGCGGTGGCGGCCGCCCGGGCAGGTACAACCAGACTGCTGAATTTGAA 

ATCATGTTACAAAATCAAAGACATTTATTTATATCAACATTACCTAGAAAATGTAAGAAA 

AAAAAGTATCATTCACAGAAGTAGGGAAAACTACAAAGGGTATTAGGAAATTTGCCAAGA 

TTACTCAAAGCCAATGTGTTGAAAAAAAAGTTAAATAGAAGGCATTTCATGCTCCTAAAT 

GGATGACATTACAAAGCTGTCAAGTCCCCTCAAATTGAATCTATAAGCTGGGTGTGGTGG 

CTCATGCCTGTAATCCCAGCACTTTGGGAGGCCAAGGAGGCATGATCGCTTGAACCCAGG 

AGTTCACGACCCACCTGGGCAACATAGTGAGACTCTGTACCCTGCTGCTCCGGACGCTCT 

GAGGGCTGGAGCAATGCCCCTCCATGCGTGTAAACATT 

>SEQU ENCE :6088: prostate_M PM2000-004P6_Table5 

TCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCCCGGGCAGGTGTCCTGG 
A 

GCTTGACGCGCTGGAGCTTGAGAGGTCAGAGAGGGTCCTTGCCCCCGGCCTGGGACTCCG 

GAGTTGCGTTTCTACCCGTGCTTCAAGGTCTAGCCCAGCCGAATCCGCGTCGGGCTGTAA 

CTCGAGTGCCAGGTTTCTGTATACATAGCCTTCAGGACTGCTTTTGGTGGAAAGAGATAG 

CAGGTGGTGCTAATTCACTGTGTTGGTGGGAACTCTGGCTACACTGAAAGATTCTTACTT 

TGACCCCCAGGCTGGAGTGCAGTGGCACGATCTTGGTTCACCACAATCTCGTCTCGAAGG 

CTCAGGTGATTCTCTCACCTCAGCCGCCTGAGTAGCTGGAACCACAGTTTCAGCTGTGAG 

TTCAACATGGAGGCAAATCAGTGCCCCCTGGTTGTGGAACCATCTTACCCAGACCTGGTC 

ATCAATGTAGGAGAAGTGACTCTTGGAGAAGAAAACAGAAAAAAGCTGCAGAATATTCAG 

AGAGACCAAGAGAAGGAGAGAGTTATGCGGGCTGCATGTGCTTTATTATACTCAGGAGGA 

GGAGTGATTCG 

>SEQUENCE:6089:prostate_MPM2000-004P6_Table5 

TAGCTGTTTCCTGTGGTGGAAAAGAACGAGCGAGCACCGCGGGGGCTGTGGCGGGTATGC 
TTGGTTCTCACATGCCAAGCCTGCTGCCACAGCTGTACAGCCATTTGTTGTAGAAACGCA 
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GCCATTCTGTGAGCGCACCAAAGACAAACACCACTAATGCAGAAGAGCACATGCCAAAAG 
ACAGAACCCATCGCAAATTCAACCGATCCCCAACGATGCCACTGATGAATAGGCCCACAG 
CATAGGAGAAGAGGAAAATGGTATCCAGTGTGCCGAGGAAAAGAGTCGCCTTCTCTGCAC 
TGGGGAACAAATGGTTGCTGCTCCAGATCTCCACAGGCAGCTCAACTGACGTGTTAAAAG 
CA 

>SEQUENCE:6090:prostate_MPM2000-004P6_Table5 

TTGG AGCTCCACCG CGGTGGCGGCCG AG GTCGTTG AGCATCCCG CG AG GGCGG AAGTG G 
G 

AGCTGCGACCGCGCTCCCTGTGAGGTGGGCAAGCGGCGAAATGGCGCCCTCCGGGAGTC 
T 

TGCAGTTCCCCTGGCAGTCCTGGTGCTGTTGCTTTGGGGTGCTCCCTGGACGCACGGGTC 

GAGCGGCCGCCCGGGCAGGTACAAGGTCAATCTCACTTCGAGTGACCACAATCCGGACCA 

GGGTGGAGTCATCTGTGCCAGCACCTTTCATAGCATAGTAGAGCCTCTCAGCAAAGAAGG 

C AG G G CG GTTCAG G G C ACACTG C AAG ATG GTCTTCAAACC ACTTTCTAC ATATCCG G AAA 

ACTCACGGCTCACACTGCTTAACAAGTCTCGATTAGCCATCCTAGAATAAGCCTCCATGG 

TAG CTCTCAG CTG AGG AAAG CT 

>SEQUENCE:6091:prostate_MPM2000-004P6_Tabie5 

TGGAGCTCCACCGCGGTGGCGGCCGAGCTGGACTCTGGGGCCTGCGGCGGCTCCAGCCT 
C 

AACTCAGAGGGCAACAGTGGTAGTGGTGACAGTAGCAGCTATGACGCACCAGCTGGCAAC 

TCCTTCCTAGAGGACTGCGAACTCTCCCGGCAGATCGGGGCGCAGCTTAAGCTGCTGCCT 

ATGAATGATCAGATACGGGAGCTACAGACCATCATCCGGGACAAGACAGCCAGTAGAGGT 

GACTTCATGTTTTCTGCGGATCGTTTGATCAGACTTGTTGTGGAAGAGGGATTGAATCAG 

CTGCCATATAAAGAATGCATGGTGACCACTCCAACAGGGTACCTCGGCCGCTCTAGAACT 

AGTGGATCCCCCGGGCTGCAGGAATTCGATATCAAGCTTATCGATACCGTCGACCTCGAG 

GGGGGGCCCGGTACCCAGCTTT 

>SEQUENCE:6092:prostate_MPM2000-004P6_Table5 

GCGTATACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACAT 
GGGCAATGCTGGACGTAAAGAAAGAAGCGATGCACTCAATTCTGCAATAGATAAAATGAC 
CAAGAAGACCAGGGACTTGCGTA 
>SEQUENCE:6093:prostate_MPM2000-004P6_Table5 

GCGCGCGTAATACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGG 
TACCGATGACCATTGATGAAGTTGGTCCCCAGAGCCAGGCCTGGTGTTCTGTGGATGTAG 
ATAGACTTGATCGAGGCAGCCGAGCACAGTGAGGCGCGTGGGCCGTGAAGCTGGACGGG 
C 

TCTGTTGCAGTTCAGGCTCTGCGTTTCCTCCCTGGGAAACTGTGGGCAGGCACAGAACTT 

CAGTTTTCTCCTATTTAAAATGAGAAAAGCCTGAGGATGGACAGCAGCTTAGGAGCGGTG 

AG G ATT ACCTT AGTTG CTGTGT ACAC AG G A A AATG GT AGTC A AAAG A ATTTTTTG G C AGC 

TGCTTCTTGCTGAGACCTATACATGATATAACCAATGAATAATACAGTTTGCACCACAAC 

AAATATAATGAAGTGGACCGTAGACAAACATGATGGAAATGGTGGTAGTTCTGGGCATTT 

CG G CTTTTCATTTG ATGGC AT ATTTCG CTG C ACT 

>SEQUENCE:6094:prostate_MPM2000-004P6_Tabfe5 

CTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGATGTACTTTCATCCATAA 

AGGCCTGCAGCTGTTTCACTGATCCTTGCAGATCATTCATCACCAACTCCATACAGTCAA 

AGACTTTGCTCTGGTTCTGTAATATTTTCTGGTAGTCAGGTTTTGTATTAAGAACTTCAT 

TCTGAGAAGACCCAAGATATGTCATAGGTTCCACCTTGACCTCAGTAATTTTGGCCTCAG 

TTGATCCTCTGGACAATATCTCTTTAGCCTCCTGCTGGTCGTGAAGCAAGAGCTGATCCC 

AAGTGTGACGTTCTAAAGAAAACTTTGTTATGTATTCCTTCATCTCAGCCACAGATGCTT 

CCAAAGAAAAATCTGATGCTNTTCCATTTGAATCTTCAAAACA I I I I I GTAGAGTTCCAT 

CAGTTTCCAGTCCGTCTGCAAAATGTTTCAATTCTTCAGAAAGAGAAGATGC 

>SEQUENCE:6095:prostate_MPM2000-004P6_Table5 

TTGGAGCTCCACCGCGGTGGCGGCCGCCCGGGCAGGTACTTCCCAAACACAACATCCATC 

CTCTCACCATGCCGACACACAAAAAGGCATCGCTTCTGGGGGCCGGGCTGGCTGTTGACC 

CTCAGCGGCTGCATGGGCTGGCAGATGATAGTAAGAGGAGTCGTCTCCCCGAGCCCCTGG 

TCCTCATAAGGCCGCCTCTCCAATACTCCATCCCCAAACGTGAGAGAGTTGGATGACGAT 

GTATTTAAGATTGAATAAGAACCATGAAATATCCAGGTGCTGCATTCATCAGCCTTGGTA 
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ATGTAATTCTCAGGCAGGAGTCCAGAGCAGCCGGTGGTTAAGGACGTGCCATAGATCCGA 
CCCTCGCTGGTGCTGGTCTGCTCCATTGGAGACATGAAGATGAAGTCCCCGGGGACCAGC 
TCCAGCTCATCGTCATTTTGTGGGGTATAGGGGTAGATGACCT 
>SEQUENCE:6096:prostate_MPM2000-004P6_Table5 

GAG CTCCACCG CG GTGG CG G CCG AG GTACAG CAG CG G ATCCGGTCATCGTCCTTCTC ATC 

CAGGACCGAGCTGACACTGCTCATGCTGCTGATGCTGCCTCGGCGGGAGCCATGGACACT 

GTTGGGTGACTGGCTGGGGCTGGTGTGGGTGCTCAAGGACTCCTTGCTGGCACTGGTGAG 

CTTGTTTGCCAAGGGAAGGCTGATGAGCTCCATACACTTCTTGCACATAATAGACCCGCA 

GAGGCGGCAGTGGTGGCGGCGGTTCCGGATGCTGAACTTATTCCCACAGTCTGGACAGAA 

AGGGACATCCTGGTCGTTGACCCAAGGCACCACAGACTTTTCTATTGCTCGAATCTTTGC 

AGACTCAGTATTTGTTCTGCCAAATGCAGTGAGCTGATTATTAGTTTATTGACTTCCACA 

ACATAGTGGTCAATTCTAGCAGCTCG 

>SEQUENCE:6097:prostate_MPM2000-004P6_Table5 

GACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTGCGGAGCCGGG 
C 

GGAACGCTAGCGGTGTTGGCGCGGAGTGGACCCCGGCTGCGGCCCCTGGGTGTTTCCAC 
A 

CCGGTAGCCAGCTGTGCCCTGAGGTGGAAGAGGACCGGCCACCCAGGAATTTTCCAACAA 

TGGCGCCACCATCGGTCCCGGAGTCCCAGTGATGCTCTGTGCCATAGAGCCCCCATAACT 

TCACTACTACGTGATAGTAAATCCCCGACAAAAACCAGCAGCGCCTTGCAAGCCCACGCC 

ACCCCAAGCATCCCAGGACTCTTCTGAAACGACTCCGGGCTACCAGATCGGCCGCTCTAG 

AACTAGTGGATCCCCCGGGCTGCAGGAATTCGATATCAAGCTTATCGATACCGTCGACCT 

CGAGGGGGGG CCCG GTACCC AG CTTTTGTTCCCTTTAGTG AG G GTTAATTG CG CG CTTGG 

CGTAATCATGGTCATAGCT 

>S EQ U E NCE:6098:prostate_M PM2000-004 P6_Table5 

GCTCCACCGCGGTGGCGGCCGAGGTACCGCCACCGGGCAGAACTCCCTCAGGTGATGAG 
C 

GTCAGGTGCCAACTGCGAGTTACACAACACGACCTCTCCAGACAGTTGGGAAACAAGGAA 
GGAAGCACTTACAGCGTGAGGCGGGCAGGGCTAGAGTCCCCAGGGGGCAGTTAGCAAGA 
C 

AGTTTG GTTCTGGACAGAACAGACAGAGAAAGAAAAGAAAAGCAAGAAGGTTGGAAAGTG 

TTTTTTAAACAGGAGAACAATAAAGGTTTAAAGTCAGCAAGCCCGGAGGTAGAGGACCAT 

CCCTCTCGCTCAGGGGTAGCCACCAGGAGAGACTTGCGGGCTCTCAGATCTAGCACATTC 

ACTCCAAGGCAGGTGTGGGGAAGTGGCCAGGCACTAGGCACACAGGCCTGCCCTCTGCCA 

TCTGCCCAGAGAGAAGAAGGAAACTCCATGGAGGAGTCACAGACCTCCCTCTAGTTTCTA 

TGCTTCCGAGTCACCCTTTAGCATTTAACATTTCAAACAGCACTTTGGCAAACAGAGATA 

TGGAAATTGCTTGACTGGTATCTAA 

>S EQ U ENCE: 6099: prostate_MPM2000-004P6_Table5 

ACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACAATTCTCC 

CAGTGATTTCTAGGAAAGAATAAAGAGGAGAGGAGAGGTAGACATCAGAATGTAGAGAGG 

CAATACTGTGTAAAAATGAAAAACAAAAAAAAAACTTTATTTCTATTTTCCCAGGCTGCA 

CAAATCTGGCTTTGATGAAGAAACTCAGAAGATCCTGATGTCTGTGGAAGAAAAAATTCC 

CCATCTGACCATTTCACATGGACCTTGGATTGACGAGGAATACAAGATCAGGGGTGTGCT 

CCTCTGATGGGGAACACCCTGAAGTAGTCGTCTCACAAAGGCTTTCCTTGGCCACAGTGG 

GACCTTCACCTGGCACCTCTATCCTGTAATTGCACATCATGGCAGCAGGGCTGTGATTTC 

AGAGGTACATCAGAGAGCAACGCGAGAAGGATTCTGTCATGTCGGCCAATGGGAAGCCAG 

ATCCTGACACTGTTCCGGACTCGTAGCCAGCCTGTTTAGCCAGCCCTGCGCATAAATACA 

CTCTGCGTTATTGGCTGTGCTCTCCTCAATGGGACATGTGGAAGAACTTGGGGTCGGGGA 

GTGTGTTTGTCACTTGGTTTTCACTAGTAATGATA 

>SEQUENCE:6100:prostate_MPM2000-004P6_Table5 

TAGCTGTTTCCTGTGTGGAAAAGAAGAGCTCCACCGCGGTGGCGGCCGTGGAACGACAGC 

ATTATACCAGCAGAATGGACCCTTTGTCACCTAAATGGCTATATTTGCAACTGCAGTATA 

AATGTAAGGTCTTGTAGCAGCTTCAGATAATTAACATTCGTAAGTGGAGAGGTGGAAAAT 

GCAAATGATAATGGTCAAAATATGAGCCTGCACCTGTAGTTCAGGCCAGTATTCCAGCTC 

CCCCACTGCAATGCACATCTGCGCTTCTTCATTCACCAGCATCCCTTTCTCTAACAACTG 

GGATCACGCTGGAGCTGCCAATCATGAAACCCCGCCTCCCTGCCCAAAGGCGTGTGCACG 
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TGACCCAAGCTGGGCCAATCAGGGTCCTCTTAAGAGATTGACGGACACTGAGGAAAGAGG 

CCTCTCTCTTCTGGGATCCTGACCCAGAGGGACCACCATAGCATGGACCGTTTCTTTGGC 

TGTGCAAAGGCTGCCTGACGCCAACCCCAGAGAAAAACAGAACTGAGAGATGAGATGAAA 

ATACTGCATGAGCCCTCGATCTAGCCACACCTAAAGCCGAAACCCCTGCACT 

>SEQUENCE:6102:prostate_MPM2000-004P6_Table5 

GGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCCCGGGCAGGTGTGGTTAAGTTGGTGA 
C 

ATG G CTC AG AAGTTTATTTCTTT AAA I I I I I AAG I I I I I I I I C I I I I I AGTCTTCAGAAA 
GGCAACAGTAGTCTTTTAACGTCACTGTTAAAAGTGTAAGACTCTTTTACCCCCTGAGAG 
TCCCCTTTCCCTTTCTTGCGTCCTTTCCTCTTTATTC I I I I I I I I I I I I I I I ICTTTACT 
GAGACGGAGTCTCACTCTGTCGCCCAGGCTGGAGTGCAGTGGCGCGATCTCGGCTCACTG 
CAAACTCCGCCTCCCG G GTTCACCCTTTCTCTTTATTCTTATCCCGGTCAG ACTCG CCCC 
CTCCTCCAAGATATCTCTCTGTTTTATTTTATTTGATTTTAGTTCTCTTTGGGTGATCGC 
TCCTTCCCTCTTCAACGGATCCCTCCCCGCCTCCATCCTGGTTCTGTGGGAGAGACCAGC 
CTTCTGGTG CTG C AGTCAG G AATG GAG C 
>SEQUENCE:6103:prostate_MPM2000-004P6_Table5 

TACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGGGGAGGTTCACAA 

TAAAGGTGCTAAGAAAGAGAATGTAAGACAGGAAAATAATTAAATATTCTTACCGAGTGT 

CTTCAATAGGCCGTGTTTAAGAGGCGTCTTACACTCCCTGTTGCCAGTGGCTGGAACACA 

ATGGATCACACAGGGGCGATAGACACCGAGGATGAAGTGGGACCTTTAGCCCATCTTGCT 

CCAAGTCCTCAGAGTGAAGCTGTGGCTCATGAATTCCAGGAACTCTCCTTGCAGTCCAGT 

CAAAACTTACCCCCTCTGAACGAAAGGAAAAATGTGCTCCAGCTGAGGCTGCAACAAAGG 

AGG ACG AG AG AAC A ACT AGTG G ACC AG G G CATCATG CC ACCTTTG AAGAGCCCAGCGGCA 

TTCCA T GAACAGATAAAAAGCTTGGAACGAGCCAGAACTGAAAACT 

>SEQUENCE:6104:prostate_MPM2000-004P6_Table5 

GCTGTTTCCTGTGTGTGAAAGAACGGCCAGCACTCGGGGGCTTACTTGTTTCCTGGTACC 

A AAAA ACAACCTCTGTGAGGGACTGGATGCCGTACATTCACTCCGTCATCCTGATTGATG 

ATTTTGAGTCTCCTCAGAAGCTGGCAGAGTTTATTGACTTTCTGGACAAGAATGATGAGG 

AGTAT ATG A AATACCTGG C AT AC A AG C AACCTG G G G G CATC ACC AACCAATTTCTTCTG G 

ATAGTCTGAAGCATCGGGAGTGGGGAGTGAATGATCCTTTGCTGCCTAACTACCTCAACG 

GCTTCGAGTGTTTCGTCTGTGACTACGAACTGGCTCGGCTGGATGCCGAGAAAGCCCACG 

CGGCCTCTCCCGGGGACAGCCCCGTCTTTGAGCCCCACATTGCCCAGCCCTCACACATGG 

ACTGCCCAATGCCCACACCTGGGCTTTGGCAATGTGGAAGAGATTCCTGA 

>SEQUENCE:6105:prostate_MPM2000-004P6_Table5 

CGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACTGTTGCCATGCTTCTTTCAGAGTA 

AGGTGAGGGTTTTTTCAATACAGTCAGCAAAGTGGTCAAACATATGCTTGATTATGTTCA 

AATGCTTCAGTTATACCCTGACCCAAGGGCTGAAGAAAGCTAGGGCCTTCCTGAGGGAGA 

AACACAGTATCAACATTAGAATGAACAAAGAATAATGAATCTGGGTGATTGGGACCTCTG 

TCCACAGTTAGCAACATTCTGATTTCCAGA I I I I I I TTGTI'AAATGACTTCGGATTTGAT 

GGATAAAAAAATTGTAAAACTAATCCAAAAAGTGGCAGTGGTGATTCTGGGTGTGATTAC 

AAGAAAACAGGAAGGCGTTTATCTCTAAAAGACAAGTGGGGTGTTAGAGTCTTTGTAAAG 

C AG C AGTG GTTTT ATCATTTTG 

>SEQUENCE:61 06:prostate_M PM2000-004P6_Table5 

AGCTGTTTCCTGTGTGGAAAAGAACGGCTACACCGCGGGGGCGGCCGAGGTACCTGAGCT 

TATTCAGGCCGTGTCCCCCAGGCTCAGGGTGGCCTCTCTGCTGACACCCTGTCCCTATCT 

TGCCGGCAGGGGGCATGTGTCCGTTTCGCCACATCAGTGGTGAGAAGACAGTTGTGTGCA 

AACACTGGCTGCGTGGCCTATGCAAGAAAGGGGACCAGTGTGAGTTCCTGCATGAGTATG 

ACATGACCAAGATGCCCGAGTGCTACTTCTACTCCAAGTTCGGTAAGGCGCCTGGAGCCC 

TGGAGGCTCTGCTGAGAACCAGGGTGCAGAGGGGTCCGCTGGCTGCTCAGTGCCCACACT 

GTCTCTGCCTGC TTTTC CCATCTTTCTATTCTCAGAGGAGAACTCTGGCAGAACCTGCCA 

G CCTCAG CC AGCTTTT AG GGGACAGTGTGG CT ATTTTCTG CTCATCTC I I I I I I I I I I I T 

I I I I I I 

>S EQU ENCE:6 1 07:prostate_M PM2000-004P6_Table5 

ATAGCTGTTTCCTGTGTGGCAAAGAGGAGCTCCACCGCGGTGGCGGCCGCCCGGGCAGGT 

ACAGCCCACAGCGGGCGAGCCGAAGAAGGGTGGGTGGGGCACCACCTCACCCAGGAAGT 

G 
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CAAGGGGTTGGGGACCTCCGTCGCCTATCCAAGGGAAGCCCTGAGGAACTGTGCCTTGAG 

GAACGGTGCACTCCAGCCCAGATACTACGATTTTCCAGTCTTTGCAACCCACAGACCAGG 

AGATTCTCTCGGGTGCCTACACCACCAGGGCCCTGCGTTTCAAGCACAAAACTGGGTGGC 

CATTTGAGCAGACACCTAGCTAGCTGCAGGG I I 1 I I I I I I CATACCCCACTG G CACCTG G 

AACGCCAGTGAAACAAAATCATTCACTCCCCTGGAAAGGGGGCTGAAGTGAGAAACCCAA 

GTAGTGTAACTTACCAAATCTCACCCCCACGGAGCCCAACAGGCTAAAAT 

>SEQUENCE:6108:prostate_MPM2000-004P6_Tabie5 

TCCACCGCGGCGGCGGCCGCCCGGGCAGGTCGGCACTGCGTAGACGCGGGGAGTTCGGT 
A 

TCAGTTTACACGTTGCCTTCAGTAAAATCCGCCAGAGGTCCACCCATTTTGCCTTTTCCC 

CTTCCTTGCCCTGGGAGAAGTCCTCCCTTCACTGGGAGAGAACTTCTCTCCCAGGGCGGT 

GCGACCCGGAGCTCCAGCGCCCGAGTCTCCACTTCGTTTGCTGAAACTTGCTTTCTACCA 

GCTAAGAACCATGCTGCGAGTGATTGTGGAATCTGCCAGCAATATCCCTAAAACGAAATT 

TGGCAAGCCGGATCCTATTGTTTCTGTCATTTTTAAGGGTAAGAAAAAGTTTTCTTCTTT 

TTCTGAAGTCCTGTTTTGGAATGTTAGTTTCTTGAGTCACCTTCTTGAAAAGTCTGCATT 

T 

>SEQUENCE:6109:prostate_MPM2000-004P6_Table5 

GAATTGGAGCTCCACCGCGGTGGCGGCCGCCCGGGCAGGTACTTGTTTGATCGGCGCGAA 
AGGAGTCCGAGCTCGGGGACCGGCCTCTGCAGGTCGGGGAGCGCTCGGACTACGCGGGA 
T 

TTCGCGCGTGTGTGTGTCAGACACTTGGCATTTCACCTGAAGAAAAATTTGTTATTACAA 
CAACAAGTAGGAAAGAAATTACCTGTGATAATTTTGATGAAACTGTTAAAGATGGAGTCA 
CCTTATACCTGCTACAGTCGGTCAATCAGTTACTACTGACAGCTACGAAAGAACGAATTG 
ACTTCTTACCTCACTATG ACACACTG GTTAAA AGTG G C ATGTATG AATATTATGCCAGTG 
AAGGACAAAATCCTTTGCCATTTGCTCTTGCGGAATTAATTGACAATTCATTGTCTGCTA 
CTTCTCGTAACATTGGGGTTAGAAGAATACAGATCAAATTGCTTTTTGATGAAACACAAG 
GAAAACCTGCTGTTGCAGTGATAGATAATGGAAGAGGAATGACCTCTAAACAGCTTAACA 
ACTGGG CCGTGTATAG GTTGTC AAAATTC ACAAG G C A AG GTG ACTTT 
>SEQUENCE:61 1 0:prostate_MPM2000-004P6_Table5 

GCGCGCGT AATACCGACTAC TATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGG 

TACTAAACC I I I I I I i I I I M I GAGACAGAGTCTCGCTCTGTTGTCCAGGCTGGAGTGCA 

GTGGCAGTCTCAGCTCACTGCAACCTCCATCTCCAGGTTCAAGCAATTCTCCTGGCTCAG 

CCTCCCGAGTAGCTGGGATTACAGGCGCCTGCCACCACGCCCAGCTAATTTTTTGTATTT 

TTAGTAG AG ACG G G GTTTC ACC ATGTTGGCC AGG CTG GTCTTG AACTCCTG ATCTC ATG A 

TTTGCCCACCTCAGCCTCCCAAAGTGCTGGGATTACAGGCGTGAGCCACCGCGCCCGGCC 

CAGTTACTAAACCTTCTTACTTTCAAGTTTTGTTTTTTAGACTACACCCCATCTTTATAA 

ATCACTTGAATACATGAAAAGACTTCATGTTTAACATCTTTAATTCAAATGTAAAAGTTC 

AATACAAGCCATTTATAGGGCTTGAGATTTGTTGGTCTTTTAAAAA 

>SEQUENCE:61 1 1 :prostate_MPM2000-004P6_Table5 

TTGGAGCTCCACCGCGGTGGCGGCCGAGGTGCCCAGCCAAGATGAATGCTTGTAACACTG 

ACCTGCCCTTATCTGTATTAAGCTTCTGTAACTTGATAGATAGATTATTCCAATATTTTA 

AGATCGCCTGT CACTT GTTACTGTGGCCTTGATTCTCTATGCAATATATTCCTTTTATGG 

ATCCAGACACCATTTTAATTCTCTTTTGCACCTGCTATACAGGGTAAAATAACAGATGTG 

TCCATCTTAGATGAAGGGGTCAAAGAGGAAGTAGTGGGGTGGGGCTTTTGGAGCTGATGA 

TTGCAACCTAAATATATACTTCAATTGCACAGATTCCCATTGCAATTCAAGAGCGATGTG 

GCGCTCCATTCTCCTGCTGTACTAAAGATCCCGCTGAAGATGTCATCAACACTCAATGTG 

GCTATGATGCCTTGCAAAAAC 

>SEQUENCE:61 1 2:prostate_MPM2000-004P6_Table5 

CAGGGAACAGGATGCTGGGTACCGGGCCCCCCCTCCAGAGTACTTCTAGAATTAATTAAG 
GCGGGTGGATCACCTTAGGTTAGGAGTTCAAAACGAGCCTGGGCAACATGGTGAAACCCA 
GTCTCTACTAAAAATG CAAAAATTCGCTG GGTGTG GTG GC AG GTG CCTATAATCCCACCT 
ACTCGGGAGGCTGAGGCGGGAGAATCGCTCGAACCCGGGAGGTGCAGGTTGCAGTGAGC 
C 

GAGATCGCACCACTGCCCTTCAGCCTGAGCGACAGAGTGAGACTTCAACCCCNCANGTCG 
GAATAAAATGGAACCTGTCCCCTGCCCCCCCACGGGGGGGAACCCAATTGCCGAATAAGT 
A ATCATTTT ATCCCG CG CCAT A ATG AATTGTTT AA A AAAC AG CTC AT A ATTG ATG CCG AA 
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TTAAAGCACTGTGTACCCATTAAGATATGGCATTATTGAAGAAATAAAGTACATTTGAAA 
CCTTAAA 

>SEQUENCE:61 1 3:prostate_MPM2000-004P6_Table5 

TCCACCGCGGTGGCGGCCGAGGTACATGAAGGGCAGGTCCACGTTGTAGTTGGCTGGGCC 

ATCGATGATGGTAAGGAACAGCTCGAAGGTGCTGAACAGGGCCATGGGGTAGTCGTAGAA 

GTGGCCTAGCTCCTCGGGGTCCTCTGTCTGGAAGATGATATAGAAGGCTGCTCCACCCAA 

GGGGGTGAGGGTTACCATGGCAACCATTCAGACGACCAGCCCACCCCGGGCTCTGCGTGC 

ATGTCCATCCTGGACCCTTCATCTCAATATCACCAGCTCTGCAGTGCTCCAAACTTTGGG 

TTTTTACGGTCCCTAGTTTTGTATGAGCCTCATCTTGATCCTAAGAGCCACCTCTCCCTA 

ACACTCCCGATTTATCTCACCTCTGGAGGACGTCCCATCCTCTGATACCATAGGTCTACT 

CTGATCTCTGCAATTACTCCTCCTCCCCAAGT 

>SEQUENCE:61 1 4:prostate_MPM2000-004P6_Table5 

ATACG ACTCACTATAG GGCG AATTG GAG CTCCACCG CG GTG GCG G CCG G CCCG G CAG G GT 

CCAAAACCATTCACTTTAATTGGGTGGAACGTGGGTGGCCAGAACAAGATCCGGCCCCTG 

TGGCGCCACTACTTCCAGAACACACAAGGCCTGATCTTCGTGGTGGACAGCAATGACAGA 

GAGCGTGTGAACGAGGCCCGTGAGGAGCTCATGAGGATGCTGGCCGAGGACGAGCTCCG 

G 

GATGCTGTCCTCCTGGTGTTCGCCAACAAGCAGGACCTCCCCAACGCCATGAATGCGGCC 

GAGGTACGACTGCCAGCAGGTTACCCGTGCAGGCATCAAGCGGATGCGGGCTCAGCTCCC 

TCATGTCAAAGTCCACGCCTACTTTGCTCCCGTCACCCCACCGACAGCAGTGGCAGGAAG 

TGGACAGCGACTGTGCAGGTGCTGTGTCATTCTCTGACAGCAACTGCCTGGGCCCAAGGG 

GTGATGAGGCATCCTTTCCTCTAGAAGACCTGAGTCTTCCTGACCGACTCCACCATCACC 

CAATCTGTTGATTC 

>SEQUENCE:61 1 5:prostate_MPM2000-004P6_Table5 

AG CTGTTTCCTGTGTGTAG ACCAAC AG CC ACACCTCGTG G G CAGTCCGTCTTGCCTG G G A 
CAAATGGCACTGAACAGGCCACTGTGACCATGGTGTCATCAGAGGACATCGAGATCCTGG 
AGCATGCAGGCGAGCTGGTCATCGCCTCGCCGGAGGGCCAGCTGGAGGTGCAGACGGTC 
A 

TCGTCTAGCATGAGGTCTGCGGGGTCCTGGCCGGGCAGGGACAGGGCAGAGGACTCTGA 
G 

CGCCCCACCCATGCCTGCCTGGCCTGGTAGAGAAGATGGCACAGGATGGAGGCGCCCCAA 
GACGGACAGTGTACCACAAAAACAATCACTTGGTGGAGTTCAAATCACACAGAGAGAAGA 
TTTAGTAAATTCTCAAAGTTGCAAACTGGACCCACCTGGAGTCCCACCGGGACTGGACAG 
CCCCCACTGGATTATACTGGATATGTAGGCATAGAGCTTATGACAGATTACTGACCAGTA 
>SEQUENCE:61 1 6:prostate_MPM2000-004P6_Table5 

CTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCCCGGGCAGGTACTAAAAGTTT 

GTTTT ATTTT ATC AAAC ATT AAG CTTTTTTAAG AAA AT AATTG G G C AGTG A AAT AAATGT 

ATCTTCTTGTNAAAAAAAAAAAAAAAAAAAAAACCCCAGCCGCCCCACTGAGTTTGCCTT 

CTATCCGGGATATCCGGGAACCTACCAGCCTATGGCCAGTTACCTGGACGTGTCTGTGGT 

GCAGACTCTGGGTGCTCCTGGAGAACCGCGACATGACTCCCTGTTGCCTGTGGACAGTTA 

CCAGTCTTGGGCTCTCGCTGGTGGCTGGAACAGCCAGATGTGTTGCCAGGGAGAACAGAA 

CCCACCAAGTCCCTTTTGGAAGGCAGCATTTGCAGACTCCAGCGGGCAGCACCCTCCTGA 

CGCCTGCGCCTTTCGTC 

>SEQUENCE:61 1 7:prostate_MPM2000-004P6_Table5 

GGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTGGCGCAGGAAGAGGAAGATGTT 
A 

GAGATTACAATTTGACTGAAGAACAGAAGGCGATCAAGGCCAAGTATCCGCCAGTCAATA 
GGAAGTCAAGCAGGCATTTTATGGGAAGCTTTCTAAACTCCAACTGAGTTCCACCAGCTT 
T AATTATTCCTCTAG CTCTCCC ACCTTTCCCAA AG G CCTTG CTG G AAGTGTG GCG CAG CT 
G AG CCAC AAAG C AA ACTTTG GTGCG AG CC AC AGTG CATC ACT ATCCGT 
>SEQUENCE:6118:prostate_MPM2000-004P6_Table5 

ACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 

TTAATTAAGGCGGGCAGATCACCTGAGGTCAGGAGTTCAAGACCAGCCTGGCCAACATGG 

TGAAACCCCATCTGTACTAAAAATACAAAAATTAGCTGGGCATGGTGGTGCATGCCTGTA 

ATTCCAGCTACTCGGGAGGCTGAGGCAGGAGAATTGCTTGAACCCGGGAGACGGAGGTTG 

CAGTGACCCGAGATCATGCCAATGCACTCCAGCCTGGGTGACAGAGTGAGACTCTGTCCC 
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CACCCTGAAGTACAAACAACATAAAAAAGGCCCCCCCCCCCAGGAGGGGACCCCCATTTC 

GCCAAAGGGAGAGGGGTATACGCCCCCTCTCAGAGCCTATTATTAAAAAAACGAGACAGG 

TGTGAGCCCAGTGGAGGAAGCCCGGGGCAGGGACCAACCACTGTTGCTGGCACACTGGTG 

CACGCAACACCGTGGCAGATGGACCTGAGAGAAAGCAGGAGGGACAGCACAGTGGAGCCA 

AGAAAGGGCTTAACATGGCCGGGCACGGTGACTCACACCTGTAAT 

>SEQUENCE:61 1 9:prostate_MPM2000-004P6_Table5 

GGAGCTCCACCGCGGTGGCGGCCGAGGTACCACATCCCCACCAGGCTTCATGCTTCACTG 

CTAGATGCAGGGGGCTAGAAGGGTCTGATGAATCAGGAGCTGAACTAGAACCTTCAAGAA 

AAGAAAAGGCAAGGGGGTGGCTCTGTGCCCCGCCAGGAGAGGAAAGAAGAATGTGTGTGG 

ATTGTCCACAGTGAGGCCAGAAACGATGAGATGGTGTTAGGCAGAAAAGAAGGGAGAGGG 

CTTCCCATGAGAATCTGGCTGGGCATGGGAGGGATACAGGGCTCAGTTATCAAGGCACCT 

TTGCCATAGTGGGGTGCCAGCTACATTGGGTGGGATGCCCAGGGGCTGTCCCTACCTAAG 

CACTTTCTTGTCTACAGGAAGTCTTGGTGCTTTTCAAGTTCAGCATAAGGGGTTCCATAT 

GTGAAGTGGGGATTCACACTTAGAAAATCTATCCTGGTCTTCACCTGAAACACTCATCTA 

CTGCTGGGTGGCAGGAACAAGTATACAAAACCAGGGGCCTTGCCTGGGCAGTTCCTAAGG 

GACATTGGCAGGGCTGACCTGGGATTCAGCTCCCCTGAGTGGACAGTCT 

>SEQUENCE:6120:prostate_MPM2000-004P6_Tabie5 

TACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCCCGGGCAGGTAG 

GCAGGAAGGTGGGTCAGAGACTTGGGGATCATGGCAAGCAGAAGCAGTGAGGAAGCAGGA 

GTGC CAAGG AGATGGAAGCAACAAGQCAAAGGAAAGACGTGTAGAGCAAAGGAAAATAAG 

GGAAATT TTAGTAAGATCGGCAAGCATCTATACTAAATTTCCTTATAGCCGAGGACTTTT 

I I I I I I I CAACTCAGCTGAACATCTACAGACTCCAGCTGCTGAGTCTCAGAGGCCATCCT 

AGATCTAGTTCCGGGTCAAGGGTCCTGGCTGTCTGCTGCTTTCTGTTCTTGTGTATTATG 

TCTTTCTGTCTCCCTTCCGCCCCGCATGTATCCTGACGACCAGAAACGCCCTCTACTTGA 

GATAACTGGAGCTGGACTCTGCCTCCTGCAACGCAAAGAACACAGCACGCAAAAAGAAAG 

TGAAAGACAATTC 

>SEQUENCE:61 21 :prostate_MPM2000-004P6_Table5 

GACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACTTCAGGATAG 
CAAATATCTATCTGCTATTAAATGGTAAATGAACCAAGTG II I I I I I I I G I I I I I I i I I I 
GAGACAGAGTCTCACTGTTGCCCAGGCTGGAGTGCAGTGGTGCAATCTCGGCTCACTGCA 
AGCTCTGCTTCCCAGGTTCACGCCATTCTCCTGGCTCAGCCTCCCAAGTAGCTGGGACTA 
CAG G C ACCCG CC AC AGTG CCTG G CTAATTTTTTGTATTTTTAGTAG AG AC AG G GTTTC AC 
CATGTGAGCCAGGATGGTCTCAATCTCCTGACCTTGTGAACCACCCGTCTCGGCCTCCCA 
AAGTGCTGGGATTACAGGTGTGAGCCACCACGCCTGGC 
>SEQUENCE:6122:prostate_MPM2000-004P6_Table5 

TAGATTGGAGCTCCACCGCGGTGGCGGCCGAGGTCGCCTGGCCTGCAGCGCTCCCACCC 
C 

CGGCGGCGGCACGATGCCCTTTGACTTCAGGAGGGGTTTGACATCTACAGGAAAGGGTGC 

CCAAGGGACTCTTTAANACCTCAGCCAACGTACTTTGGCTGCTTTCGCACTACTATTTAT 

AACTTTAATGGTAGTAGGTGTAGCAGATTGCACTGATGCTGGAATAATTTGCACAGGTTG 

ATCAATTGTAACTATTTCATTCATCTGTTGTTCTTGACTTGCCAATACATATTTTCGGAG 

AAGTTCCAGATGACTCCAGAGAATTTCTCCCCGAGGAACCCGCTGAAAAAAATCTTCTTG 

GTTGAGACTACATAATTCTCTCCCCGAAATGTTGAGTGTGGTGAGGTCTATATCGGTCAT 

G CTG AATTCCTTC AT 

>SEQUENCE:6123:prostate_MPM2000-004P6_Tabie5 

GACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACAGCAGGCGGT 

TGGGACCCTCTGCTTGCTCTTCAGCAAAGAGCTCAAAGGCCAGACGAGTTAGCTCTTCCA 

GGCTCCTGCCCCCATCCAGAGCTGCTAGTGCAAGGGCCACATCTCGGAAGTCCACCAAAC 

CCTTGGTATCTGATTATTTCTCCCTTGTTCCTCCTCATGATGATAACATTGCTCTTCAAT 

GCACTGGATGCCTGATTAAAAAATGAATCTTCAGTGGATCTCAGGGGATGGCCATCTAAC 

AACAGCTGTGAGAACATCCACTGAGGACTCCAAACTGTGAGTGACTGATACGGCCACTAG 

GAACATGTCAGCCTGGAGGGAAGCCTGGGTTCTGCTCTGCTCTTTGTTCCAGCTCCTTTA 

CCTGCTGGAAGTAGCCAAAGGCACCAGCCACCGTCTGAGGATCAGAGAGCTGTAGCTGCC 

TGGCAAACTCTTCCTGGCTGATCATTCGACTCCGGCCTGGCTCTGCCCCAGCGTCCACAT 

AGCCAGCGGACAGCCCAGCCTTNNCGAGCACTTTTCCCAGTTCCCAGAGCTGTGGTTCCA 

ACGCCACCTTCAGCCG 
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>SEQUENCE:6124:prostate_MPM2000-004P6_Table5 

TACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCCCGGGCAGGACA 

AATCCTCTGAAGCCTTTGCAGTTCCAGTCCCAAGATTACACTCATATACTTGCAAATGTG 

CAAAATAAACTCCATACAAGTATTGTCACTGGTGCAACTACATTCACTCTAATTTTCTTT 

CTTGCTACCTCTTTAGCAAGAGCACGTGAAAATCCAACTAATCCTCCTTTACTGGCACTG 

TAAACGGACTGGCCAGAGTTGTCTTTTAAGCCAACAATGCTTCCTACATTAACAATAGAC 

CCTCCCTGTTGTTGAATCATAGTCCTCATGGCAGCTTTACAGGTCAGCATGGAACCCAAG 

AAGTTAGTATGAAGCTGAGATACCATATCTTCAG I I I I I GTTCTTACTAAAAGACCATCC 

CTGTTAATACCAGCTGCATTTACCAAGAAATTTACTCGACCTAAATGTTTCTCCATCTCT 

TCAAATGTATTTTGAACATCAATGTTCTTT 

>SEQUENCE:6125:prostate_MPM2000-004P6_Table5 

GCGCGTAATACCGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGT 

ACCTGCATCAACCCCTCTAACTGGTGTGATGGCGTGTCACACTGCCCCGGCGGGGAGGAC 

GAGAATCGGTGTGTTCGCCTCTACGGACCAAACTTCATCCTTCAGGTGTACCATGCGGAG 

ACCATCAAGAATGTGCGCACAGCCACGGAAAGCTTTGCTTCTGACCCCATCCTCTACCGG 

CCCGTTGCTGTGGCTCTAGACACTAAAGGACCTGAGATCCGAACTGGGCTCATCAAGGGC 

AGCGGCACTGCAGAGGTGGAGCTGAAGAAGGGAGCCACTCTCAAAATCACGCTGGATAAC 

GCCTACATGGAAAAGTGTGACGAGAACATCCTGTGGCTGGACTACAAGAACATCTGCAAG 

GTGGTGGAAGTGGGCAGCAAGATCTACGTGGATGATGGGCTTATTTCTCTCCAGGTGAAG 

CAGAAAGGTGCCGACTTCCTGGTGACGGAGGTGGAAAATGGTGGC 

>SEQUENCE:6126:prostate_MPM2000-004P6_Table5 

GTAATACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACTTC 

GAITT I I GCACACAGTGGTATTTACCGTGTCCCAGGCAGCCTGGCCTGGGACCACATGGG 

TCTGAGGGAGGGATGGGACCTCAGGCCACCTTGAAGGATTTTCTCTTGGGTCCTTTCCTG 

GCTTGTGTCTGAATCTTGGGTGGGGTGGGCTGCGGGGAGCAGTTAGGTGCCTCTGCCTTT 

AGACTGGCTACCCAGAGCATTTCCCCAGGGAAAGGGGCTGTGCTGGGAGATGCTGGCTGG 

GTGGGGGACCAGTGTGGCGGTACCTGCCCGGGCGGCCGCTCTAGAACTAGTGGATCCCC 

C 

GGGCTGCAGGAATTCGATATCAAGCTTATCGATACCGTCGACCTCGAGGGGGGGCCCGGT 
ACCCAGCTTTTGTTCCCTTTAGTGAGGGTTAATTGCGCGCTTGGCGTAATCATGGTCATA 
GCTGGTTCCTGTGTGAAAATGTTATCCGCTCACAATTCCACACAACATACGAGCCGGGAG 
CATA 

>SEQUENCE:6127:prostate_MPM2000-004P6_Table5 

AATACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCCCGGGCAGGA 

CTGAGGCCAGGGACAGAGCGCCTGTCAGAGCCGTGTCCCCTGCCTGCCGCATGACTGGC 

G 

GGTACAAGC I I I I I I I I I I I I I I I I I I I I I I I I I I AAG G G G AG GCTTTGTCTTTATTAGT 

CAACATTTGCATCTAGGAAAAGTTTCACATGATTAAATCAAGAGATGCAATACACTCAGG 

CTTTTCATGAAATTGACATCATTATTACAAATGGTGCTCATTTGAGGCAACTGTGACATT 

ATGCAATGAGAAACATCTGTCCCCTTCCCTCTCAGGTCCCCATGGTGGCCTATGTTCATG 

ATTACAGCCACCCTTAGGATTAAATACACAAAAGCCTTACTCTATATATGCCCCTTTGAC 

TTTAACATATTTCTCAAAAAGAAGTGCAATAAACTTTTATTCTTTCTTGATTAGATGGAG 

TTACAATTGCCAAAATAAAAA 

>SEQUENCE:6128:prostate_MPM2000-004P6_Tabie5 

CGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACAAGCT I I I I I I I I I I I I I I I I I I I 
I I I I I I ICI I I I I I I I I I I ICI I I I I I I I I I I I I I I I I I I I I I I I I I IGI I I I I I I I I I I 
TTCI I I I I AGTTCTCTTGTTTTAGGGTAGTGGCATCTTTTGGGCTGATTGTAACCTCCAC 
CTCCTGTTTC AAGCG ATTCTC AG GCCTCAG CTTCCC AAGTAGTTG G G ATTACAG GCG CCT 
GCCACCACACCTGGCTAATTTTGTA I I I I I AGTAGAGATGGGGTTTCTCCATGTTGGTCA 
GGCTGGTCTCAAACTCCCGACCTCAAGTGATCTGCCCGCCTTGGCCTCCCAAAGTGCTGG 
GATTACAGGCGTGAGCCACCGCACCCGGCAGAGTTTTTATAATGAAAAATTAACTAATAT 
TCTAGTATGAAGTGAGGAGGATACTGAACAGGATGTGGCTAAAGCCAACCTGGGACAGCC 
ATTGGGGTGGCTTGGTTTCTTCACTCCAGTGTTGTCCCTACCA 
>SEQU ENCE :6 1 29 :prostate_M PM2000-004 P6_Table5 

ATACGGCGAATTGCAGCTCCACCGCGGCGGCGGCCGAGGTACCATAAAAAAATGGGCATG 
TGCTGTATTTGGGACATGCGGACACACCCACACCCACCCACAATCTCTCCCCTCCTCATG 
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TTTACTAGACTGAAAAGCCACCCTGTATCCTATCATTAAAAAACAAAACAAAACAAAACA 

AAACAGTGCTTTTAGTCAAGCAGCACAACACAAGGACAGATCATCTGTGATTAACAGAAG 

CG AACG CCTTAAAATG ATGGG AG AG AG ACAAATTAACTAGGTACTATTAG CCATG GTC AA 

CCCCACCGTGTTCTTCGACATTGCCGTCGACGGCGAGCCCTTGGGCCGCGTCTCCTTTGA 

GCTGTTTGCAGACAAGGTCCCAAAGACAGCAGAAAATTTTCGTGCTCTGAGCACTGGAGA 

GAAAGGATTTGGTTATAAGGGTTCCTGCTTTCACAGAATTATTCCAGGGTTTATGTGTCA 

GGGTGGTGACTTTACACGCCATAATGGCACTGGTGGCAAGTCCATCTATGGGGAG 

>SEQUENCE:6130:prostate_MPM2000-004P6_Table5 

ATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGACGCCCAGGCAGGTACAACTGCACCAT 

AGTTC AT AG ACACCTG CAC AC AACCG C ACTATG C ATGGTGGTCG CTG CTTGTAG G GTG CT 

GGGACGATTGCAAAGGGGCCACATGTCACCTGCCTGGCTCTGAGGAGCCTGTCCAGGAGG 

GCTCAGAGGGAGGCAGACATTGAATAGGACTTAGAGGGCGACTGCAGTTGATCAGGCCAG 

TAAGCTGGGACAGGTGATTGCAGGGCAC 

>SEQUENCE:61 31 :prostate_MPM2000-004P6_Table5 

GCGAATTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGCGGATCCCCCGGGCTG 
C 

AGGAATTCGATATCAAGCTTATCGATACCGTCGACCTCGAGGGGGGGCCCGGTACCCAGC 
TTTTGTTCCCTTTAGTGAGGGTTAATTGCGCGCTTGGCGTAATCATGGTCATAGCTGTTT 
CCTGTGTGAAATTGTTATCCGCTCACAATTCCACACAACATACGAGCCGGGAGCATAAAG 
TGTAAAGCCTGGGGTGCCTAATGAGTGAGCTAACTCACATTAATTGCGTTGCGCTCACTG 
CCCG CTTTCCAGTCGGG AAACCTGTCGTGCCAG CTG CATTAATG AATCG GCCAACG CGCG 
GGGAGAGGCGGTTAGCGTATTGGGCGCTCTTCCGCTTCCTCGCTCACTGACTCGCTGCGC 
TTGGTCGTTCG G CTGCAG CG AGCG GTATCAAGCT ACTCAAAG GCG 
>SEQUENCE:6132:prostate_MPM2000-004P6_Table5 

GGAGCTCCACCGCGGTGGCGGCCGAGGTACCGAGGTCGCACGCGTGAGACTTCTCCGCC 
G 

CAGACGCCGCCGCGATGCGCTACGTCGCCTCCTACCTGCTGGCTGCCCTAGGGGGCAACT 

CCTCCCCCAGCGCCAAGGACATCAAGAAGATCTTGGACAGCGTGGGTATCGAGGCGGACG 

ACG ACCGG CTCAACAAG GTTATCAGTG AG CTG AATGG AAAAAAC ATTG AAG ACGTCATTG 

CCCAGGGTATTGGCAAGCTTGCCAGTGTACTCTTCCGATGTTTGTGTCACACAACACTGA 

TGTGACTTTTATATGCTTTTTCTCAGATCTGGTTCCTAAGAGTTTTGGGGGGCGGGGCTG 

TCACCACGTGCAGTATCTCAAGATATTCAGGTGGCCAGAAGAGCTTGTCAGCAAGAGGAG 

GACAGAATTCTCCCAGCGTTAACACAAAATCCATGGGCAGCATGATGGCAGGTCCTCTGT 

TGCAAACTCAGTTCCAAAGTCACAGGAAGAAAGCAGAAAGTTCAACTTTCAAAGGGTTAG 

GACTCTCCACTCAATGTCTTAGGTCAGGAGTTGTGTCTAGGCTGGA 

>SEQUENCE:6133:prostate_MPM2000-004P6_Table5 

GTAATACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCCCGGGCAG 

GTACTGCTCAGTTTCACTCACAGGAAACTTGTGACTTGTGTATTATCGTCATTGAGGATG 

TTTC ACTCATGTCTGTC ATTTTATAAG C ATATCATTAAAAAG CTTCTAAAAAGCTATTTA 

G CC ACCTTG CCCG G CCTCC AGC AC ACTTTCTAAAATCTG ATTCAATG G GTATG AT A ATTA 

AGTAACATTGAAATATGTCCAATCATAAGGGATGGGGCCAGCATATTCTTCAAAGCAGAT 

AG A AG CCTG G ATTCCTTAG G A AG G G ATTTG G CCAAAG AG ACTCC AG AC AGTTGG G G AG G A 

GGAGGAGATGCTGTGGAACCACTGGTCTTAACAGAAGCCGACAGTGTCTGTGACTTCCCT 

GTCTGTTG C ACTCACCAACCC 

>SEQUENCE:6134:prostate_MPM2000-004P6_Table5 

TTGGAGCTCCACCGCGGTGGCGGCCGCCCGGGCAGGTACCTGTATTATGTGGAAAGGTCA 

CAAGGCCAGAGACCCAGCACCTAGATGTGCAAATGGGGAGAAGAAGCAGGGAAGAAACGC 

TGGCTTGCTTTTGGCTAGGGCCAAATAATCTGGCACATTGACCAATCCCTGCCTGTCTTC 

TGGAAGAAGGTGCATTTCAAAAGCACTTTAAAGAACTTCAGAAACCTTAGGAAGTTCAGT 

GCAGAGAGGCTGTGACAGAGGTAAGGTGGAGAGATTACCGTGTTATAAAGAACTTTGGGA 

TA I I I I I CAAAATTAACCTGACCATTCTTTTGAAACCAGAGTCCTTAACAAGCATTGAGA 

TATATTTCTCCATGAAGGCTTAACAGTGAAAATTGGAGATTTTGGTTTGGCAACAGTAAA 

GTCACGCTGGAGTGGTTCTCAGCAGGTTGAACAACCTACTGGCT 

>SEQUENCE:6135:prostate_MPM2000-004P6_Table5 

GCTGTTTCCTGTGAGGAAAAGAACGGCCAGCACTCGGGGGCATACTTGTTGCCTGGTACA 
AAAAAAAAGCCTGACCCGTAGGGGCTCAGCTGCAGGGACGTCAACCATGAGCCCAGCCAC 
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ATCCCTAATCCACTAAGCTCTCAGGCAACATTTGCACCATGTGACCCACCATCAGGCATA 

GGCGATAGGTCTAGTGGAGATCACCTGACCCAAAGGTAGCCAATGGGAAAGTTGAGTTAT 

CTGGCGAACTGAGCCAATCAGATTCTCTCCTGGAGGTGCCACTGGGAGTGTGGACCCACA 

GACAGCGGGGAAAGAATCTGAGCCAATGTGGGAGGAGAGGAGCAGGCAGGAAGGTGGGT 

C 

AGAGACTTGGGGATCATGGCAAGCAGAAGCAGTGAGGAAGCAGGAGTGCCAAGGAGATGG 
AAG CA AC AAG G CAAAG G A AAG ACGTGTAG AG CAAAG G AAA 
>SEQUENCE:6136:prostate_MPM2000-004P6_Table5 

ATACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACTCCTCA 

TTGGGGGACCGGCGCTGCAGCACGGACGCGGTGCCCTCCGTGATGATGTAAAAGTCGTCC 

CCAGGCTCTCCCTGGACCACAATTTTCTCTCCATCTTCAAACTGGACGGGCTCCAGCGCA 

TCCGCCACGGTCAGACGCTCCCACTTCTCCAGGGACTCTAGGATGGAGACCTTGCTGAGG 

AACTCCTCGTACCTGCTGGGGTCATCGGGAGACTTGAAGTCCAGGTCATACTTCCCAGAC 

CTGAAGAACTCGGAGGCCGCTACGTCCATGCCGATGACCACCTTATCAGTGTAGCCAGCT 

TTCCCAATAGCAGTCTTCAGCAGCTCCAGGTCTTCTTTATTCTCCAGGATGTTGGGAGCA 

AACCCGCCTTCATCCCCCACATTGGTGGCATCTTTCCCATATTTCTCCTTGATGACATTC 

TTCAGGTTGTGGTAAACCTCTGCTCCAATGCGCATGGCTTCCCTG 

>SEQUENCE:6137:prostate_MPM2000-004P6_Table5 

CGCGTAATACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTAC 

AACTTATAGAAAAGGTAAAGGAAACCCCAACATGCATGCACTGCCTTGGTGACCAGGGAA 

GTCACCCCACGGCTATGGGGAAATTAGCCCGAGGCTTAGCTTTCATTATCACTGTCTCCC 

AGGGTGTGCTTGTCAAAGAGATATTCCGCCAAGCCAGATTCGGGCGCTCCCATCTTGCGC 

AAGTTGGTCACGTGACTGGAATGCTTGAACCAAACGTAGTGTCTCATCCACTGATCTACC 

CACAGGAAGATCATTCAGAGTAATTTGTCTTAGGATTCCTTTGTCATCAATAATGAAGAG 

ACCTCTAAGAGTGTGGCCTGAGTCCTCTAGGTATACACCATAGTCCTTTGAGATCTGATG 

GGTCAAATCTGAAAGAAGTGGAATCCTTATTGGCCCAAGTCCTCCTTGTCTTC 

>SEQUENCE:6138:prostate_MPM2000-004P6_Table5 

CTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACTGGCCCAGTCCC 

GCCGTCCTGCCCTGCCGTGAAGTGTGAGCAGCTTTCTCAGCACTTCCTGCAGAGAAGTCT 

GGCAGGGGTGTGAATTCTCTCTTCCCTTCAGGGAGAGAATAAAAGCCGCCCTCATTCTAG 

GGGAGAATATAATGTTTACAGCACCTTTCAAAGTCATGAACCGGAGTTTGACTATTTGAA 

AAGTCTAGAAATTGAGGAAAAAATTAATAAAATTAGGTGGTTGCCACAACAGAATGCTGC 

TCATTTTCTACTGTCTACAAATGATAAAACTATAAAATTATGGAAAATAAGTGAACGGGA 

TAAAAGAGCAGAAGGTTATAACCTGAAAGACGAAGATGGAAGACTTCGAGACCCATTTAG 

GATCACGGCGCTACGGATGACCTGAGAATTAATTTATGGCACTTAGAAATCACAGATAGA 

AGCTTTAACATCGTGGACATCAAGCCTGCTAACATGGAGGAGCTGACCGAAGTCATCACT 

GCAGCCGAGTTCCACCCGCACCAGTGCAACGTGTTCGTCTACAGCAGTAGCAAAGGGACC 

ATCCGCCTGTG 

>SEQUENCE:6139:prostate_MPM2000-004P6_Table5 

TGGAGCTCCACCGCGGTGGCGGCCGAGGTACACTGCAGGTGACAACACAGTCTCAACCCA 

GCCATCCCCCATCCCACACCAGCTGCAGCAACATTCTCTACACTCTCACATAAAAAGGGT 

TATCTGGGGCCAGGCACGGTGGCTCATGCCTGTAATCCCAGCAGTTTGAGAGGCCAAGGT 

GGGCGGATCACAAGGTCAAGAGATCAAGACCAAACACGGTGAAACCCCGTTGCCACAAGG 

AAAAAAAAAAATTAGCCGGGCATGGTGTCACATGCCTGTAGTCCCACCTACTAGGGAGGC 

TGAGGCAGGAAAATCACTTCAACCGGGAGGCAAAGGTTGCAGTGAGCCAAAATCGCGCCA 

CTGCACTGCATCCTGGGCAACAAAGCGAGACTCCTGCTCAAAAAAAAAAAA 

>S EQU ENCE:61 40:prostate_M PM2000-004P6_Table5 

TCCAGGGGTAAATCTGGATACTGGCTTTCTGGTCCTGGGGCGCAGTCCTGCCCTGCTCAG 

AACTAAAATCCTGAGCGATTGAAGTCTGTGTGTTATGTCCTAAGGTGTTTTGTCTGCAGT 

TTGAGAGCATGTCTTTCTCCTGGTAAAAGGAATTAGATCCATAGTCATACTGCCCCCGGC 

TGGAACTGAACACGACATTCTCCTGTGGCGAATAAAAGGGAGTCGAGTAGATCCGGTTCT 

GGGCAACGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAATTCGATATCAAGCT 

TATCGATACCGGCGACCTCGAGGGGGGGCCCGGTACCCAACTTTTGGTCCCTTTAATGAG 

GGTTAATTGCGCG 

>SEQUENCE:61 41 :prostate_MPM2000-004P6_Table5 

AGCTGTTTCCTGTGTGGAAAACAACGGCCCCACCGCGGGGGCGGCCGTGTGGACTATGAG 
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TGAATCTTTGGTTGTTTGTGATGTTGCCGAAGATTTAGTGGAAAAGCTGAGAAAGTTTCG 

TTTTCGCAAAGAAACGAACAACGCTGCTATTATAATGAAGATTGACAAGGATAAACGCCT 

GGTGGTACGTCAGGAGGCAGGAACCTGCCAGTTCTCCTTGGTGCAAAAATCTGACCCTCG 

GCTGCCCTGCAAAGGGGGAGGGCCTGACCCAGAATGGGGCTCAGCCAACACCCCTGTTCC 

TGGGGCTCCTGCTCCCCACTCCAGCTAAACTCAACTGATCATCCATCTGCTGACTGCTCA 

CTGCTGCTGCCACTTCCAGGGAAACCACTAGCAGCTGCCAATGTATTCTGAACAAATAAA 

TTAATGCTATAGCTGAAAAAAAAAAAAAAAAAAAAA 

>SEQUENCE:6142:prostate_MPM2000-004P6_Tab!e5 

AATACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACATCAC 
CAAGCTGCAGCAGGAGAGAGGCCAGATGCAGGAGGAGGCCCGGCGGCTGCGGGAGGAG 
AT 

CGAGGAGCTCAATGCCACCATCATGTGAGCTTCTGGGCCTTGGGGCTCCAACCAGGCACC 

CCATCCCGATGCAGGGCCTGCCTCAGAGGTGGTGGGACCCTGTGGCCTCATCACTGGTCA 

GTGCCTCTTTGCTGCAGTAGTTCTGCTCTTTGTCAACCTCCTTCCACAGACCTCTCTTCT 

CTGTGCCTGGCTGTGGCCCGGCACTGGGCCAGCCCTGCCATCTTTTGTCCCAGGGTCCTT 

ATTG GCC ACTG G CTGCTCC AC AGCTCCC ACGG CTCCTGTC ATTTC AG CTCCTG CCAG C AG 

CTGCTCCCTGCCACGGGAGTCCCCGTTACCCGGCGCCAGTTTGATCAC ATGA AAGACATG 

TTTGACGAATACGTGAAAACCCGGACCTTGCAGAATTGGAAGTTCTGGATTTTCAGCATC 

ATCATCAAGCCGCTGTTTGAGTCGTTCAAGGGCATGGTGTCCACCAACAGCCTGGAAGAG 

CTGCACCGGACGGCGC 

>SEQUENCE:6143:prostate_MPM2000-004P6_Table5 

TACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCCCGGGCAGGTAC 

CATGCGGACATCTACGACAAAGTGTCGGGCGACATGCAGAAGCAAGGCTGCGACTGTGAG 

TGTCTGGGCGGCGGGCGCATCTCCCACCAGAGTCAGGACAAGA AGATT CACGTGTACAGC 

CTCTCTCCTGGTTGCTTTCATGGGCTAGCATTGAGTGTCAGAGGCTTTTCTTGGTGCATG 

GTGCAAGCTGTTGGTGGATCTACCATTCTGGGGTCTGGAAGACTGTGGCTGTCTTCTCAC 

AGCTCTACTCGGTGGTCCCCCAGTAGGGACTCTGTGTGGGGGCTTCAACCCCACATTTCC 

TTTCTGCACTGCCCTAGCAGAGGTTCTCCATGAGGGCCCTCCAAGTTTGCTCATGCAGCA 

AACTTTTGCCTGGGAATCCAGGCATTTCTATACATCTTCTGAAATCTAGGCGGAGGTTCC 

CAAAGCTCAGTTCTTGA 

>SEQUENCE:6144:prostate_MPM2000-004P6_Table5 

CTACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACAGATGGTGGCCTG 

GTCATGGAGTTGGCAGGGAGTGGCCGGGGCTGAGCTGGTGAGACAAAGAGCTCTTGCCAG 

TCTCCTGCTCTGGAGGGCTGGTTCCCTTCCCCAGAGGAGGCACCGGTGGAGGACGTGCCA 

GGGGCCCGGGCCTAACGTCCTGCTCAGCCTCTGCACTCAGCCCCAGGTCGGGCCCTGGC 

A 

GGTGCTGGGATGACCCACGGAAGGCACTTGGCTGGGGCCTGCAGGCCCCCTGGAGGATG 
C 

GGTCCGTGGCTCAGTAGATTTGGGGGGACCAGGGAAGAGGGAACCCAAGGAAGAGGGAA 
C 

CAAGGAGCTGAGCCCTGGTGGGTGGCCCATCCTAGGGTGGGCTTGGCTGTGGCATTGGCA 

GGCCTGAGTCCTAGGGGCTCAGAGCTTGGCCCGGGGGTGGCTCTGCAGCAGGGCACGCA 

T 

GTCCAGGAG 

>SEQUENCE:6145:prostate_MPM2000-004P6_Table5 

AGGAGCTCCACCGCGGTGGCGGCCGAGGTACTATGAGCGGGCCCTGAGACTGGCTGCTG 
A 

CTTTGAGAACTCTGTGAGACAAGGTCCTTAGGCACCCAGATATCAGCCACTTTCACATTT 
C ATTTC ATTTTATG CTAACATTT ACT AATCATCTTTTCTG CTTACTGTTTTCAG AAACAT 
TATAATTCACTGTAATGATGTAATTCTTGAATAATAAATCTGACAAAATATTAAAAAAAA 
AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 
A AAAAA AAAAAA AAAAAAN N NT I I I I I I I I CCCCGGGGGGGGGGGTTTTAAAAAATATTC 
CCCCCCCCGGGGGGGAAAAAATAATAAAATTTTTTCTCCCCCCCCCCCCCGGGGGGGGGG 
GGCCCCCCCCCC I I I I I TT 

>SEQUENCE:6146:prostate_MPM2000-004P6_Table5 

TCCTGTGAGGCAAAGAACAGCTCCACCGCGGGGGCGGCCGCCCGGCCTGGTACTTAATGT 



Table 7 
2453/3129 



ATCGAGTCATTTTCTAAAGGGGAATATGGAACCCCAGCCTGCGTGGAAGGCATCTCACAT 

AATG CCTTTTCAGTG AG G GTGTTG ATCTAAATCTTTTAAAAATCATTTG GTGTTAG CCAT 

CAACGGTTGAAATTTGTAATGTGGGATACATCTCAATTTCCTTATCTACAAATTGCTACT 

ACAAAGAAAATTTACATGTGTTCTCTCTAGTTTTCAACTTAAACTGCTCCCCAGCAGGGA 

AACAAAAGGTCATTTGCCCTCGCTGTAGTTGGAGATTTGCACTCATGATTTCCAGGTGTT 

TCTG AATTCTTTG AAG C I I I I I CTGCTGAAGGACAAGTGGTGCACGTTCAGCAGTTTCCT 

TAGAACCATTGCCAATTGAAAGAACCTTGTTCATCCTGAGAGTCAGCGGAAACCCTGTCA 

TTAATGAGAGGAACTGGAAAGTTGCCTTCTATACTGTGTAACAAAACCTGAGCTGTATAT 

TTTGTCATGCAGTTGTGCTTGGTGTGTATATAAGTCTGACATACTGTCATTTAAGGAAAA 

GTTTAAAGTAGAAAATTTTGATAGGTGAAAATAACTTGGGAAATAATAACCTTGTTGTTT 

TCCCTCTCTG ATTTTG GTC ATG 

>SEQUENCE:6147:prostate_MPM2000-004P6_Table5 

TGATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACGGTTTTCAGCACCACAAGGAAACTC 
CGAAGGTAGTAAGGATGACCGGTTGTTTGACCAGGACCATTGCAGCTTGACCCCTGCTCC 
AAANGGAAAAAATCGCTGTGAGGGATATCATTGTTTAAGCAACTGTCATCCTGCAGAGGA 
G CCTCTTG G ATGTTACTCCATGCAG AAGCATCATCTG CAG AACTATG AG ATTTTGCCTCT 
G AATCTG AC AG CTGTATTTTAG CTTCTG AAG C AAC AGTC A I I I I I I CGAGCGGCCGCCCG 
G G CAG GTACGG CTTATAGTCATTGTATTTACATCTG ATGG AGTAGCAG AGG GTG GGGCAT 
G CC AGTTTCCTG AG CTAAAAG G AAATAT ATG CAATG CTTTCTGC AAATG GT AAG G AAA AA 
ATTGTT 

>SEQUENCE:6148:prostate_MPM2000-004P6_Table5 

AGCTGTTTCCTGTGTGGAAAAGAACGGCCAGCACTCGGGGCCTTCCTTGTTCCTTGTTTT 

AAAACCAAGACCACCCATCAGCTTTGTTGCCCATTCATCACTATGCTGATACCTGCAAGA 

CAG A ATTACTGTTG G A AAC AG C ACTCG AATTTCA A AATTG AA AAAAC AAC AAAG C AC AT A 

AAACAGACTGGAAGGTGACACACCAAAATGTTTATAGCAGTATTATTGAATGGTGCATTA 

TAAATAAATA I ! I I I CTTCTTTATACTTTTCGGCATTTTCTTTTCTTTC I I I I I I I ATTT 

TTTTGAGATGGAGTCTTGCTCTGTTGCCAGGCTGGAGTGCAATGGTGTGATCTTGGTTCA 

CTGCAACCTTCCACCTCTGGGTACAAGCAATTGTTGTGCCTCACCCTCCAAGTAGCTGGG 

ACTATAGGCATTTGCTAACACACCTGTAGTCCCAGCTACTAGGAAGGCTGAG 

>SEQUENCE:6149:prostate_MPM2000-004P6_Table5 

GGAGCTCCACCGCGGTGGCGGCCGCCCGGGCAGGTCGGCGGACCCCAGTGTCTTTATCC 
C 

TCTTTTGCACAGTCAGCTTCTGCAGCTCTCCCGGGCTAGCATGGCAGCGTGGAAGAGTTG 

GACGGCCCTGCGGCTCTGCGCCACAGGCATTGCTTCAGAGTTTGGAGTTCGAGGTTATCC 

AACAATTAAGCTATTAAAAGGGGACTTGGCATATAATTATAGAGGACCACGAACAAAAGA 

TGATATTATTGAGTTTGCTCACAGAGTATCTGGGGCTCTAATTCGGCCACTTCCAAGTCA 

ACAAATGTTTGAACATATGCAGAAGAGACACCGTGTATTTTTCGTTTATGTAGGTGGAGA 

ATCACCTTTGAAAGAGAAATACCTAGACGCTGCTTTAGAAATGATTGTATATACCTACTT 

CTTTTCTGG 

>SEQUENCE:6150:prostate_MPM2000-004P6_Table5 

CGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTGCGGGTTCGGGATGTTCTATGCCGTG 

AGGAGGGGCCGCAAGACTGGGGTCTTTCTGACCTGGAATGAGTGCAGAGCACAGGTGGAC 

CGGTTTCCTGCTGCCAGATTTAAGAAGTTTGCCACAGAGGATGAGGCCTGGGCCTTTGTC 

AGGAAATCTGCAAGCCCGGAAGTTTCAGAAGGGCATGAAAATCAACATGGACAAGAATCG 

GAGGCGAAAGCCAGCAAGCGACTCCGTGAGCCACTGGATGGAGATGGACATGAAAGCGCA 

GAGCCGTATGCAAAGCACATGAAGCCGAGCGTGGAGCCGGCGCCTCCAGTTAGCAGAGAC 

ACGTTTTCCTACATGGGAGACTTCGTCGTCGTCTACACTGATGGCTGCTGCTCCAGTAAT 

GGGCGTAGAAGGCCGCGAGCAGGAATCGGCGTTTACTGGGGGCCGGGCCATCCTTTAAAT 

GTAGGCATTAGACTTCCTGGGCGGCAGACAAACCAAAGAGCGGAAATTCATGCAACCTGC 

AAAGC 

>SEQUENCE:61 51 :prostate_MPM2000-004P6_Table5 

CTAATACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACCTC 

TCTCTCCTCGGCCCTCGTAAGCTGTCCGCGGTCTGTTTGGCCCGAACGGCGGCGGAGGCG 

CTGATCATGGCGACATTCATCTCGGTGCAGCTGAAAAAGACCTCAGAGGTGGACCTGGCC 

AAGCCGCTGGTGAAGTTCATCCAGCAGACTTACCCAAGCGGCGGGGAAGAGCAGGCCCAG 

TACTTTTGGATCATATATATGTAGATGTGCACCTTCATCCATCAAATATTTGCTAATATA 
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TATACTAGAAGATTCTCTTGTATCACCAGTGTCCTTTTTGAATGCAAATCCCAAAATAGC 
TATCTTCTTATCAGTTACTGTATTAAACAGACTATCTATGATCCGGGAAGCAAACCTCCT 
CCTCTGGTAGTCATTCATGTCTATGACCTGCTGCCAATAACGAGCTACT 
>SEQUENCE:6152:prostate_MPM2000-004P6_Table5 

AGCTGTTTCCTGTGAGGAAAAGAACAGCTACACCGCGGGGGCGGCCGAGGTACTGATCAA 

TCTGCACCTTGTAGCCTTCCCTGGCGTGCGTGCCCCGTGACTCCTTCCGCGCCTCTGCTC 

CGTAGATGGTCTGCAGCGCACACAGCATCAGGTTCTGCAGCTCCAGGGTCTCCACCAGGT 

CCGTGTTCCAGACCATTCCTCAGGTTTTCTTCTGCCATCTGTGACAGCTTCTTGATCTGA 

CCTCAGGTGGATGGCTGTGTTTGACGGGTGTTGCTCGTGACAGTTGGGGTCCTCCTCAGC 

ATCAGTCTTGACATGGCTGCAACTGGGGGGGTCCTCGGGATCCTCCCGGAATCTCTTCCT 

CAGCATTCGCTCATGATAAGGTTTCAGGTGTCTTGATGGTTCAGTCCTGGAGAAACATAA 

GCATAACCTCTACCCCAAGTTATTATTTTACCTATTTCCCAACTTTCTGTTATCAG 

>SEQUENCE:6153:prostate_MPM2000-004P6_Table5 

GTAATACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCCCGGGCAG 
GTACTGGGAAGAAATCTGGCATCGAGTTCAATTCCGCCAATAACTGGGCAAGCATGGCTT 
TGTTCTCCTTG ATGTTCATGGTCCTTTTCAG CAAAGCATCTG AACTCTCCTG G CTCTCAT 
CCCGAGAGTCATCCTCAGACTCAGAGGTAGAATCTTCCCTTTGTATCACCTGTCTACAGT 
CTTTCTTTCTTTCAAGAATTG I I I I I I I CTCATTCTGTAAGCGTGCGCTAGAAAACAACT 
GCTCGGAAGAACTGTTTTTATCTGGTTTGTTGGCCAGCTTCTTGGTGGGGAACTGAAAGG 
CTACTCGAAGACCAATACTACTTCTTCTAGACCTGCTTCTTCTAGGGGTAGCCTTATCTT 
CTTCTTCATCTTCCTCTTCCTCGCTCACCAAAGATGCTTTGCCATCATCACTCAAATCTG 
ACTCC ACG AC CATT ACTTC 

>SEQUENCE:6154:prostate_MPM2000-004P6_Table5 

GGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCCCGGGCAGGTACTGCGGTCTGTGGTA 
A 

TTTACATGGGAATGGGATGAGATCTAGTAGTTTTAGATCCAACGCAATTCTGGGAAGGGT 

TGGTAATAAACCAAAACTCAATCTATGCAGTATTTAAAAAATAATTGAGAGTTGTGACAA 

CTTCG ATTCTTTTC AG G AG GTG CTGTCTTAAG AT AG A AG A AAGGG ATC AAG CTCTTATCT 

TAGAAAGCACAGACACGTTTAGCTCAGGGTAGTGCAATTCAATGCTAAGTGGCTGCTCCA 

TGAAATCTAAGGGCCGGGTAAGGGGAAGAGGCCCAGGGATTTCTTCCTTGTCTGACACTC 

TCGGGACTAGCATTCTGGCAGGTCTTACAAGTTATAATACAAAACCATCAGATAAATTCT 

AATCACGACTGTGTAGTTCCTCCCCAAAAATAATTTTCCTTTTAGAAGTAAAATCAGGAA 

AGGGGCTGAGTTCTGAAAAGAAACATCGGGGC 

>SEQUENCE:6155:prostate_MPM2000-004P6_Table5 

TTGGAGCTCCACCGCGGTGGCGGCCGAGGTACCGAGAACAGATATACGAAACATTGGGTT 

CTCCTCGGACCACCTGCTTTGCACTTCCAAAGTCACAGAGTTTTAATACAGCAGTATCAG 

GATCCAACATGAGGTTCTGCGGTTCAATATCCCGATGGCAGATTCCAAAGGAATGGATAT 

AGGCTAAACTTCGGAACAGCTGATTCATATACATCTTGACATAAATCACAAGGAGCGTCT 

GTTTGGCTCGACTATAGTGTGTGGCAACTCTGTATACTGTTTCCGGAACATAGTCCAGCA 

CCAGATTAAGATAGACCTCATGTTTCTTCTCACCACTGGAG 

>SEQUENCE:6156:prostate_MPM2000-004P6_Table5 

GCACCGCGGGGGCGGCCGTCCTGCCTGGTGGTGAAACCCCATCTACCAAAAATATAAAAA 

ATTAGCTGGGTGTGGTGGTGCACGCCTGTAATCCCAGCTACTTGAGAGGCTGAGGCAGGA 

GAATCACTTGAACTCGGGAGGTGGAAGTTGCAGTGAGCTGAGATCGTGCCACTGCACGAT 

CCGCCTGAGCGACAGAATGAGATTCCATCTCAAAAAAAAAAGTACCCATCTGCCTTTCTC 

TTGCCTCCTACATTGCCCCCACGATTGCCCCGAGATCCACGGGAACCACGGCCTCTCTGC 

TGTTGAGCAGGACCCCCTCTGCCACCCTTAGAGCCTCTTGGTGGCCCCAAAGGTGCCCCC 

>S EQ UE NC E:6 1 57:prostate_M PM2000-004P6_Table5 

TTAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCCCGGGCAGGTACTGACAACCAC 
C 

TGGTGCTGGTGGACCTGCGGCCCAAGGGCCTGGATGGAGCTCGGGCTGAGCGGGTGCTA 
G 

AGCTTGTATCCATCACTGCCAACAAGAACACCTGTCCTGGAGACCGAAGTGCCATCACAC 
CGGGCGGCCTGCGGCTTGGGGCCCCAGCCTTAACTTCTCGACAGTTCCGTGAGGATGACT 
TCCGGAGAGTTGTGGACTTTATAGATGAAGGGGTCAACATTGGCTTAGAGGTGAAGAGCA 
AGACTGCCAAGCTCCAGGATTTCAAATCCTTCCTGCTTAAGGACTCAGAAACAAGTCAGC 
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GTCTGGCCAACCTCAGGCAACGGGTGGAGCATTTTGCCAGGGCCTTCCCCATG 
>SEQUENCE:6158:prostate_MPM2000-004P6_Table5 

GACTACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCCCGGGCAGGTACATCT 

TATAAATTCATAAAAACCTTC I I I I I I CCATCTTAGGCTTCAAATTCTTCATAACGTGTT 

TCAATAGGTAACCTGTATCAATTCTTGGTAACCCTAGGCAGTTGTCAGCCAAATAGCCTT 

AAATTTGCATGCTAAAAGAAAGAACTCAGGTGAAAATCAAATAGCAAAATATACATCATA 

AGATATGGTGAGAGAAAGTCTGGTGTGCTGAAGAGAAATTAAAACTGACTTAATTGCCAA 

TTAAACATGAAATTATAGAAATTATAAAGGCCTTCTAAATAAACACACACACACACACAC 

ACACACACACAAAGATTCTATAGCTCTTACTTTAGAGATGTAGGCATGAGATAAATACAA 

ATTC ACC AG CTTG CAAATAAATA ACCTGTTG G ATACA AAC AATG GTTTTTATCTT 

>SEQUENCE:6159:prostate_MPM2000-004P6_Table5 

GCGCGTAATACGACTGACTATAGGGCGAATTGGAGCTCCACCGACTCGCGTATGCGGCGA 

CAGTGTGCAGGTACAATCTTAACCCAAAAAGTGTGTGTGTTTGTGTGTGTGTGTGTGTGT 

GTGTTTTG I I I I I GACAGAGACATGTAGGAGACAGGTGGAAAATTTGAGGCTGATGAACC 

AAAGAGAATTTCGAGTTTTTAGTACCTGATTGTGGTGACCGACGGGCACCCCCTGGAGGG 

CTACAAGGAACCCTGTGGGGGGCTGGAGGATGCTGTGAACGAGGCCAAGCACCTGGGCGT 

AAAAGTCTTCTCGGTGGCCATCACACCCGACCACCTGGAGCCGCGTCTGAACATCATCGC 

CACGGACCACACGTACCTTAGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAATT 

CTATATCAAGCTTATCGATACCGTCGACCTCGAGGGGGGGCCCGGTACCCAGCTTTTGTT 

CCCTTTAGTGAGGGTTAATTGCGCGCTTGGCGTAATCATGGTCATAGCT 

>SEQUENCE:6160:prostate_MPM2000-004P6_Table5 

TACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCCCGGGCAGGTAC 

ACCGACTACGGCGGACTAATCTTCAACTCCTACATACTTCCCCCATTATTCCTAGAACCA 

GGCGACCTGCGACTCCTTGACGTTGACAATCGAGTAGTACAGTCCGGCCCGGTGGGGAGG 

AGGGAGGGAAGGCAGGCACACGAAGACACAGGTATGTCGGGAAGTGCACACAAACCGTTG 

TCTTTCC I I I I I GGATAAAGAAGAAAAACTTTGTAATCAATATCCTGCTCATAAGTAAAA 

GTGGAAAAGAAGAAACTTGATTGCTTTCATCTGGCGT 

>SEQUENCE:61 61 :prostate_MPM2000-004P6_Tabie5 

ACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACCATTTGGG 
TCAGGATTTTGTCATTTAG ATCCGTA I I I I ICCTATAI I I I I ATCTGGTTGTTCCGTCAG 
TTACTGAGAGAGCAGTATTAATTCACCAGCTATAATTTTGGATTGTCAATTTCCTGCTTT 
TGTTCTGTTG I I ! I IGATTCACATACTTTGAGGCTCTGTGTGTGTGTGTGTAGTTTGTGT 
G CACTTTG AG G C AC AATTTAT AATTGTAACATC ATCCTCTCTG ATTCTTTTATTTTTATT 
AAATTACCCTGTTTATTTCTGGTGATATATTTTGTTCTGAAGCCTCTTTCATCTAGTGTT 
AACATCTCTGTTGAAGCTTTTTATGATTAGTGTCTGGATAGCATAI I I I I ATGTTTAATC 
TG CAT AG CAT A I I I I I I CTCATACTTTGTGTCTTTGTGTTTAAATTGTGTCTCTGTGGAT 
GCCATATTGTTGGGTCTTGCCTTCCT 
>SEQUENCE:6162:prostate_MPM2000-004P6_Table5 

CGACTCACTATAGGGGCCGAATTGGNAGCTCCACCGCGGTGGCGGCCGAGGTACAAGCTT 

I I I I I I I I ! I I I I I I I I I I I I I I I I I I I GAGATGGAGTCTGGCTCTGTCGCCCAGGCTGG 

AGTGCAGTGGCACCATCTCGGCTCATTGCAATCTCTGCCTCCCGAGCCCAAGTGATTCTC 

CTACCTCAGCCTCCCAAGTAGCTGGGATTACAGGTGTGAGCCACTGTGCCAGGCCCTGAT 

TC I I I I I I I I ATTAAAACATAGGCTGGGCACGGTGGCTCATGCAGATTAAATTTTACATT 

CATGTGTGATTAAAATCTCCCCTCATGAGTTTAGGTTGCAAAATCCATGAGAGTAGGGAC 

TATGTTTGACTGTAATCAGCAAGATCTTTCTAATGCCTTCCCTATGCCTGGCACACAGTA 

GATGTTCAATAAATATTTACTGACTGAATGAATAAACTGTCTCATTAGACACTGTTAGGA 

ATGTAAATTGCTTGCTTTATCGCTTGTTTTCAAATTAGGAGAAAGCACATGGATAATAAA 

TGTTT AAGC AAAG CTC AG CTCTAA 

>SEQUENCE:6163:prostate_MPM2000-004P6_Table5 

TAATACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACATGA 

AGCAGCCCCTTTTGGAAGCATGTCCATGCAGGTCCACATAGTAAGCAACGCCACTCTCTT 

TGGGGGGGATGGTATCAGGGGCTGACTCTTCAAGCCCCGCAGACTGTTGTGGCATAATCC 

ACACACTGTTGAGCTTCTGTTCTGCTGGCTCTGTTTGTTTCCAGGCTTCAGCGTTATGCC 

TGTCAGCTGAGTGCCCACACTGAGCTTCATTTTGGAGATTGTTGGCTTTCTCCAGGTCAG 

AAACAGGAGCATCAGGAGGGAGACAGGAACTGGGCTGGTGCTCAGAGGAACTCTGGGAGT 

TCAGACGAGAGTGCACATGGTGGTAGAGAAGCACAGCTTTGGCCCCATAGATGGCCGGGT 
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GCAGGACGGCATCAGGCTTCAGGTACCTGCCCGGACCTGCCCGGGC 
>SEQUENCE:6164:prostate_MPM2000-004P6_Tabie5 

GAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACGGCTCGCTGGGTCTCTACGTGGCC 
G 

AGCAGTTTGGGGAAGAGAACGTGAACACCTACTTCGTGCTGTCCAGCTGGTGGGCCAAGG 

CCCTGTTTGTCTTCTGCGGCCTCCTCACGTGCTGCTACTGCTGCTGCTGTCTGTGCTGCT 

GCTTCAACTGCTGCTGCGGGAAGTGTAAGCCCAAGGCGCCTGAAGGCGAGGAGACGGAGT 

TCTACGTGTCCCCCG AG G ATCTG G AG G CACAG CTGC AGTCTG ACG AG AG G G AG GCC AC AG 

ACACGCCGATCGTCATACAGCCGGCATCCGCCACCGAGACCACCCAGCTCACAGCCGACT 

CCCACCCCAGCTACCACACTGACGGGTTCAACTAAATCCAGGAGGAGCTGTGGTCAGAGG 

AGGAGCCGGCGCCTGGCCACGCCAACCTTAGAATCATGAACTGGTGTCACAGAGAT 

>SEQUENCE:6165:prostate_MPM2000-004P6_Table5 

TTGGAGCTCCACCGCGGTGGCGGCCGCCCGGGCAGGTACTCCAGCCTGGGCAACAGAGC 
G 

AGACCTTGCTTAAAATCAGTGTTGAAAAATTTTAGAAGCTAAATAGGTAAAAAAGCAGGA 

AGGTGCAG ACCTCCACTAGTG CTGCTGCTTTATCCATCTGGTCCTGTG AAG G CTCACCCT 

GAAGCTATGGGATGGCTGCTTTTGTTTCATTTTTCTCACTTGTGATTTCTGAGTCCTTTT 

AAC AATG ATG AG GCATG GTTGGG G ATGTGG AAG ATG AGTAG G ATGGTGGTGCTACAG CTG 

GAGGCCACAGGAGAGGTGCAAGCTGGGCTCAGTTTGTGTGGCTGCCCCACCCACTGTGTT 

ACGCCACAGAGGCAGCCCTGGGGGTTAGGATTGGCAGATCTCTCGTGGAGACCTGCCATC 

GTGCTGATCC 

>SEQUENCE:6166:prostate_MPM2000-004P6_Tab!e5 

TTGGAGCTCCACCGCGGTGGCCGAGCGGCCGCCCGGGCAGGTGGAGGGGGAAGATGGCT 
C 

ACCGGGACCCGTTCTGCTAGGAAGAAGGGGAGCAGGTGGTGCTGCTACTCGGGAGGAAG 
C 

AGAGCAGCCTCCGTCGCTGTCGCTGAGAGCCTCACGAGTCGAGGTCCTGCAGGTGGAGCT 

CCGGCAGCCGCCCTGGTTGAAGGTTTAGAACAGATGTGGAAAAATGTTTACTTCAGAGAA 

AGGGGTTGTGGAGGAATGGTTGTCAGAGTTTAAGACATTACCAGAAACATCTTTACCAAA 

TTATGCCACAAATTTGAAAGACAAGAGTTCTTTAGTTTCATCTCTCTATAAAGTTATCCA 

GGAGCCACAAAGTGAGTTGCTAGAACCTGTCTGTCACCAGCTCTTTGAATTCTATCGCAG 

TGGAGAGGAGCAGTTGCTTCAATTTACGCTGCAATTTCTCCCAGAACTAATTTGGTGCTA 

CCTTGCAGTCTCAGCCAGCAGAAATGTGCATAGCAGTGGATGCATTGAAGCTCTTCTTCT 

AGGGGTTTACAATTTGGAAATAGTTGACAAACAGGGACATACCAAAGTATTGAGTTTTAC 

GATTCCATCTTTATCCAAACCATCTGTATACCATGAACCT 

>SEQUENCE:6167:prostate_MPM2000-004P6_Table5 

GACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCCCGGGCAGGTACACA 

TCCCATCTGGGCGGTGGCTTCACTCCTGAGTCTGCAAAATCCCAGGAAACTTGGGTCTTG 

CTG CCC ATCCTTCCTCAGCAC AG G G AACCCG G AAACCCGTTGCACCG ACAG AG G CTCACA 

CCCTCTGGGI I I I I IGTTI I I I I I I I AAACTTCATTTCTCTTCCAACCCATTGTGTTCCT 

CTGCCCTCATTCTTTACCTTTGTTGTAAGAACTTTAGCTCCAGGGAACTGAGGCAGAGGC 

CCTGTTTGTG GTCTGTGTTG ACAGCCACCCACCCTCTCCCACCTC ATG CTCCTG CACCTG 

CACCACCAAGGTTGATGCCGGATTCGAAGCCAGGAAGGCCCAGTCCCTCCTCTGCTCTCC 

TCAAAGACGCAAAACATTTTCCAACAAGAGCTGTCACAGTGGCAGCAAAGCAGGGGCCAC 

CCGTCTCCACAGTCCTTCAGAGTTTCAGCTGCATCCTGGTGTCCCACCCCAGTCGAGCCC 

CCAGGCTTCTGGAAAAGAGTGTGTGCTCTACTTTGATGGAAACATGGCAAGGAATTTAAA 

GA 

>SEQUENCE:6168:prostate_MPM2000-004P6_Table5 

ACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACTTGAAATG 
TTGCTGGTTAAAAGTTTTTCTGCTTTGCTCATTCCTTTGACAGCATTAATTTGTGAACAT 
TTAT ATTC AGTTCAG CTGT ATTT ATG G C AC AAG ATCTC ATTTCC A A AATG G C ACTAATTT 
TCCTTAAGTGTAACAG CACTCTATTTTTAG CAGT AATT ATA I I I I I AAAGGTTAATTTGT 
AGAACAAATGTTTTAACTATACTTTTTTTCTACTCTATACTCCCCAGTTACAATATTTAC 
AAAGGGCTGAAGTCTATATAAAAAAATGATCTTTGGCTGGGCATGGTGGCTCATGCCTGT 
AATCCCAGCAGAGAAAAAAGGATGAAAAAAAAGACAAAGGAGGGGAAAGAGGAGCAGCAG 
TGAAAATTTGTAATAAAAACTCTTCTTAATTTATAGGTAAGTTTTGGCATTTTTAAATCC 
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AACGCCCCCTCCCACCCCCTAAAGTT 
>SEQUENCE:6169:prostate_MPM2000-004P6_Table5 

GACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCCCGGGCAGGTACATG 
TGGCCTTTTGGATTCCCAAGAATATGTGGAAGTTTTAAAAGCCTTTATTCTCCAAAATAT 
CTTACTTTCC AGCTTTTCCTCCCAG G CTTTTTG GTGTGTCT ATTGTTTG CCTT AG CTATT 
ATTCTTTGCCCCCGATGGCAGAGGCTAATAAACTTGCCTTTACAAATTTTTGACAAATGC 
CTGTAGTCACCTTTCTTCCTCAGGAGATTTCCAAGTTAGGGGAACTAAAATAAGCCTCCA 
TAATTCTTTGAAAAGAAGGTCCACGGCCAGGCACAGTGGCTCATGACCGGCCAGCTACTG 
TCTTTTCTTTGACCCTTCCTTTCCAG I I I I I G AAG AT AA AG C AG G AA AT AATCTTCTCTG 
AAGATACTTGATAAAAATTCCCAAAACAACAAAACACATGCTTCCACTTCACTGATAAAA 
AATTTACCGCAGTTTGGCACCTAAGAGTATGACAACAGCAACAAAAAGTAATTTCAAAGA 
GTTAAGATTTCTTCAGCAAAATAGATGATTCACATCTTCAAGTCC I I I I I GAAATCAGTT 
AATATTATTCTTTCCCCATTTCCATCTGAATGACTGCAGCAATAG I I I I I I G I I I I I I I I 
I I I I I I 

>SEQUENCE:61 71 :prostate_MPM2000-004P6_Table5 

GTAATACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCATCCGCGA 

GATCGAGCTCAAGAACCGGCACGGCCTCGTGCCCTTCGCCTTCGTGCGCTTCGAGGACCC 

CCGAGATGCAGAGGATGCTATTTATGGAAGAAATGGTTATGATTATGGCCAGTGTCGGCT 

TCGTGTGGAGTTCCCCAGGACTTATGGAGGTCGGGGTGGGTGGCCCCGTGGTGGGAGGA 

A 

TGGGCCTCCTACAAGAAGATCTGATTTCCGAGTTCTTGTTTCAGGACTTCCTCCGTCAGG 

CAGCTGGCAGGACCTGAAGGATCACATGCGAGAAGCTGGGGATGTCTGTTATGCTGATGT 

GCAAAAGGATGGAGTGGGGATGGTCGAGTATCTCAAAAAAGAAGACATGGAATATGCCCT 

GCGTAAACTGGATGACACCAAATT 

>SEQUENCE:6172:prostate_MPM2000-004P6_Table5 

GAGCTCCACCGCGGTGGCGGCCGAGGTCTTCTTCCTCCTGCCCGTAGTAGCCATGGCGGC 

CATGAGTTTGTTGCGGCGGGTTTCGGTTACTGCGGTGGCAGCTCTGTCTGGCCGGCCCCT 

TGGCACTCGCCTCGGATTTGGGGGCTTCCTCACTCGTGGCTTTCCGAAGGCTGCTGCTCC 

TGTTCGACACAGTGGAGACCATGGGAAAAGACTATTTGTCATCAGACCTTCTAGATTCTA 

TGACAGGCG I I I I I I GAAGTTATTGGTAAGTTTAAA I I I I I I GTTGAATTAAAGTCTTTG 

CATGTAACAGGGAAAAAAATTTTGCCTCTTTAGAAAACATCTNTCATTTTATGAAATATT 

TTATTTTGTAAATTTATATTTCTTTCTGTAGAAGATACTGAGACTGTAAAGTCTGATTTG 

TTATTGAATTTCTCTTTAAATTAGTGAAGCTTT 

>SEQUENCE:6173:prostate_MPM2000-004P6_Tabie5 

GGAGCTCCACCGCGGTGGCGGCCGAGGTACATCCCTTGCTAGGTGAGAAGGGGGTCAGA 
G 

AG GTCAG GC AC AG ACAG AG AAGGG AACGC AGGCTCCTG G CCACTAGCCTCTCTCAAG AAC 

AG G G N NTCG AACTTTGTGTT AAGCG AACTC ATTTAATATTTTG GG CCTAATAG AAGTTAT 

TTGTATTTTCTCTCCTCT I I I I I CCCTCCTCTCTCTCACTCACCCTCCCCCCACTCCCAC 

CAAAAAGTACCCTGTGCAGGGAGCGGCTAGAAGACACCCACTTCGTCCAGTGCCCCTCGG 

TGCCCGGACACAAGTTCTGCTTTCCCTGCTCCCGGGAGTTCATCAAGGCGCGGGGCCCGG 

CCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAATTCGATATCAAGCTTATCGATAC 

CGTC 

>SEQUENCE:6174:prostate_MPM2000-004P6_Table5 

GCTAGATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACCCGGCCTCCTTCTGGTTCGAGG 

TCCCCAGCTCCGCCTACGTGTTCCTCATTGTCATCAATCTCTTCATCGGCATCACCGCCA 

CCGTGGCCACCTTCCTGCTACAGCTCTTCGAGCACGACAAGGACCTGAAGGTTGTCAACA 

GTTACCTGAAAAGCTGCTTCCTCATTTTCCCCAACTACAACCTGGGCCACGGGCTCATGG 

AGATGGCCTACAACGAGTACGCAGGCCAGGGGTCTTGAAGACCCTTGAGTCAAACCTGGG 

TGTCAGGCCTGGAGTTGGTTTGACCATGGACACCTCCAATCGGCCCACGGCTGGGGTAAC 

AGTGTTAGCACGGCTTGACCTTTTCCCTTTTCCTTTTCCTTGTATGGACTGAGTTCTCTT 

CTTGGATGGAGGACACCT 

>SEQUENCE:6175:prostate_MPM2000-004P6_Table5 

GCGTAATACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCGGCTCC 
AGCCTGGAGGAGCTCAGGGTGGCCGGCATTCACAAGAAGGTGGCCCGGACCATCGGCATT 
TCTGTGGATCCGAGGAGGCGGAACAAGTCCACGGAGTCCCTGCAGACCAACGTGCAGCGG 
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CTGAAGGAGTACCACAAAGGGACCCAAATTCAGCGGTCTGTGCCTACAAACTTCATTAAT 

AACTGCTTGCAGATTGGCAGCTATCTGGTCACTTGACATATCCAATGTTGCTATTTTGGT 

CTGG AGAAA GTTCTCCCTTTCTTCATCTACCTTAATTTCATGTCCATTTTTAAATAATTC 

AAGCATTTTGGGGATGTCACGGCCAATGGAATTTCGAGAAAGCTTTGGATATTTTTTATT 

CAGTTTCTTCCTTAATCGATTAAGTTCAGGCATTATTTCTGGAACAGCTACGTAAAAGTC 

TG CAAC AATTTC ATC ATCCC AA ATCTTCTGTATCAG ACTAGTG CCTCCTG CAAATG C 

>SEQUENCE:6176:prostate_MPM2000-004P6_Table5 

CCG CGGTGG CGGCCGAGGTCAAGCTTTTTATTTTTTTAA I I I I I I I I I AAGGGTTAAATG 

TTCCTTTTTTGAAAGT TTTAA AAAACCTGTTTGGGTGTGTTATTTTTGAAAACAAATTTT 

ACTCTATTATGATTCA TTTTT GCCTAACTCATATGAGAGATGCAGAGTATCAACAGGGGG 

AGCATCATAAAATGAATTTTCCAAGTGGACAGGAGTAGGAAGCAGCCATATGATAGTATT 

GACTCTGGACAGAATTGATGTCTTTCGTTT 

>SEQUENCE:6177:prostate_MPM2000-004P6_Table5 

ATACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACAAGCTG 

AATTGTAGCTCCACCGCGGTGGCGGCCGCCCGCGCGGTTGGTTTTCGGTTTATTCAAGAT 

TAATGCATTTAGACCATTCCTTTTTCACACTTACCCTTAAGAGTCCCAATACTTTGTTAA 

GGAGGCTCATGTTTCTGCAGTCCTAATTAACCATGACCAGCACTCCCACCTGAGAGTGAG 
CCACTCGGTTGAT 

>SEQUENCE:6178:prostate_MPM2000-004P6_Table5 

CGCGCGTAATACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCCCG 
GGCAGGTACCAGGCAGCTGGGCCCCGCAGGACAGGCCGCAGCGGGTGGCCGGTTCTGTT 
C 

TGATAGATTTACAGTATCAAACTGGAAAAGAAAGATTGTTACGAAAAATCTGTAGATAAA 

CTGTGAATNCNNANNANAAAAANAAAAANAANAAAAAAAAGCTTGTACTTTCTTGTCAAA 

CAAAACCAATGGCTCTGGGTTTGGAGAACACAGTGGCTGGTTTTAAAAATTCTTTCCACA 

CCTGTCAAACCAAAAATCTATCAGCCCACGTGGTGTGGTTGGTGAACAGTGCATGCCAGG 

AGGAAGCAGTCCCTCCTCACCAGCTCTCCAGCCAGGACGATCACACAGAGATGAATG 

>SEQUENCE:61 79:prostate_MPM2000-004P6_Jable5 

GCGGGGGCGGCCGTCCTGCCTGGTACCCAAGGAAGAAATAAATTTGGAATAGTCCCCTCC 
CCTCCAG GGCTG AG ATCCAAAACATGTTGG AG G AGTTGTG G ACATG ACTC AANCCCTG AC 
GGTAGAGGTCTAATGAGCTGCTGCAGGCTAAAGCTGGCAATGGGTGCTTTGGAACTCACT 
GGTCAATTGTCTCATTG AG AG AN NTGTG NAN N AANTCCNCANTGG ACCCACTG ATACTTG 
ACACG GTG AGTGCCACTAG AAGTCCCCATATATGCCACTG G CAG CC ACACAN AATC ACN A 
ATAGACACACACTGGAACTAAAAAAAGAAAGCCCTTCCTCTTGTAGTATCCTCTGAAGGC 
CCTCTACTGACAAAACGTTAGCCTGTCCACTAACGAGGAAGAAATGCT 
>SEQUENCE:6180:prostate_MPM2000-004P6_Table5 

TTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGCACGAGCGGAGCCAAACATCATGAAGAC 

TCTGACGTCTAGCACATCAATACCGTAGACATCAAAGCGGGTCACCTGACCCATCTTTAT 

AACGCTAATAAGAGGTGTAATTGAGCACTTGGCGAAAACATGGACGTAACGGATTCCTGG 

TAATGGTAGGCTTTCTGGAGAAAATGATATTTAAGCCAAGAACTCTTAGAAGTTAGCTAA 

GAGAGAGATGGGAAAATGAGACGACATTGCTGGAGTAGATAAAACTGCATGTTAAAGGCA 

GGAA GGTGGGGAAAAAAAGTTCAGTAAAGCTGGAATGGGGAAATGTAGTCAGGGACTGAA 

TTTTAAAGGACTTTATCAACCTCAGTAAAGAGTTTGGACCCTATGTTGAGGGTGGCTGAA 

AACATATTCATAGTGTCATGAACAAATTTTATCTTCAG 

>SEQUENCE:61 81 :prostate_MPM2000-004P6_Table5 

ACTACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACTCGGAGACAGGT 

CCAGGGCTAGGGCACACAGTGGGCCAGGTGTTCCCGGGGAAAGCCAGGCGGCACAAGCT 
G 

CTTAGCCCTGTTTGACTGTGCTCTCAGTGCCCAGGTGCAGAGGGCATCTGAGGTCTGAGA 

ATGGGGATTCCTGCTACCAGGGCTCCATCTCCTGGGGGAGGGGTGGAGGCAACTCGAGTG 

AACACAGCAGAATGAACAGTAAGACTCCTGCCCACACCCCTACCTCCTCGGCTCTCAAAT 

TCATGTGGACACACCTAGTTTGGGGGATGGTCCCAGACTCTGCCATCCCGGCAATGAGGA 

CACATGAGGCCACTGGATGACAGCCCTGCCCACCCTCCAGAAGCCCGGGTCTGCCACACC 

TAGCACCTGCAGCCACCACCTTGATGGGCTCACAGAAGAGAAATGGAGATGCTTAGAGGT 

ATGGGAACTGCTTGCATTCATAAAGTTCTCTGACTACAGAACTGGGCCAAGGGCCCTGGT 

CCTAGAATTCTGCTGTCTCTTAAAGAAAATTCACATCTTTAAGAACAAGTGTCTAAGTAA 
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GCCTTGACCCTGTCTGTTTTCTATCTTAGTATTCTGTGTTACACAGAATAAACCACTCAA 
CT 

>SEQUENCE:6182:prostate_MPM2000-004P6_Table5 

TAGCTGTTTCCTGTTTGCTAAATTACTGATAGGAGCTCCACCGCGGCGGCGGCCGAGGTA 

CTGGTCCTACTATTATAGAATGTTTGCTTCATAAGAACAGGCACTGACTGTATCATCTCT 

GAACACAATGGAATGAAGCTGGCAATAACAAAAGAAAAATTGGAACATTTACAAATGTGT 

GGAAATTAACAGATTTCTAAACAATCAAGGGGTCAAAGAAGAAATCACAAGGGAAATTAG 

AAAATACTTTGAGATGAATGAAAACAAAAACACAAAATACCAAAACTGAGAGTGTGTGAT 

GACAACAGTGTGCAGAGGGAAATTCATAGCTGCAAATGTCCATATTAAGAAACAAGACAG 

TAACTATGTGAGGTGATGGGTGTTAATTAGCTCAGCTGTAGCAATCATTTCATAATGTAT 

ATCAAAACATCCCACTGTATACTTTATACTTTTTTATAAAAATAAATATTCTTACAAAAG 

GACAGGCGCTGTGTCTGTCTGGCTCACCATTGTACGACGAGCTCAAGAAGGTGATCTAAA 

GGCCGAGGTCTTCTCCACACACACACACACACCTGGGGAACCAAG 

>SEQUENCE:6183:prostate_MPM2000-004P6_Table5 

TTGGAGCTCCACCGCGGTGGCGGCCGAGGTACTGGATGATGTCCTGAGTAAGGGGGATGA 

GCTTGAGGAGGTGGAGCATGGTGCTGATAGTAAGGATGGTGTGGAGGTTGTTCCATTCCA 

GGGTAACGAGGCATACCTTGCCAAGGCGGTGGCATAGCTCCCTTCTGGATGCTGCTCAAC 

AGATACCATCAATTCCACGGCCAGGGCTCCTGCAATCACGGCCAGTCCTGGACGACTCAC 

AGTGCACTGCTGGTCCAAGGTCCGGTCTCTGGTTGAATCTGCTGGGGCCACCACATCATT 

GCAGAAGT 

>SEQUENCE:6184:prostate_MPM2000-004P6_Table5 

CGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCCCGGGCAGGTGCC 
C 

CGCTGAATTTAAGCATATTAGTCAGCGGAGGAGAAGAAACTAACCAGGATTCCCTCAGTA 

ACGGCGAGTGAACAGGGAAGAGCCCAGCGCCGAATCCCCGCCCCGCGGCGGGGCGCGG 

GA 

CATGTGG CGT ACATTTG AAAGCCTCTAAAG AACAACTG AAGCCCAAATTC ATATAAAAGT 

TGCGTTTAAGTTGTATTAAAAATAGATATATAAGAAAAAATTCTTTCACTTGATGTTTGT 

TAGACCAGAAAGTGTGTGTGTTCTGTAGCTCAGTTCCCAGACAGCTTTTTAGGTAGTGGA 

GGAGGTGGCTTCATGTGGCACTTGGGCATTTATATTCCACTTGGGAGGGTCAGGCTGTGG 

CCTTCTGGAGCAGGTGGCTTGTTAAGGAACGCTAGCAGGGCATGGC 

>S EQ U E NCE:6 1 85:prostate_M PM2000-004P6_Table5 

TGATTGGAGCTCCACCGCGGTGGCGGCCGCCCGGGCAGGTACAGTCGCGCGATCTCAGC 
T 

CATTGCAACCTCCTCCTCCTGGGCTCAAGTGGTTCTCCTGCCTCAGCCTCCCAAGTAGCT 
GG G ATTACAG G CGCCTG CCACTGTGCCTG ACTAACTTTTGTATTTTTAGTAG AG ACAGGT 
TTCACCATGTTGGCCAGGCTGGTCTTGAACTCCTGACCTCAGGTGATCCACCTGCCTCAG 
CCTCCCAAAGTGCTGGGATTACAGGGGTGAGTCACCACGCCCTGCTGATCACAATAAAAT 
TTCTTTCACATGATTCACCGTCCACAAACCTCCTACAACCTTCTTATATTCCATCAGTTT 
TTTATTTATCCTATCTATACCTTCCCTCTTTCTCATTTTGGGGCAACCTGTCATTCTACG 
TTAGGGTGAAAATTACTC I I I I I I I CCTTAACAAAGACACATATTTCATACCTC 
>S EQ U E NCE:6 1 86:prostate_M PM2000-004P6_Table5 

CTCACTATAGGGCGAATGGAGCTCCACCGCGGTGGCGGCCGAGGTACCCAAGTCGGGGA 
C 

TTG AAGTTG G ACGG AGG AAG ACAATCAACTG GTG C AGTG AGTTTG AAAG AG ATCATTGGT 

CTGGAAGGTGTGGAGCTGGGTGCTGATGGGAAGACTGTTTCCTATACCCAATTTCTGTTA 

CCCACAAATGCCTTTGGAGCCCGGAGAAATACCATAGACTCCACCTCCTCTTTCTCCCAG 

TTCCGTAACCTGAGCCACCGCAGCCTCTCCATAGGCCGGGCAAGCGGCACCCAGGGGAGC 

CTCGACACAGGTAGTGACCTGGGAGACTTTATGGACTATGACCCAAATCTCTTGGATGAC 

CCCCAGTGGCCTTGTGGCAAACACAAACGCGTTCTGATCTTCCCTTCCTACATGACAACA 

GTGATTGACTACGTGAAGCCCTCGGATCTCAAGAAGGACATGAACGAGACCTTCAAGGAG 

AAGTTTCCTCACATTAAGCTGACACTCAGCAAAATTAGGAGTCTGAAACGAGAGATGCGG 

AAGCTTG CG C AG G AG G ACTGTGGCCTTG AGG AG CC 

>SEQUENCE:6187:prostate_MPM2000-004P6_Table5 

TAGCTGCTTCCTGTGAGGCTAAAAGGAGCTCCACCGCGGTGGCGGCCGCCCGGGCAGGTA 
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CTCGCGGCAGGGCCGGCGCGCCGGCGGAGAGCCATCTGTTGAATCGGGCCGGAAGGTGG 
A 

G ATCCG G AG GGCCTCGGGCAAAG AAG CCCTG CAG AAC ATCAACG ACC AG AGCG ATCGTCT 

TCTGATCAAAGGAGGTAAAATTGTTAATGATGACCAGTCGTTCTATGCAGACATATACAT 

GGAAGATGGGTTGATCAAGCAAATAGGAGAAAATCTGATTGTGCCAGGAGGAGTGAAGAC 

CATCGAGGCCCACTCCCGGATGGTGATCCCCGGAGGAATTGACGTCCACACTCGTTTCCA 

G ATG CCTG ATCAGGG AATG ACGTCTG CTG ATG ATTTCTTCC AAG G AACC AAG GCGGCCCT 

GGCTGGGGGAACCACTATGATCATTGACCACGTTGTTCCTGAGCCTGGGACAAGCCTGCT 

CGCTGCCTTTGACCAGT 

>SEQUENCE:6188:prostate_MPM2000-004P6_Table5 

CGCG GTGG CGGCCGAGGTACATACTTGTAAACACGGATTTTTCTGGGTTTTGGTTTGCTT 

TTTCCTTTTGTCCCCCTGCCCCTGTTCTAGCTTGTTCTTCTTGGTTTGCTTTCAACCTGC 

TTGATGGATGTCTGCAGAGTGCTCTCTAAGAGTCCACCTCAGTGCCTCGTGTACTCAGTG 

GTCATGGGA AGGAG CGAAGGAACCATCCTTGGTTCTCCCAGCTTGGTTGTGTAGCAATCC 

CTC AG CATTGTTTTTCTC AG CTTCTTG G CA AA AATT AAAAC AAC A AC AACAAC A AC AACA 

ACAACAAACAGAAGGATAAACTGGCTTGCCTGTGGACCCTCCCCGGCTCTGGGGCCAGTC 

GAGAGCCATTGAGGGACCCAGCACTCAGAGACACAACACACATGTGTAGCTGCTTCTGGC 

TGAGTGTGTTTCCTGTCAC 

>SEQUENCE:6189:prostate_MPM2000-004P6_Table5 

TATA CGAC TCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTGGCTTGT 

TCTATTTTCCTTCTCAAAGAGTCAGGGTCAACATTTTCTTTTGCACATCCCAGGACTTCC 

CTACTCTTATCATCCACTCCAATAAAAAGATAGCCTCCTCCAGTGTTTGCAAATGCAGGG 

ACGTATTCTGGAATTGTCCTTTTTACATATTCTTGGAAGTGTTTTGTAGAGAACTGTTTA 

AACTCTACTAACTGAGACTCAGGAAAAGGCAGGATTTCACCATATTCAAGATAGTCTTTT 

TGGAAAATTAGGTCAGCAGGATCCGAGTTTGGGTCAGCAAGATCCGAGTTAGGGAGCTCT 

TGGTATACACCCTTGTGAATTTT 

>SEQUENCE:6190:prostate_MPM2000-004P6_Table5 

CACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGACCGGGCAGGTACTGCAAGA 

CCTCTTGAACACTTTCCAGAGGATAGGATATTTAAGTCATGCCCTTGGCGTTGCCTATGG 

CACCTTTCCCTTCTGAAAGTCTGGTTCCTGCCCAGTGACCCTTGGCCTTGTGAGCCAAGA 

TGCTTACCCTGCATAAAGGGCCAAAGGAGGGCTGCGGCTTCCTTCCCTCACTGAAGAGCC 

CTTATTTG AATTC ACTGTGTG GAG CCCTAG CCCTCC ATTCTCG AC ATTCCCC A ACCTTCC 

AGCCCCTTTCAAGCATGACTAGGTGCCCTGTATTCCAC 

>SEQUENCE:61 91 :prostate_MPM2000-004P6_Table5 

CTCCACCGCGGTGGCTGCCGCCCGGGCAGGTACTTGCAGATGGCCCGTAAGAAGGCTCGA 

GAGTCCTATGTGGAGACAGAACTGATATTCGCACTGGCTAAAACAAACCGCCTTGCAGAG 

TTAGAAGAATTTATCAATGGACCAAATAATGCTCATATCCAACAAGTTGGTGACCGTTGT 

TATGATGAAAAAATGTATGATGCTGCTAAGTTGTTGTACACCCAGCACTTTGCGACCTGC 

GGCCCATCAGGCGCGGAGGATGGCGGGGAGGAAGCCAGCAGCCCCTGTGTTTACTGTCG 

T 

CAG AAAG GT CTTGTGTTTTGGTTTTG GGG I I I I I GTTTTGTTTGTGTTTTGTTTGGCTTG 
TTTGTTTTTTAAGGGGAAAAAAGTTTGTAATTATTTCATCCAAATCTCCCGTTATATATC 
TGTGAATAATAAGAGATTTTATAATAGCAAGAAAATGATGTATATTTT 
>SEQUENCE:6192:prostate_MPM2000-004P6_Table5 

GGAGCTCCACCGCGGTGGCGGCCGCCCGGGCAGGTACTTGTGGAAGATGGCCACGAGGA 
G 

GCCAATGGCCTGATCCAGGGGGCATGCCATGGCTGAGGGCTGGGCTTGGAGCGGTAGGG 
A 

GGCGGCCAAATGCGACGCGAGACAGAGGACAAAGACCCCTCACGATGAATGCTCTTCAGC 

CAGCTTATCAGCTTTTGCCACAGCTTCTTCAATGGGTCCCACCATATAGAAGGCCTGTTC 

TGGGAG ATGGT CATATTCACCTGCCAAAATCTGCTGGAATCCTTTGATGGTCTCCTTCAG 

GGGTAC I I I I I AATGGAAACAAACTTGACCAAAAATTTGTCACAGAATTTTGAGACCCAT 

TAAAAAAGTTAAATGCGAAAAAATAAATAAAAAAAAAATAAACTAAATAAAAAAACTTAA 

AAGCTTGTACCTCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAATTCGA 

>SEQUENCE:6193:prostate_MPM2000-004P6_Table5 

CTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCCCGGGCAGGTACACGTA 
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TGAATAATAGCACAAAATAATGAAAAACAAACAAAAAACAAAACAAAAAAACCCCAATCT 

CCCA AATTA ATGACTATTTACAAATTCCGAACCTATTTCTACTCAGTAATTATTTAGACA 

GATGTTTTTCTTGGTACTATCACTATTTGATCATAACTCCTGATTCTACGTATTAGAGGA 

TTATGACTGTTTCACGTAACTATTTCTTTTCAATAGTTTTCATAGTTGTCATACACAAAG 

AAAGGCTCATTCCTCTAATAAACCA 

>SEQUENCE:6194:prostate_MPM2000-004P6_Table5 

GACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCCCGGGCAGGTACTAA 

GCAAATGCAAGGTTATAATTTAGCTAATAGTAGTTTACAGACAATTCTGATGATTATGAT 

TTCATTTGGTTTAACTAAGCTGTACCGCTCACATTCCTCGTGCCAGTGCTGCCACTTCAG 

CTCC AG CTCTGTC AGTGTCTG GGTGTTCCCAG G ACTAAG A ATG G G CATTGTCCTC ATC AG 

GTCCCCCATGATTCGGCATATGCCTGCAGAGGCGGGGCTGGCATCGGCTTCCTTGGAGAG 

CATCTGTCGGGCCTCATTCAGCCGGCCCTGCAGCACCAAGATGGTCACCAAGTTCCAGAA 

GCTGTCATGTTTGCTTGGATTCTCACTGCCCAGAACATTTGCCGACAAACTGTCCACCTC 

GCACACATGG 

>SEQUENCE:6195:prostate_MPM2000-004P6_Table5 

GCTGATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACCTATTCTCTTATTTGAATCTAAT 

GGTTCATTAATATATACTCCCACAATTGAAATTAATAGTAGTCACCACAGCGCAATGGAG 

AAGAGATTACAAGAGATGAAGGAGAAAAGGGAAAATCTTTCCCCCACCTCTTCCCAAATG 

ATTCAGCAGTCTCATGATAATCCAAGTAACTCTCTGTGTGAAGCACCTTTGAACATTTCA 

CGTG ATACTTTGTGTTC AG ATG AATACTTTG CTG GTG G CTTAC ACTC ATCTTTTG ATG AT 

CTTTGTGGAAACTCAGGATGTGGAAATCAGGAAAGGAAGTTGGAAGGATCCATTAATGAC 

ATTAAAAGTGATGTGTGTATTTCTTCACTTGTATTGAAAGCAAATAATATTCATTCATCA 

CCATCTTTCACTCACCTCGATAAATCAAGTCCTCA 

>SEQUENCE:6196:prostate_MPM2000-004P6_Table5 

TTGGAG CTCCACCGCGGTGGCGGCCGCCCGGGCAGGTAC I I I I I I I I AATAATGAAGAGA 

I I I I I I GTGCAGTATTAAAGGAAGACATTTTTCTTCTCTAGTCAATTAACCGTATCCACT 

TGTCTAGTGTTTGGCGGAATGAAGTTTCTATAAGTCATGCCACTTTTCTTATAATTGTTT 

T AAAAAATTATACCTTTCCTTTCTCTAGTTCTTG CAACG ATAG CTTTTG CTTTTCTTCTC 

CTCCCGATGTGCCAGTATTTAACAAGACCCTGCTCACCTCAGAACAAGATTTCCTTTGGT 

TGCTGTGGACGTTTCACTGCTGCTGAGTTGCTGTCATTCTCTCTGTCTGTCATGCTCGTC 

CTCATCTGGGTTCTCACTGGCCATTGGCTTCTCATGGATGCACTGGCCATGGGCCTCTGT 

GTCGCCATGATCGCCTTTGTCCGCCTGCCGAGCCTC 

>SEQUENCE:6197:prostate_MPM2000-004P6_Table5 

GTGTGGCTAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTCTTGATGCCAAAATGACTTT 

ATACAACGAT TGTATTTG TGACTTTTAAAAATAATTATTTTATTGTGTAATTGATTTATA 

AATAACAAAAT I I I I I I I ACAACTTATTTCTGAGTTGTGCGTTTGTTTTGAGGGAAGGAG 

TGAGAGAA GGCAG GCAACAGCTTCACCCCTCTAAAAGTGGACACTCACACCAAACTCTGT 

GACAACGG I I I I I C ATTT AAAA ATGTTTC AG AG G CCG G J C AC AGTG G C AC ACG TGTGT A A 

TCCCAGCACTTTGGGAGGCCAAGGTGGGTGGATCACCCGAGGTCAGGAGTTCAAGACCAG 

CCTGGCCAACATGGCAAGAGCCTGTCTCTATTAAAAATACGAAAATTAGCTGGGCGTGGT 

GGCAGACGCCTGTAATCCCAGCTACTCGGGAGGCTGAGGCAGGAGAATCGCGTGAACCCG 

GGAGGTGGAAGTTACNGTGAGCCGAAATTGCGCCATTGCACTCCAGCCTGGGCAACAGGA 

GCGAAACTCCGTCTCAAAAAAAAAAAAAA 

>SEQUENCE:6198:prostate_MPM2000-004P6_Table5 

TCCTGTGTGTCAAACTACAGCTACGCCCGCGGTGGCGGCCGTCCGGGCTGGTACAGAAAC 

AACTC AGCGTTTG CCTTGTTTG AGC AC AGTTTG A AC ATTTG G C AGTG CCTG AGTG GTTG A 

AGT TTGG CCATTGGGATTGACCAAGATGTAGCTGTTGTTTGAGGTGCATACACTCAAGTT 

AG G TTTTC ATTCTTGTTTACCT ATT A AG GTAG GTTG C AG GTC ATCC AC AAG G ACTCATA A 

ATATA ATTAT GGA GTCCT TCTCAGGACATACTTAGTTCACTTTAACAATGCCTTCCCTTT 

GGTTATTTTCTCAATTTTGAGAGACTGGCCAAAACTTCAGTCACTGGTGTCACTATTACC 

CTTGCAAATGTACAGAGGTCTCTGGAAAGATTGGCAGACCTGCTAGGAAAGATCCAGAAA 

GCATTGGGAGAATATCTGGAAAGAGAGCGGTCATCTTTCCCCAGGTTCTATTTTGTGGGT 

GATGAAGATTTGCTTGAAATCATTGGAAACAGCAAGAATGTCGCTAAATTACAGAAACAC 

TTCAAGAAGATGTTTGCTGGAGTTTCGAGCATCATCCTGAACGAGGATAACTCTGTTGGT 

TTGGGTATTTCATCTCGGGAAGGAGAGGAGGTTATGTTTAAAACTCCTGTGTCAATTACT 

GAACATC 
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>SEQUENCE:6199:prostate_MPM2000-004P6_Table5 

GGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTATCCCATCGACTGCGTCAAGACCC 

GGATGCAGAGTCTACAGCCCGACCCAGCTGCCCGCTATCGCAATGTGTTGGAGGCCCTCT 

GGAGGATTATAAGAACGGAGGGCCTATGGAGGCCCATGAGGGGGCTGAACGTCACAGCAA 

CAG G CG C AG G G CCTG CCCACG CCCTTTATTTTG CCTG CTACG A A AAGTTAAAAAAG AC AT 

TGAGTGATGTAATCCACCCTGGGGGCAATAGCCATATTGCCAATGGTATTGAGCCTTCCT 

GTGCTGGTTCCCCCACTTTCCCAACTCTTTGGGCTTTGCTGCTGTCAGTGCTTTCCAGTC 

TCAGCATGGTTTGGAGCTGAAGCTTTGGGCTGGGATAGGCCAGATTATAAGGGAGGGACT 

TCCAAACCTGATGTTCTCAGACAACGGGCCGCTTCAACCCTGCCTTT 

>SEGUENCE:6200:prostate_MPM2000-004P6_Table5 

ACCGCGGGGGCGGCCGAGGTACATATATGTCACCTGTTGGCCCGTCAAAATGCATACTCC 

TTCTGTGACCAGCCAACAGGTGACATATTTGTATGCATTTTGACGGGCCTGGGCTTCAAT 

GGCTTTGAAGAAAAGGGCAAGGCAAAGTGGGATGCCTGTGCCAACATGAAGGTGTGGCTC 

TTTGAAACAAACCCCCGCTTCACTGGCACCATTGCCTCATTCAACATCAACACCAACGCC 

TGGGTGGCCCGCTACATCTTTAAACGACTCAAGTTCCTTGGAAATAAAGAACTCTCTCAG 

GGTCTATCGTTGCTATTCCTGGCCCTCTGGCACGGCCTGCACTCAGGATACCTGGTCTGC 

TTCCAGATGGAATTCCTCATTGTTATTGTGGAAA 

>SEQUENCE:6201:prostate_MPM2000-004P6_Table5 

GCGCGTAATACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTA 
CCAGCAGTCTCAGTTCTCCAGTTTTTTCCAAATAAATATTGGCCCCCGAGGAGTCCGTGA 
AGGACCTGATGCACACGGTCAGGTGCCGGGCAGGCGAGAAGGTGTTGGGCCGCAGGTTA 
A 

CGATGAGAGCACCTGTTGGGTACAACACGCCTCCATGTTTCAGCATCTACGTCATGGGCT 

TGGTTCTGGAGTGGATTAAAAACAATGGAGGTGCCGCGGCCATGGAGAAGCTTAGCTCCA 

TCAAATCTCAAACAATTTATGAGATTATTGATAATTCTCAAGGATTCTACGTTTGTCCAG 

TGGAGCCCCAAAATAGAAGCAAGATGAATATTCCATTCCGCATTGGCAATGCCAAAGGAG 

ATGATGCTTTAGAAAAAAGATTTCTTGATAAAGCTCTTGAACTCAATATGTTGTCCTTGA 

AAGGGCA 

>SEQUENCE:6202:prostate_MPM2000-004P6_Table5 

TTGG AG CTCCACCGCG G CG GCGGCCG AGGTACTCTCTTTCAGTAAG G AG ATTTCCAAG AT 

TCTGAGAAGTTCCTGCGCTCAGGCCTAGCTCCTCTGTGTTGCTTTGGGCCACCTGGGGCT 

GCACCCCCTGCCCTTTCTCTGCCCCATCCCTACCCTAGCCTTGCTCTCAGCCACCTTGAT 

AGTCACTGGGCTCCCTGTGACTTCTGACCCTGACACCCCTCCCTTGGACTCTGCCTGGGC 

TGGAGTCTAGGGCTGGGGCTACATTTGGCTTCTGTGGAAGCAGCTGGCTTCACTGCTCAG 

GTGATTATCCTGAACCATCCAGGCCAAATAAGCGCCGGCTATGCCCCTGTTTTGGATTGC 

CACACGGCTCACATTGCATGCAAGTNTGCTGAGCTGAAGGAAAAGATTGATCGCCGTTCT 

GGTAAAAAGCTGGAAGATGGCCCTAAATTCTTGAAGTCT 

>SEQUENCE:6203:prostate_MPM2000-004P6_Table5 

TATCGACTTACTGTAGGGCGAGATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACCCATT 

CCTGCCGTTGCTTCCTATCCTGGGCTTGGAAGAATCCTGGAAGAAAGGCCAAAGTGGGTT 

TGTGGAGTCCCCACTGCGGGACCAGCACGAAAGCTGCTTGTCTGCTTTGGCGGAGCTGAG 

CTGTGTATGGGATCCATGAGGCTGGGGTGATTTATTTTATGGGATTCCTGGAGCGCAGGG 

CTGGTGAATCCATGACAAGGTCCGGGAGCAGCACACCAAATCCACAGCAGCCTCCTATTA 

AGTT A AC AA ATAGTTAAG CA ACTC G G G CT AC A AACA A AG ACTTTG CTACCTTCCTG CTCC 

ACAAGCCCCAAGTAATTAGCCTTCTGGAGCTGGCTCTTAGCTGAGGCTCCTGCTACCTAC 

TGCTCCAGCCGCCCCTTCCTAGGTTACAAGTAAATCATTGT 

>SEQUENCE:6204:prostate_MPM2000-004P6_Table5 

AGCTCCACCGCGGTGGCGGCCGCTCTGGCAGGTACTATACCTTCCAAATGCCCAAGGCAG 

ACACACCCCTACTCAGATCCCTATTTAGGACCTAAGCTGTGCCATTTGAACAGCTACTTC 

CAAGTTCAGTCTAGATGAAACCGACACTTGACCACACACAAAGGCTATCACTGCCTTGAG 

GGGTGCAGACCGCAGAATTTTCACAGCAGGGGCTCTTGGAACTCTGGAAACCCCCTTCTT 

AAATTTGGGAGGAGGAGTATGCCTTTGGTGTCCCCCTCCCAAGGGGCAATTCTGAACCCC 

ATCTTTGGCAGGCATACATATTTCACTGTTTCCAAAGCTATCTACTCTGCCAAACAACAC 

CCAGTCCTATTCCAAACTCTCAACGATTCTATCTTGTTCCTG I I I I I CTATGTATTTATG 

GTTGCCGTTTGTGTCTGATTTGATTTTACTGTTTTTTCCCTGATTTT 

>SEQUENCE:6205:prostate_MPM2000-004P6_Table5 
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TCATAGCTGTTTCCTGTGTGTAGACCAACAGCCACACCTCGGGGGCATCCCTCTTTCCTG 

GTACAAAAAAAATGCCCAGCTCATCCGTCCAGTCCCTGTTGACCACGTTGACGCACATCT 

CGCCATTGGCGCCCACGTTCGGGTGGAAGATCTTGGTCAGGAAGTAGCCCTTGGGTGGGG 

AGGCAGGGAAGTCCTTCCCCACCAGGAGTTTCATGCGGAACAGACCTCCAGCATATGGGG 

TCCCCTCAGGGCCCTCGATGGTGACCTGGAGGTCCGTGAGGTCCTCCTCTTTGGGAAAGA 

CCTTGATGCCTCCGGTGGGTCTGCGTCAGTGTCATCACCTCCTTGTACCTTGGCCGCTCT 

AGAACTAGTGGATCCCCCGGGCTGCAGGACTGCGATATCAAGCTTATCGATACCGTCGAC 

CTCGAGGGGGGGCCCGGTACCCAGCTTTTGTTCCCTTTAGTGAGGGTTAATTGCGCGCTT 

GGCGTAATCA 

>SEQUENCE:6206:prostate_MPM2000-004P6_Table5 

GACTTACTTTTTTCCTAATTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGA 
TTCCCCCGGGCTGCAGGAATTTCGATTATTCAAGCTTATTCGAATCCGTCGACCTCGAGG 
GGGGCCCGGTACCCAGCTTTTGTTCCCTTTAGTGAGGGTTAATTGCGCGCTTGGCGTAAT 
CATGGTCATAGCTGTTTCCT 

>SEQUENCE:6207:prostate_MPM2000-004P6_Table5 

CGCGCGTAATACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGT 
ACTTGAACAAGGAAAGAGACGGCTGTGCCATAAACAAGGAATCACAGGAAAACTCAGAAG 
TGCCCGCCCTTCTTTCTTGCTAGTTTCGTGGTATGTTCTGCTTTGCTTGTCTGTTTTGGT 
G G AC AC AC AGTGGTG CCA ATTCGTATTTCCTA AAAG AG CC AC ATTG G CTG CTTGT A AAG A 
GACCTCTCATTTGAACAGTGTTGGCAAGATCGATTGTTCTGGTTCTAGACAGAGCCCCAT 
G G CTCCCACCACCTGG ACAG GCTTAAGGCATATGG G GGT ATCTAATGTGTTTACAG AAG C 
CAAGGCAAAAGAAAAGCTTGCGAGCTATGAATTTGCTTTTGCCCAATAAGCT 
>SEQUENCE:6208:prostate_MPM2000-004P6_Table5 

ACTCGTTATACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCCCGG 

GCAGGTACAACTCCCGAGCCTTGGATTCTGATAACTGGACATTTTTCAAGAGTGGTGCAG 

GCATGTCATCTTTACCGATGAAACTCATGACAAGAACATGACTTCTTAGCATTATTGGTT 

CTGGACATGGTATCTCTGCTGTGTTTAGCCTGATTAAGTTCCTCATTTCI i I I ICTGCCC 

AAGTTTTCACCATTTTCCTAGGGTTTCCTTTACAATAGCCATGACGAAATATATTTATCC 

CGATCTTTGAACACCAAAATAGAAGTTTTATAAATTTTGATTGCTCTGCTCTCTCCATTT 

GCTGTGCTAGCATGGTATACATTAGCTTCTTTTCCTGTGCTAATGCAGCCATTTATCTCT 

GTTATGATTCCTCTAGTCAACATCTTGAATAAAATCATTCTTGTTCTGGGATCCAACACC 

TGTTCTACAGTTG 

>SEQUENCE:6209:prostate_MPM2000-004P6_Table5 

TGGAGCTCCACCGCGGTGGCGGCCGGGTGCAGTGGCTCACGCCTGTAATCCCAGCACTTT 

GGGAGGCCGAGGTGGGCAGATCACGAGGTCAGGAGATCGAGACCATCCTGGCTAACACAG 

TGAAACCCCGTCTCTACTAAAAATACAAAAAAATTAGCCCGGCATGGTGGCGGGCGCCTG 

TAGTCCCAACTACTCAGGAGGCTGAGGCAGGAGAATGGTGTGAACCCGGGAGGTGGAGCT 

TGCAGTGAGCCGAGATCGCGCCACTGCACTCCAGCCTGGGTGACAGAGCGAGACTCCGTC 

TC AAAAAAAAAA AAA A AAAG CTCT ACCTCCTG CTTG ACTGG C AAC AC AG G ATGTCTTGTG 

C AGC AAGT ATAAAG G ACAAAAACACA AACAT ATAACACTTTCCAGTGG G GCTTCCATC AG 

TCCCCAACCGGACAGTGCCCCCTAAACCATAGACCCCACAGAG 

>SEQUENCE:6210:prostate_MPM2000-004P6_Table5 

TTGGAGCTCCACCGCGGTGGCGGCCGAGGTGCGTTGCGCAGAAGGCGGCGGCGGTGGTG 
G 

CTTGTGGTGCGGCCTCACCATACAGGAACAGGGCAGACGTTAGCGTGAGTGATCACTCTC 

AATCCCGGGGACCCGGTGGCCTTAGTCTTTCAGGTGGAACGGTGTGCGACATGGGAAAGA 

AAACCAAGCGGACAGCTGACAGTTCTTCTTCAGAGGATGAGGAGGAGTATGTTGTGGAGA 

AGGTGCTAGACAGGCGCGTGGTTAAGGGACAAGTGGAATATCTACTGAAGTGGAAACCTT 

TGCCAGAAATACATATACCTTGTATATTAAATCTGAGTCTCAGATTTAATCATCGAAGCG 

TAGCTGGGTTAAGAAACAGTCTGATCGTAAGGATGTTGTCGATTCTGACCCATGGATGAC 

CACAAGAAAAAGATATTTATTTCTGCCTGGATAATTGA 

>SEQUENCE:621 1 :prostate_MPM2000-004P6_Table5 

TAGCTGTTTCCTGTGTGTAGACCGACAGCCAGTAATCATGGTCATCCCTGTTTCCTGTGT 
GTAAAACAACGGCCAGCAGGAATGGGCTTTCATGCTTCTTGATACCAAAAACCTACAGGG 
GGGGCCCGGTACCCAGCTTTTGTTCCCTTTAGAGAGAGGGAATTGCACGCTTGACGTAA7 
CATGATCATAATTGGATCCTGGCCAAGTTGAATTATGTGGAAGGTGATTATAAAGAAGCT 
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CTGAACATTTACGCCCGGGTGGGCCTGGACGATCTGCCACTGACAGCTGTCCCGCCCTAC 

AGGCTGCGGGTGATCGCAAAACCCTACGCTACCAAAGGACTTTGTTTGGAGAAGCTGCCT 

ATTTCTTCTTCTACCAGTAATCTCCATGTGGACCGGGAACAGGATGTCATCACCTGTTAT 

GAGAAAGCAGGGGACATCGCACTCCTGTATCTCCAAGAGATAGAAAGGGTAATA 

>SEQUENCE:6212:prostate_MPM2000-004P6_Table5 

ATAGCTGTTTCCTGTGAGGAAAAGAGGAGCTACACCGCGGGGGCGGCCGTCCGGCCTGGT 
ACACGTATGAATAATAGCACAAAATAATGAAAAACAAACAAAAAACAAAACAAAAAAACC 
CCAATCTCCCAAATTAATGACTATTTACAAATTCCGAACCTATTTCTACTCAGTAATTAT 
TTAGACAGATGTTTTCCTTGTTACTATCACTATTTGATCATAATTCCTGATTCTCCGTTT 
TTGAGGATTATGACTGTATCACGTAACTATTTCTTTTCAATAGTTTTCATAGTTGTCATA 
CACAAAGAAAGGCTCATTCCTCTAATAAACCACAATCTAGTTAGCTGTCACCCTGCAGCC 
G AAC AGTTTCCAGTTCTTG CCTGT A AT AT AC AG AG C AG CCTC A A ATGTCTGTATGCAAAT 
A I I I I I I CTCTTACATTATTTTCCCAGAATGTATTCCCCAAAGTGAGACAACTGATTCTT 
ATAATCA I I I I I GTCATTCTTGCAAAGTCTAGCCAAATTATTCTCCAGGATCATTTTTAT 
AGTGCCAGGAGTCTATTTCTCCGCAAGATTTCTCACCCATTTATTTAACATTTAI I I I IG 
ACCACTGCAAGTGGATTTAATTATTTATTT 
>SEQUENCE:6213:prostate_MPM2000-004P6_Table5 

AATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACTTCAGCGTTGGGAGCCAGGTGTCGTG 

CCGGACGTGCCAGGAGCAGCGGCTGCAGGGCGAGGTGGTAGCCTTTGACTACCAATCCAA 

AATGCTGGCTTTAAAATGTCCCTCTTCCAGTGGAAAGCCCAACCATGCAGACATCTTGCT 

CATAAACTTACAGTATGTTTCAGAAGTGGAAATAATTAATGACCGAACAGAAACCCCTCC 

TCCCCTAGCTTCACTCAATGTTAGTAAGCATTAAAGACTGTAAATGGCAAGAAAAAACAT 

CGTAGTCATGGAAGAAGTTGTTATTACACCCCCATATCAAGTGGAAAACTGTAAAGGCAA 

AGAGGGGAGTGCACTGAGCCATGTACCTGCCCGGGCGGCCGCTCTAGAACTAGTGGATCC 

CCCGGGCTGCAGGAATTCGATATCAAGCTTATCGATACCGTCGACCTCGAGGGGGG 

>SEQUENCE:6214:prostate_MPM2000-004P6_Table5 

CTCACTATAGGGCGAATGGAGCTCCACCGCGGTGGCGGCCGAGGTACCCAAGTCGGGGA 
C 

TTGAAGTTGGACGGAGGAAGACAATCAACTGGTGCAGTGAGTTTGAAAGAGATCATTGGT 

CTGGAAGGTGTGGAGCTGGGTGCTGATGGGAAGACTGTTTCCTATACCCAATTTCTGTTA 

CCCACAAATGCCTTTGGAGCCCGGAGAAATACCATAGACTCCACCTCCTCTTTCTCCCAG 

TTCCGTAACCTGAGCCACCGCAGCCTCTCCATAGGCCGGGCAAGCGGCACCCAGGGGAGC 

CTCGACACAGGTAGTGACCTGGGAGACTTTATGGACTATGACCCAAATCTCTTGGATGAC 

CCCCAGTGGCCTTGTGGCAAACACAAACGCGTTCTGATCTTCCCTTCCTACATGACAACA 

GTGATTGACTACGTGAAGCCCTCGGATCTCAAGAAGGACATGAACGAGACCTTCAAGGAG 

AAGTTTCCTCACATTAAGCTGACACTCAGCAAAATTAGGAGTCTGAAACGAGAGATGCGG 

AAGCTTGCGCAGGAGGACTGTGGCCTTGAGGAGCC 

>SEQUENCE:6215:prostate_MPM2000-004P6_Table5 

GAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACTTCATTAACAAGTCAACGCCGTTTC 

TGTCCAGTGACTGCACAGCCTGCTCAATCTCACTGCTCTTGAAGTTTGTGAGCACTTTCA 

GCACCACGCCCTGGGCTCGCTCCTTCACAGCTTGATTCTTGGTGTTGACGGGAGAGTTCC 

GCAAGGCTGCATGGAATGCCCGAAGCATGTCCCCTGTGCATCACCACCAGTTAAGGATAG 

CTAGGCTCAAGCACATCCATGCCGTCATGAACAAGCTCACTTCAGAAACAGCTCAGGAAC 

AGAGTCAGATGGGATCTCATCCATACCACCCACCTTCCACGGCTTCCAGGGGGGCAGAGA 

CGGTTTACAGCCTGCACAGGGAGGCTGCAGGGCACCTCTGCCAACCATGCAAACCCTCCT 

TTCAACTCCCTCTCTACCTTCCACGTCAAAGCAACTGTCCTGGAGGGGTAACTTGATGTA 

AAATTGGATTGTGCTCACTTGCACCTGCTTGGTGCTGAGCACTGTATCTACCCTACTGGA 

TCCTCACAGCACCCGTGTGAGACAGGAGCCCAGGGGAGAAAGACAG 

>SEQUENCE:6216:prostate_MPM2000-004P6_Table5 

TATACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACTGCGA 

TATCCACATATTTTTGAGACAAATTCCCAAGCCAGGCGAATGTGGATTGGAATAAAGACA 

TAGGCAGTGTATACCACCATAGCAATAATGGTTAGTAAGATGGTGTTAAACATAGATCGC 

TCCCAGGGCTCTAAAACAGCACAGCAGCTAATGATTTGGTATTGATAGTAGAGCCAGGAG 

AAATATTCCTTCACACGCCTCAAATCCATGGCTGGCTCCTTCAAGCTGCAGTAAGTTTGA 

CCCAAGAAAGTGCAGGTCTGGTTGTTCAGCCTTGCTCCTTCGCGAAATGATCCTGTGCGG 

GTTAGTTCTCCTCTCTGGGATGCTGTTTCCTCATCTCCCAGGTGGGTGTATCTCCCTGCG 
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GCTTACGTGAGCGCCGAGGCTGTGGCTCCTCCCCAGCTGC 
>SEQUENCE:6217:prostate_MPM2000-004P6_Table5 

TTGGAGCTCCACCGCGGTGGCGGCCGGCAGCCGGCAGCTTTGCAGCGGTGTGTTCTAGGT 

CAGTGGCTTCAAAGACTCCAGTTGGATTCATTGGACTGGGCAACATGGGGAATCCAATGG 

CAAAAAATCTCATGAAACATGGCTATCCACTTATTATTTATGATGTGTTCCCTGATGCCT 

GCAAAGAGCTTCAAGATGCAGGTGAACAGGTAGTATCTTCCCCAGCAGATGTTGCTGAAA 

AAGCTGACAGAATTATTACAATGCTGCCCACCAGTATCAATGCAATAGAAGCTTATTCCG 

GAGCAAATGGGATTCTAAAAAAAGTGAAGAAGGGCTCATTATTAATAGATTCCAGCACTA 

TTGATCCTGCAGTTTCAAAAGAATTGGCCAAAGAAGTTGAGAAAATGGGAGCAGTTTTCA 

TGGATGCCCCTGTTTCTGGTGGTGTAGGAGCTGCACGATCTGGGAACCT 

>SEQUENCE:6218:prostate_MPM2000-004P6_Table5 

GAGCTCCACCGCGGTGGCGGCCGCCCGGGCAGGTACATAAAGGATGCTTAAGGGAACATG 

CGGACATGGATTACTGTGGACTCACTGCTGGCTGCACACCCCCTGGCCAGCCATGCGGCC 

TCCGTGGGTTCTGAACATGTTGATGGTGCCAACCTCCTGGGCCGAAGTGGAAATGGAATG 

AGTTCTAGGGCATCTGTCTCTTAGATCATGTTAATGTTTGCTGTG I I I I I I CTGTATTGC 

TCTGTTAGAGTAATAAGAAACGTGATGGTGTTTCTGGCCTCAGGTGCGGATTGATGAGTA 

CCTCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAATTCGATATCAAGCTTAT 

CG ATACCGTCG ACCTCG AG GGGGGGCCCG GTACCC AG CTTTTGTTCCCTTTAGTG AG G GT 

TAATTGCGCGCTTGGCGTAATCATGGTCATAGCT 

>SEQUENCE:6219:prostate_MPM2000-004P6_Table5 

GCGTAATACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCCCGGGC 

AGGTACAAACCAGCCAACCCACCACCCAGGCCACCATCCACCTGCCCTGATCACCCAGGG 

CAGGGTATCGGACAACTCAGGACAGCCCCTGTGCCCCAGAGCCTGCTGAAATGGCGCAAC 

CAGCCACTCTTTACCCTACCTTATCCCACAGAAAACACAAGGAAGCCGCTTGCTCGTGGT 

CT ACCTCCTG G G CACC ATTG GTGCGTCCCC ATGTG G CCCCTGTG GC ATGCCCCCTCCTCT 

GGGGAAGCT GTGAGTATAACAAGTCATCTTCCTTTCTTTCTTTTTTCTTTTCTTTCCTTT 

I I I I I I I I I I GAGATGTAGTCTTACTCTAGCCTGGGCGACAGTGAGACTCCACCTCANAA 

A AAA A A AAA A AA AAAA AA A AA AAAAAAA A AAAAG GTC ACG CTG GG CCCCTCTCT AC AG GG 

GGACACACAGGCTTAGTTTAGTATATGTCTAACCAGATTTTGCATGTCAAGCA 

>SEQUENCE:6220:prostate_MPM2000-004P6_Tabie5 

GGAGCTCCACCGCGGTGGCGGCCGCATGAGCATCAAAGCCTACGTCAGCACTTTAATGGG 
AGTCCCTGGGAGGACCATGGGAGTGATGTTCACGCCTCTGACAGTGAAATACGCGTACTG 
TGTGCAGCAGCTCAAGGAATTTGATGGGAAGAGCCTGGTCTCAGTTACCAAGGAGGGTCT 
G GAG CTG CCTG AG G ATG AG GAG G AG AAG AAG AAG ATG G AAG AG AG CAAG G CA AAG TTTG A 
GAACCTCTGCAAGCTCATGAAAGAAATCTTAGATAAGAAGGTTGAGAAGGTGACAATCTC 
C AAT AG ACTTGTGTCTTC ACCTTG CTG C ATTGTG ACC AG C ACCT ACG G CTGG AC AG CCAA 
TATGGAGCGGATCATGAAAAGCCCAGGCACTTCGGGACAACT 
>SEQUENCE:6221:prostate_MPM2000-004P6_Table5 

TAGCTGTTTCCTGTGTGGCAAAGAACAGCTACACCGCGGGGGCGGCCGAGGTACCTCTTC 

AACACAG GCATTCGG AAGTTG CCTGCCAGTGTAG CCAG GT AAG GCCGTATGCCTG G G AAC 

TTCTTGCTCACTTCTGTGGCCTCTGNTGCCCCTAAGTTGCGGAAGGCACCCAGGCCCATG 

ATACCATGGGGGTGGTATCCAAAGATATAGTTCCTGGTGGTCAGCAGGTTGTGTGTCTTC 

ACCAGCTGGATGGGAAAGTAGTCTCGAAAGTAGCGCCACACAGCCCAGTTTCGGACCCAC 

TGTGACCTCCTGCCACCTTTCTTGGGTGTGTTCCAGTCAAACACCAGCCAAGTGAAGTAG 

AGCACAGCGATGAGCCAGCAATCAGTGCAGAATATGTACCTGCCCGGGCGGCCGCTCTAG 

AACTAGTGGATCCCCCGGGCTGCAGGAA 

>SEQUENCE:6222:prostate_MPM2000-004P6_Table5 

ATCGACTTACTGGTTGGCTGATTGGAGCTCCACCGCGGTGGCGGCCGAGGTAGCTGTGCT 

ACGTCGCCCTGGACTTCGAGCAGGAGATGGCCACCGCCGCATCCTCCTCTTCTCTGGAGA 

AGAGCTACGAGCTGCCCGATGGCCAGGTCATCACCATTGGCAATGAGCGGTTCCGGTGTC 

CGGAGGCGCTGTTCCAGCCTTCCTTCCTGGGTATGGAATCTTGCGGCATCCACGAGACCA 

CCTTCAACTCCATCATGAAGTGTGACGTGGACATCCGCAAAGACCTGTACGGCTGAGGTC 

AGTCCCCATCCAGAGTCTCTCANAGCTGGAGAGGGCCCGGCTGCAGGAAGTGGCTTTTTA 

TCAGTTGCAACAGGACTGTGACCTGAGCTGTCAGATCACCATTCCCAAAGATGGACAAAA 

GAGAAAGAAATCTTTAAGAAAGAAACTGGATTCACTAGGAAAGGAGAAAAACAAAGACAA 

AGAATTCATCCCACAAGCATTTGGAATGCCCTTATCCCAAGTCATTGCGAATGA 
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>SEQUENCE:6223:prostate_MPM2000-004P6_Table5 

AATTGGAGCTCCACCGCGGTGGCGGCCGCCCGGGCAGGTACCTGCTACTTTTTAAACAAT 

TTCAACTGCAGCTCTCTTTCACTAAGTAAGATGGGTAAAGCATGCCATTTCTGTTTTCTT 

G AG ATTTTTACTTTTTAG AAAC AC AC ATG CTTCC ACTG CCATCTG AC ACTTCTCC AC ACG 

CTTTCATCTTGTAAACCTGAATTCTATTTCGAGTACTATTCTAACATTGCGCTTTATAAG 

GGATGATATTTCTACCACCTCACTCATA I I I I I AGCTGAAATGATTTTCCTGGTATGTCT 

GTTATTTTGTGGAAAAAGAAATATTGTGTAAAATGGGTGCTGCCAAAATTCCAGGCCATT 

TTGCAGGGACTCTGAAGTGACCTTTAGTAGTAATAGTCTTATGTGCAGTAACTATAATGG 

TAAAGAATGTTAAATAATAAAATTTAACATTT 

>SEQUENCE:6224:prostate_MPM2000-004P6_Table5 

CTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACTTGAAACACCTC 

CTTTGCATTTCTCCATTTGTGCCATTCACTAGTGGAAATAAATTGTATTATACCATGATC 

T ACTG G CTTTTTAAAACTGT ATT AAATATGCACATTTTTG GT AT AG CTATT ATCATTTGT 

ATGTATATATTGTATATACATATGAGTGTCTGTATGTGTGTATAGATGGATTAACCAGCC 

CCAGTTCCGGGCTGTCTTGGGGGAAGTGAAACTGTGTGAGAAGATGGCCCAGTTTGATGC 

TAAAAAGTTTGCAGAGACCCAACCTAAAAAGGACACACCACGGAAAGAGAAGGGTTTCAC 

GGGAAGGGAAACAGAAGCCCCAGGCTGAGCGGAAGGAGGAGAAAAAGGCGGGTGCCCCT 

G 

CTCCTGAGGAGGAGATGGATGAATGTGAGCAGGCGCTGGCTGCTTAGCCCAAAGGCCAGG 
ACCCCTTCGCTCACCTGCC 

>SEQUENCE:6225:prostate_MPM2000-004P6_Table5 

CGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCCCGGGCAGGTACCT 

G CC AGCCGTCTC ACTGG G CCGG ATG ATCTTC ACCACCTG CCCACG CTTTATCCC AA AGT A 

GCGCGCCACAGGGTCCCCCGCCTGGATCCTGGGCAGCTGGTTCTCTCGGAGCTTATATCG 

GGCCAGCAGCTCTGTCACCTCCTCCTTGGTCATGACGACGTGCTCAGGGACTAGCTCGTG 

CTCCGTGATGTTGATGAGCAGCTCCTGCTGTAGAAACTGCTCCAGGATGTACATTTACAA 

AGATGCGTTCAAATAGTGCTCTAAGAGTTTTGTTCAGTGGCTCACTTCGGCTAAAATGCA 

GAAATGCATGCTGTCAGCGTTGGTATTTCACATTCAATGGAGCTGAATGTTCAGGACCTC 

TTCCCATTGAAGCTATAATTTATTTGGACCAAGGAAGCCCTGAAATGAATTCAACAATTA 

ATATTCATCGCACTTCTTCTGTGGAAGGACTTTGTGAAGGAATTGGTGCTGGATTAATGG 

ATGTTG CTATCTG GG 

>SEQUENCE:6226:prostate_MPM2000-004P6_Table5 

GGAGCTCCACCGCGGTGGCGGCCGAGGTACTTGCTTGTAAGCATGAGGAGGGGGTTTTGA 

TGTGGGTTGGGTTTTTATGTACCCGGGATGCCCGTTAACTAAAAGCTTTGCAGAAATAAG 

AAGAGGCTGCTCCTGTTAGAGCGGCTTGACTAGCTGGTCCACTCCGGGCCTCAGTCTGGG 

GGGCTGGCGGGCAGGTTGCAGCCTCTCCGTGATGCAGCGCAGCCTTGGATTCCATTGGAC 

CTCTTAGTCTGGCCCTCATTTTTGAAGCTAACAGAAACTGTCTGTAGTGACTCTTGGCGT 

ATGCTACCTGGGAGGAAACGCACTATTTGTGTCTTGGAATTAGCCCGCATTAGACGATAA 

AG C AC A AACCCTTGTAAATG AAATG CG G CCCC ACGG G CAG CTGG AC AG A 

>SEQUENCE:6227:prostate_MPM2000-004P6_Table5 

CTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACTGAAGAT I I I I I ATTT 

C ATTGGTAGTTCTTTTCCTTTTG AAAG GTG ACTTTG G C ATATC AG CCAC AGGG ATCATTT 

GTTCTCCTGGACGAACCCACATGATGGGACCATCATCACTATCTTTTCGACTCTGTAATT 

TTAGACTAGATAGCGTCCCCCATGGCAGTGTACCACGCACAGGAGCCGTCACTTCTCTTG 

ATGCAGGCGAAGAACTTGGCCTGGTGCCCGTTGATGTTCTTCTCTGTGACCCAGTCCATC 

CAGAGGCACTCGTCCGGGGAGGAGATGTAGCACGGGATCATGGGGCAGCGCGTGATCTTG 

CACTCGCAGCCCATCTGGTACCTGCCCGGGCGGCCGCTCTAGAACTAGTGGATCCCCCGG 

GCTGCAGGAATTCGATATCAAGCTTATCGATACCGTCGACCTCGAGGGGGGGCCCGGTAC 

C 

>SEQUENCE:6228:prostate_MPM2000-004P6_Table5 

GGAGCTCCACCGCGGTGGCGGCCGAGGTACTGACATGGCTGATACGGTTCTCGTGCTCTG 

GCTTGACCAGCACTGCCACCTTGATATTCCACAGTGATTGCATGGCAATCTGGGTAGAGA 

GTGCATGGTCACCACTGCCCTGCTGCACCCACTGCCTGCATTTCCCCCTGCACTATAAAT 

AGACTTTTGTGTCCATCACAGGGTAGGAAGGCTTGCCACCCCTCTTCCTGACGGACTGGA 

GAGAAATGGTTCCTCTCGTGGCATGAAGGACTCAGGTCAGATCTCCCAAAGGATATGCTC 

AGGGACCAGAGAAAAAGCCAGTGAAGCTGTGCTCCCAGGGTTGCCCATGAAGTCAAGTAA 
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GCTAG7TTGGAGGTGGTGTGTGAGGACAGGGTCCTGGACAAGA7GACCCCCCCTCACCGG 

GCGGTAATCCAGATCCGTAAGCTCCTTGAGGCCCCC 

>SEQU E N CE :6229:prostate_M PM2000-004 P6_Tab!e5 

ATACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCCCGGGCAGGTA 

CCCAGTATGTGCAGGGAGACGGAACCCCATGTGACAGCCCACTCCACCAGGGTTCCCAAA 

GAACCTGGCCCAGTCATAATCATTCATCCTGACAGTGGCAATAATCACGATAACCAGTAC 

ACTTACTGCAACTGCATGTTGTCTAAAATAGTTTTTCTATAGGATGTATATAAAAACTAA 

TCCCTCTTGAGCTGATTTATAATGTGTGTATATAGCCACACATAAAAAGCTAGTAATAGT 

AGGGCTCTCAGAAAATACTTTCCAGTTGTCTAACCTTGAATGTTATTAACTCTTCTATAT 

TACAGGAGATACAACTCGTCAACGAATCAAATTCAGTGATGACAGAGTATGCAAG 

>SEQUENCE:6230:prostate_MPM2000-004P6_Table5 

TAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACTTGTATCCACCTCTATGAT 

CTCAAACCTTCCCATGGAAAATGTCTCAGCTTATCCCCAAGCAGCTGTTTCCCCACCACA 

GATGGATGCCTGTACAGTTCTCCTTAGCAAGTGATAAGTTGTGTATGGGTTCTAAAGGAG 

GGAAAATCACAGAAAAATGTTGTCCTGTTTTGAAAGTGTTTTAATTAGACAAAAGCATCA 

G G AC AAACC ATTTT AAAAACA ACGTCTTC AACTTG G GTGTTG AG ATTG G C AAAAG G G G AA 

GCAAGGGAAAAGCCAAGGAAAGATAAAATATTCAGAAGAAAGTCAAAGTTATCTGCAATT 

ACATGTTAGAACAGATTTTGCAGGTTAAAAAGATGTTGCTTAAATATATTCATAAGCCTG 

TTGTAAGATTTTCACTTATGCAGTTTCAGAAAATTTAGCTGCTTAACATATGACAGAACT 

GTATTTTAACAAATGACATTAAAAGTCAGGGGAGCTACTCAGTTAATTGATAAAGTAGAG 

GCAACGTGGGGGAGCCCTCCCCACGTTTATTGAAGATTTGTGGCTCCCCC 

>S EQ U ENC E :623 1 :prostate_M PM2000-004 P6_Tabte5 

CCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGGTCGACGGTATCGAT 

AAGCTTGATATCGAATTCCTGCAGCCCGGGGGATCCACTAGTTCTAGAGCGGCCGAGGTA 

CACAGTTTCCTTAGGGGTTGTTCTAAGTATTGCCATACACATAGGTAACTTATCACAGCT 

TACTGGTGTCAATGTTTTACCACTTCCAGTGAGGTGTAGAGACCTTACCTCCATTTAGAT 

CTCTGTATCCCCTCCAGTTTTAAAATACAATTATCTTAAGTATTTCTTCCACATGCACTG 

ACCAGCACCATCAGATGTCATTATAACTTCTGCATCACCATTTCTTTCATATGATGAAAG 

AAGCTCATGAGATAAAGAATAGTCTAGTATGTTTACTTCTAI I I I I ACTCATCCTGTTCT 

CCCTGCTCTGAAAATCTCAGCTTTGGGCTTTTACCATTTTCTTTCTGGTGGAGAAGTTCC 

TTTAGCTATTCTTTAAGGGTAGATCTACTAGAAACAAGTTCTCTTAGTTTTCCTGCAGCC 

ATGCTGGAGACCTGCATGCCTTAAAGTCATCAGTGGCTGAGCCTCCTGGAAGACCTAGCA 

CTACCCACGTGGCACT 

>SEQUENCE:6232:prostate_MPM2000-004P6_Table5 

GCGTAATACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCCGCATC 
CAGTCGTCCCAGAAGGCCTTTGGCCACTTGGGCTCCAGCTCAGCCCAGAGCTCGGCCAAC 
AGCAGCCAGCCCAGGCCAGGGAAAAAGTCGGTGCGGTAGAGCAGCTCAGGCCTGCTGGC 
G 

TCCACCATCTGCTCCTTGCCGTTGTCATTCCAGGCCGAGACGCACCACAGGGAGGGGTCG 

GCCTTCAGCAGCGGATAGGTGGCCCGAAAGTACGCAGACCCAGTAGCTGACCTGCTGGAC 

AAATGGGGGGCCTTCCGGGCCCGGCTGTTTCGAGAGTCCTGCGTCTTCCACCGGGGGAAC 

TACGTGAAGGACCTGAGCCGGTTGGGTCGAGACCTGCGGCGGGTGCTCATCCTGGACAAT 

TCACCTGCCTCCTATGTCTTCCATCCAGACAATGCTGTACCTCGGCCGCTCTAGAACTAG 

TGGATCCCCCGGGCTGCAGGAATTCGATATCAAGCTTATCGATACCGTCGACCTCGAGGG 

GGGGCCCGGTACCCAGCTTTTGTTCCCTTTAGTGAGGGTTAATTGCG 

>SEQUENCE:6233:prostate_MPM2000-004P6_Table5 

GGAGCTCCACCGCGGTGGCGGCCGAGGTTCTAAACAGATGGATTTACTGCAGGAATTCTA 
TG A A AC AAC ACTG G A AGCTTTG AAAG ATG CT AAG AATG AT AG ACTGTG GTTT AAG AC AAA 
CACAAAGCTTGGAAAATTATATTTAGAACGAGAGGAATATGGAAAGCTTCAAAAAATTTT 
ACGCCAGTTACATCAGTCGTGCCAGACTGATGATGGAGAAGATGATCTGAAAAAAGGTAC 
AACAGGCAGCAAGCCATGTATTTACCATGGCGAGGGTCACATTTCACCATCTGGTTGGCT 
G G CTC AA AG CA AG C ATTG GTG ATCTCTG CT AC AG AAAG CTGTTC ATG GTAG G CTTTCTC A 
GCAGAGATGACAGGGGCATATGTGGCCAAAGGGAAGTGGATGCGGGGGTAGGGCACCAG 
G 

TTGGTCTG G AATTCTGTC AG GTCAACATTC 
>SEQUENCE:6234:prostate_MPM2000-004P6_Table5 
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TACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCCCGGGCAGGTAC 

TCCTGTCATGGAGTGCCCACCATCGAATGGACATATTCATCCAATTGGGGAACGCAGAAG 

ATCGTGGAGTGGAAACCAGGGACTCAGGCCAACATCTCTCAAAGCCACAAGGACAGAGTC 

TGC ACCTTTG AC AACG G CTCC ATCC AG CTCTTCAG CGTG G G AGTG AGG G GTTCCG G CT AC 

T ATGTC ATC ACCGTG ACGG AGCGCCTG G G G AG CAG CC AGTTTG G C ACCATCGTG CTGC AC 

GTCTCTGAGATCCTCTATGAAGACCTGCACTTTGTCGCTGTCATCCTTGCTTTTCTCGCT 

GCTGTGGCCGCAGTATTAATCAGCCTCATGTGGGTTTGTAATAAGTGTGCATATAAATTT 

CAGAGGAAGAGAAGACACAAACTCAAAGAAAGCACAACTGAGGAGATTGAGCTGGAAGAT 

GTTGAGTG 

>SEQUENCE:6235:prostate_MPM2000-004P6_Table5 

GTAATTGATTTTAAAAGTTTCTGTTTAAAATATTTGGCTATGTTTTAGACTATGGAAGAA 

TGAACTTTGCTTCTCTGGATAAGAAAGTCACATACATTGTTCCAGCTCCAAGTTTGTTCG 

GCCCTCGCCACAAGTGGATGTAGCGTTTGGCCCTTTGTGTGCCTTGCTGGTGACTCTGGT 

TTTGGGAGCTCGGATATGTCCCAAAAGCAAGCTTATGGCACTTCTGTAACTCCCTTGCTA 

CCCTTCCTTTGTGTCTAGATAAGTGACTGACATGCTTTTCTTTGGTCTCAGGAAAGTGGG 

G G CTCAGCAAGAACTG ATTACCG AACCATTCA ACTAGCCAAGGAAAAAA 

>SEQUENCE:6236:prostate_MPM2000-004P6_Table5 

GCGCGCGTAATACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGG 

TACAAGCT I I I I I 1 I I I I I I I I I I I I I I I I I I 1 I I I I C I I I I I I I I I I A I I I I I I I I I I I 

T I I I I I I I I ! I I ATA I I I I I I I A I I I I I I I I I A I I I I I I I I ATA I I I I I I I I ATT ATT AT 

TC I I I I I I I I GTTTG AC AAT AAAG GTAAAAAAG ACTTGTTG G ATG ATTGT AAAA A AG G G G 

GGGAAAAAAACAGTAAAAAGAAAAAAAAAAACGCAAGCAAAAAACCAAAGAAAAAGGGGG 

CATG AAACCT AAAAAAA AAA AAG G G GTT AAAA ACG G G G AAAG AAAA AA AC AATCG GG G G G 

GGGGAAGTCAAGTATATGCCCGAGAAAAAACAAAGGAAAGAAAGATTGAGCTGGCCGCAT 

AAAAAAAAAGTTTGCTGATTGGGGGGCCCCCAAAGGGGGAAAAAAAAAAAAAAAAACTAC 

AAACACTTAAAAAAAGGGGAAAAAAATTTTTAGGGGGGGGGGAAAAAAAAAAAAAAAAAA 

GGGGAGGAAAAAAAAAAAGAGTGTAAAAAAGAAAAAAAAAAAAAAAAATTATTTTTGGGG 

G G G AAAAAAA AAAA AACTT A A ATG GTGGG G G AAA AAA AAAA AAAAAAA 

>SEQUENCE:6237:prostate_MPM2000-004P6_Table5 

CCTAATACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACAG 

ATGGAACTCTGCAAACCTCCACAGACTTCTCCAAATTCTGGAAAACTCTCTCCCAGTAGC 

AATGGCTGTATGAATACACTTCATATCAGCAGCACAAACACTGTCGGGGAAGTGATCGAG 

GCCCTGCTCAAAAAGTTTCTCGTGACTGAGAGCCCTGCCAAGTTTGCACTTTATAAGCGT 

TGTCACAGGGAAGACCAAGTCTACGCCTGCAAGCTCTCAGACCGGGAACATCCACTCTAC 

CTGCGTTTGGTAGCAGGGCCCAGAACAGACACACTTAGTTTTGTTCTTCGTGAACATGAA 

ATTGGAGAGTGGGAAGCCTTCAGCCTTCCAGAACTACAGAATTTCTTGCGCATCTTGGAC 

AAGGAAGAAGATGAACAGCTGCAGAACCTGAAGAGGCGCTACACAGCCTACAGGCAGAAG 

CTGGAAGAAGCCCTCCGTGAGGTGTGGAAGCCTGATTAAAGCGGGGCTCCCTGCCCGTGA 

GGCCCGGTGCAGGACCGATGTACCTGCCCGGGCGGCCGCTCTAGAACTAGTGGATCCCCC 

GGGCTGCAGGAATTCGATATCAAGCTTATCGATACCGTCGACCTCGAGGGGGGGCCCGGT 

ACCCAGCTTTTGTTCCCTTTAGTGAGGGTTAATTGCGCGCTTGGCGTAATCAT 

>SEQUENCE:6238:prostate_MPM2000-004P6_Table5 

GCTCCACCGCGGTGGCGGCCGCCCGGGCTGGTCCGGGCAGGTACTGAGCCCCTACCCTC 
T 

GGCTGCCTCTTTGAGTCTGA I I I I I GAGGCCCCTTCTCTCCACCCTATGTGTGCATCTGT 

AATTTAAAATTGCC I I I I I ATC I I I I I CTCTGCTGTTCATCTGTCTTAAGTCAGTTTCAT 

TCTGAGGCCAGCCACAGAACCTAGAAGGGTAGAGGCAACTTTCTTCTTTTCCTGCCACTG 

CGGCAGCATATCCCCACGGGCAGACACAGACGTGGAAATGCACGAAGATGGAGCAGCAGC 

AGGAAAGGGACTGGACAGCCCTGGGCACCCACCTGCCACTCGGCTAAGCTCTGCTCCTCC 

CTGGCCTGCAGATTCCCTGTCCTGGTGATCTGCTCCCGAAGGTACAGGGCGGCAGGGGGC 

TGGTGGGCTGCTGGTGCCACTGGTACC 

>SEQUENCE:6239:prostate_MPM2000-004P6_Table5 

GCGCGCGTAATACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCCC 
GGGCAGGTACTAAGCCCAGCCAAGGAACTACACCTTCTCGCTGAAGGAGGCGCCTCCGGC 
TTCCCATTGGCAGAGCTGAACGGCGGCGTGAGTGCTCCGGTGCTTTGGGGCCATGATTAG 
GTAAATAAGAGTGGCTTGAACATGGCACTGTGATATGGTGATGGGGGATGTGGGAACCAC 
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ACCGGCTGCTAAGTGATCAACAGGTGGTGGCATGAATAGCCTGGACACGCTGGACAAAGG 
TTATGTCTTATGAAGTCAAATGGTCAATTTCCTGATGCTCATGTGCCTTTGGGCTTCCCC 
AAACACCACCACTCCCTGAGCAGAGACGCGCCTA 
>S EQU ENC E :6240:prostate_M PM2000-004P6_Table5 

TTGGAGCTCCACCGCGGTGGCGGCCGAGGTACCCTGGCATTGCCGACAGGATGCAGAAG 
G 

AGATCACTGCCCTGGCACCCAGCACAATGAAGATCAAGATCATTGCTCCTCCTGAGCGCA 

AGTACGACCATCTTCCAGCTGTTTTCCGGCAAAGATCAACCTCTGCTGATCAGGAGGAAT 

GCCTTCCTTATCTTGGATCTTTGCCTTGACATTCTCGATGGTGTCACTGGGCTCCACCTC 

GAGGGTGATGGTCTTACCAGTCAGGGTCTTCACGAAGATCTGCATCCCACCTCTGAGACG 

GAG C ACC AGGTG C AGG GTAAACTCTTTCTG G ATGTTGT AGTC AG ACAG G GTG CG CCC ATC 

TTCCAGCTGCTTTCCGGCAAAGATCAACCTCTGCTGGTCAAGAGGAATGCCTTCCTTGTC 

CTGGATCTTTGCTTTGACGTTCTCGATGGTGTCACTGGGCTCCACCT 

>SEQUENCE:6241:prostate_MPM2000-004P6_Table5 

CTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACTAAGTTTCAGGGTTCT 

CTTCAGCAATCATTAATTAATACTTCAGCCATTAATTCAGATGCAAATAATTTTC Mill 

TC I I I I I I I I G AG ATGG AGTTTCACTCTTGTTGCCCAG G CTGG AGTGCAATG G CGTG ATC 

TCAGCTCACCGCAACCTCCGCCTCCCAGGTTCAAGCGATTCTCCTGCCTCAGCCCCCCTA 

GTAGCTGGGATTACAGGCATGCGCCACCACACTCAGCTAATTTTGTATTTTTAGTAGAGA 

CGGGGTTTCTCCGTGTTGGTCAGGCTGGTCTCGAACTCCTGACCTCAGGTGATCCGCCTG 

CCTCGGCCTCCCAAAGTGCTGGGATTACAGGCATGAGCCACCACACCCAGCCAGATGCAA 

ATAATTTTCTTAGAAAATTATTTCAAAAGTTATTTTAGGCCCAGAAATCAAGGATTGTTC 

CAACCATGAA 

>SEQUENCE:6242:prostate_MPM2000-004P6_Table5 

TAGCTGTTTCCTGTTTGGTTGAGTGCAGCTCCACCGTGGGGGCGGCCGAGGTACCATTAA 

ATCTCCAATACTTAGGACACTCTCTGGCTTAATGTTTGTTGAACAAAAAAAAAACATTAC 

TTTATCGTTATGGGGTTCCATTTCTCCACCTGTAAATAATAAAAGTGCCTACCCCACAGA 

GCTAAAAAAATTAGACTATTTAACAAGCAAAAAATGCTTAACGCGGTGCAGGCACACAGG 

AGGCACTCCTATCAGTATTAGTGGCTATACTGCTTACAATTCTTTGAAGTTCGATGATAA 

TTCTTTTATTTTCCCACCCAAAAAAGTAGAAGCAAATTCTACTTTCACAAGTGGTAAACT 

GAGAAGCCAATAAAATGTGGCCATGGGAATTTCACTAAATAAACTCATGAACAGTCTATT 

TTAAATCCAAAAACTCGACTACTGAATGCTGAATTAACCGGAATGAACCA 

>SEQUENCE:6243:prostate_MPM2000-004P6_Table5 

TTGGAGCTCCACCGCGGTGGCGGCCGAGGTACGAGCTCTTGTCATTGACATGGCAAGCTG 

ATGGCGTGCGGTGGCTGCGGGGTATCAGGGCCGGGAGCCCTTTGGGAGGAAGGGAGGCG 

T 

TAGAGGAGCTGCCTTCGGAGGCTCAGGGAGTCCCTTTGGAGCTGGTTGTTTCCTTGGCCC 

TGCAGCGCACTGCTCGGGGCTCCCAAGGAGGTTGTGTGTATGGTTCTTAATTCATCAGGA 

CAAAGACCCCCAGCATGTGTGTACTTATTTCAACAATTCTTAGAGATGCTAGCTAGTGTT 

GAAGCTAAAAATAGCTTTATTTATGCTGAATTGTGATTi iTTTATGCCAAA I I I I I I I I A 

GTTCTAATCATTGATGATAGCTTGGAAATAAATAATTATGCCATGGCATTTGACAGTTCA 

TTATTCCTATAAGAA 

>SEQUENCE:6244:prostate_MPM2000-004P6_Table5 

GACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACT I I I I I I I I I 

I I I I I I I I I I I I I I I GCAGAGTCATACTCTGTCACCCACGCTGGAGTGCAGTGGTGCAAT 

CTCAGCTCACTGCAACCTCTGCCTCCTGGGTTCAAGCAATTCTCGTGCCTCAGCCTTCCG 

AGGTAGCTGGGATTACAGGCATGTGGCACCATGCCCGGCTACI I I I I GTAATTTCAGAAG 

AGACTGGTTTTCACCATGTTGGCCAGGCTGGTCGCAAACTCCCGGCCTCAAGCCATCTGC 

CTGTCTC AG CCTCCC AA AGTG CTG G G ATT ACAG G CGTG AG CCACTG C ACCG I I I I I I ACT 

GTCATTTGAGTTGGCAAATATTCATCCACTGAAGGTGGGGGCTTGGTTTTAATAAGTAAA 

CAGGTAAATAAGTAAATAAGCTGGGCAATACATATGAGAGTGTAGAAAAGCATAAATACT 

ACTCATATTTTACTTGTGGCTGCACCATGATTGCAGACCCTCTGTACCTGCCCGGGCGGC 

CGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAATTCGATATCAAGCTTATCGATA 

>SEQUENCE:6245:prostate_MPM2000-004P6_Table5 

TAATACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGTGTGGCCGTCCGACGTGCTG 
G CTGTCGTTGT ACTG AG C A AG G ATTGTTCCT A AA A AG A ACTGTG GT A ATCCTTGTTG AAT 
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AGCAAGTTTGGACAGTATACGGTAGGGAAATCTCAGGAATACTATAAACAAATAAAATGA 

TGGGGTGAGCCCTATGAAGCGTGTGTTCTCCTGTGGGCAGTGGCAGAGTTACCCTTCACC 

CCTGAGTCCTGATTTCTCAGCCTCTTCATGTGACTGTCTCCTTGGCTCCTGGGAAAGAAA 

GAAGCCTCTACCTTTCCTGGATTGGATGCAGCCCTTC 

>SEQUENCE:6246:prostate_MPM2000-004P6_Table5 

GGAGCTCCACCGCGGTGGCGGCCGAGGTGGCCATCTATCTGGAGTCAAAGGACAACCAGA 

AACTGAGCTGCGTGATCAGTTCTGTAGGAGCCAATGAGATCTGGGTGAGGAAGACAAGTG 

ACAGCACCAAGATGAGGATCTACCTGGGCCAGCTTCAGCGCGGGCTCTTCGTGATCCGCC 

GGCGCTCAGCTGCTTGACTTTCTACAGTGCTCTTCTCTTGACCCTTTTTCTGGAGTGGGT 

TTTATTTTTGTTTTGTTTCGTTTTCTCCTTAATAGAAAAATGTTAACTTACTGGGAATAG 

CTACTCAGCCTTGGAAATGGAGAGCACTGCAGTGAATTCTTTAGGGCACTTTTGTGGCCG 

GATGCTTCCAACTTTGTCAGTCTTTTCTGCCTCAACTTCTTCCAGACATCAGTCACCATG 

AG ACTGTTTTACTTTCAGGCGTATTGGGG G GTATG AT 

>SEQUENCE:6247:prostate_MPM2000-004P6_Table5 

CTCACTATGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCCCGGGCAGGTACTTTCCT 
TTTTAAAAGAAGTTCAACTTTTGCTATTCTTATGCCCCATAACTTTTAATTTGCACAAGA 
TCAG CC ATG CCC ACTC ACTG A ATTCT ATTATATT ACCCAC ACCTCTG G AAATTC AC AAAG 
TCTGAATTCAGATCTATGCATAAGGACGACGTGTCCGTCAGCACCTCAGGGGCCAGGAAC 
TCCGGGGTCCCACAGAATGTGCTGGTCCGGTCCCCATAGCCCATCCCCTCCTTGCAGAGG 
CCAAAGTCTGCGATCTTGACGTAACCCTCGGTGTCCAGGAGCAAATTGTCCAACTTCAGG 
TCCCTGTAG ACG ATCTTGTGTTCGTG AAG AAACTGT AG G CCC AG C ACC ACGC AG GCG G A A 
T AAAAG ATG G C ACGG G GCTC AG AG AAC ACGTCG CTGTG G 
>SEQUENCE:6248:prostate_MPM2000-004P6_Table5 

TACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCCCGGGCAGGTAC 

ATGTGAGTGTGGGGCTGGGGTGCCCTGAGAGAGAAAAAGGGGACCCATCTGTCAGGGCAG 

CTGGGGTGCCCCACCCCCACCCTGGGACTAGGGAGCAGAGTAGAAACCCTCTCTGGAGGG 

TCCCAGGGCTAACTGGGAGCCAGCCCTCCCTTCGAGGTAGACCATCGGGGAGGGAACCGA 

GAAGTAGCTCCCATGGTGGCAGTGGCTTCCTCAGTGGTACTTCTGCTGTTCCAAGTTCTC 

CAACTGTTT CAGAA CTTTGCACTGAATCATAGCCAGGGCATATTCTTGGCGAGTTTCTCT 

TTCAGTTGATTTTTCTAAAAAGTTACGAAATGCTGCAAGAATGATTCTTGTTACTTTCTC 

TTTGACAGACTCCTGAAGGATATCAGACAGAACTGGAATGATATTATAGCGCCGCAGGTG 

TTCACACATTTGAGGACTGAATGCCAGGAGCCATATTGAAAAAATCATTTGATACTGGAG 

CTGAAAGCCACACTTGTTACTCAACACTCCCATTATGCAATTTACCCCATCTGCTTCCAC 

CCAAGCAAAGCGGTACCTCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAAGAATT 

CGATATCAAGCTTATCGATACCGTCGACCTCGAGGGGGGGCCCG 

>SEQUENCE:6249:prostate_MPM2000-004P6_Table5 

GCGTATACGACTCATATAGGGCGAATTGGAGCTCCACGCGGTGGCGGCCGCCCGGGCAG 
G 

TACCCTG GTAAGCAGTTG GTGG CCG CCCCTGCTGGTCCCTTCCCCAACTTCCCAACCTCT 

CCCCAACCTGGGCCGAGGGGGAGCAGGGTCGTAGCTGTGGGGCGAGGGGAGGCCAGGC 

CC 

TAAAGATGAACAGGTGAGAAGCCTCCAAACAAGATGGGATGAGGGCATGGGGCACGTGGT 

G CCG AG GTCTCTCC AG CCTG AGTGT ACCGTG AAC AG G AAG CTATTCG CCTTTG CCT AAAA 

CACTTCAGACAACACAACTATACAGAAGCTTTTGAGTCACTGCAAAAGAAAACCAAGATT 

GCACTGGAACATCCCATGTTAACAGATATTCATGACAAGCTGGTGTTGAAGGGTGATTTT 

GATGCTTGCGAAGAGTTGATTGAAAAG 

>SEQUENCE:6250:prostate_MPM2000-004P6_Table5 

TTGGAGCTCCACCGCGGTGGCGGCCGCCCGGGCAGGTACAATACTGTTGCGTGCTCCCCG 

CTCTGGCCGGTCTTTGTTCTTTGGAGGCAAGGGAGCACCCCTGCAAAGGGGGGATCCCCG 

ACTTTGGGATATCCCCCTCGCCACCCGCAGACCCACCTTCCAAGAGCTACAGCGTGTGCT 

CCATAAGCTGACCACTTTGCATGTCTATGAAGAAGACCCTCGGGAAGCAGTCAGACTGCA 

CTCACCTCAGACACACTGGAAAACAGTAAGAGAGGAGAGAAAGAAGCCTACTGAGGAAGA 

AATAAGAAAGATCTGCAGGGATGAAAAGGAAGCGCTGGGGCAGAATGAGGAATCTCCCAA 

ACAGGGTTTGATTACTATCTGGCAACTGTCAGATCTGAGTTTCTGTCCTAAAAATGCACT 

GGCAAATTCCCTACTCTCATAACTGACCCATTTCCTTATTTAAACACACACCCACAGTGT 

CTATCTTAGCAATTACTGAGACATGTTTAGTGACCTTTCCAAATCTATTATCTCTTTTGT 
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TATGGATGTTTCCCCAGAGCTAAGAAAATCTTTGTGTGGAACAAATGCGTGGATGTGTTG 
CATGG ATCTCACAT AGTTTATCTTTG ATTG G A 
>SEQUENCE:6251:prostate_MPM2000-004P6_Table5 

GACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACACAGACTGGT 
ATGTTTCCTTCTTGCGGGTGGTCATGGCGTTGCGCAGGTGTATGGCGAGCTGGCGGATGT 
AGAGGAAGGCGTGCTGGTAGGCCACACCCGGCTCCAGGGCCAGCAGCTCCGTCAAGGTC 
C 

ACTGCATGAAACTGATGAAAGGGAGGGCACCAGGCGAGGTGAACTTGCAGTTCCCCACAT 

ACGTGATGTACAAGAAATAGCTCTACTACGGGTAACTGATTTAACAATTTCCCAAACACC 

CTTTCCACTACCCAAGCCCGTGGCCCTCAGAGAGAACCGGGATGGATTGCCATCTGGGTT 

CAGAGGCAATATGAGGAGGTTGGGGGGAT 

>SEQUENCE:6252:prostate_MPM2000-004P6_Table5 

CGCGCGTAATACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCCCG 

GGCAGGTACCCAGCACGGCGCCGGCACGCCTCCCACGCCAGCTTCCCCATGACAAGCCC 

C 

TGCCTTCTCCCTAGGAATTTGAAGTGGTTGCTTTGGACGGGAATGCGGCCCCTTGCCCAT 

GACTAGTTTCGGATAATAAAGTCACTTTCTTTCAAAAAAAAAAAAAAAAAAAAAAAAAAA 

AAAGGCTTGTACCTCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGC AGGA ATTCGAT 

ATCAAGCTTATCGATACCGTCGACCTCGAGGGGGGGCCCGGTACCCAGCTTTTGTTCCCT 

TTAGTGAGGGTTAATTGCGCGCTTGGCGTAATCATGGTCATAGCTGTTTCCTGTGTGAAA 

TTGTTATCCGCTCACAATTCCACACAACATACGAGCCGGGAGCATAA 

>SEQUENCE:6253:prostate_MPM2000-004P6_Table5 

AGCTGTTTCCTGTGTGGCAAATAGGAGCTCCACCGCGGGGGCGGCCGAGGTACCTGAGGA 

GTCGCACTCTATCCCAGAGTTGGAGCACTTGCTGCCCATGAACTTCCAGAGTAGGCCAGC 

GGCCAGCGCAGCTCCCACGAGGAAGGTCCCCAGGGTCAAGGTGATGCACAGTGCTTTCTT 

AGTCTTTGAGGTGCACACTGTCCCGGATGGGGATTTGGGCTGCGTGCAGACGACGGGGTT 

GGAAGCCTGCGTCAGGACCCTCGGGGCGTACTGGCTCACTCAGAGAAGACGTCCTTCAAC 

TATGCCATGAAGGAGGCTGCTGCAGCGGCTTTGAAGAAGAAAGGATGGGAGGTGGTGGAG 

TCGGACCTCTATGCCATGAACTTCAATCCCATCATTTCCAGAAAGGACATCACAGGTAAA 

CTGAAGGACCCTGCGAACTTTCAGTATCCTGCCGAGTCTGTTCTGGCTTATAAAG 

>SEQUENCE:6254:prostate_MPM2000-004P6_Table5 

CCGAATACGACTCACTATAGGGCGAATTGGAGCTCCACCGCG GTGGCGGCCGC CCGGGCA 
GGTACAAG I I I I I I i I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I H I I I I I I I ITT T 

I I I I I I I I I I I I I I I I I AA I I I I I Al I I I I I I I I I I I I I I I II I I AATTG I I I I I I I I I C 
AAAAAAAAAATAATCATTCTATGTTTATCATGGTCGAAAAGAACCATAAAAAAG GCGA AC 
TTTACCTGGACAGGGGATTGGCCCACACCCAGGGGATTCCATAGCTTGATGGTTTTATCT 
CG AG ATCCA AAG ACAATCTG CCG GTTGTCAG AGG AG AAG GCCAC ACCCAGCAC AACCTTG 
GAATTCCCCACAAAACGCCTAGAGGAGACGCCCCTGAAAGGGAGGAGACTGTCATTCTCA 
GACTTACAAAACACTCTT 

>SEQUENCE:6255:prostate_MPM2000-004P6_Table5 

GGTGGCGGTCGAGGTGCTGCTTTCACGGCTGCTTTCTCCGTCCTCCCCTGTTACTACCTT 

GGGCTGTTTCAGCGGGCGCTCGCGTTGGTCTTCGACCCACTTTGCGTTTGTTCACGTGTG 

CTCCCG ACACCTAGTG ATG ATG CG GGTGTG CTG GTTGGTG AG ACAGG ACAGCCG G CACCA 

GCGAATCAGACTTCCACATTTGGAAGCAGTTGTGATTGGGCGTGGCCCAGAGACCAAGAT 

CACTGATAAGAAATGTTCTCGACAGCAAGAGTTTGAGGAAGAGGCATAGAACCCTGGCCT 

GGAAACACACAGGAAGAGAAAGAGATCAGGCAACAGTGATTCTATAGAAAGGGATGCTGC 

TCAGGAAGCTGAGGCTGGGACAGGGCTGGAACCTGGGAGCAACTCTGGCCAATGCTCTGT 

GCCCCT 

>SEQUENCE:6256:prostate_MPM2000-004P6_Table5 

ATACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCCCGGGCAGGTA 
CATTTTAAAAACATAGAAGATTGGAAAATTGGAAAAATCCCCATCAAAAATAGT AAATAA 
CTTAAAAATAGCAACATTTTGGGTATGTTACCTTCCAATATTGTTTTCTGTGTAA TTTTT 
TTGGTCTCATTTTGCCGGAGTTGTAATGTATATGTAGTTTTGTATCATGATCCTTTTTTA 

II I I ITTGAGACAAGGTCTCGCTCTATTGCCCAGGCTGGAGTACTTCTGAATCATACAGA 
TGCTCCGGGGATGGAGATGGACTCTGAGGAAGTCTGACCAGACCCTGATGCTGGCCTCTG 
TAGGGATAAGTGGTTTTGGAGTTGTAGCGGTGGGGAGTGGTGAGGAACCTTTGCCATTGG 
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GAATGGATTTGACCCTCCAGACACCATCACTACTCAGCACTCCCTCTGCACTCAGAAAGT 
CTTGGAGATAAGGGTTCTTGGGATAGAGTTCCTCTTTGTGTGTGGTGAGCTTTCCCTGCC 
ATGCTATTGCAGCA 

>SEQUENCE:6257:prostate_MPM2000-004P6_Table5 

ATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCCCGGGCAGGTCACCTCGCTGCT 
C 

CAGCC TCTGGGGCGCATTCCAACCTTCCAGCCTGCGACCTGCGGAGAAAAAAAATTACTT 

ATTTTCTTGCCCCATACATACCTTGAGGCGAGCAAAAAAATTAAATTTTAACCATGAGGG 

AAATCGTGCACATCCAGGCTGGTCAGTGTGGCAACCAGATCGGTGCCAAGTTCTGGGAGG 

TGATCAGTGATGAACATGGCATCGACCCCACCGGCACCTACCACGGGGACAGCGACCTGC 

AGCTGGACCGCATCTCTGTGTACTGGGCTGCCCTTCCACGTGTGGTAAACCCTGCAGCTG 

CTACATGTCTTCACAGCCCAGG AATTCAAGG CCCAG GTG G CAG CAG G AAG AAACAGTGG A 

AAAGCAAGGGGAAGAGAAAAGAGAAAAAGGAGGGGGAAAGTCTGCATAACTGTCATAACC 

>SEQUENCE:6258:prostate_MPM2000-004P6_Table5 

GACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCCCGGGCAGGTACAA 
G 

GCGTGCAAGGCCCGCAACTCTGGGCACCTGAACGGGCCACGAGGGACGCTCCTGGAGCA 
A 

ACATTCTGGCCTCAGCCCATGGCTCCTGCGCTCCAGAGCTGTGGGAGAGAGTATTATTTT 

CCAGCCCCAGGTGTGTGGTCAGTGTCACAGCGGCCACGGGACATACAGAGGCACCTTCCT 

CAGCTCTGATCCAGAGGAAAATGTCATTTCCTCAGGAAAACACCACCTGGTTTCTAGGAC 

CACAAAGTTCCCTCTGTCAGGGGCTCTCGGAGCCACCCCATGTCCTCTTTTAACAGAAAT 

TATCCCGGGGTCTCTCCCTGCAGTTACCTAGTGGTTATTTGAC 

>SEQUENCE:6259:prostate_MPM2000-004P6_Table5 

TAGGAGCTCCACCGCGGTGGCGGCCGCCCGGGCAGGTACTTAAGCAGTAAGCGTATTTAG 

GTAAAAGCAGTTGAATTATGTTAAATGTTGCCCTTTGCCACGTTAAATTGAACACTGTTT 

TG G ATG C ATGTTG AAAG AC ATGTTTTT ATTTTTTTGTAAA AC AAT AT AG GAG CTGTGTCT 

ACTATT AAAAGTG AA AC ATTTTG G CATGTTTGTTAATTCT AGTTTC ATTTA AT A ACCTGT 

AAGGCACGTAAGTTTAAGCTACATAAACTGTGGGGGCCTGGGCAGCCACACTGCACGCAG 

GCTGGGCCGACTGAGGGGCTCAGAGGCCAGGCTCTGAGGCCCACGCAGGGCCTANGGTG 

G 

GAAGATGGCAGGTGGGGGCGGCGACCTGAGCACCAGGAGGCTGAATGAATGTATTTCACC 
AGTAGCAAATGAGATGAACCATCTTCCTGCACACAGCCACGATTTGCAAAGGATGTTCAC 
GGAAGACCAGGGTGTAAATGACAGGCTGCTCTATGACATTGTATTCAAGCACT 
>SEQUENCE:6260:prostate_MPM2000-004P6_Table5 

CTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACCTGCATCACCTC 

CTTTAG ACTTATGTT ATAG G C AT ACCTGTG G G G AG ACTG G G GTG AC ACC AGG G CCTTC AC 

TGGCCTTTCAGCAGGCTTAGAACTATGACTTTGATAGACATTGGAGAGGAATCTGGATGG 

AACAATATGGAAGGGGAGGGTTTAGGAAGGAGAAAGTCTATGCTGAGGCTAGAACTTAAT 

AATGCTCTCCTTGCTCCAAATACTACTGGTCTTTCCATTTGGGATGTCGAAGGAATAGGT 

TCCTATTTGGAGACAAAACACTTACGAGAAAGCCTCTACCTTCCCGGGATCACCCCGAGG 

AGAACAGGGAGGGGCTGCTCTTACTTGAGAGAGTTGATTTCCAGGACGAGATTGTCACAA 

GAAATGTTCTCCTCTTTGCCCCGTTGTAGTGTTCCTAAAACTTCATTCTGGAACACTTTG 

>SEQUENCE:6261:prostate_MPM2000-004P6_Table5 

CTACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACCTTTGTTCCTGAA 

TATCAAGTAATAGGGCTCATCTCTGTGACTGCTTGCGACAAGCACATAGGGCAACTCATT 

ACCAACTGCTCATTATAAATGCTGAGCTCTTGAGTTCCTGAGGAGGGGGTGGGAATCTTA 

GGATTTGTTGCCAGATTTGAAAGTCACTGGAACTTGCATATTTTCATTTTAATCCTAAGT 

GTTATTACGCACCAGTTGGGGTTCACCCTTCATCCCTCACATTTAATTGTCTGATATAGA 

ATAGTGTTGTGTCCACTGCCCCGCTAGACGGCTTTCTTAGGGGAATTTTCTTCTGGTTGT 

TTCACAAGACAGATTCTGTCCTTGTCACCCGGGACAGAAAACTCAGTCTTTTCACCCTCA 

TTCAGATGAAGGGACTCAGGACAGGCTCTGTGACTTACAGGGACCCAATCAATTCACAAT 

GAGAAATTACCG 

>SEQUENCE:6262:prostate_MPM2000-004P6_Table5 

GGAGCTCCACCGCGGTGGCGGCCGAGGTACAGGCTTGTGGCGGCCTCCAGGGTGTCCCG 
G 
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CTGTCTTCTGTGCCAAGCTCTTCTCTCCTCAGCCGCGCCAGGACGGTGCCCCCCTCCAGC 

CTGAGAGACACAAGCAGTGGGTCTTCCAGGACAAGCTTCATCATCGTCTCATGCTGGTCA 

ATTAACTCGGCGACTTCCTGGGCTGTTCTTGGGGTTCTGTGGGTGTTCAGGGAGCAGAAT 

GAATTCTGTAGGAAAATGATGGCTTCTTCACAGTTTGCAGCGAAGTGTTCCAGCCTCTGA 

CG G AAG C AG ATCC AGTCACC ATG G CTGTAGG G AA AG G AGCCGTCG AG GTCTG CG GTC AG C 

TGGCAGCTGTCAACAAATTTGTGCACGGCCTTCAGGGAGCTCACGACCTCACACTGAATT 

ATTGCATCCTTGTCAGGCCTAAATGCAGATTCTTTATC 

>SEQUENCE:6263:prostate_MPM2000-004P6_Table5 

TATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACATGAGGACCTGGAGGGT 

TCATCCCGAGGGCCGGTGTCGGAGAAGCTTCCGCCTGAAGCCACTAAAACCTCTGAGAAC 

TGCCTGTCACCATCAGCTCAGCTTCCTCTAGGTCAAAGCTTTGTGCAAAGCCACTTTCAA 

GCACAATATAGATCTTCCTTGACTTGTCCCCACTGCCTGAAACAGAGCAACACCTTTGAC 

CTTCCTG GTGTGTCCTACCTATCCTG G CG CC AG ACG AG GTTCTTG AGTGTC ACCTTGGTC 

TTCCCCTCTAAGAGCCAGCGGTTCCTGCGGGTTGGCCTGGCCGTGCCGATCCTCAGCACA 

GTGGCAGCCCTGAGGAAGATGGTTGCAGAGGAAGGAGGCGTCCCTGCAGATGAGGTGATC 

TTGGTTGAA 

>SEQUENCE:6264:prostate_MPM2000-004P6_Table5 

TGTGTGGCTAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTAAACCATCGAGACGGAGGG 

CCAGAGAGTCACGGCGGGGTCTGCTGGGAGCCAGCCATTGAAGGTGCTGGAGCAGAGAG 

A 

GATATGGTATTGGAGCTGATCCCTATGATGAAAGATCTGGACCCTTGTGTAGATGTTCCG 

TGAAGCAGGAGGTTTTCGTAACACCCCAGGGCCTGTAAGGTTTGGTGTTTCCCTTTCAAG 

ATGCCACTTTCAGACTTTATTCTGGCTCTGAAGGACAATCCCTACTTTGGGGCTGGATTT 

GGGCTGGTGGGTGTGGGCACAGCCCTGGCCCTGGCCCGGAAGGGTGTCCAACTGGGCCT 

G 

GTGGCATTCCGGCGCCATTACATGATCACACTGGAAGTCCCTGCTCGAGACAGGAGCTAT 

GCCTGGTTGCTTAGCTGGCTCACCCGCCACAGTACCTG 

>SEQUENCE:6265:prostate_MPM2000-004P6_Table5 

TACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTCCGGAAGGA 
TGCATGGCCCGGGGTCTCCTGCACCTGAGGGTGGGCGGGAGGCGGCCCCGCGGGTTGTG 
T 

TACTGGAAAAAGGGGTCTCGATCCAGACCCCAAGAGAGGGTTCTTGGGTCTACTTCAGGG 

AAGAATTGGAGGCGAGTCACAGAGCGCAGTGAAGGAAGCAAGTTTATTGGAATCTACTCC 

GTTAGAGAGTGCAAGTCCTCAGACTGCAGGAGGAGGAACTCCCGTCCTTCGGTAGTGTCA 

CTACTTAGAGGCAACTGTGAGGAGCTGTGATTAATCGTGGAATGTGCTGATGTGCCCACT 

AAAGAGCTTTGCCCTTGGAGTCCAGGCTGGAGTGCAATGATGAAATCTCAGCTGACTGCA 

ACTTCTGCCTCCCGGGTTCAAGTGATTCTCCTGCCTCAGCCTCCCAAGTAACTGAGATTA 

C AG GTG CCC AC ACCCG G G 

>SEQUENCE:6266:prostate_MPM2000-004P6_Tabie5 

ATAGCTGTTTCCTGTGAGGAAAAGAACGGCACACAACGCGGGGGCATACTTGTTTCCTGT 

GGTAAAAAAAACAGCCACGACCTCTTCCTGCTCGGGCTAAACGGTTACATGAACCACCGC 

TCTGGGGAACATCATGGGCTGTCATGGGCCATCATGACCATCCCAGGCAATGCTACCAGC 

ATCCCCAGCTTTGACCTGCTGCAACCGCCTTGCCCGCTTGGGAAGAACAAATTGTGCGAC 

GTTCCAGCCATACCAGAATCTGACCTGGCAAGGGGAAGCCCAAGAATTTTGCTACTAAGA 

ATTTGGAGATAGCATCTGTGGACAAGTGGAGCCAGGTAGAGGAAAAGGGTTTGGGCGTTG 

CTAGGCTGAAAGGGAAGCCACACCACTGGCCTTCCCTTCCCCAAGGCCCCCAAGGGTGTC 

TCATGCTACAAGAAAAAGCATGAAACAGGCCCCAGGGCTTCTGGCTAGAACCCGAAA 

>SEQU ENC E :6267:prostate_M P M2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAG 

GGGGAAAAGCCAAAAATAAGTAAATTAGAAAGAAAAATAGAGTAGAAATTGCAAATAACT 

CTAAAGGATCTTTGGAAGACCAATAAAATGTATAAGCCAATTTATTCTAAGCTTGATTAG 

GGAGAACAAAGAGAAACAAAATTAGGAAATAGAAAGGATTACAGGTGTGAGTCACCCACC 

TGGGCCAAAAAAAAAAAAAAAAAAAAAAAAAAAGGGGGCCCCCCCCGGGGGGGACCCCCA 

ATCCCCCCTTAGGGGGGGTTTTTCCCCCCCCCCAATGGGGGGTTTTTTAAA 

>SEQUENCE:6268:prostate_MPM2000-004P6_Table5 

TTCGACTCATATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGG I I I I I I I I I I I 
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I I I 1 I I I I I I I I I I ACTAAACATTTAAAATATATTTCTAAACAGAATGGGCCGACTCAGT 

CACAGTAACTGTTGATCTCCATAGTAGAGCAACCCACAAAGACAGAACTGATTTTTTTCC 

CATAATCAGGG 

>SEQUENCE:6269:prostate_MPM2000-004P6_Table5 

ACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACAGAGGCCC 

ACTGAGCAGGATGTGATGCACAGTTCCACGGGACAGAGGGGCATGGGTGGTGGTGTCCCT 

AGGGGAGTTCCGCTGTTCTCAGGTGGCTACCAGGCCTGGGGGGGCCATACAGGGTCACCG 

AGGCAATGTGGTTGTTCTGCATGACCTCAAAGATCATTCGCTGAAGACCAAAGCAGAATG 

TGGAACCAAATGGGTTGGTGTTGTTTGGGGAGGAAGACCTGTGCAGGACAACAGGCTTCT 

CC AC AG GGTGG CCC AG GAG CTCCTG G ATGTTGTCCCACTTG CTGTAGGTCGTGC ATGTTT 

CTGTCTG ACC ATCTG CGTTTTCTTTCTTT ATG G CT AGTG G G ATCTTG AACTC AC AG CG AT 

GATAAATGTTGAAATTATAATGCCCAGGGTAATTGGTGTGTAGAACAAACTTCTTCACTT 

TGTGTGTATTCGCATCAAAGAGGATGTCCACTCCAAGAGTGAAGTAGTTAAAAAAGTAGT 

CATT AC ACTTCG ATG G AACTTGTTT ATG AG G G G AAG G AG AATG A ATTTTCATCTTGTCTT 

C 

>SEQUENCE:6270:prostate_MPM2000-004P6_Table5 

ATACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGGAAGATTCAACC 

CG ATCTTGTCC AACTTCTCCCG CAAG G ACCGGCCTCC ATTTTTCG ATTTG G CTCTTCTG A 

GAACACCTCCCAGTAACGAGGCATTTAAGCATTCAGGTGGGGACAGTCGCCTCTGTACCT 

GGTCATTGGTGACCTGCTCTTCTCAGCTCTCTGGACCTTCCTGTGGTTTGTTGGTTTCTG 

CTTCCTCACCAACCAGTGGGCAGTCACCAACCCGAAGGACGTGCTGGTGGGGGCCGACTC 

TGTGAGGGCAGCCATCACCTTCAGCTTCTTTTCCATCTTCTCCTGGGGTGTGCTGGCCTC 

CCTGGCCTACCAGCGCTACAAGGCTGGCGTGGACGACTTCATCCAGAATTACGTTGACCC 

CACTCCGGACCCCAACACTGCCTACGCCTCCTACCCAGGTGCATCTGTGGACAACTACCA 

ACA 

>SEQUENCE:6271:prostate_MPM2000-004P6_Table5 

CGCGTAATACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTCA 

GCCG CAGCCTGGAGGAGCTGCTGCTCGACGCCAACCAGCTGCGCGAGCTGCCCAAGCCTT 

TTTTCCGGCTGCTGAACTTGCGCAAGCTGGGCCTGAGCGACAACGAGATCCAGCGGTTGC 

CTCCCGAGGTGGCCAACTTCATGCAGCTGGTGGAGCTGGACGTGTCCCGGAACGATATCC 

CTGAGATCCCGGAGAGCATCAAGTTCTGCAAGGCTCTGGAGATCGCGGACTTCAGCGGGA 

ACCCCCTCTCCAGGCTCCCTGATGGCTTCACTCAGCTGCGCAGCCTGGCTCACCTGGCCC 

TGAATGATGTGTCTTTGCATGCACTGCCCGGNGACGTGGGCAACCTCGCCAACCTGGTGA 

CCCTGGAGCTCCGGGAGAACCTGCTCAAGTCCCTGCCAGCGTCCCTGTCATTTCTGGTCA 

AGCTGGAACA 

>SEQUENCE:6272:prostate_MPM2000-004P6_Table5 

TAATACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCCCGGGCAGG 

TACCGGGCGCGGGCAGAGCGCGGCGGCGCGGAAATGGGAGTCTTGCTATGTTGCCTAGG 

C 

TGGTCTTGAATTCCTGGCGTCAAGCGATCCTCCGGTCTTGGTCTCCCAAAGTGCTGGGAT 

TACTGGCGTGAGCTACCTCATTTGGCCAAATTTTAAATAAGAAATGCTAACGTTTACTGT 

TACTG CTGTGTG CT ATG CACTTTG CT A AG C AG CTTT AAACTGTG G AGTTTTCTTTTC ATT 

TAAACATCACAACAATTAAGTGAGTAGAGACGGGGTTTTGCCATGTTGACCTGGCTGGTC 

TCGAACTCCTGAACGCAAGTGATCCGCCTGCCTCAACCTCCCAAGGTGCTGGGATTACAG 

GCACGAGCCACTGTGCCTG 

>SEQUENCE:6273:prostate_MPM2000-004P6_Table5 

ATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACTAAGGCTGAGAGGGCGC 
T 

GGACCTTTCTGGGAAGTCTCTGCAGCTGTCATCGGGGAAGATTTGGAAGGCGATGCTGGA 

TTCCGTTTCTGGAGTGGATCCATGGAGGTCTGGTCCCAGCTGGAAGCTCCGCCAGGCCCT 

CGGGTCCAGAATAGGAGGTGAAGCTGGAGGTTCTCAGACACCAAGAAGGTGGCTAGGAAT 

GTGTGCTGGCAGAACCCATACGTCACTTTCTTCTGGCCAGGTCTGTTTCCAAGCCAGAAA 

TGCTGAACCAAACGCA 

>SEQUENCE:6274:prostate_MPM2000-004P6_Table5 

GCGTAATACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACA 
CACACCAGAGTGACGTGTGGTCTTTTGGGATCCTGCTATGGGAGATCTTCACCCTCGGGG 
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GCTCCCCGTATCCTGGCATCCCGGTGGAGGAGCTGTTCTCGCTGCTGCGGGAGGGACATC 

GGATGGACCGACCCCCACACTGCCCCCCAGAGCTGTACTTGGGTTCAAAAGAATTCAACT 

TTGGGACCACACACTTTGCATTCAAACTGGAAGTCTCATTCTCTGGAATTAGACTGTTTC 

ATTGAAAAAGAATGGTGTCCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAAT 

TCGATATCAAGCTTATCGATACCGTCGACCTCGAGGGGGGGCCCGGTACCCAGCTTTTGT 

TCCCTTTAGTGAGGGTTAATTGCGCGCTTGGCGTAATCATGGTCATAG 

>SEQUENCE:6275:prostate_MPM2000-004P6_Table5 

CGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACAGTTGGCCC 

AAAATGAAGAGCAGGCAGTAGTAGAGGATTAAGGGCAAAGTGCCTTGTTGTTAGGCCTGT 

CATGAAGATGTGGGGTGAGATCTGTCTTGGGCAACAACTGATATTAAGCTGAGGTCTGCA 

GTCTCAACTTGCCACTAGCTTAATGTGCCTCCCATGGGGCACAGCTACTGAAAGCTGATG 

CTGCCCAAGCATTTAGGGAGATAATTATGCCACTTGGACCACACTGGTGCGACTCTAACC 

CCAGGGCTGGGGCCAGAATGAGGTAAAGGAGGCACCACGGGGGTAAACCCAAGGAAGCA 

C 

TCTCTTGGCACCTGCAAGCAAGCACCAACTTAAATGTATGCCCCAGGTGCCTCATTTGTC 
TCACCCTAGCCCTGGCCCTGCTAATCCGGGGCACACCCCTTTTAGGATAACACGGACTAA 
TTTGGACACTTTCCCCAAACCGTAGCCCAGTTAGACATGA fGGTGGAAAAGGTCTAACTA 
AAGACATTGCAGGGGAGATGGGCGCGGTGGCTCACGCCTGTAATCCCAGCACTCTGGGAG 
GCCGGGGCGGGC 

>SEQUENCE:6276:prostate_MPM2000-004P6_Table5 

GACTCACTATAGGGGCGAATTGGNAGCTCCACCGCGGTGGCGGCCGAGGTACCAGCTACA 

AGTATGAGGTGGCACTGGCTGGGCCAGCCCTGGAG7TGCACAACTGCATGGCGAAACTGT 

TGGCCCACCCCCTGCAGCGGCCTTGCCAGAGCCATGCTTCCTACAGCCTGCTGGAGGAGG 

AGGATGAAGCCATTGAGGTTGAGGCCACTGTCTGAACCATCCCTGTACTGCTAATCCAAG 

AGCTAATGTGTATGAAAGGGCACATGAAGTGGCCTAAGGAAGATGGGTTTAAATCCATCT 

CTCTCCCTCACTCTGCATATAGACCAGGGGTCAACAAACTACCCCTGTAGTTTGGCTCAG 

GGGCCAAATCCAGCCTACTCCCTATTGCTATGAATATTGTCCGTGGCTGCI I I I ICACTG 

CAG AAG CAG ATCAAATG AG G CCCATAAAGCTGTAAATATTTACTATCTGGTCCTTTACAG 

AAAAATTACGGCAATCCCTGATCAAACCTAGATGTAAGTCCCTCTCTTTGTGGAGCAGAT 

CTCTGTGAGAACAGAAGACACAGGGCAGCACCCTTACTCTGCATGATTTTAATACACAGC 

AGTGGTCGTGATCCTTAAAACATCTACA 

>SEQUENCE:6277:prostate_MPM2000-004P6_Table5 

TACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCCGTCCACGTGGC 

TCGGACTCCGATCTCACACAGAGCCCTCTGTCGCCATGTCGCAGAACGGAGCGCCCGGGA 

TGCAGGAGGAGAGCCTGCATGGCTCCTGGGTAGAACTGCACTTCAGCAATAATGGGAACG 

GGGGCAGCGTTCCAGCCTCGGTTTCTATTTATAATGGAGACATGGAAAAAATACTGCTGG 

ACGCACAGCATGAGTCTGGACGGAGTAGCTCCAAGAGCTCTCACTGTGACAGCCCACCTC 

GCT 

>SEQUENCE:6278:prostate_MPM2000-004P6_Table5 

GCTCCACCGCGGTGGCGGCCGCCCGGGCAGGTACATGAATTATATTGCAAAACAGCTGTT 
AATAGAAAGCAGCAAAATCTAGCTGATCTGTGTATTTCACTTCTTTACAGTATTTTCTGA 
TTTACTCTTTTGTTGCCATTGCACAGA I I I I I I I I CTTTAACCTCTCTTACTTCCAGAGA 
TTTGATCC I I I I I I I I I I I I GAAAAGGGATTTTGGTTCCTTCCCCCAGGTTGTATGGCAT 
AATGGACACATTTTGGGCTAATTGAACTTTTGGCCTCCAGGGTTAAAGCAATTTTCCTGC 
CTAACCCTCTTTATTTGGAATTACGGGGCCCCCCCACTGGCCCGAACTATTTTTGGTTTT 
TTTAAAAAAAACGGGTTTTCCCCTTGTGGCCCGGGTTTGTTTAAAACTCTGACCCTAAGG 
TAATCCCCCCCCTTGG G CTTCCAAA 
>SEQUENCE:6279:prostate_MPM2000-004P6_Table5 

CTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACTTCTCCTGGCCA 

GCTGTGTCCCAGATCTCAAGCTTCAGAGAGGTGGCACCCACATCCACCACCTTTGTGAAG 

AACGCACCTGAAACAGGGAGGCCCAGAGGGCTTACTCAGAGGACGAGGTTGCCACATGCG 

GCTCAGGTGGGACCACGGCAAGCCGCAGGCACAGCAATGGGCTCAGAGGGACAGCTGGC 

C 

ATGCATTTCCCACGCCCGCATG 
>SEQUENCE:6280:prostate_MPM2000-004P6_Table5 

TACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTCCCTTCTGT 
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CCCCTAGTAAGCCCAGTTGCTGTATCTGAACAGTTTGAGCTC I I I I I GTAATATACTCTA 

AACCTGTTATTTCTGTGCTAATAAACGAGATGCAGAACACTGGTGCCGCCACAGTGGCCA 

AGTTGCGACACTGCCCACGGCCCCTCCCTCTGATGCAGATTCAGGGCTTCTCTTCGATCA 

TGTTGGGTTTTGATTCTG I I I I I CCTTGACTGCAAAACCCTCTTTCCTCTCCTCTTTTGG 

GACAAGAGCCCTGGTTTTCTACGCTGCCCTTGGCCACCACACTGCCTACGGCCCCTCCCT 

CTGATGCAGATTCAGGGCTTCTCTTCGATCATGTTGGGTtTTGATTCTGI I I I ICCTTGA 

CTGCAAAACCCTCTTTCCTCTCCTCTTTTGGGACAAGAGCCCTGGTTTTCTACGCTGCCC 

TTGGCCACCACACTGCCTGCCCCACGAGCTGGGAGGCAGGTTTTGACGTTTGATGTTTTA 

TATCATATCAATAACAACGTACCTGCCCGGGCGGCCGCTCTAGAACTAGTGGATCCCCC 

>SEQU E NC E:6281 :prostate_M PM2000-004 P6_Table5 

TTGGAGCTCCACCGCGGTGGCGGCCGAGGTACTGTTGCAGCCCTCTAACAATACACTACT 

G ATCATG G GGTTAAGG ACCTCGGCCTTCTTGTTG CTCCCAAC AGTG GTTAAAG AATTCGT 

AAACTTCTTTGATAAGGAGGCCACTTCATTGCACATTGCAGTAGTTAATTTTATTAGAAC 

TTTTGCTTGGTCCTGAGCTGG I I II I CCTCTTCTTGTCCATGAAGAATTAATTCTGCTAC 

TTTATGAAGCTGCTCAATACAGCGCGCTGTTACCTCCGCCAGACTTTTAATGGACGACAT 

GTATACTTCCTCTATGGTCTTAGTTTTCTTTTCCTCC I I I I I GTCTTCTTGAGGGTCTTG 

AGATTTCTCTTCCTTTTCTTCCTTCTTTGTTTCTTCTTCGGACACTTTTGCCACATCTAC 

TGACACCACGGTTTGATCCTCTTCCACCCAGTCATGAGCCCTCTTCATGGCCTTATTGAG 

TTTGTCAGGTGTGGCCGCCACATGTA 

>3EQUENCE:6282:prostate_MPM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAG 

GCGGGGGGATCAAAACATAAGGGTTTTAATTCTACAGCTGTAGGAGCTTTGTATTGCTGA 

ACTTTCATCTGGAAAAGTTTCACAGTGACATTTTTAAAAGAGAAI I I I I I I ATCTGCCGA 

ATTCTACCAGTGTAACCTTTTTTCTAAATAAACAATAGTTTTCCCAAGCCCTAAATAAAC 

AA A AATATAT AAG GGGCCCCCCCCCGCGGGG G ACCCC A ATTGCCCCCTTTTGG AGTTTTT 

TTAACCCCCCCCAAGGGGGGGATTTTAACAAAAATAGTCTTCAGTTTTATAAAACACTAT 

GTT ACAC TGTAGAGCTACACAACTCCTTACAGTGTCGTAGCTAGGGGCTTAAAAATAAGC 

CAGTTTTGGCTGGGCGTGGTGGCTCACGCCTGTAATCCCAACATTTTGGGAGGCTTAAGT 

GGGCGGATCACCTGAAGTCAGGAGTTCCAAACCAACCTGACCAACATGGAGAAACCCTG 

>SEQUENCE:6283:prostate_MPM2000-004P6_Table5 

CGCGCGTAATACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCCCG 

GGCAGGTGGCCGCTTCTGTGTGGTGTGGGGAGACGCTGGTCCTCCCCGTCCTCCCATAGC 

GCTTATTGCCTCACCCTCACCCCCTAGGGGCCGGATCCAAAGGCGCTGCACTCCCCAAGC 

CTTGGGGCATCAGCCAGGAAGGTTTCCTACCTCCTAATTCAGGGGCAGGACTCCTCTTTT 

CCCCCCACGGGGAAAAGAGGCAGAAACTTAGGGGTTTCCCTCCTTTCTTAGGGTCAGACG 

CTCTTAGGGTCCACTTCTTCAGGGGCGGAAGCCTCTCCTACCCTTCCCATAGGGGCACAG 

GCCTTTACCCCACTGTACCTCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAA 

TTCGATATCAAGCTTATCGATACCGTCGACCTCGAGGGGGGGCCCGGTACCCAGCTTTTG 

TTCCCTTTAGTGA 

>SEQUENCE:6284:prostate_MPM2000-004P6_Table5 

CTCCACCGCGGCGGCGGCCGAGGTACCAATATTTGTGTGTAGCTACGCACCTTAATAGAC 

CATAGCTAATTAGATGAGGAACGGTAGACCCAATTCAACCATACAGGCATCGACCATATC 

AGCATACAGGCATCCCTCTCCCACCGTTTCCTTCTTGTCCCCACTCCAAAGCCTTCTCCA 

TTTTATTTGTATT AATTTTCT ATTG CTG C AT ACTAA ATT ACTG C AAG C ATT AG CG G CGT A 

AAATAAGAATGATTTATTTTCTTGCAGTGTCCACAGATCAGAAGTTCAGGCCTGGATTCT 

CTGGGTCTTCTTCTCAGGGCCTCACAGGCTGAAATTAGGCTGGGTTTCTTTCTGGAGGTT 

CTGGGGAAGAACTTCCTCTCAAGTTTCCTCAGGTTGTCAGCTGAGTTCAGTTCCTTGTGA 

CTGTAGGACTGAGATCTCTGTTTTCTTGCTGGCTGTCAGCCAGGGGCCTCTCGCTGCTCC 

TAGAGGCCTCCCATGTTCCCACTGCATGCTTCCTCCAGCCAGCAGAGGAGGATCGCCCTG 

CATGGAAACCCTTCTGCACTTCACATCTCTCCAGGAAGTCCTCAGTCCCTCCAAGGAACT 

CACGTTCACTAGGTCAAGCTCATCAGATAATCTGTCTATCTTAAATTGGACCGATTTGGG 

ATC 

>SEQUENCE:6285:prostate_MPM2000-004P6_Table5 

CGCGCGTAATACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGT 
ACCTGCTGCAGGAGCAGCTAAAGATCATCAAGAAGGAGCTGGGCCTGGAGAAGGACGACA 
AGGATGCCATCGAGGAGAAGTTCCGGGAGCGCCTGAAGGAGCTCGTGGTCCCCAAGCACG 
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TCATGGATGTTGTGGACGAGGAGCTGAGCAAGCTGGGCCTGCTGGACAACCACTCCTCGG 

AGTTCAATGTCACCCGCAACTACCTAGACTGGCTCACGTCCATCCCTTGGGGCAAGTTTT 

I I I I I I I I I I I 1 I II I ICI I I I I IAI I I I I I I I GTTAGGGTTCTGCTAGCCTTTATTTGA 

GAAAATTTACACAAAAATCCCCAATCCAACATTTACAAGTGAATCTGTATAAATCCCATA 

TGCCTCTTTCCCAAACAAACCAAGAAATGGCTTTATGACAGGGGTCCACGA 

>SEQUENCE:6286:prostate_MPM2000-004P6_Table5 

TTGGAGCTCCACCGCGGTGGCGGCCGAGGTACAGCCGCTGCTCGTCAGGAGGCCGCTTG 
A 

G G ATG CCCTCG ACG ATG CG CTTC AGTTCG AACACCGTG CTG G ACTCCTTG G CGTCCGTG A 

AGATGGTGGTCTTGTGGCGCCGGATCATGAGGAACACGTCCATCGCGGCTGCACAATATT 

ACGAGAAAAACCCTAAAAAATTTATAAAATGAATGATATTACACTATCAAATAAAAAGAC 

AAGTC ATTTTGTTTTC ATG AG ATTTC AAG GTTG ATTTG AGTC AG CTTCCCCCGG AACTG C 

ACGGTGTCCTGTGTGGGGAGGGCCCANCGTGCTGCCAGTGCTGGGGGGCAGGGCTTACA 

C 

TCCTTATCTAGCAGAAGTGCACAGAGAACTCTGGACTTGAGTAACAAAGTCATAAGGAAG 

GAGATTTTAAAATGGGCTCCATGAAATGCAGCTCATCTAGTTCAAGGCTGGGC 

>SEQUENCE:6287:prostate_MPM2000-004P6_Table5 

GCGCGCGTAATACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGG 

TACCATTCTCTTCACTGGCAAATCTAGCTTCACTGGCAAATCATCTCTGGACATAGCATT 

AAGCCTACTCCCAGACTGAGAGCTCTTGATGGGACCAGAGATTGAATAGCCTACCCTATA 

GCACAAGATTTCTACCTTGGGATTGGGTTAGAGCTGGCTGGCAGGTGAGTCACAGAAGTG 

ACAGCCACCCTTGACAACCCTTTCCACTCCAGAGAGCTCTAATGCTCACTCCTCTTCCCC 

C ATG CTCCCTCTCT AG G GTGTTGTG G AG GG AAGG AG AG AG GT A AG A AAGTCCTTCCC AGT 

AACCTCAAAATAGTGAGTGCGCCTATTTAAGTCCAGCACTTTGGGAGGCTGAGGCGGGTG 

AATCTTGAGGTCAGGAGTTCGAGACCAGCCTGGCCAACATGGCAA 

>SEQUENCE:6288:prostate_MPM2000-004P6_Table5 

GCTCCACCGCGGGGGCGGCCGAGGTACTTATTCTTCCCACGTTTCCTGGATTACAGGTAA 

ATCATTTGACCTGACTTGGGTATGGGAGGGGGATTAATTGGTGGGGATAAGACCCTTATC 

TTTGTGGGGTTACTGATCTGATAAAAAGACATTATTCTCACACCCCAGTGGTGCCCACAC 

TAACCCAACTCTGCCCTTCTCTCCTTTCCCCTAAGGCCAGGCCATGGAGATAGGCAGCGC 

AG CCCTG ACTATACTG GT AG AATG CTG GG ATGG GC ACCTG AC ACCCCCTG AGGTTG CATC 

CCTGGCTGACAGGGCATCACGGGCAAGAGACTCCAATATGGTGAGGGCGGCAGCAGAGCT 

GGCCCTGAGCTGCCTGCCTCACGCCCATGCATTGAACCCTAATGAGATCCAGCGGGCCCT 

GGTGCAGTGCAAGGAACAGGTATTTCTACGGGCAATCTG 

>SEQUENCE:6289:prostate_MPM2000-004P6_Table5 

TGGAGCTCCACCGCGGTGGCGGCCGCCCGGGCAGGTACCTGTGACAGGAGAGTGTCCTG 
A 

TGTGCTTGGGAGAAAGGCCGTATGGGGGCCAGGGATGGAAGAGACAGTGTGTGGCCACAG 

AAATTCCTGTCCATCCACCACCAGTGCTGCTCCCTGTG^ GGGCTCTAGGGCGAGTGGCCC 

CGAACCTTGGCCCAGTGCTTTGTCCCAGGCCAGAGTCTTGGCAATGCCACATGCTGGCAG 

CTTTCTCACTGAGAAGGTCCTAGCTTACCCCTGTGTGCTGGCCTTGGATTCAGCCCCGAG 

AGAGGGGAGAGACCATTCCTCCTGTGGAGTGGGTTCCTTATCACCAGACCGGCCACTCTC 

AGAACTGGCGTCCACTGTAAATCCAGGTGCCTTACGTGTGGCTCTGTCCCTTATGCTGCA 

GGGGAAAGCTGCATTGCCATTGTTCCCACCTGCTCACTGGCAGAAAGATGCCAGGGCTGT 

TAGCACTG 

>SEQUENCE:6290:prostate_MPM2000-004P6_Table5 

GTAATACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACAAG 

C I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I CC I I I I I I I I I I I I I I I I I I I I I I I I I I I 

I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I II I I I I I I I I I I I I I I I I I 

A I I I I I I I t I I I GGGCCCCAAAAAAACCCATTTATTCCCCCCAAAAAAAAAACGCCCCCA 

AAAAAAAACCCCCCGGCCCATAAAAAAAAACCCCCCCCGGAAAACCCCCCGCCCCCCGGG 

GGGGGCCCCCCCCCCCGGGGAAAAAATTAAAAAAAACCCCCCCCCCCTTTTGGGGGGGGG 

GCCAAAAAAGCCCATGGGGGGGGAAAAAAAAAAAACCCCCCCCCTATTTTAAATAGGGGG 

GTGTTAAAAAAAAACCCCCCCCGTGAAAAAAAAAAAAAATAAAAAGCGGG 

>SEQUENCE:6291:prostate_MPM2000-004P6_Table5 



Table 7 
2478/3129 



GGAGCTCCACCGCGGTGGCGGCCGAGGTACGCGGAGCTGCGCGCCAAGAGCACGCCGA 
GC 

G G CTTC ACGCTG G ACG ACGTC ATCC AG ACAG G CGTGG AC AACCCG G G CCACCCGTACATT 

CTGGTTACTGGTGGTGTTATATCAGGAATTGGAAAAGGAATCATTGCCAGCAGTGTGGGC 

ACAATACTCAAGTCATGTGGTTTACATGTAACTTCAATCAAATTTGACCCCTACATTAAC 

ATTGATGCAGGAACATTCTCTCCTTATGAGCATGGTGAGG lilt! GTGCTGGATGATGGT 

GGGGAAGTAGACCTTGACCTGGGTAACTATGAGCGGTTCCTTGACATCCGCCTCACCAAA 

GACAATAATCTGACCACTGGAAAGATATACCAGTATGTCATTAACAAGGAACGGAAAGGA 

GATTACTTGGGGAAAACTGTCCAAGTTGTCCCTCATATCACAG 

>SEQU E NC E:6292:prostate_M PM2000-004 P6_Table5 

GAGTTGGAGCTCCACCGCGGTGGCGGCCGATCCTCAGGATGCAGAGAAGTCATGTAGACC 

CACCAGCCCCACCTTGGGGGGAGGCGTGCCAGCCTGTGTCAGGTGTGCTTGTGTATTGCT 

GTGCTGTCATGGGGCCCTCTCCTTGAGAGCCGCCTCTCTGTTCTTCCTGTAGTATATTCC 

CCTTTGAACCACCCTTTCCTGTCTGAATTCTACTTTGCCTCCTTTCTCTTCCTCCTCTTT 

GC ATG GTTTGTGTGTATAG AC AGTGG A ACCTG AG G ATGG G ATCTG CTC AG CCTATCTTCG 

GGGCAATTGCTGAGCTTCAGGATGGGCTATTAATGTGGGATAAGCCCAGGTGCAAGGGGA 

GGAGGGCAGGCTGGGAACAGAGCGGAGAATGCCCATGGCCCTTTATTCCTTCTTCCCTCG 

GTCCAAGAACAGGAAGAGGCTGAGGCCATGCTGGGCAGGGTCTGGATGCCCACTTTCCAT 

TGCCACAGCATTTCATTGCTCAAAACCATCCTT 

>SEQUENCE:6293:prostate_MPM2000-004P6_Table5 

GTAATACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACCTA 

GGAGAGTTATGGCTGCCTCTGCTGAGTCATGCAGGTTGTCAGGGAAGTGGGGGAAAGCTG 

GCAGTCACAGGCCTCACCCAGCTCCCACACAAACCCAAGGGCCGGTCTTACTCCCACCGT 

GTTCCCCC ACAACTGCCCCG AGTCTGTTTCC AG G C AG AG G GTG AG ACTGG CTTG AAAATT 

TGCCCCAAGGCTGTGCCCCTCCCAGCGGCGAAAGAAAAGGGCTGTAGTTCTTCCCCCACC 

TGTGAAGTCTGCATGCTGGATTCGTGCAGTTGCCCAAGTTCTGGCCAGGAGGCTTCTCAC 

CCTGTTTAAATTGTTACGAAGTTCGACTAGAGAATTCTTCTCCCTGTGGAGTTTTATCCC 

TTGCTCCTCTGGCCACCCTCCCGATGGATCCCTGT 

>SEQUENCE:6294:prostate_MPM2000-004P6_Table5 

GGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCCCGGGCAGGTACACATTACATAGTTC 

AGCAGTTCACAGCTTTTTGGTCTCAGGATCCTTTTGCACTTGTAAAGAAATCATCAAAGA 

CCCCAGAGAGCT7TTGTTTATGTGGATTATATTCATTGACATTTACCATTCTAAAAATTA 

ATAT ATGAAGAAAATAATATTTAAGATAACAAGTGAATTACATGTTAATATAAATAGCAT 

TTTTATACAAAGTAATTATATTTTCTAAAAATTCAGTAAGTAAAGTGACACTGATTTTAT 

ACTTTTACAAATCTCTTTAATGTCTGTCTTAATAGAAGACAACCTGGATTTTC 

>SEQUENCE:6295:prostate_MPM2000-004P6_Table5 

GACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTGCCGAGGTGACT 

GCAGAGCGGCTCGCGAGAGTCTCCCTCTGTTGCCAGGCTGGAGTGCAGTGGCGCGATCTC 

GGCTCACTGCAACCTCCGCCTCCTGAGTTCAAGTGATTCTCCTGCCTCAGCCTCACAAGT 

AGCTG GG ACT AC AGTTCTGTG ATATG AGC AAC AATG G ACC AG AAG ATTTT ATCTCT AG C A 

GCAGAAAAAACAGCAGACAAACTGCAAGAATTTCTTCAAACCCTGAGAGAAGTTGACTAA 

TCTCCTTCAGAATCAAGCAGTGAAAGGAAAAGTTGCTGGAGCACTCCTGAGAGCCATCTT 

CAAAGGTTCCCCCTGCTCTGAGGAAGCTGGAACACTTAGGAGACGTGGGATCAGCAATAT 

GTAATCCAACTCACCTCCATGTTCAAGGATGTCCCTCTGACT 

>SEQUENCE:6296:prostate_MPM2000-004P6_Table5 

GGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACTGGTGAAACAGTTTTAATACC 

CTAAC ATACACAGTAGT GATTCATTCTTGTTTAAAACAAGAGGTGATTTCGACTTGGGAT 

TGGGAI I I I I ATTTTTTGAGATGGAGTTTTGTTCTTGTTGCCCAGGCTGGAGTGCAATGG 

CACAATCCTGGCTCACTGCAACCTCCGCCTCCTGGGTTCAAGCAATTCTCCTGCCTCAGC 

CTCCTGAGTAGATGATGGGATTACAGGCATGCACCACCACGCCCAGGTAATTTTGTATTT 

TTAGTAGAGATGGGGTTTCTCCATGTTGGTAAGGCTGGTCTCGAACTCCCGACCTCAGGT 

GATCCGCCTGTCTCGGCCTCCCAAAGTGCTGGGATTACAGGCGTGAGCCGCCGTGCCTGG 

CCTTGACTTGAGATTCTGAAGTGAATTTATTCACACTGATTGTGCCCTCTACTTTAGTAA 

G GTTCTG G CTTACAG AG 

>SEQUENCE:6297:prostate_MPM2000-004P6_Table5 

GGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACTGGACAAGGAGTCAAAAAACTT 
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GATTTCAGGTCCTAGCTCTAGCACTTACAGCTGTGTGATCTTGGGCAAGTCACTTAACCT 
CTCTTTGCCTCAATTTCCTCATCTTGAAATGAGGATAATAATACCTGCTGTACTTGAGCC 
GCATCTG CAGTCCATG GGCCTG AG ACTG CACCTG ACG CAGCTCTG CCTCTTTCCGTTTTG 
CCTTCATCTGCTCTTTCAGCTCCTCTGTCAAGCGCTCCTTCTTCTCTTTCAACTTGTCTA 
CTGCTTTCTCATCCCAGCGCCGTGCCTTGGCCTTCAGGTCACTGGCCCCACCAGAGATCA 
CTCCTG ACTTCTG G AATAG G GTTCCATCCAGTG CC ACTGTCTTGTG G CG CTG GTG G CCTC 
CAAAGGCAATGCGGCGGGCATATTCCACGTTGTCACAGACAAGGGCATTGCCACAAGCTT 
ACTGCAGGGCCTTTT 

>SEQUENCE:6298:prostate_MPM2000-004P6_Table5 

TAATACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACTGGT 

GTAAGCCCCTGTGTTTCCAAAAGTTAAGTTGCTCACCAAATGCAACAGAGCCTGTTCCAA 

AGAAACTGCCCCTGCA I I I I I I CCAATCAGGTAGATACTATGTTGAACTCCTTTGATTTT 

GAGACAGGGTCTCCTGTCACCCAGGCTGGAGTGCAGTGATACAATCACGGCTCACCACAG 

CCTCCACTTCCTGGCCTCCAGCCATTGCCCCGCCTCAGCCTCCTGCATAGCTGGGACCAC 

AGGCATGCAGCACTATGCCTGGCCAATTTTTGTATTTTGGGTAGAGACAGGGTTTCGCCA 

TGTTGCCCAGGCTGGTCTCGAACGCCTGCCTAAGCCTCCCAAAGTGCTGGGATTACAGGC 

GTGAACCACCCCGCCCAGCCCCATGTTGAACTCTTAACTGCCAAGCAGAGAAAAAAAAAT 

CCTTACCATACTAAGACAACTTTAATGATACTTTCACCTTTGGGCAAAGGGAAAGCATTC 

TTGAATATATCTTAAGAACCAAGTCCTCAAATACTGATGA 

>SEQUENCE:6299:prostate_MPM2000-004P6_Table5 

GGAGCTCCACCGCGGTGGCGGCCGCCCGGGCAGGTACTAGGATTATAGCCATGAGCCACT 

GTGCCTGGCTAGTTAAAGAGGTTAATTTTATGTTATGTGAATTTTACATCAGTAATAAAA 

AAGAAGCCGGAAGAAAACCAGACATCAAAGATGTTAGAAAAAGGGATATATTTACAAACC 

AA AAAGTCTCCAAATTCCC ACTG G A AG G AG GTAG C AAGTATG AG C AG GTCTCTTT AG AAG 

CCCGTCCTCATTCCTATAGAAACCCCAAGTACACACCAGTTCTCACCAGCGGGGTTAAGT 

CAAGAC I I I I I CAG CTC ATCCCTG G CA AG CCCCAG CCTACCCCTG G CTTCTACAG G A AAA 

TTTGCACTAAACTCTCTTCTCCAGCGGCAGCTAATGCAGTCCTTCTACTCCAAGGCTATG 

CAGGAAGCCGGAAGCACAAGCATGATTTTTTCAACAGGTCCATACAGCACAAACTCCATA 

TCTTCCCAAAGTCCATTACAACAAAGCCCAGATGTCAATGGCATGGCCCCATCCCCCAGC 

CAGTCAGAAAGTGCTGGGAGCGTCTCCGAGGGCGAGGAGATGGACACT 

>SEQUENCE:6300:prostate_MPM2000-004P6_Table5 

GGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACGAATGCGATCACTGTGGGAAGGC 
C 

TTCAGCATAGGCTCCAACCTGAATGTGCACAGGCGGATCCACACCGGGGAGAAGCCCTAC 

GAATGCCTTGTCTGCGGGAAAGCCTTCAGCGACCACTCATCCCTCAGGAGCCACGTGAAA 

ACTCACCGGGGAGAGAAGCTCTTTGTGTCATCCGTGTGGAAAAGGCTCCAGTGAGCGCGC 

CTGCTTTAGAGACACAGGATGATTC 

>SEQUENCE:6301:prostate_MPM2000-004P6_Table5 

ACTACTCACTATAGGGCGAATTGGAGCTTCACCGGCGGGGGCGGCCGAGGTCCAGGTTTA 

AGGTGCAGGAATGAAGATGGGGCAGACTGGGCCCCAGCATCTGAGGCCCCACCCCCATGC 

CAGAGAGCTCCAGTCCAGAGCCTGAAGTGTGGTCCAGCACATGTGAGCTATCTGGATGTC 

CAGGAATATCTAAGTGTGCTGCCCCCGTAGGAGGCACTGGAATTCCTTGCCCAGCAGCTG 

GGCCTAAAGAGAAGAGGCTGAGGAAGCCAGGCCCTAGAAACGGCCCAGCACGGTGGCTAA 

CAGAGCCATGCGGATGTACCTGCCCGGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGC 

TGC AGGA ATTCGATATCAAGCTTATTGATACCGTCGACCTCGAGGGGGGGCCCGGTACCC 

AGCTTTTGTTCCCTTTAGTGAGGGTTAATTGCGCGCTTGGCGTAATCATGGT 

>SEQU E NC E :6302: prostate_M PM2000-004P6_Table5 

GGGCTAGATTGGAGCTCCACCGCGGTGGCGGCCGCCCGGGCAGGTACCAGGTTGCCGGG 
A 

AGTCCACCCTTGAGAGCTCACAAGTCAGCACCACCCGCTCTGAGGTTGTGAAGGTCAACG 
ACACCTTGTCCTGGGGGCTCAGGATGTGCACCGGGCTCTCTTGGATTGTGAGGGCAGCTG 
AGTCCTGCACGCCGGGGCAGCTGAAGCCGACCAGGGCACCGCTGTCCTGGTGCTTGACG 
G 

CATGCAGGATGAGTCTGTGCTGCAGACCCTTCTGCTCTATACGGTCGCCCAGAAACAATC 

CTTTCAACTTCTGAACATTTGGTTTGGAACACTTATTTGATGAATATTCAGTTAAACATT 

TGGATACAAGCTCTTGCCAGAAGGTCAGATCTCTGCCATTTATCTTGGAATGTTTCTGAA 
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GACATTCTATTCCTTCTGTTAACTCTACACACTTCTGTGCTTGGATCTCTAATGCAATGA 
TAGGCAA 

>SEQUENCE:6303:prostate_MPM2000-004P6_Table5 

GGAGCTCCACCGCGGTGGCGGCCGAGGTCAAGCAGACAGCAAAGGCTGAGGGCCTGGGA 
G 

ATGGATACCGACTTGTGATCAACGATGGGAAGCTGGGTGCACAATCTGTGTATCATCTGC 

ACATTCATGTACAAGTAGTGGATACCAATTAGTCAGTTCATGTCTTGCTCCCTGAAGGAA 

GATTTTGAAGTAAAAGAAACCCTCTCAAGCAAGCAACATACATCCCTGGCCTGTCTGCCA 

GTTTGTTTGGTTTTTGCCGGGGAAGGAGATAGAAGGAAGAAGAAGGGAATGGAACAGGGG 

G AATAG G AC AATCTGGTTG AAACTGTTTCTATTCCT I I I I I I I I I I I I I I I AA 

>SEQUENCE:6304:prostate_MPM2000-004P6_Table5 

GCGCGTAATACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCCCGG 

GCAGGTACCTTCCCTATTG AACCCTTCTTTAG G CTTGCTCACTC I I I II GATGGGTGTCT 

TTCCAAAGCTGGCTGGGGACCTCCCTGATTGAGAGACATGGGGCCAGTTCTGTTGCTGTG 

GCTACACGGGAATAATAAAGCAGAACACCTTAAAAAAAAAAACAAGCGAAACCAAAGTGA 

CGTGGGTCCATAGGATTGGGGATGGGTGGTGGGGTCTGACTGCCTTGTCCCAAGAGTTGG 

GTGAATGCCGCCTTTGCTCACTTGTGCGGTCACTCTCCAGGACTCCTGCCTGGCTTCTCC 

CACTCCAAGCCCGAGATAGCCCAGCAAGGAGGAAGGTCTGGCCCCAAAATACGAGCTCCC 

CAAGTGGATATCCTAAAATTCATCTTTCATGGCCCTACTTTATTGGGAGGGAATGTGAAA 

ATTGTGG G AATATGTTCATTG ACA 

>SEQUENCE:6305:prosiate_MPM2000-004P6_Table5 

AGGGCGAATTGGAGCTCCACCGCGGTGGCGGGCGGGGTACTTCATGAAGCAGACCATTGG 

GAATTCCTGTGGCACAATCGGACTTATTCACGCAGTGGCCAATAATCAAGACAAACTGGG 

ATTTGAGGATGGATCAGTTCTGAAACAGTTTCTTTCTGAAACAGAGAAAATGTCCCCTGA 

AGACAGAGCAAAATGCTTTGAAAAGAATGAGGCCATACAGGCAGCCCATGATGCCGTGGC 

ACAGGAAGGCCAATGTCGGGTAGATGACAAGGTGAATTTCCATTTTATTCTGTTTAACAA 

CGTG G ATGG CC ACCTCT ATG AACTTG ATGG ACG AATG CCTTTTCCG GTG A ACC ATG G CG C 

CAGTTCAGAGGACACCCTGCTGAAGGACGCTGCCAAGGTCTGCAGAGAATTCACCGAGCG 

TGAGCAAGGAGAAGTCCGCTTCTCTGCCGTGGCTCTCTGCAAGGCAGCCTAATGCTCTGT 

GGGAGGGACTTTGCTGATTTCCCCTCTTTCCTTCAACATGAAAATTTATACCCCCCCATG 

CAGTCTAAAATG CTTC 

>SEQUENCE:6306:prostate_MPM2000-004P6_Table5 

ACTCTATAGGGCGAATAGGAGCTCCACCCGCGGTGGCGGCCGCCCGGGCAGGTGAACGG 
C 

AGCAATGGTCAACCTGGCTTTCACCTTTCTCTGCTTCAGTATCTCTCTCTGTTTGCTGCA 

GTTGTCACAGGAGTCCACCTTCAAACTCAGCTGACTGTTGGTCAAAGGGAACTCCGGATG 

TGACTCCTGTTACATGAAAATGGAAGAGGTCAGAGTTGTCCAAGAGGGAGGCCAGCCACA 

TCCAGGCAGGGCCCCCATGGTCAGAACCCTGCTAGAGCCATCAAGGTCCCAGATGAGTCT 

GGAAGTGTTCCTTGCAAAGATATGCATTTACTTCTCTGGCTACACAAAGGAATGGAAATG 

CACAAAGCAATATCACAGTGAGGAAAAAAACGCCATCACCCTTAGATCGACCAAAGCCCG 

TGCTTGGCTGCCCACCGTCTCTATGCCCAGCCCTAGTGTCTTGCCACCCTGCCCGAGAGA 

AAGGCTGAAGGGGATGCTAAGGGAGATAAAGCAAAGGTGAAGGACGAACCACAGAGAAGA 

TCCGCGAGGTTGTCTGCTAAACCTGCT 

>SEQUENCE:6307:prostate_MPM2000-004P6_Table5 

TTGGAGCTCCACCGCGGTGGCGGCCGAGGTACAGCCCCACTACGGAGGAGGACCCGGGC 
C 

CCGCCAGAGGCCCCCGGAGCGGCCTCGCTGCCTACI I I I I CATGGGCCGGCTCCCATTGC 

TCCGGCGCGTTCTCAAGGGCTTGCAGCTGTTGCTGTCTCTGCTGGCCTTCATCTGTGAAG 

AAGTTGTATC AC AATGTACG AG G AATG ACCTCTAGG G CCTGG G C AACAGCCCTGTATGG C 

CATTGTTCCACACCAGTCATGGCCTTGGA I I I I I CTGTCAAGGCATGGGCCACAGCCATC 

TCGGAGGCCCCACCCCCTGGCACCAGCTGAGGGTCCAGGAGAACATTGCGACACACTTGC 

ATGGCATCCTGGAGGTTGCGTTCTACTTCCGAGAGAATCTCTTTGCTAGCCCCCCGGAGG 

AGAATGGTGCAGGCCTTGGGGTCTTTGCAGTCAGTGATGAAAGTAAAGTATTCATCTCCA 

ATTTTCTTGATTTCCAACAGGCCTGCTCCTG 

>SEQUENCE:6308:prostate_MPM2000-004P6_Table5 

CGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACCGTAAGTTT 
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TCTTCCACATATTTTGGGAAAAACTAAAAAAGAAAAAGGACTTCCTTTTTGTGGACATCT 

ACAGATGTTAGGGTTGCCAGAAGCAAATCCCAGGAATGAGATCAGTATTTTCATTGCATC 

TTAA ATGTATAACCTTCCTGTG G G AGTTC AGTTTGTCTGTG GTT AAGTG G GTGTGCTTAA 

TCATTCTCGAAATTGTGATCAGATGAAATAAAAAAAAAAATCTTGATGCAATAACAGTGG 

TTTTGCCACTTCTGGTTGTTTGCGATGGATCTGTCCCATGTCAGTCTGGGGTTTTATTCA 

G CTTGTGTTG CT ACCAG CAGTTC ACAG GTAAAG CAG AAATTCTCTTTAACC AG C A AGTTT 

CTGC I I I I I I AAGGTTACTTTTAGAATAAATCATCAGGGAAACAGAGAGGATGCTTTGCT 

TTGGGTTGTAGTCAAAAACTGATTAAATAATTTAATGTCTCTGGCACACACTAAAAACCA 

TACACTTCAGTTGTGATCTCAGTGGCATATTTATTTG 

>SEQUENCE:6309:prostate_MPM2000-004P6_Table5 

GCTCCACCGCGGTGGCGGCCGCCCGGGCAGGTACATGAAGGCGCGGCCCTTCCCCGACG 
G 

CCTGGCCGAGGACATCGATAAAGGCGAGGTGTCCGCCCGTCAGGAGCTCAAGCAGCGGG 
C 

GCGCTACCTGGCCGAGAAGTACTGATGATCTGTGGTCATAAGAACTTCAATACCGTTGCA 

CATAGTAAACACTTCACTGTTACTGAATCCTAAACTAAAACTACTATGTGGTAACATGGA 

TCGATTTAGGGAAAGATGTACCTCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAG 

GAATTCGATATCAAGCTTATCGATACCGTCGACCTCGAGGGGGGGCCCGGTACCCAGCTT 

TTGTTCCCTTTAGTGAGGGTTAATTGCGCGCTTGGCGTAATCATGGTCATAGCTGTTT 

>SEQUENCE:631 0:prostate_M PM2000-004P6_Table5 

GACTACTATAGGGCGAATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACACCGACTACGGC 

GGACTAATCTTCAACTCCTACATACTTCCCCCATTATTCCTAGAACCAGGCGACCTGCGA 

CTCCTTG ACGTTG ACAATCG AGTAGTACCACTTG GC ACG AACATTCTCG AAGG AGG CCG G 

GCTCACCAGAGAGAAGCAGATCAGAAAGACGTCAGTTTGGGGGTAGGAGAGTGGCCGCAG 

CCGATCGTAGTCCTCCTGACCCGCTGTGTCCCACAGCCCCAAGTTGACTGGTTTCCCGTC 

CACCATCACGTTGGCAGAGTAGTTGTCAAAAACGGTGGGGATGTACCTGCCCGGGCGGCC 

GCTCTAG AACTAGTG G ATCCCCCG G G CTG CAG G A ATTCG ATATC A AG CTTATCG ATACCG 

TCGACCTCGAGGGGGGGCCCGGTACCCAGCTTTTGTTCCCTTTAGTGAGGGTTAATTGCG 

CGCTTGGCGTAATCATGGTCATAGCTGTTTCCTGTGTGAAATTGTTATCCGCTCACAATT 

CC AC AC AAC AT ACG AG CCG GG AG CAT 

>SEQUENCE:631 1 :prostate_MPM2000-004P6_Table5 

CGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGGCTCGACGCGCCGAT 

GGAAGGCGCGATCTTCGTCGAGACCATCCCTTTCACCGAGACGCGCGGCTATGTGCGCAA 

CGTCATGGCCAATGCCACCAACTATGCCTCGATCTTCGAGGGCAAGCCGCAATCGCTGAA 

GGCGCGCCTGGGCACAATCAGCCCGCGCCCGGGCAGCGCTTCGGTCCTGGACTGAGCCG 

G 

GGAGGATGAGCGTGAGCGTGCGGCCACCGAACGTGGTGCTGATCGGCGGCACCGGCTTC 
A 

TCGGCCAGCACCTGGCCGTGCGGCTGTCCGACAACGGCGTGGGCG 
>SEQUENCE:6312:prostate_MPM2000-004P6_Tabie5 

GCGATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACCTTCCACATAGATTCACAAGCTGC 
CCTG C AGTG G CCTTG G CTTCAG G AA AG GAG C ATTC AG ACG CTTCCGTC AG CCTCCCAG G A 
TGGCAGCCCCTGACCCGGCCCACGGACGCGGTGACCTTTGACGACGTGGCTGTGGACTTC 
ACCCAGGAGGAATGGACTTTACTGGACCCATCTCAGAGAGACCTCTACAG 
>SEQUENCE:6313:prostate_MPM2000-004P6_Table5 

TTGGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAA 

TTCGATATCAAGCTTATCGATACCGTCGACCTCGAGGGGGGGCCCGGTACCCAGCTTTTG 

TTCCCTTTAGTGAGGGTTAATTGCGCGCTTGGCGTAATCATGGTCATAGCTGTTTCCTGA 

NCNCNGACCNGNGAGGTAACAAAAAATACCGNGCCCTGAGGTTGGACGTGGGGAATCTCT 

CCTGG G G CTC AT AGTGTTGT ACAAGTTCTCTTG G G A ATCTACG C ATG G C A AAAATACC AT 

CTCCTTTCATCTTTACAGCCCTGTCAGTGCTGTGCTCTTCAAAGCCTTTCCCTTAATAGC 

AAGAGGGCCAATAGTGGC 

>SEQUENCE:6314:prostate_MPM2000-004P6_Table5 

TACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACCACAGGT 
GGAATTCCTCAAAGGCAAACTTCATGGCTCTTTCTAGGCACTCTGACAGCATCTCATACT 
GGCCTCTTCTTCCAAG AGC AATGGTG AGT AAGTCATAG ACCACAG ATG CACTCTG CAG AC 
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TGATGAGGCGGTCACTCTTGTGTTCAGGTATCCTGCTCAGCACAGCGTCCCGGTTGGCCA 

TTG ATTC ACTAATC AG C AATAAC A ACAG G G CTTCTTCCGT ATTTTCTTGAGG ACAAAA A A 

TGTTCTCTCCTGAGTAGACACGGGCTCTCCGAGTGAGAGTGTAGGTTTTTGTGTTTGCTC 

CTTTGCGGAGAGGATCGTCCAGAGGTGACTGGCACGGTGGATCCTCCAGAGGGTTCCAGT 

AGCTCTGCTCACACATACCCCGCAACAAGATCTCTGCCAGCTGCCTGGCTATTGTCATTC 

GCAGGTTTTGAGTTGTTCTTGTTT 

>SEQUENCE:6315:prostate_MPM2000-004P6_Table5 

GGAGCTCCACCGCGGTGGCGGCCGCTCTACACGTATTGTATCCCCTGGACTA CGCG AATC 

AGATCTATCGCTAATTGATTCCGTGTACCTGGAGGGGGGGCCCGGCTCACATCTTTTGTT 

ACCTTTATTGACGGTAAATTACTCGCTTGGCTTAATCTTGGTCATAACTGTTATCTGACC 

AGCTTCCTACTTTGGAGTCAGTGGAGAATTATACCCTGACCATAAATGATGACCAGTGTT 

TACTCCTCTCTGAGACTGTCTGGGGAGCTCTCCGAGGTCTGGAGACTTTTAGCCAGCTTG 

TTTGGAAATCTGCTGAGGGCACATTCTTTATCAACAAGACTGAGATTGAGGACTTTCCCC 

GCTTTCCTCACCGGGGCTTGCTGTTGGATACATCTCGCCATTACCTGCCACTCTCTAGCA 

TCCTGGACACTCTGGATGTCATGGCGTACCTGCCCGGGC 

>SEQUENCE:6316:prostate_MPM2000-004P6_Table5 

GCTCCACCTCGGGGGCTGCCGAGGTACGCCTTCTCCCCTAGGAATTCTCTTCCACAGCAC 

CTGAAAGAGTTTTTGGGCCATCCTCATCATAACACACTTCATGGGGGGCTCCTTTCCATT 

GTCGGATGAGAATGATGTTTGTGACAAGCTACGCGTGATTTCATAATAGTCATAGAGCGG 

CAAGCAGAATCCTGGTGACAGCTGCAGCCTCGGGACCCCGCCTGGGCAGGGGCCCCAAA 

G 

CTAGGCTCTGAGAAGGAAACACACTCGGCTGGGCACAGTGACGTACTCTGGACACATGTT 

AGCAATCGTAGCTCGGTCAGCAATGGACAACTGGGCTACTCCAGGCCCGAAGAACTCGAC 

AAATTTGCCCACTACCCCAACCTGGCGGAGGTGCTTGGTAATGGTGAGCACGATGTCAGT 

GGATGTTACCAGAGGGTGGGGCTTCCCCATCAACCTGCC 

>SEQUENCE:6317:prostate_MPM2000-004P6_Table5 

GCTACACCGCGGGGGCGGCCGTCCTGCCTGGTACCGGGGTCCCGAGGGCCCCCAGGGAC 
C 

CCCAGGACACCAAGGACCGCCTGGGCCGGACGAATGCGAGATTTTGGACATCATCATGAA 

AATGTGCTCTTGCTGTGAATGCAAGTGCGGCCCCATCGACCTCCTGTTCGTGCTGGACAG 

CTCAGAGAGCATTGGCCTGCAGAACTTCGAGATTGCCAAGGACTTCGTCGTCAAGGTCAT 

CGACCGGCTGAGCCGGGACGAGCTGGTCAAGTTCGAGCCAGGGCAGTCGTACCTCGGCC 

G 

CTCTAG AACT AGTGG ATCCCCCG G G CTGC AGG A ATTCG ATATTCAAGCTTATCG AT ACCG 

TCGACCTCGAGGGGGGGCCCGGTACCCAGCTTTTGTTCC 

>SEQUENCE:6318:prostate_MPM2000-004P6_Table5 

CGTATACGACTCACTATAGGTGCGATTGGAGCTCCACCGCGGTGGCGGCCGCCCGGGCAG 

GTGAGGGATACTCCCCCTTTCCACCATGGGCAAGAAGGGCAAAGTTGGCAAGAGCCGACG 

AGACAAGTTTTATCACTTGGCGAAGGAGACGGGTTACCGTTCCCGATCTGCTTTCAAGCT 

GATCCAGCTCAATCGCCGCTTTCAGTTCCTGCAGAAAGCCCGAGCCTTGCTGGACCTGTG 

TGCTGCGCCAGGGGGATGGCTGCAGGTAGCTGCCAAGTTTATGCCTGTATCCAGCCTTAT 

TGTGGGAGTGGACCTGGTTCCAATCAAGCCTCTCCCCAATGTGGTGACTCTCCAGCAGGA 

CATCACAACAGAACGTTGTAGGCAGGCCCTGAGGAAGGAGCTGAAGACCTGGAAGGTTGA 

TGTTGTG CTC AATG ATG GG G CCCCC A ACGTTG G G G CTAGCTGG GTCC ATG ATG CTTACTC 

ACAAGCCCATTTGACACTGATGGCTCTACGTTTGGCTTGTGACI I I I I GGCCCGTGGTGG 

CAGCTTCATCACAAAGGGTTTCCGTTCTCGTGACTATCAACCTCTGCTTATGGATCTTTC 

AGCAGCT 

>SEQUENCE:6319:prostate_MPM2000-004P6_Table5 

GGTGATCAATTAGTGCTGGTGGTTACTCTCTCCTGCGTGTTTTGAGCAAGTAGGGAGCTG 
AGGCTAGGCAGGCCCTGGGAGTCTGTGCTGTGGGGCTGTGAGATGGGGCCCCAGGGGT 
>SEQUENCE:6320:prostate_MPM2000-004P6_Table5 

AGCTCCACCGCGGTGGCGGCCGCCCGGGCAGGTACGACTACAGGCATATACCATCATGCT 
TGGGTAA I I I I I I I GTTTTG I I I I I I GTAGAGATGGGATCTCACTATGTTGCCCAGGAGG 
TCTCAAACTCCTGGTCTC AAG C AATTCTCCC ACCTTG G CCTCTCAAAGGG CTG G G ATT AT 
AGGTATGAGCCACCTTACCTAGCCTGAATAAI I I I I TCAAAGAATAGAATTTATAAGTAA 
GGCTGGGAATTATATGGAAAAACTCCCACGTTTTTATCTGATGCCACAAGGAGTCAGAGA 
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AACAGCTGCTAATGTGTGCTCACAGGTCTCCTGAAGTTGCAGGAGTATCAGCCTCCCAGC 
AACACTTTGAGATTCAAACCTTAGTTTTAAGTGAGAGATTGGAAAGCTCCTGGAAGTGTC 
TTATTG AG AG AG G G AAG G AAACACT 
>SEQUENCE:6321:prostate_MPM2000-004P6_Table5 

GCTGATTGGAGCTCCACCGCGGTGGCGGCCGCCCGGGCAGGTACTGCATCGCTTGGAGG 
A 

TTCCTGATTTGTGGTGAAGACTTTGTGTTAATTTTGTCATACAGATCTAGTAATGTGTGA 

AGATGCTGATCCTGGAAAACACTGTGTAGAAAATCTAGGTCCTTTTCACTGCAGTCTGTA 

AGCGCATGAATCTCTTCCAGGCTGTCCAGCACCTGTGAGACTGCTCCTGAGGAGGTAGGG 

TCTTCGGAGAAATCTGGTAACTCTTCAGGGGGATCCCCATAGAATGAGTTGAATTTGTGA 

CTTGACACAGCGGCTAGTACATCTGTGCGAGGTCCGGCACTCTGTTCTCATCCAGTAAGT 

GGTCGAGCCCTTTCTGCAGAATTGCTGTTAAATGTTCTCCTAATAGCTGTTTCTCCACAC 

AAGCAATCAGTGGTTTCTGTGTGCTGTGGTCCAAGTAAGTGATT 

>SEQUENCE:6322:prostate_MPM2000-004P6_Table5 

GACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCCCGGGCAGGTACCA 
C 

CTGGAACGCCACATGCGTGCGCACAGTGGTGAAAAGCCTTACCAGTGTGAACGGTGTCAT 

CAGTGTTTTTCTCGGACAGATCGATTACTCAGACACAAACGGATGTGCCAAGGGTGCCAG 

TCCAAGACTTCCGACGGGCAGTTTTCTCTATAGGCGCAAGGGGCCCCGGGTGGTGGGAGT 

GATCAGAAGAGCCTGCCGAAGAGCACACCCCCTCTGGTCTGATGGTCCCACCACCGCCCC 

ATGTGAACCTGTCCCACTCCTGGAGGAGTGGACCCAGGAGACCAGAAGAGTGCATCAGGG 

GACAGTGGCCCCAGAACCTCAGCTCTGAACAACCCAAGACTGGTCCCAAGTTGGCTAACA 

GCTGCTCAAGAAACAAAGGAATCTGGGGTCTTCTGACATGCCTGTTGAGCAGTATGAGCT 

GTTCTCCCTCCCCAAGTCCTA 

>SEQUENCE:6323:prostate_MPM2000-004P6_Table5 

ACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACTCGTTGGA 

G CGTTCGT AG C AG GC ACG C ACTCCTTC ATCCTCCC AC AG AG CCTCG GCATGCTCATAG AA 

TTCGGGAGGGAAGTCAAAGTCAGGCACGTTCATCACACTCAGGATGTAGTCCACTCTGAA 

CTGGTTCTCGGGGTTGGCCAGCTCCACGGGGGGCACCAGGTTGCTCATGGCGGAGGCTCT 

GAACCTCTTCAAGAGCATCTGGAACAACAGATGGCTGCGCACCATCTCTGTGATCCTGTT 

CCTCAACAAGCAAGATCTGCTCGCTGAGAAAGTCCTTGCTGGGAAATCGAAGATTGAGGA 

CTACTTTCCAGAATTTGCTCGCTACACTACTCCTGAGGATGCTACTCCCGAGCCCGGAGA 

GGACCCACGCGTGACCCGGGCCAAGTACCTGCCCGGGCGGCCGCTCTAGAACTAGTGGAT 

CCCCCGGGCTGCAGGAATTCGATATCAAGCTTATCGATACC 

>S EQ U EN CE:6324: prostate_M PM2000-004P6_Table5 

CGGGCAGGCACAAATAGCACAGGAGGACCTCAGCCCCATGCAGATGGTAGCCCAGGGGC 
G 

GGGGTGGGGGGTCGCACCAGAGCCTTTTGTCCTCATGTTGGCAGAGATATCTACTCTGAA 

GCCTTTGTAGGGGCCTGGGTACCTGGACCTAGCACCCAGCACCTTTCTCTGAGCTGAGTG 

GCTGGAGCGGTCAATAAAGCCACATGTGCCTGCGAAAAAGCATAAAAAAAGAGCCAACAA 

AACAAACTGATGCTTGTACCTCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGA 

ATTCGATATCAAGCTTATAGATACCGTAAACCTCGAGGGGGGGCCCGGTACCCAGCTTTC 

GGTCCCTTTAGTGAGGGTTAATGGCGCGCTTGGCGCAATCATGGACATAGCTGTTTCCTG 

TGTGAAATTGTTATCCGCTCACAATTCCACACAACATACGAACCGGGAG 

>SEQUENCE:6325:prostate_MPM2000-004P6_Table5 

CTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACCCACACGGTTTA 

AGCAAACTAAAAGAACACTGACACTTTCTCAGAGAACAGGGATGGGAACTTTCTATCTGC 

CCATTAGTATCTACCCCAAGCTACGAAGACTTCCATTCCTCTTATTAAGCATTCAGCAAC 

TACATTTAGTGCCTACTATGCCAGTGATGCAAGAATGGATAAGACAGTCCCTACACTCAA 

GGATAACGCCTCTAGTAGGTGAGAGACAAACCGATTAATTCTGCATAAGGGATAAGTGCT 

GTATGCGGGAAGCAATCCAATGAGGGCTCTGAGGATGGCAAAGGAAGGGTTCCTGGAGGA 

TTTACATTTAACTGGTGCCTTGAAAGGTGTGTAGAAGTTGGCAAGATCAAAAGGGAGTAG 

AGTCCAGGTGGAGAAGAGAAAAGAGCAGGGCAGGCTGGATGGCATGGCTCACACCTGTAA 

TCCCAGCACTTTGGGAGGCCATGGAGGGAGGATTGAGGCCAGGAGTTTGAGACCAGCCTG 

GGTGACATTAAAAGACCCTGTCTCAAAGAAAACGAAAG 

>SEQUENCE:6326:prostate_MPM2000-004P6_Table5 
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CTCACTATAGGGGCGAATTGGGAGCTCCACCGCGGTGGCGGCCGCCCGGGCAGGTACCA 
A 

ATCAATATTTGCATGCATATATANGAGAAAAAAGTCTAGAAGGATACACTAAAAGACTTA 

ATATTATCTCTAGACTAAGAATATACAAGACGATTCATATCATCTCTCTAGAAGGGAAAA 

TTAAATGTGATTTCTTATTTTTCTCTTTTGCTTATTGCTATTACCTAAAACGGGTTGCTA 

AACGACAGTCTGAAGGCCACATCTGGCCCATTGCTTACTTTTGCAAATAAAGTTTTACTG 

GAACATGGCCACACACGTTTGTTTACGTATTCCTATAGCTGCTTTCAGGCTACAACGGCA 

GAGTCAAATAACTGTGACAGAGACCATAAGGCCCACAGGTGGAAAATATTTGCCATCTGG 

CCTTTTATAGAAAAAGCTGGCTGACTCCTGATATAAAATGATCATATATACATTAGACAT 

GTATTTAAAATATACTTCAGCTGTGCTCCAAAGGAAATATTTATCTTCCAAATCCAAATT 

TCAGCAAAATTCATTCATTCATTCATCTAAACTATAAAGGTCAGTCAACACTATTTGCTA 

AGTGTTTACTACGTTCCAAGCATTGTTTTA 

>SEQUENCE:6327:prostate_MPM2000-004P6_Table5 

CTGTGTGGCAAATAGGAGCTCCACCGCGGGGGCGGCCGAGGTACGAAGTCCTCGTCGCC 
G 

ACGTGCACCTTGATGAAGTAGTTTGTCCCCGCGACCACCTGGCTCTTGAATGACACGGCC 
TTAAACACAGGGAACTTCTTGTTTTCTTTCTCTTCAAGCTGGGACCTCACCTGGTCGGCG 
ATGTGCTGGGTCTCGGCGGTGGCCGGCTGCGTGGCGGAGGGCGCCCCGCACCCAATTTC 
C 

AGTCTTCAGAACAGCATGAACACCTTTGGAATCTACATTCACTGCTAATATTTCTGTTTT 

TTCAGGTATACAAAGCTTTTTAGGAGTCCTTTGGAAACAGTCGGGAACCTTCGGTGCTCC 

ACCAGTTTTGACAACCTGCAATTCATCAATTCTAAGTAACCTACAATCCTGCAGGAGAGA 

AGAAGGGTCAGCATCTGGACCAGAGCTGTTCTGACAGTTAGTATTACTGGAGGTTCCTGG 

AAATTTTACAGCAACATAGGCACCATCTACTTTTAACACCTTGCCAACAGGAACATTCTT 

GACATCTTCCAC 

>SEQUENCE:6328:prostate_MPM2000-004P6_Table5 

GGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCCCGGGCAGGTACTGCAGCGCGTCGAG 
C 

GGCTGTCCAATCGAGTCGTGCGTGTGTTGGGCTGTAACCCGGGTCCCATGANCCCTCCAA 
GGCACCAACNACCTACCTAGTGGGGANCCGGCCCCAGGAAGAAATCCTCATTGACCATCT 
GGGGAACCAGCCAATTCCCAGAATACANTCACGCTGTTTTAAAGCAGGGCTCTTAACTGG 
AATTT A AAC ACAG C AATTC 

>SEQUENCE:6329:prostate_MPM2000-004P6_Table5 

G TAAT ACG ACTC ACT A TAG G GCG AATTG GAG CTCC ACCGCG GTGG CG G CCG AG GT AC A AG 
CM I I I I 1 I I I I I I I I I I I I 1 II I I I I I I I I 1 1 11 1 I I I I I 1 I 1 I 1 I I 1 I I I I I I I I I I 1 
I I I I I I I I I I I I I I 1 I I I I I I I I I I I I I I I I I I I I I I I I I I I CCCCCCCCCCCTTTTTAT 
TTAAAACAGGAAAAGGGGGAAACCCCCCCTTTTTCCCAAAAACAAAATTTAAAAATTTTC 
CCAAAAAAATCCCGGCCCCCCCCCCCCTTAAAAAAAACGGGCCCCCCCGGGGGGGAGGAA 
ATCAAAATAAAACTTTATTCCCCCCCCCCCCCCGGGGGGGGCCCCCCCCCCCCCTTTTTT 
TTCCCTTTTGGGGGGGGAAAAACCCCCCCTGGGCAAAAAACGGGAAAAAGTTTTTTCCGG 
GGGAAAAAATAATCCCCCCCAAATTTCACACCAAATTCCGGCCGGGGAAAAAAAAATTAA 
AACC CGGGGGCCCCAAAAGGGACCCCCCCCCCAATAATTGGGGGACCCCCCCATCGCCCC 
TTTTACAAAAAAAAAAACCGTGGCCCCCCGTTTTTTAAAAAAAAACCCCCCCCCCCCGGG 
>SEQUENCE:6330:prostate_MPM2000-004P6_Table5 

GCGTAATACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTCGA 

TCTGCTGCTCGTCTCAGGCTCGTAGTTCGCCTTCAACATGCCGGAACCAGCGAAGTCCGC 

TCCCGCGCCCAAGAAGGGCTCGAAGAAAGCCGTGACTAAGGCGCAGAAGAAGGACGGCAA 

GAAGCGCAAGCGC AGCC GCAAGGAGAGCTACTCCGTATACGTGTACTCATAGCAGGTAGC 

TTCATCAAGGGTAGTTTTCAATGCATTTTCTGTTGGGTAAAAAACTTTCCCCTCAAAAAT 

CTGATGACAGGCTTCTGCTAACAGTGAAGCATTGGACAGAGCTGCCCTCAGAAAACGTTT 

ATTCTCCCATAACTCAGTATTGTAAACAAATACAAAAATCAGGGCAGAGATAAGAGACGC 

GCTAAAAAGACAGTGCTTCCAAGAGCCCATCATTCACAACCAGGAAATGAGTAAAATATC 

TCTCTCTTGAGATAGGATCAGAGTGTAGATATATTTAACTTACATTTTC 

>SEQUENCE:6331:prostate_MPM2000-004P6_Table5 

TAGCTGCTTCCTGTTCATAGCTGTTTCCTGTGAGGAAAAGAAGAGCCCCACCGCGGGGGC 
TTCCTAGGTTCTTGGTAGTCTTGAGAAGAAAAGTTGAATACTGTTTTGTTTTCATCTCAA 
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GGGGTTCCCTGGGTCTTGAACTACTTTAATAATAACTAAAAAACCACTTCTGATTTTCCT 

TCACTGATGTGCTTTTGGTGAAAGAATTAATGAACTCCACTACAAAGAAAGTTATAAGTC 

AAGGCCTCACCAATTCCTACAGTATTAGTATTGTGTCTCAATTCTCAAAACTAACTTTTA 

AAAAGCTTAAACTTAACCTAAAGGATTTTAAATGAAAATATAAACTAGAATGAACAAACA 

TGATAAATATTTCTTTGAATCACGGAGCTAGCACCTTTGAGTTTTCCAAAAAAGCACGTC 

TCCCCAGTGTGTTCACTGTGATGTGGTGTAAAAGATCCACATTTAACATACTTAAACTAC 

TTAAACT 

>S EQU E NCE :6332 :prostate_M PM2000-004P6_Tab!e5 

GGCGAATTGGAGCTCCACGCGGTGGCGGCCGCCCGGGCAGGTACTTGGGACAGTTACAG 
G 

CATGCTGCTATTGCCATGATCTTCGGGAAGCTGAAGTGATGAGCAGCAGTGTGTGATTCT 

GAGGACACAGAGGGCTGGGGTCTAGGAGCTATCTCAGGTGGGCTCAG TCAGT GCCATCCT 

CCCTTTTGGTGCCTCCCTAGAAGTGCTGAGAAGATGCAAAACCAAAAGCTTTTACTCCAA 

CATTGCTTAGCCAAGCTAAGCACATGCATTCCCTATGATTCAGCAATTCTGCTCCTAGCA 

TGTATCCCAGAGAATTGNCCCATGGGTCCATAGGGGCATATAAGAATGGGCATTGCANCA 

AAGTTCTGGTTGGGGTAGGGGG 

>SEQUENCE:6333:prostate_MPM2000-004P6_Table5 

GCGCGTATACGACTCACTATAGGGCGAATTGGAGC~FCCACCGCGGTGGCGGCCGCCCGG 
G 

CAGGTACTGCATGTTACATATTCTTCTTTAAAATTTTGTAATAAACATTGACAGTGTTTG 
GTAGGCACAGGGAAACAGGATAACGTAGAGTCATTACAGAAGAAAAAAACTTATTGCTAA 
CATTGCAGTATTCCTTTTATCAGAATTAGGTGAGTATTGATTGTAAAAGCTCTATCAACT 
CTTGCTCTTATTTGATGACTTTGAGACTTTTTTACTCTTGCTATAAAAAGAAGGCTACTT 
TCTTTCCCTAATATATTTCTACCAATG CG AATAATTCAG G AAAC AATG AG AG AAAAGTAA 
TTCACACTTAATGTGTTGTTACTTAAGAGATTTGACGGATAAAATAAAATCAAATTAAAT 
CATTGAAAAGGCAGGCTTAGACCCCCTTAAAAACACCGTTAGTTGCCTACCATAATTTGA 
GCAC I I I I I I 

>SEQUENCE:6334:prostate_MPM2000-004P6_Table5 

GGGGGAAAAAAAAAATTTGGGGG I I I I I I I GGGGGGGGGGGGGGAAAAAAA 
>SEQUENCE:6335:prostate_MPM2000-004P6_Table5 

GCTCCACCGCGGTGGCGCCTGAGGTGCCTAATGAGTGAGCTAACTCACATTAATTGCGTT 

GCGCTCACTGCCCGCTTTCCAGTCAGGAAACCTGTCGTGCCAGCTGCATTAATGAATCGG 

CCAACGCGCGGGGAGAGGCGGTTTGCGTATTGGGCGCTCTTCCGCTTCCTCGCTCACTGA 

CTCGCTGCG CTCGGTCGTTCG G CTG CG G CG AG CG GT ATCAG CTC ACTC AAAG GCG GT AAT 

ACGGTTATCCACAGAATCAGGGGATAACGCAGGAAAGAACATGTGAGCAAAAGGCCAGCA 

AAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCC 

TG ACG AG CATCACA A AAATCG ACG CTC A AGTC AG AG GTG GCG AAACCCG AC AG G ACT ATA 

AAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTTGTGCGCTTCTCCTGTTCCGACCCTGC 

CGCTTACCGGATACCTGTCCGCCTT 

>SEQUENCE:6336:prostate_MPM2000-004P6_Table5 

ACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACTGAAGTAT 
TTATTGATAAAGTGATGTGATATTTGAGACTTGCATCAAAGGAACCCAGTGGAGGGTGGG 
G C AT AGGTG AG GTTTAG GTG AAATA AG ATTG GCTAT 
>SEQUENCE:6337:prostate_MPM2000-004P6_Table5 

AGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCCCGGGCAGGTAGCCTCGTTGCGGC 
C 

ATCGCCCTGCCGGACCGCGCCTCAGGCTCCCCCAGCCGGAAGAATTAACCTCGAGTCTGC 

ACGCTTTTAAGAACAAGGCCTTTAAAAAATCCAAAGTGTGTGGAGTTTGCAAACAAATTA 

TTGACGGTCAAGGTATTTCATGCCGAGCCTGCAAGTATTCCTGCCACAAGAAATGTGAAG 

CCAAGGTGGTGATTCCCTGCGGTGTGCAAGTCCGACTGGAACAGGCTCCAGGGAGTTCCA 

CGCTGTCCAGTTCTCTCTGCCGTGATAAACCTCTGTGGCCCGTCATCCTGAGTCCCACCA 

TGGAGGAGGGCCATGGGCTGGACCTCACTTACATCACGGAGCGCATCATCGCTGTGTCCT 

TCCCTGCCGGCTGCTCTGAGGAGTCCTACCTGCACAACCTACAGGAGGTCACGCGCATGC 

TC AAGTCCAAGC ACG G N G ACA ACTACCTG GTATT A AACCTTTCAG AAAAG AG ATATG ACC 

TTACGAAGCTTAACCCAAAGATCATGGATGTGGGCTGGCCAGAGCTCCACGCACCGCCCC 

TGGATAAGATGTGT 
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>SEQUENCE:6338:prostate_MPM2000-004P6_Table5 

GAATTGGAGCTCCACCGCGGTGGCGGCCGCCCGGGCAGGTACGTCTGTGAGAGGGTGTG 
T 

TCCGGGTAGAGGTGGAGAGCTACGCTGAAGAGGACGCCTCCTGCCTGCTGCGGCTATGTC 

ATCGCCTGAGGCCTCGTCCCATCTTCCGTGAGGTCATACCACTGGGTCCAGCCTTTGGCA 

AGTTCTTCAGATGCCGGAGCAACCAATACTTTGCCAAGGAGCCCTTTGTCTTTGGACAGG 

AAGCCGCCACTGTTCTTCACGGCAACGTCGAGCGTTCTCCTCTGCACTTCTGGTAACGAA 

ACACTGAAATCAAAGCTTTGATCAAACACTGGATTTAATGTTTTCTTTGACACGTGTGTT 

TTCCTCCTTCCTGACCGCCTCTTGTCTGGTAATAAATACATGCGGACATAGGGGTCAGAG 

CCGTCTTCAGAGAAGGCAATGAGGTTTCTGCAGGCATGCACGACCACGATAAGCTTGTTT 

CTCTGCGAGCTGTGCCGGATGGTCAGCTGGATCTGCCCCAGTGGAGACTGTCCCAGGGTC 

GACCTCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAATT 

>SEQUE NC E:6339:prostate_M PM2000-004 P6_Table5 

TACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCCCGGGCAGGTAC 

CATCCACACCTATGGCCTCTATGTGAACTTCAAGAACTTTGTCTGCAACATCGGGGAAGA 

TGCAGAGTTGTTTATGGCCCTCTACGACCCAGACCAGTCCACTTTTATCAGTGAGAACTA 

TCTAATTCGTTGGGGCAGTAACGGGATGCCCAAGGAAATAGAGAAGCTCAATAACCTCCA 

AGCAGTGTTTACAGACCTTAGCAGCATGGACCTCATCCGGCCCCGCGTCAGCCTTGTGTG 

CCAGATTGTCCGCGTGGGCCATATGGAGCTGAAGGAAGGCAAGAAGCACACCTGTGGACT 

CCGAAGACCTTTTGGAGTGGCAGTGATGGATATTACTGATATCATACATGGGAAGGTGGA 

TGATGAAGAAAAGCAGCATTTTATTCCCTTTCAGCAAATTGCGATGGAAACCTACATC 

>SEQUENCE:6340:prostate_MPM2000-004P6_Tabie5 

TTGGAGCTCCACCGCGGTGGCGGCCGCTCTACAACTAATGGATCCCCCGGGCTGCAGGAG 

TTCTATATCAAACTCATCGATACCGCCGAACTGCAGGGGGGGCCCGGTACCCAACTTTTG 

TTACCTTTAGCGAGGGTAAATTGCGCACTAGGAGTAATCATGGTCATACTGGATGCTGAC 

GGTGATGATGATGATGATGATGATGATGATGAAGATGAAGAAGATGGAGAAGAAGAGAAT 

CAGAAGCGATATTATCTTAGACAGAGAAAAGCTACTGTTTACTATCAGGCTCCATTGGAA 

AAACCTCGTCA 

>SEQUENCE:6341:prostate_MPM2000-004P6_Table5 

AATATAAGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACCTGTGGAGCGAAGGA 

GAGGTTGTCATCTGGGCCCCTGTTTCACCAGTCAAAACCTATGGAGCAGTCAGAAGCCCG 

AAGCATCCAAGCCCAGTGGCCAGGAAGCTTCTGAAATAAACGGCACTGGGTTGGGAAGGA 

TGAGAAAGCCAAGACAGGTGGGCCAGGTTCTCCGAACATGGGGCAACAGTGACCTGGGCA 

AAAGCCTGGAACTGAGCGGCTGATAA 

>SEQUENCE:6342:prostate_MPM2000-004P6_Table5 

TGGCGGCCGCCGGGCAGGTACTATATATCCTCAATATGCATGTCTGCCCATCACATCAAA 
TGTTCTGTCAACAAGATGTTTGGTAA I I I I I I I I I AAAAAGGTTGGAAAATTAATTATAG 
AAGGTTCTATACTG I I I I I I I AATTAAGAAACTAAATCTAGCAGGCTAAAGGTTAATTGT 
AGTGA I I I I I I I I C AC AT AG AT ATCTTTCTATG ACCT AGTT A 3TT ACTG C AATTC AG AAT 
TAGTTCACATTGCATAAAGAATTACTTGTTGTAAGCAAAATGCTGAAACTACCAAACCAG 
TGGATGAAGACCACTAAGAACTTTGCACATAATCATACAATCTTTTGAAAATATTTTGCA 
AATATGTGTTTAGACAATAAGATGGACTAGAGTTCGACAAAATGATTTCTTTATTTAAAT 
TTTGTATAAGTATTTTCTTCGACACTTTCAAATTATATTGTGTTCTTGATATATGCTGTA 
TATTTATTTGTTAGTGCATGTG I I I I I AATTTACATGAAAACATGAGTTAGGAGAAATTA 
C AG GTTG AA AG ATG AA ATG CCTGT ATGTG CTCTG A AG AAATG GT A ATTCC AG ATTGTG C A 
NGGGGAAACAAATCTA 

>S EQU E NC E:6343:prostate_M PM2000-004 P6_Table5 

AATACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCCCGGGCAGGT 

ACATCTATGATTCAGCTTTTCATCCTGACACTGGTGAGAAGATGATTTTGATAGGAAGAA 

TGTCAGTCCAGGTTCCCATGAACATGACCATCACAGGTTGTATGATGACGTTTTACAGGA 

CTACGCCGGCTGTGCTGTTCTGGCAGTGGATTAACCAGTCCTTCAATGCCGTCGTCAATT 

ACACCAACAGAAGTGGAGATGCACCCCTCACTGTCAATGAGTTGGGAACAGCTTACGTTT 

CTG C AAC A ACTG GTG CCGT AG C A AC AG CTCT AG G ACTC A ATG CATTG ACC AAG C ATGTCT 

CACC ACTG ATAG G ACGTTTTGTTCCCTTTG CTGCCGTAG CTGCTG CTAATTG CATTAATA 

TTCCATTAATGAGGCAAAGGGAACTCAAAGTTGGCATTCCCGTCACGGATGAAAATGGGA 

ACCGCTTGGGGGAGTCTGCGAACGCTG 
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>SEQUENCE:6344:prostate_MPM2000-004P6_Table5 

GACTACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACACCGAACAAAG 

AGACAGGGTCATTTGTAACCTGATGCGTCCACCCTACTGCTGTGTCCGGTTTCCATTGGC 

TGGAACGGGACCTCATATTCTGTATTTGTCCTGATTGGGAAGCAACTTAAAACTTTTTAA 

AAGAGGCGAAGGCAGAAGAGAACAAAGGAAGGAGAAAGTAACTTGTGGAATGGTGAGAAA 

GGCATGAGGCGAATTCTCAGCCATGACAAGGCTGAAGGCCAGCAGGAACAGGCTCTAGCG 

AAATGGGTGCTGTGTCCCCTTCCTGCATGTGGCAGAAAGTTGCAAAGGACTCTCTCGTGA 

TCCCTGAGGCAGATGGACTGGGAGCCCCTCTGACCAACCTTCI I I I I I I I I I I IAAGAGG 

GAATCTTGTCTGTTGCCCAGGCTGGTATGCAGTAGCATGATCTC 

>SEQUENCE:6345:prostate_MPM2000-004P6_Table5 

TCCACCGCGGTGGCCGAGCGGCCGCCCGGGCAGGTAAAAAAAAAAAAAAAAAAAAAAAAA 

AAAAAAAAAAAAAAAAACTTGAACACATTAGAAAATTGGACCTGATGGCAAAATAACTGG 

TAAAAGCAAATGTAGAAGTTCACAACTCATGAAAATGCTGTGGCAGTTATGTACAAAAGA 

CAAAAGCAAATTTGCAACACAGATATGTAGAACTCTTCTTGAATTCTACAGCAGGAGCAA 

GCGGTGGTGCTTACGGTAGCCAAATGCTAGGAGGCATGGGTTTGTGTAAATATCACTTTA 

GTGTCI I I I I I I I I A AG CT AACCTTTTGTATG CCTTTCCTCTCATTTC AG AAC AC AT ATT 

TGTAGAACTCTTCTGGAATTCTACAGCAGGAGCATGCGGTGGTGCTTATGGTAGCCAATA 

TG ATG G G AG GC ATG G GCTTGTC AAACC ATTCC AG ATACGGG G G C 

>SEQUENCE:6346:prostate_MPM2000-004P6_Table5 

AGCTACACCGCGGTGGCGGCCGCCCGGGCAGGTACTTGTCAAACACCTTTCTCAAATGAG 

ACACACTTCGTGTTCCAAAGATGGTGATAAACTTTTCTTCATCTGTCCCCCATTTAAGTT 

CTCCAGCCTGAAATAAAGCCTGAGCATCTTGTTCAACTTGAGCTTCATCAATTCCAGCAT 

CAGGGTCTCTGTTAGCCTGAAGGAGAACCACCAACATCCGCTGGTAGTACATCTGGGGCC 

ACTCTCTGGGCACTGGCGTGGCGACAAATCTGGTGCGGCGCCTCTGTGAGCGAGAGACGC 

CTCC AGATG CCCTTATATTGGAATCTCCATTCACTAATATCCGCGAAGAAGCTAAGAGCC 

ATCCATTTTCAGTGATATATCGATACTTCCCTGGGTTTGACTGGTTCTTCCTTGATCCTA 

TTACAAGTAGTGGAATTAAATTTGCAAATGATGAAAACGTGAAGCACATCT 

>SEQUENCE:6347:prostate_MPM2000-004P6_Table5 

T GTTT CCTAGATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACTGGTCTTCAAAGGTGGA 

GTTTTGAGGAATGTCAAGAGGATCCCAGGGCTGTGTCAGGGTCATCTTTGAGCACTGCTT 

GGTGGCTTGGTCAATCTGAAACATCACTCCATCCTTATACAGCAAAATATATTCAAATAA 

TCTCCTGCAGGGGATCAGCGCCTTCCTCTCGTCCAGCACCCGCACGCGCTGGTTGAGCCC 

GTCGTAGGAGAGCAGGGCGCGGCTGTTGCGCCCGCTACTTTGCTGGTTAAATTTGCCCAC 

AGAACCCTCTAAATCCCCTTGTAAATTTAACTGTTAGTCCAAAGAGGAACAGCTCTTTGG 

ACACTAGGAAAAAACC 

>SEQUENCE:6348:prostate_MPM2000-004P6_Table5 

GAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACAGAAATAAAATTCAAAAGATACTAA 

ACTGGGAGTCAGGACACCTGAGTCTTACCCTCAGCTCTCTGATGCGACTTTAAGCAAAGT 

CGCTTGCTCTTTCTGGACCTCAGTTTCCTTGTTTGTAAAAACAGAAATGATTTCTAAGAT 

CACTCAGAATTGTAAAATTCTATGAACACTTATGAAGTCTATTGAGCTTGCGTCACTGTT 

CACTCCAATGAGTGGGGATAAGTTGTAAGCAGAAAAATATCATTACTTCACATCTTTTCG 

TTCACTATCAACACTTAAAAACAAACAGCCTTAATAAAAATCAAGTCCACTTTGTTTTCT 

CTCTTAAACAGACAAATCATAACGAACAGAGTCCAGTGAGTCCCTCTGTCGCAACAAGTT 

CAGGATCACT CAAGC AGGTAACCGCACACAACGCACAATGATGAAGAGCATAAACACAAG 

CCATAAGTATATTTTTATGTCGCTTTTTCTTAGGTTATTGATGCATTTCCAGAATCTCTT 

CATTTCTTTGCAATAACTGAAAACCCCAGAAGAAAGACACCATTTACATTAAGAATGTGA 

TCAATGTT 

>SEQUEN C E :6349 :prostate_M PM2000-004P6_Table5 

TACGACTCACTATATGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCCCGGGCAGGTA 

CCAGTAGAGTGGGGTGTTGTTGAAGAGATACCCAAAAATGTGGAAGCAACTTTGGAACTG 

GGTAAGAGGAAGAGGTTGGAACAATTTGGAGGGCTCAGAAGAAGAGAGAAAAATGTGGGA 

AAGTTTGGAACTTCTTAGAAACTTGTTGAATGGCTTTGACAAAAATGCTGATAGTGATAT 

GAACAGTAAGGTCCAAGTTGAGGCAGTCGCAGATGGAGTTGAGGAATTTATTGGGAACTG 

GAGCAACAGTGACCATTGTAATGTTTTAGCAAAGGGATTGGTGGCATTTTGCCCCTGCCC 

TACAGATTTCTGGAATTTTGAACTTGAGGGAGATGATTTATGGTATCCGGCAGAAGAAAT 

TTCTAAGCAGCAAAACATTCAAGAGGTGACTTGGGTGTTGTTAAAGGCATTCAGTTTTAA 
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AAGGGAAACAGAACATAAAGGCTTGGAAAATTTGCAGCCTGACAAT 
>SEQUENCE:6350:prostate_MPM2000-004P6_Table5 

TACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCCCGGGCAGGTAC 

TAACTTCCAATGGGATGGTGAGGCTTTGGGGAGGTATATATTATTAGATTTTGAGGATGG 

AGCCCTGATGACGAGATAAGTGCCCTTCTAAGAAAAGACATGAGGCAGGTGATCTCTCCA 

CCACGTGGATACAGCAAGGAGATGGCCATCTGCAAACAGGAAGAGACATGGAATCTGCCA 

GTGCCTTGATCTTGGACTTAGCTTCCAGAACAGTGAGAAATAAATGTTGTTCAAGCCACT 

CAGTCCGTGGTAGTTACAGTAGCACGAACTAGCTGAGATAGAAATGAGATTCATAAAGAC 

AATGTTAACTTCTTTTC I I I 1 I I I I I I I I GAGACGGAGTCTCGCTCTGTATCCCAGGCTG 

GAGTGCAGTGGCGCAATCTCGGCTCACTGCAAGCTCCACCTCCCAGGTTCACGCCATTCT 

>S EQ U E NCE:635 1 :prostate_M PM2000-004P6_Table5 

GAGCTCCACCGCGGTGGCGGCCGCCCGGGCAGGTACCTTGGTTCAGTCCAGTAAGGTGG 
G 

ACAACCCTTAAGTGGGGGCTTCCTGGTTGTAGTAGATAAGAGACAAAAGGTTGCATTCTT 

TTGAGTTCTTGATCAGCCTTCCACTGAACACACAATTTAGTCTGGCTCAGTGAGTCTGCA 

TTTTTACAGAAGCGATAGGGGAAAGGAAGCAATCAGCTATGCAGGTGAGCCTCAGGGGGA 

TGACTGTGAATAGAATGGGAGGCAGCTTTGCCCTAAGCAGTTCCCAGCTTGACTTTTTCC 

TTTAGCTTGGTGATTGTGGAGTCTCAAGATTTGTTTTCTTTTCACAATCTGAAATTCAAA 

GTTCCCTGGGTATCCTGTATTTTCATTTGCACACTTTGGCGCCCTAGTCCCAGAGTCCTG 

GAGCGGCATACTGGGGGTGGCTGTGCAGTCCCAGCA 

>SEQUENCE:6352:prostate_MPM2000-004P6_Table5 

ACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCCCGGGCAGGTACT 
AACTTCCAATGGGATGGTGAGGCTTTGGGGAGGTATATATTATTAGATTTTGAGGATGGA 
GCCCTGATGACGAGATAAGTGCCCTTCTAAGAAAAGACATGAGGCAGGTGATCTCTCCAC 
CACGTGGATACAGCAAGGAGATGGCCATCTGCAAACAGGAAGAGACATGGAATCTGCCAG 
TGCCTTGATCTTGGACTTAGCTTCCAGAACAGTGAGAAATAAATGTTGTTCAAGCCACTC 
AGTCCGTG GTAGTTACAGTAGCACG AACTAG CTG AAATATAAATG AG ATTCATAAAG ACA 
ATGGTAACTTC I I I I I I I I I I I I ATTTTGAGACGGAGGCTCGCTCTGTATCCCAGGCTGG 
AGTG C AATG G CG CAATCTC 

>SEQUENCE:6353:prostate_MPM2000-004P6_Table5 

CTGTGTGGAAAAGAACAGCCCCACCGCGGGGGCGGCCGAGGTACCGCCGGAAACCTCGC 
A 

GCCGCTCCCTGCAGTCCACCGGCCAGGTGTTCCTGGGTATCTACCTCATCTGTGTGGCCT 

ACTCACTGCAGCACAGCAAGGAGGACCGGCTGGCGTATCAAGGCCAGGACACCCCAGAGG 

TGCTAATGGACATAGGGCTAAGGCAAGAGGTGACCCTGGAGCTGCAGGGGGACGGGTCTG 

TGTCCAATCTGACAGTGTGTGTGGCAGCCTACACTGCTGCTGGGGATGGACCCTGGAGCC 

TCCCAGTACCTGCCCGGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGAATT 

CGATATCAAGCTTATCGATACCGTCGACCTCGAGGGGGGGCCCGGTACCCAGCTTTTGTT 

CCCTTTAGTG AG G GTTAATTG CG CG CTTG G CGTAATC ATG GTC ATAG C 

>SEQUENCE:6354:prostate_MPM2000-004P6_Table5 

CG ACTCACTATAGGG CG AATTGG AGCTCCACCG CG GTG G CGGCCGCCCGGG CAG GTACTC 

ACTCTTTAGGTCTCACAATTACCATTGTTCCTGGCCCGGACTTCAATCTGGCCTCTCACA 

TTATTCCTGATATCACACCTGACCCCCATGACTGTATCTCTCTGATCCACCTGATATTCA 

CCCCATTTCCCCATATTTCCTTCTTTCCTGTTCCTCACCCTGATCACGCTTGATTTATTG 

ATGGCAGTTCCACCAGGCCTAATCGCCACACACCAGCAAAGTCAGGCTATGCTATAGTAC 

TGTCTCTCCTGTGTTTG AG AGCTCAAGTAGG G CTCTCCTGG G ACTCAGG GG G AGCTAATT 

ACCTTGAAAAAGGCATATAGCACCCATACCATGTTTCTGTTTCTTGGCTGGGTTTGGGTT 

TAGGTTTTTGGTTTGTTTCTTGCAGTGCCATGCTGACCTTAGGCCATTGTTGCTGGGGTC 

TCCTCAGCCAGAAACCAGCCTGCTTGGAGCCAAGGCTCCTGTGAGGTGCCTGANAGTGCC 

CCCACAGCTAGGAGACCTAAAGCCTCTTCCTTTTCTTCCCATTGTGTTGACTGGGTTTTT 

CCAGGGGAGGAGTGGGGCCAGTTAAAAGC 

>SEQUENCE:6355:prostate_MPM2000-004P6_Table5 

GCTCCACCGCGGTGGCGGCCGCCCGGGCTGGTACTATACTTCACAACAATCCTAATCCTA 
ATACCAACTATCTCCCTAATTGAAAACAAAATACTCAAATGGGCCATNAAANAAACACAC 
CAGCGGGAGATCATTGCTCGGCACGGCCCCGTCTCGGCTTGTTCAGAGCACACCTCTCGA 
ACCACCTCTTCCACAGACTCTGTGGTGGTGGTGGTGGTGGTGGCAATGCTGGTGGTTCTC 
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TCTGTGGCTTCTTCGTAGGGTTCCTCAGCCTCTTCCTGTACCTCATCACCATCCTCATCG 
TCCTCGTCATCATCGGCTTCTTCTTCTTCCACCTCAGCCACTTCTTCCTCCTCTGCTACT 
TCTACTACTTTGTCTTCACTCCCATCTGCATAGTGTGTGTCTGCTCCGCCCC 
>SEQUENCE:6356:prostate_MPM2000-004P6_Table5 

GCTCCACCGCGGTGGCGGCCGAGGTACCAGCTCTGTTATATAAGGGGGAGCGGTTGGCTC 

ATTCCCTTATCTGCACATTTGATGTCTACATGGTGATGGTTATTTGTTGTATGATTGATG 

ATAACATTCGCCCAACCTTTAAAGAACTAGCCAATGAGTTCACCACGATGGCCCGAGACC 

CACCACGGTATGTGGTGATAAAGAGAGAGAGTGGGCCTGGAATAGCCCCTGGGCCAGAGC 

CCCATGGTCTGACAAACAAGAAGCTAGAGGAAGTATATCTGGAGCCAGAACTAGACCTAG 

ACCTAGACTTGGAAGCAGAGGAGGACAACCTGGCAACCACCACACTGGGCTGGGGGTGAG 

CCT ACC AGTTGG AAC ACTTAATCG G CCACGTGG GAG CC AG AG CCTTTTAAGTCCATG ATG 

TGGATACATGCCCATGAACCATGGTAATCTTGGGGAGTC 

>SEQUENCE:6357:prostate_MPM2000-004P6_Table5 

GCGAATTGGAGCTCCACCGCGGTGGCAGGCAGGTGGTGACCCCGCTCATGGTGGCCGAC 
A 

CCAGGTGGTTGAGGTCCCCGTAGGTGGGGGTGGTCAGCT TCAG GGTGCGGAAGCAGATGT 

C AT AC AGGG CCTCGTTATC A ATGG AGTAG GTTTC ATCTGTGTTTTCCACCAG CTG GTG G A 

CCGAGAGGGTGGCGTTGTAGGGCTCCACCACCGTGTCTGACACCTTGGGTGAGGGCATGA 

CGCTGAAAGTGTTCATGATGC 

>SEQUENCE:6358:prostate_MPM2000-004P6_Table5 

GCTCCACCGAGGTGGCGGCCGAGGTACATCCGGCTTCCTTTCCAGAAGAACCATGTCGCC 
AGGCAAGCCAAAGGACTTGGCTTGGTAAGTGAGGTAACCACCATATGAAGAAACCTTGTC 
CCCCAGGTAGGAGGTGGGTGCGACCCAGGACGCGCTGTGGATGGTTGCGGGCAGCTCCT 
G 

GAGATCCGCCACCATACTGTTGCTGCCTGGGTTGAAAGAGACAGGGATGTCCACTCTGTC 

TGCTGTCTCCAGGTGCCAGCCCAGCAAATCCACAAACTTAGTCCTTCGCTTATGTGAGCT 

G TG AC ATTG ATTATTTACTCC AAAAC AG AA AC AGCTGGT ACCTG CCCGGGCGGCCG CTCT 

AGAACTAGTGGATCCCCCGGGCTGCAGGAATTCGATATCAAGCTTATCGATACCGTCGAC 

CTCGAGGGGGGGCCCGGTACCCAGCTTTTGTT 

>SEQUENCE:6359:prostate_MPM2000-004P6_Table5 

GGAGCTCCACCGCGGTGGCGGCCGCCCGGGCAGGTACTAGCTATGACCAACCGAAACTTG 

TCACCCAAGTCTACAGGGTAAATTTGAATGTTTACATCTAAGATTGGATCCATCTTGAAA 

GATTCACTCTCACAATGCAGTCGAGACACTCGGTCAAACTTCTTGCCCTCCGGGTCAATA 

TCCTTCACATCGAAAATATCCTCAAACAGGATGCACGCCATCGCGAGGGGGCCACGAGAG 

CAGCAGAAGGGGTGAGAGCGCGACCACAGTTGGGAGTACATCCAGAACTTCAAAATACTA 

CAAGCAGGTTTTAAGAGAATGGGTGTTGACAAAATAATTCCTGTGGACAAATTAGTAAAA 

G G A AAGTTTC AG G AC AATTTTG AATTCGTTCAGTG GTTCA AG A AGTTTTTCG ATG C A A AC 

TATGATGGAAAAGACTATGACCCTGTGGCTG 

>SEQUENCE:6360:prostate_MPM2000-004P6_Table5 

ATACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCCCGGGCAGGTA 

CCGTTTATTGTCGTTACACAAATGAACCCAGCCTCTGGCTTGGGCACCGTCCCACGGACC 

AGCAGATGAGCATGGTCAGCCGACCCCTTTCCCCACCCCCGAGTCATGTGCAGTCATACA 

CTCCAGGCAGAAAGTCGCAGTATCGAATACCGGACACAGGTTCCCTTGGCTTGGTGGTGC 

ATCTCTGATCCACAGACTGGCCCACCTCTCGGAGTGGCCAACGGAGTCGCTGAAACGTTG 

TC AA ATAAG C AAGTAAGTGCAG GAG CCC ACG G ACC AGC AG ATG AG C ATG GTC AG CCG ACC 

CCTTTCCCCACCCCCGAGTCATGTGCAGTCATACACTCCAGGCAGAAAGTCGCAGTATCG 

AATACCGGACACAGGTTCCCTTGGCTTGGTGGTGCATCTCTGATCCACAGACTGGCCCAC 

CTCTCGGAGTGGCCAACGGAGTCGCTGAAACGTTGTCAAATAAGCAAGTAAGTGCAGGAG 

CCCTGGGCTGGGGGCCTCTGGCCTCTGCAACCGGGTGGGAGGAGGATGTCCAAGGTGTC 

T 

GCGGG 

>SEQUENCE:6361:prostate_MPM2000-004P6_Table5 

CTTACTACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACTTCTT 
CGTTTACTGTAACTCAAATCTAACCCAGCATTTCTCAATCTTGCACTATGGTCATTTTGG 
ACCTGGTAGTTCTTCGTCGTGGGGACTCTCCTGCATATTACAGGATGTTTGGCAGCACTA 
G ATG CCAAAGTCACCC ACTCCAGTG GTG AC AATCA AAAATG CCTCC AG ACATTACCAAAA 



Table 7 
2490/3129 



TTGCCCCCAGTTGAGAACCACTGATGTCATCCAAGAGGACGAGGTCCATTTAAGAAACGT 

ACAGGGGCTGGGGCATATGCCCCCAGCAGCGAGGACGGCAGTCCCGAGAGTGATTTTCAG 

AAAATAAAAAAAAGGACCCCAGGGGCAGGCGTTGGTGCCCCTCCCCACCCCAAGACACAC 

C AA ATTTCAAG ACTTT ATAT ATAATATATCTCTGTG CCCCCAG G G GAG G AG AG GG AC ACC 

TGGCGGCATCCTGGAGGGGGGCCCAGGCAGCCCCAAGCCA 

>SEQUENCE:6362:prostate_MPM2000-004P6_Table5 

GAGCGCGCGTAATACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGC 

CCGGGCAGGTACTCTGATCCACAAAGCTCTTTTATAAACCAGGTTTGAGGTTGTGTGTGT 

GTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTG GTCAG CTCTG G GTT AAATG G A AAG ACC 

ACGGTCGTGGAAGAGGCAGCTCTGAGTCCAGATTCTTCTGTGATCTTGGGCAAATTCCCT 

CACTTTCTGCTAGGACTACAAGAACAGAATACCTCAGAGACTGGGCGTCTTCTGCAGCAG 

AAACACCCTCTCACTGTCCTGGAGGCCAGAAAGCCGAGACAAAGGTGTGGGCACCGTTGG 

TCTCTCCCGAGGACTCTCTCCTTGGTTCGCAGATGGCGGCTTCCCCCGGTGCCCGTAGCA 

TCTTCCCTGTGCGCGCACCTCCCTGGTGTCTCTCTCTGGTCGTAATCTCTTCTTCTTAGG 

ACACCAATCAG ATTGTATTAGG G CTCACCCTAATG 

>SEQUENCE:6363:prostate_MPM2000-004P6_Table5 

TAATACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGTCAGCTCTCG 

AG G G G C CTCTGTT ATG AG AGC ACTG ATTCCATTC ACACTG G CTCTG CCCCTGTG ACCTCA 

TCACCTCCCACAGGCCCTGCCTTCAGTTACCGTCACCTGAGGGCTGAGGATTTTGACAGG 

AATTTGGGAGGACATAAACATTCAGGCCTTAGCAAATGTGTTTTATTTTCCAACTATCAT 

CAATTTTAAAAAATCAGAATCGTGCTTGGTGTAATCACATTATATAGAATTACATGTTCA 

AAGTTATATATG I I I I I I GGAAATCACATTCTAATTGGTTGGTTGGTTGGTTTATTTATT 

TATTTA I I I I I G AGGC AG AGTCTCG CTCTGTGG CCCAG G CTG G AGTG C AGTG AC ATG AAC 

ATAGCTCACTCTAGGCCCAACCTCCTGGGCTCAAGCGATCCTCCCACCTCAGTCTCCTGA 

GTTGTTGGGATGTTGGGACTGCAGGTGTGCCCCACCACGCCCAGCTAAI I I I IAAI I I I I 

TTTGTAGAGACCGGGTGTTGCCATGTTGCCCAGACTGGTCTTCAAACTCCTGGGCTCAAG 

C 

>S EQU ENCE :6364: prostate_M PM2000-004P6_Table5 

CGCGGTGGCGGCCGAGGTACAAGGACCGCTCTGCTTTGTAAGCAGGAACCGCAGTCCCCT 

GAGGAGGGTGTGTGAAGACTCGCTCATTTGAGTTCTTTGAAATGGGTCCCTTGGTCCTGC 

TGTCACATTGCCTTGAGCTAACGGATCATGTTCCCATCATAGGCCGGTCCTTGGGGCATT 

GGGCAGGTGGGGGCTTTGTGCCTCTGTGGCTGCTGCTGTCTGTTCTCTAACAGGCAGAAC 

TGAGGGATTCTGAACTCAGGATGTGCAGCTCTCCAGACTGAGACCCCAAGGCTGACTCCA 

GGTGGATCCATTGTCTCTTTATTCTCATTACGATTTATCAAAAAAGTGAGACAAATGCAG 

GATTCTCAAATGCTGAAGCAGCCCCGGA 

>SEQUENCE:6365:prostate_MPM2000-004P6_Table5 

ATACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCCCGGGCAGGTA 

CTGATTGGTCCATTTTACAGAGTGCTGATTGGTGCATTTACAATCCTTTAGCTAGACACA 

GAGCGCTGACTGGTGTG I I 1 I I ACAGAGTGCTGATTGGTGCATTTATAATCCTTTAGCTA 

GACAGAAAAGTTCTCCAAGTCCCCACTCGACCCAGGAAGTCCAGCTGGCTTCACCTCTCA 

CAAGCAACGTTATGTTTCTCATCTTCTAACAGAGCGTTCTGTGAAGGTCTGAGATGCTCC 

TACATTTCTAGTCTCATGGAATCTCGTC I I I I I I CAATCGT AG GT AAAAGTGTC AG AAG C 

CTAAAGGTGAGCCAGTGGAAAAGCCTGAAGACCCCTGCAAGGTTATTAGCTAAGCCTCCA 

TAACGCAGGCGGCAAGTGTCCAGGAGTCTGGCGTCTGCTCGCCTGCACCACGACCTCCCT 

CCTGGGGAGAAGGACATGCATGGTAAGCCATT 

>SEQUENCE:6366:prostate_MPM2000-004P6_Table5 

GGGCGAGATTGGAGCTCCACCGCGGTGGCGGCCGCCCGGGCAGGTCTCCACTCTGGCTG 
G 

GCGGGAAAGCAAGAACAGCACTGCTGGGCTGGAGACGGCGGGAGCCGCTGCTCTCCGGC 
T 

GAGGGAATCAGAGACAGCTCCGTCCCTAGTGGAGCGCAGGGGAGGCAGAAGTCATGACAG 

GCGAGGTGGGTTCTGAGGTTCACCTAGAAATCAGTGACCCATACGTCATTTCACAAGAGG 

AAGCAGATAGTCCTTCATATAGTGGACAGGGCAGCTATGAAACAATTGGACCCTTGAGTG 

AAGGAGATTCACATGAAGAGATATTTGTACGTATGAAGTGAAGAACATGAACTGTTCTAC 

AAGACAGTGATTCCGAAACAGAGGACACAAATGCCTGTCCAGAGAAAACTACCTATGACA 

GTGCCGAGGAGGAAAATAAAGAGAATTTATATGCTGGGAAAAAAAAAAAAAAA 
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>SEQUENCE:6367:prostate_MPM2000-004P6_Table5 

TTGG AGCTCCACCGCG GTG G CGGCCG ATGTACTCATAATACCTGTAG CG G CCTGTTGGCA 

CAGAGCCTAGCCCTCACAGATCACCTGAACTTAAATGAGATGCCGGAGGACAGCACTTCT 

GCTCGATAGATGCCAGCTTCATAGCCCGCTTAGCCTCCTCATGAGGCATCTTATGCTGTG 

AAGTAGCCTATCTATGGAAGAGACTTTTGTTTGTGTTTAATTAGGGCTATGAGAGATTTC 

AGGTGAGAAGTTAAACCTGAGACAGAGAGCAAGTAAGCTGTCCCTTTTAACTGTTTTTCT 

TTGGTCTTTAGTCACCCAGTTGCACACTGGCATTTTCTTGCTGCAAGCTI I I I IAAATTT 

CTGAACTCAAGGCAGTGGCAGAAGATGTCAGTCACCTCTGATAACTGGAAAAATGGGTCT 

CTTGGGCCCTGGCACTGGTTCT 

>SEQUENCE:6368:prostate_MPM2000-004P6_Table5 

TTGGAGCTCCACCGCGGTGGCGGCCGAGGTACAAGCTTCATGCTTTATGATGGTGCTGTC 

CTTTGGAGTTTGCTTATGCTGCCTTCCAAAAGGGACCTGGTGGGTTCTGTTCTCCCTGGC 

AACACATCTGGCTGTTCCAGCCACCAGCGAGAGCCCAAGACTGGTAACTGTCCACAGGCA 

ACAGGGAGTCATGTCGCGGTTCTCCAGGAGCACCCAGAGTCTGCACCACAGACACGTCCA 

GGTAACTGGCCATAGGCTGGTAGGTTCCCGGATATCCCGGATAGAAGGCAAACTCAGTGG 

GGCGGCTGGGGTACCTCGGCCGCTCTAGAACTAGTGTATCCCCACGGGCTGCAAGAATAC 

GATATCAAGCTTATCGATACCGTCGACCTCGAGGGGGGGCCCGGTACCCAGCTTTTGTTC 

CCTTTAGTGAGGGTTAATTGCGCGCTTGGCGTAATCATGG 

>SEQUENCE:6369:prostate_MPM2000-004P6_Table5 

TCCACCGCGGTGGCGGCCGAGGTCGCCCAGCTCGCCCAGCGTCCGCCGCGCCTCGGCCA 
A 

GGCTTCAACGGACCACACCAAAATGCCATCTCAAATGGAACACGCCATGGAAACCATGAT 
GTTTAC ATTTCAC AA ATTCG CTG G G G AT AA AG G CTACTTA AC AA AG G AG GACCTGAGAGT 
AC AT ATCC AT AAG A ATG G CTAAAATTAAAA AG G CTG AAA ATAG C AC ATGTTG GTG AG GAT 
ATAAAGCACTTGGAAGTCTTATACTTGTAGGAATGAAAAATGGTATTGCTCCTTTGAAAA 
TCTAACAGTTTCTTAAAGGTTAAACATAACACAAATCAGATAGACAGTCATTCCATTCCT 
AA 

>SEQUENCE:6370:prostate_MPM2000-004P6_Table5 

CTAAAGGG AACAAAAGCTGG GTACCG G G CCCCCCCTCG AG AGTACTTCTAG AATTAATT A 

AGGCGGGTATCAGAAATACACGTGGATAAAGAATAATCACTCATCATCTTACCATAACAG 

TATGAGAGTCTTTCTTTTTACCCCTTGCAGGCTTATAAAAGCATTAAGACATGAGAGAAA 

AAAAATTGAGGAATAAGAAAAGTACAAGTGATAGGACTTAGAAAAGAAAAACAGGCCGGG 

TGCGGTGGCTCACGCCTGTAATCCCAGCACTTTGGGAGGCCAAGGTGGGTGGATCACGAG 

GTCAGGAGATCGAGACCATCCTGGCTAACATGGTGAAACCCCGTCTCTACTAAAAATCCN 

NNAAAAAAAAAAAAAAAAAAAAAAGGGGGGGCCCCCCCGGGGGGGGGCCCCAATTCCCCC 

TTAAGGGG 

>S EQ U ENCE: 6371 : prostate_M PM2000-004P6_Table5 

TGATTACGGCTTCCGCGCAATGTAACTCCTCACTAAAGGGAACAAAAGCTGGGTACCGGG 

CCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGGGCCAAAACAGGAAAAGAACA 

ACCT TGCA GAAGATGGTGTTGTTGCAGAAAGCAGAGAAAACGTGTTTTTAGAAGAAAGTT 

ACAGTTTTCCTTGCAGAGAGAAGTTATTTCATATCCAAAATAATAATAACATTTATGAAA 

GAGGAGCAATTAGAGAACAAGAAAGAGCTATTGAGTATTACAAATTAAATACTGGAATTT 

AAAAAATGTTGAAGTTGTATCTCTGAAAAGTAGAGTAAAAAAGATGGAGTTAAAAAGCAG 

GAGAGAAAAGAAATATGAAAAATTAAAATGTGATCTAAAAAATTCAACATTGCTATTATA 

GTAGATGCAGAAACCNNNNNNNAAAAAAAAAAAAAAAAAAAAAGGGGGCCCCCCCCGGGG 

GGGGCCCCCAATTCCCCTTTTTGGGGGGGTTTTTACCCCCCCTTTTGGG 

>SEQUENCE:6372:prostate_MPM2000-004P6_Table5 

CCCTACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATT 

AATTAAGGCGGGATGTCATTGACATTCGCAGAATACTCAACAGAGAATACACATTCTCTT 

TAAGTCCCCATGAAATATATATCAAGATAAGCTGTATCTTGGGCCATAAAGGAAGTCTTA 

GCAAATTTAAAGAATTCAAATCATACAGAGTATGTTCTCCAATCACAATGGAATCAAATT 

AGATATTAATAACAAAGATAACAGAAAAACCTCCAAATATGAAACCTGAACAACATACTT 

CTAATACTCATGAGTCAAAAAGGAAGTTTCAAGGGAAATTTAAAAATACATGGAACTGAA 

TGAAGAAAAAATACACCATATAAGAACTCAAGGGACATAGCTAAAGCAGTATTAAGAGGA 

AAATTTATAGCACTAAAAATGCATATTTTAGAAAAGAGGACAAGTCTCAAAAACCCTAAG 

CTCTCATCTCACAAATGTAGAAA 
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>SEQUENCE:6373:prostate_MPM2000-004P6_Table5 

TTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTA 

GAATTAATTAAGGCGGGCTACTCGAGTGGCTGAGGCATAAGAATCACTTGAACCCAGGAG 

GCCGAGGTTGCAGTGAGCTGAGATCCCATCACTGCACTCCAGCCTGGGTGACAGAGTGAG 

ACTCCATCTCAAAAAAAAAAGATAATAAAAATAATAAI I I I I I I I ATAAAATACTAACTG 

TATTTTGAAATTAGAAGAAAAAGCAAAAAATGAACAGTACCAGACTATTTTATGATTAAG 

AGTCAATAAATGGTAGAAACAAGAACAAATATTAGAAACTTTCATGGAAGACAGCATTTG 

CATCCTAAGGATGTACACAGGATTTGGACTACTGCCGGGCAGATGTTACAGGTTGGGAAG 

CAGAATGCACATGGCTTANAGATGAGAATTATATGAGAGTGTTGATAGGACAAGAGGAAA 

ACTCCCTTG CTG 

>SEQUENCE:6374:prostate_MPM2000-004P6_Table5 

CGCATACTAAAGGGCTCAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAAT 

TAATTAAGGCGGGCGGATCACGAGGTCAGGAGATCGAGACCATACTGGCTAACACGGTGA 

AACCCTGTCTCTACTAAAAAATACAAAAAATTAGCCGGGCGTGGCAGTGGGTGCCTGTAG 

TCCCAGCTACTCGGGAGGCTGAGGCAGGAGAATGGTATGAACCCAGGAGGCGGAGGTTGC 

AGTGAGCTGAGGTCGCGCCACTGCACTCCAGCCTGGGAGACAGAGCGAGACGCCGTCTCA 

AAAAAAAAAAAAAAAGACGTAATGCCACTGGGAAAGGACTGTAAAGAAGACAATTAAAAA 

TCAACAAGTGCCCAGCTGTTTATAATAGCCTACAAAGTGATTCAAAGACAATTTGTTACC 

TTACCTCTCTACCATTACAAAGTGACCAAAATTAAATGCAACCATCCTTTTAACAGGGTC 

TTTCACAGAGCGTAAGTTT 

>SEQUENCE:6375:prostate_MPM2000-004P6_Table5 

ACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 

TTAATTAAGGCGGGAGCGGTAAATAGGCTGGGGAGTCGTAAGGGATAGCTTGGTATGATG 

GAGGGACAAGAATCTGGGGACACCTGGACGAGACTTTGGTACACCCCTGGATGCCGTGTG 

CGACGTCACCTGCTGGATGGATAAAACATGGGACTCGTGTCATAATGGCCTGGACACTAC 

GTGCTGGATATTCACCACATCCTGTACCTGCCCAAGAGTAAACACGTAAAAATCGCATAA 

ATGTTTTTACATTCCCAAAAAATCGGGGGACCGGTCGCACTGGCTCACGCCTGTTATCCC 

AGCACTTTGGGAGGCCGAGGTGGGTGGATCACTCACTTGAAGTCAGGAGTTCGAGACCAG 

CCGGGCCAACATGGTGAAAGCCCGTCTCTACTAAAAAAAAAAAAAAA 

>SEQUENCE:6376:prostate_MPM2000-004P6_Table5 

AGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGC 

GGGGGGAGCCGACAGAGAACTTCTGGGCCAGAGTACCTGGTCACTTCGCCAGACCTGTCT 

GAATGCCAGGACTTATCCTGTCAATAATGCCTGAGCAGAGAAAAGAGCTCTGGCCTTAGA 

TGACTGGGCTGGGGGAATGTAGAGAATGGGATCAAGCATCAAAGTGCTCTTGGGAGACTA 

AGGGGCTGTCCTCTGATACCACCCCCAACCCTTGTCCCTGTGAAGCTGAATGGGAACAAA 

GAAAAGATCCTCAAATCAGTCAGGAGATCTGGGCAAGGCAGANAATAACTTCTAAGATCT 

TTGGTTCTAACATTCTACGTTACAATTACATTCTACTCTACATTTACAATTTGCATGATA 

TAGAACTGCTGAGTCTACTACATTGAAAGTAGTGCCTGGTAACCCCCACTGCTGGAAAAT 

TAGGACCAAAAAACAGAGCAGAGGGAGCCAAGTAAAAGACCA 

>SEQUENCE:6377:prostate_MPM2000-004P6_Tab!e5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGCTGGTCTCGAACTCCTGGTCTCAAGAGATCCACCCGCCTTGAACTCCCAAAGTGCTT 

GGATTACAGGCGTGAGCCACCGTGCTTGGCCTTGAATGATTATCCTTATCACTAAATTTT 

GCACACTTCTTAGTTATTTCTTTGAAATACATTCCAATGAATAGAAATTCCTAATCAAAA 

GGTACGCAC I I I I I GAAGACATTTGGTTCATATTTCCAAATTGCCATCCATATATTTTCT 

CCTAATTAACACTCCCACCAATGGTGTATCTGAGAGTAGAATTCCACATTCCGTCTCTAA 

CAATGCATATTATAATCCTCTCTTTAGTCTTTGCCAATTTGGTAGATTAAAAATGGTACT 

TGTTCTGAATTGCATTTCTTTCCATTTACTCAGG I I I I I I I I I I I I I I I I I CTTCCGGGG 

AGACCT I 1 1 I I I I GGTGGGCTTAAAATTTTTAGAGGG I I I I I GAAAATTTT 

>SEQUENCE:6378:prostate_MPM2000-004P6_Table5 

AAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAAGCGGGAGGAA 

GTTAGCACTGAGAGGAGAGAGTTTATTGAGATAAAAAGATAAAGACAATCCTGGTACTTC 

TTCTCTTATGAAATTCAGATCCTTTCCCCACTTTTAAATGGGATGATTGGTTTCTCTGCT 

GTTGAGTTGTTTGAGCTCCTTGTATATATACTGGGTATCAGCCCCTTTTTGAATGAGGAG 

TTTGCACATATCTTCTTCCATTTAACGGGTTGTCTCTTCGCTCTGTTGATTGTTTCCTTT 

GCTGGGCAGTAGCTGTTGAGTGTGATATAGTCCCATTTGCTCAACATCACTAATCAGGAA 
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AGTGCAAATCAAAACCACAGTGAGATAGCATCTCACCCCAGTTAGCATGGCTATTATCAA 

AAAGACAAAAAATAACGAATGCTCACAAGGATGTGGATAGA 

>SEQUENCE:6379:prostate_MPM2000-004P6_Table5 

TACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAAT 

TAAGGCGGGAGAAAGGATAAATTGAAACAAAAATTCCAAGTGATAATTCTAAATACTTAT 

TTCCTTTTCCG CACACCCCCTCTTTCCCTTCCAAAAG CTTTCCTCAGGTGTGG AATAG AC 

TAAAGGATAGATGGGGCCGGGCGCGGTGGCTCATGCCTGTAATTCCAGCACTTTGGGAGG 

CCGAGGTGGGCAGATTACGAGGTCAAGAGATCGAGACCATCCTGGCCAACATGGTGAAAC 

CCCATCTCTACTAAAAATACAAAAATTAGCTGGGCATGGTGGCGTGCGCCTGTAGTCCCA 

GCTACTCAGGAAGCTGAGGTGGGAGAATTGCTTGAACCCGGGAGGTAGAGGTTGCAATG 

>SEQUENCE:6380:prosiate_MPM2000-004P6_Table5 

GCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 

TACTTCTAGAATTAATTAAGGCGGGTGGATGACTTAAGGCCAGGAGTTTGAGGCTAGCCT 

GGCCAACAGTGAAACCCCATCTCTATTAAAAATACAAAAACTAGCCAGGTGTGGTGGCAG 

ACTTCTATCTGGCAAATTTCTATTAATTTCTCAAGGCCAGGTTCAAACATCACTTCCTCT 

GAGGGAGCTTTCCTCTCTCTCAATCTATCTGCTGAACTTGTCTTTCAAACTAAATTGTGG 

GCAGCTGTCCCACTCCAATCAGTTCTAGCACTGGCTTAAATCTCTGCTTTCACCAAAAGC 

TNTAAAAAATAAAAATAGGCCGGGCGCGGTGGCTTGGCCTGTAACCCCAGCACTTTGGGA 

GGCCGAGGCGGGCAGATCAGCTGAAGTCAGGAGTTTGAGACCAGCCTAACCAACATGGAG 

AAACCCGTCTCTATTAAAAATAC 

>SEQUENCE:6381:prostate_MPM2000-004P6_Table5 

AGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGC 

G G G G G AAAG GGTTAAAG A A AGTT ATCGTGC AA A AAATG A A AG G AATTAAAAATAA AAG AT 

TAGAATGTGATGCTAAAAAAAAAGACATCAACTGAAAATAAACGGATGCAAAAAAAAGTT 

TTCTATCAATAAAAACAAGAAAGAACAGGAATAGCTATAGTTGTAACAGCCAAAATAGAT 

TTTAATATG AAAAAAAAAAAAAAAAAAAAAAAAAAA AAAGCG G CCG CC ACCG CG GTG G AG 

CTCCAATTCGCCCTATAGTGAGTCGTATTACGCGCGCTCACTGGCCGTCGTTTTACAACG 

TCGTGACTGGGAAAACCCTGGCGTTACCCAACTTAATCGCCTTGCAGCACATCCCCCTTT 

CGCCAGCTGGCGTAATAGCGAAGAGGCCCGCACCGATCGCCC 

>SEQUENCE:6382:prostate_MPM2000-004P6_Table5 

TGATTACGCCTAGCGCGCAATGTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGC 

CCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGAGTGGGCATAGAGTCCGAGTCC 

ACACCATTAGCTACCATATACACATTGCCTCATCCAAGGGCCAAATGGAGCAGGGTGCCT 

CCACACTGAAAGATTAGCACCACTGGTAGGGCGCGGTGGCTCACACCTGTAATCTCATTA 

CTTTGGGAGGCCAAGGCAGGTGGATCACGAAGTCAGGAGATCAAGACCATCCTGGCCAAC 

ATG GTG A AACCTC ATCTCTACT AAAAAT AC AA AA ATT AG CTG GGCGTGGTG G C ATG CG CC 

TGTAGTCCCAGCTACTCAGGAGACTGAAGCAGGAGAAT^GCTTGAACCCGAGGCGGAGGT 

TGCAGTGAGCTGAGATTCTGCTCACTGTACTCCAGCCTGGGCGACAGAGCAAGACTCTGT 

CT 

>SEQUENCE:6383:prostate_MPM2000-004P6_Table5 

AGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGC 

GGGCGCGGAGTGAAACACGTGGATAGGGAGCACTCAGTGATGTTTTCGCGAGGCAATCAC 

ATGCTTCATGGTTAGTTACCAGACAGAACGCTGTGAATACCTCATGTTTTTACTCAGAGG 

GCAACAAATTAACTGGGCATGGTGGTGCAGGCCTGTCATGCCAGCTACTCGTGAGGCTGG 

G ACAG G AG AATCGCTTG A ACCCAGG AGG CG G AGGTTG CAGTG AG CCG AG ATCGTG CC ATT 

GCACTCTA GCCTG GGCAACAGGAGCAAAACTCAGTCTCATGAAAATGAAAAATTACACAA 

AAAAAAACCTTTTAAAGGGGCCCCCCCCCGGGGGGAAACAAATTTCCCCATTTTGGGGGG 

GGAAAACCCCCCCCCCTGGGGCGTGTTTTAAAAAAAAATTTTTTAAAAAAAAAA 

>SEQUENCE:6384:prostate_MPM2000-004P6_Table5 

TAACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAA 

TTAAGGCGGGAGGATCACTTGAGCCCAGGAGTTTGAAACCAGCATGGGCAACAGAGTGAG 

ATCTGTCTTTACAAACAAGTCAAAACATTTTTAAAAAGAAAGATGTAATTCTTTGCTCAA 

ACCCAAGCCACTATAATTTTAAAAAACATTCCAAATGGAAAACATTCATTGATTTATTAA 

AAATAAAGACTAGGCTTTCCCCCCACCCCCAATATGATATATTCTGTTCATTTCATTAAG 

GAATGATGGCCATGCTTGTGCTCTCCCTTTAGTCTAAATCAGAATCAAGCAACTGTCTCT 

TTAAAAACCCCATGATATTCTTCTGAGTTTAGCCCTATTTTGAAACGGTCCCTTGACAAC 
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CTTTATTTATTACTGTACTTGGACTTTAGGAGACAGATTAGGAAGGAGACTTGGTAGCAA 
AGAAAAATTAGTTAATAACTTTGGAGCAAATTCTAGTCACGAAATCCCAGTGACTAGCCT 
AATATAATTTTACTTTGTCAAATATATTGTTCATAGAATTATGC I I I I I CTAGAAAGCTA 
TTTTAACTAACATTTCTGCAC 

>SEQUENCE:6385:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGCGGGGGGAAAAGGAATTAGAGAAGGTAGTCTAGAGACAGTGAGAAGACTTACCTGAA 

AAACAAGGCTTGCTTCCTGTAAATCATTATTTACCAGGAGACTGCGCAGGAAGAGAGGAA 

ACAACATGAGCAAAGGCATGGCTTCAGTTCTCATTTGTGTGTAAATTAACACCACATGGA 

AATGATTGCTGATGATGATGTTCATTCTATCACTTTGTGACTTAGTGTTCTCTTTATAAA 

ATCCTTTACAACATCATTGCTGGCATTGCTGTTCGTCTTTCATATTTCCTTAGCCCAAAT 

AAGAACTGATAACAGTATATTGCAAGTCCTACCACATTTTTAAGGATACATAGCCATCAC 

ATTTCAAGGAATCTATCTTATAGAAATAGCAGCAT 

>SEQUENCE:6386:prosiate_MPM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAG 

GCGGGGCTAACCCTTAGCGTTATTGTGAGAATACATGAGCTAATGCATGTAAAA TGAC TA 

TCTGCTTAAAAATAGAAAAAATCATATAATGGTGGTTATTAATGAAATGTTAGCTATTTT 

CCCTGCTATAGCTCATGTATTACCTAATGGTTTTACATAAAACATATTACCATAAGATTA 

GAAAAAACTTTT1TAAAATTTTTGTACAGTTTGTAATGTGCAATTATTAAAAATGTTTTC 

AGCAGTGCAAATGAACTCCTTAGGGAACACTACTGTGTATTACAAACATATTAAAAATAA 

AATGATCTGTTTCACTTTCTAGAGCTAATTTTCCTGGATACTATAGTGAGGTAATGATTA 

ATG I I I I I 

>S EQ U ENCE:6387: prostate_M PM2000-004 P6_Table5 

CGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGT 

ACTTCTAGAATTAATTAAGGCGGGAGTAAACACTTGAGCTCAGGAGTTTAAGACCAGCCT 

GGGCAACTTAGCGAGACCCCGTTTCTACAAAAAAAATTTAAAATTAGCTAGGCATGGTGG 

CACACACCTGTGGTCCCAGCTACCCAGGAGGCTGAGGCAGGAGGATCGCTTAAGCCCAGA 

AGGTGGAGACTGCAGTGAGCCATAATCACACTATTGCACTTCAGCCTGGGTGACAGTGAG 

ACCCTGTCTCAAGAAAAATAAAAACACAGAAAGACCTTTTGATGTGCGTATTCACTGCTA 

AAGGTTCAATATTAAAGTTTTGCAAATCCTTTAATCTTCAGCAATCCCTTTCTCTGCATT 

TTCAAAACACTGGCATCTGTTACAAGTATTAAAAGCACAAAGCGCACGGTCAGAATTGGG 

ATTCAAACCC 

>SEQUENCE:6388:prostate_MPM2000-004P6_Table5 

GGACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGAGCGG 

GGTAAGTTTTAAATCTAAGTTTGACTTCAAAGCCTCGTTCTTAACTGTAAGCCAATACTG 

TCTCATTTTCATGCTGTTCCATGCAATCAACCCTCCCACTGTGGCCTACTAAAGTGCTGG 

AATTACAGCTTGAACCACCATGCCCATCCTCGGTCTTTAACTGGATATTGTTGATGCTGA 

CTATAGAGTAGCATGCACGGTGGAAAGTTAATTGGAGTGGTGATCTCAAAAAAGGATATT 

TAAATTTTCCTGTTGTAAAGATCTCATGAATACAATTCCTGCATCCATTTGAGAGTATAG 

CTTCAGCCTGTCTGTGCACATGAAAATAGAGAAGGTTGTCATAAATCCCAGAACTGAGGA 

TCTCTGTGCTCAGCCCACTCTGCAAAGGTGGATATTATCCTCTCAAATCAATCTGTGACT 

TGCTCAACGGTGAATTACCAA 

>S EQU E NC E:6389 :prostate_M PM2000-004 P6_Table5 

ACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 

TTAATTAAGGGCGGGGACTAAGAGGTCAAGATCCGGTTGATTGGAACAATTCAATTTGCT 

GACATTAAACATTCCACCTTAATATGGAATTTACCATTGGGGAAATCATCATGATTTAGA 

GAAAATACCGTTTTTATATTAAAAGCAAAAACCCAAAACAGACATTTAAAAGCATTACAA 

ATGTATTGGTAAAAATCGGTTTGTATTTATTGATAGTAAAATACATCAGATTTGCCTTAA 

GTAAACCATTCATTTTCTTTTCAAATATATGAATTAATCTGGGAGTGGACTAACATCTTC 

ACACTATTCAGTCTTTAAACCCATGAACATGTTAAACCACTGG I I I I I AG ATCTC I I I I I 

GTGTCTTTCAGCAAAGTTTTAAGTCTTGCCATAGGTTTTATTAAATT 

>SEQUENCE:6390:prostate_MPM2000-004P6_Table5 

TAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAA 
GGCGGGAGTTCTGAACATTATTTAAACTCGATGTTAACATGCTGTAGATAATAACATATC 
CACAGAACAGAAGCTAGGTCTTCCATTGGCCATAACATATGCCTCTAAATGCCCTCCCCC 
CTACCAAAGTAGCATCCAGAGGTATGTGCTATTACTTGAGAGATCATTCTGCAATTTAAA 
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ATTTAAACTCGACAAATTATTAATACCATAAACATTTCAGTGTCAAACACTGAAGATGCA 

ATGATAACACCCGGCTATCCTGCTCAGGTAGCTCACAATCTGAAGGGTAGATGGTGGTGG 

GAGCAGAGCAGTTAACAGATAAAATGAAAAGTAGTAAGTGGAGCTCTTATTTGTTGCTGG 

TGGGAATGCAAAATGGTACAGCCACTTCAGAAGACAGTTTGGAAGTTTCTGGCAAAACTA 

AGTATACTCTTACCATAAGATCCAGCAAGCATGCTCCTTGGTATTTATCCAAAGGAGCCG 

AAAACTTACATCCACACAAAAACTTCCACTCAGACATTTCCAGTAGCTTTGTTCATAACT 

GCCAAAACATGAAAGCAACCAGGATGTCTTTCAATAGGTGAATGGATAAACAAACTGTGG 

TACATACATGCAGTGGAATATTATTCAGCACTAAAAGCAAATGA 

>SEQUENCE:6391:prostate_MPM2000-004P6_Table5 

TACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAAT 

TAAGGCGGGAACTGAAAAAAGAAATGAAGGTATGCTTACATGGGAAGTATTTTAACACAA 

CAGGTAATTTTTGAGTGCTCATTATGTCCAAACACTGATGAGCACTTAGATCAAAGATAT 

TATTCTTGTCAACAAGAAACTTACTTAGGGTCTAGCTGTTGAAAAGATAACAGGAAATTT 

AGAGTCTAGCTGTTGAAAAAGGAAAATAAGATAATTCATGAATAATTAATGAGGGAAAAA 

AAAAAAAAAAAAAAAAAAAAAAAAGGGGGGCCCCCCCGGGGGGGGCCCCCAATTCCCCCT 

TATGGGGGG I I I I I I ACCCCCCCCCC 

>SEQUENCE:6392:prostate_MPM2000-004P6_Table5 

ACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 

TTAATTAAG G CGGGGG G CAG G GGCAG AG AGTAGTATAAGG AAAA AG AAATTAGTGATTCC 

TAATTGTCTTAATGGATGGCTATCATAAAGCTACTATTATTAATGCAACAAATTATTTTA 

AAACTTAAAACACTTATTTCAAAGTCAATGATGGGACAAACAGGTGTAAAATTACCTAGA 

GCAAAAATTCATCCTTCTCATCATGTAATTAACATTCTTGGTGCTTATGATGATTTCAAT 

CTTCGTCTACTGTCTTTAAATGTGGAAATATTTATGCAAGAAAGCCCTGAGAGGCTGGGT 

GCGGTGGCTCACACCTGTAATCCTATCACTTATGGAGGCCAAGGCCAGCACATCCCCTGA 

GGTCAGGAGTTCGAGACCAGCCTGGCCAACATGGGGAAACCCCATCTCTACTAAAAATAC 

>SEQUE N CE :6393:prostate_M PM2000-004 P6_Table5 

AAG CTGGGTACCGGGCCCCCCCTCG AG AGT ACTTCTAG AATTAATT AAGGCG GGGGAAGT 

CTATACAAGAATATTAAGGCCCTGTGCGTGAGCATGTCTATAGTTAAAGACTTAATGAGA 

AAGCATCAAATTGTGGTGCAAACAGCTGAAAGTAGAAGTAAATCAGAACGTAATAAGATG 

CAACTTTGGAGGAGCTCAAAGCAACAGATACGTTTTTATCCAAAAAGGAGTAAAACAAAA 

AAATCGTCAACGGCAGTTCCTTCAGATAATCAACAGATGATTCATTTGAAAACCATAATT 

AACTAGGTTGTTTGTAAAATAAC I I I I I I CAATTTATAC I ! I I I AATGTTTATTAAATTA 

CTTTTCTCTATAGATATGCAGATAAGATGTTTTAAATGTGTAAGTGGTATAAATGTCCCA 

TGTGTCTTTTATTCTAGAGCATAAGAAAAGATGGGAAGCTACCTCAA 

>SEQUENCE:6394:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGGGGGAGAAGAAAAAAATCATAAAGATTAAATACTGAAGCATCACTGATACTAAAATA 

TGTTTCCCACCATACAAATGATGTTGCTTTAAATGTCACCTAAAACTATGCATACCATGG 

AATATTCTG CTT AT A AAAATTTCCTCCTTTCC ATG AAG CGT ATG CTCT ATCTCA ACTTGT 

TAACTACATTTCTTGTTGAGGTTTAGTGAAAAATATTTTTAACTGACAAAATTTATTAGG 

ATTCCAGAAAGCAGACCACCAAAGGTAAAATCTCATCTGGAAACAGTCTAAAAGAAAAAC 

CATTTATTCAAGAAATAAAAACAAAAACAAAACAGAAAGGGGAGCCAAGCACACTAAAGC 

ATTAATTTCATAAAGTCAAAAATATTCATCTACTATCAAC 

>SEQUENCE:6395:prostate_MPM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAG 

GCGGGAGATTCTACATATAAGCCATGTTTAGATGATAAAAATATTGATAATTGTAAACAA 

GTGTATATTAATAAATTTAAAATATTCTTAGGATTTCCCAAAATAGAGTTAGCATATTGT 

ACTTTTCCAACAGCCTATGAATCCTGACTTTAAAATTTGCTAATCATATGGTAAAATAAT 

TTAATCCTC I I I I I CTCTTACTC ATC A A AG C AC AT AA AT A A AT AG C ATTTTATTC AC AA A 

ACACATTACAAATTATAACATATTGAACTAACGCTAAATGAAGCAGTTATTTAGTGACCG 

ACATCATGACACTTCATTGGTCAGGAAACAAGGAGCATAAATA7CAGCCATGTTAAATTG 

TAATTTGAAAAAGTTCTCAGTCCAAATTAGCA 

>S EQ U E N CE :6396:prostate_M PM2000-004 P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAG 
GCGAGATCCTGCCATTGTACTCCAGCCTGGGTGACAGAGTGAGACTCTGTCTCAAAAACA 
AACAAAAACAAAAGATAAACTGTTCTACACATACAACACACAAACTTAGAATGATGAATT 
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TCCAGTAGGATTTTGAAGTTAGAGGAGAAAATTAAAGAAATAGTCTTTAGAACTGCCAGC 

CCTTATGTTTCTCCAATTGATGGCATTGAGTAATAGAGCAAGATCCCAGCATTAGTCATT 

GTGTGTCTGTAACATATGTACAACAGTTAATATATTGGATATTTAACTGTAGCTCACAAG 

AGGGAAGATTTATAATATGAATAAATATTTT 

>SEQUENCE:6397:prostate_MPM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAG 

GG G G AAACTTAAAAATATCTATATATTTGTAATACAAAATACAG AAAATA AACTCTTTTG 

GTAGGTAATAATAGAAAGTACAGTAATTTTTAAACCAGTGCACTCCTAAATTATCAGTGG 

ATCAAAGAAAGAAATTACAAGATAAATTTAATACTTAAGATTAATGAAAACAAAAACTTA 

ACATACCAAAACTCATGAAATGCAGCTAAAGCTGTGCTTGGAGGAAAATTTATAGCTTAT 

AAACATCTATATTAAAAAAAATATATATCGAATCAGTAATTTAACCTTCTACCTTAAGAA 

ATTAGAAAAAGAAGAGTCAACTCAACCCAAAGCAAGTAAAANAAAAAAAAAAAAAAAAAA 

NAAAAAAGGGGCCCCCCCCGGGGG 

>SEQUENCE:6398:prostate_MPM2000-004P6_Table5 

CGCAATTAATCCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTA 

CTTCTAGAATTAATTAAGGTGGGAAAAGGAACTGTAGGTTAATTAGTTTAGGAAATAAAT 

GGATTAAATAAACTTAAAAGAGATTCTTTACTGGAGGGCTTCTAAGAAAGCCTTTAATAT 

TCTTATGATCCTGATTTAATATCCTGGTATATCTGTGCATCTTGAAGACAGAGACAGGAT 

AAGCAGTATTCCCCCAACTGTTGTGTCGAGGGAGCCC I t I I I ACAGTGAGCATTTCATGG 

AACCACTGTGGTTTCAAAAAAACCACCTCCTCAAAACGCACTTTGGGAGATGATTCTATT 

CAGAAATATCTGGGAGTCCATGATACAGCTGGAGATGGAATTCGCCTTTCATTCTGTCAG 

TGGTGAGTGAGGACCTGACCTGCATGCGTCAGGCCCTGGGCAAGGGCTTTGCTTTACAGC 

AGTGAGGA 

>SEQUENCE:6399:prostate_MPM2000-004P6_Table5 

CGCGCAACGCAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 

TACTTCTAGAATTAATTAAGGCGGGCTGACCAAGGCCACTTATAAACCCGACTTAAACAA 

ATGGCTCCTTAAAAATAAGAGATAAGAAAATAAATTCAGGCTGGGCGTGATCCACCTGCC 

TGGGCCTGCCCAAGCGCTACGATTACAAGCGTGAGCCACCGCGCCTGGACAATGCTGCTG 

ATTTTGATCATCCTACCTATCTTTATCTTTGAATCCAGATCATTCTCTGCTAACTTTTGC 

CCTAAAAACACCTTTAAAAATTTACCTTGAGCAACCAAAGCCATGTACTGGTGATGTTTG 

TGGGGAACATCACTGGATCT 

>SEQUENCE:6400:prostate_MPM2000-004P6_Table5 

CAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGGCT 

TCCCGGGATCAGCCGGGAACAACCGACTCCCGGGCGAAGGAAACTTTTATCTGGGAGGAG 

AGAAGAAGAAATGAGATCAGGCGGTTTAGAGCAGGAGGATTTCAGGTCTTTGGGCTCCCT 

CCTG ACGTTG ATCCTTG GGCTGTGGGG CTTTTCCTTACCTCTGTTACAAG ACAG AG CTG C 

CTACCTTCCCAGATCAGCATGCCAATTATCTTAATAATGTTTCCTCCCAAAGGCAATTAG 

AAGAGACTCCCTTTCAAAAATCTGATGGCTGTTGAAAGTTAATGAACACTTTACCAGGAG 

ATCTTACTTCCTGGTTCCTTTGCTGCTCCCCTAAGCCGTTTCCTCTGGTGGGTGACGGCC 

AG AG ATATCGGTTTGTG G GTTG ATG AAACTCCCTCCCCCG CCTTTGTACACCTT 

>SEQUENCE:6401:prostate_MPM2000-004P6_Table5 

CTAAAGG G AACAAAAG CTGGGTACCG G G CCCCCCCTCG AG AGTACTTCTAG AATTAATT A 

AGGCGGGAGAGAAGAGAGGGATGGTCACAGAGCAATGGAAGAATAGAGCCTATTAGCAGA 

CCTATTCATATATGAAAAGTTAAGGTATGACAAGAGGCGCTCTTACAAATTAATGAGGAG 

AAAATGACCCATTCAGGAAATTGTACTGGGACAATTGGTAATCCAAATGGCAAAAAGAAA 

ATAAGATCCTGCCTTATGCCATACACAAAAATCAGTTTCAGGTGCATTAATGACCTAAAC 

G C AT AAAG AAAA ACT ACTT ATAA A A AAA A AAAAAA A A A A AA A A A A A AG GGGGCCCCCCCC 

GGGGGGGGCCCCAAATCCCCCTTTTAGGGGGGAATATAACCCCCCCCCATGGG 

>S EQU ENCE:6402:prostate_M PM2000-004P6_Table5 

AGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGA 

GTACTTCTAGAATTAATTAAGGCGGGTGGTGGGGATACATTACAGAAAAGTTATATTCAA 

AACTTTTTAAAAAATGATAAAAAAAAAATGCTAGGAAAAAAAGCCACTGAACCAAATGTA 

GAAAGAGAAAGTTGAACCAATGGCTACACTATAAATTTAACCTAACACTTTTATGTGTTC 

TCACTTATAGATCTTTAGAATTCTTACTTACAAAGGAGAATAAAGAGAATCTTGGTTTTT 

GTACTGTTTGCAGTGCAGAGGTGCCACCAATCATAACTGACAAATAGTTCCATTTTAAGG 

CCTTAAACATTGCTAAATACCTCTGCAAGAACTTGTTCTGTTGCCCTTTCGAAGGATAAA 
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CACCAGTAAAGACCAATTTGAGTTGGAAAGAGGACTTTCTGTTAGAGAGTAAAGAACATT 

TCATTTCTATGATACAGCAACTCCTCAGAAGTGATTGTATCTGTTGAAAACAATTAGCAC 

CAAGAAGCAAACAACAAAAGCCACCAAAGAACTGAAACAGCACTAGTGTCAGGGGCAGAA 

AACACACATCCTTTATACATATTCCCATGG 

>SEQUENCE :6403 :prostate_M PM2000-004 P6„Table5 

TAAAGTAGCGTTCTAGCAAGTCTCTTGTGTTTCTTACGTCTGAAGAATAAAGCACCTTTG 

AAATACAGGAGGATTTAGAATTATTACTCCACTAACCTAATCTGCTTTAAAAAGTTAAGC 

GACTACCAAGTGTTTATAAACAATCACGCTTTGGGGTTACAAAATTCCCCAACAAACTTT 

I I I I I I GGCCTTGCTCTAAGTGGGTTTATTTCCAGCATTGTATTCTCCATACTTTCTCAG 

AGAAAGGCTAGCAACCTCACCTTTATGCAAACTGAACTTGCCAACTATGTTTTCTGATAT 

AGCTTCACACATAAACACCATTTAAGACTGATCTGAAATTCAAATCTTAAAAGGAACATT 

TGCTTTCACAAAGCTAGCCTTAAAAAAAAAAAAACCAAAA 

>SEQUENCE:6404:prostate_MPM2000-004P6_Table5 

GCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGAGATAGAA 

ATTAAACAAGTGTCCTATAAACAAGATAATCTCAGATACTAAAAAGTACTATGAAAAAGA 

AAACAAACTAAGGTGATGAGATGAAGAGTGACTGAGTGGTGCTTGGGGGCTACTTCAGAT 

AG AC ATC AG AAAAG G CTTTTCTG AG G ATGT AACATTTG CG CTA AAATCTAAATG ACATG A 

TTGAACCAACGATAGGAACATCTGGGCTGGGGGTGGTGGCTCATGCCTGTAATCCCAGCA 

ATTTGAGAGGCTGAGGCAAGGTANGAGGATTGCTTGAGCTGAGGAGGTTGAGGCACTGGT 

GAGCCATGATTGCACCACTGCACTCCAGCCTGGGCAACACAGCGAGACTCTGTCTAAAAC 

AAACAAACAAACAAGAAAACTGGTAGCAGTAGAATTAA 

>SEQUENCE:6405:prostate_MPM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAG 

GGGGGCGGAGGTGACAGGAAGCCGAGATCACACCACTGCACTACAGCCTGGGCGACAGA 

G 

CCAGACTCCATCTCAAAAAAAAAGAAGAGAAATTGAATAAAAATAGGCCGGGCATGGAGG 

CTCACACCTGTAATACTATCACCTTGGGAGGCCGAAGTGGTAAACATTCAAATCATTCTA 

CATGGCCTTTTCTTCATAAACTGCCCTCTAATCTGGCATTTCAACATGGATGGGTTCTCT 

CTTCTAGGCAATATTATAGGTTCCAACCTAAAATGA Nil) CCAAAGGAGTCTACCCCTC 

ATAGTTCAC I I I M CTGTTTCATTTTACTCATAAAATAAATGATTGCTAAATTTCACTTC 

TAAATATATTTGATATGGGAGATCCCAAAACACAGTTTGTTTCTTTACTAGTTAGTAGTT 

GATGATTCTGGT 

>SEQUENCE:6406:prostate_MPM2000-004P6_Table5 

CCTCACTAATGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATT 

AATTAAGGCGGGCTGGGAGAGAAGGGAACTACATGCACAAAAAATATTTTTTATTGTGTG 

CTAGAGCCGTTCATCACCACCCCACGCATAATTTCATCTGCTTACGTTGAACAAATACAA 

CAAGTTTATCCTCAAGTTTATATGCAGCAACAAAGGTCTATGAATTTGGGCTCATAAAAC 

TCAGGCGAAATAAAGAGGAAACAGCCACACATGAAAATTAAAATATAAATTACATAAAAA 

TATAT 

>SEQUENCE:6407:prostate_MPM2000-004P6_Table5 

AGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGC 
GGGCATTAAACTTAGCTGTGCTAGAAATAGTTGTCAATAGTATGGGTAGACATTTCTGAA 
GTCTGCTCTTTGAATGTTGTGTAAGAATTAAATAATAAAGTTTAAAAAGAGATAGTGTCA 
I I I I I ACCCTATTAATGTTGTCTGTCTAGATAACATTTGATTGAATGTTTTGTTGTGCAG 
TAAATCCTGAACTTTATTACTTTAATTCTGTTTTGTATTTGGATTTCTGTGGAGATTGTA 
CTACTAACATTCTTTCACCAGGTCAGTGATTCTAAACTCTTAAATTGGGACACTTTAACT 
GAACTGATGGACATAACTCCNTCTNAAAAACAACACCAACAAA 
>SEQUENCE:6408:prostate_MPM2000-004P6_Table5 

ACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 
TT AATT AAGG CGG GGTTCTCATAAAATCTTATATTAG G CCCTGTGTAGCCTG G CAGTATC 
TGCAGAAAGATAAGAATATGTTTTAATATGACATTTGTGATATTTAAATGTTATATACAC 
AATATACAACTTTCTTTGAAAAGTTTTATTGCCCAATTTTTTCCTTTACAGTTTTTCCTT 
ACAGTCGATTTTAGATTTGTAGCTTTTCAGAATAATTTTACTTTCTTATCATAGCCTATC 
ATTG CCTC TAACATTAAAAAAAGTGTTCTTATGAGATTAACC I I I I I CATGCCTCATGTT 
ATAATTTTATTATTTACAGTTCTGAG ATTGCAGTGCATG CATTTATCTTGAAAGTAG GGC 
AGGTGAGCTGAACAGCTTTTGAAACTTGAAGAGAATCGCTTGAACCCGGGAGGCAGAGGT 
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TGCAGTTAGCCAAGGTTGCAGTGAGCCAAGATTGTACCATTGCACTCCAGCCTGGGTGAC 

AAGAGTGAAACTCCATCTCAAAAAATAAAAATGAAAAA 

>SEQUENCE:6409:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGCGGGACCATTATTAGAATTCAGCTATCTTTATTCCCAACCTAGTGTGTTTTCCATAA 

TAATGTACCTTTTAACTATGTCAAAGATAGCAAATACAGTTCATCTGTGTCAACTTTAAT 

CAGTTGATAGTGGCTGTCTAGCACATTGTGAATGGGGTCAATCAGAAAGAATGTCATTAG 

ATCAATTAGCTATTACTTTATATTACCTAAACTTAGTATAATTTAAAATTTGATAATGAG 

TTTATTCAGTTTATAAAGAGTTCTG I I I I I GGCATG G CCTAGTAGCTCCATTGCACAATT 

CCTTCTGCAGAAAACTACTATAACCTATGAACAAAATAGGAAAAATAACTACCCGAAAGC 

ACTG GAG AG C A AAC A AAAG C A 

>SEQUENCE:6410:prostate_MPM2000-004P6_Tab!e5 

GGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGG 

GGGATACATGAAGTTGGGATCATGGTGGAGTCAATATCTAATACTTTATATAATCTATGT 

TTTTGCTTTTATAAAACTTTTCAAAAACAGTGATAAGCAGGTCTTTCTTATATTTTAGTA 

TAAAAAGATTTTCTTACCTCTGATGAGGAAGGTCGACTTGGATTGAGTGACATATTCACT 

AATGTCTGAATGGGATAATTATCAATTGGAATTTCGTTTCTTTTCTTATCTTTCTTCATT 

TAAGTAGTACTAAATAAAAATTATAATA 

>SEQUENCE:641 1 :prostate_MPM2000-004P6_Table5 

CT ACT AAAG G G AAC AAAAG CTG G GT ACCG G G CCCCCCCTCG AG AGTACTTCTAG AATTAA 

TTAAGGCGGGGCCCAACTATACCTGTCAGACGGCTCATATAAACACTGCGCTAAGAGATA 

CAG CGG GTAAAGTCTAAAA AAG AG C AT AC ATTACCTG CG AG A ACTAATG CTCCCATTTTT 

AACGTAAAGCATTCATACGTCAATGGTATACATGTAACTGCTGATCTGGACATATTACTT 

CTAGATGTCTCCATACAAATGAGTCAAAAAAGACTGTGAGAATAGCTACTCTGATGAGAG 

AGTTGGAAAATATGCTCACCATGGCTCAAGAAACCATGTAACATAATAATGCAGCCAATC 

TCGACCTACAACACAAGCTGTAAGTTAAGGTACCCTCGAGAACACTACTCTTTCCTCTTC 

CATTCCTTCAGGTGTTATAAAAGCAAGCCTAAGTTAAAGTTCTATTTCCTAAGAGGGAAA 

AGAATTGCTTTTCAATG 

>SEQUENCE:6412:prostate_MPM2000-004P6_Table5 

ACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 

TTAATT AAGG CGG G G G GTAAATAAACC A AAGTTAAA ATC ACC ATTCTTCTTTCAACT AC A 

ATTGCCAAGATCTCATTTCAACCCTATAAAATACCAATGTTTATTACACCACCTGGATTG 

TCCTAATAACTGATGGCTTTTATTCTATAATCTATAGTTCTCATAAGTCAAATGTTGAAT 

AAATGATGTACTGCATGACTACTACTTATTCTAGGATAGCCTTAATAGAGTCTGTGTTCT 

TAACTGATCAAAGGGATAGAACTATTAATTGAAATAATTATTTTAA I I I I I CTTTCATTC 

TTTCTGTATTCTAAAACGACATTGATTATGTC I I I I I TACAGTTAAATCAAGTAGAATTT 

CTGATTGAGTAGCAAAATCCAAAATAATTCATGTTTAAATACAAATTTTAGGAATAATAT 

CCCTAGGAAAGTCAATAGTGCATCAAAGTGGAATGGCTTAACTGGATGATGTTAAATATT 

TGTGGTCATAATTAAGCTTTTAGAAGCCATTAGTGTGTCTTTTCAATAACAATATAGATA 

AACATAGATTTACTAAAAATCTTTCTTCTAAAAAAATATAATTTATTATTATTACTGTTG 

ACATTTAATCTTTATGTGATAATCAATATGT 

>SEQUENCE:6413:prostate_MPM2000-004P6_Table5 

AGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGC 

GGGAGGATCACTTGAGATTGGGAGTTCAAGACCAGCCTGACCAACATGGTGAAACCCCAT 

CTTTACTAAAAGTAGAAAAATTAGTTGGGTGTCATGGTGCACACCTGTAATCCCAGATAC 

TCGGGAGGCTGAGGCAGGAGAATCATTTGAATCTGGGAGGCAGAGGCTGCAGGAGGCTGC 

AGTGAGCAAAAATCCCACTACTACACTCTAATGTGGGTGACCCAGCAAGATTCCGTCTAA 

AAAAAAGGAAAAAAAACAATTAGCAGTGGAGAGTGGGGAAGTAACTTTTGGTTGGGTGGT 

CAGGATAAGTCTGAGGAGAAACCATCTAAGCTAACACCAGAATTGCAAGAAGTCACTGGA 

GAGAACATGTGCAGGAAGAACCTTCTAGGCAGTTGTAACTGCAGGCACAATGGTCCTTC 

>SEQUENCE:6414:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGCGGGACTGTAAATAACCTGAGATGAGCCAATGGGGCAGCTGCTTTCTCTTTCCATTT 

ATTTCTCCCCAGGTCAGCAGACCTAACAAGAGCCCCATATTCGTGTGTTTGTACTTATTT 

TCTAGGCAAAATATAAATGAACAATTAAAAGAGAGGGTGGCAGCTGGGTGCGGTGGCTCA 

CACCTGTAATCCCAGTATTTTGGGAGGCCGAGCTGGGCAGATAACTTGACAGCAGGAGTT 
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CGAGACCAGCCTGGGAAACATGGCAAATCCCCGTCTCTACTAAAAATACAAAAAATTAGC 
CGG G C ATG GTGGTG C ACACCTGTAGTCCC AG CTG CTGTG G AG CTG AG G C AG G AG AATC AC 
TTGAACCCAGGAGGCAGAGGTTGCAGTGGGCCGAGATCACGCCACTGCA 
>SEQUENCE:6415:prostate_MPM2000-004P6_Table5 

ACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 

TTAATTAAGGCGGGTCAATGAACAAGTGTCCAAGCCAAAGACTTAGTACTCAGGGTAAGT 

GTCCACATAGGCTGGTGCAGCTGGTTTTCCCTCTCTACTTTCC I I I I I CTTCTCCCAATT 

TACAGCACAAACCAAGCTAAAATGCTAGCTCAACTTCTCTCTTTTCACTTCAAAACAACC 

CAGCTCACCAGCCGGGCATGGTGGCAGTAGCTCACGCTTGTAATCCCAGCACTTTGGCAG 

GCCAAGGCGGGTGGATCACCTGAGGTCAGGAGGTTGAGACCATCCTGGCCAACATGGTGA 

AACCCCGTCTCTACTAAAAATACAAAAATTAGCTGGATGTGGTGGCACACACCTGTAGTC 

CCAGCTAGTCAAGAGGCTGAGGCCAGAGAATCGCTTGAACCTGGGAGGTGGAGGTTGCAT 

TGAGCCAAGATCACGCCACTGCATTCCAGCCTGGTGACAGAGCGAGACTCAGTCCCAAAA 

AANAAAAAAAAA 

>SEQUENCE:6416:prostate_MPM2000-004P6_Table5 

AGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGC 

GGGCAGTGTACTGGGACTCTTGGAAACGGTTGAAAGTCCAGCTCAACTCCACTCTGTGGC 

GGCAGCTGCTGTCTGATCTCCAGCGGGTACCCTGGACACCACAAGCATTCCCTCTACCTG 

ATTCATATCCAACCAAATTATCAATGAGGCTCTGGTGCCTCCAGCTCCTCAGATTTGACA 

ACATGCTTGGTCCATTGCTGAAAGCATTCTCTTCACACCAGCGATGAGAGAAGCGAAGAA 

I I I I I AACCCAAATG CTCTG AACCTCAATAAAAATG ATACAGGGG GTG AGTAG AAAAG A A 

CAATATAATCCTTCCACTTGGAATAAGCATATTCTGCTCATGATCTTATCTCACAAGATC 

GTG 

>SEQUENCE:6417:prostate_MPM2000-004P6_Table5 

TGATTACGCCTAGCGCGCACATGTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGG 
CCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGTAGGTCTTGG I I I I I I AATTT 
GTAAACATCAATAGACTTGTTTAAATGCTATTGTGAAGAGAAAGAGAGAGATTGAAGATA 
CTGCATAAAGAAGGAATAATTGATTGAGAAGGTAAGAAAACATGTGACCCAGGTGGAAAA 
CTTG GCTTTAG AAG G AAG G AAAG ATAGTACTTTTGTTGTG ATAGG AAAAAAAAA AAAAAT 
AAAAAAAAAAAAGGGGGGCCCCCCCCGGGGGGGACCCCAAATCCCCCTTTTGGGGGGTTT 
TTTACCCCCCCCTAGGGGGCCG I I I I I I AAAAANNANNGTTTTTGCCCCCCCTTTTACCA 
CAGGGCCTTACCC I I I I I I G I I I I I CAAAAAATTTTTTCTTTAAAAAAGGGGG 
>SEQUENCE:6418:prostate_MPM2000-004P6_Table5 

ACATAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAAT 

TAAGGCGGGGTAGAAAAATAACTTTGTATACTAGAAATGGTCTTCTTAGGAAACCAACAA 

AACCCAAGACATATGTTAAAATAGTTTTGATGGCATCCAAATTAAGGATTTCAGTTCAAC 

AAAGGAACATACACAAAGTTCTCTCAACAAAGAATATCAAATTTAATAGATAATGGAAAG 

ACTAAGAGATGATGTTTGCAATGTCTAAAACTGATAAGGGACTAATATTTAAAATATATT 

TAAAGAATACCTGCTAATCAACAAAAGTAAACAGAAAAAAAAATCAAAAGAAAAAAATAG 

GCAAAGAAGATGTTAGGCAATTTACAGAAAAAGAACCCTAAATAGCTATTTAAATATGAA 

GTAGATTGAATGCTACTGGTGGATATGTAAAAATGTGCAGCCATTCTGGAAAGCATGCTT 

TATTTGCTAGGAAATTAAGTATGTACATGATTTGCCCTTTGATGCAACAATATTATTCCC 

AATATATTTGCCAGAAAAATGCTTAAACTGGCCTGAATAGGAACATG 

>SEQUENCE:6419:prostate_MPM2000-004P6_Table5 

CCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAAT 

TAATTAAGGCGGGGCGGGAATACATGCCAAGTGGTAAGTGGATTTACTCTGTCAAGTACA 

GCAGTGTCCTACTGGAAAGTACTAACACTGGTCTCATAAAAAGTTACTTGTTGTCTCGAC 

AAAGGCAATATCTGTCACCTTGTGCGCTGGCTAGATTATGTCTAAATTATATATGTTGCG 

TTCTAAGTTGTAAAATGC I I I I I ACCTGAAGCTTTATTGACTGAATAGACGGCTATATTC 

ATTTCGCTGTCCTTAACTAACTATATCCGCCTGTCCCACACATGTGTGATTGGAGAACAT 

GAACCTCCGGTTAAGCGAAAATATGTGTATCACATTAGACACTGTGTGTCCTTTACTGTC 

TGATGCATGTTTTCCGGTGAATGGTAACAGTTTTCATCATAGATTTCCTCTGCAACTAAA 

CTG C ACCCTTT AGTTAAAT AA AT ACTTG CC ATTTTTGTAG AATAG 

>S EQ U ENCE :6420: prostate_M PM2000-004P6_Table5 

AGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGC 
GGGAAATAAGTTTTAAAATAAGATTAATTTTAATAATAGTTTTAATAACCACAACAACAA 
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CCCCTCCCCCCACCAAACCATTATTAACTATCAACTTA7TACTTCTATAACTCTAGCCTA 

GTCTGCAAGTCCCAATAAAATAAAAGGATGTGACAAGCCCGGGCAACACAGCAAGACCTT 

GTCTCTACAAAAT I I I I I I I AACAATTAGCCAGGCATGGTAGCATGCACATATAGTTCCA 

GCTAGGAGAATCACTTGAGCCTGCAAGTGAATGAGGCTGCAGTGAGCCATGACTGCACCA 

CTGTACTCCACCCTGGGTAACAGAGCAGGACCCTGTCTCTATTAAAAACAAAAAAAAACA 

ACAA AACAAAAACACAGGGTATTTCCTTG CTAAGGCAAAAG CCTAAAAAAATACTTG ACC 

TTAAAATAGTGGTATA 

>SEQUENCE:6421:prostate_MPM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAG 

GCGGGAAGTGGAGAGAGGGAAGCCTGACCCCAAGGCCCATGGCACTGCCCACCTGATGG 

T 

CTGGATCACGCCTCCTGGCTTAGCTATTTTCTGTCCCCTTTCCTAGAACATCCACACCAG 

GGGGACTGGGAGTCTCATCTCAGTCACTGTCACATCCCAATGCCCAAGACCCTGGAACAA 

G G G AG AAG CTG CAA AAATACTTAAATCTAC AATTCCCTG G AACTTCAACATG CTTTGG AA 

AAATTGGCTCCTGCATGTTAATTTAAATAAAATTCCACGGGTTTTCTATTCCACACTGGC 

ACACGTTACCCATTCCCTGAGTA 

>SEQUENCE:6422:prostate_MPM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAG 
GCGGGAGAGCCTGGGAGAATTGGAGTCAAGATCTTAAAGATGCAATAATATCCCTTAGTC 
CCAGGAACTAATAGCCTATGCCTATTGTGGAGTTCTCCTTTATATCAAACAATCCAGCTG 
AG G CAGT ATTACTG CCTGTTG ACTTC AACCCAG G AGTACAATAACCATTT AG G A ACTTAG 
AA ATGTTTAC ATCAG AG AG CTT AGG ATTT A AAC A AAGCTTT ATAATGTG CTTCCTTTCTC 
ACTAATAATTTCCAC I I I I I I CATTATATGGGTTTTCTCTAAATTCTTCTATTTAAAATG 
CCATGGTTACAACCAGGCTTGTTATTGCAATATGATATGTGGGCAAGTTCTGGATTCCAG 
ATCCTGCTAGCATCTTTAAGCAGGATCTTGGCATAAACAGCTNTATGTCCCAGAAAAAAA 
AAAAAAAAAA 

>SEQUENCE:6423:prostate_MPM2000-004P6_Table5 

AGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGA 

GTACTTCTAGAATTAATTAAGGCGGGAATGTCAACTATTGACCAGGTTCTTGCTGAGAGA 

GCTACAGATACTGGGGTGATTCAGACTGATACAGTCGCTCCCTACACCAGTAAATCTCCC 

AGTCTGATGGTGAAGGCAGATATCAAACGAATCGTTAAAAATGTATTGAATGTTCCTAAT 

AATGCCTGACTCAGAGTCACATGGGTAGTGATAGGGACTGTGCCATCTTTTCT 

>SEQUENCE:6424:prostate_MPM2000-004P6_Table5 

AACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCGCTCGAGAGTACTTCTAGA 

ATTAATTAAGGCGGGAGGATTACCCGAGGTCAAGAGTTCAAGACCAACCTGACCAACATG 

GCGAAATCCCATCTCTACTAAAAATACAAAAATTAGCCACGCACGGAGGCAAGCACCTGT 

TATCCCATCTACTCAGGAGGCTGACGCAGGAGAATCACTTGAACCTGGGAGACAGAGGCT 

GCAATGAGCTGAGATCGTGCCACTGCACCCTATCCTGGGCAACACAGGGGGACTCTGTCT 

CAGAAATAAATCAATAAATAATATGCCTTTTTAAAAAATGGGCCATCTATACCAGCTAAG 

AAGAATGTAAGACTCAGACTATCTTCATTACTGATTTATTTCTTTGGTCTGGAAGCCTGT 

CAATTTTTGCCAGTTGAATATTCAGCAATAAATAGTCATCAAGCATAATGTTTGAATAAA 

AATGTTATTCTTCAAACCAAAATAAATTCAAGATGATTTGAGATCCAAATGCAAATAAAT 

GTAACTATAAAAGCTACAAA 

>SEQUENCE:6425:prostate_MPM2000-004P6_Table5 

TAACCCTC ACTTTTG G G AAC AAA AC CTG G GT ACCG G G CC CTTCCTCG AG AGT ACTTCTAG 

AATTTATTAAGACGGGGTTTCACTATATGTTGGCCAGGCTGGTCTCGAACTCCTGACCTC 

AAGTGATCTGCCCACCTCGGCCTCCCAAAGTGCTGGGATTACAGCCATGAGCCACTGCGC 

CTGGCCGAAAGAAATATTTATTGATTGCCTACTAGGCACCATCATTAGCAGCTGAGAATC 

CTGTGGTAAAAGAATAAAAAGCAGACAAGAATCTATGCCCTTGCAAAGGTTACAGTCTGC 

TAAGACAAACAATAAGCTAATTAAGTAAAATAGTATGTTAGAGAGTAGTATGAGAGAAAA 

AAACCAGGAAAAGGACAATAAAAGATATTATGGTACGATGTCAATATTTTTAGATAAGAT 

ACTCAATAAAGGCTAAGAAAATGACTCTCACCACTCCTACCCACATATCTATATACTGTA 

AAC C AGT ACCCTG C ATTTC AAT AT ATAAG AT I I I I I I I AGTTACATAAATAAAACACCAC 

AAACTTTATGTATGTCAATTCCTG 

>S EQU EN CE: 6426: prostate_M PM2000-004P6_Table5 

AG CG CG CA ATTA ACCCTCACT A A AG G G AAC AAA AG CTG G GTACCG G G CCCCCCCTCG AG A 
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GTACTTCTAGAATTAATTAAGGCGGGAGGTTTATTACTGAATCATGAGATCTGTTTTAAT 

ATACTGAGGGGCTTATATTTCCAGAGTGATTAGATATAAATTACTGGTAGGTAAAAACAG 

TAAGTATTAACTTCAAGGAGAAAAAAAAAGCCTGCCCAGAATTGAAAATAAATCACAGCA 

TATTCCATGGCTTATCTAAAGCTTTAATAATACTTACACAGCCCTAATTAAAGGTAATAA 

TGGACCAATCAAAAGTTATATAACTACAGTTAAAAGATGTAAGGGATCATTATTTCATGT 

TGAAATGGTTAAAAGTGGTAAGAATTCCAGCTTTTCAAGAAAGGATTTCTTAAAAATTTT 

TAACCTTTGCTTCTTAATTTTAAGGACCAGTAATTGATCCCAAGGATCTGAAGAAACATC 

CAAATTAAACACTTAACTTAGGGGGAAA 

>SEQUENCE:6427:prostate„MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGCGGGGACCATCTGTGTTCAACTTTCTGATGACTTTCACAAGCTCTGCATTTTATCTC 

CCAGCTCTGTTGTAAGGTATTGTCAGTGCCTTGCAGAAAAGAATCAGATTCCTTCCAAGT 

GACATAGACAGCAAGTTTTGGAGAGCTAAGGACAAACAGGGCCGCAGCTCAGCTCAGTTG 

GCTTGCTTCTCCCACACCAGCATTCCCTGCGCAGCCCAAGTTCTCAGATACTTCTGAGAT 

CTTAGTCAACAAAGCTTAN N NAAAAAAAAAAAAAAAAA AAAAAAGGGGGGCCCCCCCCGG 

GGGGGGCCCCCAATTCCCCCTTTAGGGGGTGTTTTTCCCCCCCCCCCTGGGC 

>SEQUENCE:6428:prostate_MPM2000-004P6_Table5 

GCCAAGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTC 

GAGAGTACTTCTAGAATTAATTAAGGCGGGAGAAAGGATTGCATTGCATATACCAGTTAA 

TAGATTAATATCAATACAATATGAAAAAAATCTAATAATTTGATAGAGCAATAGAAAAAT 

AGGCAGATAATTTGAATGAGTAATTTACAGAGAGCAAAAATAACTGGCCAGCCGTGTATG 

AAAAGTCTTAACTATATAAGGAAATGCAGATTTAAGTAACAATATGGCATTATGCTATAT 

CCCTTGGACAGGCAAAATATTAAAAGTATGATAATTCCAATTGCTGACAAGGATAGAGAA 

AGAGTAGTTTCATGTCTTGCTGGTAGAAATGTGAATTACTACACTCTTTTTGGAAAATAA 

TCAGGCAACAGCTAATAAAATTTAAATTCTTCTCCTGGAACTAAAATTAGCTTAAGTAAT 

G AT ACGTGTAC AA AAATTATG CATTG C AG CACTGGTT ATAGTAG GGTAG G C AG ACCC 

>SEQUENCE:6429:prostate_MPM2000-004P6_Table5 

ACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 

TTAATTAAGGCGGGCAAGCATCACAAACCATGCAAGTCCTGTGATGACCTCCAAAGCTCC 

CCAAGTGGGCGGCTCTGCAGTACAGCGGGGTCTGGTTCCACCCAACCCAGGGGTTTCCAA 

AAGATAATTTCCTATTCCCCAAATCTGACACTGCTGAGTGCCTCAGCCCTTACCACGCTA 

CTCCTACCTATCTACCCTTTTATACTAATAATCTTATGAAACAGTCTCAGACTAAAAAGA 

AAAAAAAAAAAAAAATAAAATATTTAAAAAAAATATAAAAAANNCCTTTTTCCGCCCCCC 

CCCCCCGGAGGGCCCCCCTAATTCCTATTTTTAATCACTTGTGCCCCCCCCCCC 

>SEQUENCE:6430:prostate_MPM2000-004P6_Table5 

AAAGGGAACAAACGCTGAGTACCGGGCCCCCCCTCGAG / \GTACTTCTAGAATTAATTAAG 

GCGGGGTAGCATATAAACATGCAGCATTTTCTGAGGTGTATTTGTTGGACCCTTAAGATT 

TTTACTTCTCTTCAGTAGGTGGATCCTTTTCTCCAGATCAGTCACATTTTGTTCCTTAAG 

GCCAGTTATGCTCTAGTTTTAATCTGGAATGAACTTGTGTTCTTGTTTGAGACACCTCTT 

CCT AGTG G GTG CGTC ATT ATGG G AG ATTGTATCT ATCTAT AT AATCTTCTGT AATTTAG C 

ATAGAGAAGAAAACTGGGTGATGAGTTGCCAGCTAATTTATATAAATGAGATATGGGAAA 

AGATCTAACCCCTTCCTAAATCCCCCACCAAAAAAAAAAAAAAAAAAAAAAAAAGGGGCC 

CCCCCCCCGGGGGGGCCCCCAATTCCCCCTAAAGGGGGGTTTTTTACCCCCCC 

>SEQUENCE:6431:prostate_MPM2000-004P6_Table5 

AACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGA 

ATTAATTAAGGCGGGAGCCTGAGGGCAGTCGGTGGATAGGAAAAGAGAAGGAGAAAAGTG 

TCATCCTAGATTGTGCTTTACTTCTACTGATTTTCTGTGGATTGTTCTTTTTCTCCCTCT 

CTCATTTTCCAGTGTATACAGAACAGTACATTTTAATGTCGAGGAAGACAGAACGACGTT 

ATCAAAAGACACAGTTCTTGAGAAGTTTCTACTCCAAGTCAACATAACAGTTCAGCACCT 

ATAATCCAACTCTTATAATTTAGTAGATGAACAAAANAAAAAAAAAAAAAAAAAAAAAAA 

AAGGGCGCCCCCCCCCGGGGGGGACCCCAAACCCCCCTTTGGGGGGGTTTTTTCCCCCC 

C 

CCC 

>SEQUENCE:6432:prostate_MPM2000-004P6_Table5 

AGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGA 
GTACTTCTAGAATTAATTAAGGCGGGGCTGTTTGAGTCAGAGATGTTCAGTTATTTCCAT 
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GACCTTCTATTGAGCCTGTTCTTTTTCCAAATAACACTTATTATACCAGAGCAGAGAGAC 

TCCTGGAATTTTCTATAAAGCAAGTGTCTTGTATTTAATTTACTTTTACCATTTGCTTCC 

ATTATAATTTGAGAGTTGTTTTTCAATGGCAAGTAAATACAGCTCCCACAAAAGGAACGT 

CATCTTCAAGAGGCCTGACAATCTGTTTTCAAAATGTGTGAATGCCAGGTACATTTAATT 

CCTTGATATATTACAGAACGTGCCTAATACTGTTATGGTTAGGATTGAATACATATGAAT 

GTGAAACACCTACATAGGAAGCACTCAATAAGTGTTAGTGTGAGAAAAAACTACTAGACA 

AACTGCTCTAACTTTTGTTGTCAGATTACACATTTATGAAAACATTTGG 

>SEQUENCE:6433:prostate_MPM2000-004P6_Table5 

GGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGG 

GGGATGGTACAGAAGGTTGTGATATTTGGACTGAAGCAGGAGCAAGGGGAAGGCTTGAAA 

G A A ACT ATG G CAG G ATAC AG G AAAA AG A AAA AG G ACTG AACC AG AAC AGC ATGTGTC AGT 

GGAGCTGTTTCTGAGGCAGGAGGAAAATCTGGTAGGTATGAGGGGAAAAGGAAGGGAATA 

ACTGAGAATCACTCCTGGGTCTCTAGCTCTACACATAACATGGTGACTGTCTTAACTTAA 

AGAAGGCTGGGGTCCGGGTGCGGTGGCTCATGCCTGTAATCCCAGCTACTCAGGAGGCTG 

AGGCAGGAGAATCGCTTGAACCTGGGAGACAGCGGTTGCGATGAGCCAAGATGGTGCCAC 

TGCACTCCACCCTGTGCAGCAAGAGTGAAACTCCATCTCCAAAAGAAAAAAG 

>SEQUENCE:6434:prostate_MPM2000-004P6_Table5 

AGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAACA 

CAGTTTATACCTTTATCGCTGCACTTGGCAAGTTTTGG GAAG TTAAAGACTGGTGGTACT 

GCTACTCGGAAGTTATCTGTAGAAAACAGCCTTAAGTCTTTTCCAAACAAAATATCATTT 

TAAAATGAAGTTGGGTCAAAATTCAAATAAAACTCCCTCTAAAATGAAGTGTGCAATATC 

CACTCTTAATGTGTGTTGTATCGTGTAGTCAAAAGACTCTTAATGATTGCCTGGGAGGTT 

GGTACAGAAGGGATTTTTATTTTTAACAGTCTCTAAAACAC ACCT TTTAATACTCATTCT 

TTTTGGAATTCTAAGTTAATTTCTATTCTTCATCACTGGTGCTTTTAAAAAAAAAATCAC 

AAATTTCAGAATTAAGTGTCTGAGGGATTTATTTCCTAAATAA 

>SEQUENCE:6435:prostate_MPM2000-004P6_Table5 

CGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCTCCCTCGAGAGT 

ACTTCTAGAATTAATTAAGGCGGGAGAGAAATGGAACTCTGAGATCTCTGCAGGTAGGAG 

AGAGACCAGGGAGTAACCCTGGGTTCCAGCTTAAAATCAAAGAGGGAGGACAAGGACGTT 

GATATGTCCTCCTGTGCCTTTTTCAAATGGAGGCATTGGCATGATGAAACCCTGT TAGTT 

TCCTTCAGGAAAAACTAGCCAACTGCTGAGAGAAGAAAAGCTCTGCTGCCAACTATTTTA 

TTCCCTCTGAAAAGATAAACAGGAGGAAGCAGATAAGCCTGAATAACCTGCTTCAGAGAA 

CAAACAAAAATGAAATGAAGAATGACAAAGGAGAGAGGGGACTGAAGTAAGACAGATGAA 

GGAAAGAGAGAATGATTAGCAAGACCTTAACCAAAAATAAAGAGTTCTGGGTGTGGGCAG 

GGGTCATTACAAAATGAAGTCAGAAGAGAAGTAAAAAA 

>SEQUENCE:6436:prostate_MPM2000-004P6_Table5 

TAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCOCCCTCGAGAGTACTTCTAG 

AATT AATTAAG G CG GGC AC AGT AG C AC ACTCCC AT AGTACT ACCT AC AC AG GAG CCTG AG 

GTGGGAGGATGGCTTGAACCCAGCAGCTGGTGGTTTCACTGACCTATGATCATGCCACTG 

CACTCCAAGCTGGTCAATAGGGCGAGACTCTGTCTCGGAATAAACCTGAAAAGTGAAACT 

TGCAGTGGGCCACCACGGGGGGAGTGCACTCCATCCTGGTCAACAGAGCGAGATTCCGCC 

TCCCAAAATGGTAATATTATATAANAAATAAAAAAATGAAATAAAATAAATAAAATTAAA 

AAGTGATAAACTGGACATCATCAAAATTAGGAAAATTTGTTCATTGAAAAACATTAAAGA 

GGGAGAAAGACAAGCCACAGATTAAGAGAAAATCAATACATACATCTAGC 

>SEQUENCE:6437:prostate_MPM2000-004P6_Table5 

AGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGA 

GTACTTCTAGAATTAATTAAGGCGGGACAGGAGAGCACTTCCTGAGTTCAGAAAAACACA 

CGAGCTTCACAGGAAACAGTGCTTCAAGACTGTAGTATAGTGTGTCCCTTCTCATTGATT 

TAACTAAGTGGATACTGAAAAAATATCACAGAGGCATTGATCTTGGTGCAGAAACCACCT 

GTCCCTGACTAGGGGAAAATAAGCTAGCAAGCAGTGTGTCAGGAAGACCCCTCTTGAAAG 

CAAAACAGAATTTATACTACAGCTAGCTTTCACAAAGCTGTTAGCAGTTTATGGCGTTCA 

ACTATAAATAAATATGCCACCAAAAGCATAAGGTGTTACTCTTAAGAAAATGGCATGTTT 

ATC AG ACTAA A A AG CTCT ATA A A AG A ACC A ATTT A AC AAA A AAAAA AG CGGCCGCCACCG 

CGGTGGAGCTCCAATTCGCCCTAT 

>SEQUENCE:6438:prostate_MPM2000-004P6_Table5 

GCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACT 
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TCTAGAATTAATTAAGGCGGGGGGGGGGCTGGGGGTTGGACGGTATAGATGAAGGTCCGC 

ACCATCTGTCGATCTTAACTTGCCATAAACCTCACATATTGGGAGCGCATGGAGGCTTAC 

ACCTGTAATCCCAACTCCTCACGACGCTAAGGTGGGAGGATGGCTTGAGCCCTGATGGTG 

GGCAATGAGCCCAGATTGAGCCACTGTACTCCAGCCTGGGCAACACAGGGAGACCCTTGT 

CTGCAAAAAAAATTAAAACAAATAAAAATAAAAATAAATACAAGCTGGAGAACTTACTGA 

TGATATGATGTCTGTGATTTGCCTTAAAATACTGGACTGAGGAAAAATAAGGGGGGTTAC 

AGATGTCACAAAATAGGCCTCGTGCTGATAACCCTGGAAGCTGGTTGATGGCAACTGAGG 

TTCATTATTCTACTATGCT 

>SEQUENCE:6439:prostate„MPM2000-004P6_Tabte5 

GCCAAGCGCGCAATTATACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCT 

CGAGAGTACTTCTAGAATTAATTAAGGCGGGCTCCCACTAACCTCATTTCCACTAGTTCT 

GCCTTGGAGCTTGGGCTTTCTTGTTCTGATTCTTACTTGATTTTTGTTTTTGCTGCTTCT 

CTGGAATAACCTTCCCTCATCACCAGGATTAGAAGTATTATTTTCCCTCTCACATTGAGA 

AGGTGGAGAAAAACCACAGGAAAAACTAAGTCTCCAAAAAAAAAAAAAAAAAAAAAAAAA 

AAAAGGCGGCCGCCACCGCGGTGGAGCTCCAATTCGCCCTATAGTGAGTCGTATTACGCG 

CGCTCACTGGCCGTCGTTTTACAACGTCGTGACTGGGAAAACCCTGGCGTTACCCAACTT 

AATCGCCTTGCAGCACATCCCCCTTTCGCCAGCTGGCGTAATAGCGAAGAGGCCCGCACC 

GATCGCCCTTCCCAACAGTTGCGCAACCTGAATGGCGAATGGAAATTGTAAGCGTTTAAT 

I I I I I GTTAAAATT 

>SEQUENCE:6440:prostate_MPM2000-004P6_Table5 

CTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGGGTATGTAA 

GTGCTTAAGACTGAAATTGTAGGATCTAAGGTTAGTATGTACTTAACTCTGTAAGAAAAT 

ATTCATGTCTTACCTCACATCTCTAGGGAATGAAAGATTTTAGATCAGAATGGTAGGGTA 

GAGGAAAATCCATTGGGGAAATTGTTCCTTTGGTATTTACTTAATCTGAACATTTTTTAA 

ATGCAATTGTAACTATTGATGAAATGTGAATATTGATTGAAAAAAGACGTTGATGTTAAA 

TAAGACTTTACAAGCTTGTAAAAGAAAATATAGTTACAGAAGGAAAACAAGTTTTTAAAA 

ACAGCTTTATTGTGATATAATTTATATACCATAGAATTCACCCATCTAAAGCGCTCAATT 

C AGTG AATTTTGTTTATTTACAG AGTTG G 

>SEQUENCE:6441:prostate_MPM2000-004P6_Table5 

GCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 

T ACTTCTAG AATT AATTAAAGCG G G G GTATTCTCTTCCTCCTTT ACATC ATTTCCTTCCA 

TTTAAATCTTGCTCCATGTGCCACAGAAATTTCTACAAGAGTCGAGGACACGGAGTTCAG 

TAACAATCTCTAGCACAAGTTTCGCATTGTCCTGCTTTCTGTCTTCCCCCACAGCTAAAG 

CCCTCAGCTCTGTGACCTTCCGGATGATTTATCTGGCTGAATCTTTGTTCCTGGTTACCT 

GTGCACATGAAATCGTCTTTCTTCCTGTTCATTTGGTACTACAGGGTGCTAAAGGCATGA 

ATTCAAAGCTCCTTCAATCTGTGTTTATATCTGGGCATTAGCAGTGGGTTTTGAAGTACT 

GGTCATTTCAGGTGATATTTTTGTGTACTATTTCAAGATCATTTACAGCTGACCTTGCAG 

CCTTGTGGGCTTTGATACAGGTGG 

>SEQUENCE:6442:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGCGGGAGACTATTACCTGAGATTACTATTGGAGGAAGATGAGAATGAAGAAAGTGGAT 

CAATT AAG AG ATCGTATG AA I I I I I CAATGAGCTTTATCATCGCTTCTTGCTCACCCCAA 

AAGTAAACATGAAGTGTTTATGTTTACAAGCCCTTGCTATTGTTTATGGCAGATGTCACG 

AAGAAATAGGACCTTTTACAGATACCAGATATATCATTGGAATGTTAGAGAGGTGCACAG 

ATAAACTTGAACGAGATAGGTTGATTCTCTTCCTTAACAAGTTGATCCTTAATAAGAAAA 

ATGTTAAGGATCTCATGGATTCAAATGGAATAAGAATCCTTGTGGACTTGCTTACCCTTG 

CACATCTCCATGTAAGCCGAGCTACAGTACCACTGCAAAGCAATGTAATTGAAGCTGCTC 

CAGATTTAANNNAAANNAAAAAAAAAAAAAAAAANGGGCGGCCCCCCCCCGGGGGGGCCC 

>SEQUENCE:6443:prostate_MPM2000-004P6_Table5 

AACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGA 

ATTAATT A AG G CG GG G G CTTAAG G G ACAG CTTAC AAGTTC AT A ATCT AAC AG AG AA AG G G 

TTTGTTTCTGGGGAGAGGGATTATGTATGATATTTAATAGACACCTGCGAACTTTAGGAT 

ATCTGGGGGGTTCTCATTAACTAACGAGGGTCCTGACCCTAACAGCTATCTTTTCTCTAA 

AGATTTTGTAATGTTTAAAAT I I I I I I AAATTAAGATAAATATATTTTAAATCATACTGT 

GAATCCAACTGGTATAGCATTCTGTAGAGAAGATCACTGGCTTAAGAGGATTGTTAGAAG 

GTGGCTCACACCTGTAATCCCAGCACTTTGGGAGGCTGAGGCGGGTGGATCACGAGGTCA 
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GGAGATCTAGACATCCTGGCTAATATAGTGAAACCCTGTCTCTACTAAAAATACAAAANA 
N AA AAA A AAA AAA A AA AAAGG CG CCCCCCCCCGGGGGGGCCCC 
>SEQUENCE:6444:prostate_MPM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAG 

GCGGGGGCGGGTGCTGGCTCCCATCCTGCCGGATAACTTCTCCACGCCCACGGGCTCTCG 

CACGGACTCTCAATCGGTGCGGCACAGCCCGATCGCCCCGTCTTCCCCGAGTCCCCAAGT 

CTTAGCCCAGAAGTACTCTCTGGTGGCCAAACAGGAAAGTGTTGTCCGCAGGGCGAGCAG 

AAGGCTTGCCAAGAAGACTGCCGAAGAGCCAGCTGCCTCTGGCCGCATCATCTGTCACAG 

TTACCTGGAGAGGCTCCTGAATGTTGAGGTGCCCCAGAAAGTTGGTTCTGAGCAGAAGGA 

ACCCCCCGAGGAGGCTGAGCCTGTGGCGGCAGCTGAGCCAGAGGTCCCTGAGAACAACG 

G 

AAATAACTCGTGGCCCCACAATGACACGGAGATTGCCAACAGCACACCCAACCCGAAGCC 

TGCAGCCAGCAGCCCGGAAA 

>SEQUENCE:6445:prostate_MPM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAG 

GCGGGCACTTATAATCCCAGCTACTCGGGAGGTTGAGGCAGGAGAATCGCTTGAACCTGG 

GAGGCAGAGGTTGCGGTGAGCCAAGATCACACCACTGCACTCCAGCCTGGGCAACAAGAG 

CGAAACTCTGTCTCAAAAACAAAACAAACAAACAAAAAAAACGCTATAGGCCTAGATGTG 

ATCACCAAGGGAATTTAGTTATCTTATCCTGATCCACTTAAACCCCAGCTTTCAAACACT 

CACAACCAACCTTAGTGCTACTTCAGGAATATTTTCATAAAGGCTGGCAGTTAAATTACT 

AAGTTCCAACTTGCTTTGCACATTATCTGAAGATAGAAATGATT TACTTAA TGATGATTT 

GGCAATTATCTGATGTTTTGCTTTAATAAAAAAAAACCAAATCCTTTTTTTCAGATTAGC 

TCCTAAAAATAAATTCAAATAAAAACTTTCAAGGATCAAAATTAAAGATGATTTACAAAA 

TTGTATCAACACTGAACTCCTCATGGGCCGGGGGCGGTGGCTCACGCCTATAATCCCAGC 

ACTTTGGGAGGCCAAAGCGGGTGGATCACGTGGT 

>SEQUENCE:6446:prostate_MPM2000-004P6_Table5 

GGGAGTCGACGCGTAAGACGTGTTTTGCGGAACAAAAGCTGGGTACCGGGCCCCCCCTCT 

AGAGTACTTCTAGAATTAATTAAGGCGGGGCAAGTCCTTTCACAGCCGGCTGGGATGCTC 

ATCAGGAGGCGTGATGGATGACTGTCATTTGGCAGCCTCGGGATTAATGATCTGGAGGTC 

ATAGGGGAGAATTCCACAGGGAAGGGTCACCGTCCAGGGCA 

>S EQU ENCE:6447:prostate_M PM2000-004P6_Table5 

AACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGA 

G AAAGTTTTCATCAAAAG AG CCTAG AAG AACTAATACTTAACCAAGCATTAGG GTG G CAA 

CAGGAAACAGAAGAAAATAAATGTCAAATAGGCTGGCTTTTTACTGTGACAAATAATACA 

CTGTATTTATGAAAATGTATTTATGAAAATGGTGCCCATTACCAGTTCAACAGATTTAAC 

TTGCTGCTTTTAAACAGAACTCCTGGCTCAAGAATAAGAACTACTTA TACA GCCCAGATC 

ATACTTTCTGCCATCACAGCAACCACATACTCAGTAGCATATATCTGTTTTACCTTGTGA 

TG ACTATT ACATGG AAACTG CAAAAN NNNNNNNN N N AA AAA AAAA A AA AG G GGGGCCCCC 

CCCGGGGGGGGCCCCCAATCCCCCCTATAGGGGGGTTTTTACCCCCCCCCCCTGG 

>SEQUENCE:6448:prostate_MPM2000-004P6_Table5 

GCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 

TACTTCTAGAATTAATTAAGGCGGGGAAGTGATAAGTGGTAAAAAGAGACATTTCCTATG 

GGTAGAGGTACAAAGCTAAAAAAGAAGGAAACCCAGACTGAATTTTACGTTTCTTATTTC 

CAACTCCTCTCGATGTCTACCTGGAAAACTTTCCAATCTTTAAGCATTCAG CTGCAG TGA 

AATATCCTCTGGGGACCTTCTGTGACATCCCAAGACAGAGTTCATCACCCTTTTTTAATA 

GTGTCCTGTACTTTTCTTATCTTTCTATTGTTGCTTTTAAAACATATTTTCTTGCAATTA 

CCTTCACATGCACTGTGAACACCGGCAATTTAATGTGTTTTTGTGCATGTGTATGCATGC 

ACGCTGAATAAGTTCCTTGCATGCTAAAAAATGTTTCAACCTACAAAATAAATAGTAATG 

TCATTGCCTGGTTCGTGAAAATTTGG 

>SEQUENCE:6449:prostate_MPM2000-004P6_Table5 

GGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGG 

GGCCCTGTTTATATCTTTCGGTATCAGTTAGGAAATACTTTGATATAAAATTTGGATTTA 

TATGTCAATCAGCTTGGCAATTGAGGTTCTTTTGTTGCTGATCAGAAATCTTGGCTGGCA 

GTTAAATATGTCCTTTTTATAAAAAAAAAAAAGAAAAGGAAAGAAAGAAAAGAAAACANA 

NAAAAAAAAAAAAAAAAAAAAAAAAAGGCGGCCGCCACCGCGGTGGAGCTCCAATTCGCC 

CTATAGTGAGTCGTATTACGCGCGCTCACTGGCCGTCGTTTTACAACGTCGTGACTGGGA 
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AAACCCTGGCGTTACCCAACTTAATCGCCTTGCAGCACATCCCCCTTTCGCCAGCTGGCG 

TAATAGCGAAGAGGCCCGCACCGATCGCCCTTCCCAACAG 

>SEQUENCE:6450:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGCGGGGCTAGTCTGTCTTGTCACATTACATTCAATCGTCACTCAAGATCATTCTACAA 

ATATTTATCAA I I I I I I I I I AGTGACTTTGTACAACACAGACACTCCCGTCATTGCCCAG 

TGGCTCTTCCATTCTAATGGGACGAGACAGAAAGTAAAGTTGAAAATGTAGGATGTTAAG 

TGGTGATATGTAGGTAATAAGTGCTAGGGAGAAAAAGCAGGAAGAGGAATAAATGAAATC 

AGTTTGCTTCACTAGCTTCTGGCCCTCGACCCGAAATGCTAACACTTTGTGTGTGTGAGA 

AATTTTTATTGAACACGGGGTTTAATAAATGCAAATACCAAGATCAGGAATTTCCTATTT 

TTGAGGAGCTCATTATCTAATGCCTTAAACGGCTACATAAAGAAACCATTAGGATACCTT 

TTGACAAGTGTTATGATGGGCAGGTAGAGAATGTTTGC 

>SEQUENCE:6451:prostate_MPM2000-004P6_Table5 

CT AAAGG G AACAAAAG CTG G GTACCG G GCCCCCCCTCG AG AGTACTTCTAG AATT AATTA 

AGGGGGAAGGTAAAAAAATTCCGTCATGCCCATCTCACTTGTATATCCCTTAATATTAAT 

ACCTGG MUM CATATAATGTAAATTGAGTCACTCAGTGTAAAGTATTTTCCCAGATAA 

CT AG G G GTTTTATGTAATG GG GTTTTC A AAT AAAA AGG ATTCCAG G G ATATCTTT AT AAA 

ATATACTAAGTAAATGTCCTTGCAGCTTAATTTACATTCCACAGTATCTAAATTTCTCTT 

GATGATTCGGAGTAATTAATTTTGAGATCAGTAA Mill GGCCATGGGAATACCACGTGG 

AGACATAAAATGGAATACATAATAATAGCTGGTATATATTGAGTGTGCCAGGCCCTGGCT 

TGGTATTTTAAGCACATTGTTTAATTTAATCCT 

>S EQ U ENCE:6452: prostate_M PM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATT AATTA 

AGGCGGGTGGATTACCTGAGGTCAGAAGTTCAAGACCAGCCTGGACAACATGGTGAAACC 

CC ATCTCTAGTAAAAAT AC AAA AATT A ACTG GGCGTGGTG GTG G G CACCTGTAATCCC AG 

CTACTTGGGAGGCTGACGCAAGAAAATTGCTTGAACCCAAATGGCAGTGAGCTGAGATTG 

TGCCATTGCACTACAGCCTGGGCAACAACAGCAAAACTCCATCTCAGGAGTGCAGTTAAA 

AAAGAAAACTATATGGCGGGGCCCCTCTTTGGGTTGCCCCCCCTTAATCCAAGATGGCGG 

ATGATTACGCCCCGACATCGGGACCATTTTTTATAACATGGTGAAACCCCTCTACTAAAA 

AT ACAA AAAATTAG CTG G G C ATG GTGG CG G GC AC CTGT AGTCCCAACT ACTTGG G AG G CT 

TATGCAGGAGAATCGCTTGAACC 

>SEQUENCE:6453:prostate_MPM2000-004P6_Table5 

AGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGC 

GGGATAACAGAAAAGCATATTAAATTCTTGATTAGAAAAATGACAAAATTCTTTCTGAAG 

AAGAGAAACTGCAGCTGTCACATGTAATACACAACCAAGTAGTCATGGTTTAGATTAGTA 

GTGACAGAATCACAAAGAAATGGCAATGAACATATAGAAAGAGAATCTCCTGATGGATTA 

GTTTGGACACAGAAGATAAAGGGAAAGAGAATGTAAGAACACTCCAAAGTCAAAGAAGTG 

GGAGGATGGTGATGCCATTTTTAAAACCATAAAGCTATATATATGAAGAAAAAAAACCCC 

AAACAAACAAATGGAAAACCCATAAAGCTTCCTCGGATACCCAAATCCTCCTTCTGCTTT 

TATTACAAATTATGCATCAATCATCTGACTCAGTTTCTAAGTCGCCACATTTTCTTGAAT 

TTCTTCCTATGT 

>S EQU ENCE: 6454: prostate_M PM2000-004P6_Table5 

TAACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAA 

TTAAGGCGGGGCTGCACAGTGTGAGCCTCAGGACTTGTATTTTCCATCATACCTAGTCAG 

GAGGCAAAATTCCTGCTGTCATGTTCAACAACTAAACAAAGTATTTGCATCCAAGGTTAT 

TTCCTTTGAGGGACCCAGGCACATTTTGTGTTGACTTCTGGCCCCATTGACAGGTCCCAG 

AAAGG ACTGGTGAGGGCCATTCTTTCTGAGATGGTTCCCCTTACTGCTTTCCTCTGTCCT 

GATGTGGGAATAGGGGGAAGGGGGTGCTATGATCCTTTTATGCCTGATATGTGCCTGGTA 

AAGAATTCTAGAACTGGCCAGGCACAGTGGCTCATGCCTATAACCCCAGCACTTTGGGAG 

TTCAGGGTGGGAGGATCACTTAAAGCCAGGAAGTTCAAGAGTAGCCTGGGCAACACAGTG 

AGACGCCATCTCTACAGAAAATACAAAAAATTANCTGGGTATGGTGGTGCATGCCTATAG 

TCTCAGCTACTC 

>SEQUENCE:6455:prostate_MPM2000-004P6_Tab!e5 

TAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAG 

AATTAATTAAGGCGGGTTATTAAAGAGGAAATTTGAGCCAGCTGATTACAAACACATAAT 

CAAAGCTTCTGAGCAGTCACAAAATGAGATAAAGGTTTCAGTGTTTTCACGAAAAACTGA 
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TATACTAATTCCTGTGAGTAAATGAGATCTTCAAGAAAGAGAATGTAAAAATTGAAGAAC 

TTATGACATGTTGTTCAATCTTAGGGAATAGACATTTGAAAGAAAAGGAAGGAACATGAG 

GAATGAAGGGAACAAATGAGAAACATGTGCCTGCTATCAACTTAGAGTTGGTGAAGCAAA 

TTGGTAAACATTGGCGAATTTTATGGGGTTATTGATGACCCAAACTCTAAGCTTCTTTGT 

AAATTGGGAATTTTTCAAAATAAAATGTTCTGGGAGATGGT 

>SEQUENCE:6456:prostate_MPM2000-004P6_TabIe5 

TACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAAT 
T A AG G CG G G G GG AAG AA AG A AG AAG C AATCTC A AAGTGC AG AT AAA AATC AGTTCT AATG 
GGTTATCATACGTGTAAAAATAGAGAAAAATGCATATATACAGTAAAAACCTATGATATC 
ATTTCAGATATAAAGCAATTTACCGGCTCCAGACCCCCAGAACTCATGGCCAACTTCATT 
TGCAGGTTTGTTCTGGTCATTTCACTAACCTCACAGAAATATAACCCTGAAI I I I I I IGT 
AAACTAGATTTCTTGGATCCCACTTATGGCAGGA I I I I I ACATATCTATCTATCTCTACA 
TTTGCTTCTATGCACGTGGAATAGGTATGGAAAGATACATAACAATTTCAAGTATTTATT 
GATTGGGAAGAGGGACCATGCCTGCCAGATGGCAAGTTGTAGAGGCAGGGAGGAAGAGTA 
AGAGAGAGCTCAT 

>S EQU ENCE:6457: prostate_M PM2000-004P6_Table5 

GAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAG 

G CG GGTG G AATT AACAG G ACTG G ATCATTAATT AG ATATG AAA AA AAG AGTCC AG G ATAA 

TCTAATTCTCAGTTATCTGGTTTAAGCACCAGGATGCTTGATAATGCCATTTATTGATTT 

ATTGAGCATAGGAATACAGGGAGAGAAAGAGCAAGTTTGGAGAGAAGAGAGTAGAAGACA 

GTGTTGTGCTTTTGGGTCAGGTGTCTGGGGTGTCGTAGACGTCTGAGTAGACCTGTTAAA 

CAGGCTTCTGGTCTTGGCTAGAGATACAGATTTGGGAGAGTTGCTAGAGAGGGCCTTAAA 

AGTGACCTAGTCTAACTTCTTAGATTTTACATGTGAGGAAGTTAAAGATTTAATTGAGAG 

AATACATTGTTCATTTTTGCAGGAGACAGAATAAGAATTAGGATGTGAATCTAGGGCT 

>SEQUENCE:6458:prostate_MPM2000-004P6_Table5 

AGGGAACAAAAGCTGGGTACCGGGCCCCCCCTAGAGAGTACTTATAGAATTAATGAAGGC 

GGGCTGTTATTTACAAGCCTGGCAGCAAAGGCAGCTGAGGGGAGAATATCCTTTAACTAC 

GTCCACCTACTGCCATGATGCTCCCACACAAAGTCAATTAGGAAACAATGCATGCTTTAT 

ATATAGGCAAAGCCAAAAAAAAAAAGGAAAACACTGTCTGCACTACTGACCAAAGCCTTT 

TTAAAACTGCAATGATGGGACAGCTAAACTCCAAGCCCCAGGAAGTTCTAACTGGGAATT 

CTACCCAAAATTACTCCCAAGAGCCACATCTAATATTGACACAGGTCCCTGCAGTATAGC 

CCAGGCAGCTAGATAATCACTAAACAAGGAACTCAAGCATCCTGGTAAAAAGGAGATAAT 

G CC A ATTTTACCTGTGTCTC 

>SEQUENCE:6459:prostate_MPM2000-004P6_Table5 

GCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 

TACTTCTAGAATTAATTAAGGCGGGCGGGGAAGGAGGGGTCTTTGAGCAAAAAATTTTTT 

I I I I I I GTCTCTGTTCTATTCAGACATTCATGTATTTCTTAATTCTTAGTTGCCTATTAT 

AGATGAACTAAATTCTGTAGAAAATATATGGAGCACATAATAGGGAAATGAGTCACATAG 

GATTGAATTAATGAGTACACAAAAACTTACTTAAAAACACTCTAACCCTTACAATCACAA 

G G G CTCTG G AAA ATG CTCTTGTG GTT AGTAC AC AGT A AGTATGC AA AC AC AAC ACGTG GT 

ACAAAATGATGCGAATTTATGGTCTAGAGGGCCTATATGAAATAGGGATGTTAAAATTAC 

CTTAAAAATGACATATGTTTTTATGTACCTTGTTAAGAAGAATTTTAATTGACT 

>S EQU EN CE: 6460: prostate_M PM2000-004P6_Table5 

AGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGC 

GGGTATTGTCTTGAGACCTCANAAGAGTACTCTGGCTACAATAGGAAGCATGTCTAAAGA 

AAAGACTATATGGGATTCATGGAGATGCATTGAGAAGCTGTTCCAGCAAGCCAGGAAAAG 

TTC AG AATG G CCA AG G C A AG AGT AAG AGT ATT AGT A AT AC AAG TAC AG AG ATTTG G G C A A 

TAGTTTCAAGGCATAATTAATAAGATCTGGGGTTTGGTTATTTGAAGGTATAAAGAAGAA 

A AAG AG CC AG ATTTCTG G CTTG A AC AACCAG GTG A AG G G G ATG G C ATCTTTC ACTG ATCG 

GGGACATGTGGGAGGAATAACAAGATTGACAGACGGAAGAGTTTCACCATTGGATTGATA 

CGTCCAATAGGCAGCTGTTAGGAGATATTGGAGCTCAGAAGGGCCATCTAAGAGGAATTT 

AAATGTGGGAG Mill AAAATAATGA 

>SEQUENCE:6461:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGCGGGCCGGCAGTACCAGTTTTCCATAATATTAAAATAACTTATTAAAATTACAAAAC 

CAATGCATAATCATTACAATTAATTTAAACCTTACAGATATATTTAACCTAGAAAATGAA 
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AGCATTCTATAATTTCATCCTTATAGAGTAAAATTCCTCTAC I I I I I I CTGTACATGTAC 

TAAGAGCGATTTTCCCCTTGTTTATAAGAATGTTTATATTCTGCATATTAI I I I I ACATT 

TTTATGTAATTCAATGAACATGCCTGTCTTATTTGTTTTCATGTCTCAATATAGGTGAAC 

TATGGTTTACTTAACCAAGCTCCTACTGATAGACATTTGGGTTGTTTCCAGTTTTTACCC 

ATTACAACCAAAGTGAAAATAAATATCCTC 

>SEQUENCE:6462:prostate_MPM2000-004P6_Table5 

AGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGC 

GGGGTGATCTTACTAACATCAGTGGAAATGGGAATGTTGTGTATGGATTATTGATATAGG 

GATTGGGTCATTGTTTTGTTTTGTTTCTGATAATCATTTTGACT ACATT AAGAAGACAGT 

GAGTGAAATCCCAGTTTTCAGTATTCCAGAATAGTCTGTGACTTTTCAAGACTGAGAAGT 

AGTTATTTGATTAGGAAAAAAAAATTAAAATCTCAATTGCCTATGTTTTGAGACAGCTTT 

TATCAAATTAGTTTAAAAGCATCCCCACCATCTCCCAACCATTTTGTGATATTATATTGT 

TTTAATTTCCATTTGATTTCCTATTTTAAAAATAATTTGTAGTTCCTCTCCAACCAGTCT 

GGAATATACTTCCAGAGACCCCAGAGCAAGCTGAATGCATTGAGGGAATTCTGGA 

>SEQUENCE:6463:prostate_MPM2000-004P6_Table5 

CAGCGCGCAATTAACCTTTACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAG 

AGTACTTCTAGAATTAATTAAGGCGGGGGCATAATCATTAAAAATGTCCTGTCACTAAGT 

TCTCAATCTATTCAGTTGTTTAATTCTCAGTCCACAGACACAGGTCTGTGGCTGCACCCC 

TAAGAATTCTAGTCTGACTCAAGGAGTGAGACAAAGTGTACAGGGCAGGAGGAGAAAGCC 

CTGGCTTCCATGGCCCTAATCCTTTC I I I I I CCATTCTTCTTTATCATCTGGTCAAATAG 

AGACTTTTGCCCTGTAAATCCCAAGCCAGCACTGTCTCCTTGTCCTCCATGTTTTGGTCT 

TACTGACCTAGGCAGTTTATTTCCAGAGAAATAATTTTTGGCATATTAAAATAGCTAAGA 

GGGAGAGAGATGGCTAACAGTCGATGTGGGTATACATTTCTTTTCTTTTC I I I I I I I I I I 

AGATAGAGTCTCACTCTGTCACCCAGGCTGGAGTGCAGTGGCTGATCTCAGCTCACTGAA 

ACCTCTGCCTCCCGGGTCCAAACGACTCTCCTGCCCTAGCCTCCCAAGTAGCTGGGAC 

>SEQUENCE:6464:prostate_MPM2000-004P6_Table5 

ACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 

TT AATTAAG G CGG G CCTGTCTCCT ATTTTCCGTGT ATCATTCTGTC I I I i I I I ATAGTGT 

CTTCCAAACAGTTTGCCAAATACTGCTGTGTGTTTCAAGTATGATTCCGTCATGTGCCAC 

CCACTCTACACTTTGCAAAGTCTAACTCTGCATTAGAAGTGCTACAATAGGCTGGGCGCA 

GTGGCCCATGCCTGTAATCCCAGCACTTTGGGAGGCTGAGACGGGCAGATCATGAGGTCA 

AGAGATCAAGATCATCCTGGCAAACACAAAAATACAAAATACTCTACTCTCCACTAAATG 

CCTACTAAAATACAAAAAATTGGCCGGGTGTGGTGCCACGTGCCTGTAGTCCCAGCTACT 

CGGAGGCTG 

>SEQUENCE:6465:prostate_MPM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATT AATTAAG 
GCGGGGTGGGGGGTTGGAAAGACGAGGTGAGCCAGTCTGTAAAGTTAGAAATACCAAATG 
GCTTATCGGGTAATACACAGTGTATTTAAGCTGTTGTTGCTTAATTGCCTCAGACTACTC 
AGATAACATCAACAACATTTCTTAAGTAAAATTTAAATATTTTAGATGTAATTTTAAAAA 
CTGATCCAAA I I I 1 I I ATTATACAACTCACTCATATATTTGAAAGTCTTCACTAGCATAG 
TAGCATCACCTTCATCTAAATGTCATTTAAATTACTGACCCCC I I I I I GCTCCCAAAAAG 
ACAATGGATTTGTACCAAAACACACACTACAAAGGCAAACAAAACATGATAATCTGCAAA 
AGTTCATGTATCTACTTCATT 

>SEQUENCE:6466:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGCGGGAATGGAGCTTTTAGGCGAGTTTCAGCTTTTCGAACAGAGCTGAGACAACCGCA 

CATGTTTGCAGGGGAAAGTGGCTCGGTCTAAAGTATCTGGGTCCTTATCCGAAAAAGCAG 

CAGGCCATGTCACAAAGGGCTATATATGCTAAGTTAAGGAGTTGATTAA I I I I I CTTTGG 

AGAACAGGGTCTTGTTATGTGGCCCACGCGAATCTATAACTCCTGGGCTGAAGCAATCTT 

CAGGATCTACCTCCCTAAATGTTGAGACTACAGGTGTGAGCCACCTTTCCCTACAAGTGA 

AGGAGTTTTAAACTTTTTCCTAAAAGCTATAGGGAGCCAATAAATGATTTTAAGCAACTA 

AGCGTCAAGATCTCATCTACATATTAGAGATATTTTCTATTTGCAGACATTTTAAGTTAC 

TAGCACTTGTGAAGTCACTGAAT 

>SEQUENCE:6467:prostate_MPM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAT 
ATTTCTTTAC A A AG CC AAAG GT AC A AA A AT ATCTTTTGTTTG 1 I 1 I I ATTGTAATCAAAC 
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CCCATCAGAGGCTCTTTAATAAGTGTATCTGTTTTGCCTTTTACTTTGTTGAGAATAAAC 
ATAGCTTTCTAAAACTCTCCTGTTTTGAGATACATATCAAACATTGGCAAAAATATTTGT 
TAAAATTCACCGTAACTATTACTGTGTTCATTGGTATATATAGGGATAGAAGGCACAGTG 
ACCCTCCTTGGI I I I I AGCTTTATATTTAAAAAATTTTACTTATGACATTTAGGC I I I I I 
AAGAACTCTTGTCGAATACACTTTTCAAAAAATACCAAGGAACAAAATTTA I I I I I I I CC 
AAATAACCAATTGTGTAGT ATTTTT A AG G G AATATT AAAC AAAATCTTATCCAG CCTG A A 
AGCTTCATTCTTGTATGATACACATTATAATTTGTTCTGTTTAAGATCTATGTATATATT 
TACTTAGTAATTTAATGCATCTCCTCTTGAGGAAGGGTAAAATAAGTAATATTTCAGTAC 
A A ATG AT A ACTGTT A A AC 

>SEQUENCE:6468:prostate_MPM2000-004P6_Table5 

GCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGCACTAGAGTGAGCAGCAGGC 

AGCATGGACACTGGCTATCCATTTTGTACTACATCCAGAATGTTTCCCTGCATCCTGCAA 

GAAATCCGAGATGATTCCCTGTTTACTCACGTGAGGATTTCGCCAATAATTTCCCATTAA 

CTACAGTGATATTAGCATGCCTCTCTTTTATACAACCACTAAAAGATTAGTAAAGATTAC 

TAAAGAAAGAAAGATTACCTCTAACACAAAGTCTGAAGGCCCACACTAATACTCACATGT 

AAAATGCTTAGTACTTACTAGTCACTTAGTAAGTATTCAATAAATTTCI I I I I I I CTTTT 

TTT 

>S EQU E NCE:6469:prostate_M PM2000-004 P6_Table5 

TAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAA 

GCGG G G C AC AC AATTAC ATTACATT AG C AATATT ACC AG C AC AG GAG ATG G C AG AAG G A A 

AGAAAATACTACATTTTCTTCATATCCTAATTTTGCTGAGTAAGCAAACAATTGACAGTC 

AAAAACAGTAA I I I I I I I ATAAATTAAATTCTAAGGAAATATGCTTAACAATTTTATAAG 

TAAACAATTACAGGCTCTCTCTCTCTCCTCTCAAAATGAAAGCTACTACATAACATCAAC 

ACCCCTCCCCAACCAAGCAATATTTTAGACTAGTGATAAACAAACAAATGCACAGGAAAA 

TTTTAGCTCATTTCTAGAACATTTGTTAAATGTCTACATCTGCCAGGCTCTAAAATGCAA 

AGC AC AAC AAAATTAC ACAG A AAATT AA AGTG CACG G G G GTCTCTTC ATTAG G G AC AATT 

ATGAATAAAGGTAAGTCATTCAAGTACATACACATACATAAAGTATCATTTTAAAACTAG 

AAG CC AG GCACG GTGG CTC ACG CCT AT A ATCCCCG C ACTTTG G G 

>S EQU ENCE :6470: prostate_M PM2000-004P6_Table5 

GCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 

TACTTCTAGAATTAATTAAGGCGGGGGGAGCAGGAGGGGAGGACATCAAGACCATCCTGG 

CCAGCATGGTGAAACCCCATCTCTACTAAAAATACAAAAGTTAGACCGGCATGGTGGCGT 

GCGCCAGGAGCTCCAGCTACTTGGGAGGCTGCGGCAGGAGAATCGCTAGAACCGAAGAG 

G 

TGGATGTAGCACATGAGCTGAAATCACGCCATTGTACTCCAAGCTGTTGACATAGCGGGA 

CTCCTTCTCGATCGACTGACTTACACTAAAAAGCCGGGAACTGCCTGAACAGACAAAGAA 

CATATGGAAGATAGTAAGTAGAGGGTCACTTATATGCTACAGAAAATCCCCCAATAAATG 

TGACTTGAAGCGAAAAAAAAAAAGCGGCCGCCACC 

>S EQ U EN CE:647 1 : prostate_M PM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGCGGGGGAGGGAACTTGATTTGCAAATTGCACCCATGTGGTCAAGCGTGGATTCTCAC 

TCTTCTCATGTATGAGGCCATTATTTGTCGCTCTAAAAAAATGTCGCGAAACCTCATACA 

CTATT AGTAG G G CTTG G CATG ATA ATTG GTC AATTAC AC AT ATC ACT ACC AGC AG CTAGC 

GTGAATTCAATATCTGTTCTGTGTCTATGGATACCAATACATATACTCCCACTCTGAAAA 

ACAGGACTATAAGTACATGTGAGACATTTACTAATATTCAAGCCGTGCCTGCTGCTTGTC 

AGGATGTGTGGGCTCCTTGCAATCATGCTGCGGCCCTGACAGGGCCTAATCTGGCTCAGA 

GTGGACATGCTCAGAAATAATCTACTTGATGATTCTCAACCACAGTTTGGTGTTGCGATT 

GGCT 

>SEQUENCE:6472:prostate_MPM2000-004P6_Table5 

CTGGCCGTCGTTTTACACACAGGAAACAGCGTATGACCATGATTACTGGCCGTCCCTTTC 

C AC AC AG G AC AC AG ATATG ACCTTG ATGCGGTGGCCGTGACTCAC CTAC AC A A AACTACT 

GATATTTTGATGGCTGACCGATGCTGTGAAATAAATGAACTGGAAGTAGCTCCTCTGCAG 

GCTGAATGCGCCCGACCGTTCTAATTTCCACTATTGACCCAGCTTGCCTCAGAGCACCTC 

CCTGACAAAGTGGCCAGTTACTATGTACTTAGAGATTGCAAATCAATGCAAATATTAGCT 

CA TACTAG GAATAATTAAGAAGGTAAATATGCTGAAAACATATATTCCAAAACCAAAATA 

GATTTTTTCGATTTTACCCTCATTTTTGATTATCACCACCTTTCTGCCAATAATTATCCG 
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TTAACATGAATAATTTAGAATTGAACAGATATCTGCTTTGGACATTACACTTTCAAGAAA 
AAAAAAAAAAAAAA 

>SEQUENCE:6473:prostate_MPM2000-004P6_Table5 

CT A A AG G G AAC AAA AGCTG G GTACCG G G CCCCCCCTCG AG AGTACTTCT AG AATTA ATT A 

AGGCGGGTGGATTGCTTGAGCTCAGGAGTTCAAGAGCAGACTGGGAAACATGGCAAAACA 

CCAAAAATACAAAAATTAGCCGGGCCTGGTGGCACATGCCTGTAATCCCAACTCGGCAGG 

ATGAGACAGGAGAATTGCTTAAACCCGGGAGGTGGAGGATGCAGTGAGCTGAGATCTCAC 

CACTGCACTCCAGCCCTCCAGCCTAGGCAACAGAGGGAGACTCTGTCAAAAGAAGAAAAA 

AAAAGCCATAAAAGTACCAGAAAAAAATCTGGAATATTTTAATAATATTAAGGTGGAGAA 

AGCCTTCCTGAGCATGACTTAAAAACCCATAAGCTATAACATAAAGAGTAATAATTTTGG 

CT AC ATT A A A ATTT AA A ACTTCTGTGT G G AG A 

>S EQ U ENC E:6474:prostate_M PM2000-004P6_Table5 

TAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAA 

GGCGGGGCCGGGCACAGTGGCTCATACCTGTAATCCCAGCAATTCGGGAGGCCGAGGCG 

G 

GTGCATCACTGGAGCCCAGGAGTTCAAGACCAGTCTGGCCAACATGGCAAAACCCCATCT 
CCACTAAAAATACAAAAATTAGCCCGGCGTGGTGGCAGTGCCTGTAGTCCCAGCTACTCA 
GGAGGCTGAGGCAGGAGAATCACTGGAACCCGAGATCGCGCCACTGCACTTCAGCCTGGG 
CGACAGAGTGAGACTCTGTCTCAAAAAAAACAAGCAACAACAACAACCAAAAAAACCCCA 
C AC AAAAC AG GTG G AAT ATCC ATAAG G ATC AG AACTG AAT AG AG G G AATGGG AATTTCC A 
G G AA ATGC AATT AA AG AAA AAAG CTAG AA AAC A AATC AGTTATC AG GTTCAG G G AAA AC A 
AAAAG GTAATTT AG AAATTGTAATTATG ATAT AC ATTATAC A 
>S EQ U ENC E:6475:prostate_M PM2000-004 P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATT AATTA 
AGGGCGGGTCACAAGGTCAGGAGTTTGAGACCAGACTGGCCAATATGGTGAAACCCCGTC 
TCT ACT AAA A AT AC AAA A ATTAG CCAG G CGTGGTGGTG CGTGCCTGT AGTCCC AG CT ACT 
CGGGAGGCTGAGGCAGAAGAATTGCTTGAACCCGTGAGGCAGAGGCTGCAGTGAGGCGA 
G 

ATCGTGCCACTGCACTCTAACCTGGGCAACAGAGCGAGACTCTGACTCTGTCTCGAAAAA 

CAAAAAAAAGACTGAGCTGGACCAGAGGGTTTCTAGGTCTCTTCTCCCTCCAAATATACA 

TTCTAATACATAAAAGGATCTCTGTAGAGAATTTTAAAACTTTTAACAGTATTTTAAGTA 

ACAGCAAGACTTAGGGAGTACATGAAAAACAAGTATGACCTTAAACAACTAGCTAGGCCC 

TGATACATAACTATATGA 

>SEQUENCE:6476:prostate_MPM2000-004P6_Table5 

ACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 
TT AATT AAGGCAGGGGGGGGACCATATTGAAAGGAT ACT AAAGGGACCTACCTAAAATGT 
CTGTAATGTGAAATAAATAAGCTGTTTAA I I I I I GACTCCTAAACTGACTCTTTTCTGCC 
AGTTTTACTTAATATATGTGTATTTCCCACTTGTGAGGTGATTGAAAGGAAACCTTGAAC 
TATGCTACAGCCATTCAGTAAGAAATTCTCTATAAAGAGTC3CAAAATAATTCAGATTAT 
TAGAATGTTGCTGTCTTTATCAAAGTCAAAGCTAATTTTGTTTTATGAAGCCGCCAAAAG 
AAAATGCTTGGGGAAACTCTCCAGGACATCGGTCTGGGCAAAGATTTATTGAGTAATACC 
CC AT A AG C AC AG AC AG CC AC AG C A A A A ATG G AC A AATG G G ATC AC ATC A AGTTA 
>SEQUENCE:6477:prostate_MPM2000-004P6_Table5 

AAGCGCGCAATTAACTCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGA 

G AGTACTTCTAG A ATT AATT AAG G CG G G GTTG AG G AATG CTG G G GTGG C AGCT ACTC ACC 

GTGTGCTTCCCAGGGAGCATCACCTGTTCCTCTGAAGCCCTGCCTGGGTGGCTTGAGCTT 

GGAATCAAGCTGACCCATTTTGAGAGAGTGGATTCTGAGC i I I I I CCTAGCGTAAGGTCG 

TTTTGATAAAGGAGTGGTCCTTTGGACATCCCTGTTCTGCCGTCCTGATACCTCTAGTTG 

TGGGTTTTATGTGTAGCACAGGGTGAAGCTTTAGTTCTCAGAACCCACCCCTGCTGTACC 

CTGTGCCCTCGCCCTCCGCTGTGTTTGCCCTGACCCTCCTGTACCCTGCGTCCTCGCCCT 

CTGCTGTGCTCACCCGACCCTGCTGTACCCTGCGCCCTCGTCCTCTGCCGTTTGCCCCTG 

ACCCTGCTGTACCATGCCCTCGCCCTC 

>SEQUENCE:6478:prostate_MPM2000-004P6_Table5 

TACT AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATT AAT 
TAAGGCGGGTCAATGAACAAGTGTCCAAGCCAAAGACTTAGTACTCAGGGTAAGTGTCCA 
CATAGGCTGGTGCAGCTGGTTTTCCCTCTCTACTTTCCTTTTTCTTCTCCCAATTTACAG 
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CACAAACCAAGCTAAAATGCTAGCTCAACTTCTCTCTTTTCACTTCAAAACAACCCAGCT 

C ACC AG CCG G G CATG GTGG C AGTAG CTC ACG CTTGT AATCC CAGC ACTTTGG C AG G CCA A 

GGCGGGTGGATCACCTGAGGTCAGGAGTTCGAGACTAGCCTGAGCAACATGGCGAAACCC 

CGTCTCTACTAGAAATACAAAATTAGCTGAGCATGGTGGTGCATGCCTGTAATCCCAGCT 

ACTTGGGAGGCTGAGGCAGGAGAATTGCTTGAACCCTGGGAGGCAGAGGTTGTAGTGAGC 

TAAGACTGCGCCACTGCACT 

>SEQUENCE:6479:prostate_MPM2000-004P6_Table5 

ACCCT ACT AAAG G G AAC AA A AGCTG G GTACCG G G CCCCCCCTCG AG AGTACTTCT AG AAT 

TAATTAAG G CG GG AG G ATCACCTG AG CCCAGG AG GTCG AG G CTGTAATGTG CCCTG ATTG 

GGCCACTGCACTCCAGCCTGGGTGACAGAGCAAGACCTTATCTCAAAAAAACTTTACCAA 

AAAGAAAAAAAAAGAAAAAAAAATAAGGGGGCCCCCACTGGGGGGAACCCCAATTGCCAC 

ATTATGTGGATGTATCACCCCGCCCCATTTGCCAGGGTTTGAGAAAACCATCTAAACAAC 

TTCCTGTGGGCCTTGGAGTACTCCTTGATACCTTCCAGGCCCCAGTTTCCCCAGTCTGGG 

TTTAAGCCTGCAGGGAAAAACAGATATGAGAAAATAAAAATGTTGCGGGCCACCACCCGG 

GGGGGAC 

>SEQUENCE:6480:prostate_MPM2000-004P6_Table5 

TAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAA 

GGCGGGGGACCCCTGGGGCATGGAGGGGACCACGCGTCCCTTCCCATTCGTGCCCTGCC 

A 

GGCTGTCCTCACAGCAGCGTCCTCACATGGGAGGAAACCACGGCAGCCGCAGCGGCTCCT 

GGTGCCTAGCTTTCCTTAAAAATGAGCCCATGGATGTTGCAGTGAGCCGAGATCACGCCA 

CTGCACTCCATCCTGGGTGACAGATCGAGACTTCGTCTCACCTTTTTGCAGTCTATAACA 

CAAAATTTAAACCGCCCCCCCCCCCCGGGGGGGTCCCCCAGGCCCCCGGAAGGGGTTAAA 

ATTATCCCCCCCAATTGGGGAAC MINI CAACTACNTTTAATTCCCCCATCTGTAATAC 

ATAATATACAGTCCCAAAATATAACCCGGTTCCTTTTTTAACCTGGAAAAAAA 

>SEQUENCE:6481:prostate_MPM2000-004P6_Table5 

GTAGGTGAATCGTTTCTTCTGCCAACTCGAATTCTGTCCACAGTTCCTGACACCTAAATG 
GGTCCAAGCTACCTAGCTCCCCCTCTAGCCTGCACGCTCCACCCAGGAAGGACAAGGCAG 
AGGCTCTG G CG AGT ACAGTATC I I I I I CTTTTCTTTCTTTC I I I I I I I I I I I I I I I I I I G 
AAAAAAATTTTCG I I I I I GGCCCTGGTTTGGTTTTCC I I I I I I CCGGGGTTTTCCCCCCC 
CI I I I I IGGGGC 

>S EQU ENCE:6482: prostate_M PM2000-004P6_Table5 

GCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 

TACTTCTAGAATTAATTAAGGCGGGGTGGGTATCACGCCTCTCTTAATATAAAAAGCTAT 

TTTACTTATGCTGGGTCTTGCAGCTAGTTAAGTGGTAACATAGAAATTAAAATCTAAGCT 

TGGATTCCAAATAAGTTTTACTTTCTTGAGAATAAACGTCCTACCACAGGGCATAGCATT 

TTTGCTGTATGACTTAGACAACTTTTCTGCATGCAAAATTCCTTTTGTTGATTGATGAAT 

AAACATCAATGCTAAATGTGTTTATATTAATATAGCAGCAATGGTTCTCACTAGCTAGTG 

AT AG AG AGTTG G AG AGTCG GTTTATTCTCCTGT AC ATTTTAA I I I I I ATCTTATCCTTCA 

TTTCCTTACTAGAAAATCAAGCACATGCCATCTTTAAAAGCTGACTAGAAATGTAGGTCA 

CTGGAAGCAGTACTGAGCCTTTGCATG I I I I I I I I I AGTC I I I I I ACTTTG 

>SEQUENCE:6483:prostate_MPM2000-004P6_Table5 

AGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGC 

GGGCAAGTAGACCAGACACTCGTAATCCCCGATCTCTGTCATTCAACTGCTATTGCAATG 

ATTTAAATCAGGACTCTTGTCCCTATGGGAGCTAGATTAATTCTGGATCGCCCCTTATTC 

TCAAGGAACAGCCTTTCAGAGTCCCAACCAAATGCCAAGGAGTGTTAATAAAGGTCCTTC 

AACGTGGCAGGTCCTGACTTCAATTTCTGTCCCCACCCTTGTGAATCTGGCAAGAGCTCT 

GCTGAGAAACTTAGATAAACCTCCATTCAAACAAGCAGTCTTCCACTGCCAGAAAGA 

>SEQUENCE:6484:prostate_MPM2000-004P6_Table5 

TAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAA 
GGCGGGGACTAGGCAACGGGATTAGGAAATAATAGTATCCAGATAATTTGTTAATATTTT 
CTCAGTTGTGTAAATGTGTCATTATATTTAC I I I I I GCTTCTTGTAAGAGTACATACTGA 
GTG A A A A ATGTTGTTTTG CATT A AT A ATGTG ACTCTG CATTTC ATG CAACTTC ATATGTT 
ATTG CATTATGGTAG ATTTAGTG CTTTTTATATTCTACTCTTTCTG AT AAAAG AAA AAT A 
TTTTATAAACTGACTTTCCCTTATAGGTTATCTCATATAGACTGAGTCCCAGAGTACTTN 
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NNNNNANANAAAAANNNNAAAAAAAAGGGGGGGCCCCCCCCGGGGGGGGCCCCCAATCC 
C 

CCCTTTGG G GGGTGTTTTTACCCCCCCTCTTGG G GGGTTTTTTA 
>SEQUENCE:6485:prostate_MPM2000-004P6_Table5 

CCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAAT 

TAATTAAAG CG GGCTG AGTTCACTTG ACTTCTG ACTCCCATCCTTCCCATTG GTATACGT 

GGTGCTACACTCATAAATTTCTTAATTTTCCGGAGTACAGCTAGACAAGGCAGAAGTGAG 

GCACTGCTTGGGAGGAGTGGGGGAAAATGAAAGAGAAGTGCTTCCTGGAATTCCGCATTC 

CCTATTCCTTAGGTCAGGATTATCTACTCCTTTCTGAGATAATGTCTTGGACCTTGTGCA 

ATAGTTCAATCGTGTGTGTATATATATATATATAAATATCCCATATATATATATATATAT 

ACGTATATACACGTGTATGTATATATATACACGTATACACATATACACACGTATATATAT 

ATATGTACAAGCTCTTGGGGGGATGGAAATCTGGGTATTTCTCATCGTATACTC I I I I I 

>SEQUENCE:6486:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 
AG G CGG G C AG ATTCTTTTG CTT AAACTTCCTTCTCTTCTCTCATCCTCTTGT AAT AAAAT 
GATGGGAATTCGTTCAACA I I I I I CTTTAAAGTGATCTTAAAAATAGAGATCATTGATAT 
AATCAGTTGATGTTAAAATGAAGCTAATCTCTCTTCTATTTGCTTATGATAGATAGCAGC 
TAAAGTCTATGAAGATTCCAGTGATCTCATGCATAAAGCAAACAGTGCCATAATGTGCTT 
ACTGCACCAAAATCAATGCCATATATTTTTTATTGGTTTATAAAATGTATAACCAAGTAA 
TATAGCAAATAACATCATAATTAAAGTCAGAAGAAAGGTT AAT AAAAT ATTTAAAATGTG 
ACAAGATATTATATCTCTATTATGCAAAGAACTTGTACATATTGTGAAGAAAA 
>S EQ U EN CE:6487: prostate_M PM2000-004P6_Table5 

CGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGT 

ACTTCTAGAATTAATTAAGGCGGGGGAAGGAGGGACCTTCTGGTCCTTAAGAATACGGTC 

ACCAATTCTTGACCTAGATATAGATTGATTTCTTTAAAGTCAAGTTTTATCTTGGTTTGT 

GATTTAGAACCCTTCCCTCTGAAGAGAAAGCAGGGTCCATTCTATGTCTGATCGCAGATG 

TTCTTCATGTGTCAGCAACATCTGACTTCTTCAAAAGGTAGGCTTCTGAATCATACAAAA 

TCAGGACTAAAAAGGCTGCTCATGATCCTCTGGTGAAACTCGCTCATCTTGTAGATGACA 

AAG G A A ATTCTGTGTGT AAACATATTG G CTAG CGGCCGCCACCG CG GAG GAG CTCCAATT 

CGCCCTATGGTGAGTCGTATTACGCGCGCTCACTGGCCGTGGATTTACAACGTCTTGACT 

GGGAAAACCCTGGCGTTACC 

>SEQUENCE:6488:prostate_MPM2000-004P6_Table5 

AAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGG 

CGGGCGCCTGTAGTCCCAGCTACTTGGGAGGCTGAGGCAGGAGAATGGCGTGAACCCGG 

G 

AGGCGGAGCTTGCAGTGAGCCGAGATCCCGCCACTGCACTCCAGCCCGGGCTACAGTGCG 

AGACTCCGTCTCAAAAAACAAACAAACAAAGTGCGCAGCAGTGTCTGGAACGCAGTCAGG 

GATCAATAAGTGTTAGCAATTATTTCCCTGGTTAACCAAAAGCTGCCTATAGTTTGGTAT 

GGCTGACACATGGGAGGTAGGCTAGTGGTGGTGGGAAAGGCTGGAACTGCGGGGTGACTA 

GGTAAGCAGTGACCAGATCAGGACTTTGCATGTCATTACCAAGAGGATGGACTTTAATCC 

TCCTGGTCACAATTTCTGAAGCCATTCCTAATGGGAGACAAGTGTGATCTTCTATCTACA 

GGAGTGAGGCTATGGCCCAAGAAGCCCTCCAAAAACATAACATTGTTTTATTTCCTGTTT 

AACT 

>SEQUENCE:6489:prostate_MPM2000-004P6_Table5 

AGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAAGC 

GGGAGCCACCGCGCCTGGCCCCAAAATTCCTTTTTTAAACCAATATTCTAGTGGCGCACT 

ATTCTCCAACAATTCCCACATTAAATTGTTGCATGACCCCTGTAGTAAAAAGCATTACTC 

AGATCTGACAAACTCAGACACCCCCAGTTTTTACAAATTTAGTGACACCCCCTCAAAGCT 

AACAGCATTATCATATAATTGGGAAGAGTTGTTCCTAAGAGAGAACATGAGTTCCAGAGA 

TGTATAAGAACTATCTATATGTGTAATCTGTACTGCCAGTTAGCCCCAGAAATGCCCTGG 

ACACAAAATCTGTCCAAGCTGAAAACAAAATTTGCCATCTCTAGCACATCATTCTGATTC 

AAGTGGTCTTTACTACAGGACTTTTTTCGTGTAACCCTTAGCAAGTTGTTTGAGGCTA 

>SEQUENCE:6490:prostate_MPM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAG 

GCGGGCATAACCTTCCTACTCTCTCTCTCTCACACACACACACACACACACACACTGTCT 

CTCTCTTTCATTTCCATATTATAATGCAAGTTATTGAAGTTCTTCTCTTTGTCTTTTATT 
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CCCCTGCTCAAACGTTTTTAATGATTTTCAGAATTTTGTTGCAAGTTATAGATTACACAT 

TATCATGTGGACTACCATTTAATAATTACTGTCTTGCCTCTTATGAGACAGTGAAGGGTG 

TTCCCAAGTTGTGGTAGACAGGGTGTGTTCCTCTTTGCTTGTGATACTACCAGTACTAGT 

TTTCATTGGTCCTAAGGTGCATATTTTAGCATTGCCGAAATCCAGAAGTGTCTTAAAATT 

GCTGGTGACCAGGTGTCAGCTGTGACGTATTATCATTGCCTGCACCTGTGCAAC 

>SEQUENCE:6491:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGCGGGTGAATTCACAGCAAATGCAAATATAAAGCCACAGAACTAAGGGAAATTTTGAC 

TCTGGACTGGCAGTGGGGAGAAGAGGACATCTAGGATACTCGTAATGACCTTTATCTTAA 

AGGGGTGTAATATAAACATTTATTGAGCTGCACACATAATAACTGTGCACTTTGGCCGGG 

CGCAGTGACAGAGTGAGACTCCGTCGCTNAAAAAAAAAAAAAAAAAAAAAAAAAAGGGGG 

CCCCCCCCGGGGGGGGCCCCCAATTCCCCCTTTTAGGGGGTTTTTTCCCCCCCCC 

>SEQUENCE:6492:prostate_MPM2000-004P6_Table5 

GCAAACAACCCTACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTT 

CTAGAATTAATTAAGGCGGGGGTTGCAGTGAGCCGAGATGGCGCCACTGTACTCAGGCCT 

GGGCGACAGAATGAGACTCTGTCTTAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 

AAAAA AA AA AAAAA AA A AG CGGGG CCCCCCCC AG G G G G G ACCCC AACTCCCCC A AAG GG G 

GGAGGTTAACCCCCCCCCTTAGTGTGAATGTAAAAAAAACATTTTTCTCATAAGCAGGGA 

TGTAAAACTCGGGATGCTTTCCGCTATAACTACTAGAAACCCTAATTCCAGCTAACTTAA 

ACATGAAAACAGCCGGGGGGGGGG 

>SEQUENCE:6493:prostate_MPM2000-004P6_Table5 

CT AA AGG G A AC AAA AGCTG G GTACCGG G CCCCCCCTCG AG AGTACTTCT AG AATT AATT A 

AGGCGG GGAT G G GGTGTAG AT AG ATACC AATC AGTTACTTTATC AG ACTTCAC ATAC AGT 

AATTTTCTTTTGCAGACAGGCTCTATACCTACACGTCAAGCACGTAAAACTGATAAAAGA 

CAACGAGAGGCCAGGCGCAGTGGCTCACGACAGTAATCCCAGTACTTTGAGAGGCCAAGG 

TGGGTGGATCACTTGAGGTCAGGAGTTCGAGACCAGCCTGGTCAACATGATGAAACCCCA 

TCTTTACTAAAAGTACAAAAATTAGCTGGGTGTGTTGACGTGCACCTCTAATCCCAGCTA 

CTCGGGAGGCTGAGACAGGAGAATCGCTTGAACCTGGGGGACAGAGGTTGCAGTGAGGCA 

AGATTGTGCCACTGCACTCCAGCCTGGGCAACAGAGCAAGACTCCGTCTCAAAAAAAAAA 

AAAAAAAAAAAAAANNGGGGCGCCCCCCCCGGGGGG 

>SEQUENCE:6494:prostate_MPM2000-004P6_Table5 

GCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 

TACTTCTAGAATTAATTAAGGCGGGTGAATCACTTGAGCCCAGGAGTAAGAGATAACTTC 

TGATCCAATAGAAAGCTCTAGAGCACACAGAGCAAATATACTTCATCAGTCGAGCTGTAG 

TTTCTCTGTAAAAAAACTTCGAACGACTTCCAAAGTTCAAAAAAAAAATGTAAAGACAAC 

AGCATGATTGCTAAAGATTCATGTGGTCAAAGACTGGAAGAATGACACAGTGGAGGTGTT 

CCCTCAGGGGAATTGTGGGTGATTTCTCTTAAAAAAAAAATGCCTCTTATTGTGATACCC 

AATCAAGTAAAATCATGAGAGGAGAAAAAAAAAAAAAAAATTTTACAAAAATAAAGAAAT 

AATAAATTT AAAAA AAAATT 

>S EQ UE NC E:6495:prostate_M PM2000-004 P6_Table5 

CCTACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTA 

ATT AAG G C G G G AG T A AAGC AAAAAAC AGTATC ATG AG AAAG C AG CC AGTC AA ATAA AG A A 

TATGGGATATTTTATGGGATATAGGTTCTGGATTCATTAACAAATAAATAGTATAAAAAA 

AGCAGCAAAGAGAGGACTAATAATAGAATTTTTTAAATTTGAGAGACAAAACAGCAAAAT 

GCAATGCACTGACCTTGCTGAGATCCTGATTCAAGCAAACCAAGCCTGTGATATTTTCTT 

AGAA ATCTG AATAGGAATTGTAAATGATAATAAGAAATTCTTAATTTGTTAAGCATAAAG 

GTAGI I I I I AAAAAAGACCTTCTCAGCTAAAAGTGATGCATGCCGAAGTATTTAATGATG 

AGATTACATGACTTCTAAACTTGCTTCTTAATATTCCAGCAAGAAAAAATGTGGATGGAT 

GGGTGAAGGTTAATAGAGGAAT 

>SEQUENCE:6496:prostate_MPM2000-004P6_Table5 

TAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCT AG AATT AATT AA 

TGGGT AAGG ACCTATAAGGTGTACAATTTTAAAATTTTTCTTCAAGATCCCTTGTGAATT 

TTTAAGTTTTATTCTCAATGATGCCCAGAAGAATAACTTACCAAATATTTTTTATCAAAG 

ATCATTACTGCTGTGAATCTGACCTAGCTGGAACAAACATATAGTATAGAAAAGTTTTGA 

TTTCTATATTGCT ATTAA CATAAAATCATGTGTGCACACAACTCACAGGAAGGAGGTTGA 

AAG GG GTT A A AT ATTTTG AG AG CTG ATTT ATCTTCTTTCCG AAAG G ACTG CTT AG AAACC 
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AAGGTTTTCTAAGAATATGTCTTCAGAAGTATGCCCTACAGCTAAAGTCTGAAATATATA 

AACAACTCAGACAACTCAGTTGAAGAAACTTGATTCTCACACAGT 

>SEQUENCE :6497 :prostate_M PM2000-004P6_Table5 

GGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGG 

GGGAGATGTGTGTTCTCTGTACTG I I I MCI I I I I AATACATTTGTATAAGCTTGAAAGG 

ATTTCAAAATAAGTGGTTTTTAAGTATGTGCAGTATAATCATTCCTTTAAAACAACACAT 

TTTGTAGAAATAAACGGAAAAGCTATATATAAAAATATTTGTAATGCTTATCTCTGAGTG 

TAGTGATTATAAGATACAGGTAATTTAAA I I I I I G I I I I I AAAATTGTGTACATTCATTA 

TACACTGAGTATAAATATTAAAATATCACTTTATTCTTAAGCTAATTTGTAACCTATATT 

AGCTAATAGGGGAACCGANNANNAAAAAAAAAAAAAAAAAAAAAGGGGCCCCCCCCGGGG 

GGGGACCCCATTTCCCCCTAAAGGGGGGTTAAAACCCCCC 

>SEQUENCE:6498:prostate_MPM2000-004P6_Table5 

ACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 
TTA ATTAAG GCG G G AAATG C AG ACCTTAAAA ATG G AG GCATC ATT ATG AATG ACCTCC AG 
G CTGTGTG C AAAAG AAAC ATTGTCC ATAAATGTCTG G G AC ATTGTTCTTATT AA AATC AA 
CCCCAAACATATACATATTGCCATCTGTTAAGTTCCTATTTTGAGAGAATAATTCTGTTT 
AGGACTGAACTCAAAAAACATACCAATGTATCTTGCTATCCTAGCCTCCCATACTATTAC 
TTAATTGCAATAAAATTGTACCGTCTTAAATAGAAAATAACCAAGAAATACTAATGTTGA 
TTCAATATTGTCTGACTCTCAGGAAATGCAATNNAAAAAAAAAAAAAAAAAAAAA AAAAG 
GGGGCCCCCCCCCGGGGGGGACCCCCATCCCCCCTTTTGGGGGGGTTTTTACCCCCCCC 
C 

TTTGGGCGG I I I I I 

>SEQUENCE:6499:prostate_MPM2000-004P6_Table5 

AGCTGGGTTCCGGTCCCCCCCTTGAGAGTACTTCTAGAGTGAATAAATAGTNTCAAATAA 

AAAATATATAATGTCTTAAAATCTGATCCATGTTAATTTAAAAATAATTTTAGGTGAAAA 

AGCAGTATCAAATTTCAACTTCTCTAAAATCAGCATGAAGTACCAATTACCTAATACAAA 

GTTGGAACAAGACATAGGCAATATTTTCAGAAAATTACACATAATTCAAAGTAAAGGCAT 

AGAAAATTACATTTTAATA I I I I I CAATTTATTTGTCATATAAATATTACGTGAGTATGA 

TGGTGTTTGCTCCTCTTTCCCTCCTCTTTCTGTTTCAACATTTACAAAGAGTAAATTTCA 

TTCTTGCTTTC 

>SEQUENCE:6500:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGCGGGGAAGCAGAAGGGGAGGGTGACTGTCTCCAATGCTTTTATTGCAGCCTCCAGGT 

GGAATAGTGAAGTGGCCACCTTAACTGCCTCCTGGAGTGTGAGCAGAGAGGACCAGGACA 

AGGCTGCAATCTGTTGGCCAGGCACCAACTAGCCTGTGAGGCCAACCAGGGACCGCAGGC 

ATCACCAGGAACAAGGCTATAAAAAGGCCTCAAAGAGTGATTACAAAATTCCACACCAGG 

AGAAAGACTCCCAGAAGTTTCCCAGGGCTCATACCTGCTGTGCTCATTAAAGCCACAGTG 

TTGGCTGGGCGCAGGTGGCTCATGCCTGTAATCCCAGCACTTTGGGAGGCTGAGACAGGC 

G G ATC ATCTG AAGTCAG G AGTTAAAG ACC AG CCTG G CC AAC ATG G C AA A ACCCC ATCTCT 

ACCAA 

>S EQ U E NCE:650 1 :prostate_M P M2000-004P6_Table5 

TAACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAA 

TTAACTGAAAAATAGAAAACATAATCTATATAAACAGGCTGTTATGAAGCTAAGCATCCA 

AATCAAAGGAATGATAAAGTAAGCAACGAAACAGTCACTGAACAGAAATATCTACCCAAT 

AAAAATGACATGGACGGCTGGGCACAGTGGCTCACTCCTGTAATCCCAGCACTTTGGGAG 

GCCAAGGCGGGTGGATCACCTGAGGTCAGGAGTTCGAGACCAGCCTGACCAACGTGGAGA 

AACCCCGTCTCTACTAAAAACACAAAATTAGCCGGGCGTGGTGGTGAGCGCCTGTAATGC 

CAGCTACCCAGGAGGCTGAGGCAGGAGAATCACTTGAACCCGGGAGGCAGAGGTTGCAGT 

GAGCCGAGATCGCGCCATTGCCCTCCAGCCTGGGCAACAAGAGTGAAACTCCGTCTC 

>SEQUENCE:6502:prostate_MPM2000-004P6_Table5 

ACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 

TTAATTAAGGCGGGCCTTCTAATTGGTTGACAAAGTAATAATATTACCAATCTTCTTTCT 

AGTCTAAAGATATAAAACAAATAATTGTAGATATTTTATCCTTTTGGAATATAAAAGACA 

GATATAGACATTATAAATCCCACTCAAGTTTAGAATTAACAAATATTTCATTTTGCATTT 

TTTAGGTTGCTTTTGAATACTTTCGAGTTCAATGAGGATATTCATCCCTTGCTTACCACA 

TACCACCCACCTCACAAAGGTTTTCAAAAGAAATCCAGTTCAGGTGAATGATAATTGATG 
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TG G G AATT ATC ATAATCG A A AT ATC AG AAAG C AG CC AC AC A AT ATCTT ATATTG CC AAAC 

AAGATAACTGTGACTAAAAGTGGAAGTTCTCTATTTTTAAAAGTTTTTAATATTATAATA 

CTAAAACT 

>SEQUENCE:6503:prostate_MPM2000-004P6_Table5 

AAAGGGACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGG 

CGGGACATATTTGCACCTGCAAGTCTTTTGTACCACGTAACTTGGGTGTAATGTAAACAA 

AACAAGATAATTTGAAGCCAACCCCCATAAAAAAAAAAAAAAAAAAAAAAAAACGGGGGG 

CCCACCCGGGGGGGGACTCAAAATTCCCTTAAAGGGAGTGTTTTTACCCCCCCCTTTTGG 

GAGGTTTTTAAAAAAAGGATCANATCACTTAAGCCTGAGAGGTTGAGGCTGCAGTAAGCT 

ATAATTGCACCAGTACACTCCAGCCTGGGCAATGCAGTGAGACTCCATCTCTAAAAG 

>S EQ U E NCE:6504:prostate_M PM2000-004 P6_Table5 

TAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAA 

GGCGGGAGCTGAATATCATGAGTCCTAAAAATTCCAGATTCACTATTCACGATCCCAGAG 

CTGTAATAAAATATCTCACATGATTCATCATATAAATATCGCTATTGTAACTCTTCTGTA 

GGACCTTTTCTAACTATTCCAGCAGAAGCCTCTTCTTCCTTCTTTAAACCCCTGTAAGAT 

CATATATAATTACAGGCATTATTAATATTTTGGTTTTATATCACTTAAAAAATTGGCCAT 

TCACCAATATACTCAAATATATTTAGATGGCCACTTGTTAGTATTATTACTATTAATAGT 

TTCTAGACTGTGATAAAGAGAAATTTTCTGGCTACTTCTGATAGTTCCACATAAAGAAAA 

CAGATATGTTTTCTTCTGCTCT 

>SEQUENCE:6505:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATGA 

AGGCGGGGGGGTTGTACTATTGTGAGGAGACACTTAACTTATGGAAGCTTCATTTTGTTT 

TCAGTAAATGGAGCAGCAACACCATTCTTGTAGCATTACTCTGAGGATAGACATCAGTTA 

ATGTATGTAAGGTGCCGGGCTCAAAGCTAGTGCATAGTACACAGTCATCCCTTTTCTCCC 

TCCCGCATCAATCTTCCTTCTCTTCTTTCTTCCAGG I I I I I I I CTTTTAATTTA I I I I I A 

GAGACAAGGTCTCACTCCAGCCTGGGCAACAAGAGCGAAACTCCGTCTTAAAAAAACCAA 

AACCTAAAAAAAATAAGAAAAAAAAAAAAAAGGGGCGCCCCCCCCGGGGGGGGCCCCAAT 

CCCCCCTT 

>SEQUENCE:6506:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 
AGGCGGGGGGAACCACTTCCAACAGGTGGCACTAATCATTCAGGGTTTTCGAAAGTTCTC 
TGTGTAGTTGGATTTCAAGCTCCTGAATTAATCTGATAGAACTTTCTCATCTGGTTGTAA 
GAAGTGCGGTTAATGGGGATATCTTGACTGTAGAATCAGTCCTAAAACACCACATATACT 
TCTG AC AGTAGGTAAATGTTACCTTG CG CAG AATTG CCTG G CCTTG GTG GT AGTTAGT AT 
AAATT AGTCTG AATT AACTTG G G C ATCTGTG AACTTTACT AT AG C ATAAATTA ATG AAG G 
CCTATGTGAAATTTTGCAATTATTTTCTATATTCACCTAAAATGGCATTGCACTGGAAAT 
ATAGTATGCTTCTTTTGTGATTTCTACATATCTCTGTI I I I I I CTCATATCAGATTCTAC 
TTTACCCCTCAG 

>S EQU ENCE:6507:prostate_M PM2000-004P6_Table5 

CTA AAGGG AACAAAAG CTG G GT ACCG G G CCCCCCCTCG AG AGTACTTCTAG AATTAATTA 

AGGCGGGAATGAGCCAAGCCCACTCACCAAGGGAAGACTACAAGACCAATTAAAAGCATT 

CCCTTTCCTCTCCACATCCAAATTGGGATCTAAAAGCTATGATTAGTCTTGATTACTTAA 

TATTTTAAAGGGAGAGGGACAAAATAAATGTAAATCTATAAATAGTTCCACGTGTAGCTG 

ATTATCTG C AAAG ACCTTGC CATC AACTTACTATTG CTTTTG C ATTTTGTG G ATTCA ATT 

CCAATCAGAATTGTTATCCTCTCAAACTTGCATTGTGTTGCCTTGCTTGGTTCAAGAGAC 

AGGAGAAACCCAAAATACTAAAATATCACTTATGTTATATTAGCCTGGAAACCTCCACAC 

AGGGTTAAACACATCAAAACTTAAATATACTTTTCCAATGTTAATCTTATTATAGGTCTG 

AAAT 

>S EQ U ENCE: 6508: prostate_M PM2000-004P6_Table5 

TAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAA 

GGCGGGGGGAACAGGAAAAAGAGGTAGATTCTAAAGGTGTTTGAGATGCTCTATCACAAT 

AAAAACAT I I I I I GTTTCTTGAAATTATGCCTATAACTTACCTGAAATCATCCATACTAT 

CCTTTTCCTTGTAATTAATCATAAATTTATCTGAAAAAGTCCTACCTATATTAAGAAGAT 

TGAAACTAGAGCAAAGGAAAAGTCTATTTTCTTACTCTGTTAAAACACAAAGCAGGCCAG 

GCATGGTGGCTCACGCCTATAATCCCAGCACTTTGGGAGGCTGAGGTGGGTGGATCAGGA 

GGTCAGGAGTTTAAGACCAGGCTGGCCAAGATGGTGAAACCCCGTCTCTACTAATAATAC 
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AA 

>SEQUENCE:6509:prostate_MPM2000-004P6_Table5 

CAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGTGGC 
ACA ATCACTG AACC ATATAAACATAG AG AAAACAG AAG AG AAAG CAG AG AG CAGTTGCTT 
TAGATGTCAGGCACACACAGGCTCAAATCCCAGATAAAGTCATTCTGGCACAGGCATTTA 
GTTTCAATTTGAAATAGATGTTCAGAGAAATATTCAGCCTTGCCACATCAATATTTGTAG 
TG ACAG AG CTCAGGG AACTAAC AG G AAAAAAGTGTGG I I I I i I AAAATTTGATTTTTTGT 
ATTGTGGGTTTGATTGCCACTAATAGCCAGCAGATGGTATAGACATATTAGGGAGAGAAA 
ATTCTCATAGGTTTTGGGCCAAAATAATCACTTATACTTTAAATTGCATCATAACTTTGA 
GAACAGCAAAATTCTTTTCGATGAAATTTTTCAATAATAAAAATAATTTTAAAGG 
>SEQUENCE:651 0:prostate_M PM2000-004 P6_TabIe5 

CCCTACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATT 

AATTAAGGCGGGTTATTAAAGAGGAAATTTGAGCCAGCTGATTACAAACACATAATCAAA 

GCTTCTGAGCAGTCACAAAATGAGATAAAGGTTTCAGTGTTTTCACGAAAAACTGATATA 

CTAATTCCTGTGAGTAAATGAGATCTTCAAGAAAGAGAATGTAAAAATTGAAGAACTTAG 

GACATGTTGTTCAATCTTAGGGAATAGACAAAAAAAAAAAAAAGCGGCCGCCCCCGGGGG 

GGACCTCCAATTCCCCCTATAGGGAGTCGTTTTACCCC 

>SEQUENCE:651 1 :prostate_MPM2000-004P6_Table5 

AGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGA 

GTACTTCTAGAATTAATTAAGGCGGGGTAAATGATGAAGATTAAAAATATAGTCCTTTCC 

TTCAAAGATTTTAAGCATTAAGCCTAGAAGAGAAAATGAAGTAGGATACAAACAACTACA 

GTACAATGCAATATATAATAAATGTCATGAGATAGAAAATATTCTTAAGTTTTGAGGAGA 

GACTGAACATGAGTAGGGGAAAATAAGGAAAAAAATAAATATGCAAAATTTGAATTTGGC 

CTTGAAGTATTCCAGCTGACAGAATGTAGTAAAAATACAGGTGAGGAAAAATCACTAATC 

ATAGTATGCCTGAAAAAATAAGCGGCCGCCACCGCGGTGGAGCTCCAATTCGCCCTATAG 

TGAGTCGTATTACGCGCGCTCACTGGCCGTCGTTTTACAACGTCGTGACTGGGAAAACCC 

TGGCGTTACCCAACTTAATCGCCTTGCAGCACATTCCCCTTTTCGCAGCTGGCGTAATAG 

CG 

>SEQUENCE:6512:prostate_MPM2000-004P6_Table5 

AGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGA 

GTACTTCTAGAATTAATTAAGGCGGGGAAAGGAATAGTGTGTAGCATCGTCTTAGTGGTA 

AGACTTAAGTTGATTTAGTAGCAAATGGAAGTACTAGTGAACCACATAGATTTCAGAAGT 

AGGAGTAAAAGGTTAGAAGATGTGTCATTTTAATCTTCTCTAGAC I I I I I CTTAA I I I I I 

AGAAATGTAAGTGGACTGAACAGAGGAAAACCAAAACACAGCTGGTCAATAATAAGTTAA 

ATTAATTTGACAAACTGCCTGCTATGCATTTCATAGCATTTTAAGGACTATATAAGCAAT 

GGAAAAAAAA 

>SEQUENCE:6513:prostate_MPM2000-004P6_Table5 

CT AAAG G G AAC A AAAG CTG G GTACCG G G CCCCC CCTCG AG AGT ACTTCTAG AATT A ATTA 

AGGCGGGGGAAGTAAAATAACCAATTGTTTCATTTGCATGTAACAGATAGGAAGAATAAT 

TAAGAAAAACAAACAAACAAAAAACACCTGTTTGCCTAGTGTCAGTTGCACCCAGATAAG 

TTTA I I I I I CTTTCAGCATCAGAAAAGCTAGATC I I I I I ATTAAAATCCATTTATCTCTA 

GCTGAGATGCATCAGTGATTCTGTTAAATAAAATTTAGTGTTAATACTGTTATTTGAGAG 

ACATTTTAGTTTGATTATAAAGAGATAGATTCAAATAGAACTAAAAATGGTTTTGGTAAA 

AAAGGAACAGGTTAA I I I I I I CCCTTCTCATTTGACCATTATTTTAGCTATTAAGTAAAG 

TNNACCNANNNAAAAAAAAAAAAGAAAAAAAAAAGGGGCCCCCCCCGGGGGGGGACCCAA 

ATTCCCCCTTAAAGGGGG I I I I I AAACCCCCC 

>SEQUENCE:6514:prostate_MPM2000-004P6_Table5 

CTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTA 

ATTAAGGCGGGGGTAGGCAAGAGTCTGTGTATAGTGGAGAGCTCTGAATCCCCATCTCCC 

ACAGGAAGTCAGTTAATAATATCTAATATCACTGAATCAAGAGAAAATAGAACAAGCATT 

TATGTAGAAAAATAAAAAAGATGTCCAGAATGAAGGGCGAGGTGGCTGCCTCTGGGGTAA 

TAGACCCCGAGGATGGGAGATAGGAGGACAGGAGGTCACTGCTCTTTTCTTAGATCCTTG 

TTAGCTCCATTTAGTGTTTTTCTCCTTTACTTTTGTG I I I I I I GTCTG I I I I I GCTTTGA 

TAGACGAAAAAAATAGTTTCAAAAATTCAATGAAGAAAATAACATCATAAACTCAAAATA 

G G G G C AAG CCT AGTCTT AAAACTG ACTTG G G G CAG G GC AC AGTAG CTCATG TCTGTA AT 

>SEQUENCE:6515:prostate_MPM2000-004P6_Table5 
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ATTAACCCTACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTA 

GAATTAATTAAGGCGGGGGAAGGGTAGAGTTATAAGGCCGACCATGGGAGGGATATATAC 

GTAACCGATTTTGCACGTCATAAAATGCTTCCCACTGGTGACATCTAAGCTGAGACCTGA 

AAGGTGAGTAGGATTTGGTCAGGTGAAGAAAGAGGGAAGGTTGTGACATGTTTATGGAAT 

TGAAAATAGTTCAGGCCGGGTGTGGTAGCTCATGCCTGTAATCCCAGTACTTTGAGAGAC 

CGCAGCAGTAGGATCACTTGAGCCCAGAAGTTTGAGGCTGCAGTAAGCTGTGATGCACCA 

CTGCACTTTAGCCTGGGTGACAGTGAGACCTTGTC 

>SEQUENCE:6516:prostate_MPM2000-004P6_Table5 

TAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAA 

GGCGGGATGTGAAGAAGCCCGAGGTAGGCAGAGCATATGGTACAGGACTTACAGATCAAT 

GTAAAAGAAATTCAGACCTTCAACTTGTTGCAATGGGATATCACTGCAGGGTTTTAAAGC 

AGAGGAATGACATTTGTTTATGCTACAGAAAGATCACCTTAGAAAATGATGGTCTGAGGT 

CAGGAGTTCGAGACCACCCTGGCCAACATGGTAAAACCCTGTCTCCACCAAAAATACAAA 

AATTAGCTGGACGTGGTGGCGCGTGCCTGCAATCCCAGCTACTTGGGAGGCTGAGGAGAG 

AGAATCACTTTGACCTGGGAGGAAGAGGTTGCAGTGAGCTGAGATCACGCCACCGCACTC 

CAGACTGGACGACAAAGCGAAATTCCATCTCAAAAAAATTAAATTAAATTAAATTAATTT 

AAAATAAATAAA 

>SEQUENCE:6517:prostate_MPM2000-004P6_Table5 

CTACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAA 

TTAAG G GG G G AAAAAG CCTTG CT ATAA ACTGT ATT ACAG G AATACTTTCATT ATGT A A AA 

ACCTATTTTGTTTTCATGTCATTCTTAGATTACATCATAGAGTGGCTGCAGCCATCTCAC 

ACTATATTATAAATAAATCACTGGCTTAATCATAGAATGAGCCAGGGCCTCAGATTTAAA 

AGGAAAACATTAGATCATTTTTAATAACTGATATAACTCAAACCAGTTGGCATTGAACCA 

CGGTGAGGTGATCTCATCCTGAAGAAGTCCAAAAAGGACCCAAAGCAGGTCAGAGCTGAG 

CAGGTCCCAGAGACACTTCCATTTACAGATGAAGAGGTTGCTAATGGCACCTGAGTAGAA 

TTCACCCCTGGACTAGTCTTGCCATTAAAATCAACACTTACTTTCCAGTAGTGATGCCCA 

ATAAGCCTT 

>S EQU ENCE:65 1 8: prostate_M PM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGCGGGGGAACTGAGAGGAATCTCTGGAGTCACTTATTGGAATTGCCTATTCCCACTGA 

GAAAGCCGCGTGAGAATTTTCCAGGGGACACAAATATGAGGAGTCAGTTTAAGATCTGAT 

TCCCTGATTCCTGGTCCTATTTCTTTGCATCAATAATGTGCCCTCACTCCTGATACAGTG 

GAGAGCAAAGTAAAAACAGCTAAACTATTCNNAAAAAAAAAAAAAAAAAAAAAAAAAANG 

GGGGCCCCCCCCCGGGGGGGGCCCCCAATCCCCCTTTAAGGGGGTTTTTTCCCCCCCCCC 

CCTGG 

>S EQU ENCE:65 1 9:prostate_M PM2000-004P6_Table5 

ACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATT 

AAGGCGGGAACGGTGGAGGAAACCCACATATTCAGATAAAGCACAAAATTGTCAAGAAAG 

TAGAGAATCAGACTTAGTAAAATATGGTAACAGTTCAAGGGATAGATATGCTACAACAGA 

TACTGCAAAAAATAGCAATAATGAAAAATTTATTGGTGATGAAAAAGATAAGAGACCTGG 

GTCTTTAGAAACGTGTAGAAGAGAATCTAACCCAAGGCAAAATCAAGAGTTTTCTTTTGG 

C AATTTG AG AG CTAAATTCTTG AG ACCCTCTG ATG ATG AAG AACTGTCATTTCACAG CAA 

GGGCAGAAAATTTGAACCACTTAGTTCATCTTCAGCATTGGTAGCTCAGGGCTCTTTGTG 

TAGTGGTTTTAGAAAACCCACAAAANANAAAAAAAAAAAAAAAAAAAAAAAAGGGGCCCC 

CCCCGGGGGG 

>SEQUENCE:6520:prostate_MPM2000-004P6_Table5 

TAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAA 

GGCGGGGTTGACTAAATCTATTAGTTAGTGATTAACAATTTAACTAGGGATGAGGAGCTG 

AT AGTAAACTCT ATTCTT A ACTAGCCTGTAA ACTCTT AG GAG C ATT AACTC AAATCC AG G 

AGATTCTCTTTGCAAAATAGGATTGTGGTGGCTATAGATGCTAATAGCAAACCTAAAGAA 

GAGTGATGATTATTCCATTGTGTAGTAGCAAAACGAAGTAGCCCAGCTAGTTATGGGAAA 

TATATAATTGAAAAGCCCATTATTAAGTTCACCTACTGAGGGAGTTTACTGTCAGTTATT 

GCAATCATAATCCCAGTGATTGCAAAGGTTAATGTGCCTTGCATGACTCTGGCAGACAGC 

ATGGCCCCAATTTTGTATTATGTGTAGTCATAGCCTGACTTTCTGATTACATTCTACACC 

CAGTCTCTCATCTGACCTCTTTAGCAATTTAATCCTAGTCTTCTAAGTCTTTGTTTACAT 

TAAATGACTAATGTGGATTGCTCACAAAAGTATCTTAGGAAACAGTCTACCGCTCATTAA 
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AATAATACTGTC ATG G CTTATTCG 
>SEQUENCE:6521:prostate_MPM2000-004P6_Table5 

ACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 

TTAATTAAGGCGGGGGTGGGATTCATAAGAATATAAAAGATCATTGTTTCCCCACTGATT 

ATACTTCCTGTGTTTCATTTTCAGTTGTCCAATAATAACATACAAAAAAGGAAGAATTTG 

AGAGTTTCTCAGATTAGGCAATTCCTTGAAGAATCTGAGAACACAGAAGCTCCCCTCCCT 

ACTTTCCATGATTGAAATCGGTGATTCATTGGTTTCTTTGTGTGGGCTTTTGAAAGATCA 

TTATAAACCAACCTGAAGATCATGAGATTCTTGTGGACACAGGAGCAATGAGTGGCAATA 

CAGTGCTTTCTAATCCAACCTACTTT 

>SEQUENCE:6522:prostate_MPM2000-004P6_Table5 

CCTACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTA 

ATTAAGGCGGGGAGAGAGCACATTATAAACCACTGAGAAATACACCTTTCTCTATTACCT 

GTCGTCTTAATCACATAGCTTCAGCTGTTCCTTAGTAAAGATAAAACTACTGAACCTTCA 

TGGTGGAGATGAAATGTTTTATGTTCTACCTTGAATTAGGGAAGAACTGAATAAATTAAG 

T ATCTTTCCAGCTTG G A ATC ACTG CCTCC ATATTACATTGTT AG AAATATATTT AGTAGT 

TAGATTAAACCTTATTATATTCTCAGGCAAAAAAAAAGTTGTTGGTAAGGAAGAAAGAA 

ATGTCAGCCTCATTATTTCAACTAAAAGATCTAGACAATTACAGGTTATGAAACTGATTC 

ACCTAAAGGTAGAAGAATTTTTAATGTTTACTTGGGAGAAAATAGTCTATCATAAAAAGA 

ACTTGTCTCTTTTGTCTGTCAGAAAACACCA 

>SEQUENCE:6523:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGCGGGAATGAGCCAAGCCCACTCACCAAGGGAAGACTACGAGACCAATTAAAAGCATT 

CCCTTTCCTCTCCACATCCAAATTGGGATCTAAAAGCTATGATTAGTCTTGATTACTTAA 

TATTTTAAAGGGAGAGGGACAAAATAAATGTAAATCTATAAATAGTTCCACGTGTAGCTG 

ATTATCTG CAAAG ACCTTG CC ATC AACTTACT ATTG CTTTTGC ATTTTGTG G ATTC AATT 

CCAATCAGAATTGTTATCCTCTCAAACTTGCATTGTGTTGCCTTGCTTGGTTCAAGAGAC 

AGGAGAAACCCAAAATACTAAAATATCACTTATGTTATATTAGCCTGGAAACCTCCACAC 

AGGGTTAAACACATCAAAACTTAAATATACTTTTCCAATGTTAATCTTATTATAGGTCTG 

>SEQUENCE:6524:prostate_MPM2000-004P6_Table5 

TAACCCTACTA AAG G G A AC A A AAGCTGG GTACCG G G CCCCCCCTCG AG AGT ACTTCTAG A 
ATTAATTAAGGCGGGTGGATCATGACGTCACGAGTTCGAGACCAGCCTGGCCAACATAGT 
G AA ACCCC ATCTCTG CTAAAG ATAT AAAA A ATTAG CCCGGCGTG GTGGTG C ACGCCTGT A 
ATCCCAGCTACTCGGGAGGCTGAGGCAGGAGAATTGCTTCAACCTGGGAGGTGGAGGCTG 
TAGTGAGCCGAAATCGCACCACTGCGTTCCAGCCTGAGCGACAGGGCAAGACTCATTCTC 
AGAGTAAGTGAGGTTAATACTATTGTGCCTTCAAATATGGCGCCCCCCCCCCTGGGAGCA 
CCACGTGATGGCAATATAACATG I I I I I CCTCCCGATCTGCTGCGCCI I I I I I AGATTNC 
TNAAACTCCTA I I I I I ATATCAAATTCTACTTTGGTTG CTGGCATG ACTTTAAG CTG G C A 
GGGCAAAGGGCTTT 

>SEQU EN CE:6525 :prostate_M PM2000-004 P6_Table5 

TG ACTGCCTG CG CG CAATT AACCCTC ACT A A AGG G A AC AAA AG CTG GGTACCGGGCCCCC 

CCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGGGACGCAGGGCATTCGTAGAACAGGG 

GAATTTGACCTAGTTCAGGCGGAAGCTGAGGAAGGCTTCCTGAGGAAGAAACAGTTGAGA 

GCTCTCTGCGTGGTGAATATGCAACCATGACCAAACGAACCTCTCAGCTCCTTCCCTGTC 

AAAGAGCACCCACTCCTAGAGGTCGTATGATATCATATGAGACAATCTGTGTAAAGCATT 

TGATACTGAGTAGATGGATAGTAAACACTCAATATTTGTTGGCTATTCTGATGTGAATTT 

TC ATTT ATTTC AG C A AT N ATTT ATTT ATTT ATTT ATTT ATTT ATTT ATTTTTG AG 

>SEQUENCE:6526:prostate_MPM2000-004P6_Table5 

TAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAA 

GGCGGGGGAAGTGGACCCTCTGCTCAGGGCAACGGAACTATCAAGGAGGGTGAGAAGAG 

A 

CGTGCCCCTCCATCCTTAGTTAAATGAGTCTGGGGTGCCAAGAATTTTCATGCATGTTTA 

TTAATCTCAATAACAATCCTG I I I I I I I G CCCTCAAAATGTGTT C AAG ATATTTGT AG AT 

GTCATCTTCTTAATCCTTGTAGTATCCTGTTTGAGTAAGTGTCATCTGGGAAGTTAAGTA 

AGTTGTCAAGGGTCAGCTCACTAGGAAGTGGTGATACCAGAATATGAACCAGTTTCCCGA 

AGCCCAGAGCCTGAAGCCATGCGAAAGCCAGCAGGGTGACTCCTCCGGCTGCAGGCGAGT 

GGGCTGTGTTTCACCCGGTTTCTCCTTTTCTAGGTTACG 
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>SEQUENCE:6527:prostate_MPM2000-004P6_Table5 

AAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAAGCGGGGTAG 

TGGAACAAGGGATTAACTTCTTTTCTCCATTTCTGTGGTTTCTGTGTTACTTCTAGAGAA 

AACAACATTTTAGAATATGCATGTAGGCACCGTGCAAGAGACGGTGTCCCACCACTACTG 

GGCTGGAAGGGTCTGGCTGCGCATCCCACACACTGCTCCTGAATGCAGCGATTCTGGCCT 

AGCAGGATCCCTGCAGCATCCCTTCACTGCAGGGCCAAGGCTCCTCCTCTCACCCTAAAA 

AATAAAAAATATAAAAATTAATAATAGCGGCCGCCACCGCGGTGGAGCTCCAATTCGCCC 

TATAGTGAGTCGTATTACGCGCGCTCACTGGCCGTCGTTTTACAACGTCGTGACTGGGAA 

AACCCTGGCGTTACCCAACTTAATTGCCTTGCAGCACATCCCCCTT 

>SEQUENCE:6528:prostate_MPM2000-004P6_Table5 

ACCCTACTAAAG G G AAC AAA AGCTG G GTACCGG G CCCCCCCTCG AG AGTACTTCT AG AAT 

TAATTAAGGTGGGCGGCTTATGAGGACCGTAAATAAATACTATTCTGGCTCACATGGTGA 

AGCCAACCCATCTACTGAGAGACAAATCTTTACAATCTATGCGTTCAAGGGCGAACGAAA 

ATCCAGATTCTGCGGATGCCTCAGACAGATAGTGGGATGAACATCCGGATGCAGAGCGGG 

CTAAGGACATGTATAGACCATTTTCACTAGAAGATGTGCAACTGGCCAACACTCCTATTG 

TGAAATGCTCAACATCACTAATTATCAGGGAAGTGGAAATCAAAACCACAATGCCATACC 

AGCTCACTCCTGCAAGAATGGCCATAATCAAAAAATCAAAAAATAATAGATGATGGCATG 

GATGCGATGAAAAGGGAACCATTTTAAACTGTTGTTGGTAATATAAACTAGTATAACAAC 

TATGGAAAAACAGTGTG 

>SEQUENCE:6529:prostate_MPM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAG 

GCGGGACAAGTGACATATCTACATATAAAAGAATAAAGAAAAGTTGGGGTAGGGAAGGAC 

TATGGATAAAAAGCAATGCAGACACTACTGAAAAGAAAGTTCCTGTATCTATTGATACCA 

GACAGAATAAATTTTGAGGCAAAAAGCATGAGTACATTATATGCCCTCAAAATATATAAG 

GAAATTTTATAGAGAACAACATGGAAACTAGATAAATCTGTACTTATATTCTTCTCTTTG 

AAATTGAGGGAGAAAAGGACAAAAATCAGTAAATACATATCAAAATAGAACTTCTCTACT 

AAGAAATGTGTGTTAATGGACAAATATAGAACTTTATACCCAACAACTATAGAATATACC 

TTCTTATCTAATACATATGGTATATTTATAAAAATTGCTCATATGCTGTGCCGTAAAGTA 

AGTTTCAACGAATTTTAAATTATTAAAATTA 

>SEQUENCE:6530:prostate_MPM2000-004P6_Table5 

A AG CTGG GTACCGG G CCCCCCCTCG AG AGTACTTCT AG AATTAATTAAGGT ATACAC AAG 

TCATTCAGGGTAAAAGGTCCCTGATGAAGATCTTCTGTCTTTCTGCAAAGGAGTGGGAGT 

CAAGCAAGATGACTTACCTTTCTGAAAGTGATCTGATTTAAAATAACAGCAAAACCTGGG 

ACTCTCAAATACTAAAAGTGTCAGGATCATGCCAAAGGAACAAAGGAGATGGCCTCTGTT 

CTCCCTTAGCATCTCCAGCTGGTAATGTTTGGGGTGATTTGCCTTTCAAATCATAAAAGC 

CTAAAATTAGTATTTATACGTGTGTAAGTCAAAAGTGTAATATTTTATATTTCTGTAATC 

CATAAGATGTGGATAATTGCGTTAATTTAGAATCTTGAAATAAATATGATGAATAATTTA 

AA 

>SEQUENCE:6531:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGGGGCGCCACCGTGGTGGAGCTCCAATTCGCCCTATAGTGAGTCGTATTACGCGCGCT 

CACTGGCCGTATGTATACAACAAATAGCTTGTGGAAAGGTAGTATAACTAGAAGTATGTG 

AATCAATGTATTACTCTTATATGAAAGTAAAGGCACGGTTGTCCAATGAACCACTAGTTT 

CCCACTGATCCATCGTAGTCTGGTAATTAGTGCATGTTATGGAGCATTAATTAGAAAAGG 

TCTAC ATC AT ATATT ATCCATTT AT AG AG G C A AC AAC ATTG G CCCTTT ACTG GTTCTG A A 

TTGTGAGAGGCCTTTGTTTTGACACTTGATAACAGCTCATTCTGATATGAAGTCACTTGA 

TCACTACAAAGTTGGTGAGC 

>SEQUENCE:6532:prostate_MPM2000-004P6_Table5 

AGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCG AG AGTACTTCT AGAATTAATTAAGGC 

GGGCATTATATTAAAATATAATATAGAAAATGGTCACTGCAAATGATCATATTGCATTAT 

GATCACAATACTGTTTTTCATGGCATTTGTCATTAAAAATTAACTGCCCTCCACAACAGA 

AGAAAACTTAATCTCCTCCTCCTTCCCTGTATATCTATCTGTATCTATCTAGACAGACCT 

ACCTACCTATCTTCCATCTGTCCGTCCACCCATCCATCCATCCAACAATTGAGACAGGGT 

CTTGTTCTGTCATCCAGGCTGGAGTGCAGTGGCAGTCATAGCTCACTGCAGTCTCCAACT 

CCTGAGCTCAAGCGATCCTCCCACCTTAGCTTGTGGAACTACAGAAAGGCACACAGCCAC 

CATGCCTGGCTAATTAAAAACAATT I I I I I I I I GTAGAGACGGGGCCTTTCTATGTTTCC 
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CATGCTGG 

>SEQUENCE:6533:prostate_MPM2000-004P6_Table5 

GCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 

TACTTCTAGAATTAATTAAGGCGGGAAGTGTGAGCCACCGTGCCTGGCCAGAACCACTTC 

TTATTAACCCCCAAAGTGGCAACGGCTCCCAGTTTTCCATCGCTCACACTTCCCGCATAT 

TCGGACTCCCACCTTTGTCATGGTGCTAAATGTTCCATGTGCTTTTGGAGCTATATCCGG 

ACGGTTCGTTCGGCCACTCTCAGTCTGTTCACAGGCAGTTCCATTGGGTCAGAATCAGTG 

TCACTT CCTG GTCCTTTTACATGTCTGGCTGATGTAGGATCTCCTCTTTATCCTTCTCTC 

TCAGGGTTTTCTTGGTTATTTGCATGTATTTG I I I I I I C I I I I I I CTTTCTTTTTAAATT 

TAGTAGAGAGAGGACTGGAGGCAGTGGCTCGTGCCTATAATCTCAGCACTTTGGGAGGCT 

AGGGCAGGTGGATCAGTTGA 

>SEQUENCE:6534:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGCGGGAAAGGTAAGGGATCAAAATTATGAAATGCCATTTATTCAGCATTAAGAAATTT 

GGACTTTAGTCTACAGGCAATGAGAAACAGCAATATCAAATACAAAAATTAGCCAGGAAT 

GGTGGCATATGCCTGTAATCCCTGCTCGTTGGGAGGCTGAGGCACGAGAATTGCTTGAAT 

CCAGGAGGCAGAGGTTGCAGTGAGCCAAGATTTGCAGAGCAAAACTCTGTCTCAAAAAAA 

AAAGAAGGAAAAAAATTTTTGTGGGCTAGAGATTATTACTATCCTCATGTGACATTTATA 

AAGAAACAGGAGTGGTCAGGCACACTGGCTA I I I I I I I I I CTTTGGTA I I I I I A 

>SEQUENCE:6535:prostate_MPM2000-004P6_Table5 

TAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAA 

GGCGGGTCTGGGAGGTTGGCAAGCCTATCCCCTGTGTACTGAGGCCCAAAGTTAATACAA 

GATCAGACAGACAAATAACAAAAATAGATGAGTCTGGCTAGAAGAGAGTTGGTTTTTTAT 

TGTTGTTTGACAGGGGGTGGGATAGCAAGAAGCGTGGGGGAATGAAGTATGCAGCAGGCT 

GTAGTGTAGGTCTCAAATTTTAGACATTGATAATAGCATGTACAGACGCAGGAAGAACGC 

CATTTTGAATGAATTAGGAGGCAATTCGATTTGGGTTAA I I I I I GTGTGCTTTGATTTCT 

TTAATGTGTAAACTACTTTCGAAAAACCATAAACAACTTGGTATAGTGGAGTTCTATAGA 

AATT 

>SEQUENCE:6536:prostate_MPM2000-004P6_Tabie5 

ACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 

TTAATTAAGGCGGGGGGCAGGGGCAGAGAGTAGTATAAGGAAAAAGAAATTAGTGATTCC 

TAATTGTCTTAATGG ATGGCTATCATAAAG CTACTATTATTAATG CAACAAATTATTTTA 

AAACTTAAAACACTTATTTCAAAGTCAATGATGGGACAAACAGGTGTAAAATTACCTAGA 

GCAAAAATTCATCCTTCTCATCATGTAATTAACATTCTTGGTGCTTATGATGATTTCAAT 

CTTCGTCTACTGTCTTTAAATGTGGAAATATTTATGCAAGAAAGCCCTGAAAGGCTGGGT 

GCGGTGGCTCACACCTGTAATCCTATCACTTAGGGAGGCCAAGGCCAGCACATCCCCTGA 

GGTCAGGAGTTCGAGACCAGCCTGGCCAACATGGGGAAACCCCATCTCTACTAAAAATAC 

AAAAATTAGCTGGGAATGGTGGTGCGTGACTGTAATCC 

>S EQUENCE:6537:prostate_M PM2000-004P6_Table5 

CTGGCCGTCGTTTTACACACAGGAAACAGCGTATGACCATGATGTACTGGCGCGTCCCTT 

TCTATACAGGACACGAATATGACCTTAATGCCGGACAGTCGCTTGAATCTGGGAAGCAAA 

AGGTGTAGTGAGCCAAAATTGCTCCGTTGCACTAGCCTGGGTGACAGACTGAAACTCGGT 

CTGAAAAAAAGAAAAAAGAGGAACGTTCAAAATAGAGGGTAGAGAATGTGAGAATATGCA 

CCCATTTGTGTTTTTTAAACAATTGCATACAATAAACGGGCTTACAGACGAAGAAAGTTT 

CTGGGAAGAGACCCAAGAAGCCCCCAGAAGGTAGGGGGATAAGCTGAAGAATTGTTAAAG 

ATTTTATTTATTTA I I I I I TGAGACAGTGTCTCCCAGGCT 

>SEQUENCE:6538:prostate_MPM2000-004P6_Table5 

TAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAA 

GGCGGGGGGAAAAAGAAAGGAAAATACTTGAGTTGTTAACATATGATTTTTTAAAAATTA 

ATGATGCTCAGTTATAAAAAATCCAGTGGAAAATATCATTAATGTATTCTGAAACAGTTT 

GAAAAAGCCACTCTGTGAATCAACCTACTTTTGGTTTTAGAATTTATTTACTTATTTAGA 

AAGAAAGAAAACAGAAAGACAGGCACCATTCTCTGTATGTTATTTTCCTGAAAGGTGTTA 

AGGCGAAAAAAAAAAAAAAAAAAAAAAAAAAAAAGGGGCCCCCCCCCGGGGGGGACCCCA 

ATTCCCCCTTATGGGGAGGGTTATACCCCCCCCCCTGGGCCGGG I I I I I AA 

>SEQUENCE:6539:prostate_MPM2000-004P6_Table5 

ACT AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATT AATT 
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AAGGCGGGGGAGGATAAAGCTCAGAACAGTAAATACTATTTTAAACATTAGAGGACAGGA 

AACTCTGTGTTGGTAGGAGCATAACTGGCACAGGACTTAAGGGGAATTGAAACAAGAGGT 

CAGAAAACCGAAGATAGTCTATTGCTGTAGTTCAATGAACACTGTTACTAAAGGAAAGCT 

ATGAAGTTTATTAAGATACTGAAAAAAAAGGAAAGCAGTCTTTACCTGAAAATGAAAACC 

CACTAGCAAAGGAAATCTTTCCAGGGTAACTTTTCCCAAGCTTTCTGAAATACTGTTTGA 

AAGAACAAACAAAAAAATTTTTAAAAAGTAAACAGGCCAGGTACAGTGGCTCACACCTGT 

AATCCTAGCACTTTGGGAGGTTGAGGCAGGA 

>S EQ U E NCE:6540:prostate_M PM2000-004P6_Table5 

AAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAAA 

AATGGGGAGAAACATAATTTGAGCCCTTTACAGTATGGTTGTATCAAAACACATTTTATT 

GAGAGATCAAACTTGTAAATGATCCAATTTGTGATTTTCCATGCCTTTGAGATTCAAGGC 

TGTAATATTGACAATTTATTCTGGCCAGGTGGAGTTGACTGCAAAGGCGTAGGGCAAAAG 

CACCATTCCATTATATTTGTATGCAAATCCACCAGCAACTATTGAGGGAGTGTGTGTGTG 

TATGTCTCAGCTGAAAGACTCTTGTAAGAAGTTTCTTTAGTGCATTTGAGGGAACTGACA 

TCTATAATTCATCAAAACAGCCATTTGGAAAATGAATAAAACATACCCACACTACTTTTG 

AATCACAGGTTTCAGATCTGCTTGTTAGAATAAAAGTTACTTATTTTGAAAAGATGTGAG 

>SEQUENCE:6541:prostate_MPM2000-004P6_Tabfe5 

CCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAAT 

TAATTAAGGCGGGTTTACATACAGATGGCAAACTTCATTTCC I I I I I CTCTTAATCAACA 

AGGTCATCCCAAGATCAGGCTTCCTTCAGTTTCTGTGGTAAGTAGTGATGGACACTTACG 

GAGTTTTCAGAGACTTATGCATTGGGTAACAAGGCACTGCAAGAAACCCCAGATAGCACA 

GCATCATCTCACATTTACACCACATCACATCAACATCGATGCTAGGAGGTCTAAAGCTGA 

TGCCACCTTCAGAGCTGCAAGTATCCAAAAGACTCCACTCATGACACCAGCTCACTCCTG 

AGTC AC ATCAG CCCCTTTC AG AGTC AC AG CCCC AG AACT AAG GCT ATCCATATGG GTTG A 

TTATACAATCCAAAAAGCAGCTCCAAATATTAGAAACACTTATTTGTCTGGCAGACACAT 

TCCCTAATTTAAAG 

>SEQUENCE:6542:prostate_MPM2000-004P6_Table5 

ACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 
TTAATTAAGGCGGGACTCCTTAGTGCCACTGATACCTGGGAAGACTGTTGATTATTCAGT 
GTTTCAGTCCCACCTTTGTCTTG CTTT AAC AG GAG C ACTAATTTCCTTTCCTTTTCTCCT 
TTCCCTTGTCACAATGATTCTTTTCATTTGGTCTACTCCTGTCAI I I I I I I IACCTACCA 
CAAAGTTAGTAGTCCACCAACATATCCTTTCCCTTCTCAGAATGGAGTCCCGCCTGCCAT 
TTTATCTTGAGGACCTTAAAAAATTAATAACTCTGGTTGTCTAACCTAGGGACTGGAAGA 
TGACCNANNNNNNNNNNNNNNNNNNNNNNNNGGGCCCCCCCCCCCCGGGGGGGGCCCC 
AA 

ATCCCCCCTAAAGGGGGGGTTTTACCCCCCCCCCCTGGG 
>SEQUENCE:6543:prostate_MPM2000-004P6_Tabie5 

ACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 
TTAATTAAGGCGGGGGGACGGGGCAGACACTAGAATAAGAGACTAGCCTGTGTCATCATG 
ATG AG ACCCC ATTTG ATGG CTATCAT AAAG CTACT ATT ATTAATG CG AC AAATTATCTGT 
AAAACTT 

>SEQUENCE:6544:prostate_MPM2000-004P6_Table5 

ACCCTAACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 

TTAATTAAGGCGGGCAGACTGCATGAGCCCAAGAGTTTGTGACTAGCCTGGGTGACATGA 

TGAGACCCCATTTATACTAAAAATACAAAAATTAGCTGGGCATGGTGATGCATGCCTGTA 

GTCTCAGCTACTTGGGAGGCTGAGCTGGGAGGATCACCTGAGCCTGGGAGGTCGAGGCTG 

CAGTGAGCAGATATTGCGCCTCCGCTCTCCAACTGAGGCAATAGAGCAAGACCCTGTCTC 

ANAAAAAAAAAAAAAAANNGAANAAACCGGGGGGCCCCCCGGGGGGGCCCCTAATTCCCC 

CTTTT ATGG ATG C I I I I I TCCCCCCCCTGTGTGCTAGTTGAATGAATGATATCCAAGCTT 

AAAAACTACATGACACTGCTCACTGAGG I I I I I GTTTGT 

>S EQ U ENCE:6545: prostate_M PM2000-004P6_Table5 

GGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGG 
GGGCAGAAAGGGCCACCTGGCCTTCGAAGAGGGGTCCAGGGTCTCCAGCTTCAGAGGCG 
G 

GGAGATGGTGATGACTGGAAAACGTCCCTTCCCTCCAACAGGGCGGACGCCCACACCAGC 
AGAAATGGGCGCCTTTAAGTCAGAAGGCGCAGTGTGCCTGCCTGCAGGCACCGGGGTCCT 
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CACATCCCACTCAGCCAGCCTGAACTTCCACTGAAGGCTGAGAGCTGTGGGGCCTCGAGG 
GAACACACTATGGGGGCAGAGCAAAAAGGGCTTGGTCCTGAGCTGGAAAACCAAGGGGAA 
CGGNGGTGGGCCCAGGCTGACTCATGCCCAACAGCTCAGTGCGGACTTCCAGGGCACCG 
C 

ATGGCCTGAGCCTCAGTTTCCCTGTCAGTACCATGGAGAGAGGGTGCAAATGATTGGACA 
AG AG G GTC AGT 

>S EQ U ENCE:6546:prostate_M PM2000-004 P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAG 

GCGGGGAAGGCACGGGTAGACGGGGTCTTGTCATGTTGCCCAGGGTGGACTCAAACCTCT 

GGGCTAAAGTGATCCTCCTTGCCTTGGCCTCCCAAAGGGCTGGCATTACAGGCGTGAGCC 

ACCGCGGGTGGCCGTGATTTATTAAAACAACCTAGTGAACTTCCCAACTTGTAGTTTATC 

TC ACC ACATCCTTCTG CTTACC ACTATCAG CTTAG CC ATTCTTAAAC ACTC ACC AACTC A 

AAAACCACCGGTAACTCCCAATTTGCCCTGTTACAAAATCTCACCCTCCTGCCCAGCTTT 

CACAAGTCTTTCTAATCTGGTCTCTGCAACCAAAGAAAGGTATTTCCCACAACTCCCTAA 

CAAGCATCAACGCTGCTCTATTCAGGCTCATCTCCTCAGTGTTTCCTGCACATTCTAATG 

ATTATTT 

>S EQ U ENCE:6547: prostate_M PM2000-004P6_Table5 

CTGGCCGTGCGTTTACAACCCTAACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCT 

CGAGAGTACTTCTAGAATTAATTAAAGCGGGGTAACTCTAACATCCTTGACTGCAGATGC 

CTACTG I I I I I CTCAACATTGGTGAAGTCTGACATAATGGTGCCTCACAACAAGGTGTGT 

CAAAGTTAGCAAACTAATTTTAGTCTAAAATTTAAATATGAATCCATTTATTCATTCAAA 

AAG CATAAAAACTTTCTATATG ACAAGCATTATGCTAG GTGTCAATAAAAATGTG ACCAG 

TTAAGTGAAATAAATTATATGCTCTCTAGGAATTCCCAATCTAGTGGTGCACAGAGACAA 

GCAAAATACTAAAGGTCGTATAATAATGCAATACACATATCTTTATTATGGTAAGGAAGT 

GTAAGAACAGGAGAATCCATCTTGAATTAAGTTTCAGGGATAATAGTCCAGGATGGGGTT 

GAATGGGAATAT 

>SEQUENCE:6548:prostate_MPM2000-004P6_Table5 

AGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGA 

GTACTTCTAGAATTAATTAAGGCGGGAGAATAAAGTCTACTTGTATTTGTAAAGTTGACA 

CAATGTTTTATGAGGGAATTTAATGTTCTTTTCAGGAACATGAGGCTGGACAGAAAGATA 

ATCTTACAAGAAATTATCTCAGTTTTTCATTTTGGCCTTTTGTTCACAAAAGAGCTAGAA 

TTC AAAAG A A AACAAC ATTT AGCCTATTT ATTTATTTGTTTATTATTTTTTG AG AG G G AG 

TCTTGCTCTGTTGCCCAGGCTGGAATGCAGTGGTGCCATCTCGGCTCACTGCAACCTCTG 

CCTCCCAGGTTTAAGCGATTCTCCTGCCTCAGCCTCCCAAGTAGCTGGGACTACAGTTAC 

ATGCCACCACGCCTGGCTAATTTTTTGTATTTTTGGTAGGGACAGGGTTTCACCATGTTG 

ATCAG G CTTGTCTTG AAC ACCTG ACC 

>SEQUENCE:6549:prostate_MPM2000-004P6_Table5 

CGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTAC 

TTCTAG AATTA ATTAAGG CG GG AGG ACTATAAATAAAG CTACCTTGGCAATG GG CAG AG C 

AGCAGAAGGAAAAAGAAAAGAAGGTAGGGGAATATGGAAGGGAGCATAAGTGAGGGGAAG 

AGAACTCTCTGAAAAGCTTTGGCTATAGACCCTGCCTCATGCATATTTGTACTCTTAAGT 

AAACATAGGCTAGGTAGGCCAGGGAAACTCAAGCCTTGAAGCAATTGTAAAACTGTAACA 

CTTTCTAATGATATCATGAATACAATCTATTCATCCCAGGCCTCAGAGAACAACAAGAGG 

AATGAGAGCAAGCAAATAACTAAGAACACAGAGATACAAGGCACTCTGAGTGAGAACAGC 

AGAACTAGGCAACAGAAAGACACCTATATAGACTTCAGATGGTGGGATTTTCGGAAAGAT 

TGCAACAAGAACATGTGT 

>SEQUENCE:6550:prostate_MPM2000-004P6_Table5 

ACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 

TTAATTAAGGCGGGCGCCTATAGTCCCAGCTACTTGGGAGGCTGAGGCAGGAGAATGGTG 

TGAACCCGGGAGGTGGAGCTTGACAGTGAGCCGAGATCGCGCCACTGCACTCCAGCCTGG 

GTGACAAGAGTGAGACTCCTTCTCAAAAAAATAAATAAAATAAAATAAAATAAAATAAAA 

TAAAA TAAA ATAAAAATCTGGGTTCTATAGAAGGTATTCTATCTCTTTTACCAGAAACCA 

T GCTC TTTTCTCA GTCAT TAACTTTAGCTGTGCTACTCTAGTTACCCAAGGGTTTACTAC 

CTTTTAAATTTCTCTTTTCTTGACTCTCACAACTAAAATTTCCCTTTCCTTGGCTTCCAC 

AACTAAACTCCTGTAAATCTTCTTGTAACTCCCAACCACTCC 

>S EQU ENC E:6551 : prostate_M PM2000-004 P6_Table5 



Table 7 
2522/3129 



AAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGG 

CGGGTGGGGTTGCTGTCTTACCTATCCCAATCTGTTTCTCAAATGTCATTTTAAGAATCT 

GAGCTTCCCTGATGAAAACCATAAATCAATAGACCACAACCCCACCCCTAAATTCTCCTC 

ATTAATG CTTTTCTTCAG AG C ATTCACTACCATTG G ATGTCTGT AAGTTATTTC ACTG AT 

TTATTCGTTTACTTGAAGTCTTTTGCCACCAAAATGTTAGTTATTTGAAAGAAGAGACCT 

CTGGTCTCTTGTTCATGTTGTTTCCCCAATCTGAGTTCGATGCTTGGCACATACATAATT 

GGTTCTCAATACTGTGTGTTGCATGAATGAATGATATCCAAGCTTAAAAACTACATGACA 

CTGCTCACTGAGG Hill GTTTG I I I I I ATTAATAGTACATAATTGAAGGTGATTTTATT 

ATGTAATTATATAGTTCTGCTGGAGCTTATTATTACAGTCI I I I I I I ATTTTATG 

>SEQUENCE:6552:prostate_MPM2000-004P6_Table5 

AGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGC 

GGGTCCCTACACTTCAGCCTCACATTAGCAATTGCTTCAGGACACTAAATTCTGCATATG 

CCTCATTTCTGCGACTGGCATAGACGTAGGCAATCAGGCAGGAGCAAGCCAGAGGGAGTG 

G CATA AGTTC ACG CTAGTAGG AGT AAGTG GTG ATT A AACTCTG AG G CTCACCACCCTG CT 

GGCATTCAGCTCTTCAGGCAGCTCCTAAGTGGGGGCGGGCGGAAGGCTTTTCTTTTAATG 

TCCGATCTTCTGGCTAACTCTGGCTATTTGCTTTATTCAAACTCTTAAAAAGAGATGGTC 

ATCTCAAAGAGTCTCTGCACCCATTGATAAAAGGGGAAAAGTCAGAGAGCAGCCTCCTCG 

CCCACCTTCAGTCTCTGGGACCTGCCCACAACAGGCTCTTCCAAAGGGAATCAATCAGGT 

CGCCATGAAGCCTCCCTACGTCT 

>SEQUENCE:6553:prostate_MPM2000-004P6_Table5 

GCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTA 

CTTCT AG AATTAATTA AGG CG G G CTGTG G AACAC ATGTC AT ACAG CGCTCCG GTCCCTG C 

AACAACCTAGGAGGGAAATGCGAGGATGCGCCTATCTTACAGAAGTACCTGCCCATGGTC 

ACACATCTAGTAAGAGAGGCATCCTCTTCACCACTCACTGCACTGCACTGAGGGAGAAAC 

CCCGCCCAAGTTTGTCTAAACTAAAAGAATTGTCAGCGAGGACATTTTTTCAAATTACAT 

CTAAAGTGGCAAGAATAGCTTTTCTCAGAACTACTGGGCAGGACCTGATCCACCCTGAGA 

AGAGAGTCTTGTGCTCAGGAGCTGCAGAGCGTCACTAGATCCATCCAGAGTGCCAGACTT 

CTGCACCACAGGCTCCTGAGAACCCGGAACTGCCCATCTACACTACATCCCTAAAAAG 

>SEQUENCE:6554:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGCGGGGGAGCATCTAAGAGGATGCTGTCTGCCACTGAGTGCCTTCAGAAGAGAGGGAT 

G CAG C AG CTC AG G CCGTG AC AACTTTAG ATTCTTAAG G CTG G AATTTTCCCATGTGTG CC 

CATGGCAAGAACAGTAAAACCTTAGGGGGAAAACGAGTTGGGTAATTGTAGTCAAGGTAG 

CAGGGAAGAAAAAAACTGAGAAAACTTGATCCACTCCATTTAAGGGAAGACCCAAGCTCC 

TCACAAGCGTAAGGGGACAATGTCTGGGTTA I I I I I I A I I I I I I I I A I I I I I I GAGATGG 

AGTCCTGGTCTGTCACCAGGCTGGAGTGCAGACTCCGTCTCAAAAAAAAAAAAAAAAAAA 

AAAAGGGGCCCCCCCCCGGGGGGGACCCCAATTCCCCCTTTTAGGGGGGGTTTTACCCCC 

CC 

>SEQUENCE:6555:prostate_MPM2000-004P6_TabIe5 

ACCCTCAGTAAAGGGAACAAACGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 

TTAATTAAGGCGGGGGTAATCTTTTACATATTAGTTATTGTACTCTGTTACATTGCTAAC 

AGG GTAAAAC AG GTTAACC ATG ATTTATGT ACAAAATATAG A ATGTG AG AAAATAAATAA 

CACAATGAGAAATACAAAGACTAACCAAACATTAAATAAAAAATACCAAACACATGCATA 

AGATACAAACTCATACAGTAATACTCAGCCTTGAAATAATCTTCTAAACTTATGACAATA 

GCATAGCATAATACAAAAGAGAAAATCTCAACACTGTTATGTGAAAGTTGTTGTAAATAT 

TGTGTGCTAAATCATTGATATTAATATTATAAGTAACTGTAAGTCTTCTAGCACGCTAGA 

TATTAAGCAATATATAGCCAGAAACAACTGTTTTATACATTAAAAAAAAA 

>SEQUENCE:6556:prostate_MPM2000-004P6_Table5 

AAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGG 

CGGGGGAATTGATAGCTATCTCTATGTAAATGTGATTCCTTATTAAATTATAGGGAGATT 

GGGTTTAAAAAAATAACTGTCCTTATCTACCCTGGTGGTTCTTAGATTTTTGGATTTTAT 

GGACTAGTAAAATGTATTTAAAAATTTGGAGGATGTACAAAGAAGTGTAACTTTTTATAT 

TTCTAAATAAGAGCATAATAAAATTAAACTATAATCAGCTCTCACCATGATATCATAAAG 

GAACATTTGAATATCAAAAAACTTGGAAAGACAAAGTCACTGAATAAAAAAATTTTATAA 

ATTCAATAAATTTAGCTTTATCCNNNANAAAAAAAAAAAAAAAAAAAANNGGGGGGCCCC 

CCCCGGGGGGGACCCCAATTCCCCCTTTAGAGGGGGTTTTTTCCCCCCCCCC 
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>SEQUENCE:6557:prostate_MPM2000-004P6_Table5 

TTGAACTACTATGTGCCAGACTTTGTGACCTCCCCTTCGCATGTTCTACTTAAACTGGAT 

CCTCAAAGCAATACTAGAAGATATTTAAAAAAGCTTTCTCCAAAATGAAACTAGTTTTAG 

CAACTTATTAGTAACACAATGCACACACATCTTCATAATTACATTAATGGAAGATGTGAG 

TCTGATTCTACCTACACCATCTGAGTCTGAAATCATTAACAAAATGAGCTAAAAAGATGA 

TCTACCTAGGCTGGGCGCAGTGGCTCACGCCTGCAATCCCAGCACTTTGGGAGGCCGAGG 

CG G GCGG ATC ACG AG GTCAGG AG ATCG AG ACCATCCTGG CTAACATG GTG AAACCCCGTC 

TCTACTAAAAA 

>S EQU EN CE :6558:prostate_M PM2000-004P6_Table5 

GCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 

TACTTCTAGAATTAATTAAGGCGGGAGCAGAAAATATTAGAATCAAATATTAAACCTCCT 

AGAGCAAGCTGTTTCACGATTCAAAAGTATATAAGAGAAGCAGAGAAAACAAAGAATATA 

CAAATGCATTATTCCAAAGACAATGCACTCTCTCCATTAGAAAAAATTACCATATACAAC 

TCCAGTAACAACATAATACAAATTTCAAAGCCACATTTGAAACTATCAGTAAAATGCAAA 

ATATGTACTGTCTTCACTGAAAAGAAAAGAATGTCTTCTTGGCCAGGCATCGTGGCTCAT 

GCCTGTAATTCCAACACGTTGGGAGGCCAGGGCAGGTGGGCTGCTTGAGCCCAGGAGTTT 

GAGAACAGCCTGNGCAATATGGCAAAACTTCATCTCTACAAAAAAAAAAAAAAAAAAAAA 

AAAGCGGCCGCCACCGCGGTGGAGCTCCAATTCGCCCTATACTGAGTCGTATTACGCGCG 

CTCACTGGCCGTCGTTTTACAACGTCGGGACTGGGAAAACCCTGGCGTTACCCAACTTAA 

TCGCCTTGCAGCACATCCCCCTTTC 

>SEQUENCE:6559:prostate_MPM2000-004P6_Table5 

CCAAGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCG 

AGAGTACTTCTAGAATTAATTAAGGCGGGAGCAGAAAATATTAGAATCAAATATTAAACC 

TCCTAGAGCAAGCTGTTTCACGATTCAAAAGTATATAAGAGAAGCAGAGAAAACAAAGAA 

TATACAAATGCATTATTCCAAAGACAATGCACTCTCTCCATTAGAAAAAATTACCATATA 

CAACTCCAGTAACAACATAATACAAATTTCAAAGCCACATTTGAAACTATCAGTAAAATG 

CAAAATATGTACTGTCTTCACTGAAAAGAAAAGAATGTCTTCTTGGCCAGGCATCGTGGC 

TCATGCCTGTAATTTCAACACGTTGGGAGGCCAGGGCAGGTGGGCTGCTTGAGCCCAGGA 

GTTTGAGAACAGCCTGTGCAATATGGCAAAACTTCATCTCTACAAAAAAAAAAAAAAAAA 

AAAAAAAGCGGCCGCCACCGCGGTGGAGCTCCAATTCGCCCTATAGTGAGTCGT 

>SEQUENCE:6560:prostate_MPM2000-004P6_Table5 

GCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 

TACTTCTAGAATTAATTAAGAGTTGCCAGCCTCTCTGTATGTTTGGATTATTATGTCATG 

TGAATTTGCACTGATCCTAAAACCAAAACACAGATTCCTAGGCCCCGCCAATCAGAAAGT 

CTGATACAGCTGCCCTGCAGTGAGGAGTTGGAGGTTGTGTTTCCAAGAGGTGGAACCTAT 

CTTCTTTTAAACAGTTGCCCAGTCATTACAGCCATGTGCTCAGTTTCCTCAAAGGAAACC 

GAATATTGAATGTTAAAACTTAGCAATAATGATCAATTATATCAAGTACTCTNTTACTTA 

AAGGCAATTTGTTTAGATATTTAAGAAAAGTTTGTAAAACTGATATTGTTATAAATTAAA 

ACATTTTATATACAACATTTTTCAGGTCACAATGATGTGTTTCAAGTATAATGTTGCAAA 

AGTATTGTAGCTTTG AATTTAG C 

>SEQUENCE:6561:prostate_MPM2000-004P6_Table5 

ACATAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAAT 
TAAGGCGGGAAGTATGAAGCTCCAATGGAGGCTGAGAAGGCAGGCCCAGCAGCAGACGAG 
G AG AAAG AACC AG AG G CCCTG ACAGG ACCCCAGTACCTACACA ACTAACAG G AAG AAG AC 
CAGAGAACCTCCAAAAACAGCCAGGCTTTGAAGTAGCTGGGGATCCTTTTCTGAAGGAAT 
AAAAGAAGACCCGTGGAGAGCTCTCAGTGAGGGCACGTCCAGGGATCACAGCCACCGAGG 
GGAAAAAGAAAAGAAAGGAGTTACCAGATTACAAGTGGGAAACAGTGCCCCTGAGTTGCT 
GTGAAATCTGGGCTTGG I I I I I G I I I I I I G I I I I I I I AAATTGTCTTGCTCTGTCAAGCA 
G G CTGG AGTGC AGTG GT ACT ATC AT AG CTCAA 
>SEQUENCE:6562:prostate_MPM2000-004P6_Table5 

TAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAA 

G G C G G G G G A AG G GT AAATGTATG AGTAAGT ATA A AT AATTTTTTTT A A AT AGTG A ACTTT 

AAAATATACATAGGAAAAAAAATGCGTGACAACAATAATGCAGAAGATGGGGTTGGTAAA 

TGAAGTCGTGAGATTCTGGCATCATTGGGGAAGTAGTGAAAGTAAAATTTAAAGTAGATT 

ATATCAGGTTTGCACAGTCCAATCTCTAATGCAACTACTAAAAATAAAGGATTTTTAACA 

AATTAACACACCGNNNAAAAAAAAAAAAAAAAAAAAAAAANGGGGGGCCCCCCCCGGGGG 
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GGGCCCCAAATCCCCCTTTTGGGGGGGTTTTTACCCCCCCCCTCTGGGCCGTTTTT 
>SEQUENCE:6563:prostate_MPM2000-004P6_Table5 

ACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 

TTAATTAAGGCGGGGGGAGGACACGAGGTTCTATAAACGGCTCTGAGAGACTGGGATATT 

CATATGCTAACATATGAAACTGTGTCTCACCATATACAAATATAAAATTGGAGCGTATTA 

CAGACTTAGATCTAAAACTTTAAACTATGAAAACTACTACAAGAAAACATTGTGGAACTC 

TCCACGATATTGGTCTGGGGAAAGACTTTTTGAGCAATACCCCAGAAGCACAGACAACCT 

AAGCCAACATGGACAAATTGAATCATGTCGAGTTAAAAAGCTTCTACACAGCAAATGATA 

CAGTCAACTAAGTGAATAGACAACCCATAGAATGGGAGAATATATTTACAAATTACCCCT 

CTGACAAGGGATTAATAGCCAGATTATATAAGGAGCTCAAACAACTCTATAGGAAAAAAA 

TAAAATAATCTTATCAAAAAGTGGGCAAAATATTTGAAAAGATATTTTTCAAAAGACAAC 

ATACAAATGGCAAACTGGANNAAAAAAAAAAAAA 

>SEQUENCE:6564:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGCGGGGGGTTTGGAGAAAGGACTGAGCAGGAAGGCTGAGTGCAAAGTTTGCAATCAGG 

CGTGTAAACTTAGCCAGCTCCCTAGCTAGATGGGAGCCTCTTGGAGGCAACCTGCTTCAC 

GTAAAAGGAATCGTCAGCGTCGCTGTTGCAACCTTGGAAAATTCCCTTTTAATAACATCT 

TCACAATGGAGAGAAAGGTTTGTTCTTCTTCTTCTTACTTGAAAACACTGTTAATCCTAC 

CACCTGGTGGAGAGTTTGATGAATAAAGACTGTTGCTCAGGAAACATGTTAGCTGCCACG 

AATAGGAATGTCTTTGTGAGGTGTATTACTGGTTGTTTCTAAAACATAATCTTATGTTTT 

AAA ATTC AGTCTTTTG G CAAAAAAA AAAA AAAA 

>SEQUENCE:6565:prostate_MPM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAG 

GCGGGGGAGAGAAAATGTGAATATTTTATATATGATCTGAATGACCTCTAAAACATACTG 

GTAAAGGAAAAA TAAGGT AGTGTGTGTACAAAAACCAGGTAAAAACATTAATACTTAATG 

CTTATCCACACAATTTTTCTCAACACTGGTTGCCTCTACAGATGGAGTCGTGGGAGGCTG 

AGGGTTAAGATGGATGGGACACTTGAACCTCCTGAGTTTTATACCTTTATGAACGCATTA 

TTTATTCACAAAGTTACTTTCTTCTTGAATATGTGAAAATCAAGGCAAATCAATGATTCT 

GTGCCCTCACCTATGTTTATACCTGTGGTCTGACAACTACTTTCTGTTACTACTCAACCC 

CCTCTAAGTACTAAATTACCTTTAACACCTGAGCCTCTCAAGCCTCCGTACTAGTTCTG 

>SEQUENCE:6566:prostate_MPM2000-004P6_Table5 

TAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAG 

AATTAATTAAGGCGGGTGCCTGTAGTCCCAGCTACTCCAGAGGCTGAGGCAGGAGAATGG 

AGTGAACCCAGGAGGCAGAGCTTGCAGTGAGCCAATATCTCACCACTGCACTGCAACCTG 

GGCGACATAGCGAGACTCCGTCCCCAAACAAGAATAATATAAGCCCAAATGGCTGTTAAT 

ACCCCATGAACACCATTTATAAGCTCCAGGGTCAGACCAGGCCCAAGGGTTTATAAGAGC 

TGAATGAATCGCTGGACTCATTCCTTTACTTTAATCCCAGCACCCTGAGAGGCCAAGGCG 

CGAGGATCGCTTGAGGCCATGAGTTTGAAACCAGCTGGGCAACATAATGAGACCCTGTCT 

TTACAAAACAT I I I I I I AAATCATTAG CCG GGCATG G 

>SEQUENCE:6567:prostate_MPM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAG 

GCGGGGGAGACTCAGAATGTTTTTCTGCTCCTTTCCATCATTAGCTTATGTTTCTGGCTG 

CTCAG GTGAATTTACCCTGGATATTCATACTTAGTAACTGCCTAAAAGCTGAAATTTCAG 

ATTTTAAAA AGAG AAATCATTTTAACAGGAATCTGTGCCCAGGGAGTCCAAGAATTGGTG 

A ATTT ACAGTTTTGGAATGTGGGCAGGCTGGGAAAGTTTGAAGAAACAGCCAGTTATTTG 

CTTTTCCACAGAGAATATATACTGAACTTCCTTTTCCTTAGGGAGCAGGTAGCATTTGAA 

ACTTGCCTTTGAGTGTCATTGTTTCCCTACCTCATGGTGGGTTTGGGCCCTAGCCCCTCA 

AACC 

>SEQUENCE:6568:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGGGGGAAGAAAATAAATATATTGTGTTGAATGCTGGCCTGGAGCTTATTAAATGAGAT 

TTGGGCTGTGATATGGATTTTAAAGTCACTGGAGTGAAAAAGATTATTAAATTTATGTAT 

GTGGAAGATATCTAGGGAAAATATTTGAAGAGAAACAGCTCCAGGAAAGCATATTAGGAA 

AAAACACATGCATAACTACTATTGAAGGAATGTAAATCTATACAGCCAACTTTAAAAACA 

CATCCAAAAAAAAAAAAAAAAAAAAAAAAAAANGGGGGCCCCCCCCGGGGGGGGCCCCCA 

ATCCCCCCTTTTGGGGGGTTTTTTCCCCCCCCCCCTGGGCCGGTTTT 
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>SEQU EN CE :6569: prostate_M PM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGGGGGTGTTTAAAAAGAATCAATGATAATGAAGTTTCAACCTTTCATTAATATCTTCT 

TTTACATCCAACAGTCAGAAAATGTTTTTAAGGACAAATAGGAAAGTACCAAAATATAAT 

CTACTCACTGAACCAGTTAATTTCAAAGCTTTACACAGTGCTTTGAGAGGATAAGACTTG 

CTGGAAAGGTACAGTGAAGTATGAGA I I I I I I I I I I I I CTAATCAAACTTCCCCAGGAGG 

AAAATGTTTTAACTCTGCCTCCTAAAATGGAAAATGTACTTCACCTTCATTAGGTGATGA 

GGCAGTCCACCACAAATCCAAGAGCTAAAAATTCCTTAGCACAAAAAAATTAGCTCTTTG 

TC ATGTCC ATG G A AC ATCT ATTGTTTGG CTAG CTT ACTCTG G AAGG G GTTTCT A AGTT AG 

TTGGCTGTCATTAATCTAAGCGCATATGGGGGCAGCTAATTAAAGAGGGCACTTTTCTGT 

TTGAGCAACACTGCCTCAGGTGAGGCTTGAA 

>SEQUENCE:6570:prostate_MPM2000-004P6_Table5 

TGATTACGCCAAGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCC 

CCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGGGTAAAATAGAGTCTCTGGACTC 

TAGGACACAAGCAAATTCAGAGCCAGAGTGTACTATCCTGAAAGCACGAGTAAGTGAAGG 

GTTTTGAGACCTTAGCCCTCATATACCACTTGGTGCCCAGAACAGTGCCAGGTCATTACC 

CTCTAGGCTGGACAGTAGAGAACTCTACTGGAAATCTGACCAGGGAAGAGATATAAAGAG 

AAAAGCTGGAAAGACACTGACATTGAGGATTCCTGGATGAAACCAAATCAAGTCCAGCCA 

A ATC AT ATG CTGTGG CCAG G CG CTC ATG CCTGTAATACC AGC ACTTTG AG AGG CCG AG AT 

GGGAGGATCACTTGAAGCCAAGAGTTTAAGACCAGCCTGTGCAACATAGTAAGACCCCAA 

CTCTACAAAAAATTTAAAGAAGAAAATTATCCGAGTGTGGTGGCAAGCACC 

>SEQUENCE:6571:prostate_MPM2000-004P6_Table5 

ACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATT 

AAGGCGGGCGGATCACAAGGTCAGGAGATCGAGACCATCCTGGCCAACACAGTGAAACCC 

TGTCTCTACTAAAAATACAATAATAGTGTATTGCACATTTTTAAACTGAAAGTAAATTTA 

AAATGTGCTTCTCACAAAAAATAAGGTATTTGAAATGATGGATTAGCTTGATGTAATTAC 

TTCATATTGTTCATAAATCAGAACATCACTCTACTCTATAAATATATGCAATTATAAATT 

GTCAAATTCACAAAAAAATAATATGAAATTCGGGGCCCCCCCGGGGGGGGTCCCCAAACA 

CCCCCTATAAGGAATGATTGACCCCCCCC 

>SEQUENCE:6572:prostate_MPM2000-004P6_Table5 

AAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGG 

CGGGCGCCTGAAGCTCCAGATACACTGGAGGCTGATGCACGAGAATGGCGTGAACCGTGG 

AAGCGGAGCTTGCACATAGCCTAGATTGGGCCACTGCAAAACGTGATACGAGCTGCGCAA 

GCGATCGAGACTCGGTCTCATCCCAGCACTTTGGGAAGCCAAGGCTGGCGGACTGCCTGA 

GATCAGGAGCTTGAGAGCACCTCTGGTCAACATGATGAAACCCCACCTCTACTAAAATAG 

AAAAAATTAGCTGGGCGTGGTGGCACATGCCTGTAGTCCCAACTACCTGGGGAGGCTGAG 

GCCCAAGAATTGCTTGAACCTGGGAGGTGGAGGTTGCAGGGAGCTGAGACGGCGCCACTG 

CACCCCAGCCTGGGCAGCAGACTAAGACTCTGTCTCAAAAAAAAAAAAAAAAAAAAAAAA 

GGGGGCCCCCCCGGGGGG 

>SEQUENCE:6573:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGCGGGTGGTGAGTGACAAGAATGAGGCACTAACAGCGTGCGCTGAGAGGTGTGTGTGT 

GCCCCTCCGT TTCAG GCTGAAGTTGACTACATTCCTGGCATTTATGTAAATCCCTAGACT 

GGGATGGGTCTTTTTAAAAATCAAAAATGGGCCGGGCGCGGTGGCTCACGCCTGTGATCC 

CAGCACTTTGGTAGGCCGAGGTGAGTGGGTCACAAGGTCAGGAGTTCATGACCAGCCTGG 

CCAACACAGTGAAACCGCGTCTCTACTAAAAATACAAAAATTATCCAGGCGTGGTGGCGT 

GTGCCTGTANTCCCAGCTGCTTGAGAGGCTGATGTGGGAGAGTTGCTTGAACCCGGGAGG 

CAGAGGTTGCAGTGAGCCGAGATCG 

>SEQUENCE:6574:prostate_MPM2000-004P6_Table5 

GCAACGAACCCTACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTT 

CTAG AATT AATTAAGGCGGGAAGCTGACATACCGACTTGACAAAGCTCTTATCTATTGTG 

GGCATTTTCATCTATACAATGACCTCTAAGCACTGCTTTACCTGCATCCCAAAAGGACTG 

GTATGATGTTATAGTCACATACCTTACCCAGCTCCTTTTCCTTGCACTTTATTCCAATCC 

TCACAAAGCAC ACTGT GGCAGCATTTCTTAGGGTTTTGTCTTTGAAATTTATAGACATCG 

ATATTTATTAGGTTTTTACTTTTCTAGAATTGTTTCTTGCCTTTGTTTCTAAAATGTCTT 

GCTTTCTTTCACTTTTTATTTTTTATGTTCATTCACTCTTTTTTTCCT 
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TTGATTGTTTTGCAACAACATGGAGAAATAGCAGCAAAGAATAAACAGGAAA 
>SEQUENCE:6575:prostate_MPM2000-004P6_Table5 

CGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGGAAAGAACAAAGGGAAGA 

AAACAGAAAAAACTAAATTAAAAACACTAATGTAAGCTAATACTGCTTACATATGAACAT 

CAAGATGCCAAGGGACCCAATACAATCCTCAGTCTAACATTTTCAATGGCACAGCCTAGT 

GATCACACGATACTGGTGATACTCTCTAGTTACCCCTGGCAACCTTTCTCAACTGTAACG 

ATGCTACCCTACAATAGCTTTCACTGGGCAGCTTTCTCTTCACTTAGCTGAATGCTCTGG 

GACCATCTGCGTCGGCAAGCATAAAAGGCCAGCCTGCCTGTGGGCCCGTCACTCTGAACA 

CCACCTCTCTGACCCTGATTAAATACAACTTTCAATCCTTTTTGTCCTCCCTGTTGACTT 

CTCCTATTAAGGGAGCCCTCTGACAAAGAAAGCGGAAGAGT 

>SEQUENCE:6576:prostate_MPM2000-004P6_Tabie5 

CCCTACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATT 

AATTAAGGCGGGGGGACCGGAAGACATGATTCCACTGTGCGGGCACACTGGCTGCAAGGG 

AAGCATGTTACACATCTGTTTACAATGTAAGGCTCACGCTGTCCTGCTGTGGGTGTCCTG 

CTCTCAGGAAGGGAGCAGTTTCACGTAAAGTCACTCCACACAAGTGGAAGCAGCTGTCTC 

TGAAACTCCAGGAATGTGCACCTTTCCTGCTGTTGCTTGCTCTCCCGTCCTTTTAATGAA 

CTTTTACACGTCGGGGGATATTTCTCTGTGGTTGAATAGTGAACATTTTAACTGATCAAG 

AGCACTATGTTCTGAATTGNCCNNNNNNAAAAAAAAAAAAAAAAAAANNNGGGGGCCCCC 

CCCCGGGGGGGCCCCCAATCCCCCCTTAAGGGAGGTTTTTTCCCCCCCCC 

>S EQ U ENCE :6577:prostate_M PM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGCGGGGTAATCAGCAGTGATAAAAGGGTAGACAGAGGGCAGTGGAATTGAACAGAGGA 

AG AG GG G G GTG AAATG AAG G CAAG AAAGTAAGG AAAACATG AGTATTT ATTTAA AGTG AG 

TAGTTGGAGGCTAAAAGGGAAGTTGCACCAAGTTTGGGTCTAACATGTTGTGGTAGTAAC 

TGTGTTCTTCATATTATAGGTAAAGAAGTCATTGACTACTTTTAAATAGGGAGATTAGGT 

GGTCAGTGTAGAGTTGCTGGGTGAGCAGAATGCATAAATGTGCCTGATTAACTAAAGATG 

GCAAGGATTATGGATATTCAAATAGCCTTTCCCACCTCTGTTGATGAATTGGTAGTAACC 

TACATCCTGTTGGTAAGTAGTCAGTCTAGCTAGGAATGGGCTA 

>SEQUENCE:6578:prostate_MPM2000-004P6_Table5 

CAAAAG CTGGG TACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGGGGGAAA 

GCTATCATTTTAAGAACAGTGTAAGTCACTTGTTCTGGGACCTTGCTGTGTATCAGAATT 

GTCTGGGGAGCCTCTTTCTTTAAAAATGCCCTCTGTCCCACTAAGTCAGATTCTCCATAA 

GTGAGGACTTGAAACCTGGAATTAGCAACTACTAATGGCAGCCCTACAGCTTCACACTCT 

CAG AG AAG G AATCTTCCTCCAGGGTTATCTG AGGTATG CTAACCTG CTTAAACCTGGTGC 

TG GG CCTTG G A AA AAG A A AAA A ATC AG ATTTAAACTTGCGGTTAC ATTAAG ATG ATACTT 

TTGTATATTTGCTNTCCATTAATAAATAAGGCAGTCATTTACAAAATCACCAGGAAAAGG 

AGAATGAAGTATTCATGGCCTGTCACTTCCCAGCAAATTGGGHG 

>SEQUENCE:6579:prostate_MPM2000-004P6_Table5 

AGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGA 

GTACTTCTAGAATTAATTAAGGCGGGGCTGTTTGAGTCAGAGATGTTCAGTTATTTCCAT 

GACCTTCT ATTG AGCCTGTTCTTTTTCCAAATAACACTTATTATACCAGAGCAGAGAGAC 

TCCTG G A ATTTTCTAT AAAG C AAGTGTCTTGTATTT A ATTTACTTTT ACCATTTG CTTCC 

ATTATAATTTGAGAGTTGTTTTTCAATGGCAAGTAAATACAGCTCCCACAAAAGGAACGT 

CATCTTCAAGAGGCCTGACAATCTGTTTTCAAAATGTGTGAATGCCAGGTACATTTAATT 

CCTTGATATATTACAGAACGTGCCTAATACTGTTATGGTTAGGATTGAATACATATGAAT 

GTGAAACACCTACATAGGAAGCACTCAATAAGTGTTAGTGTGAGAAAAAACTACTAGACA 

AACTGCTCTAACTTTTGTTGTCAGATTACACATTTATGAAAACATTTGG 

>SEQUENCE:6580:prostate_MPM2000-004P6_Table5 

ACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 

TTAATTAAGGCGGGATAGAGTTAGGGTAGGGCTGGGAACAGGGATGTGTGGGAAATAAGC 

CAGTACTAGTGCAAAGAAGTAAACTAATTCATGTCAATTTTTGCCTTGAAAATATATATC 

ACATTTTCCAATATTAATGGAACAATAACAAAAATAATTGTGAAATAGAGTACAGTGAAA 

CTGTCAATTAGATCTAGATATAAAAGTAGTACAGGCAACATTTTCTGAGGTCAATATAAG 

AAAATAAGCTACTACCGGCTGGGCACAGTGGCTCACACTTGTAATCCCAGCACTTTGGGA 

GGCCGAGGCGGGCGGATCACGAGGTCAGGAGATCGAGACCGTCCTGGCTAACACAGTGA 

A 
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ACCCTGTCTCTACCAAAAAAAAAAAAAAAAA 
>SEQUENCE:6581:prostate_MPM2000-004P6_Table5 

ACAT AAAG G G AAC AAAAG CTGGGTACCG G GCCCCCCCTCG AG AGTACTTCTAG AATT AAT 
TAAGGCGGGGGATATAACCAGGCCTTAAGAAGGAACCAGAACTAGAAACCAGAAGCTCCA 
GGAAGCTCAGGAAGTCTTCATTCTTCC I I I I I CTGTATGCATCTTTTCCTCTATTTCCAT 
GGTAGGTATGCATCTCTTTTCACAGTTCTTAAACGGTTCTGCCACACTGACGTTAACAGT 
TGTCTTTCTATCC I I I I I I AAATTCCTAGGAAAGTGATCCTCTCTGGTCAGCTATTAGAG 
GTGGGAGGGAAGGTACACACACACAGTACAAATGTGGCTCCTAGAAACCAGAGCAGTTCT 
CAGGAAAAAAAAAAAAAAAAAAAAAAAAAACGGGGCCCCCCCCCGGGGGGGACCCCAATT 
CCCCCTTAG G GGGGTGGTATTACCCCCCCCCCCGG 
>SEQUENCE:6582:prostate_MPM2000-004P6_Table5 

CTACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAA 

TTAAGGCGGGAAAAGAAAAATAAATATAGATGGCAGAAGACAATGAAGAATTCTGAAGGA 

GAAAGTGTGTGACCCAAGAATTCCAAAAGCAGTTATTGCTTTCTACACATAAAAGCAATA 

GAAAGACACTCCTGGCCGGGCGCGGTGGCTCATGTCTGTTAATCCCAGCACTTTGGGAGG 

CCGAGGCGAGGGGATCACCTGAGGTCAGGAGTTTGAGACCAGCCCGGCCAACATGGTGAA 

AGCCCGTTTCTATTCAAAATACAAAAATTACCTGGGTGTGGTGGCACACGCCTGTAATCC 

CAGCTACTCGGGAGGCTGAGGCAGGAGAATCACTTGAACCCAGGAGGTGGGGGTTGCAGT 

AAGCCAAGATTGCGCCACTACACTCCAGCCTCGGTGACAGAGAAAGACTCCGTC 

>SEQUENCE:6583:prostate_MPM2000-004P6_Table5 

AAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGG 

CGGGGGAGATCAGAGATACTGAGTTTAAAGACGGCAGTGTACTGAGAAAAATGGTAAACT 

TCTACTTCCTGAAATTAAGCGTTTCTGAACAGAGATTCATCAAATCTGCAGAAAAGAGAA 

AGGCAGATAACCGTAGGTTCTGAGGCTCGGTGTTTCCTCCCTAATGGCTTTGCCAACAGA 

AATACTGACAGGTTTTGTCTGTCACGGGCCTTCCTATTTATCACCTTTTCCTCTCCTACC 

TCCTACTGTGGTCTTGCCTCATCTGTACTTCATGTACCTTAAGCCTAATAGTGAATGTTG 

AAGAAATGTCTCTCTTTGGAAATTATCTGTTTTATTTTATTGATTTAAGGTCAAATTAAG 

AAATAAGATAATGAGACTTGTCAAAGAAAACGAATACGTAGAAGATGAAACTTGCAATCC 

T AATG CCTCTCCTG 

>SEQUENCE:6584:prostate_MPM2000-004P6_Table5 

TAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAA 

GGCGGGGTAACCATTTTACAAGGGAAATAACTTTCCTCGCTATTTTCTTCCTGAAATACG 

TGCAATGTAACACACAGCTAGTACCAGACCTTTTGAAACTACTTTTTCCTGAACAAGCCA 

TTTTAAAATTCCTTAGTATTTTCTTCTCTACCGATGTCAGGAC I I I I I I I I I I GGGATTA 

ACACAATCTGAGCTGTGACTCAAATGGAAGAGCATGCTGACCGTCATCAAGCCACAGCAG 

TGGGTCAGCTGGGGGACACCAAGGGAGGAGGTGAGCACAGCAAAGGCAGGGACAGCATG 

A 

CCGGGGCTCCCCCAAACAGTTCCACCTCTACCCATTCCAGTTGGATGAGAATGAACGGGT 

GAAAAAGAACCGCAAAAACATGTGAGTCATCNGTNAAAAAATA 

>SEQUENCE:6585:prostate_MPM2000-004P6_Table5 

ACCCTACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAAT 

TAATTAAGGGGGCTGAGGGTGGATGTAGAAGGCACAGGATGACCGATTTTGAGGACACTT 

TTCCTTTGCTTCAGTCTCCTTTATGTGGAAGGTGACAACAAAAGAGCTAAGCTGGCAAGT 

CGTGAGGTCCTTCTCTTTCTAAGAGTTACCAAGAGTAAGGCCTGTCTGTCATCAAATACA 

AATTTGGAGCTTACAGCTGGTTGAGATTTGGCATACAGATCCTTCCTTCTTTAAAGTGTT 

TTCCACGTGCCA I I I I I AGAATTGGGATAATTCTAAAACACAGTAAATTAACTCAACTGT 

GAACTTTTTCTCCCCATACTTGACTTTTATCAGGGCTGCCTCTTCCTACCTTTTGGATCT 

TATCTCACCACTCTCCCCCTGTGCTCTAGCTAT 

>SEQUENCE:6586:prostate_MPM2000-004P6_Table5 

TACATAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAA 

TTAAGGCGGGGCGCAGCCGGGCGTGCAGTGACCTTGGACAGCTCAGATCCTGCGGACCTT 

GGCTTTCCACTCCGCTCGCTGAGCCGGTGCATCACAGCCTGGGCTCCACCTGTAGAGGAG 

ATGTAG C AG G AG GGTCCG CCAG GCCACCTTCCAAAATCCG AGTG ACG GG CAGGTCCGTG C 

GTTCGTGCATTTTTCTGGGCAGAGATGGTAGATTTAATCCGGTTGCCACAGGGGACGGCA 

TGCAGAGAAGGCCACATACCTACTCATTTGCGATGCTGTTTGCAGTCGTCTTAGGAAGGA 

AAAGCAGGCCGGAGGGGTGTGGCCCGTTCCTGAGATGGGGCCGAATCTAAGGTTGGCGAC 
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CAGGTAGAGAAGCGGGCCCAGCCACACCCGGCTGCCCAAGGAGGGAAGGAGCC 
>SEQUENCE:6587:prostate_MPM2000-004P6_Table5 

CGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGT 

ACTTCTAGAATTAATTAAGGCGGGAAGTTGCCCATCCCATTTTGGGTAGCTGAATGTTAA 

AATGAAATTTTAGTTTCATAGCTGCTGTAAGTGCCCCTTTGTCTTTTAAGAATAGACTGT 

ATGTGTGTACTTTAACAGGTTTATTATAAAAGAATAGAATTTCGACAATCATTTTGACTA 

ATTATATTATCTTATATTGAAAGAAAATAAAATTGATTTACCTGTGGTTACACAACTAAT 

GGTAGGTTGTTAGATGTGTAGAGCTACTTAACATACTATTTATTCATTCACATGATTTCC 

CAAAGAATAACCTGCGACAGGATAAACATTCTTTAGGAGCCACCTTTCAAAAGTTAGATT 

GTTTTTTACCCTAACCTTTTGAGATATATNTTTAAAGAAATATTTTATAGTTAATAAGTT 

GTAGCAAAAATTAATCT 

>SEQUENCE:6588:prostate_MPM2000-004P6_Table5 

ATAAAG G G AAC AAAAG CTG G GT ACCGG GCCCCCCCTCG AG AGTACTTCTAG AATT AATTA 
AGGCGGGGTATATGGCTATTAATATGATCATTAATTTATTCATTCAACAAAATATTACTG 
TCTACAAAATGACAGACACTGTTCTGGATGATTGAGATATTGCAATGAACAAAAAGTCTC 
TGCCCTAGCGGAGTTTCTATTCTTGTTGGCCAATAGAGACAGAAAAATAAAACAATTATT 
TAI I I I I I I I AAGATGGAGTCTCGCTCTGTTGCCAGGCTGGAGTGCAGTGGCGTGATCTC 
AGCTCACTGCAACCTCCACCTCCTGAATTCAAGCGATTCTCCTGCCTCAGCCTCCCGAGT 
AGCTGGGACTACAGGTGCATGCCACCACACCCAGCTAATTTTTGTA I I I I I AGT 
>SEQUENCE:6589:prostate_MPM2000-004P6_Table5 

CCT ACTAAAG G G AAC A AA AGCTG G GTACCG G G CCCCCCCTCG AG AGT ACTTCT AG A ATTA 

ATTAAGGCGGGGGTTCCCCCAAAAGGGAGTCCGAAAGGAGTGAGGAGTGAAGACACACTT 

GGCTCCTCGTGCCCCTCTCCACTGCTAGGTCACCAGGTATTTAGCCTCAGACTTTCCTCA 

TGTGAAACACAGGTGCTTGTAAATGGTGGTGTTTACCATGATTACTGTTCTTACTATCAG 

TAACACTTGTCCACTCCATCGTGTTCCTCTCCCATGGGAAGATGTGGGTACCAGATGATC 

CAGAATGACTGATTTCAAAACATAACTCTCGGCCGGGCACAGTGGTTCACGCCTGTAATC 

GCAGCATTTGGGAGGCCTAGGTGGGCAGATCACTTGAGGTCAGGAGTTTGAGACCAGCCT 

GGCCAACATGATGAAACCCTGTCTGTACTAAAAATACAAAAAAAAAAAAAAAAAAAAAAA 

>SEQUENCE:6590:prostate_MPM2000-004P6_Table5 

GCGCAATTAACCCTCAGTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTA 

CTTCTAGAATTAATTAAGGCGGGGTTCTTGACCAGGCATGGTGGCTCACGCCTATAATCC 

CAGCGCTTTGGGAGGCGGAGGCAAGTGGATCACGAGGTCAGGAGATAATGTTCCTTTTAA 

GACTAGATAGTAAATGATATTAACATAGATTTTCTTCCTCGGTAATAI I I I I CTCTTCTT 

AAAGCATTCCGACTCTCCATGGAGTAACTACCAGCCAGGAGACTGTCAGTAAATAATATG 

TGATAATAGAGCATATTCTTCCCCTAGTAAAGCTTCTTGCTGAAATTATTGCAATTGATA 

GTTTTCATCAATGCAACTCCAAACTGGTAGGCAGGACCCTATTGTCTTATAATTGCCTTA 

TAATGATGATAACAATAATAGTATGAACCATTTACTTACTTGATGGATTCATAGATTTAT 

TC ATCC AGTATTC ATTTGTTG CCTACT AAGCT AG GT ATTCTG CTGG GTG C 

>SEQUENCE:6591:prostate_MPM2000-004P6_Table5 

AACCCTACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 

TT AATT AAGGCGGGAAGGACTAAGATTCAAATTATGAAACGTAACATAGAAAGGGCT ATT 

GCAGTGGCCAGACTGTAACTCAAGTACAGTTATGACTTCACATGCTAGCAGTATGCGACA 

CTGTCTTATAAGGCAATAATTTAAATATGTTTAGAAGCACGAGTGCGCGCGCACACACAC 

ACGCACGCGCACACACACAAATGCAATTTGCCAGGTGGTGGCTTGTGTCTGTAGTTTCAG 

CTACTTGAAAGGCTCACTTGAGCCCAGAAGTTCAAGGCTGCAATGAGCTAATTACACCAC 

TGCGCTCCAGCCTAGGTGAGGGCTGGAGACTCCATCTCAAACAAACAAGCACACAATGTT 

AGACATGGGAAGTCAAAGAAAATACATTGAAAATCTACCACAACCAACCTAAG 

>SEQUENCE:6592:prostate_MPM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAG 

G G G G ATT AG CTTTTT AATTTTTCTT A AT A AG GTC ATTTAAAAA ACTATAATTGTTG C ATG 

AAAGGATATTTTAATACCAAAAATATAGAAAAATATAAAGTTGGAATAAAAGCTAATAGT 

TTTGAATTGAATAAGTTTAATGAGAAATTCAATACTTTGACTTTAATTGGCTCATTTTTG 

CCTCAAAATATTACTTATTAAAAACTTTGATATTGGAAGTTGCTGTTTAGTAAAACATAA 

ATTTAAAAAAAGATGGCTGGGCACAGTGTCTCACTCCCGTAATTCCAGTACTTTGGGAGG 

TCAACAAGGGCGGATCACCAGAGCTCAAGTTTGAGACCAGCCTGGGCAACATGATGTAAC 

CCCATCTCTACTAAAAATATGAAAATTAGCCAGGTGTGGTGACGCCTGCCTGTAATATCA 
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GC 

>SEQUENCE:6593:prostate_MPM2000-004P6_Table5 

AATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTC 

TAGAATTAATTAAGGCGGGATAAGATGTTTGCAGAATGAAAAT I I I I I I I CTTATCAAAC 

NCAATTCAGGCATGTTACCAAAATTAATTCATAGTCAAGCTGCTCTTATCCAGGGAACAC 

TTATCTGGTAACCTCTGCTATTAAAAAAGATAGCTTACATCCAAAAACCTTCTAAACACC 

CCAAATTGGG G ATATG AAGCCCATGTACTAAAACTCTCTAATTTTATTC AC AGG AG G AG C 

AAAACATGTGCACTCCAAAATACAATTTAAGTATTATTCATTGAGTAGCTACTATATGCC 

AAGTATTTTCACTGCATTGACTTATTTACCCCTAATGATAAACCCCATAAGGGATTTAAT 

TTACAAGTGAAACTTAAGTTTAGAAGGTAAGTATTTGCCTAGGATCACATAAA 

>SEQUENCE:6594:prostate_MPM2000-004P6_Table5 

CGCGCAATTAACTCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 

TACTTCTAGAATTAATTAAGGCAGGGCAAACACATCATCTGCI I I I I I GGCATAAGCACT 

TCAACAGCTACATTTTAGTGCAAAAAAGAAAATCACTAACAATCTAATGAGATCTAACAA 

AGCCCCTTAAATTCAAAATTATCAAGACTATTTTAAATATGGATTTGTATACATTCATTA 

GGTAATATAGTATTAATAAA I I I 1 I I I GGTGGAGCATGGTGGCTTATGGCTATAACCCTA 

GCACTTTTGGCGGCTAAGGCAGGAGAATTGCTTGAGGCCAGGAGTTTGAGGCCAGCCTGG 

GCAAAATAACAAGACTCTGTCTCCTAAATTAAAAATTAAAAAAAGAAAAGAAAATCCCCA 

AATATTTAGAAACTAAAGAATATTACATAACCCTAATTAAAATACAGAAAATAAATAATC 

CATGATTC 

>S EQ U E NCE:6595:prostate_M PM2000-004 P6_Table5 

TAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAA 

GGCGGGGGTCCTGCAGTAGGATAGGGGGTGAAACTCAGCAAAATGTCAGGTTATCTGCTG 

CTAACATAACCCCATCTGTAACCTCCAAGGTCCTTGGGCCTTTCAGGAACATG I I I I I CA 

CATTTCATAGACCACTGTAAATCTAAATAGCTAATACAACAGCTAAAGATCTTAAAGCAA 

TTTGGAGACATTCATATAGTAAATTCCCTTCGTCTACCAAAGGAAATATGAGCATCTCTG 

AGGCAGAGCAGCTGCTTAATGGTTACAGAGCAATATTACACAACAGCTTAATCCAGGAAG 

AAAAGAACAACTCTGCATTTGTGTGATGCTGTATTTACACTACATGTGTGCTTTTTAAAA 

AAAATAAAATTGAGTAGGAAATAAAGACTTCTACAAACTGAAAAGTCTCAAAAGCAATAT 

CAAATTATATTATTTTACTTC I I I I I IAI I I I I CTCTGACAAAAGCAACAGTAAATCACT 

ACT 

>SEQUENCE:6596:prostate_MPM2000-004P6_Table5 

ACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGGG 

CCNNAATCCTANTNNCTTGATTTGGTTAAAGGCCAGGGATGTTGCTAAATAGATTTTAAT 

ACACAAGGAAAGCACCCTCAAAGAATTACCCCTCCCAAAATGTCAGAAGTGCTGAGGCTG 

AGAAACCCTGATGTAAAGATCAGTCCCAGTTATAAACTGAAAACAGCTATTTACAAAGCA 

GTAAATGCACGAAAAAAAAGGAAT 

>S EQ U ENCE:6597: prostate_M PM2000-004P6_Table5 

ACTGGCCGTCGTTTTACACACAGGAAACAGCGTATGACCATGATGTACTGGCGCGCGCTT 

TCTACACAGGACACGGATATGACCATGATGCGCGGGAGGTGTGGAATTCTCTATAAAGAA 

AAACAAGCTGGATGTAGCAATAACTAGTTATTATTTTTACAGATAAGCAAAAAAAAAAAC 

CAGAACAACCCACCGGGCCTTTTTAATACATCTCCTTATGATACCATAAACTTACAATGT 

TGTTTAAATGGACATCAGCAGGGCATAAATAAAATAACCCTAATTGGTTGTTGGCCTTTA 

GGGAATAAATAAATGGCTTATCTTTAACATGTCATTTATTGGAAATAACAATTCTAATAA 

TTCTTTTGTCAAGGCTGTCAAAATTGTCATTTAAAAGGCATAGCACAAACATTTTTTTGC 

CAACATTACCAAAAAAAAAAAAAAAAAAAAAAAAAGGCCCCCCCCCCGGGGG 

>SEQUENCE:6598:prostate_MPM2000-004P6_Table5 

GCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 

TACTTCTAGAATTAATTAAGGCGGGGCATGGACCCATGCACACCTGCCCGCCTAGCTGCC 

TTTCTCCCAAGGCCCTCCCTGCATTCCTGCCTAAAGCTCACTGGAAATGTCGCTGTCTAC 

ACCACCACCACTTTAAACACCCACAGTTGTCTTCCTGGAGGTGGCAGCTTTTATAGCAAC 

TACACCAGTGAGTCCTAAATTCCTAGCAGGGGCTGATGAGCACCAGCTGTATTCTGCAAA 

GCCCCTCACCCACCCAAACCCTGTGCCTCCTGCCTTTAGCTCTCTATAATTAAAGTGTTT 

AAATAAACAAGAGCCTTTGGTTATAGCTATTCAAGACTCATCTAAGATGCAGAAAACCTA 

ATCTAAGATTAGGAAGTGTTCAATATTTCACAGCTTCACCAAnAACCTTCAAGCTTCACT 

ATTTTCTCCTCAAAGCTCTCTGAGAATACCCTCACTCTCAAAAAAAAAAAAAAAAAAAAA 
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AT 

>SEQUENCE:6599:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGCGGGATGGTGAGGGAGCCACTACGTGCACTCTCTCAGGGTGACACTGGTATCCTATC 

ACTTGG AT ACG CTGGTG G C ATTTG GTCCACACTG ACT ATGTG ACTG GTTACAC AAAG AG A 

ACCCAGGATAACAGACTAATAAAAAACATAGTCCGGAGGACATCTCTACCTGCTTTTAAA 

GAAAGCGCTTAAACTGGGCGTGGTGACTCACACCTGTGATCCCATCACTTTGGGAGGCCA 

AGGCGGGTGGATCACCTGAGGTCAAGAATTCAAGACCAGCCCAACCAAGATGGTGAAACC 

CCATCTCTACTAAAAATACAAAAATTAGCCAGGCGTGGTGGTGGGCTCCTGTAATCCCAG 

CTACTCGGGAGGCTGATGCTGGAGAATCACTTGAACTC 

>SEQUENCE:6600:prostate_MPM2000-004P6_Table5 

CGCCAAGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCT 

CGAGAGTACTTCTAGAATTAATTAAGGCGGGAACTGAAAAAAGAAATGAAGGTATGCTTA 

CATGGGAAGTATTTTAACACAACAGGTAATTTTTGAGAGCTCATTATGTCCAAACACTGA 

TGAGCACTTAGATCAAAGATATTATTCTTGTCAACAAGAAACTTACTTAGGGTCTAGCTG 

TTGAAAAGATAACAGGAAATTTATAGTCTAGCTGTTGAAAAAGGAAAATAAGATAATTCA 

TGAATAGATTAAAAAAAAAAAATATTAAA 

>SEQUENCE:6601:prostate_MPM2000-004P6_Table5 

CGCGCAATGTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 

TACTTCTAGAATTAATTAAGGCGGGTTATAGCAGACTTCACTGATGAGTAACACTCTGGA 

AATGTGTAAAAAGCTATGCTAGCATCCCAAATACAAACACAAAATTTTGTTGTTTGGAAA 

AATCTGAAAATATCTCAAACTTTATAAGAATTGTAGAGTTTGGGAACAAAAAGAACCAAT 

CGTGAAGAAGGGACTTCTGTCTTCTTTCCTCATCCTTAACCAAGTAACTCATTGCAAAGA 

CAGCTTATTCAGAAATATATCACTGAGAACGGTCTGATTAAAAAAGAAGTCTCTTCTGTT 

CATTTGI I I I I ATGAGGT I I I I I I CCTTAGGGGAAGAG I I I I I I ANAAGTTTGCTTCTTA 

TAAAATAGTTTCGTGGATTAATGCAGCGTTTTTCAACCTGGGTTCTGCTAGAAATTAAGT 

CCTAATGCCTTGAA 

>S EQ U ENCE:6602: prostate_M PM2000-004 P6_Table5 

AGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGC 
GGGTGCTGGCAGGGATACTCATGGGCCCCGGGCATGAGGCCGGTGAAGAAAGCTCTGTGT 
CGGCTGCAGCTCTGGGCCGCAGGAGGGCGCCGGTGCAGGGAGGAGATATTGTTGCTGGG 
T 

ATCAGAGGGTTCCGGGGAGAAGACAAAGGCTGGGACTCAGCCATAGAACAGGCCACGTTT 

CCAGGTTGCCCGAGCAGGCCCACGGCTACTCAAACAGTGCTTTCCTGTGAACCCAGCAAC 

CTTACCGTT ATCC TTTGGCCCAGAAAGTGTTACTGTTGGTATCAACAAGGTTTTCTCCTA 

AGTCTTAACTTTTCAAAGGTTGTTCAGAAGAGAGAATTTAATAAAACTCCACGAGACAGT 

AG AACTT AC AA AAA AA AAAAAAAA AAA AA A A A AG CG G G CCCGTTT AN I I I I I I I I I I I I I 

TTTTAGGGGGGGGGGGG 

>SEQUENCE:6603:prostate_MPM2000-004P6_Table5 

GTATGATTACGCCAAGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGG 

GCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGATGGGGTTGTTTAGAAAGAGGCCTA 

CTCTGATTGATGGTAATGTTTNATATCTTGACTGAGG I I I I I GAAAACACAGGGGTATTC 

AGTGTAT CAGAAT CTACAAAACTGTGCACCTCAAATCCATATATTTTATTAAATTAAATT 

ATACTTAATTTTTTAAGCTAACAAGGAAATTTAAAGCTTGGCAGGAGATGAAAATTAATG 

ATCAAAATTCATAATAGTAAGCCTACCTAAAAATGAACTTGAGGTTTGAATTTGTATTAC 

CTGTGTGATCTTGGAAACTGTATGCCAAGAATCTAATTTTGCTAAAACTCCATTGAAGAA 

TTTAC 

>SEQUENCE:6604:prostate_MPM2000-004P6_Table5 

CAAGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGA 

GAGTACTTCTAGAATTAATTAAGGCGGGGTAAACCTGGGGACACAGGCCCTACCTGCAAG 

GGCAGCTATGCCTCAGCTCCGTCAGCGTTACCAGAGAGGAACACAGAGCCAGCACCCACA 

GATCTTGGATTTTCAAAAAGCATCCGGATTTCT ATGTG AAGTCTCCGGATCCCTCAAGGA 

TGATAACTAGCTCAAAATAAAAACAAATACAAAAAGTCAGCTGTTGGCCGGGCGCGGTGG 

CTCACGCCTGTAATCCCAGCACTTTGGGAGGCCGAGGCGGGCGGATCACGAGGTCAGGAG 

ATCGAGACCATCCCGGCTAAAACGGTGAAACCCCGTCTCTACTAAAAATACAAAAAAATT 
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AGCCGGGCGTAGTGGCGGGCGCCTGTCGTCCCAGCTACTTGGGAGGCTGAGGCAGGAGA 
A 

TGGCGTGAACCCGGGAGGCGGAGCTTGCAGTG 
>SEQUENCE:6605:prostate_MPM2000-004P6_Table5 

TAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAA 

GGCGGGAAGCAGAATGTCTGTGGAAACAGTGAAGCAGAGAGTACTGCGACTGTTAACTAC 

AGAAGGCTGCCCCGGCCCCAGCACGCCTTACATGCAGAAAACAAAAAAACAAAACTGACA 

TCCAGAGGACTAGCCCCACAAATAGCTAGGGCAGTGAACTCCAACTCATTTTATGATGAG 

TAATAA I I I I I I I I I AACTGGCACAATATCACTTCAAAGATATTTTAAAAATCAGGAAAA 

GAACATGTAAAACTTATCTAATGAATGTTCATCAGAAAAACATAGCCAAAGCATACTATT 

TTCTGAATAGCCATCAGAAAAACAAAACCAGAGGAAATTCTGGGCAAGCATCATAGACAA 

ATTATGTAACTTAATCCAATCACTTCCATTAAGAGTAATCACAAGGCAGAATCAGAACTC 

AGGAAAGAGACCAGATGACGAGGAGGTAAAAATGTGAGCAATCAGGACTCAAGAAAAATA 

AGAACAAATCAAAACTATCATAGACATGAAGA 

>SEQUENCE:6606:prostate_MPM2000-004P6_Table5 

TAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAA 

G GCG G G CTC AT ATACTTCTTACG G ATTACTGTAAAA AG ATG G G ATTATG CTTCAAAG CTT 

TATATATTGTATGGAAGTTATAAGCAAGCCGTACTCATTTCGTAGGACTTGATATCAGAT 

TAATGCTTTGATGCCTGGAATACGACCCCAGCTTGTTATAAGTTAACCATTTTGTTCCCT 

AAAGTGGTAGCAAAACCTGTTCCTATTTCTGAGCTGTGTTTGAGTGCAAGCTAAAAAGTG 

TAGGGGTTGTTAAGAAATGATATAAGATAAATTCAGCCTTTAAAAAAGAAATCACCTGAG 

C ATATTAAG CAG CTTGTTTATATTG GT ATG CCTG C AG C AAGC AT ATACATC ACAA ATG AG 

AGATATTGTGTTATTAAAGAATAG 

>SEQUENCE:6607:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGCGGGAGGCAAGGGTGAAGGAACCTCCCCATTCATTACAAGGGGCTTTAGCTGGCTGA 

TATGAAGGTTGAAGCCAATGCTAGCAGCCCACTGAGGACAACTTGCATTGCAGGCTAAAA 

TGACTCTGATGTCGGCCAGGCGTGGTGGCTTACGCCTATAATCCTAGCACTTTGGGAGGC 

CAAAGCGAGCGGATGGCCTGAGGTCAGGAGTTCCAGACAAGCCTGGCCAACATGGCGAAA 

CCCCGTCTCTACTAAAAATACAAAAATCTGCTGGGTGTGGTGGTGCACTCCTGTAATCCC 

AGCTACCTGAGAGGCTGAGGCAGGAGAATTGCTTGAACTCTGGAGACGGAGGTTGCAGTG 

AGCTGAGATGGTGCCACTGCAC 

>S EQU EN CE :6608: prostate_M PM2000-004P6_Table5 

AGG G AAC AAAAGCTG GGTACCG GGCCCCCCCTCG AG AGTACTTCTAG AATTAATTAAG G C 

G G GGCAA AG G C A AAAACTATTGGGTACTATTCTCACT ACTTG GTG AC ATG ATCAATCAT A 

CCCCAAACGTCAGCATCATAAAAATATCTATGTAACAAATCTGCGCATGTACCCCCCAAT 

CTCAAATAAGTTGAAATTATATTTAAAAAAAATCTTCAACATACACAATACATGGAAACG 

TCAAAATGTTAGGCACTGACTAGACAGCAAAATAGGCGGATAATTAAGTTGACCTATACT 

TGGGCTGGACGCAGTGGCTCATGCCTGTAATCCTAGCACTTTGGAGCCAAGGCAGGTGGA 

TCACTTAAGGTCAGGAGTTCAAGACCAGTCTGGGCAACAGGGCGAGACCCCCATCTCTAA 

AAAAAAAAATACAAAAAGCCCAACTTGATGGTGCCTGCCTGTAGTCCCAGCTACATAG 

>SEQUENCE:6609:prostate_MPM2000-004P6_Table5 

CCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAAT 

TAATTAAGGCGGGAGGTGGATGGGAGGAAGGAAAACTGGTATCTAACCAAATATTTCACC 

TGTGI I I I IGGI I I I I GCTACTG AATTGG AC AG AG G CTGTCACCATTCATG GTG GTTCTG 

AAAAAACAAACAAAAAAGCCACTCCATTCCTGATTATTACTCTAACTAGACTGTTGTTGC 

TCTCCCTTGAGTTTCAGAGTAGTTGTACCTCTGCCACATCAGTGAAAATTATACTACTTT 

AAAGGAGTTTTTCTTCTCACTTGTTTTACATTTGTCACCTATTACATAGCTGTCCTTTGG 

GCATCTGGCTAGCATCTATGAGCCATTGGTACATTTCTTCCTTGATAAATCCCCAGTGTC 

TAGGATAGTGCCGGTACATAGCAGGCATTTGTTAATTACATGATGAATA I I I I I GGTAAG 

GAT 

>SEQUENCE:6610:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 
AGGCGGGGAGGGGGTAGGTGCTGGAGGTACAGAAGGTCATGCCTTCTCTGCCGGCAAATA 
TGATTAATGTGTGTACAGGGAGGAGAAAAACGCCACTCACCTGGCTATCAGCCAGCCTGA 
CTCATGCCTCTGGGCATCTTAGAACACCAAATATCCAGCAACTCTGGCTGGGGTCTAGAG 
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AGATGTCTATTAGCTTTCACAATGTCTGGGTTAGGAAGGTGCTTCTAATCTTGTTTGTAA 
TAAATATTAGTTCAATTGTTAGAAGTGTTTTTAATCACCTAAAAGGAAGTAAACAGGCTT 
GCCTCACAACCTCGACAGGCAGTGTATGTGTGACTTGTTCTTTCTATCCGGAATCACTCG 
GTTCAAATGCTCAGAGGGAAGAAAGATGGTCATAAAATAAAAGTGTTATATTAAAAAT 
>SEQUENCE:661 1 :prostate_MPM2000-004P6_Table5 

CCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAAT 

TAATTAAGGCAGGCAGTTGGGATGAGAGGGTTGTCTGAGGTCAATTGCTGGTAGCAGCAG 

TGTTATCTGGATACTGAATCTTGGGTAGCCTCTGCTAAGACTAGACCCTCAAGGGCCTGA 

AG CCT AAG GT AGT AGTG G CCATG G CTGCTG AC AAAAGTAG C AG AG CCTCTTTG CTGG A AA 

GCTTCCCCATTCTCAATTTAACCCTGTAAGACTCTTGCTCATTAAAATCTAGTAATGGCC 

TCATAGTCTGTGGTTACTAAATAAAATAGCACTAGGACTTATTGGTACATGCAACAAACA 

ATATATTTATGCTCTGAGAGGACACAGATAATGGACTTTCACCTACAGGATATGTAACTG 

CTACCTATAAAGAAAGTAAGGATGTAGTCACAAGCTGTCCATAACAAANNANAAAAAAAA 

AAAAAAAAAA 

>SEQUENCE:6612:prostate_MPM2000-004P6_Table5 

CAGGGACCGGGTGCCGGGCCCCCCCTCGAGAGTACTTGTAGAATTAATTAAGGCGGGCGG 

GGGGGGGGGAGAACTACATGCGCTAAAAATATTTTTTATCTAGTGCTAGAGCCGTTCATC 

ACCACCCCACGCAGAATTTCAGCTGCTTACGTTGAACAAATTCAACAAGTTTATCCTCAA 

GTTTATATGCAGCAACAAAGGTCTATGAATTTGGGCTCATAAAACTCAGGCGAATTAAAG 

AGGAAACAGCCTCNTTAGAAAAAAAAAAAAAAAAAAAAAAA 

>SEQUENCE:6613:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAGAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGCGGGGAACATTTCTATCTGGACAGTCGTAAGGAAGGCGCCGGCCCAGAATCCACAAA 

TGCTACGTGTCCCTTCTGTCTCCCTATCCCGCATCAGCTCTGTCGTCTCACCTCTCACAC 

ATCCCTACCCAACTGGCACCGACACCACTCATGTCCCCAAGAATCCCCTCTAAGCCAGCC 

ATGACAAACGCTCAGCTCCATTCACTACCCCACAGAGGATCTCGGATTAAGAGCACAGGA 

CCCGGCCGGGCATGGTGGCTCACGCGTGTAATCCCAGCACTTTGGGAGGCTGAGGCGGG 

T 

GGATCACGAGGACAGGAGATCAAGAACACCCTGGCTAACACAGTGAAACCCCACTTCTAC 

TAAAAATACAAAAAAAAAAAAAAAAT 

>SEQUENCE:6614:prostate_MPM2000-004P6_Table5 

ACCCTACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAAT 

TAATTAAGGCGGGGATGTTATCAAATTTGGAAAATCAGGCAAGC1 GAGATTCTTAGAGTT 

TGT AG GTG CTCATT AC AATTTT ATTTTATTTTTTCTG AT AGTAGT AAT AACATATTTTCT 

GACTATGATAAAAGCCAAAGTGTTATCTATGTTCTTTACGTGAAAGTTCACTTAGATTCT 

CTTTCTCATATGGATTATAGATTGTCCCTTATTCAGGAAAGCAGGACATTTTTTGGTCTG 

AAGAGATTTCCCTCTGGGTTTCATTTGTATCAAAAGTGAATTGTGAATCCCAAAGGCATT 

CACATTGTAAGATGATACTACTAGTTGGGATACTGAGGTTCCATTTTTATTCCTTTAATA 

GCTTCCTAATTATAGATTCCTTTTCCTTTAATTTCAGCCTCTAT 

>SEQUENCE:6615:prostate_MPM2000-004P6_Table5 

AGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGA 

GTACTTCTAGAATTAATTAAGGCGGGGGTAATTTGTTACACAGCAACAGAAAATACAAGC 

CTACTCTCCTTAAGAAACCTTCCCACTGCATGAGTAAGGATTATTTTTACCTTCTCAAAG 

TCTTTGTTACAGGGACTACAAAAATGGAAGGCCACACAGACCCTGAGTACAACTGTATAA 

AAGCAGCAACCTTAGGTTTAGTCATAGTTGTCTGCATTAGAACTACAGAATGTTAAGAGT 

TGGAAGGAAACTGAGAGGCCCCTTAGTATCATCCTTTATGTTTACAGATAAAGAATGCAA 

GGACATGTAATAGTTCATAACTTGTTCCTGATCACATAGCTGATTAAAGGCCAAANNAAA 

TAAATAAAAAAATTTAAAAAAAAGCGGCCGCCACCGCGGTGGAGCTCCAATTCGCCCTAT 

AGTGAGTCGTATTACGCGCGCTCACTGGCCGTCG 

>SEQUENCE:6616:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 
AGGCAGGCACACAAGTATCTGTTATATTA I I I I I ATAATTTTCCATATGCATTAAACATT 
TCATTAAAAGATTAATCACTTGCATAAAAAAATGAAAGAGAACTCTTGGGTATTGCAAAT 
TGGAAATAAAATTGTAAAATATAGTCCAGCTCTATCTGATAAAGACTACATATCCAAATG 
TAATATCTATTAAATAATAACT I I I I I ATTTCACCTTAATGGTTAACTTCTATACAAGAA 
AGGTGAAGGACAAAGACAATACTAACAAGATTAATCTTAAGGAGATATGTCAATCTGAAC 
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TGAGGCTAAAGGCATTTTTGAATTATCCACATAATTGTCTAAACTCTCCTTTTCATCTTA 

TCTAACATAAAAACATTAATATTTTCAAAATCACCTGGCACTGGTAAAAGATTCTTGTAT 

CTCATGAATGAGTATCAAGCACCAACAATGAGTTAGATGAGATACGGTCACACACAAAAA 

AATAATGTTTATTTTGACTGTACTTTTTAAATGACAAAGAGTAATTTCAACAAAACCAAA 

TGCTGCAGTGTGGCACTCAACTATAACAGTGTATTTTCTT 

>SEQUENCE:6617:prostate_MPM2000-004P6_Tabie5 

GCCAAGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTC 

GAGAGTACTTCTAGAATTAATTAAGGCGGGCGGATCATGAGGTCAGGAGATGGAGACCAT 

CCTGGCTAATACGGTGAAACCCCATCTCTACTAAAAATACAAAAAAAATTAGCGGGTGTC 

TGTAGTCCCAGCTACTTGGGAGGCTGAGGCAGGAGAAAGGCATGAACCCAGGAGGCGGAG 

CTTGCAGTGAGCTGAGATTGCGCCACTGCGCTCCAGCCTGGACAACAGAGCAAGACTACG 

TCTCAAAACAAAACAAAACAAAACAAAAACAAAAACAACTCAAAGTGTAAGCACCCAAAG 

GGAAGGTACTTGTATTGCTTGCCATTGTATATATCCATAGCACCTATTACTCTACTTGGA 

ACACAGTACATGGCCATTTGTTAAATAAATGAACAAACAAACCAAGATAGTGATGTTATG 

AAAACCAAATGCAAAGGGAGTTTCAAGAAGAAGGAATCACTTATA 

>SEQUENCE:6618:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGCGGGAGGAGTAAGTTTTAGTGATCTATTGCACAGCACGAAAATCACATTATTAATAA 

TGTATTTGTATACTTCAAAATTACTTAGAGGAGATTTCAAAAGTTTTCACCACAAAAAAG 

GAAATGAGGTGACAGATATGTCAATTAACTTGATTTAATTATTCTGCAAGGTATACATAT 

ATCAAAACACGCTGTATTCCATAAATATATATAATTATTATTTCTCAATTAAAAAATTTA 

AAAAAATCGTTCCTACTTTAAGGCAATGACATCCTTATACCTAATCTTTTTAAAAAGCAT 

ATGATTAATATATTTAGTAATTTGCATGCCTGC I I I II CAAGTTAAGAATGTAATTCTTG 

AAGGTTTATTAATTTGTCTCAAATA 

>SEQUENCE:6619:prostate_MPM2000-004P6_Table5 

CT AAAGGG AACA A AAG CTG G GT ACCG G G CCCCCCCTCG AG AGT ACTTCT AG AATTAATTA 

AGGCG G GTTG CAATGTG G ATTCTG AC ATCGTATTG ATG AG CTTTTAT AAAGTCC ATTG AT 

GTACCTTGTGTTTAAGTAGAACTGTTACCTGTGTGTGACAGGGATAAAAAAGCTTGGATA 

TGGGCCATGCGCTGTGGCTCCCGCCTGAGATCCCAGCACGTTGGGAGGCTGAGGCAAGAG 

GATTGCTTGAACTCAGGACTTCGAGGCTGCAGTGAGCTATGACTGCACCACTGCACTCCA 

GCCTGAGTGACAGAGCAAAACTCTGCGTCAAAAGAAAAACCAAGGCTGGGCACAGTAGCT 

CATGCCTGTAGTTCCAGCTACTCGGGAGGCTGAGACAGGAGAATCGCTTGAGCCTGGGAG 

GAAGAGGGTGCAGTGAGCCGAGATCGTGCTACTGCACTCCAGTCTGGGTGAGAGAGTGA 

>SEQUENCE:6620:prostate_MPM2000-004P6_Table5 

ACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCGCCTCGAGAGTACTTCTAGAA 

TT AATTA AG G CG G GGTAGTC AG GGTG G G AAG GT AG C AT ATCT A AG G G ATTC AG A ATTTTC 

TGGGAGGTGGAGACTTGGAATATATTTATCACATAATTCTCACAGTCAGTGAAATGGCTG 

ATTCCCAGAAGTGAATACATATCCTAGTGGAATTATAAAAGGTATTGGTTATATGTATTA 

AATGGAACCTTACATTAGACCAGTAAAAAAAAATGAAAGCTATTGTAGAACAGTAAATTA 

AGGAAATAAATTAAAATAGGATACTGACTATAATACAAACTATAATTTTGTTGTAAAGAC 

TTNNNNAAAAAAAAAAAAAAAAAAAAAANGGGGGCCCCCCCCCCGGGGGGGCCCCCAATC 

CCCCCTTTTGGGGGGGTTTTTACCCCCCCCCCCGGG 

>S EQ U ENCE:662 1 : prostate_M PM2000-004P6_Table5 

GGGAACACAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATGAAGGCG 

GG GT AAG AAG A AC AA ATG C ATTC ATCTCTTG AGGTTGTAG AG G GTG G CTTATG AG CTCTG 

CTG G G AACTTC AGTTTTTAGTGTGTTAC ATG ATTTG AT AT AG A AG G ATCC ATC AG G C AG C 

TGTGTGTCGAATACACTGCAGGGAAGACAAGAGTGAGAAAACCAATAAGAAGGCTACAAC 

GATATGGCTATTGTTGTGAAAAATCTTAAATAAATTGCTACCATATAAAATCCATCAGGA 

TTAAACAATAATGCATATCCAAGAGGCTNTATTTTAGGAGTATAGAGATGAGTTAATATC 

AGAAAAACTATTAGAGCAGTATACCATATTAACAAATTAAAAGGTTAAAAAAGCATTTAG 

TTAAAGAGAGCAATAGTTTTCAAAGAAGCAACTGACATAATTTGATGCTTATTATATAT 

>SEQUENCE:6622:prostate_MPM2000-004P6_Table5 

GCAATGTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTAC 
TTCTAGAATTAATTAAGGCGGGGAAAGAATTTATTGAAATGCTACTTTATGCTTAGCTAA 
ACCACTAATGGTAATGACAGCCCTAATATTTTACATTAGTTCTTCCAGTATGATAGTGAA 
ACCATTATATTCTGAAAATGA I I I I I ACCTTAATGCATATATTAAGACCTATTTAATCAA 
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GAGTGTCGATAATAGCAATATTGCTTTTAAAATATAATGGTCCCATATATCTGTTAGCTT 
AGGTCACAGTTTGTCTATAAATTTACGTTTATTAACATATTAAGTCATACAAAGATAGCA 
TGT AG CTCTAI I I I I AAAAATCTGTGTTACAAAG AATG AATTAATG ACCTATATTTGTCT 
TCTGTTCTGATTTGAGGTCGAGGATTTGATTGCACAGATCCGAGAAGTTTTTATTCAGAC 
TTTAG ATG ACCTCACTTG G ATG G ATGC 
>SEQUENCE:6623:prostate_MPM2000-004P6_Table5 

G CCAAG CG CG C A ATT AACCCTC ACTAA AG G G AAC A AA AGCTG G GT ACCG G G CCCCCCCTC 

GAGAGTACTTCTAGAATTAATTAAGGCGGGGCTGGACTGTATTAATATCTAGAGACTGTC 

TTTAT ATTACAG C AAATTAAAACCAA ATCAGTTACCATAG CTTTTTG AAATAG AAG AG AA 

TAACCAGAGACCCCCACAGCCCAATAAATCAACAAAAACTGGAAATACCATTTATGGAAA 

TACAGAAATATTATGTATAAATACATTAAAAAATGTTCTATGTTAGGCTTGCAAAACATG 

CTGAAATGTCATTATGGTATGTGACATTTTATTCAGAAAGAGGGACCATGGTAAAATACT 

TAAAAAATAGGATACTGAAGTTTAAATTTCTAACTCAATTTCTAACATTTAAAAAAATCA 

TGTAAGTTACCAAAATGTTTTGAGCACTACCTTTCTCATCTAAAAATTAGGGATACATAG 

CCGTAAAATTTTATGTG C ATTACATG G 

>SEQUENCE:6624:p'-ostate_MPM2000-004P6_Table5 

CGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTAC 

TTCTAGAATTAATTAAGGCGGGGGGCAGGCAACGTCTCTACACAGAGCTGCTGCCACATG 

GCTGGGAAGGACTCAGATCCGGTACATCCACTGATCTGCCGCCAAGTGTGAACCCTGAGG 

TCAGAACAACTGAACTTGGATGAGGAGGGGGATACCTGTGTACTGTAGTATCAGGTTTAT 

GAGTACCTACAAATTCAAATCATTTTGCATCCTTCAATACATTGAATTTCCTCAATAAAC 

CTGTGAGAATCATTGGTAGCTCAATTTTACAGGTGAGAAAACTGAGGCTCAGAGAAATAG 

CTTGCCC 

>SEQUENCE:6625:prostate_MPM2000-004P6_Table5 

TACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAAT 

TAAGGCGGGTGGATAACTTGAGGCCAGTAGTTCAAGACCAGCCTGGCCAACATGGCGAAA 

CCTCATCTCTATTAAAACTACAAAAATGAGCCAGGTGTGGTGATGCACGCCTGTAACCCC 

AGCTACTCAGGAGTTCGAGACCAGCCTAGCTTCTACTCTAGTCTCAGTGAC ATAG TGAGA 

ACCTGTCTCTATTAAAAGAAAAAAAAAAGAATCCAAGCACCTAAGCACTGCATTTTCACT 

TACTCAACCAGATTTGTAAAATGTAAATAATCCTTGCTCTATCTCCCTTAAATATTTATG 

GGGAAAATCAAATAAGCTGGTTAGTATACATGGACTTACACTACAAGGAGTTATAAAATG 

AGTAAAGCCTTCCGTTTTCCTTAAAAGTTCCTCAGAACTTATCATTATTATAAGCAAA 

>SEQUENCE:6626:prostate_MPM2000-004P6_Table5 

GGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCG 

GGACGGGTGGGTGTGTGCGCCTGTAATCCCACCTACTCGGAAGGCTGTGGCATGAGAATT 

GGTTGATCCCTGGAAGCGGAGGTCGCTATCATCGAATATGGCGCCACTGACCTATCTAGC 

CTGGGACTGAAGCTAGATTCCATCTCACAAGTATTATATAACTAAAGACATAGTACTGTT 

ATCCATTAGATAACGAGCAAAATCCAGAAATATCCAGATTTGCmTATAACCCAAGGCA 

G GTTC ACA AG GTG AG G AGTAGTAGTTTTT AATCACTCGT ATTTTC ATTTGT AG C ATTG C A 

TTCCGTGTATTTACCTTTTCTTTAAACACTCTTGCTTTTAATTTTTAAAAATGCATTANT 

GCGGCCGGGCGTGGTGGCTCACGCCTGTAATCCCAGCACGTTGGG 

>S EQ U ENCE: 6627: prostate_M PM2000-004P6_Tabie5 

AAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGG 

CGGGAGGTGGATGGGAGGAAGGAAAACTGGTATCTAACCAAATATTTCACCTGTGTTCTT 

GGI I I I I GCTACTGAATTGGACAGAGGCTGACACCATTCATGGTGGTTCTGAAAAAACAA 

ACAAAAAAGCCACTCCATTCCTGATTATTACTCTAACTAAACTGTTGTTGCTCTCCCTTG 

AGTGACAAAGTAATTGTACCTCTGCCACATCAGTGAAAATTATACTACTTTAAAGGAGTT 

TTTCTTCTCACTTGTTTTACATTTGTCACCTATTACATAGCTGTCCTTTGGGCATCTGGC 

TAGCATCTATGAGCCATTGGTACATTTCTTCCTTGATAAATCCCCAGTGTCTAGGATAGT 

GCCGGTACATAGCAGGCATTTGTTAATTACATGATGAATA I I I I I GGTAAGGA 

>SEQUENCE:6628:prostate_MPM2000-004P6_Table5 

TAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAA 

GGGGGGAAAATATGTGAAGGTTGGAGAGGGGAAGAACCTACATTAAAATGGATTTAAAAG 

GCAAAGAACTAAATGTAATCTGTGGACCTGGTTTGGATCTTGATTTAGACAATTAACAAC 

CACCTGGTGCTTGGCTCACTGGTTGCTCGTCCCAGCACTAAGGGCCAAGAATAAAAGGAC 

ATCAATTTACCTTTCTCAATCTTACTCCCCAATACTCCCCTTCACTGATTCTGTGCACCA 
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GTTGAACTGCTCTGCTCTGCACATTAAATATTGCATTTTTCAGCTG Mill GTTTGTTTG 
TTTGTTTGTTTTGAGACAGAGTCTTTCTTTGTCACCTAGGCTGGAGTGCAGTGGAACCAT 
CTCAGCTCACTGTAACCTCCACCTTTCAGGTTCAAGAAGTTCTTGTGCCTCAGCCTCCTG 
AGTAGCT 

>SEQUENCE:6629:prostate_MPM2000-004P6_Table5 

CCTACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTA 

ATTAAGGCGGGAGTTAAGAGATTACA I ! I I I GAGAAGTTCAGAGCTATGTTAGAATCTTG 

GCTGTACAAC 1 I I I I AGACATCCTACCTTGGAAAACATACCTGATGTCTCCATGTTTCAA 

TTTATTAAGTCATAAAATGTGATTATCTTATAAGTTTATGGTGAGGACTGCACCATATGT 

ACCTAGAGCAGTGTGTTCTTATGATGTTGATAATTGTTCTTTTAGCATAAAGTGTTGACG 

TGGCAAGATTCATAAAAACTAATCAGAAAAAGAACTCAAATATTCTACCTTATTATGCAT 

TCGCAATGTGTCTATAATATTCAGGCTTAGGACTTCCAGCTCCAGCAAAATAACCCTGAA 

AAAAAAAAAAAAAAAAAAAAAANAAAAAGGGGCCCCCCCCGGGGGGGGACCCCAATTCCC 

CCTT 

>SEQUENCE:6630:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGCGTGACTCATTGGAGGAGGGGAAGGTCTGTGGGAGAGAAGGGAGAACCGAGTCCAAA 

AAGAGGCACCAGGGGTTCACAGTGGGCTCTGAGCATCAGGTGTGGGGCCAGGAAAACCAT 

GAGGTAGGACAGGAGACATAGGGATTGAAGTTAAGGGAAGGAATTAAGAGTTCAGAATAT 

GGCTTGTGCAAAGGAAGGGATTCTAGAAACAAGACGTGGCCATCACTGGGGTCAAGAAGA 

GGGCATGGAGACAGGAAATGAAATGGGGAAAAATGGGCCGGGCGAGGTGGCTCACACCTG 

TAATCCCAGCACTTTGGGAGGCAGAGGCAGGTGGATCA 

>SEQUENCE:6631:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGCGGGTAGATAGATAATGCGATAATAATAGATAAGTAATAATAAATAAATTAATAATA 

AATAGAATGAATAAGACTGACTACTTGATAGCACAACAGGGTGACTATAGTCAATAATAA 

CTTAATGGTATGTTTTAAAATAATGTGAAGAATATAATTCGATTGTTTGTAACTCAAAGG 

ATAAATGCTTGAGGAGATGGACATGCTATTCTCCATGATGTACTTATTTCCAATTGCATG 

CTTGTGTTAAGTACATATCAGGTACTGCATAAATTTATACATCTACTATGTACTCACAGT 

AATTTAAGAAATAAATAAAAATAAAAAATTATATAATGTATGAAAAAAGACAGTCACTAA 

AGTATTCATAGAGCCATAGATTATATAATTTCATTTATGTGACCTTCAATAATTAGATAA 

AACTAAACTGTATTTTTTTGGAAATAAATCCTGGATGGTAAAATTCTAAAAGAAAAGCAA 

GGAAAGTATCTTTGTGGAGGAAGAAGTANTGATTAAGAGAGCACAGAGGATGGGCTTCCC 

TGTACTGACAATGTTGTACTTCTTGACTTGAATAGTAGTTGCATGGGTGTTCACTT 

>SEQUENCE:6632:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGCGGGGAGGGATAAGCCAGGTCCTAGAGAATAGTAATTTTCAATATTATTGATATCTT 

TGGAAATTAGGTTCTGGAATAGCCAGTTTATTTTGCAAAGTCTACTTTAAAGCTACCTGT 

GGCACGTGTGTATTATATGTATTATGTGCTGTGTACATGCACATACATACACAATTATTT 

CAAAACTTCATTTTAGGGCATATTCCATAAAACTCAATAGATCAAAAATAAAAGAATTCA 

AAAAAAAAACTGGGGGGCCCCCCCCGGGGGGGGCCTCAAATTCCCCTTAAAGGGGGGGTT 

TTACCCCCCCCCCCCGGCCC 

>SEQUENCE:6633:prostate_MPM2000-004P6_Table5 

GCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 

TACTTCTAGAATTAATTAAGGCGGGGGGGAATAAAGTTAAAAAAGACTTCACCAATCAAC 

GCCACCCATGTTAAAAATTACTAATGAAGTAAAAGGCTAAAACCTCTTCTACAGAAACTA 

ACAGTTCCCCAACAAGGGAACAGCCACACCCTATCTACCTCTTTCCTGCGAAGAAATCAT 

CTATGGTTGTTTCCATACAGAAACAAGTTTCAGGTATTACAGTATTATAAGAAATCACTC 

TTCTGGGAAAGTATGTGAATGAGCCAAAAGAATAAGAGGCCAGGTGCAGTCGCTCACTTT 

GGGAGGTTGAGGCGGGCAGATCACTTGTCGGGAGTTCAAGACCAGCCTGGCCAACATGGT 

GAAATCCTGTCTCTTCTAAAAAAAATACAATAATTAGCCAGGGTTGGTAGTGCACACTTG 

T AAT CCC AGTT ACTC ATG AG GCTG AG GC AAG AC A ACT 

>SEQUENCE:6634:prostate_MPM2000-004P6_Table5 

ACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 

TTAATTAAGGCGGGCATTTGGGCTGGAAAAAGAGTGCTTTTCCTTATTTCTCCAATAGGA 

AGGCTATGGGTCCACGTGACTTAGGTGCTTATAAACCTCAAATGCCCTTGCTTTGCTATG 
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GTGACAAAGAAAATTCCACATATTTGGATGGTTGACTGTCAACTATTTTTGAGAGTCTAG 

ATATTTGCTAGAAACTTCTAAAGGAATGAATACTAAGCATATACCCTCCAAATTTAGTAT 

AGAACTAGAAACAATGAGAACAAATAATTTGTTTGCACTCATAATCTCACAGTTGCACAG 

TTAACTTAATATGCTCCCTGGTGGACTTGGCCTATGTCATTCTGGGATAGAAATCAAATT 

TCACTAAATTCCATTAAATGAGAGTGAAATAACACATACAGCTGCCTCCCTTATCAATTT 

GACTGGTTATAAAAATGTTGTTTTTAACTCAGTATTTTGGATCCCAGAATA 

>SEQUENCE:6635:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGCGGGAGTTTCTCCTGGTATGGATTAGGAAAATGAAATGAGAACAATTAAATCCTTTA 

CCCATGACATAGTTATAGGCAGTGGCAAAATCAGAACTACAAACTAGTTATAGTGATATC 

CAGTGTAGTAACCTAGTATTCCTACCATGATCCCTTTTATTCCTTAAACTTTGAGAGGTC 

TAAAATTAAGTCAAGATGGATTAAAGACTTAAATTTAAAACCCGAGGCATGATGGTTCGT 

CCCTGTAATCCAAGCACTTTGGGAAGCCAAGGCAGGCTGATTGCCTGAGCTTAGGAGTTC 

ACGACCAGCCTGGGCAACACGGTGAAACCTCATCTCTACTAAAATACAAAAAAATTAGCC 

GGGCGTGGCAGCGTGCACCTGTAGTCCCAGCTACTTGA 

>SEQUENCE:6636:prostate_MPM2000-004P6_Table5 

CGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGT 

ACTTCTAGAATTAATTAAGGCGGGGGATGAGTGGGAAGGAAAAAGCAAGACCTCCTAGTT 

TGTAGGA GTGAAAGGG CTGAGACTTGACAGTGGTAAAATTGCTTTTAGGGTCTACCTCCC 

TCTCAAAGTTTTCTTTTCCTGAGTAACCTGAGAGCAGTCAAAATTCCTGCAATTGAAAAC 

TCTTCTGACACTGGAG AGGG TACCCTACTTGCCTCACTACTCCCACGAAAGCTAAAAATA 

AAGGCTATTAGTCC TCAT TTTCTCACACACACAGAACGTGCAGTAAGCCATGTCAGGAGA 

CAAGTCAACACCAGTTTTCCTAATATCCTTCTTTGATAAATATGAAGAATCACCAAACGT 

CTGAGGAAATCAGAAGCACAAAGAGAAAACTGATGTGAACTAATATTTCAATGCACCATA 
T AAG AAACTG GTAACTTA 

>SEQUENCE:6637:prostate_MPM2000-004P6_Table5 

ACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATT 
AAGG CG G G GTG ATG G ACATGTTTC AT ATTTTG ACTGTGG GT AG AT ATGTGG CTCTAT AC A 
TTTAATAAAACACAT CTAACT GTACACTTAAAATGAGTACATTTTACAGCAAGTAAATTC 
TACCTCTAAAAGCTGTTTTTTTAAGGCGTCTCAAATATTTCCCCTAAAAAAATTTAAGTG 
ATATCACAAATCTGTAATATGTGCTATAGTCTAAACAGAGCTTTCTAAAAGGCTGCGTGG 

ATrCTTGTCAAACCAAAATGTTAGAAAACATTATTTAGAGTTTGAAACAAATTTATTCAC 
ATGTATGATTTCAA I I I I f I I I I I I 

>SEQUENCE:6638:prostate_MPM2000-004P6_Table5 

GATTACGGATGATTACGCCTTGCGCGCACCTAACTCCTCACTAAAGGGAACAAAAGCTGG 
GTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCAGGTGATGAAGCTGAG 
GGAAGACACTTATCATCTTAAATCCCAGAGACCAACGCTTTCAACTTAAAAATGAAAATG 
TCCCAATTATAAATCCCTGAGGTGGAAAAGGCTGCAACAr 3AAAGCATTCTAAGCCATGC 

CTTTG TGTTG TATTGCAGTCAAGAGGAAATAAAGAGGTCCCCTTTGTTTAATAAGCAACT 
GAAAG l l l l I CTTTCATGCCTCTCATATTTCTTGGCATCACCATAACTGTTGCCATTTAA 
TCAAGATTCCCTTTAAACTGGTGAATGCTAGCAGAATGTCTCAAGAGAGCTGATTTCCTT 

CACTTTCAAGTTCATTGTGACCACGAATGCATTAACCTGGGCTGCCTACATTTCTTCCTG 
TGCTGTCACATAAGATATACT 

>SEQUENCE:6639:prostate_MPM2000-004P6_Table5 

AGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAATG 
AGAAATACATAAACATATTCTCCTTGTGAAAGGAAATAAAACATTATAAATACAAAAAAG 
GGTGAAGTTTCTTTCGACCATGATCTTTAATCTGGTTTGGCTCCCCTGTCTCATAGGTAA 
CC ACTGTTG G G ACTTCG G AATAT ATCCTTCTGTGTCTTTTTCTAT ATGTTT AC AC AC AT A 
TACTTGACACT GAAAAGAT ATGGTATTGGTTGTATTCTGTGCTGTATTATATAAGTGGTT 
GTGCAACTTGC I I I I I ITTCA CTTTATAATACATCTTAGAGCTCTGCTTATGTCATGTGG 
ATCCAGTGCGGTTTTGTTTTGTT i I I I I I I I I I I I AAAAGGGAGTTTTGCTTTTGTCCCC 
CAGGCTGGAATGCAGGGGCCCAATCGGGGTTAATTGAAACCTC 
>S EQ U E NC E:6640: prostate_M PM2000-004 P6_Table5 

TACGCCAAGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCC 
CTCGAGAGTACTTCTAGAATTAATTAAGGCGGGGGGGGCGTGACGCCACGAGCCTCGGCG 
CCGGCCACTGGGCTTTCCAGCCGGAAGGTTTGGTACATCTCTGTCTACCCCTAGGGAAGG 
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AGGTGAGGGAGAAGTTGAGAGGGCAGCCTGGAGGGGGAGGGGACTCTGCTCCTGCGTGT 
G 

TTCTATCAGGGACTGACTGTGAGGTCAGGAGCCTCTGCATTCTGGCACACAGGCTGGGTG 
ACTCTTGCTCTCCAGCTGCTACTGCAGCTGCACCTTTGTGCTCAATGAATGCAGCAGCCA 
TGGCCGCACGGTCCTGTCTCAGCGCGAGCCTCCTGCAGGGATGGAGCAGCAGCACGGGG 
A 

GCAAACCCAATGACCCACGCCTTTACCCTGGGGATTCGCACAGAGATGGTGCTGCCTGGA 

CACCTTCCTCTACTCAGAACCTGAGGAACCACTG 

>SEQUENCE:6641:prostate_MPM2000-004P6_Tabie5 

ACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATT 

AAGGCGGGCCATACTGAGCCAGTAGCTGGGGGAAGCATCCAGTATACCTGGGCCCCCCTT 

TGTCCACCTTCCTACACAGCTTGTGGACTTGCTTCCACAATTTTGTTTCTAAATACACTT 

TCATTATTGTCTTAAAACTCCTAATGCCCTTTGGGAGGCCAAGGCGGGCGGATCACGAGG 

TCAGGAGGTAGAGACCATCCCGGCTAACACAGTGAAACCCCGTCTCTACTAAAAATACAA 

AAAATTAGCTGGGCGTGGTGGCAGGCACCTGTAGTCCCAGCTACTCATGAGGCTGAGGCC 

AGAGAATGGCGTGAACCTGGGAGGCGGAGCTTGCAGTGAGCCGAGATCGCGCCACTGCAC 

TCTAGCCTGGGCGACAGAGCAAGACTCAGTCTCAAAAAAAAAAAAAAAAAAAAAAGCGGC 

CGCCACCGC 

>SEQUENCE:6642:prostate_MPM2000-004P6_Table5 

CGCGCATTACCCTACTAATGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACT 

TCTAGAATTAATTAAGGCGGGGTCACATAAAATACTCTTGGGCATATCAATAGGGCACAT 

AAGTCATCTTAAAATTCCTTCCACTAAAGGTAGAAAAACACAAGACCTAAGAAGAACTTA 

TAAAACTTTGAAATGAGACCTGAGGTAAATGGATATTCAAAGGACACTGGTCTAGAGAGA 

TCTGGATTCCTTATGTCTCACATAAATCTTAAAAATAGACTTTTCATTCATATACCTTAT 

AGATATTTTCTCTTATAGATATGCAAAACTCAAGATATTGGACAAGTAGACAGTGGAAAC 

AGGCATGAAAGGGCCAGAAAATACTATATCCAAAAAGAGTACCAATGTGATTCAATAACC 

AAAAATTACCAGGTGACCTTATTCTTTAACAATACAAGTATAATAAACCCAGTGCTTAAG 

AATCTCAA 

>SEQUENCE:6643:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGCGGGGAAAAAAGCCTGTGCAGGCTGGGTTTCTTTCTAAAGTGGGAAGTTAAAGCAAC 

GGGAAACCACCAGGTAGGATGTTTTTCCTATATTGGATGGTGGCACAAAGTTCTCTTCCA 

A ATT ATTCCAGG G ATG C A ATG CA AT G C ATATC AAGTC A ATGG AG G G G G CC ATCTG C AATA 

TTAGATATTAAAACATATTTTAAGCCTACAATAGCAAAAACAAGGCACTGACACAAGAAT 

AGATAAAAGGCCCTATTGCAGACACAAATTCAGCATAAGAAAAATGGTGTTTTAAAAAGA 

TTTGTGCCAATAATTTTGGATTATA I I I I I ATTTTCTTTCTTTATGAGTGTTTCTCTTTT 

ATATAACTTTAAGAATAGACCTGAATTATAATATCACATATAT 

>SEQUENCE:6644:prostate_MPM2000-004P6_Table5 

ACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 

TTAATTAAGGCGGGATTTATATATATGTATATATAAAATTTACAAATGGGTAAGTTAATT 

TAGTCTGTTATTTAATCTGTATTCTCTTTATTTGCCTAGCAAAGCCCAAACCAATCAGAA 

ATTGTTATAGCAAAAAGAATCAGGAGATCACTTAGTTCTGTGGTTCCCAAACCCAGTGAC 

ATCAGAATTCCCCTGGGAAACCATCTTGAGGGTATCCATGAGAAATCTGTCAGGTAGTTC 

TTATGTAGCTACCCCCTGTTTTCTCCATTTGTGGTTATTACTGCTCTCATCTTAGAAGTT 

GGAAGCCCAAATAAGGCAGCTGTTAAGTATTTTATAAATAAATTTGCCCAAGTAATTGGC 

ACAGCTCAAGTCAAAACAATAGTCTATTCTCCAAATGGAATTGTTCCTGTCAGAA 

>SEQUENCE:6645:prostate_MPM2000-004P6_Table5 

TAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAG 
AATT AATTAAG G CG G G G C AC AATTTC AACCA ACTTT A A ATT ATTTC ATTCTG G AAGT ATG 
TGTTGAGTAAATATGAAGTATAAGGCCCCTAGAGGTACAGATGGCTATGGCCGTCTAAAC 
CA7TTTACTCTTAACTTTTAGTGTCATGGACCTCTTTGTCAATCTAGTGAAGTCTATGGA 
CCGC I I I I I I I AAAAAAGCCTTTAAACATATAAAGTACAGTACATTGAATTACAAAAGGA 
TCCAAGAATATTGAAATAGTTCCCAAATTAAAACCCCACAAAAAAAATGGCCCGGGGCCC 
CCCCGGGGGGGGGGCCCCACCCGCCCCCAAAGGAAGTGCTTTGAACCCCCCCCC 
>SEQUENCE:6646:prostate_MPM2000-004P6_Table5 

CCCTACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATT 
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AATTAAGGCGGGTGGATCACTTGAGGTCAGGAATTGGAGACCATCCTGGCCAACATGGTG 

A A ACCCC ATCTCT ACT AAA A AT ACAA A AATT AG CC AG G C ATG GTG G C ACGTG CCTGT A AT 

CCCAGCTATTTGGGAGGCTGAGGCAAGAGAATCGCTTGAACCCGGGAGGCGGAGGTTGCA 

GTGAGATGAGATCACACCACCGCACTCCAGCCTGGGCGACAGAGCGAGACAGTCTCAAAA 

TAAAACAAAACACAACATCCTAAACTGATTTCAAAAGAAATAGCCCAGGAGCATGATTCT 

AG GAG G C A AACAAC ACTC AATAA ATG CTTTAGT AG AT AAA AG C AG ATAA ATATTG G AA AA 

GCAAAAAAACCAACGTAAGATTGATCTTTAAAATTCAATTTAACACCTGAGTTCTTGCAA 

AANANAAAAAAGGAAAAAGGAAAA 

>SEQUENCE:6647:prostate_MPM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAG 

GCGGGGTTTCACCATTTTGGTCCGGCTGATCTCGAACTCCTGACCTCAAGTGATCCACCC 

ACCTCGGCCTCCCAAGGTACTGGGAGCCACCATGTGTGGCCCACTGCAGGGTTTTGAGCA 

GAGAAATAAAACATTGGTTTTATGGTATCTTTAGATTTTAAGTATTATTTCTGTCTCCAT 

TATGTTTTAGCCTC I I I I I I 1 GACTCATGAGCAAGTAATCAAAATGATTCAGTATTCTAT 

GAAATGTACTACTAGTGAAAAGTATCTCATAGATAATTTAAGCTCAAATCCCCACTAATT 

TACTTTATGTGGGTAGAATACTAAAAACAGATAATATTGTTTCTGTTAAATTCAATCATG 

TGACTCAAAGAAATGAGTGTCTGTGGATGGAGAGACAGAATCATAATTCTGT 

>S EQ U ENCE:6648: prostate_M PM2000-004P6_Table5 

TCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAA 

TTAAGGCGGGGGGAGCTGAGAAGGGGACTGAGGGACTGTCCCGGCCATTACCATTTTGGA 

AATCTCCGCTGAGATACCATTGAAGAGACACAGTGGTGAATGGTACTCTGGATGCACACA 

TGTGTGCGGACAGGCCCATGTTCTAGAGTGTGACAAACTCTTCTGGTGGAATCGCGGCCT 

AAGCCAGGCATGGTGGCTCACGCCTGTAATCCCAGCACTTTGGGAGGCCAAGGCAGGCGG 

ATCACTTGAGGTCAGAGTTCGAGACCAGCCTGGCCAACATGGTGAAACCCCGTCTCTACC 

AAAAATATACAAATATTAGCCGGGCACGGTGGTGTGCGCCTATAGTCCTAGCTACTTGGG 

AGGCTGAGGCAAGAGAAACACTTGAACCCAAGAGGCANAGGTTGCGGTGAGCTGAGATCA 

TGCCACTGCACTCCAGCCTGGGCGACAGGGCACGACTGCGTCTCAA 

>SEQUENCE:6649:prostate_MPM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAG 

GCGGGGGCCAAAGAAAACTAAAAGTATGAGTGGAGACAAAATAGAGCCAAAAAAGAAATG 

TAAAAATGCATACCATAATGCCAGCACTCCTGTTACTAGTGTT CACAAGGACCACCATA 

AG CTTTGTAG C AG CCAG ATTTAAAAAG AAAG AATGT AAAACTCAG CTTCCTTCCATCAAA 

AGAACTCAGTTGTTCAGGTGAATCGCAACTGTTCTTGGCCTTAAGATCAGACAGACTTTT 

ATCCTAACGACCTTCATAAAGAGGATATAATGTTAAGTTCATTCATCTCACAGTAGGCAT 

TCAAATAAGTGTTTGTTGAATGAATTGTAGTACCTTCAATATAAGTTGGTGGCATTGCAT 

GAAAATGTATTTCAGCAAAAGCAGTTTTGCCAAAATTGAAGGTGCACAGTGGGCAACAGG 

ATGTTGTTG 

>SEQUENCE:6650:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGGGGAAGTAGTATAAGATACACTTATGTTAGTTAATCCCTGTAAAGAAGAATGATATT 

TTAGTGGAATATGGAGGCTCCAAATAGCTTGTGGAAAGGTAGTATAACTAGAAGTATGTG 

AATCAATGTATTACTCTTATATGAAAGTAAAGGCACGGTTGTCCAATGAACCACTAGTTT 

CCCACTGATCCATCGTAGTCTGGTAATTAGTGCATGTTATGGAGCATTAATTAGAAAAGG 

TCTACATCATATATTATCCATTTATAGAGGCAACAACATTGGCCCTTTACTGGTTCTGAA 

TTGTGAGAGGCCTTTGTTTTGACACTTGATAACAGCTCATTCTGATATGAAGTCACTTGA 

TCACTACAAAGTTGGTGAGCAGCACAGTCTTGTTAACCATTGGTTTGGTTTAGTATATAT 

CTTCCAAATTTGCCAAACCAATGGCTTTTCACAAGGTGTTTATAATTGTTAAATGCCTAT 

GAGGTGATAACTTTCATGTGTGGTTGGATTAATACTGGCCATTAATAATTTAATCTTGGA 

TGG 

>SEQUENCE:6651:prostate_MPM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCT AG AATT AATT AAG 

GCGGGAGATAAACCAGAATTTTCTAGACATTCATATAAGTTCCAGCCATGAAATCAGACA 

GATTTACATCTCAGAAAACTAAAGCATATTCAATGTAAACTTACTTTTGAAATAAACGTG 

AG TTTCC A A A AAA A A A A A A AAA AAA A A AAA AG G GGGGCCCCCCCGGGGGGGGG CCCC AAT 

TCCCCCTTTTGGGGGGTTTTTTACCCCCCCCCAGGGGGCGGTTTTTTAAA 

>SEQUENCE:6652:prostate_MPM2000-004P6_TabIe5 
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ACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 

TTAATTAAGACGGGATGGCTGAGTTCAAGCTAAATAGTATTTCAAGTTTCAAATTGTTTG 

GATTTCTTTTTGGTTACATAGTCCTAATATATAAATCAGCTGCCTTCTGAAAATTGGAGT 

TTT AAG C AG AATCTC ACTA AG ACTTCTCTTGTT ATCTA A ATCTAA AT A AA A AG G G ATTT A 

CATACTGTCAGTATATACTGAACAGAAAACCTTGTAAAACAGTAGTAAACTGGAGGGATG 

CATTAGTTTTAACACAAAGCAAAACCTTGTAAACTCAGGAGATAGATAAACCTGCCAATA 

GAATCACAATTCTAAATGTGAATCTTTATCGAAGTGGTAACTCAGTGTAAAGAAGGGTTT 

TAAATCAGTTCATTAGTCTTTATGGTCGCTTCCGTTGACTAGAAGTAAAACCACCAGCAG 

A 

>SEQUENCE:6653:prostate_MPM2000-004P6_Table5 

AGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGA 

GTACTTCTAGAATTAATTAAGGCGGGGGGGGATAGCTTTAGGAGATATACCTAATGCTAA 

ATGATGAGATAATGGGTGCAGCACACCAGCATGGCACATGTATACATATGTAACAAACCT 

GCACATTGTGCACATGTACCCTAAAACTTAAAGTATAAAAAAAAAAAATCCAAAGTTAGT 

AGAAGGAGAGGAATACTGAAAAATACAGAAAAAAATAAAATGGAAAA TAGAA AAACAGTA 

TCAGTGAAATTAGGGAGTTGGTTCTTGAAAGCATAAAOAAAATAGACATTTTCCAACCAT 

TACCAAGACTAAGAAAAAAAAGAGATGACTTAAATAAATCAAATATGAAAGAGGAGATAT 

TATAATTTATGCCATAGCAATAAAAAATGAACCATTAGAAACTATATGAGTGCTAGAAGT 

CAAAAAATTAGATTACCTAAGAAAAAAAT 

>SEQUENCE:6654:prostate_MPM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAG 

GCGGGGCAGTGATTCAGTAATACTTAGTATATTTAATCAGCCAACTTCAAACCTGTGAAG 

TTCTACTATAATAAGAGTTTTGAC I I I I I I I AAAAAGGGGATAGGGCATGAGGGAAAAAA 

AAACAATCCTAGAATTTTAAGTTCTAGAAGTAGTGGTAGAGTGTGGTGGGCAAGCAAAAG 

AAAACACATTGTAAATACATGTCCTAATGGGAACGATGATCCCTTTCTTCAAAAATAAAG 

CCAAAAAAAATTAAGGTATCTAAGAGTCCTCTGATTGAACCTTAGCTCGGCAACACTCTG 

GGGAAACTAAAGAGAAAAGGAGGGAGGCAGAAAGAGAGAGAGGAAGAGGTAAAGAGAGAC 

TTACAGATTTGCAAATTCACATACACAGACATCAAAGTGAATAGTATCACTTCTGAACCT 

GAATAATGTTAATACTG 

>SEQUENCE:6655:prostate_MPM2000-004P6_Table5 

TG ATTACTGCCACGCG CG C ATATTAACCCTC ACTAAAG GG AAC AAAAGCTGGGTACCG GG 

CCCCCCCTCG AG AGT ACTTCT AG AATTAATT A AG G CG G G CGG AACACTATGCCGTG AG AA 

TGACATCTCCCCACCATGCAAAATCCCTAACCCTTCTATCTACTCAAAATTCAACTATTT 

GCCATGCCTGGTGCCTCTCATGCCATCTACTCTAGATGCTAGGGCAACACAATCGATTGG 

ACCCAATACGCGGAAGTTACGTTGCACTGAGACCATACCACTCCACTGCACTCTAGCTAC 

GAAATCAGACCCCATCTCTTTCAAAACAAAAACGAACAAACACGNACCGGGTTGGCCAGG 

CGAGGTGGCTCATGCCTGTAATCCCAGCACTTTGAGAGCTTGAAGTGGGTGGATCACTAG 

GTCAGGAGATCAAGACCATCCTGGCTAACATGGTGAAACACCGTCTCTACTAAAAATACA 

AAAAATTATCTGGGCGTGGTGGCGGATGCCTGTAGTCCCAGCTACTCAAAAAGCTGAGAC 

CGGAGAATCACTTGAATCCAGGAGGTGGAGATTGCCATGAGCTGAGATCGCACCACTGCA 

CTCCAG CCTGGG CG ACAG AGG G AG ACTCC ATC 

>SEQUENCE:6656:prostate_MPM2000-004P6_Table5 

TACCTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAA 
TTAATATTTTATATTCACTTAAAAAACTAGACATGCAATGTCTAATTACTTGGTAAAGCT 
TATCTTTCAGTAAATCAACCACAAGATAAACCTATTTATCATTCTTCTTAAAAACATGCA 
AATATATAATAAGCATAGCAAATTGGAAAAGTCTAATTTAGATCGAAAGAACTGTTGCTA 
GAATATTATTAGAATGAAATTACAAGAAACATTCAGTGAACTCTTAAACATTCAGGAGAT 
CACATATCTTGGGATTCACAGCAAGTTAGTAGA I I I I I I GGCTTTAGAAGAAACATATGT 
GAATTTA I MM I ACTCCAATATTGATCCATTGACATACATATTGGCGAACCAAATAGAC 
ACATTTACACATCT 

>S EQ U ENCE:6657: prostate_M PM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGCGGGTGAATCACTTGAGCCCAGGAGTTAGAGATAACTTCTGATCCAATAGAAAGCTC 

TAGAGCACACAGAGCAAATATACTTCATCAGTCGAGCTGTAGTTTCTCTGTAAAAAACTT 

CGAACGACTTCCAAAGTTCAAAAAAAAAAATGTAAAGACAACAGCATGATTGCTAAAGA7 

TCATGTGGTCAAAGACTGGAAGAATGACACAGGGGAGGTGTTCCCTCAGGGGAATTGTGG 
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GTGATTTCTCTTAAAAAAAAATGCCTCTTATTGTGATACCCAATCAAGTAAAATCATGAG 
AGGAGAAAGTGGTTTGATATAAAGGAAGCACTTGGGATTCAGGGAAACCAGAAGAGAAAC 
TAGCCCCTTCCCTTGCTCCCTGGACAACAGTCAAGTGGAACAAAGCAAACTCTAGATTAT 
CACAACGATAAGGCCTAGAAGTACATTGGGGGGATGCATTTTCATCCTGAATCAGAACTA 
CCATGC I I I I I I I AAAAAA 

>SEQUENCE:6658:prostate_MPM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAG 

GCGGGGTAAGTCCAAACTGGTTATGTGTCTGGTACAATGAGAAGCATGCTTCCCCAACAC 

CGCAAAAAAGAAAGGAGAGAGTGAGAGCAAGAGATGAGATGTCCTTAGGACAACTATTTA 

CCAGGTAAAGTTGAATTCAGAAAGACTCATAAGGATTTAACCATATGAGAAAAAGCCAAA 

ACATTCCTTAAAGCCCCAGTATCATGACACATAGACATAGGAAGAAATATGCAAAGCAAC 

TGGAATTTCATTGATGTTGGAGCAATGAGCACCTTCCTATGCCTACATGACTAGATACAG 

GTATTAGCCCTGTTTAGTCCGAAATGGATTGGGTTAGGTATTTGAACCTGATGAAAACAC 

AGTGATAAGTGAGATTCTTATTAACAAAAAAAAAAACTTT 

>S EQU EN C E:6659:prostate_M PM2000-004P6_Table5 

CCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAAT 

TAATTAAAATTAACCCTCAAAATCTTCCGGCAT AT AAATTGGTGTTTGGGAATT AAAAAA 

AAACTTCTGGCATAGGTTTTTTCGTTTGCTTTTATATAATGTGAAAAATAGCATTAAATG 

TGAATTGTTTTGTGTCTTCTGAACAAGTTGGTAGACAAATATTATTTAGAAGTTTGCTCT 

AAAAAGATGATTTCTTAAGGATATAAATCCAGAGATTTAGTTCTTTCTTAAGTTTCTAAG 

GTCAAACTCGTGG I I I I I TGTTTG I I I I I I I CT ATTG ATG AGTTT AGC AAATTTC AG C A A 

ATACTTTGAAGTAAGGAGCTTTTAGATAATGTGTAGTCACATTTACAACCTTAGTAGAAT 

TTTAAAAACATTTAAAAGTGCATTTCTAAATTCAGTATATTCAGTTTCTATTTCAAGAAC 

CTCTGTTCCCTGATTTAAAACCTTTTCAAGTACATAAGTATCTTTTATAAATAGAACAAA 

TTAGTCTTAATATGTAGAACCTTGAATTATCTTGGCTATTTCAATGCCTCAGATAACTTA 

ATAAGATTTCTACTTTAAAATGA 

>SEQUENCE:6660:prostate_MPM2000-004P6_Table5 

CGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGT 

ACTTCTAGAATTAATTAAGGCGGGAGGATCACCTGAGATCAGGAGTTCGAGACCAGCTTG 

GCCGACACGGCGAAACTCTGTCTCTAGTAAAAATACAAAAAATTGGCTGGGCATGGTGGC 

ACATGCCTGTAGTCCCAGATACTCAGGAGGCTGAGGCAGGAGAATCGCTTGAGCCCGGGA 

GGTGGAGGTTGCAGTGAGCTGATATCATGCCACAGCAACTCCAGCCTGGGCGACAGAGTG 

AGAGAGACTCCATCCCAGAAAAAACAAAAACAAAAAACCCACATTAGATCAGGCTTGTTA 

TAGAGTCTCAGGGAGAG I I I I I I I I CTCCCTTCTACACAGCACCAAAATCAAGAAAGGCA 

AGATTCTTTGCTGCCCTTCTTCATGACAAATTTAC I I I I I GTTCATGTTCAGAGTGTAGC 

TGTTTGGAATCCCAGCTNTACGTAGGGAATCTCCTGTT 

>SEQUENCE:6661:prostate_MPM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAG 
GCGTGGTGATTTATAGGCCTGTCTGAATACAGATCGCACAC-AGTATTGAAATACTGGAAG 
ATTCAAACACTGTCTATGACTCAAATAGCACAAGCAGTGATAGTAAATTAGCTAAGTGCT 
CATCTCTCCAGACAAGAGTTTCCTTAGGAAAATAATATCTAI I I I I GGTATTTCAGTAGC 
TCTAGAAAGAGATGAATACTACTAAAAGAGATGAATATGTCAATGCTAAGTCATGAATGT 
TTTA A AA A G CC A C ATTTCTACAC AA ATG G A AGG A AA ATTTTG C I I I I I I I I I I I I I t I AA 
AAAACTTATTTTTATTCTATTATTTTGAACACATTGTTTCACCCCCACTCATAGCTGCTT 
TC C A A AACAGTTTT 

>SEQUENCE:6662:prostate_MPM2000-004P6_Table5 

AACCCTACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 
TTAATTAAGGCGGGAGGATCAGTTTAGCCCATGAGTGAGAGACCACCCTGGACAGCACAG 
ACAGGCCGTGTCTGTACGCATACAATGCTGACATCGTCGTGTGAGCACACACCTGTTCTG 
CCAACTACTAAGGAGCTGACGCATCCCGATTACTTGAATCTGAAAGGTTGAGCTGCAGCA 
AGCCGTGATCGTGCCACTGTACTACAGCCTGGGCAACAGAACACGACCAACTGGAAAAAA 
AC G G ACTCTTT AAT ATATG CTC CT A AG CT ATTTATG G AAAG A AG CTA AG AGTTTCC ACTT 
CTCTCTTCTCTTTGTGACTTCTTGATTTGTTTACACTACCTATTTCTACTTCCTTACCTC 
CTG CTAACTC ATATTCAATCTAAAAAG G C ACTTTAATTCG CC AATG ACTTTAA AATACCG 
AAA AT A AG ATACTTTCC 

>SEQUENCE:6663:prostate_MPM2000-004P6_Table5 
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GCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 

TACTTCTAGAATTAATTAAGGCGGGCGGATGATCTGAGGTCAGGGGTTCGAGACCAGCCT 

G ACC A AC ATG GTG AAACCCTGTCTCTACT AAAA ATAC AA A AATTAG CCG AG C ATG GTG GT 

GTGTGCCTGTAATCCCAGCTACTCAGGAGGCTGAGGCAGGAGAATTGCTTGAACCCGGGA 

GGCAAAGGTTGCAGTGAGCTGAGATCGCACCACTGCACTCCAGCCTGGGCAACAAGAGCG 

AAACTCCATCCCCCCCCTCAAAAAAAGTGTTTTAAGAGTCCTAAAACATGGCTTTGCCTG 

GAAACCAAATGCAAGAGGTGGGACAGAGGGAACCATCGGTCAGTCTCCAAGCTCCATGGT 

GTGGCTATGTCTTAGAAAAAGAATTTGCCTGGCCAGGCGCCGGTGGCTGACGCCTATAAT 

CCCAGCACTTTGGGAGGCCAAGGCAGGCGGATGATCTGAGGTCAGGAGTTCGTGAC 

>SEQUENCE:6664:prostate_MPM2000-004P6_Table5 

TAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAA 

GGCGGGGTATCTAAGAATTGATTTTATAAAATAACATATTTTAAGAATGAGAACTTTCTC 

AAGTTATTTTACTCCCAGAACAAAGACTATAATCTTACTATA I I 1 I I AGGACTCTCGTCT 

AGGGCAGGCTTTTGATATAAATAAATGATGCATTAACATTATATGAAGACAGAAGTGTAT 

GTGCCAGCAGAAAACTAAATGGGGAGAATTGTATGTTTATACAACTCCAAGGTCAGTTCA 

CTAACTCCTTCCTGAACATCACAGCTCAGAT I I I I I TCTTCTTTTGATACATGTTCCTTT 

TTCTGTTAGTAGATGTCTCTTTATCAAACATTCCATAAATCTGAGTCTAGTGAGATAATT 

TTTTATTAACTCTCCCTTTACCTATTTCTGTGCAGTTTTGTAAATATCTAATAAGCAGTT 

GCATAAAACAACCTAGTAATCTGAAAACACTGGACCTAAAACTAAAAAAAAAATAGAAAA 

>SEQUENCE:6665: prostate_M PM2000-004 P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGG CG G G G GC AATCTTTAG GCT AATG ATATT ATA A AATTGTTTGTAA AG CCTG G G G CTT A 

AACATCTCTAGTGCCATAACTAGCTACTGTTTTAAAAAGGACATTTGGTTCACATTTGCA 

TCTTTGAGATAAAGATTTTTATGTCAGAAGTTCAGCCCTCTGGACAGCGTAAAATCTTAA 

G A A ATACTGTCTG G GTTTT ACG AATTGTCC ACAA ACTTAGTGTTTG G I I I I I GAAGATGG 

TTTGTGGCCCAGGCTCCCATGTGACCTCACCCTCCAAAGGTTAAGGATGCAGTCTAAAGA 

ATTATCCATAAGTTTAAAGCCTTCTAAAAGTTATTAATGTTCTCAACTTGTATAACCTTG 

TCTATGCTACCTACATGCTATATAAAACAGTGTTTTCTCATGTTTGTTCTTGAATTCTTG 

CTAGTTTCAAGCAGGTTCACTAGTTTTCTAATTACTATAGTTGGTGAACAAATTCTATAC 

TCACTTCTTTTGATTAGATATATTTCAATCA 

>SEQUENCE:6666:prostate_MPM2000-004P6_Table5 

AAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGG 

CGGCGGGAATACTGCCTCCTATGCCTTTAACTGGAAAACTCGCAGTTATTCAACAGGCAA 

ACTAAAAGTGTTGGCAGAGATGTAATTTTAAAGCACAATTCCACACATTGCTTCAGTATT 

ACAGCTGCTCCTTGTTTGTTTAATAATAGAACTGATGAGTAGATAATTTGAGAGGAAAGC 

TGGTGCAGGTGTAGTGCTATTTAGATGTCATGGAGGACACATGTGACATCTGCAGCTAGC 

TATATGGTAAAAGCAAAACAGAAGTTAAAATCAGCCCTGTGTCAAATCTGCATAGTTTTA 

GGCTTCAGAGAGTTTCTCTGTATGTTGAGGCCGGAAGTTTAGTATAATTCCAAGGGAATA 

ATATAAGAACCAACATTTGTAGATTTTGCCTTCTATGGGGGAACTCATTCAA 

>SEQUENCE:6667:prostate_MPM2000-004P6_Table5 

ACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 

TTAATTAAGGCGGGGGGATATGAAATATTTTATGTCTAACCTTAATAAGCCCCACCTAGC 

AATGCAGGGCTACAATGATATTGAATTTTAACTAGATCTAGAGTACAACCTCTAAGTGTA 

G ATTC AACATT A AAG C AAA AT AC ATG C A ACT AG TTTTG AA ATTTTG AGTAA ACTG AC A A A 

GGAGTACTTTTAAAGTAAAAAAATCAAGGAACACCCAATGTTAAAATATAACATTTGAAA 

AACATTTCAAAAATAATGAAGCTTTAAATTGGCAAGGTCCGAACCATCAACTTGCTTCAA 

TTTGAACACTTAACGCAAACAAGAAATGCAGCAGCTGTCAGATGCCGTTAGTGATTCAAC 

TCTG AA AT A A AAG GTTCC A ACC AT A AC 

>SEQUENCE:6668:prostate_MPM2000-004P6_Table5 

CCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATT 

AATTAAGGCGGGAGGGGTGGAGAAAGGGGAAAGCATGGTTAACAGGAAACAACATGTAAC 

GGAAGAGACAGCCCAGATGTGTCTGGCTCACAACAGACGTGATCATGTTATGCTGGCCTG 

GAAGAGCATCGGATCAGACGTGACAAGTCACTGCTTAGAGACCATCAAGCAAATTTATAT 

ATAGATTGGAGAAAAAAAAAAAAAAAAAAAAAAAAAAGGGGGGCCCCCCCCGGGGGGGAC 

CCCAATTCCCCCTTAAGGGGGGGTTT7TACCCCCCCCCCCGGGGCCGGTTTTAAAAAA 

>SEQU ENCE:6669 : prostate_M PM2000-004 P6_Table5 
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TAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAA 

GGCGGGAGGATGGTTTTAGACCAGCCTGCGCAACATAGTGAGACTCTGCAACTATTTAAA 

AAATAATAATAATAAAAAGTTTGTTTAAAAGAAAACAATGGAAGTT CTGA GGTGACGTCT 

GAACACGTCATGTTATATGCTTTATGAATCCATCACACACATTTCCTTTTACAATGTGGG 

ATCTGGTCAAGGTAAATTCTCTGTGAAACCTATGAGGGAAATGGACAGTTCTGGAGACTA 

ACACAAACCTTAAAGAACTTGGGAGTCTTATTCTTCATATGATCATCTTACACCATCAGG 

TACTTTTTGTGTGGTGACCCTCTGGGTGGGGAATCTTCAATCTTTTTAGTTCCTCCAAAA 

TAAAAG G ATG ATATTTAAAACTGTAG AAAG GGG AAC AG G CCAGGCGGGGTGGTTCATG CC 

TGTAATC 

>SEQUENCE:6670:prostate_MPM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAG 
G CGG G AG AT AATCTTTG ATA AATG GTGTCTG G A ATTTTTCTT AGG C AG AAG AAAATC ATT 
TAGATTCTTACCTAAATGATTAGAGAAAAATAGGTCCCAACTGGAAATAGTAAAATAAAA 
AATCAAG C C ACTG GTG AACTT AAAA A AA AAAAAAA AA A AA AAAAA AAAAAG GGGGGCCCC 
CCCCGGGGGGGGCCCCCAATTCCCCCTTTGGGGGGTTTTTATAACCCCCCTCCTGGGCGG 
I I I I I I IAA 

>SEQUENCE:6671:prostate_MPM2000-004P6_Table5 

TAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAA 

GGCGGGGCCGAGAGGGCAGAGCCCAAGCCTGGAGGGGCAGAACTAGGTTCAACCTGTGG 

G 

CTAAGGCTTGCCTGGGACAGGGACCTGTAGAGGACCAGGCGGGGTCTGAACTGCACGTGC 

AGTACGGTTGACTCGGGAGACTAGCAATCCAGAGGGTGTCGTAAGCAGGTGTTTATATCC 

ATTCGCTGAGTATCTAAACTAGTGCCAGGTCTTTGGTATGTCTTTGGTACTCCCCCATCC 

CCACCCCCAACGTATCCATCTACCCTATCCCACCTCCCCAAAAGAAGCCCGA ATAAAAC A 

AAATCCTTGATCTCAAGGAGCTCAACATCTATTTGGCACGGGGGGAGGGGGATTTTTTGG 

GGAAGGGCTTATGGAGGGGCTAATTTTTAAAAATTAAGTTGAATGAAGCCGGGCGCGGTG 

GCTCATGCCTGTAATCCCAGCATTTTGGGAGGCCGAAGCGGGTGGATCA 

>SEQUENCE:6672:prostate_MPM2000-004P6_Table5 

ACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATT 

AAGGCGGGGACCGGGGCCTCTGGGTGGTGCGAGCATCATGTTGCCTTTTAATATGGAGCA 

TGTGCCATAGCTCTCCAGGAGAACCCCTCTGTGTCACAGCGAACCTCAGTCACTGACACT 

CAAAAGAAGGAATTATTTCAACTCAATAATAAACAAATAACCCTATTTTAAAATCAAAAA 

AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 

AAAAAAGGGGGGGGCCCCCCCCGGGGGGGGGCCCCCCCCCCCCTTAAAAGGGGGAATTA 

C 

CCCCCCCCCCCCC 

>SEQUENCE:6673:prostate_MPM2000-004P6_Table5 

TACATAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAA 

TTAAGGCAGGAGAAAGGCGTGAACCCGGGAGGCGGAGCTTGCAGTGAGCCGAGATTGCAC 

C ACTGC ACTCCAG CCTG GGCG ACAG AG CG AG ACTCGTTTCAAAATAGTAATAATAATAAT 

AGTTAATACTCAATGAGTGCGTACTATGTATGAGGGACCCTACTAGCACTTGATAAGTAA 

AAGTTAACTGAAAATTCTTAATAGCCCCATGAGATAGGCAGGCTTATTATCCCCCCATTA 

CAGGATGGGTGTGGTGGGTATTTCAGGCACAGACAGATTACGTATCCTGCCCAAGGACCC 

GCAGCTAAATAAAAGCCAAGCTTTCAGCTCTACGGTGTGACTCCAAACCTGTATTCCCAG 

CCATTACACTATAATTCCTCAAAGTCTGGGCCATGTATTTAGGCAGCACCTAGCTTCAAT 

CATCA 

>SEQUENCE:6674:prostate_MPM2000-004P6_Table5 

CCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATT 

AATTAAGGCGGGCGTCCTAATTTCACAACTGACGTACATCTTGGAGACTATCTATTATAA 

CTTCCCTGATTATATAGAGAATAAAATGAAGTTCACAGAAAGGAGGTAGAACTGAGATGA 

CAACTCAAGTTCCTAGAGTCATCCATCAAATACCCTTTATAAAATAACAAGCTTTTCCTC 

AAATACTCATTCTAATATTGGCACATGTCACAGCATGTGAATGTGGGGTCTCTGTCTTAT 

CACTGCGCTTATAGAGACAATGTTTGCCAAAAGAACTGTGCCACTATGCATGATATTATA 

CATGTCCTATTTAAAAATACTCTTTCTCAAATCGTGTGCATATCCAGGCACCGGTATCAC 

ATGAAAAGCTTCTGGCTGCGATATTTACTATANAGACTTTTTGAAATAA 

>SEQUENCE:6675:prostate_MPM2000-004P6_Table5 



Table 7 
2543/3129 



CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGCGGGGCAGGGAGCATTGGATAAGAGCAAAACCCTCATTCTCCAGTAACATCTCACCA 

TGTAT AAAG CTG CT AAACCA AG GAG GAG C AG C AAG AG C AC AT AATTG AG AAGTATG G AG A 

GAGCTAAGACAAAAAAAAATGGGTGAAAGCTTTGAAAGAAGCTGACGCTAGGGCCGTAAT 

GGAGGAGCAAAGGAGGGCCAGGGCTTGGTGAGTTCCACAGAGACAATAGTTTCTACAGAT 

TCTACAGTTTCAGTATTTAAACTGTACTAACTTTGGGGGTTC I I I I I GTTTCTTTTATCT 

ATGTATCTGTATTTCTTTGGTAACTATTAAAATAAAGAAACACACTAGAATTCCAAACTA 

AAAATAACAGGCTGAGGGCAGTGGCTCACACCTGTAATCCCAGCACTTTGGGAGGCCGAG 

GCAGGTGGATCACCTGAGGTCAGGCGTTTGAGACCAACCTGGCCAGCATGTCAAAACCCC 

AT 

>SEQUENCE:6676:prostate_MPM2000-004P6_Table5 

CCCTCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGGCCTTGTCGGATTTTAGTGTA 

ACCGCGTGTTGGGTATATACAGTTATTGCTCCGGTTTAAAACAAATCTGGAGATGGACAG 

TGGGATGGTCACACAACATTGTGAATATACTCGCTGCCACTGAACTACACACTTCAAAAT 

GCCTAAAGGATAAATTGTATATTATGTATATTTTACCACGAGAGAAAGTTATAAATAAAT 

CTTTAAAAAATTGTAAATATATATTTATTAAAATTAAATAGAAGTCAGAATACTAAAATA 

A AT AG G G C AG C AGTAAATTTT AG G C A AGTTACACTAAT AATG G GCACTCAACA ATTTGTA 

TTCTTTTAGTAATACAAGCAGAATTTCCATGTTTGAAAGTTTCAATGAAACGTTTTCAGA 

TCCATTTCCCTTTGTAGATGGTAATATCCCT 

>SEQUENCE:6677:prostate_MPM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAG 

GCGGGAGGAACATGGAGGAGTGAAGAGGGATGTCACCTTGTAATGAAGAGATGGCAGTGA 

GGACTCTGATGGTGGGCAGACTAGGGGAAGACCTTTCTGTTTGTTTTCAGCTTGCCCCTT 

AGCATCTCACTATCCTCATTGATAAAATGAAGCTAAGGCTGTTTTCTAGGTCATGGAGGA 

GGATTCTATCTGACAATGTCTATTAATTGCCTAGTATAATACCTGGCATGTCATGTTCAA 

TAAATACTACCAGCCATTATTATTGTTG I I I I I G CAG CT ATT ATTGTCACTGTTGTTATT 

TTACTAATGTCGGTGAGAAATCAATGTCTGAACTTGAAATTTCTGTCTCTTCATTCATTG 

TCTGGTGTTGTAAGGTCACATGGCTGCAGGAGAAAGACAGAGACCATAAATGACAACAGT 

GGACTAAAAGTACCAAAAAAAGAAGAAAAAAAAAGATTCTGTGGAGGATATTTATTATCT 

AAATGATG 

>SEQ U EN CE: 6678: prostate_M PM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGCGGGTTCTTCCCTTGTCTCAGTATCCATGAGCCTCTCTGGGTTTGAGCATTTCTCCA 

CACTGAATATGGATTCTGTGTTTAACAATACGG I I I I I I GTCTGTTTGTACAAAACCTAA 

ACACAAGAATCTAGTTGACCTAGTGCTTAGTCAAAGAAACGGTGATCTCTTTCAACACTG 

GAGGAAAATCATTAGTGTTGTATTTGCTGAAAGAAAGTGTATGGGCCTCCAAAACAATAT 

ACTCCTAGTAAGCATACAATATACTCCTTTGCAAGGTAAGTTTAAACACAATTTTTATGT 

T ATAG GCTGACAATAGCAACTAACCTCCTCCTGAGATACAACCCCATTGCTGTACAGTAT 

ATTTTTCTGCAACAATCATGTGTTATTTTTGAGATATTAAAAATAAAAAAATAGTTAATT 

>SEQUENCE:6679:prostate_MPM2000-004P6_Table5 

GGGGTAGGAGGGAATTGAAAGTTATTGCTTAATGGGTATGAAGTTTCAGTTTGAGAAGTT 
GAAACAGTTCTGGAGATGGACGGTGGGATGGTCACACAACATTGTGAATATACTCACTGC 
CACTGAACTACACACTTCAAAATGCCTAAAGGATAAATTGTATATTATGTATATTTTACC 
ACGAGAGAAAGTTATAAATAAATCTTTAAAAAATTGTAAATATATATTTATTAAAATTAA 
AT AG AAGTC AG A AT ACT A AAATAA ATAG G G CAG C AGT AAATTTTAG G CA AGTT AC ACT A A 
T AATG G G C ACTC AAC AATTTGT ATTCTTTTAGT A AT AC A AGC AG AATTTCC ATG TTTG AA 
AGTTTCAATGAAACGTTTTCAGATCCATTTCCCTTTGTAGATGGTAATATCC 
>SEQUENCE:6680:prostate_MPM2000-004P6_Table5 

ATCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGA 
GTACTTCTAGAATTAATTAAGGGGGCAGTTTGAATCAGAACCTCACATTTCCTTTTGCCA 
CATCTTTATGACCATGGTCATTACTCCCACCCTCTGCAAGTACCTAAGACTCTTTCACAG 
AGGAATTCATGTCTTTATACCAGTAATATTTTTTGACTAAAT I I I I I I I CCATTTTTCTT 
GTTGATAA 

>SEQUENCE:6681:prostate_MPM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAG 
GGGGGCTGGGCAAGCACTAACTGGAGAGTCTAGACTACAACATAATGGACAACAATACAA 
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TTTTTTCTCTTTAAGATATTCAGTAAATAATAGATATCCATAGTAGAAACCTCTTTATTA 
AA AG C A AT AAG TC AATT AT AAT ATAG C ATTTTTAG AT ATTTTCTTATCT AA AAG AATTGT 
GCCTTGAGCTTCAAGTTACGTGGACACAGGAAATCCCGTTGCATTACAGTGCTATTAAAC 
CTTCT ACCAC AG C C AC AGT ATC ACG ATG ATT AATGCTTACC ATG ACCTTC AG GTACTG AA 
ATAACCATAACTGCCTTTGGATCATCGAAAAG 
>SEQUENCE:6682:prostate_MPM2000-004P6_Table5 

AACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGA 

ATT AATT AAGGCGGGCGCCGCTGGCTACGCGAATGATTGGAGCTAGGATCTGAAGCGTAA 

GTGTTGTCGTGTTATTGCTTGATCTGCGAAGGAATAAATACTAATATCTGGTGCTTTCAT 

CATTAGTCCAATTATCTAACCATCCTTTCATCCATTGCTTTTCTTGCTGCTCCTTAGTCA 

AGGGTGTTTCTGTAGACTTACGTCCAAGTGGTTTCTCAGCCAACATACCTCAGTCTTCCT 

GAGCCAGTTGCTTAGAATCCATTCTGACTTGTCCGTTCCATGGGATGCGGTAGTTAAATA 

CATTAAT ATTACCCCTG AATATAACCT AG ATAATAGTCTGGTAG CATACTTG CATTATTG 

TGGGATGTTGAGTGGAATGCTGAGCTCTATGCTTGCCAAACTATATCACCTACTTATGCT 

GTTCTCATCAAACATTTGAACTCTGGATGTCTTCCAAGAAGCTTTTTTCTACTATTTCAT 

TTTGGTAAAACAGGCTACTTAGGAAGTCAAAAGAGACAAAACTGCTGATTTATGGGTC 

>SEQUENCE:6683:prostate_MPM2000-004P6_Table5 

CCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAAT 

TAATTAAGGGGGAAAAAATCCATTTTAAGAAAAATGTGATTCTACAACTACATGGATAAA 

TCTGGCATTATACTGAGTGGAGTAAGTCAGACATAAAAGAGTACATACTGTATGATTTTT 

TTTTATATGAAATTCTGTAACAGGCAAAACTAATCTAGTGATAGAAATATGAGCATTTGT 

CTGGGGTAGCAAGTGGGGAGGTAGACTGACTGCAGGAGGGTATGGAAAGCCTTTTGGGAG 

AGAGGGAAATGTTCTAAATCTTGATTGGGGCATATACATTTGTCAAAAATCATCAAGCTG 

TACACTTAAAATCTGAGCATTTTATATGTAAATTATACCTCAATTTTTAAAAACTGTGAG 

CCATAAAGAGCCAATGTCTTCAAAAGTAGCAAAGAAATATCAAATATGTTAAATTATCCA 

CCCATGC 

>SEQUENCE :6684: prostate_M PM2000-004P6_Table5 

ACGCCAAGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCC 

TCGAGAGTACTTCTAGAATTAATTAAGGCGGGAATGTATGAACAAAAGTTACCTAAACAT 

AGACTTTGATTGGCACAGTAAGCTTTTGTAATCAGCATTTTCATCCTTTCCTCTGCCTAA 

ATGCAAACTGGCCATAAAGCCAATAATCTCCTAAATATCCCTTGAATATAATCCCCAGAG 

AAATGAAGGACTGGTAAGTAAATCCCTATTACATAAAGCTGTTTGCTACTATTCCAAGAA 

TTTAAGATTTGACAAGCTATGGATATTGTTCATACATACATCTAGTAGGATCTTAATTTT 

CCTTCTAAATCTGAAAAAAAAAAAAATCAAGTCAAACTGGACTTTTCTCCAACAGTTTAC 

TGACTACTAAAATACAGTAGGTACTAACAATCTAAGAACACAGA I I I I I I I AAAGCTTAC 

AGATGAATACTTTTATTTATAAG 

>SEQUENCE:6685:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGCGGGGGAGCACACGTGCATAGCAATACTGAAATGCTGCAATATACGTGAAGTAAGCC 

ACCAGCCTTTGACCCCCGAGCTTCCATTAAGACTGTCATGTTGGGCCCAACTGAAGTGAA 

GGAGAGGAGGAGACAGCATACTCAAATGCTCTGCTCTTTTTCAAGGCAGTGATTAGACAA 

TTGCTTATCATTGCATTCGCCAAACCTGGCTCTTGCATGTTCCACAAGGGGCCAGGTATT 

TGAGACTGATTAAAAGAAGGTGATGTGATTTCCTACTCCTACCGGAATTGGTGGGTTCTT 

CGTCTCACTGACTTGAAGAATGAAGCCACGGACCCTCGCGCCTCTGCCATCCACGAAGGC 

ATGCCAGAAAAACAGTTGGAAAAGATGCTGATCAAACCTATCAGAATCTTATGACATCTT 

AACTATCCCCTTGCTATGGTCTGAATGTTTGTGTCCCTGCAAAATTCATATGTTGAAACC 

CAACCCCATGGTGAT 

>SEQUENCE:6686:prostate_MPM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATT AATT AAG 
GCGGGGTAAGTCTGGATTCATAAGTAGAAAGTTACCTACATGGTGTGACTTCATAGAACT 
TGTGTTGACAATCTCTTCAGCACCAGCCCTTGTGGGCACCTTACAGCACTATATCATCTA 
ACCCTCCTC AC ATTG CT ATG AG GTG G G G AAC ACTG CCCC ATTTTAC AG AG A A AATGTTC A 
AAAAGGTAAATGGCGTCTGTCCAAGATCTGTCTCCTGCCAGAACTCCTGTTCTTTCTAAA 
ATAGCTCAGTGCCTAAGTGAAACCAAAATATCTCTCCTCCTTGGCCTGAAATGCCAAGAC 
AGGAGACTCAGTTGG I I I I I I I GGGGCGGAGTGGGTGGTTATAGGCATCCTCTGGTAAAC 
ACTGCTGGGCTCACACTTTAAGACAGGTTGAGGCTCACAGGGAGGACTGCTCTCAGGGAA 



Table 7 
2545/3129 



CACACCGACACTGAGGCAAGAGACAAGCTGTCTCCTGGAACATGGG 
>SEQUENCE:6687:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGCGGGGAGGGGGAGGGGGGTCCCACAGTGAGAGAACATAAAGTTAAGATCCAGGCCC 

T 

GAGTCAAACTGACCCTGCTGAAGGGGTTTGTAAAAGACTTTTCCCAGTGGTAAAAATACA 
TGG I I I I I I I GGCCTGTAGCATATACATGTTTTTATATCCACAGGCTCTTAGTGTTAAAC 
AAACACTTACAAAATCTGTAAGCAAACTAACATATCCTAATCACGTTCCAAAAAGTAACA 
AGT ACTCG AAA AGGCTC AAAATG AG GTAAATG G CAG CCTTT AAG AACTGT AAT AC ATCCT 
TTCAAAGGCAAAAT 

>SEQU ENCE:6688: prostate_M PM2000-004P6_Table5 

TGATTACGCCTAGCGCGCACTTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCC 

CCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGAGCAGGCATCTCACTTGAGCAGA 

ACAGGTG CAAG AGTGG G GTGTGTTAAATTTG AG ATGTT AATTCATCTCCAAGTG AAG ATG 

TTGAATAGATACATGGATATATACATTTGTAGTTTAGGAAGATGTCTTCCCAGGGATGTT 

AATTGGAGTGAGTAATGCATGGATTATATTTAAAATCATGGAATTAGATTGGGACTACTG 

TGGGGATGAGTAAAGTTACAAAATAGGTCAAAAGATTGAGGCCTAGATGACTTCATCTTT 

AAGAGGTTGGGAAAAATGAGATAAAAAACCAAAAAAGCGGGCCGCCCCCCGGGGGGAGCC 

CCATTTCCCCTTTTGAAGAGACTCTTCCCCCCCCCC 

>SEQUENCE:6689:prostate_MPM2000-004P6_Table5 

CTA AAGGG AACAAAAGCTG G GTACCGGG CCCCCCCTCG AG AGTACTTCTAG AATTAATTA 

AGGCGGGAGATGGTTCCATTATTTTGGATGAAGAAAGGTATTTAGAAAAGAGAAAAAGTG 

AGATTGTGGTTACATGAGAACAAACATGCTTTGTCTAGTGAAAGAGGTCCTCTTTCTGTA 

TTGGCCTTTGTCACTTAGACCTTGACGTTCTTATTTGCATAATGAATATTGTAAATAGAA 

AAGTGGGTTAGATTAATTTGTAAATTTTAGTAATTTTTATAACTATTTTGTATGAGAAGA 

TGCCCTATCATCTATTAACCTAACACCATTGTTTTATTATCTTTACTGGTCATTGAGTCA 

G G CTGTTG AACTAATC ATATG CTGTCTTCC ACTG AG G AT AAATT 

>SEQUENCE:6690:prostate_MPM2000-004P6_Table5 

TAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAA 

GGCGGGGTAAATGAAAAAGATCACAAACAGCCCCTACCCCACTAGACTGTAAACTCTACA 

GCAGCAGGGCCCTTGACTCTGTTCACCATTAAATCCCCAAGAATCATACAGAGGTAAAAA 

TATATCTGTAATTTTAAAACAGAAAGCCACGTGAAGAGAAAGTTCATTTATTTATAAGAA 

ATTGGCCTGGTGCGGTGGCTCACACCTGTAATCCCAGCACTTTGGGAGGCCGAGGCGGGC 

GGATCACGAGGTCAGGAGATCAAGACCATCCTGGCTAACACGGTGAAACCCCATCTCTAC 

T AAAA ATACA A AAA A ATT AG CTGG G CATG GTG G CAG GTGCCTGTAGTCCC AGCTACTTG G 

GAGGCTGAGGCAGGAGAATGGTGTGAACCCGGGAGGCGGCGCTTGCAGTGAGCT 

>S EQU ENCE:669 1 : prostate_M PM2000-004P6_Table5 

TAACCCTCACGTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCTTTATTACTTCTA 

GAATTAATTAAGGCGGGAATGAGGTAACATGACTGTTGATGGTACTCATCTAAATGTTTA 

AATATATTTTG AAGTTTTAAAACTTAAG CCATTTG CAGTTTTAGTTTAAAATTCTTGGTT 

TCTTCATAGCAGCAAGTTAAGAATTGTGGATGCTTCGATATTCAACTATTTACACTGTTT 

AGAGAAGAAGCTGTGCTAGGAGAAAGGGGAGAAAGGAAGACCACTGGAGGCAGCCACTCC 

TCTGTTCTGGGTATTTCACCTCTGCTCTGAAACTTGCAGGCTGCATTGAGCAAAAGAAAA 

AC A ATGTGCTTTGTG AC AG C ATG CGTG AATGT AG AG G ACTTTATG CTC AGTG A A ATA AG C 

CAGGCAGAAGAAAACAAATACTGCATTATCTCACTTGTATGTGAAATCTAAAGAGTTCAT 

TTCATAGAAACATAGAGTAGAATGGTGGCTATAATGGGGAAGAGGGAGCTG 

>S EQ U ENCE:6692:prostate_M PM2000-004P6_Table5 

CCCTACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATT 

AATTAAGGCGGGGGGAGAGGGGAAGGGGGCCAATTTCATCATGCTCAGATGGGCAATTCG 

TGGTTAGCACTGGTGGATATAGGCTCACTTTGAACTCCTATTAGCTATTTGACATCTGAT 

AACTTGACTCAACCGCTATGACCAAAAGCACCCCTCCCCCATGGGAGTTGCTTTTCATTG 

ACAGTGCCCGAAGCCTGGAAGGAAAGGCCCCTGAGTGCCCCCAGAAGTCACCCACTCCAT 

GTTCCAAGCCGCTGACTTTTAACTTGGACATCTCGATTCCCTGAAGCCCAGAGCCTTCTA 

AGTAAACTGCTGTCTGCAGTCTGTGGGTTTCTTTAGAACTGACTCTCTAAAAAAAACAA 

>SEQUENCE:6693:prostate_MPM2000-004P6_Table5 

TAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAA 
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GGCAGGGAACAGTGCTTTCATTTATTTTCACGATAATCTTACGTGTCAATAGTCCATAGT 

TAGCAGGTAAATAATATATACCAAGATAAAAGATAAAAACACTTAAACATGAAAATTTTA 

AAGTTATGTCAAATTATTTCCAAAATTCCAATTAACCCATAAAAGGCAAAGGGAAAGAGG 

TTGGCAGAAGGCAGGTTTCTTGCATCCCCATCTATGGAGTTACTCTGGGCACTAGGCATA 

CTTGATCAGCAGACATCCCACTGTGTAAATGTAGAAACCAGAAGGAGAAGTAGTGGTAGT 

GGTAGTCTACTTCTACCATATTGTGTAAAAGTAGAAAACCAGAGCATGACTTCCTGTCCT 

TTGCACTACTGAATTCCAGGCGTGCTGAAAAGGTGGATGTAAGTCAACTTCCAAAGTAGA 

AACCAAAGAAGTACTGTTGAAAGAAATGCTGATTTTTATGCAGCTGGTAAAGAAACTGCC 

AAATACAATGGGCTCTACCTGGATGCCAACACATAAACACTTTGACCTCTTACTTCACCG 

CT AGTAG A ATTCTTCTG G ATTTTAT AA AAG C AG G CC ATG ATC ATG G GTG ATTC 

>SEQUENCE:6694:prostate_MPM2000-004P6_Table5 

GCGCGCACTTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 
TACTTCTAGAATTAATTAAGGCGGGGGGGCTGGGAAAGCCGGAGAGTGGGGGGCAGGGG 
C 

TGGTCAGGTCGGTATCCCAGTGGAAATGGCTTAGGAGCGGCCACGCATTGCTTCTTACAC 

G AA ATTAAGTAACTCG CTCTG G GTC ATTCTTG C AG CTTG CATACTTG G CAG AG CTG C AG C 

CAGATCCCGTGCTTCTAACTCCTAGGTTGCTTGTGTTGCATAATTGAGCCTACGCCTTAA 

TTATTGTGCCTCCAAGGAGTGTATTTTGGAAAGACCCCTACGTCCCTTTCAGAAACATTT 

TCGAGCACTTAAATACCAAGAGATTTATATTCCCTCTAGTCCTCACGTAACAAACACCTC 

TGCGAGGTGTTATCCCCATCTTACCAAAAACTGAGGTTTGAGGTTGGTTGTGCTTGGTCA 

CACCAACGATGGCGAGCTGGGATTCCGACCCAAGTCTGCTCCTCTATGACAAATTCATAA 

AATACAAA 

>SEQUENCE:6695:prostate_MPM2000-004P6_Table5 

TAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAA 

GGCTGGTCTCGAACTCTTGACCTTGTGATCTGCCCACCTCGGTCTCCCAAGGTATTGCAT 

TTGTATGCAATGACCAATGACTTATCGTTATTACGCTCCTCTTTTGTATTATTATCTGCG 

TAACGGGTGCTACACACTTTTTCCAAGTTGTTAATATTCCAGTTTGTGAAGTCACTTTAT 

ATATATCTAAAATTTTCATACCACCCATTATTGCTTTTTTCACTGCTAGTTCAACCTTGT 

AGCTCATACTGAAAAAAAAAAAAAAAAAAAAAAAAAAGGGGCCCCC CCCCG GGGGGGACC 

CCAAATTCCCCCTATAGGGAGTGTTTTACCCCCCCCTCTTTGCCCGTTTTT 

>S EQ U ENCE :6696:prostate_M PM2000-004P6_Table5 

GCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 
T ACTTCT AG AATT AATT AACTTCT ACAAT AG CTTCAAG G CAG GTCTATTCTTGTG AAAAG 
T A AG ATG G CC ACTTG AG ATTTTAATGTTTTTG ATA AAT ATGTTTGTTCTTC ATAACT ACT 
TTCTTTC I I I I I I I I I I I I CCTTTCCTTTATTAGGAAACTCTGAGATTTCCCTCATGCTA 
GCT AATG GTG AC AC AG G AGTGTG AAAG G C AC AG ATG CCTTC AATC AG G GTTT AGT ATT AC 
ACATGGTACAAAATAAGCACACAATAAGCATCTGAAAGAATGAACAAACCACCTTCAGCC 
TGAAGGAAAACGCTTTTTACCTAGGGTCCTGCATATTTTAAAAGCCCTGAAGGAAGAGGT 
CTTCTACAGACTCTTCACTTGAGAGAGTTCAAGAGCTACTGCCATATGGGAACTAACTTT 
TGAGCCTGTGGCTAGACGTGGGAACTGACAAA 
>SEQUENCE:6697:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGCGGGGGGATAAAGAGAGGTTGGTCAAAGGGTACAAACATACAGTTAGAA AATCT AAG 

TTGTAGTATTGGATATAGGGTAGATTAAGTGTAGTTAGAAACAAAGTCTTTTATATTTTA 

AAGTAGCTAGAAGAGAGGACTTGAAATGTCCTCAACACACAGAAATGTTGAGTACTCAAG 

GTGATACCCCAAATACCCTGATGTGATCATTACACATGTATGCAACAAAATATCACATGT 

ACCCCACAAATACGTGTAATGTTATGTATCCATAAAAAGATACATTGATAATGTA ATCA T 

ATCCCACTGTATAATTATTTTTGGAAGATATGTATCTTCATATATATATATAGTCATTTT 

AAACCATGACTTGAGTACTAAACCAGTAGT 

>SEQUENCE:6698:prostate_MPM2000-004P6_Table5 

TAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAA 
GGCGGGGCTAGCTGACCCAGAAGAACCCATCCATAAGTCGTCTTCTTTGTGTGCGAGATA 
AATT AAGTCTGCCACTTAACTAACATTGACGATTAGATTCT AAG AAATTGCCACACGTTC 
AGTATACAACCTATTTTGAACAGCTTGCCATTTTTGAATAAGCCATGATAACTTAGCATA 
GTATCACCCTGTGCAATGTCTCCAACTTTAGGAGAAAAGTAGGTGCGGCTACCAACTTTG 
TTTATTCG G AA ATTTACAATTGTTAATTCCAAATGGCTTCAAACATTAAG CTTTATGTGA 
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GAACAAAAAGTTGCTATAATTGGCTTCCATGAATAAGAATGTACACTTTTAAATTTATCC 

TTTTACTAACTGTACTCCAGTCTGGACAACAGAGTGCGACCCTGTCTC 

>SEQUENCE:6699:prostate_MPM2000-004P6_Table5 

CCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAAT 

TAATTAAGGGGGGAGAAGTAACTTTCTTATTACTCAACCGTCTTAAATAGAGTTCTTTAA 

GTGTA Mill AAGAGGTCTCAAAACTTAATCTGAAGGGACGTCAAATGCTGGACAAATTC 

TGTGTATACAACTCAAGTCAGCCCCCAATTTTACTGGTCTTTAAATCATGTCCTTTTTAC 

CAGAAGTTTGCATTTCTAAGCTAAACTATTACTGTTAGACTAGATCCAAAACTTAAAAAC 

AGTTTAGGAAAAAAAAAAAAAAACAAATAATAAAAAGGCGGCCGCCACCGCGGTGGAGCT 

CCAATTCGCCCTATAGTGAGTCGTATTACGCGCGCTCACTGGCCGTCGTTTTACAACGTC 

GTGACTGGGAAAACCCTGGCGTTACCCAACTTAATCGCCTTGCAGCACATCCCCCTTTCG 

CC AG CTG G CGT AAT AGC 

>SEQUENCE:6700:prostate_MPM2000-004P6_Table5 

TCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAA 

TTAAGGCGGGGCGAGATCACCTGACCATTGGACCGACGCGGCATAGCCTTACGAGATTTA 

CCTGATGCTAAACGAGCAGTTAAAGGGTGCAGCACACCACCATGGCACATGTATACATAT 

CTACCTAACCTGCTCATCGCGCACATGTACCCCACCACTTAACGTATAATAATTCCTTAA 

ATACTTATAATGATACTTGGACTGTGACCCAATAAGTCTGTCTGACCTCAATGCCACTGT 

G G CCTATTACTG CAAAGTATCC ATAC AG AA AGTTA AC A AGG AT ACCC A A AAATTG G G CTC 

ACCTCTGCGCCGAGCACACCTAATCCATATCTACAGAACTCTCCACCCCCCATCAGCAGA 

ATATACATTCTTTTCAGCACCACACCACACCTATTCCAAAATTGACCACATAGTTGGAAG 

TAAAGCACTCCTCAGCAAATGTAAAAGAACAGAAATTATAACAAACTGTCTCTCAGACCA 

CAGGGCAATCAAACCAGAACTCAGGATTAAGAAACTCACTCAAAACCACTCAACTACATG 

GAAACTGAACAACCTGCTCCTG 

>SEQUENCE:6701:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGCGGGGGAGAGAGAGAGAGAAAGAAAAAGAGAGGGAGTGAGAAAGAAATCACAAGGG 

G 

AGAAGCAACTGCAAAGCAGTCTGAAACCTCCATGCTGACTTGTCAGCACACTCTTTCTCC 

TGTGGGAAAGTCAGAATCTAGTTAGAAGGTTGGTTTTTGTGGAATCAAAGCAAGGTGAGC 

AAAATGAGTGATTTTAATCACCAGGAAAACCTAAGATATTTGTACCCTCTGAGGGATACA 

AGAGTCTAGAGTGGCAGCACTGCTAGTATAATTGCCCCTTCCTGTGCTTGTGGTAGAAAT 

GTCTGATCAATCACTGCATCTTTTCCTTCCTACTGCTCCCTGGGCCAGCCCTAAGATTCT 

TAGCAAGAGAGTATTCTGGCCCTGTGCGGTGGCTCATGCCTGTAATCCCAGCACTTTGGG 

A 

>SEQUENCE:6702:prostate_MPM2000-004P6_Table5 

AGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGC 

GGGGTAAGGACATTTTTTAAAGCATGAAGTTAAATACCAGAAGAAATCAAATTTAGAGGA 

G G CTTG GTG ATAAAG G GT AAG AGTGGTTC AG AAACCTG C T 3TTTTCTG CTTTA AG CCTA A 

TATTGTATTGGTCAACTTTTAAATGTATGTATATGTACTACTTTGACAAGAAAATGAAAA 

TTTAAACATCCAGTTAGAGGGCAGGATTAATCAAATTCAGTCCTAGTGAGTTAGGCATTC 

CAGCACACTGAAAACCCAACTTTGCTTTTCCCTCCTTGAGGACACGGCCTTGCCAATACT 

GTATTTTGTTCAACAACTGG G AG AG CTCTATG I i I I I AAACATTCCCTTACATGGAAATG 

TTAGTGTAAGTTTTCTGCAATAATGATGTAAATCCTGTTGATAAAAAGAATAAAGAGGTC 

ATAAGAAT 

>S EQ U ENCE: 6703: prostate_M PM2000-004P6_Table5 

TGATTACGGATTGAGTGCACCGTAAGCCCTAAATAAAGGGAACAAAAGCTGGGTACCGGG 
CCCCCCCTCGAGAGTACTTCTAGAATTAAAGCATGTACGGTATCAACGCAGAGTTATTAA 
GGCGGGAGCTGACATACTCCATGGATAGTCAATTCCTAGAGTTAATAAAGAATACAGTAG 
ATATCTTTGC ATTAAAAGTG CCAATAAG G ATGTTTACCTTTAT ATGTGTTAG G AG ATCTT 
CTGCTATCAGTGTCACCCTGAATCAAGGGAGGAACTAGGAAGTAAGAGTTTATGGTCATC 
AGATACTGTGGCCTAATGTCCTTCAGAGAATACCTTTGTGTGAACTCTCTAAAAGTTTAT 
TCCCAAN N AAA AAAAAAAAAAAAAAAAAA AANGGG G G GCCCTTTCCG GTTG I I I I I I I I I 
TTTCCCGGGGTTTTG I I i I I I I I I I CCCCCCCTTTTTGGGTTT Mill AAA AAA AG G GTC 
CCTCTTT 

>SEQUENCE:6704:prostate_MPM2000-004P6_Table5 
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AGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGC 

GGGGCTTCCCGGGATCAGCCGGTAACAACCGACTCCCGGGCGAATGAAACTATTATCTGG 

GAGGAGAGAAGACGAAATGATATCAGGCGGCTTAGAGCAGGAGGATTTCAGGTCTTTGGG 

CTCCCTCCTGACCTTGATCCTTGGGCTGTGGGGCTTTTCCTTACCTCTGTTACAAGACAG 

AGCTGCCTACCTTCCCAGATCAGCATGCCAATTATCTTAATAATGTTTCCTCCCAAAGGC 

AATTAGAAGAGACTCCCTTTCAAAAATCTGATGGCTGTTGAAAGTTAATGAACACTTTAC 

CAGGAGATCTTACTTCCTGGTTCCTTTGCTGCTCCCCTAAGCCGTTTCCTCTGGTGGGTG 

ACGGCCAGAGATATCGGTTTGTGGGTTGATGAAACTCCCTCCCCCGCCTTTGTACACCTT 

CCGTAATCTGTCTGGAGTATGACTG 

>SEQUENCE:6705:prostate_MPM2000-004P6_Table5 

GGGAACATAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCG 
GGAGGGTGGAAGAGGAGGAGGAGGCTATAATATAGGCCAATGGCAAAGGAGAGAAAGTGT 
GCAGATCCTCTGCAGGTCCACTAGTCTACCTCACTTGCTCTCAGTGGGCAATGAAGAGAA 
ACTGCACCCAGAGAGAGGGGGAAATGGTGGTGCTTTTCACTCACATCTAATGAGGACTAC 
TGCCAGTTCTAGCCTGAACCAAAGTAGCAACATTATTCCCTTGGGAATGCACCATGGTGT 
CTGTCTGGCACAAGAGGGTTCANAATGTTGGTCTTAI I I I I I I ATTTTCGAGACGGAGTC 
TCGCTCTGTTGCCCAGGCGAGAGTGCAGTGGCGCGATCTCGGCTCACTGCAAGCTCCGCC 
TCCC AG GTTCACG CCAT 

>SEQUENCE:6706:prostate_MPM2000-004P6_Tabfe5 

ACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 

TTAATTAAGGCGGGCGGATCACGAGGTCAGGAGATCGAGACCATCCTAGCTAACACTGTG 

AAACCCCATCTCTACTAAAAATACAAAAAATTAGCTGGGTGAGGTGTCGGGCGCCTGTGG 

TCCCAGCTACTCGGGAGGCTGAGGCAGGAGAATGGCGTGAACCCAGGAGGCGGAGCTTG 

C 

AGTGAGGCGAGATTGCGCCACTACACTCCAGCCTGGGCGACAGAGCAAGACTCCGTCTCA 

NAAAAAAAAAAAAAAAAAAAAAAAAAAATTCCACAAAACAGTGACTGGCGCTAATATACA 

TGAGCTTTATTTAGCAGCCTCGTGAAGGTCAACATACAAAAACCACAGGCACTTCCATGT 

GCTAACAACTGGAAATGGAAAAAAAGTGCCATTTACAATAGCACTAAAAGAGTAACAGTA 

GTTA 

>SEQUENCE:6707:prostate_MPM2000-004P6_Table5 

AAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGAGGA 

TCGCTTGAGCTTGCGAGATTGAGCCCTGATTATGCCACTGCATTCCAGCCTGGGTGAAAG 

AGTGAGACCCTGTCTCAAAAAAAAAAAAAAAGGAAAAAAAGGAAAAAAAAAAGAAAAAAA 

AGAAAAAAAAAAGAAAAAGAAATAGATAACTTCCAAAGCTATGTATCTATTTTTAAAAAA 

TTAATAGTTAAAAATATTCTCACAAAGAAACACTAGTGGATTCTTCCAGACACTTAGGGA 

TAACACTGTGTATACCAATTATATACAAATCTTCCAGAAAACTGAAGAGGAAGGAATACG 

TCTCAGTTTA I I I I I I GGGGGCCAGCATTACCCTGATACCTAAACCACACAAAGCCATTA 

CAAGAAAAGAAAACTATAGCCCAGTTTCCCTCTTGAACATGGATGTAATAATTCTC 

>S EQU ENCE:6708:prostate_M PM2000-004P6_Table5 

GCCAAGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTC 

GAGAGTACTTCTAGAATTAATTAAGGCGGGAAGGAAGATCTGATACAGAGCAGGGATAAT 

TCATTCACAGGAACGAGAAGAAAGCACAGTAGATGGTAACAGAAGCAAGATGCTTGGTAG 

ATTTG GTG G AAGGG G A A AG GTTAAAGTTCTCTTTT ATTTC I I I I I I CTTCCCAACAAAAT 

TAGAGGCACATTTATTTTTTGAATGGGAGGAGGTAGCGGGGGTCGTTTCAAGTTTGAGGA 

AAGTGGGAGAAGACATGGAACATTCCACTCCACTAAAAGACTAGGAGCTCAAATGGACAG 

GGGAGAATTTCTATCCTCTCATTGGTCTGAGAATTTTTCAGTATTATATTCATTAGATAT 

AAAAGTTCATAGATGG I I I I I GGCATAGTAGATTAATGTATATTGTGTAAATTACTGAGA 

CATTCACTTAAAGAATCACATTATTATT 

>SEQUENCE:6709:prostate_MPM2000-004P6_Table5 

CCCCCCCATAATAGTACTTTTAAAATCCANNAAGGCGGGAGGGAGAGGAGCTTTGCTCTG 

GATGATTTTCCACCATAACCAGGGACATGAAGGACAAAAGGACTTGGCTGCTCAGCACAA 

AAGCAAAATTCCCTAGAATGTTCTTCCACCAGGTTGAGTCCTTCCCTACTTCCTCCTTCA 

AGGGGCAGAGTCCCAGTGGTTAGCCAGAGGAAAGTCCACTGGTCAGGATGTCTGTCCCAC 

TCTCCCAGTCCAAGCTGAGCCCACCTGTATGTCCTGGAGTCACCATATTTTCTGCCCAGT 

CTGACAAAATCAGTGACCTTAACAGTGTGTAAAATGTGCCTAATTGCTGCCCTTCCTTTA 

TAAATCTGCTAGCAGTCTGAAAGGTTGGCCGAATGGAACATGCAAAGCAG 
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>SEQUENCE:6710:prostate_MPM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAAAGAACTAAG 

GTGGGTTGATAAGTATACTCGTATATTTATAGAACATTCCAAAAGAATCCATAAGAAACT 

GTTAGCATCAGTTACCCCAAAGTATCCTAAAACCTATTGCCTATTTCTATATCC TTTGC A 

CCAGTCCCACACT ATT AGATTTCCCTCAACAGTAGTAAATAATGGTAGTT ACTA I I I I I A 

GTGTACTCAACAAACTTTCCCACCTCACCTCCACCTTGCCCATTTATTTATTCATTTACT 

CCTTATAAGTTTAATAAGATCAGACACAGTCACTGGGTTTAGCAATGTGGAAATCACTAG 

TGCCCTTAAAAACAGCAGTTTCAGGCCAGGCATGATGGCTCACGCCTGTAATCCCAGCAC 

TTTGGAAGGCCGTGGCGGGTGGATCACATGAGGTCGGGAGTTTGAGACCAGCCTGGCCAG 

CATGGTGA 

>SEQUENCE:671 1 :prostate_MPM2000-004P6_Table5 

GGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGGTATCTGTGTG 

TGGAAGGAACAAAATCAATCACTAGGCGCCAGAAGCGGGACTATGATAGTCCCCCACCTT 

CTAAGATGGTGACCAGTGGTCCTTGTCTCCTGGCATTAACCCACTGATGCAGTCCCTTCC 

CATGATGACCAGAGCTGATCTGTAACACCAACGGGGTATTATAGAAATCAAAGAGTGTAG 

CCGGGCGTGGTGGTTCACCCTGTAATCCCAGCATTTTGGGAGGGCAAGGCAGGCGGATCA 

CTTGAGATCAGGAGTTCAAGACCAGCCTGGCCAAAATGGTGAAACCCCATCTCTTCTNNN 

NNAAAAAAAAAAAAAAAAAAAAAAAAGGGGCCCCCCCCCGGGGGGGACCCCCAATTCCCC 

C 

>SEQUENCE:6712:prostate_MPM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAG 

GGGGAGTTGGAGTCGGAGTCATGGTGGTGGTGCCTGGGCCTCTCAGGAGATGTGGGAGA 

G 

GAGGTGGCCTCAGCTGGCCGCCTGTGCTCTTTGTCTTTCTTCTTCTTCTCTTTCTTGTGT 

TTCCTCTTTTTCTTTTTCTTCTTCTCCTTCTTGCTTTTCCTGTGGCTNTNACAACTGC 

>SEQUENCE:6713:prostate_MPM2000-004P6_Table5 

TAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAG 

AATTAATTAAGGCGGGCAGGTACAATTTACATTTGACACACAGGGT AACT GAGTTCCAGG 

CCT ATG C ATG G AGG AG AC AGG ATTTTA AAATTCCA AATCTCATG G GTTTTC TCAC CAC AT 

CATGTGAGGTGTCCTATAGAACAATCCTTAAGTGAATGCGTTTCGTGTCCGTTTTCAAAG 

ATCATGGTCAGTGTATAAAAATAGACAGTTAAATGTCCATGGAACGTGTACTGTCCCTCT 

CCTTCCCCTGAATCATGGCCACAAAGAAATCCTTCAAAAGATCAAAGAAAATGGAGATAT 

TGAACAGGTCACACTCTGTGATCATGATGCAATGGGTATAGAAATAATAACAAGAAGGCG 

ATTTAAAAAATTTTACCCACTTGCAAATTATGAAACACACTCACTGATAACCCTGGAATC 

AAA 

>SEQUENCE:6714:prostate_MPM2000-004P6_Table5 

TCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAA 
TTAAGGCGGGTACTTTACAAAGAGATATGAGCATTCATTGGCCTACGTACTCTCTGATTA 
TTAGAAATCCCCGATAAGCTAAATTAAAGTTTCCAAGGCTAATATTCTGTGGTGTGTGAG 
TGTAGTG 

>SEQUENCE:6715:prostate_MPM2000-004P6_Table5 

T AAAG G G AAC A AA AG CTG G GT ACCG GGCCCCCC CTCG AG AGT ACTTCT AG AATT A ATT A A 

GGCGGGACCATTTGACTGTCTAAATCCTGGTACATAGGGGTCAGCATTGAGAGGCCTCTG 

TCCTCTGTGGTCAGCCTGCCTGAACCACTTTTACCAAAGACCAATGGTCCCGCCTGCATC 

AGCCACACATTGAGCCTACGGAGTCTGCCCCATGACGTACGCCACCCAATGGCTCTGACA 

GTCAGCCTGCGGTTAGGCAGGGGCAGGGATGGATGACTCACGAGGCCTTCACTCCAGGAG 

CCTGCCATTCATTTCTAACTGACAAAAGTAACAATGTGAAGAAAAATCAACGCCCCATTA 

CACCACAAGTCTACAAAAAATGGGGGGGCCCCCCCCGCGGGGGGACCCCAA TTCCCC CTT 

ATAGAGATG I I I I I CCCCCCCCCTATTGGCCCTTTTTTAAAAAATTTGGGGGGGTTTTTT 

CCCCCC 

>SEQUENCE:6716:prostate_MPM2000-004P6_Table5 

CTACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAA 

TTAAGGCGGGTAAGTTGAGTCTAAAACTTGCTGAAGTGTCTGTAGTTTAATGTTTTAAAG 

CCCTAGAATAGTGTTAGGTTCATGAAAAGTGTTCAATGAATATTACCTAATATT ACTA TT 

TTTTAATAGTTTAAAAGATGTCTTGTAAACATAAGGTTCTTTTAAGGTATAAGTTTTTTG 

TTAAGAGAAATAACGTTTAAGAAAATCTGTCAGTAGAAAAAAGTCTGTTTAACAATTAGC 
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AA ACTTG CC A ACAAG CTTC A A AG CTC AAATTA ATA ATTAAC ATG CCT ATTGTGT AG A AAT 
CCAAAAAGCTGGGTAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAGGGGCCCCCCCCCGGG 
GGGGACCCCCATTCCCCCTTATAGGGAGGTTTTTTCCCCCCCCCC 
>SEQUENCE:6717:prostate_MPM2000-004P6_Table5 

CT AAAG G G A AC AAA AG CTG G GTACCG G GCCCCCCCTCG AG AGTACTTCT AG AATT A ATTA 

AG G CG G G AAG CTC AGC ATTTGC ACA ACT AAATTTAG AG A ACTA A A ACCTCTCCACTCCCA 

GACACTACTTCTATTCTAATGGGATGGCCTTAAAGATTCCTGAAAACTCCTACCACAGGA 

CATGAATAAATTCCTGACCAGGCTAAAAAGCTTTCTCTCCTATCTACTCTCTGTAAACTT 

TTGCCTTCTATGAGACAAGAGGAAAGGGTAGGGGAGAGGGAGGGGCCTGAATGATGTACC 

CTCTACCAGATCCTGCAAAGCTGGCTACACAAAGGGCTAGCTGAACCTCCAGCAATGATC 

TATTGCTGAGAGACCTTGGGTTGAACAGTTTCTCTAGGCCCCTTCCCTAGCTCCCGTGAG 

CTCTGCTCAGAGGCCTGAGTCAATTCTATGGGTCACTGCTCACTGAAGGAGCAAAG 

>SEQUENCE:6718:prostate_MPM2000-004P6_Table5 

AGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGTTTTAATTAAGGC 

GGGCGGATCACTTCAGGTCAGGAGTTTCCGACCAGCCTGGCCAACATGGTGAAACAAAAA 

TTAGCCAGGCTTGGTGGCGTGTGCCTGTAATCCCAGCTACTCCAGAGGCTAAGGAGGAGA 

ATCACTTGAACCCAGGAGGCGGAGGTTGCAGTGAGCCAAGATTGCGCCACTGCACTCCAG 

CCTGGGCGACAAAGCGAGACTTTGCTTAAAAAAAAAAAAAAGATATAGGCATCTTTAGGG 

AATCATTATTCTGCCTACCATAGAGTCTAGGGAAAATTTGTGCTTTAAGGGAAAATTGCA 

TTGTCTAGAGCAGTAGTTGGCAAACTGCTTCCTATGGGGTAAATCCAGCAGCCACAAATC 

AAGGCTTGGCGAAGGCCACCAGAAGCTGTAAGAGGCAAAGAACAGATTCACCCCTAAAGC 

T 

>SEQUENCE:6719:prostate_MPM2000-004P6_Table5 

CT AAAGGG A ACAAAAG CTG G GTACCG G G CCCCCCCTCG AG AGTACTTCT AG AATTAATTA 

AGGCGGGGTAAATATGCTAGCTACACAGAATAGAGATACATCTCCTAGCCGTCCTTGCAG 

TTAGTTATGGCTAATCAGACATTATCAGAAATACTGTATGGTGTGGTAGCTTCCAGTTAT 

TCCTTGACACAACTAACAGACAGCCTTTGTCCTATTTTCTTCTTCACCTCTTAGTCTACT 

CTGCTACTTAGAACACAAAACACATGGCTCC I I I I I I ATGGAATGTGATTTACAATATTA 

ATAACTATTATCAGTTTATAAATATATTGTATTTAGGTGAAGGAATGCTTACTTGAGATA 

AAACCTCCATACGTAATGACTCAATCTTTGTGTAACGTAAACAAAATGCAAACTCAGAGC 

TTTCTTTGACTGGCAAAAAG 

>S EQU EN CE:6720: prostate_M PM2000-004P6_Table5 

AGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGC 

GGGTGGATCACAAGGTCAGGAGATCAAGACCATCCTGGCTAACATGGTGAAACTCCGTCT 

CTACTAAAAATACAAAAAATTAGCCGGGCGCGGTGGCAGGCGCCTGTAGTCCCAGCTACT 

CGGGAGGCTGAGGCAGGAGAATGGCGTGAACCCGGGAGGCGGAGCTTGCAGTGAGCCCA 

G 

AC AACG CC ACTGCACTCCAG CCTGG GTG ACAG CG AG ACTCCGTCTCAAAAAAAACAAAAA 

GAAGCCCACCAAGAACTCAAATTCAAAAGAAAACAAACATAGAATACTAAAGCATTAAAA 

TCCTAACAGAAAAATGTGCAAGGTAACAGGAAATTCACAGAAGGATACAAATGACTAAAA 

ATACATAATCAAAGAAATACAAATTAAAACACAATGCATACTCTATCTCCACCAACGGAA 

TAGAGCCCC 

>S EQ U ENCE :672 1 : prostate_M PM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 
AGGCGGGTCATTATTCTCTAAACAATACAGTATAGCAACTGTTGAAAATGGCATGAACAC 
CAGAAGGCGGAACTTGAAATGAGCAAAAAATAGCGCCACTGAACCCCAACCTGGACAAAC 
AATGCGCGACTCCCTCTCGGGGGAAAAAATTTAAAAAACGGAATGGGAAGCTTCTAACCC 
CCCCCGTGAAGAAAAGTTTTTCAACT I I I I I I I AATAGTCAAAGCATACTACATTCCACA 
TTCTTGCCCTGTTCACCTTTAG G AAAAGG CTACAATG G AAAATG G ATTTAATATT AGGC A 
ATTTATCAGTA I I I I I I CAGTTACATCACACATTAGTTAATTTATCACTTTCTCTCCCAT 
TTTCATACTAAAATCAAACTAGGATATACAGACCAGCCGTTTAAAACATATTGAACTGGC 
CGGGTGCGGTGGCTCATGC 

>SEQUENCE:6722:prostate_MPM2000-004P6_Table5 

AGCGCGCAATTAATCCTCACGAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGA 

GTACTTTTAGAATTAATTAAGGCGGGAGATTCTCATCAGATGTGGGAAGGAAGTNTATAG 

AAGAAAGAAAAACTGTCACTGGATGGCAAAATCATACCCTAAGCTAATTTATGTGTCTTA 
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A AC CAT A A A AT A ACTTAATACATGT A AATT ATTT ATT AT ATTTT AC AG CTCCT AT AAAAT 

AAAAGTTTAAATTAGGACATTGCAAAAAAAAAAAAAAAAATTAAAAATGCGGCCGCCACC 

GCGGTGGAGCTCCAATTCGCCCTTTAGNGAGTCGTATTACGCGCGCTCACTGGCCGTCGT 

TTTACAACGTCGTGACTGGGAAAACCCTGGCGTTACCCAACTTAA 

>SEQUENCE:6723:prostate_MPM2000-004P6_Table5 

ACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 

TT AATT AAGGCGGGAGGAGAAGCTCCTTCTGGACGCCCAACCAAAGTCCTGAGGCCT ACT 

GGTGGGAGCATTAACTGCTCCCTTGATGAAATATTCATATACTCAGATCCTTGATAATCT 

GAAGGAGGAAAAGCCTTAACAAAAGAGAGCAGGAACACTGCCACTGGAGGGCAAAGCCTG 

AATGGAAAATGCAGTCAGCTTGGAAAAAAAGATCCCGATGAGCCTCAGAGACCAGAATGT 

GATTCAGGGTGATGCAGCATGTTTGTGGTTTCTGTAGGGAAATGTGTTCTACCTTGTAAC 

TGGGATAGAAAAGCACATTTCATCTCTACCCTGTATTTCCTGCCAAGTCAGACCTTGGTT 

TTGATTCCAGAGTGCCCTGACCAGGGGAGCTGCCAAAGGGCTGCGGGGCCTGCTTT 

>SEQUENCE:6724:prostate_MPM2000-004P6_Table5 

TTACGCCAAGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCC 

CCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGGGCGGGGCTGCAACTCCTGTGCACAA 

AGGAAGGGCCCTGGGTAGGGGTCAGGAGCTGCCTTGCCCAGAGATGTGTCTGGGTCACTT 

TGGAAACAGGAATCCTCTCCCCAAAATGGGTAGCAATGGGGGTACAGAGGCCAAAGACGC 

AGCTGCATGTGCTGCAGTGCCTGGGACGCCCCGTAGTGAAGAGTGATGTGGCCCAAATGT 

CAGCAGTGCCAGTGTCAGACTCCTGCTAAGAGACAGTATCAAGAAAGATAACTTCAAAAT 

ACACTTTCTGGAGGCCTGGCGTGGTGGCTCAGGCCTGTAATCCCAGCACTCTGGGAGGCC 

AATGCATGTGGATCACCTGAGGTCAGGAGTTCGAGACCAGCCTGGCCAACTGCCTGAAAC 

CCCATCTCTACT 

>SEQUENCE:6725:prostate_MPM2000-004P6_Table5 

CCCTACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATT 

AATTAAGGCGGGGTTCTTAGATCAAATATGAAATTGTGAAAGTTTGCTATGTATAGTTTA 

ATGACAAGTATATAATAACAAATATCTAAATCTTTC ATCAAC AGATGTCTGAATCTGTGG 

CCTGTTATAAAGTAAGGTTTAGACGAAAACTTTCAGTTTTTAATACAACAGCACTAAATA 

CTTGGTATAGAACACATAGTAAACTCAAGAAAAAGGAAAAAAAAAAAAAAAAAAAAAAAA 

AAAGGGGGCCCCCCCCCGGGGGGGGCCCCCATCCCCCCCTATGGGGGGGGTATTTCCCC 

C 

CCCCTTGGGCCGGTTTTTT 

>SEQUENCE:6726:prostate_MPM2000-004P6_Table5 

CCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAAT 

TAATTAAGGCGGGAGAATGGCATGAACCCCGGAGGCGGAGGTTGCAGTGAGCCGAGATCG 

TGCCACTGCACTCCTGTCTGGGTAACAGAGCAAGACTCCATCTCAAAAAAAAGTTGTCTG 

CTTATTAATAGTCTTACTCATTTGGGGAATACTACTTTAAAAGACTTGTCAGAGAACAGA 

ATTTGTTTAT AG AAAGTTT ATTTTCAA AATTC AG AG AAAA AAT ATTCTCTATTCTGTT AA 

AGAAAAGTATTCTGTTAAAGAAAAAAAAAAAAAAAAAAAAAAAAANNCCGGGGCCCCCCC 

CCGGGGGGGACCCCAATTCCCCCTTTAGGGGAGTTTTTTACCCCCCCC 

>SEQUENCE:6727:prostate_MPM2000-004P6_Table5 

ACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 

TTAATTAAGGCGGGACGCAGCTGGCGGGGTTTCTGCAGGCGGACCCCACTTGGCACTGCA 

TGCTTGGTCCCCAAGGTCCATGGTAGTTTTCCTACTATTCGCTAAAAAGCAGTATCAGGT 

AACAACCCATCAAACTGTAATCCCAGCACTTTGGGAGGCTCATGCAGGAGGATTGCGTTA 

GCCCAGAATTCAAGACCTGCCTGGGTAACATAGGGAGACCTCATCTCTACAAAAAAATAA 

AAATTAGCTGGGTGTGGTGGCACATGCCTGTAGTTCCAGCTATTTGGGAGGCTGAGGTGG 

GAGGATTGCTTGAGCCCAAGAGGTGGAGGTTGCAGTGAGCCAAGATCACACCACTGGACT 

CCAACCTGGGTGACACAGTGAGACTCTGTCTTAAAAAAAAAAAAAATTATTTCCCACCCT 

TGATTCTAATGGGGGGCTAGCATGTCTATCCCATTAGGCAAACGT 

>SEQUENCE:6728:prostate_MPM2000-004P6_Table5 

ACT AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATT AATT 

AAGGGGGTGGGGTGGGCAACATAAATAGCTAAGTTCATCGCTGTGTGAAGCCTCTCGTGA 

CCAAGATGACTCTTCCACAGAATGTATTTGTAGTAAATCAGTTTGCGTTAGAA AGAGT CA 

AACAACAGACCCAAATGTTACTTAGGGGAGAGAAGGGATTCCTAAGATAATCATTTTAAA 

AATCACTATACAATCCCTACTTATAGTTCCTGCTGATACAGTCTAACTGAGGCTCAAGCA 
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CAAGTCCAAATAAAAAAAAAAAAAAAAAAAAAAGGGGGGCCCC CCCCG GGGGGGGCCCCC 
AATTCCCCCTATG G AG GGG I I I I I I CCCCCCCCCCCCGGGCCGTTTT 
>SEQUENCE:6729:prostate_MPM2000-004P6_Table5 

AATTAACCCTCACTATAGGGAGCAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTC 

TAGAATTAATTAAGGGGGGAAATTCCCAAAATATAAATGAGTATCTGGTGGCTCCATGGA 

TC A AAAAC AC ATATG CA AG G CGTATGTG ATTAATTTGCCTTTG A AC ATTTTC AAGTCTG A 

GGGGCCTATGATACAGCTACGGAGAGATATTAAGCTGGCAGGTAGATGGCATTGAAAATC 

TGGATAATCTCCACTGGAGACATGGATTTGGGAAAGAGTATAAAGAATGCACGCCCATCT 

CAAATGACTTTTCAGCAGGTGAGAAAATCCCTCATGCAGCAGAATGTCTCACCTAGTGTC 

GCTGCTGCAGCCAATCCAGCTGTGTAGGGGTCCGTCCCTGGGGGAGCAGCGCTGATGATG 

TATGGATTGGGGACAAAACCAGCGGGAGCTAAACCTGCTGAAAACATACCTGTCAGTAAA 

AAC 

>SEQUENCE:6730:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGAGCGGGTGGACAGTTTAAAAGATCAACGAAGCATGCTGTTGTTTGATTGTGTAGTCGA 

CTTAAA ACGT AACG ATTTTTG CAACTCAACCC ATATA AC ACCATCAG A ATTG GTTG CATC 

TATTTTAATACAGGTTCATTAAGGAAAAAAAAATCATCCTTCACAGTTTATTTCAGAACT 

AAACCCATAATCTGTGGGTGAAAATCACCTGTGTGCTACTCTTTAGGATTTTATTGGTCT 

CTAGTTGGAGGCATATGAGAGGTAAATCAATAAAACCAAACTTTTTCATTTAACTTGAGG 

TCATTCTTAGGTTACTTCAATCTTGCTTCAAAAGGTAATTTAAGGAAGAATTTATTTTGT 

AATCAGGCAACTTGATTTACAAT I I I I I I CTAATAATGAACTTTGTATGCTTAATGTTTA 

AAATGTTGTAAAAATAATAGCCAGAATGGATAGTACATGCAGAACTGTGACTTGAGACTA 

AAAACTTGTGCATAGGAAACATAGAATGCAGTGGAAAAATAACTCAATATTATTAAGAA 

>SEQUENCE:6731 :prostate_MPM2000-004P6_Table5 

ACATAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAAT 

TAAGGCGGGTACTTTTCATAAGGGATAAATGTTTATCCTCACCTCCAGCTTTAATTAGTT 

AT AGTCCCG G CCTCCTCC ATCTAGTCC AG G G AAG ACTGGTG G CTTTTCTG ATG G G CTTGT 

TTGGAAGAACAAAGGGGCTCGGCCCCTTCTGCTCTGCCAGAAGCTGCTTGCTTGCAGAAG 

GCTCTTGTAAGTTTAACAGACAGACTCTGCCTGCCTCTGCAGAGAAAGACCTGTGGTTGT 

CCCACACTTATAGAGATTTGCAGGGTAAGTTCATCTATCTGTATGCCTAAATCTGGATCA 

ATATTAAAAACCCATGACTGCTGCATACCAAAGCCACATCCTTCAACCTAATCTTTACTA 

ATATTAAAGGTAAAATATATAAAAAGATGGAATTTTTATATCCATCTGTCTTTCAATTGG 

TTCCACTCTTGGGCCAGAAATAAAAGTTACTTATTGTCTCCCTTCATCCTAACACTTGCT 

TTTGCCATTTTACGGACGAGTGTATTTAGGCTTAAAAACACCGTATCAGTCTA 

>SEQUENCE:6732:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGCGGGAGAATCACCTGAACCCGGAAGGCAGCAGTTGCAGTGAGCTAAGATGCGCCATT 

GCACTCCAGCCTGGCCCACTGCACTCCAGCTTGGGCAACAGAAAAAGAAAAAGAGGAGTC 

AAGGATCTTTTTCCTTAGATCAATTAAAAGGAAGCAAAACAAATTAGTGAAACACAATAT 

ATAGGGTAGAAGAAATTAAGTGTCCACTAAATGTCTGACACTCTTCTTCGTAACTGTTTG 

TATTAGTCCATTCTCACGCTGCCATGAAGAACTGCCTGAGCCTAGGAGGTTGAACTGCAG 

TGAGCTGTGATTGCACCACCGCATTCCAGCCTGGGCAACAGAGTGGGACCCTTCTCANAA 

AAAAAAAAAAAGGGAGGGAGGGAAAAAAAAAAAAAAAAAAAAANNGGGGGGCCCCCCCCG 

GGGGGGAACCCAAATTCCCCTTTAGGGGGGG I I I I I I ACCCCCC 

>SEQUENCE:6733:prostate_MPM2000-004P6_Table5 

ACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 

TTAATTAAGGCGGGCCTTTGCTAATGTGACTAACCGAAAATGCCATGGCAATGATAAATG 

TATATTTCTCCCATCTAGGTCCTGCTCTCTGCTCACAACTCCAAGAATCTCATACTCATG 

AGGGTGGAAAAATCGACAGACATCTCACCTTTCCGATCCAACAAACAAACTATCCAGACA 

CATACCCTTCATGATGCTGAATCCCAATTTAGGAAACCTCAGACAGCTCAAAGCACTGTC 

TTATCCACACGGCTGAAAATACAACACTTTCGTCCTGCAAAGTTAAAAGTATAAATGATA 

TCACTAAGCTTGGTGTACTGTCCCACAAGACGCCACCTTATTCCATGTCCATACCACTAA 

TGAACTATTGAGAATAATGACATATTAAAAAAGATCACTCCTCTGTTTTCCTTATGGCAT 

TTTTA 

>SEQUENCE:6734:prostate_MPM2000-004P6_Table5 

AGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGA 
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GTACTTCTAGAATTAATTAAGGCGGGGGGTGGGGTGCGGGGAGGGATTTAGCTTTAAATC 

GTGTTACTTGCTGCCTAGAAACCTAGATCTCTCAGAGCAATGTTGAGAAGTGTAAAATTA 

AAGTGAATTAAAGTTGGAAGTGTAAAAATAAAGTGTAAAATTAAAAGGAGAGAAAAAAAA 

AAAAAAAAAAAAAAAAAAAAAAGCGGCCGCCACCGCGGTGGAGCTCCAATTCGCCCTATA 

GTGAGTCGTATTACGCGCGCTCACTGGCCGTCGTTTTACAACGTCGTGACTGGGAAAACC 

CTGGCGTTACCCAACTTAATCGCCTTGCAGCACATCCCCCTTTCGCCAGCTGGCGTAATA 

GCGAAGAGGCCCGCACCGATCGCCCTTCCCAACAGTTGCGCAGCCTGAATGGCGAATGGA 

AATTGTAAGCGTTAATATTTTGTTAAAATTCGCGTTAAA I I I I I GTTAAATCAGCTCATT 

TTTTAACCAATAGGCCGAAATCGGCAAAATCCCTTATAAATCAAAAG 

>SEQUENCE:6735:prostate_MPM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAG 

GCGGGGAACATTTCTATCTGGACAGTCGTAAGGAAGGCGCCGGCCCAAAATCCACAAATG 

CTACGTGTCCCTTCTGTCTCCCTATCCCGCATCAGCTCTGTCGTCTCACCTCTCACACAT 

CCCTACCCAACTGGCACCGACACCACTCATGTCCCCAAGAATCCCCTCTAAGCCAGCCAT 

GACAAACGCTCAGCTCCATCACTACCCCACAGAGGATCTCGGATTAAGAGCACAGGACCC 

GGCCGGGCATGGTGGCTCACGCGTGTAATCCCAGCACTTTGGGAGGCTGAGGCGGGTGG 

A 

TCACGATGACAGGAGATCAAGAACACCCTGGCTAACACAGTGAAACCCCACTTCTACCAA 
AAAANTAAAAAAAAAAAAAAAAAAAGGGCGGCCCCCCCCGGGGGGGACCCCCAATCCCCC 
>S EQ U E NCE:6736:prostate_M PM2000-004 P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAT 

TAAGGCGGGTCTAGGCAGCCGTCCTTGCTGAGAATCTGGACAGGGACCACCGGGGCTGAG 

CGTGTGGCACTGCCTCCAGACTCATTCTGGCCTGGACCTCCTTTCTGGGGAGCCTGCTGC 

TGTCTGGCAGGCTTCCAGAATGGACCGTAGCCCACTCGCTAGATGAGAGTGGCAAACGCA 

TCCAGAAGCAAAGACGAGGAAAAAAAAAAACAATCAAAATTGGGCCTCATCTAATGTTCA 

TGGTTCTTAAAATAAATGTATTGCTTGACAGAGGAAGTACCCCATACACAAAGTCTCTAC 

TACCCCAAATCAAGTGAGTCACATCTGTTGGCAGCGAGCACAATAAATAACAAAACTCAC 

CTGGGCTCCCCATCGTTTCCCTTTAAAACAATCA 

>SEQUENCE:6737:prostate_MPM2000-004P6_Table5 

CCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAAT 
TAATTAAGGCGGGGGGAACATTCTTAAATTTGAAACTAGGAATTATGATATTTGCAGTTT 
CATATTGTATACAGTAAACAGTCTTCAAATTCTAGTTCTCCTTGAGATCTTATACAATGA 
TA ACAGTTTTAAAATTATG CCTTCTG I I I I I I G AAC AG CTCTTTACTATTG AC AG CTTTT 
AAGGAAGTAGTTTTCATGTTGTCGTGTTTACTCTCTTACTAGACAGGAAGACAGAACAGA 
AATCCATCCTCAACTTCTGGGGATAATCTGAGGATTATAATGAAATATCAGATGCTTAAA 
TGATTTCAACAGACTTTTAGATGAAGTTGCCATTAGCACCTTGTTATCATCAATGTAACA 
CAT AG G C A AGTG G ATT AAAA 

>SEQUENCE:6738:prostate_MPM2000-004P6_Table5 

ATGATTACGCCAAGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGC 

CCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGGGAATGACATAAGCACATTGGG 

GGAATGACATAAGCACATTGGAAGTAGCTAGGATTTGTCTAATGTATTTCAGAAGGCACT 

GACAGGTTTGCTGAAATGTAAGTCAATATAAGGAAGGGATCAACAAGGTTAGAAAGGTAA 

ATTGGGAGAAGACTGTGGGGCACATTGAATGCTGGGCTAGGAGCCATTGAAGGAAATGAT 

GAAGGGAGAATCATCTAATAGCAGTGTGGTCAATATAATGGAATAAGGAGAGATCGAAGA 

CCNNNNNNNAAAAAAAAAAAAAAAAAAAAAGGCGGCCGCCACCGCGGTGGAGCTCCAATT 

CGCCCTATAGTGAGTCGTATTACGCGCGCTCACTGGCCGTCGTTTTACAACGTCGTGACT 

GGGAAAACCCTGGCGTTACCCAACTTAATCGCCTTGCAGCACATCCCCCTT 

>SEQUENCE:6739:prostate_MPM2000-004P6_Table5 

AGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGA 
GTACTTCTAG AATTAATTAAG GTAGG AGG ATAGTTTGAGCCCAG AAGTTTGAGACCAG CC 
TGGGCAATGTAGCAAGACCTCGTCTCTTCAACTGATAAAAAATTTAGAGAAAAAAAAGAA 
AAGAAAAATGTTTTACAGTTGAGTCTTTGTCATACC I I I I I ACTTGCAGTTGGTTGTCGT 
TTGTTTTGGAATTGGACT ATTCA AAAT I I I I I I I I I CCACCACTGTCTTATGGTGCTGAG 
GACTCTTCATATTCTCTTATTTTAACCTTTCCAGAAGATATACTTACATATTTGCTTTCC 
CTGAATATATTTTAATCCAAGGC I I I I I I GTCATTAGGAATATTCCAATTTCTATATTAC 
ATTATTTAACTGGCCAGTTCATACCCATTTCTGTTCAGATTTAGTTTGTTTGTTTATTCA 
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TTT ATTTTTAG GAG GTTAT AT AG AAATG 
>SEQUENCE:6740:prostate_MPM2000-004P6_Table5 

AGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGA 

GTACTTCTAGAATTAATTAAGGCGGGTGATGGTGGCACGTGCCTGTAGTTCCAGCTACTC 

AGGAGGCTAAGATAAGAGGATCACATGAGCCCAGGAGTTGGAGGCTGCAGTAAATTATGA 

TCGTGCTACTGTACTCCAGCCTGGATGACAGAGCAAGACCCTATCTCTAAGAAAAAAAAA 

AAAGGAAAAAAAAACTGGTTCAAATTGGATTTTTCTATTCTTTCATAAGATGATAAATGA 

AA A A AAA AAG A AAATAG A I I I I I GAAAAGCAAATAATCTCTTGGAATTTCTTATTAAAGT 

ATAAAAAATTATCTAATTGAGGCATGTTAATCCAATATTAAAGTATTAAAGGCTGAGTGT 

GGTGGCACAGGCTTATAGTCCCAGCTACTCATGAGATTTGAGACCAGGTGAACTGCCTGA 

GTTCAAGACCAGCCTGAGCAACATAGTGAGACCCTGTCTCTAAAACAGGTAAATNiNNNNA 

AAAAAAAAAAAAAAA 

>SEQUENCE:6741:prostate_MPM2000-004P6_Table5 

TACGCCAAGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCC 

CTCGAGAGTACTTCTAGAATTAATTAAGGCGGGGGGGCAGAGAGGAGACTCCTAAAACAA 

GC I I I I I AAAGTTAATCTTGATTTTGAAGATTCTAAAATTATAGTCATGAATCTAGTCTG 

GTCAGTGATAATCCCACTAAGAAAAAAACATTCTTAAGTTTATAATGGGTCATCACATTC 

C AC ATTAC AT A AAC AAAG A A AAG CC A AATTC AG GCCCGGCACG GTGG CTCACG CCTGTAA 

TCCCAGCACTTTGGGAGGCCGAGGCGGGTGGATCACCTGAGGTCGGGAGTTCGAGGCCA 

G 

CCTGACCAACATGGAGAAACCTGTCTTTACTAAAAATACAAAATTAGCCGGGCGTGGTGG 
CACATGCCTGTAATCCCAGCTACTCAGAAGGCTGAGGCAGGAGAATCGCCTGAACCCGGG 
AGG CG GAG GTTG CG GTG AG CC AAG ATC ATG CC ATTGC ACTCCAG CCTG AG CAAC A AG AG C 
GAAACTCCGTCTCAAA 

>SEQUENCE:6742:prostate_MPM2000-004P6_Table5 

CCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAAT 

TAATTAAGGCGGGGGTAAAAAGAAGCCACTACACCTTTTAAACAACTCTTCTCCTGTCAC 

CTCTCAGGTGTTTTATTTTAGTTTGGTATTATATTTAAGAATTCTTTCTTAGTGGCATAC 

ATTTCATTTCTGTGATCAGAAATCAGCTACAATTAATATTTTACTGACTTATTTGATATT 

CTCTGATGGCTGTATCAATTTTCTTCTTTATCCATGCATCTCTTTCTTTACTTTGGCTGA 

AGG G AT AAAGTTTTC AAA AG G GAT AT ATG AGTGG AATCGTTTTTG AATCTTTTCACG ACT 

AAACAGGTATTTTATTTTGCCATCACACTTTATTGATCTTTTGCTCTGTTTAGACTTTCA 

TGTTCAAATCCCTTTCCTCTTGTCTAGCAGCATTTAGT 

>SEQUENCE:6743:prostate_MPM2000-004P6_Table5 

AGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGC 

GGGGCAGGCAGAGAGGCCATGATACTGGAGAAATGTAGGACCATATTGAGAAGAGTTTGT 

CTGTC AG AAGTTTG G G CTTGTCCTG G GAG AAC AG G GAG CCATTG AAGG ATTTTAAGTG G A 

GATTCTAAAAAGGTGCAATTTACGCGTGTAGAAAATGGATTGGCAGCAACCAGTTAGGGG 

AC I I I I I I I CACCTGTATGG I I I I I ATCTTAAAGAAAAGATAGATATGAAATAAGTATGG 

CAAACATATATGTTCATTATTTCATCCTTTGTGCTCTTCTGAATAAAAAATTAAAGTATT 

GAAAATAAATGAAAATTCTCTAAATCTGGGAGGGACAGGGATTAGCAAACAATTCAGTCT 

AACGAAGAAACATCAAATAAACCCAAACTGAGAGGCATTCTATA 

>SEQUENCE:6744:prostate_MPM2000-004P6_Table5 

GCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTA 

CTTCTAGAATTAATTAAGGGGGATTAGCTAACAAATTATCTTCTAATAAAATAGGTTTTA 

CCTAGTTAAAATATGGAAAAAGACTTAACATATTTTGTTCTGCTGATTTGGTGGGGGAGA 

TTATGTGTGGTCACTTAAATCATGAGAGTCAGGGTGCTAGCCACATAGAATTCTAATGTG 

TCTTTCATCCCCAGTGAAGACATATGGGTGAAGTGTTAGTGAACCTCCCCTACCCATCTG 

I I I I I CTGTTAGTTGTAGATTTGGGTGAAACTTAAA I I I I I GGTGAGTTTGGTCACATTA 

AACCTGAGATGAGTGGCAGTCTTGGATATTTTGGCATATAGGACACCATTTCTGTTTCTA 

ATAAAATGTGGATTTGTACTTGGGAGGCTGAGGTGGAAGAATCACCTGAGCCCAGGAACT 

TGAGGCTGCAGTGAGCCGTGACTGTGCCACT 

>SEQUENCE:6745:prostate_MPM2000-004P6_Table5 

AAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGA 

CGGGAGTTTGAGTAAAACTGACGTGTAATTCTAGAAATGCCCAAGCAGGATTTGGAAAAG 

GAGTCCTAGAAATTGAGAAAGAAATTGGGGCTAGTGACAGAGGCATAGGATTAAGTAATA 
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ACTGAATTTATTAAGAGTGAAATAGGCCTCCAAGTTGCTGACTTAGAATAAAATCTCACA 

AAATTAAGGACTGATTTTTAAAATTAGCCTGCACTGTTAAAGCTGGAGATGAAAAAAAAA 

AAAAAAAAAAAAAAAAAAAGGCGGCCGCCACCGCGGTGGAGCTCCAATTCGCCCTATAGT 

GAGTCGTATTACGCGCGCTCACTGGCCGTCGTTTTACAACGTCGTGACTGGGAAAACCCT 

GGCGTTACCCAACTTAATCGCCTTGCAGCACATCCCCCTT 

>SEQUENCE:6746:prostate_MPM2000-004P6_Table5 

CAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTT 

CTAGAATTAATTAAGGCGGGGGTATGTAAGTGCTTAAGACTGAAATTGTAGGATCTAAGG 

TTAGTATGTACTTAACTCTGTAAGAAAATATTCATGTCTTACCTCACATCTCTAGGGAAT 

G AAAG ATTTT AG ATC AG AATG GT AG G GT AG AG G AAAATCCATTG G G G AAATTGTTCCTTT 

G GTATTTACTTA ATCTG AACA I I I I I I AAATGCAATTGTAACTATTGATGAAATGTGAAT 

ATTGATTGAAAAAAGACGTTGATGTTAAATAAGACTTTACAAGCTTGTAAAAGAAAATAT 

AGTTACAGAACGAAAACAAGTTTTTAAAAACAGCTTTATTGTGATATAATTTATATACCA 

TAGAATTCACCCATCTAAAGCGCTCAATTCAGTGAATTTTGTTTATTTACAG 

>SEQUENCE:6747:prostate_MPM2000-004P6_Table5 

CGCAATTATCCCTTACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTAC 

TTCTAGAATTAATTAAATGGAACCACTACTTATATACAGATTTACATGCAATCCAGATCT 

TTAATTTTGCCTTCACAAAAGCCTAATGTCTGTAATTAACCTTTAAI I I i I ATTTCTGTA 

TGAGACAAAAGTTGAGGACTTGGTGAAAGGAAATAGCAGTTACAGCAAAACCTCAGTGAT 

TACAATTGAGGAAAAAGTCAAAATTATAAAATACCTTTAAAGACATGCACTTTCCATATT 

TTCAAGTCAATTTTAACTAAAAACTAAGATAATGTTTCCTAGTAGAGTTGCTTGAAGATT 

AGACTAGACAGGGTTGATTTATTATTAGCATGTCATTTGTACATAAACTAGTAGAAAATA 

GCAGTTTTAAAAGTTTTCTATTTCAGTTTTGTTTACACTTCTAATTGCTTTAAACACTTT 

TTTGTGTGTGT 

>SEQUENCE:6748:prostate_MPM2000-004P6_Table5 

CTTGAGAGTACTTCTACAATTAATTAAGGCGGGGCAATAGCATTAGGTCTGTGAAAATTT 

GTAGTCTGTGGGCCTATTGTTAGTTAAACCTCAGACAGGTTTTCTGGAAATACCTGTGTA 

GAGCAATATATGAATCCTGGAAATAAAAATCAGAAAGATTAGATAACCGCCAGGACAAAA 

CAAAACAAACAAGCACAAACTAAAAAAAAAATAAAAAATATAAAAAAAATGCGGCCGCCA 

CCGCGGTGGAGCTCCAATTCGCCCTATAGTGAGTCGTATTACGCGCGCTCACTGGCCGTC 

GTT 1TACAACGTCTGGACTGGGAAAACCCTGGCGTTACCCAACTTAATCGCCTTGCAGCA 

CATCCCCCTTTCGCCAGCTGGCGTAATATCGAAGAGGCCCGCACCGATCGCCCTTCCTAA 

C AGTTG CG CA ACCTG AATG G CG AATG G AA ATTGTAAG 

>SEQUENCE:6749:prostate_MPM2000-004P6_Table5 

CG CG CAATTAACCCTCACT AAAG GG AACA AAAG CTGGGTACCGG G CCCCCCCTCG AG AGT 

ACTTCTAGAATTAATTAAGGGGGGGATGGAAGGAAAGAATAATGGAAGGAGGAAAGGAAT 

TATAAAAGAAAATTGGCTAAAAAAATTAACTCATTACTAAA/ 7ATTAAG G GTTCAAAC AG 

TATTCTCAGGACTTGGTATCTGCATTTCTACAGCCTA I I I I I CTTAATACTTG CTTT AAC 

TGTCAAAGGAGTTATTTCCTAATGTCATCCTTTAGCAACTCTAAACTTACATCTTGCCAT 

TTTCTAATATAACATAAAAAAGAGCAACTCTCCCTGAAATACCTATAGAAGTCTTGGCCT 

CACTTTGATGAGACAAACTTGCATGTTTCTGTTCCTAAAGCAACTGTGGATCCAGGGGGG 

TTCAATGTTTTGATTGTCCAAACCTGGATCACATGCCTGTCCCTGAAGTCGGATAGTTTC 

AG 

>SEQUENCE:6750:prostate_MPM2000-004P6_Table5 

ACGCCAAGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCC 

TCGAGAGTACTTCTAGAATTAATTAAGGCGGGTATCAGATAATAATGATCTTGTGTTGTC 

TACI I I I I GGGTAAACAGTGTATTGAAGATATTTTCTCCTTTTATACGGATGCACATTTA 

GATCAGCATCAAGAATTCTCAAAGTGTATTCAAAGAATTAATTTCATTAGAAATTAATAG 

GCTAGGCACCATGGCTCACGCCTATAATCCCAGCACTTTGGGAGGCCGAGGAAGGTGGAT 

CTCTTGAGCCTAGGAGTTTGAGACCAGCCTAGGCAACATAGTGAGACCTCGTCTCTATTN 

NGAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAGGCGGCCGCCACCGCGGTGGAGCTCCAA 

TTCGCCCTATAGTGAGTCGTATTACGCGCGCTCACTGGCCGTCGTTTTACAACGTCGTGA 

CTGGGAAAACCCTGGCGTTACCCAACTTAATCGCCTTGCAGCACATCCCCCTTTCGCCAG 

CTGGCGTAATAGCGAAGAGGCCCGCACCGATCGCCCTTCCCAACAATTGCGCAGCCTGAA 

TGGCGAATGGAAATTGTAAGCGTTAATATTTTGTTAAAATTCGCGTTAAATTTT 

>SEQUENCE:6751:prostate_MPM2000-004P6__Table5 
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GCGCAGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTC 

GAGAGTACTTCTAGAATTAATTAAGGCGGGGGAGGAAGGACAGTCATAGCAGGATTGTCA 

AAGGTATGAAACATAGGAACAGCATCAGGACATGTAAGTGGCTGACACACACATATATAT 

ACATGGGAATATATGTATATCGTGTGTGTATGAAGTATTATGTATGTATAGATATTCATA 

TTATAAG G CTG AGGCTAAAAG G ATTGTATACCAAG AACTG ATAAAAG CTGTCCTGTAAAA 

TGACTAGATAAAATGAAACTTTTGAAAGAACAATTTGGAAATAATTGAAAATCTATAAAT 

TCCACCAATGAAGTATTCTTATTAAAAATCAAGCATGGGCAACATGGTGAGATCCCATCT 

CTACAA AA AATATA AATGT AG G CTG GG CTCG GTGGTAC ACG C 

>SEQUENCE:6752:prostate_MPM2000-004P6_Table5 

GATTACGCCAAGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCC 

CCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGCAGATCACTTGAGGCCAAGAGTTC 

AAGATCAAACTAGCCAACACGGCAAAACTCCATCTCTACTAAAAATACGAAAGAAATTAG 

CTGGGCTTGGTGGCGGATGTCAGCTACTCGGGAGGCTGAGGCACAAGAATTGCTTGAACC 

TGGGAGGCGGAGGTTGCGGTGAGCCAAGATTGCGCCACTGCACTCCAGCCTGGGCAACAA 

GAGTGATACTCCACCTCAGAAAAAAAAAAGTACACTACGAGAAGTTAGAAACTTTATGGT 

TAAGCAACAGATTAGACTTCTCCCTAAAGGGAGAATGAACTGGAAATAGATCTGAAGTTA 

CACAGAGAGAGCACTGACATACAGAGAAGTGGAAACTAAGGAAAAGAGGTTAAAAAACAT 

GGAAGAGGCTGGGTG 

>SEQUENCE:6753:prostate_MPM2000-004P6_Table5 

GGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAA TTAAG GCG 

GGGCTGACTTAGACAGCTGCTGACAATATTACCAGAAGTTTAATAATAAACTAATTTTTA 

AATACAAACGTTCTAATGCCATATAATTGAGAACTTATCAGGATTCTCTTCTAGCTGTTT 

AC CTTCTC AG CTT ACTG ATTTCTGTTCTGTTC AAACTTTC AGTT AAAA A AG A AAATA ATA 

TTCTTATAAAAAAGCGGCCGCCACCGCGGTGGAGCTCCAATTCGCCCTATAGTGAGTCGT 

ATTACGCGCGCTCACTGGCCGTCGTTTTACAACGTCGTGACTGGGAAAACCCTGGCGTTA 

CCCAACTTAATCGCCTTGCAGCACATCCCCCTTTCGCCAGCTGGCGTA 

>SEQUENCE:6754:prostate_MPM2000-004P6_Table5 

CAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTT 
CT AG AATTAATTAAGG CG G G G ACG AG CTGTATTCT AAACT ATAG AGC AC ATCTT AAAA AT 
GGTATTCTGAAATTAGGCTTTTTCTCAATTCTTTTTCCCATTAAAATAGTCGTGACTGAC 
CAAAGAACTATCTTTTAGAAAGATAAAATGGCTAATAAATACATTTAAAAATACTAAACG 
ACACTAAAGACCCAGAAATGCAAATTAAAATGAGATACTGGCTGCTAACCATCAGTTTGG 
CAAAAATTAAAGGCTGATAACATTCAGTGCTGGTAAGGAGCTGGGGAAAAGGGCATTCTC 
ACATACTCTTGGAATGTCAAAGAATGGGCATAAACTTTTTCI I I I I I I I I I GAGACAGAG 
TAAGACTTTGTCTCAAA 

>SEQUENCE:6755:prostate_MPM2000-004P6„Table5 

AGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGA 

GTACTTCTAGAATTAATTAAGGCGGGTGCCCATAATCCCAGCTACTCGGGAGGCTGAGGC 

ACAAGAATCGCTTGAACCCAGGAGGCAGAGGTTGCAGTGAGCCAAGATGGCGCCACTGCA 

CTCCAGCCTGGGCAACAAGAGCAAAACTCCACCTCAAAAAAAAAAAAAAAAAAAAAGAGA 

AAGCGATTGAAGCCTGTAATATGGCTGCAAGTTTGGAACCTGGCCAGTAAACAGTAGATT 

CTCCGTGGCAGAGAACAGCAGATGAATTTTGAGAACAGTGGTGTCTAACACTCAAGTTTG 

AACTTGTTGCCTGTTCTGTAACTACTTTTGAGAATCCCAAACCTTCTATCAAAGTTAAGA 

CACAACACCCTTACAATAACTGTATTTTGCCAAGCATGAATAAAAAGAACCTTGAAAATA 

AGCCCTCAG 

>SEQUENCE:6756:prostate_MPM2000-004P6_Table5 

TACAACCCTGAATAAGGGGAACACATGCTGGGTAGCCGGGCCCCCCCTCGAGAGTACTTC 

TAGAATTAATTAAGGCGGGAGAACTGCTTGAACCTGGGAGGTGGAGGTTGCAGTGAGCCA 

AGATCGTGCCATTGCACACCAGCCTGGGCAACGAGCGAAACTCCATCTCAAAAACAAAAA 

ACATTGATCGAAGTCTGGCTGTGTTCAGGGGCTTTGCTAAGCTCCTAGTTTTGCGCCATT 

TAACTCCTGTAGTGGTTACCACCCCCCAAGGAAAAGGTTCCCCCCACAAAAAAAAAAAAA 

AAAAAAAAAAAAAAAAGGGGCCCCCCCCCGGGGGGGACCCCAAATTCCCCCTAATGGGGG 

TTTTTTACCCCCCCCTTTTGGGGGGTTTTTTAAAAAANNANCNANNNANGTGGGAACCGG 

AACAGGACCTTCAAACCGGGGACGTTCAGATACCCACCACCAGTAGCACTAGTATTGCCA 

CTGGGCCATAGGGCATGGAGACACAAACGTC 

>SEQUENCE:6757:prostate_MPM2000-004P6_Table5 
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ATTACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTA 

GAATTAATTAAGGCGGGGAGTGGGTCGGAGCCACGTCTTAAGAGGGTCTTGAATGTCATC 

AAGCCGGTGACACATGAACTCGATTCTGTTGTCAGTGAGTGGGAACCTGGGTTCTTAAAA 

GCGACCAACTTGGCCGGGCACGGTGCCTCACGCCTGTTATCCCAGCACTTTGGGAACCCG 

AGGCAGGTGGATCACGAGGTCACGAGTTCAAGACCAGCCTGACCAACATGATGAAACCCC 

GTCTCTACTAAAAAAAAAAAAAAAAAAAAAAAAAAAAAGGCGGCCGCCAC CGCG GTGGAG 

CTCCAATTCGCCCTATAGTGAGTCGTATTACGCGCGCTCACTGGCCGTCGTTTTACAACG 

TCGTGACTGGGAAAACCCTGGCGTTACCCAACTTAATCGCCTTGCAGCACATCCCCCTTT 

CGCCAGCTGGCGTAATAGCGAAGAGGCCCGCACCGATCGCCCTTCCCAACAGTTGCGCAG 

CCTGAATGGCGAATGGAAATTGTAAGCGTTAATATTTTGTTAAATTTCGCGTTAAATTTT 

TGTTAAATCAGCTCATTTTTTAACC 

>SEQUENCE:6758:prostate_MPM2000-004P6_Table5 

ACTGGCCGTCGTTTTACACCCGCGGAACACAGCGTATACACATGATGTATTGCCGCGCCT 

TTTCTCGAGAGAACTAATAGAATAAATTAAGGCGGGTGTCAGGCTGCAGAGCAGCTCAGT 

GGGGTGGAGGGGTGGTCAGTCAAGGCAGGCTTCCCGGGAGAGGCTTCAGCAGGGTTTATA 

AGATGAAAAAGAGGGCCGGGCACAGTGGCTCATGCCTGTAATCCCAGCACTGTGGGAGGC 

CGAGGCGGGCGGATCGCTTGAACCTGGGAGGTGGAGGTTACAGTGAGCCGAGATGGCAC 

C 

ACTGCACTCCAGCCTTGGCAACACAAGACTGTCTCAAAAAATTATATATAAAAAAAAAAA 
AAAAAAAAAAAAAAAACGCCGCCCCCCCCCCGGGGGGACCCCCATTCCCCCCTATAGGGG 
GC I I I I I I CCCCCCCCCCCTTG 
>SEQUENCE:6759:prostate_MPM2000-004P6_Table5 

AATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTC 

TAGAATTAATTAAGGCGGGAGGCCGAGGCAGGCGGACCACCTGAGGTCAGGAGTTCAAGA 

CCAGCCTGACCAACAAGGTGAAACGCCGTCTTTACTAAAAATATTAAATTAGCCGGCTGT 

GGTGGCATGTGCCTGTAATCCCAGCTACTCAAGAAGCCGAGGCAGGAGAATCACTTTAAC 

CCGGGAGGCGGAGGTTGCAGTGAGCCAAGATCGTGCCACTGTACTCCAGCCTGGGCAACA 

GAATGAGACTCTGTCTCATAAAAAAAAATAATAAATATATAAATAACATAAAAATAAATA 

CAAAATTTAAAAATCCATCTGATACAATTATAACCAAATTGTATCAGGAAGTTTCTAAGC 

CTGACACTGGAGGGGAAAAGTGTGAATAGGTTGCCCAGCTAACTCAACTGCATCCTGTAG 

TG ATAAGCCCCATC ACAGTAAGTG CAAAGCACAG ACCTAG CTAG ATTAAAG ATG CCCTAA 

CACCCAAGTACTCCTAAGACCATTAAAACCAGAGATCTGAAAAATTCCAGGAACCTTCTT 

GCCCACAGATCTAATTCAAGGAAACTCTGAAAGAAATCACTGCATTGGGACTATCAAGTA 

ATGTTTTACAG 

>SEQUENCE:6760:prostate_MPM2000-004P6_Table5 

AAAAGCTGGGTCCCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGGACT 

TAATAGTGTGGTCTTCGGTGGAAAAATATCCTGTTATACCTGAGAGGATTTGTCTGGAGT 

ACTCTGTAAAGACACTTTCATTCTTTCAATCTTTTCTCATTGTTTCCAGTGGCTGAACTT 

TCTTAAAAGTAGTCTAGGCCAAGGCAGGAGGATCACCTGAGGTCAGGAGTTCGACACCAG 

CCTGGCCAACATATAGTGAAACCTTGTCTCTACTAAAAAATACACAAATTAGCTGGGCGT 

GGTGGTGCACACCTGTATAGTCCCAGCTACTTGGGAAACTGAAGCAAGAGAATCACTTGT 

ACTGTGGAGGCGGAGGTTGCAGTGAGCCGAGATTGTGCCACCCTACTCTAGCCTGGGGAA 

CAGAGTGAGACTCTGTCT 

>SEQUENCE:6761:prostate_MPM2000-004P6_Table5 

GCCAAGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTC 

GAGAGTACTTCTAGAATTAATTAAGGCGGGGGAGAAAAGAGAGATTCAACATTACTCAGC 

TATTACAAAAATAAATAG GCAAATG ATAAG AATATCTAATTTATTGTAAG AGCCTTG AG G 

CAAGAAGTAAGCATCCTAATGAAAACAGGGTTGCATGAAACAAGAATTATATGAACCACA 

CGGTAAAAATCTGACAGAATCAGAATTATTGTCTTAGTCACAGTGGTAA AAATT ATTACC 

AGTTGATTACTGAGAAAGAACTAGAGAATAGTAGAGCCCACTACGTATCTTTTCTAGTTT 

GCTGCATATAAACACATAGTAAACTATATTTCTCTCTGTTCATTAAAGAGTAAGGGTTTG 

ATAATTCTCAACAAATGCTACAACCACCTTCATAATACCTTAAGTAAAAGAACTTCTCTG 

GTTTAATTGTAGTGTAGGAGAGGAAGAACATTTTTTTTCCCTTATACTCTGTTAGGTTTA 

CC AG CTGG G CCCTTG AATC AAATTG GC AAG AAAC AC 

>SEQUENCE:6762:prostate_MPM2000-004P6_Table5 

GCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 
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TACTTCTAGAATTAATTAAGGCGGGCGGATCATAAGTTCAAGAGATCGAGACCATCCTGG 
CC AAC ATG GTG AAG CCCTGTGTCT ACT A AAAATG CAAA A ATTAG CTGGG CGTG GTG G C AC 
GCACCTGTAGTCCCAGCTACTCGGGAGGCTGAGGCAGGGGAATCGCTTGAACCCAGGAGG 
TGGAGTTTGCAGTGAGCTGAGATCGCACCACTGCACTCCAGCCTGGTGACAGAGCGAGAC 
TCCGTCTCAAAAAAAAAAAAAATAAATAAAATAACAAAGTCAAACTCAAAT ACGCTTT CT 
ACTGGTTTACCTCAAATCTATTTCTTGTATGGTATTTGCAACTCTACATAG I I I I I I I GC 
CCCTTCTTAGAAACTGCAGGGTGATCACTCAGCAGTGATTTTTAATGAATAGCAAAACTT 
GCTTTTGTCTATACAACGGACAGAATAATTTAAG 

>S EQ U E NCE:6763:prostate_M PM2000-004 P6_Table5 

GGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTA GAAT TAATTAACTTTT 

CAACCAGCATACAGATGTGCTTCTTGTGATCATTATCAAGAAATCATTTTCTTTCAGCAA 

AATGAGAAGCCCTGGTGGCAGATTGTAACTTACAATGATTGATCACATCATGAGATCATT 

AACCTTAAAATGCTCTTAATCATTTATTGACCAAATGAAAAAAAAGCTTATAAACCAGTA 

TTGAATATATCTAAGGCACATTATCATGTACCTTTTGGAAGATTAAGTTAAAGGAAATAT 

TTTTACAATAAAATAATAATTGGTGAAAAAAAAAAAAAAAAATAAAAAAAAAAGGCGGCC 

GCCACCGCGGTGGAGCTCCAATTCGCCCTATAGTGAGTCGTATTACGCGCGCTCACTGGC 

CGTCGTTTTACAACGTCGTGACTGGGAAAACCCTGGCGTTACCCAACTTAATC 

>SEQUENCE:6764:prostate_MPM2000-004P6_Table5 

CTGGCCGTCGTTTTACACCTCGAAACAAGTGTATACACATGATGGTTGCCGCGCCCTCCC 

TCGAGAGAACATAATAAAATTAATTAAGGCGGGGGGTTAATATTTAACCCATATAACCAA 

AAT ATT AATC AGTACATTT A ATCTATTTT ATACTGTG G G C AATG GTTAATAATGCCTATT 

AGCTCTGTCAGCAAATGATACATTTCCTGTATGAGTTAAGAAAAAGGTAGAAATCATAAC 

AATAATAAATCTTTGAGTGGTCACTGTTTAGGCACTCTATTCACATGCATTATGTATATT 

ATAAATATACGCATACACACACACATATTCACGTAATGTACAGAGTAGCCCGATGAAAGA 

AGGACTTGGCCAGGCACAGTGGCTCACGCCTCTAATCCTGGCACTTTGGGAGGCCAGGGC 

AAGTGGATCACCTGAGGTCGGGAGTTCAAGACCAGCCTGGCCAATGTGGTGAAACCCCTT 

CTCTACTAAAAATACAAAAATTAACCAAGTGTGGTGGCAG 

>S EQU E N CE :6765:prostate_M PM2000-004 P6_Table5 

TAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAA 
GGCGGGTGTGCTCAATAACATGGTCTCATCTTGCATATTTAGTTGCCATTCCATCCTGCT 
AGCATTCCAATCCCATTCCTATGCTAGGCTTAACCACCATTATTAGTATAATTA TTCATA 
CTTTACAGAGCCAATCACATAGTTACATATGTATTGTCAT CTCTT CTCATTAACC 1 I I I I 
TTAATCCATTTCCAATAATCACCTCTCCTAGGAAGATAATTTTTTAATGATAGTAGAGGA 
ATAG ACG AAAG AG ATCTAN NNNN N AAAAAN AAACAAAAAAAAAAAG G GGGCCCCCCCCGG 
GGGGGGCCCCCAATCCCCCCTTTAGGGGGGTTTTTTCCCCCCCCCCCTGGG 
>SEQUENCE:6766:prostate_MPM2000-004P6_Table5 

GCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTA 

CTTCTAGAATTAATTAAGGCGGGAAAATCATCTGAGCCCAGGAGTTTGAGGCTGCAGTGA 

GCTATGATAATGCCACTGCACTCCAGCCTGGGCCATAGAGCAAGTCCTGTCTCAAAACAA 

AAAGCAAACAACCAAAAAAGCCTGCAAGTATGTCTGACTCTGAATTAGAACTCTGATAAT 

G AG G CTTTTTTC ATC AAGTGCCT ACCTT A ACCT AATTAAC AC AACTT A ATG C AG C A A AC A 

AATAAACTATTGCAATACTAGAATTGGGAGGCAGGCCGGTTGTGGTGGCTCACGCCTATA 

ATCTCAACACTTTGGGAGGCCGAGGAGGGAAGATGGCTTGAGGCCAGGAGTTGGAAACCA 

GCCTGGGCAACATGGCAACATAGTGAAACTCCACCTCTAAAAAA 

>SEQUENCE:6767:prostate_MPM2000-004P6_Table5 

CGATTTACACTGGCCGTCGTTTTACACCCCGGAACAAGCGTGTACACATGATGGGTAGCC 

GGGCCCCTTCCTCGAGAGTACTTGTAGAATTAATTAAGGCGGGGCAGGGAGG ACTGT CAG 

TTATCACTCCTGTGTTTCTTTCTTAGTGACCACCTCTGACCACCCAACTTAATACTTTTA 

CTCCTCCCTGCCCCAAAGCTGTATGTATCTCCTCTCTGCTTTATTTCCTCCAGGGCATGT 

GTGCCTCCTGTGTGTTGCCTGCCCCCATGTGGAAGGGCAGCTCCATGGGACGCGGCTCTG 

TCCACTTAGCTTGGTGTTTGTTACTGGGGCCCAGGATGTTCAGTGCTTGTGGAATGAAAA 

ATAGAGTAGAATAATGAAGGGGATTAAATATGTGACATTTTAGTATGTTGACTGTATTAT 

AC ACTG CT ACT AAG G AATTG AAG CCG ATGT ATA AAC ATTGTGTCTAC AC ATT AT ACT ATT 

TTATGATTATTGTATGGA 

>SEQUENCE:6768:prostate_MPM2000-004P6_Table5 

CTGGCCGTCGTTTTACACCCCGGAACAAGCGGTACACATGATGGGTGGGCGCGCCCTTTC 
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CTCGAGAGAACTAGTAGAATTAATTAAGGCGGGGACTACCGGGGACCACAGCAGACGGCA 

GTGAATAAAGACAAATGAAATTAAAGACCCTCTTGGGTGTGCTGACTGCCTACCGCAGGG 

AGACTTCATTAACAGGGGGCAAGGGATACAAGACTGAAGAAAACACAAAATAGAACTTAT 

TTTCAAACCACAGCAGTTTCAACAGTTACCCAAGCGGTGTACCGAAACCACACACAGGAC 

TGACTTTAGCAAAAACAATATGAACCAAATGGTTTACCACAGTATGTACTGTTAAAAAAA 

AAAAAAAAAAAAAAAGGGGGGCCCCCCCCGGGGGGGACCCCAAATCCCCCTTATAGGGAG 

I I I I I I AACCCCCC 

>SEQUENCE:6769:prostate_MPM2000-004P6_Table5 

TGATTACGCCAAGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCC 

CCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGGGAAGAAAGCCAAGGTCCTAAAG 

AAATTATCTAAGGTCGTTAAAAGCAGAAAAATTCTGATATTACAAAGTAATAAAGAGCAG 

TCTTCTCAAAGCAAGACAAAAGCTCTTAATCTGAGCCAGATGATTGCTAGTACTAGTAGC 

CCAAAAAGCCTAACCTCAGTTAGTATTATATAGTAGTATTTTTACTATACTTCCTCAAGC 

TGCACTGGCATAAAAAGGGATTCAGACTTCTTTCCGTGTGATGAAGGATCAGAAAATGCT 

TGAATCGGATGCTTCCTCCAGTACGCTGAAATTAAACAAGTAAAACTGCCTCTGATTTCT 

I II I I I I CTTTTTTGCTAATGTGTATTTTAAAATGAAAAGTACTTCCTAACTAGTCTTCC 

TAGTCAATGTTATGGTTTCAAAAAATCTGATATCCTA 

>SEQUENCE:6770:prostate_MPM2000-004P6_Table5 

AGCGCGCAATTAACCCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAG 

AGT ACTTCT AG AATT AATTAAG G CG G G G GTAATCTTCCTAAAG ATT ATACACCC A AG AAT 

TAAGTCAAAGCCTGTCTGATTCCAAAGTCTACCCTTTTTCTATTCCACATGGCACTTGGC 

CTCCTAAACTCCTCCA I I I I I I I I GAAATGTACGCCATAATTATGGA ATAC AAAAACATT 

TCAATGTTTTTGGTATCCTGACTCAAACATTAGAAGCATATTGAAATTTTTAAAAATTGT 

TTGTTCAAAGCTTTATAAAATATTTATACCTGTAATTAAGATGAGAAGGTAATAAAAACA 

AAAACAATTAGTGTATGTGATCGATACATGGTTTCATCCTTATCACAAATACAATAATAA 

GCATGCTAATTCAAAGATAAAAGTTCTTAAATCTGACTGGTAATGGCC AGATAA CCTCAG 

ACTCACTTTTCTTCCTCTCCTTGTGAGCTTTTACCAGAACGTTCAACTG I I I I I A 

>SEQUENCE:6771:prostate_MPM2000-004P6_Table5 

AAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGG 

CGGGAGAGGGCTTGGATGGGAAGAGGGTGTGTAAGAGCAGAGAGTGTGTAAGTGCAGAGA 

AAGCACTCTTCTAACCTTAACAAAGACAAGAACAGCTCAGTAAGTCATGTGCTTTCTGAG 

AGAAAATGGTGAGCCTTTTACATATAAATAAGGAATTATCTAAACAAAGGAAATAACTGC 

ATGTGTTGGAAGACACTAAAATATCTGAATAATTTTTACTACTGCGTGATCTGAAGTTTC 

TTTCAAAAGCTTAATAGTTTCTTCCTATGTCTCAAACAGGGACTATTTGAATTTGATTAA 

GAGTCAAGGCCGGGCATAGTGGCTTACGCCTGTAATCCCAGCACTTTGGG 

>SEQUENCE:6772:prostate_MPM2000-004P6_Tabie5 

G AAAAAAAAAAT AACGC AGG G CAG G GTTTCAGG GGGCC ATG ATC ACACC AATGCCCTCCA 

GCCTGGGCGACAGAGCAAGACTCCATCTCAAAATAAACAAATAAATAAAATAAAACAAAA 

TTCTAATAACATATTGAAATTAGATTTACCTTAATTTTACAAAAGAAAATCTACATCCTA 

ACCTACTTTTAATGAAATAGGGGTGCTATTACATCAATCACAGAATGTTATTTCAAAACC 

TTAAGAGAACTTTG ACT AGCCCTCTGAGTTTTGCAGTCTTCATGTAAGTATGTACT AATT 

GGTTTTGTTTTTTAAAAATTACAAACATATTGAAGTTTAGAGGGAATAAAATACAAATTC 

CAATATACCCATCACACAGATTTCTTAGTTATTAAGGTTTTGCTA CATTG TGCCATCTAT 

CACTCCCCTTTCCATTCAGCTAAGTCTTCTTTTATTTATTTATTTAI I I I I GAGTTGGAG 

TTTCACTCCAGCCTGGGCGACAGAGCAAGACTCCATCTCAA AATAA ACAAATAAATAAAA 

TAAAACAAAATTCTAATAACAAATTGAAATTAGATTTACCTTAATTTTA 

>SEQUENCE:6773:prostate_MPM2000-004P6_Table5 

AGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGA 

GTACTTCTAGAATTAATTAAGGCGGGGGCCTGTAGTCCCAGCTACTCAGGAGGCTGAGGC 

AGGAGAATGGCGTGAGCTTGGGAGGTGGAGCTTGCAGTGAGCCAAGATCGCGCCGCTGCA 

CTAGCACTACAGCCTGGGTGACAGAGCGAGACTCCGTCTCAAAAAAAAAAAAAAAAAAAA 

AGGAACCCAACCTGGAAGTAGCTGAGAGCCACCTGGTGTGAAGAGAGGAAGTCTCCTCTC 

CTGTGTTCTGGTTCCTTTGCGGACACTGTGCCGTAGGCCACCTCTATCAATTATGTCCTG 

GGCCTGAATCTTCAGGCTCTCCCTTGGCAGCTTCCTGCCTGACCTTATTTTTTATTTATT 

TATTTATTTATTTATGTATTTATTTATTTATTTATTTATTTTGAGATGGAGTGTCCCTCT 

GTCACCCAGGCCGGAGCTTGCAGTGAGCTGAG 
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>SEQUENCE:6774:prostate_MPM2000-004P6_Table5 

AGCTGTTGCAAAGATGGAAATTGATTCAGAGTTAGGAAAATGAATACTAGAATTTAATGA 

CTAGCTGATATGAAGCCTAAGAGAGGAAGGAGAGAAGAATAATACACAGGTTTCTGGCTT 

AAAC AACTG G CTG GGTGTTGGTG ACAATT ACT AA AAAG G A A AATAAGTGTG G CC AG G C AC 

AGTAGCTCACGCCTGTAATCCTAGTACTTTGGGAGGCCAAGGCAAGCAGATCACCTGAGG 

TTG G G AG CTCAAG ACC AG CC AG ACC AAC ATG G AG AA ACCC CATCTCT ATTAAA ACT AC AA 

AATTAGCCGGGCACGGTGGCACATGCCTGTAATCCCAGCTACTTGGGAGGCTGGGGCAGG 

AGAATCGCTTGAACCCAAGAGGCAGAGGTTGCCGTGAGCCAAGACTGTGCCATTGCACTC 

CAGCCTGGGCAACAAGAGCGAAACCCCNTTAGAACGAAGAAGAAAGAAAAGAAAGAAGAG 

GAAAGAAGGAAGAAGAAAGGAAAGAAGGGAAGAAGAT 

>SEQUENCE:6775:prostate_MPM2000-004P6_Table5 

CCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAAT 

TAATTAAGGCGGGAGGTGTGGGAGGTTTGGTTGGGGTAGGGTACTAGATAGTAATATTAA 

TAG AAG G G AG ATTTAC I I I I I I ATTGAATATTCTTTCGTATTCTTTGAATTTTGTATCAT 

ATTATGTATTGCCACATGAATACACCTTCGACAAATCTGAACTAAAGTCATGACTAGTAG 

AAATAAAGGGGAGGGGATCAGACTTGAGAATTATGTACGAAATAAAATTGATAGAATGTA 

TTG ATT AT ACTT AAAG GG AG G ATG AAAG 

>SEQUENCE:6776:prostate_MPM2000-004P6_Table5 

TAATGATTACGCCAAGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGG 

GCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGAGGCTGTGGTCCCCTCGTTG 

TATTCAGGGTTACACCTACACAGTAAGGTTGCAGGGTGTGTGTGGGGTTCCAGCCCCCCG 

CCTAGTTGATTAGCCCTCCATCTTGATGATTGTGCAGGGCAGGAGATGGGTCTCCCCAGG 

GGAAAGAGAAGTTTTCACCTCTTAGTAAATGCCACTAAGG I I I I I CAGGTTACAGTAGTT 

CTTTGACTAAAGGAAGTCACAATAATGTTTATAAGTACTGATGTGGCCTTTGGTTGTATC 

ACAAATTTAAATTAAGATTGTGGAATCACCCTGAAAGATTCTTTGCAAGAGATCATTTGA 

AGTAGGCCCAGAGCCTCTGGCTGGTTAATTGAATACAGGTTG I I I I I GTCCTTCTAACGT 

AGTCATTTTCCCCTTACATCTTA I I I I I IAATTT 

>SEQUENCE:6777:prostate_MPM2000-004P6_Table5 

TAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAA 
G GCGG ATG GTCTCG ATCTCCTG ACCTCGTG ATCCACCCG CCTTG G CCTTCC AAAGTG CTG 
GGATTACAGGTGTGAGCCACAGCACCCAGCCAGCCTCACTAAAGTTTAAAAGCAATGTTA 
ATACACCCCTAACACAGAACTCTTGTGTTGTTATGATGAATGTGTGGAGTAATACACTCA 
GTAGCTGCTTTGTTCTACTCACCGTCTCATGCTGTTAATGAGCA I I I I I IATTTAI I I I I 
ATTTTATG A AAACAACATTT ATATCAGTCTG CTGGCATTG ATGGTG AAAG G CTATCATTT 
TAAAATTATTTG G CTTTTTCC ATTAAAGG G AC AG GG C AC AATTAC A ACTG CCAC ACTTCT 
TTTTG ACACTAG CAAATAG CTAATGTTCTTTACATTTT 
>SEQUENCE:6778:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGAGGAAGGGCTAGAAACGCTCAGCTGAGAAACCTGAAACAGGGCCGGGGGGGTTAGAT 

AACCTGGTATCAGTACTGTCTTTCTCAGCTGGGCGCAGATCACGCCTATAATCACAGCAT 

TACGGGAGGCCAGGAGTTCAAGACCAGCCTGGGCAACGTAACGAGACTCCAGGTGGTGGC 

AGGCACCTGTAGTCCCAGCTACTTGGGAGGCTGAGGCAGAAGGATCGCTTGAGTCAAGGT 

CGAGGCTGCAGTGAGCCGTGATTGTGTCACTGCACTCCAGCAGGGGTGACAGAGATCTCA 

TCTCTTAAATAAAATTAAAAAAAAA AT AAA AAATACTCTTAAATAAAATTTN N N N AAA AA 

AA AAA A A AA AA A A AAAA A AG GGGGCCCCCCCCCGGGGGGG CCCCC ATTCCCCCCT AT AG G 

GGGG I I I I I CCCCCCCC 

>SEQUENCE:6779:prostate_MPM2000-004P6_Table5 

G CC AAG CG CG C A ATT A ACCCTC ACT A AAG G G A AC A A AAG CTGG GT ACCG G G CCCCCCCTC 

GAGAGTACTTCTAGAATTAATTAAATTTCTTAATATAACCGTACTAAAATTACTTGCAAT 

ATGTGATGTAATTAAAGTTATAATCTCAACACTTTGTAGAAGGTGTATCAGCACCGTGCT 

TATATAACTGATACACAAGTAGTAATTTAATATTTACAGAGTACCTGAACCCAGGCCACA 

CATTTTCTCTAGCACTCTGCTCTCTTGA I I I I I AAGTAG AAAG GTTG AAG GAAATAAATT 

CCAAGGTCTTTTCTAATCTAAGGAAAACATATATCAATAATGGAAATATATCTAGGACCC 

CATGTGTTCCAATCTCAGATGTACTCTATTTAAAACATAGTCCGGCGATTAGCCGATAAA 

TAAATATAAACACACTTAAGTACTCTTCTTTTCTCCACCTCTCCAGGAAACAAGATGAGG 

AAGACACCTTTCTTCCTTTTCATGTTTGTTTGTTTGTTTC I I I I ! I I I I GAGATGGA 
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>SEQUENCE:6780:prostate_MPM2000-004P6_Table5 

ACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 

TTAATTAAAATAAAAATAAAGTAATACAGCATTTTACTTCTAAAGTTACTCAAAATATTT 

ATTTTGATCTCACAAGATGGGGACTCAGAGTCAATGACTATCTCAAAAAGCCTAAAAAGC 

TAGTGAAAAAGCCAGAAATACCAGCAAACAGACCTAACAATTAGGAGAAGTAGAAAAAAA 

GAGTTGAAATAATTTTCAAAGATTGCTGTACAGTTTTGTGAATACAGTATTAGATTGTTT 

ACTAGGAGTGACACCTAGGTGGAGCAAATAAACGCTAATGACTGAGGGCCAGATTAACTG 

ATCTAAAAGGGGTCAAGCTTTATG AAAGCTTGG AGCAAAACAAAAG CC ACAGTATAC AG G 

AGTAATCACATCTAACTGCATAGCACTAAAAAACAACCTGATATTTTAAAAGTGTGGGCA 

TTGTGGGTAATGATAAGAGAGGAAAAAAAAA 

>SEQUENCE:6781 :prostate_MPM2000-004P6_Table5 

TGGGTCCCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAA I I I I I CATAG CACCT 

AGACAGGGCATTTAGCCTCTAAGCATATAAAAGGGATTAAGTGAGGCTTGTTTTCCTACA 

ACATTAAAGTGAGTTAAGGATATAATTTAGGTATGAGTTGAAGACAGTCAAATGTTTCTT 

CATGCTTTGTTCAGTTTTCTGCAAGTTTATATCTGCCATAAGATAGGGCTACTCATCTTC 

AATTNTG AAAGG ATG G ATTGTGCTACTT 

>SEQU E N C E :6782: p rostate_M PM2000-004 P6_Table5 

GGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCG 

GG GT AG G GTG G AAAGCCTTCTTG AAA AAG A AG AGT A ACTTC AG AGTTTGTTG AGTTTG AC 

ATATAAACAAGACTTCTTAGTGTCACTAAGATGCTTGGTAGTCAGTTGAGT GTGTT GGCC 

TAGGGCTCAGGAAAGGATACTGTAGGGTCAACTAGTGCCTAGTGAGGAAGTTTTGCCTAG 

AGTTAGTCTAGTGGCCTTACAAAAAAACAAACAAGGAGGACC CATA TGTAACTCACTGTG 

TTCCTGCAGGAGCATAGAAGTTCTTAATGATTGCCCCTATTTCTTTTCTAGATTATTTA 

>SEQUENCE:6783:prostate_MPM2000-004P6_Table5 

CTGGCCGTCGTTTTACACCCCGGAACAAGATATAACCATGATTATGGGCGGTGGTTTTCC 

AAAAAGAAAAAAAAAAAAACTTTATTGCGGGGCGGGCCTCTGAGTTGGCTGGAAAATAAA 

CTTAAGGAGTAAGATAGGGAAAGAAAAGAAGATTGGAGCT GGAC T ACATA TCAGTCTTCA 

CTTAGATTCACAAATACCAGCATATTTGACAATGTGTTTCAATTTTC I I I I I GTAGAGAC 

AGAGTCTCACTATATTGCCCAGGCTGGTCTCTAACTTCTGGCCTCAAACAATCCTCCTAC 

TTTGGCCTCCTAAAGTGCTGGGATTACAGGCATAAGCCATCATGCTTTGCCTCAAATTTT 

TAATTTATCACAGAATTCTTCCCCGTAAAAGAAATATTAACTGGCTTTGAAATTTATTTC 

ACAAACTGAATGAGAAAAGCATTCCTTTTTTAAGTTTTATAAAAAATAGATTGAAGTTCT 

ACTGAAATCAGTTCTACTGAAAGAGGCCAGGCCAGGTGCAATGGCTTATGTCTGTAATCC 

CCACACTTTTGAAGGCTGAGGCAGGACTATCTCTTGAGCC 

>S EQ U EN C E :6784 :prostate_M PM2000-004 P6_Table5 

G CG CG CTTTATG ATTCGCT AAG CG CG C AATTAACCCTCACT AAAGGG A ACA AAAG CTG GG 

TACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGGAATATGACAGGAA 

CAAGGAAGCGCGGGACAGGAGACAGAACTGTCATTACTGAGCTTCAGCTAAAGCACGAAT 

AGTTCG I I I I I I I CTTTTAATGTA I I I I I I I CTTTTTATAAAG ATG G G GGTCTC ACT ATG 

CTGCCCAGGCTGGTCTAGAACTCCTGGCCTCAAGTGATCCTCACACCTCANAAAAAAAAA 

AAAAAAAAAATAAAAAAAAAAAAAAAAAAAAAAAAAAATAAAATTAAAAAAAATAAAAAA 

AAAAAAAGCGGCCGCCACCGCGGTGGAGCTCCAATTCGCCCTATAGTGAGTCGAATTACG 

CGCGCTCACTGGCCGTCGTTTTACAACGTCGTGACTGGGAAAACCCTGGCGTTACCCAAC 

>SEQUENCE:6785:prostate_MPM2000-004P6_Tab!e5 

CGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGT 

ACTTCTAGAATTAATTAAGGCGGGTGAGGCTGGTCGGCCATAGTGGGCTCCGCCTGAGAC 

AGGGTGATGGGGTGGCCAGGGCGGCACTCAAGCCATCCCTTA GGAAGCA GCAAGATCTGG 

CTCTGGTTCTCTCCTGGCTCCTCTTGGATCTTGAGGCTGGTGCC I I I I I I I ATTGTAACC 

AAATACCCAGACTTCAAGGAGATTGAGGCTGGTGTCTTTCCGTCAGCTTGTGCCCAAGGG 

GACATCATCCTCTCCTCTCTGAAAGCACTGTGGATGTGAGGGGTGACTCTCCTATCCAGC 

AAGGAATGTAGTGGTGGATTTTCTACCTTCATCTCTAATTCTCTCCACCTCATCCAAAAN 

AAAAAAAAAAAATNAAAAGGAAAGCGGCCGCCACCGCGGTGGAGCTCCAATTCGCCCTAT 

AGTGAGT 

>SEQUENCE:6786:prostate_MPM2000-004P6_Table5 

TACGCCAAGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCC 
CTCGAGAGTACTTCTAGAATTAATTAAGGGGGTTGTTCTCTAAACAGCACGCACATTAGT 
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TGTAAGAAAAATGTTGTGTTATAGTATTTATACTGTTGAAGAATAAGAATAAAATATTAA 

ACTGCAGTAAGTTAATAGCAAGAACATTATACAACATTTATCCCTGTTGTAAAGTTTGAA 

TCATAAGCAGTAAGCCAAATATTAATTATTAATATTCTAAACTACAGCTTTTGAAACCTA 

TTTCAATGTTATTAAATATTTTAAACTCATGGTGTCTAACATTTCCTGGAAAACCATGGT 

GTTTTTGTGTACACCCTGGTCAACATGATGGTATGTGTGTGTGTG 

>SEQUENCE:6787:prostate_MPM2000-004P6_Table5 

CTGGCCGTCGTTTTACACCCCGGAATAAGGGGAACACATGCTGGGTGCCGGGCCCCCCCT 
CGAGAGTACTTCTAGAATTAATTAAGGCGGGTTGGACAGGCTTGGTGTAAAATCTCTATT 
TTGGCAAATCTTTGAGCACAATCTCCAACTGTATGGGCTGGGGAGATGAAGAGAAACATC 
CTGGGATATCTCAGGCCCTACTCTTTACTTTCAGAGTGAAGAAGGGACCAGAGAACCAGG 
AAAACAGCAGAATCTTTAAGGGAAAATCAGGGATATTGGATACAATTTCTTAAACTCAGA 
G G G AACG CAT AG G G ATT ACCT ATA AAATC AG AAC AGTAACCTC A AG A AG G AAATCTTT AG 
TAAATCAAAATTGCCAAAATACAAAAGT I I I I I I I I I I AATTTTTATTTATTAA I I I I I I 
TTTGGAAACAAGGTCTTGCTCTGTTGCCCAGGCTGGAGTGCAAAA 

>S EQ U ENCE:6788:prostate_M PM2000-004P6_Table5 

CTGGCCGTCGTTTTACACTCCGGAACAAGCTATAACCATGATGTCTGGCCCGCGCGCTTT 

TCCATAAAGAAAAAAAAAAAAACTTTATTGCTTGGCCGGTCCCTGATGTTAAGAAAAAAA 

AACCAACCTGACCATCTTGGTGCACCCCTGTCTCTAAAAAATAAACCGGGCATGGCCCGG 

TGCGGTGGCTCATGCCTGTAATCCTAGCACTTTGGGAGGCTGAGACAGGCAGATTGCCTG 

AG CTCTG G AGTTCG AG ACCAG CCTG G GC AAG ATG GTG A AACCCCATTTCT ACT A AAATAC 

AA AAA ATCAG CCG G G CATGGTG GCAG G 

>SEQUENCE:6789:prostate_MPM2000-004P6_Table5 

GCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 

TACTTCTAG AATTA ATTAAG G CGGGGTTTCACCATGTTGG CCAGG CTGGTCTCG AACTCC 

TGACTTCAGGTGATCTGCCCGCCTCGGCCTTCCAAAGTGCTGGGATTATAGGCGTGAGCC 

ACCGTGACTGACCCATTTCTTTTTTAAGTAATACATTTTTAAAGAAACCACTGACAGATT 

TTCCCATGTAGATGTGGAGCTTGATTTCAGGGTAAGTATTTGCAGAGAAAGACCTGTGGA 

TTCAAAGTACAATTGAACAAGTTTTGTTAGTTTGAAGTCATTGGAATAGTTTAGG ATGT C 

TTTGGAATAGTTGACCAACTAAGAGTAGAACAGTTAGGTAA ATTG GATTTATATGTTTTC 

TTTTATCTTTGGAACTCAAATAGAGCAATTCCTGAGCATAAATTTTAATTATAAACTTCA 

AGACTCATTGAAATGGTCCTAGAAAGCCTGAGATANAAAANAAAAAAAAANAAAAAAAAA 

AGGCGGCCGCCACCGCGGTGGAGCT 

>SEQUENCE:6790:prostate_MPM2000-004P6_Table5 

CGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTAC 

TTCTAGAATTAATTAAGGCGGGAAGAGTTTCTTCTGTGGGAAAATAACACAGACGTTCCT 

TGTTTAGGATTGGGAGATTTAACATTTACTTTTTCCATAGTGTT ATGC CCTCAATTTAAA 

TGACAGAGGAGATAAATACACATTGAGAAATGAAACACTTATGTTTTCCGTCCTATATAG 

TTCTTGAGGATTTCAAGTCCCATTAGAATATTTCTCATACTTGATTAACATGTAGACCTT 

ATTAAAGACTCCTGTGAGGCTGTGTGCAGTGGCTCACGCCTGTCATCCCAACACTTTGGG 

AGG CCG AG G A AG G CGGATCACCTG AGTCCAG G AGTTCG AG ACCAGC ATG G CC AACAC AGT 

ACTATCTGTACTAAAAATACAAAAATTAGCCGGGTGTGGTAGTGCATGTCTGTAATCCCA 

G CTACTCGGG AG G CTG AGG C AG GAGA 

>SEQUENCE:6791:prostate_MPM2000-004P6_Table5 

GCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 

TACTTCTAGAATTAATTAAGGCGGGGCCCTTCACTCTGGCAAACTTGACACAT ACCCC AG 

ACAATGCATGAATGAGGCTATCAGAGATTGAAATCCCACTATTTGCAATTTAGATTTTAT 

TCATATAAAACACGATGTGCATAGAGAATATGCATTTTTCGAAAGCCCATGAAAAAGTTT 

AAAACATAACCCAAAACCAAGCCACAAATCGAAGCTCAAAACAATTTCACAAAATGAATA 

CCTGCTTAGGCCACGTTCTTTGATCTGAACTTTATAAAACGACATATTAAACCAACAAAC 

AACAACATCTGCCTACTGGAAACGTTTGAATCATTCTCTGTAATGAGTCATGAGTCCAAG 

AGGAAATCAAGCAAAAATCACGTCCTACGTAGAGGCTGACAGCAACAAGTGTAGTGACAC 

AGCGTCCATGGGCCT 

>SEQUENCE:6792:prostate_MPM2000-004P6_Table5 

CTGGCCGTCGTTTTACACCCCGGAACACAGAGTGTAACCATGATGGGGGGCGGG CCCC TC 

CTCGAGAGAACTAATAGAATTAATTAAGGCGGGCTGGTGAATAAGAAAATGCAATGTTTT 

GAGATTCTGCTGGCATAGTCTCAGAGATAGGAAAGCAACTACAAAAAAAACTAAGGAAAA 
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GTCATTTCTAGAAACTCACAACAAAAGTAGCTACTAGAAACTGTAGAAGACACTAATAGT 

TACCATCCTCTAGATGATAATTCACTCTGGAATGTGAGTGACATGTAAGAACTTTTATTT 

TTTATTCAGAGTACTTAGAAGTTTTCATACATAAAGTGCTAGAGGATCTTTATTTCTATC 

TGTGATTTAAATCAGAAACTTTAGTTTTGTGTCATAGCCATAGCCCCTGAGAAGG TTAGC 

ATTATTGGGTGTGGTATAGAATTCTCAGCTAAAAGAATAGCTGTCCCATCCTGGAl lilt 

ACCTCATGCCACAAAGGTATGAGACCTTTGTATTTAATGA 

>SEQUENCE:6793:prostate_MPM2000-004P6_Table5 

GATTACGCCAAGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCC 

CCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGTTAGTAGAACAAAATGGATATAAA 

TAGGAAAAAGTGAAAAATCAGTAAGACAGTATGTTGGAAAGGAGTACAGTAGATGGAAGA 

ATTAATGATTCAATATTTCTATAAAGAGTCTCCATTTAGATGATTCAAAGAGTATCCATG 

AAG AA ATG C AC ATTTTATTG AAT ATAC AG AAGTGTG ATT AGTGGTG AAG G AG G GTG AATT 

CTGTTTGCTATATGACTATGACATGTACAGAACTTCTCATTCAAGGTGAGTGTGAAAAAA 

TATTACAAAACATGTGGAGAATTAACTATTACAGAGATAATGAAATACTTATACAA AGAT 

ACCTCCTAGAGATGAATTCACCACAGCACATATGA GAAATA TTATAGCAAACTAAATTTT 

CCTTTTAAGTGAGAACACTTAGACATCTCAACTGGC I I I I l AAGAAGAAA 

>SEQUENCE:6794:prostate_MPM2000-004P6_Table5 

GCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGG GCCC CCCCTCGAGAG 

TACTTCTAGAATTAATTAAGGCGGGAGAAGATGGGAGTTGCCTCGATTTTCAGACCTGTT 

TCCTCATTTCAAAGATGGGGAAAGAGACAGCCCTATCCCACAGTGGTCTGGGGAGGACCC 

AGTGAGATAGTGGTGGCAAAGCCTACCCCCAAATTAATCGTACATTTGAGGCAAAGATGA 

CTTTCTGAGGCAGGAGGATGGCTTGAGCCCAGGAGTAAGAGACCAGTCTGGGCAACATAG 

TGAGACCTCGCCTCTACAAAACTAANAAAAAAAAAAAAAAAAAAAAAAAAAGCGGCCGCC 

ACCGCGGTGGAGCTCCAATTCGCCCTATAGTGAGTCGTATTACGCGCGCTCACTGGCCGT 

CGTTTTACAACGTCGTG ACTGGG AAAACCCTG G CGTTACCCAACTTAATCG CCTTGCAGC 

ACATCCCCCTTTCGCCAGCTGGCGTAATAGCGAAGAGGCCCGCACCGATCGCCCTTCCCA 

ACAGTTGCGCAGCCTGAATGGCGAATGGAAATTGTAAGCGTTAATATTTTGTTAAAATTC 

GCGTTAAATTT 

>SEQUENCE:6795:prostate_MPM2000-004P6_Table5 

G CAG AATCTAACAGTAAAACTG AAATGCCCATTG CTTGTG ACCCCGG ATTTCCATTATTA 

TGGAGAGGCCCCAGAGTTAAACTCATGTCTCACGCATGTGCACAACATTTAATACTGTAT 

AACATTTAAAAGGAATGACGGTCATCTGTTTCAACAGGGTTAGATAGATGTCAAAAGGAT 

AGTGTTGAGAAAAGAAGAAAGAGGTGATAACAGCTTTATAAAGTCTAGGCCACCTGTAAT 

CCCAACACTTTGGGAGTCCTAGGTAAGAGGATCCCTTAAACCCAGGAGTTACAG GCTG CA 

ATGGGCAATGATCTCACCATTGCACTCCAGCCTGGGAGACAGAGCAAGACCCTGTTTTCA 

AAAATTAATACATAAAACCTAACACTATATGTAACTTTATCTAGAGGGAT 

>SEQUENCE:6796:prostate_MPM2000-004P6_Table5 

AGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGA 

GTACTTCTAGAATTAATTAAGGCGGGGGACTTCAACAGCCCACTGACACACTAGAAAAAC 

AGAGGCAGAATATCAACAAAGAAATACTAGATTAAATTGGACTCCAGATCAATTTAATTT 

AACTTAATTTAATCTAACAAATTTACAGAACATCCTATTAAACAAATGCAGAATATAATT 

CTCATTAGTGCATGGAACATTTTGCAAAATAGACCATATGATACTCCCAAAAAATAGTGA 

CAATAAATTCTGAAAAATCAAAATCACATCGAGTGTCTTCTTGCACTATGGTGGAATAAA 

ACTAGAAGTAAATACCAAGAGAAAGTCTTAAAACTATAAAATACATGACA GTAAA CCTTA 

CCATGAATGATCTTTGTGTCCATATGAAATTAAGATGGAAATTAAAAAGTGTTTTGAAAA 

GCATAAAAATAGACACAACATACCAAAACCTCTGAAATACACCANANNAAAAAAAAAAAA 

AAAAAAAAAAAGGCGGCCGCCACCGCGGTGGAGCTCCAATTCGCCCTATAGGGAGTCGTA 

TTACGCGCGCTCACTGGCCGTCGTTTTACAAACGTCGTGACTGGGAAAACC 

>SEQUENCE:6797:prostate_MPM2000-004P6_Table5 

GGCCCTCCCTCTAGAGAACATAATAAAATAAATTAATGCGGGCGGATCACGAGGTCAAGA 

GTAAAAGACCAACCTGGCCATGATGGTGAAACCCCGTCTCTACTAAAAATACAAAGAATT 

AGCTGGGCATGGTGGCGGGCGCCTGTAATCCCAGCTACTCGGGAAGCTGAGGCAAGAGAA 

TCGCTTGAACCCAGGAGGTGGAGGTTGCAGTGAGCCAAGATCGCGCCACTGCACTCCAGC 

CTGGGCGACAGAGTGAGATTCCATCTCCAAACTAAAAAAAACAAGATAAAAAATTTGCGC 

GCCCCCCCCGGGGGGAACCCCCATATGCCCCTTATGGGGGATCTTTTCCCCCCCCCTGTG 

GGCCCGI Mil IAAAAG 
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>SEQUENCE:6798:prostate_MPM2000-004P6_Table5 

CGCAATTAATCCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTA 

CTTCT AG AATTAATT A AGG CG G G AGTTATTGTTG AT ATTG G AAATAAA ATT AATTTCATT 

TTTATGGATGTTTTTGTTTCTTATTATAGAATAAATGTATAACTTGATAATAAACCAAAA 

AGTTATTTTCAGAAAGTTACCATTTCATGTTATTTTCTGTTCTAAAACACT GACAA CACT 

TAGCCTACACTGTTTTCAAAAGATGTCCGTGATTTACCCATGTGTTAATTATTTTCTTTA 

ATGAATAATAAAATTTACTCTTCTTAAAAATAACATTTTATAATCTATGCTTGAAAATGT 

AAAATTCATTCAATTCAAAATAATAAACTCTACTTCAGTACTCCCTATCTGCATGACACT 

TTTTTTGGTGTTTTGGTAAGTTCCAAGATGAATATATTGTCCTAGTCC 

>SEQUENCE:6799:prostate_MPM2000-004P6_Table5 

CGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGT 

ACTTCTAGAATTAATTAAGGCGGGAGGACTGCTTGAGCCC AGGAG TTCAAGACCATCTTG 

GACAACATATTGAACCCCCATCTCTATTTTTAAAAAATTATCTTTTTGACAGACCTAGTT 

CCTTTTCAGCTTGAATTATAGATGACACTTCACTTTTTGTGTGATTAAGAAAGCAGAAGG 

TTTTCTGTGACCTCACCAGTAGCGGACCAAAACCATATTAAATTCTGATTTGACTTAAAG 

ATTGATCTTTCAGA1TTAAATATGGGGATGGGTGTGTTAAACCACTTAAGAACTATTTTA 

CATCCTCGATAATAAAACTCTAATTTAGAAATATACCATAATGGCCGGGTGCGGTGGCTC 

ACGCGCATAATCCCACACTTTGAGAGGCCAAGGCAGGTGGATCCTTTGATCCCAGGAGTT 

TGAGACCAGCCTGGGCAACTTGGCAAAACCTTATCTCTACAAAAAATAGAAAAATGAGGC 

AAGCATAATGGTACACATTTGTGGGTTCACCTACTC 

>SEQUENCE:6800:prostate_MPM2000-004P6_Table5 

GCGCGCAATTATCCCTCACTAAGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGG 

GTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAAAAACATACTAGTATATGT 

AAAAAGATTATATTTTAGAATTCCATTAAATGTAATGGTTGTATTCTAGATTGCTAGTTA 

TAAAGATGATGATAGTGGCTAGTCGACAAAGCACTGTGATGAATGGATCAGTAGATAAGT 

TTTTATTTTCTTCCCCATGAGTTCAGGCTCCATTTCTGTGATATAGAAGTGTCGAGAACC 

TGCCGTTTCAAGAAATTGGCTCTGCTCCAGCATGAATCTGCTGTTCAGAATTCAGGCGAT 

GAGGTATTCCAGGTCTTTACTTGAATTCAGATACCAGGTCTACCTCACAGACAACCTGGA 

ACTCCAGAGATGGCCTTAACTGTGTCTCCAAGACTCTTACTTAGGGACATGGTGGAAATT 

CATTTGGGTGTTTTCCGTGAC 

>SEQUENCE:6801:prostate_MPM2000-004P6_Table5 

CGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGT 

ACTTCTAGAATTAATTAAGGCGGGCAAGGTGACACTTTCTGGATTTGCTCCTCTTGTCTA 

AGTGTTTAAAAAACAAAACATACATTACAAAGATATGCCTGCATTCATATATGGTAAGGG 

AAAATCTTGGAGCTCAATTACCCAGTCTTCCTTTTACAAAAATTAAGTTTATTCTCAACA 

TAAACTAGAAACACTTATTGACTGGAATGAGAGCCAATCCAAGTATTGGTTGAAACACAT 

TAAACTAAAACACAAAGTTAAGTCAAAACCATGAATATAATACATCACTTTTAAAATTCA 

AGAAATGAGTTTAGCATAAAACAGTTAAAAACAAAGTAATTAAGACTATTATAGTGTAGA 

CACTTCTTTTAGCAAAGGATTCAGCTCTTATGCCATTATAGAATTCTTCGAATATAAATA 

TCCAATTGAATTAAATATTAGTTTAATTGTATGTAAAANAAAAAAAAANAAAAAAAAAAA 

AAAAAGCGGCCGCCACCGCGGTGGAGCTCCAATTCGCCCTATAGTGAGTCGTATTACGCG 

CGCTCACTGGCCGTCGTTTTACAACGTCGTGACTGGGAAAACCCTGGCGTTACCCAACTT 

A 

>SEQUENCE:6802:prostate_MPM2000-004P6_Table5 

TTACGCCAAGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCC 

CCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGGGGAGGGGGGAATGTAGTAAGATCAA 

TTTCTTCCAGATACATAAAGAAGGAAACTGAAAG AAAAT TAAACA CATGAT TAAGTTTTA 

TTCTTCTTG AG G ACAG ATTTTCAACAG ATATACTCTTTTAAAGTAA I I I I I I AAATGTTT 

TCCTT AAA ACTG G C ATTTTAAAAGTTT AT AATCGTAAC A AT ATTGG G G A A A ATG GTTTTT 

ATTTCAGAGTTCTCACTACTGGGTAGATTATTCAAAATATATCAAAGATAAAACATATAT 

ATGCCATGTGTATTACTTTAAAATATACTGTCATTACAGCATGGTATAATGTTCTTTATA 

ATCCCAI I I I I 

>SEQUENCE:6803:prostate_MPM2000-004P6_Table5 

TACGCCAAGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCC 

CTCGAGAGTACTTCTAGAATTAATTAAGGCGGGGGACAAACTTTTAAGTCACGGCAGATG 

ATACTGATTTTGTAACAATTACCACACAATGTGTATTTGGAGATATCTTGAATATATCCA 
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ATATTATCTGTCAACTAATATTTTAAAATTAAACATACAAATAAATAAAATATGAAAATA 

ACTTATCCATTGAGCAAAAAAGGCCCACTGAAGATTTCTGACCAAAACTACCATTGACTC 

TTTGGTGCTGTGGGGCTGCTGAAAACTGAAAGATGAAGAAAATAGCAGAATTATACAGTC 

TTC AC AG AA AAGTCAG CTCTG AGG GTG AG ATATTAACTTG G GTG AG AC AATG AC AG GTG A 

CAGCAAATGAAAAAGAATTCATTATATTTTGTTAGCTTACTGGAAAAAAATAAAATTACT 

AGTCATAAATC 

>SEQU EN CE :6804:prostate_M PM2000-004P6_Table5 

AACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGA 

ATTAATTAAGGCGGGGAACAGGGATGTGTGGGAAATAAGCCAGTACTAGTGCACACAAGT 

AAACTAAATCATGTCAATGTTTGCCTTGAAAATATATATCACATTTTCCAATATTAATGG 

AACAATAACAAAAATAATTGTGAAATACAGTACAGTGAAACTGCCAATTAGATCTAGATA 

TA A AAG TAGT ACAG G C AAC ATTTTCTG AG GTCAATATAAT AA AAT AAGCT ACT ACCGG CT 

GGGCACAGCGGCTCACACTTGTAATCCCATCACTATGTGAGGCCGACGCGGTCGGATCAC 

GACGTCAAGAGATCGAGACCGTCCTGGCTAACACAGTGAAACCCTGTCTCTACTAAAGNT 

GCGAAAAACCCACCTTTAGTCCCAGCAACATG 

>SEQUENCE:6805:prostate_MPM2000-004P6_Table5 

CGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTAC 

TTCTAGAATTAATTAAGGCGGGATAACACATTTCACTCTCTCCCACCTTTTCCTCCCTCA 

AAACGCAAATACTCAGCATCACCTAGACAAGCTACATCAGATTATTT GGTAAG GTTCCCA 

TCTCAAATACTGAATTTGGGGGAAAGGGAGAGTTGGAAGCAGTAATATTTTTAGGAAGCG 

ATGACCAGCTGTCTTTTTATTTTTTATTTGATTGACTGACAGAGTCTAGCTCTGTCGCCA 

GGCTGGAGTGCAGTGGTGCAATCTTGGCTCACTGCAACCTCTGCCTCCTGGGTTCAAGCG 

ATTCTCCTGCCTCAGCCTCTCGAGTAGCAGGATTACAGGTATGCACCATCACACCGGGCT 

AATTTTTGTATTAGTAGAGACGGCTGGTTTCACCATGTTGGCCAGGCTGGTCTTGAACTC 

CTGACCTCA 

>SEQUENCE:6806:prostate_MPM2000-004P6_Table5 

AAATAAAGGGAACAAATGCTGGGTGCCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAAT 

TAAGGCGGGTGAGAGAAAAGGCCTGTGGAATTAGAACTTGCACTTAACCATGCCGGAAAT 

TTCTGTACCTTTCTCTGCAAAGATAACTTAGTTACATAAGTGAATAAATATATATGTTAA 

ACACTCAAGAACTCTACTAGACATTTATGGATATTATATCCTGGGCTATCACTTTGAGTT 

TTATGGTACTAAGCCCTTTTCCTTTGTTCAGTGCTGATGCAAGGGAATTTCTTTTTTAAT 

ATTTATTTTATTTGGCCTGA I I I I I AGCTTTTAGATTCACTGTGGTAGGTATCGGGGAAA 

AAAAAAAAAAAAAAAAAAAAAAAANGGGGGCCCCCCCCGGGGGGGGACCCCAATCCCCCC 

TTTAGGGGGGG I I I I I ACCCCCCCCTTAGGGG CG GTTTT 

>SEQUENCE:6807:prostate_MPM2000-004P6_Table5 

AGGCGGGAGAATCGGGTGTTTTCAGGACGCAGAGCTTGCATTGAGCCGAGATCAAGCCAC 

TGTACTCCATCCTGGGTGACAGAGCAAGACTCCATCTCAAAAAAATAAATAAATAAAAAA 

TAAAACAAGAGACCAAATTTTCATGTCTGCTAGGGTTAAATTCTAACCCTAATATTAGCT 

GTTATACTGAGATGAAGAAGAAAACAGGTGGATTGCCTTGGTATTTAGGAAATATTTTTG 

TTATAAAATTACAACTTTCATAAAACCATATTCAGTATTTGTAATGGTGGTATACAAAAT 

G CTTTT AC AATAA ATTATTAAATATTT A AG GTATC AG CACCN N N N A A AAA AAA AAA AAA A 

AAAAAAAAAAAGCGGCCGCCACCGCGGTGGAGCTCCAATTCGCCCTATAGTGAGTCGTAT 

TACGCGCGCTCACTGGCCGGCGTTTTACAACGTCGTGACTGGGAAAACCCTGGCGTTACC 

CAACTTAATCGCC 

>SEQUENCE:6808:prostate_MPM2000-004P6_Table5 

ACTGGCCGTCGTTTTACACCCCGGAATACAGGCGGAACACATGCTGGGTGCCGGGCCCCC 

CCTCGAGAGTACTTCTAGAATTAATTAAGGGGCCTCCTTTAGATTATATGACACCGCTCC 

TATCAATTATGCTGAAAACTAAATGTCATAATTTTCATGCACCCTAAAAACAGGGATTAG 

TATTTATTAATATATGAAATGGCTATTGTATGTCAACACTTGGGGAGAGGGTTAAAAAAC 

AAACTTAAAAACTAATGATGAAGGAAAAAGACGTTAAGGTTAGAGTCATCATTGACTAGA 

AATAAGTGGAAAAAAAGGGGGAAAAAAAAAAAAACCCCGGCCCCCCCCCGGGGGGCCCCC 

CCATTTCCCCC I I I I I GGAACCTTTTTCCCCCCCCTTTTGGCCCGTTTTTT 

>SEQUENCE:6809:prostate_MPM2000-004P6_Table5 

CGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGT 

ACTTCTAGAATTAATTAAGGCGGGGTTACCACACTGAGTTCAATAAGCACTATCACTCCA 

GTGAGAACATTAGAACATGAAGCCTAAAACCACTTTTCTGCTAGGTGATCACACCACCTA 
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AGTGATAGCTAGATGGAATTGCAGCCCAGAAATTTAAGTATCAGGAGACAGGAAAACTGG 

GCATACAGATGAACAGATCACAGTAGTCATTCTCTCTTCTT TTGACC TATACGTAAAGAA 

TTAAAACTACAAGGAGTCATTCTTAAAATGCATTTGAAAGTGTTTTTGTAGCAGGATTAA 

AATCTAAGAAGGTAATGAAATGGTATTAGTATTAATATTCTATTCTTATTATGCTTAAAT 

AATTTTTAAAATGTTTGGATGAGCAATAAACTAAAAAACAGATTTTAGAAAACAATCATA 

AGT 

>SEQUENCE:6810:prostate_MPM2000-004P6_Table5 

TAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAA 
GCCGCAAATACCACAAGTGACAATTTATGCAAAGGTTGAGATCTGAAAGGAGTATTTAGT 
GTGGGCTCCTCCAAAACAAGGGTTGCTTTTTGTCA TCGTT TAATTAGTGCTTCACCGGTG 
AATATC ACG AC AT AG ATCAAG CC AGTTGCTGCTTAATTTTGGCTGTG GG AAACAATAC AT 
CCT ATCAG CAATTT A ATCTG GGTCTCCCCTC ACGTTTTCTTCA ACTTCAG CGTCCAG C AG 
TGTTAAAAATAGTTGTAGTTGTTGTTGGAGTATTAACTATAACCCAGTGCAG AAGA GGTA 
TGCCGCTTGGTATTGGTAATGTGCTGGCGTTCAACCACCATTTGTGTGCTCTTTTGGGGC 
ATAGATTATGCTTACCTACGGAATACTTATTTTAAACGCTTTGTATTGA 
>SEQUENCE:681 1 :prostate_MPM2000-004P6_Table5 

GGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGG 

GGTTACCAAGGAAAGTTTGACACAGGGGCTTATAATTAAAATAAGTAATGAAAAGATATT 

CT ATTCATG G CTT ATT ACAGTGC AT ATTAC AAG AGTT ATGGTG AACTC ATG G ACTAAAG A 

AATACTAGATTTAAGATTCACAGTTCCTCCAGGCACCGTGGCTCATGCCTGTAATCCCAG 

CATTTTAGGACGCTGAGGCACGTGGATCGCTTGAGCTCAAGGGTTTGAGACCAGCCTGCG 

CAAC ATATTG A AACCCAG G CTCCAA A 

>SEQUENCE:6812:prostate_MPM2000-004P6_Table5 

TAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAG 

AATTAATTAAGGCGGGAGGTAGAAGGAAATCATAGAAATGGTAGTGTCCTTATAAACAGA 

TTATACAAGAGAAACTGTTGGGATTGTGGGAATAAAAAAAATAAGAGATTTAAATATTAT 

TTAAAGTGACAAAAAATACTCAATAGAAGAACCGAAGATAAACACATTACTACCAAAATT 

TCCAGACAAATAGGGAAAGGGAAGGGATAACGATAAGTGAGCTATTCATCTGTCATCACA 

AAGAGTGTATAATGTCTAAACTCTGAATTCAGAAATACTAGTAGATAATGCCTAAAGCTG 

ATAAATTAGTAAACACAAGGGTAAGCACATTATTTAGCAGTATGGAGGTAACCACTGAAG 

AAACTGAACAAAGAGGTTGAATTGATAGTTAAAGACCAGATTGGTTACAACATTGTGCTA 

AG ATATTG CCTGTCTTT 

>SEQUENCE:6813:prostate_MPM2000-004P6_Table5 

GCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 

TACTTCTAGAATTAATTAAGGCGGGGTGGTCTTGCTTGCTATCAGGATGGGGGTAATCTT 

TTAG AT ATT AGTT ATTTTACTCTGTTAC ATTG CT A AC AG G GT AAA AC AG GTT AACC AT A A 

TTT ATGTAG AAAAT AT AG AATGTG AG AACTG AA AT AAG A A AAAG AGG G ACGT AT AG CG G C 

CGCCACCGCTGTGGAGCTTCAATTCGCCCTATAGTGAGTAGTATTACGCGCGCTCACTGG 

CCGTTGGTTTACAACGTCGTGACTGGGAAAACCCTGGCGTTACCCAACTTAATCGCCTTG 

CAGCACATCCTCCTTTCGCCAGCTGGCGTAATAACGAAGAGGCCCGCACCGATCGCCCTT 

TCCAACAGTTGCGCACCCTGAATGGCGAATGGAAATTGTAAGCGTTAATATTTAGTAAAA 

ATTCGCGTTAAATTTTTGTTAAATCAACTCATTTTTTAACCAATAGGCCGAAATC 

>SEQUENCE:6814:prostate_MPM2000-004P6_Table5 

TTTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCT 

AGAATTAATTAAGGCGGGGGAAGGACTGTGGGCTCTTACGAATAAGTTATCCTTGTTGTC 

TTTCAAGTACTTGAACGCAGATTTCAAAAAATAGAAATTATGTTTTTCTTACCACATAAA 

TGAAGACTTATGATTTTGTAAGTGGTTTGATATCCACCACAGTTTT AAAAT AACCCAGTA 

ATACTTG CAGTGTTATTTTTGTAGTGT AACCACTTGTGTG AATG AACACATAG CTAATAA 

ATGGTTAAATGGAATAAAGACTGGCCTAAGAGCATGACATTATGAAGTAAAAAGTCAGGC 

AAAAACTTATAATACTTTAAAAATAAAAAAGCGGCCGCCACCGCGGTGGAGCTCCAATTC 

GCCCTATAATGAGTCGTATTACGCGCGCTCACTGGCCGTCGTTTTACAACGTCGTGACTG 

GGAAAACC 

>SEQUENCE:6815:prostate_MPM2000-004P6_Table5 

CTGGCCGTCGTTTTACACCCCGGAATACAGAGTGTACACATGATGGGTGGCGGGCCCCCC 

CTCGAGAGTACTTATAGAATTAATTAAGGCGGGCGCGTGTAGTCCCAACTACTTGGGAGG 

CTGAGGCAGGAGAATGGCGTGAATCCAGGAGGTGGAGCTTGCAGTGAGCCGAGATGCACC 
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ACTGCACTCCAGCCTGGGCGATAGAGCAAGACTCCGTCTCAAGAAAAAATAAAAAAAAAA 

AAAAAAAAAAAAGGGGGCCCCCCCCCGGGGGGGACCCCCCTTCCCCCTTATGGGGGGTTT 

TTTAACCCCCCCTCGGGGGCCTGTTTTTAAAAAGNCTAATAAATGGGCCTAGAGGGCTTT 

TTGGGCACCGGCCTCTGTGCACATTTTTTAAGAACTTTTCTGTAGTTGATGCTGTAAACT 

CTATGGGTTTTTAAAAACGAATTCATGGTTTTATTTAGTATTGGAAATCCAATACACTTT 

TTTAATC 

>SEQUENCE:6816:prostate_MPM2000-004P6_Table5 

CGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGT 

ACTTCTAGAATTAATTAAGGTGGGAAGATTGCTTGAGCCCAGGAGCTTGAGACCAGCCTG 

G G CAAC AC AG G G AG ATG CTGTCTCT AC AAAAA AT AAA A AA ATTTGTTG G GC ATG GTG G CG 

TGCACCTGTGGTTCTGGCTACTTGGGAGGCTGAGGTAAGGAGGATCCCTTGAGCCCAGAG 

AGAGACCCCGTCTTAAAATATGCATGTTTGTATGTATGTGTACGTATATATGTATACACA 

CACAGATACAAATATATATGTGTGTGAATGAAAATACATATATATCTATATATAAAAACA 

CAGATATATAAAAATATGTGTGTGTGCATCCTGAAAGGGTGTTGTAA ATGTC AAGAATAA 

AAATCATCCAGTTTGATGTATTTTATAGTGCATTTCTAGAATGTACATATTTTGATACTT 

AAAACTGTTAACAGACATTAACAAAAAAC 

>SEQUENCE:6817:prostate_MPM2000-004P6_Table5 

AATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCC CTCGA GAGTACTTC 

TAGAATTAATTAAGGCGGGGGGATATTACTTTAACTTCCTGTGCCTCATTTTCCATATAG 

CCTAATAATACTTGCCTTTATGTACCGCATGCTCTGAGAGTGTCAG AGTG TTATAAAGGC 

CAAGTTTTATTGTCAAATGCATTTGTATGCAAATTTAGTCAAAAGCGT TTTCAGT CAGTT 

TTTC I I I I I I I I I I I CCAAAGAGGTACATTCCCTATTTGAATTGTTTGA I I I I I I ICACT 

G AATGGCT AAGG CCTCAG C AT A ATTCC AG GTAGTTGTTTATGG G CAGCCTG ATTTCCTT A 

GACAGCACAGAAATAGTACAGTAGGTGTGAATGTAAGACAGATAATCAAATAAAAAATAA 

AGGCCTGATTTAAATACTAACATAAATGTTACATGGATTTTCAAATTACTTGACAGGCTA 

CAGTACAGTAAATGGGACTGTGCCTTTGATAATTCCAATGAGGCAATGCATGGAAATATA 

AGAAATCTCAGTAGTTATAGTTTCAGACTAAAGATCATAGGAACAAAAACTAAACCTCAG 

GACAAGATTCACTATGGCAATTAAACTTTGGAAACTCATTCAACTGGACACAAGTAGTTC 

AT 

>SEQUENCE:6818:prostate_MPM2000-004P6_Table5 

GCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 

TACTTCTAGAATTAATTAAGGCGGGAGCAGAAAATATTAGAATCAAATATTAAACCTCCT 

AGAGCAAGCTGTTTCACGATTCAAAAGTATATAAGAGAAGCAGAGAAAACAAAGAATATA 

CAAATGCATTATTCCAAAGACAATGCACTCTCTCCATTAGAAAAAATTACCATATACAAC 

TCCAGTAACAACATAATACAAATTTCAAAGCCACATTTGAAACTATCAGTAAAATGCAAA 

ATATGTACTGTCTTCACTGAAAAGAAAAGAATGTCTTCTTGGCCAGGCATCGTGGCTCAT 

GCCTGTAATTCCAACACGTTGGGAGGCCAGGGCAGGTGGGCTGCTTGAGCCCAGGAGTTT 

GAGAACAGCCTGNGCAATATGGCAAAACTTCATCTCTACAAAAAAAAAAAAAAAAAAAAA 

AAAGCGGCCGCCACCGCGGTGGAGCTCCAATTCGCCCTATAGTGAGTCGTATTACGCGCG 

CTCACTGGCCGTCGTTTTACAACGTCGGGACTGGGAAAACCCTGGCGTTACCCAACTTAA 

TCGCCTTGCAGCACATCCCCCTTTC 

>SEQUENCE:681 9:prostate_MPM2000-004P6_Table5 

CTGGCCGTCGTTTTACACTCCGGAAACAGCTATAACCATGATTATTGGCGGCGGTTTTCT 

TTCCAGGACTAGTATAATAAGTATTTTGTGGGCGAGCTCACGGGGTGTTGCGCAGCCCCA 

ACTG G CCCTCT AC ACCTCCG G CTTGTCT ACTTTG G GTG G CC ACGGG AG GTT ACG ACTTC A 

AGACCAGCCTGGCCAACATGGTGAAACCCCATCTGTACTAAAAATACAAAAATTTGCCTG 

GTGTGGTGGTGCATGCCTCTAGTCCTAGCTACTCGGGAGGCTGAGGCACGAGAATCACTT 

GAACCTGGGAGGCGGAGGTTGCAGTGAGTCGAGATAACACTACTGCATTCCAGCCTGGGT 

GACAGAGTGAGACTCCACCTCAATAAAANAAAAAAAAAAAAAAAAAAAAAAAAGGGGCCC 

CCCCCCGGGGGGGGCCCCAATTCCCCCTTTTAGGGGGGTTTTTTCCCCCCCCC 

>SEQUENCE:6820:prostate_MPM2000-004P6_Table5 

ACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 

TTAATTAAGGCGGGGTTAATGCAAACTGATATATAATGATCAAGTTATACAGTATGTTTC 

TTTCTTATTCAAACCTCACTAAGCATGAAGTATGTATGCTGATATGGAAAAATAATATAA 

ACATAGGTTGCTTGTTAAAATGCTGAAAAATCTCCATAATTTGGAGGAGTGTGAGTCATG 

ACTGTATCAACTGTGAGCAAAAGAGCACAAACAGCTGCTTCTGATCCCTATGGTGCCATT 
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CAATTTTCCTACTTTAGAAGCTTCATAAACACAATAAAATGAATGAGATAGGGACTCAGG 
GTTTCTCATTTTTCAGCAAGTCATTATAAAAACGGTCTCTACA ACATA TTCACAAATTAT 
GATTAATGTGCTGCAAATTCACTTTGCAGCATAATCAGCTTCGTTTTAGCTG 
>SEQUENCE:6821:prostate_MPM2000-004P6_Table5 

ACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 

TTAATTAAGGCGGGACAGGTGACGACCTGCCTGTGAGAAGCCCATAGAGCTCTCTTCTCC 

TCACCACTGGGTCAGTTGATCCTCATCTGTAGATGAGAGATCCTCATCTGTAGACTCAGC 

CCTCCTGCAGCCATTAGTGCCTCTCCTGTTTCTAATCACAGGGAATCTAAAGAAATTTAA 

GGAGCCTCGTTCAGGAGCTCAGTGTTAGATTGAGCTTTCTGGTGGGTCCATTCTGACTCT 

GAATGTTGATTTTACTATCTAAAATCATTATTCTTGTTTCTATGGCTAGGGTCCTACTTG 

TATTCAATTTCCTATAGAACTAGCGTCCTGTCTTGTTAATTCCCAGTCATTAGAATCCCA 

CACCCAAGTTTGGGACCAGGTTAGGGCTCTGAGTCCCATGGGCAGAAATCTCTGATACCT 

CTGACTCCT 

>SEQUENCE:6822:prostate_MPM2000-004P6_Table5 

AGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGA 

GTACTTCTAGAATTAATTAAGGCGGGCGGATCATGAGGTCAGGAGATAGAGACCATCCTG 

TCTAACACGGTGAAATCCCGTCTCTACTAAAAATACAAAAAAAAAAAAAAAATTAGCCGG 

GCATGGTGACGGGCGCCTGTAGTCCCAGCTTCTCAGGAGGCTGAGGTAGGAGAATGGTGT 

GAACCCAGGAGGCGGAGGTTGCAGTGAGCCGAGATAGCGCCACTGCACTCCAGCCTGGGT 

GACAGAGCAAGGCTCCATCTCAAAAAAAACAAAACAAAACAAAAAAAAAACAGTCTTCTG 

GCTACTCATTAGGGAACTCTGAGCCAATTACTTAACCTCTCTAAGCCTCATTCACAAAAT 

ATTCAAACATACCTCGGTATAAAAATGAATGATCCCCTATCCCACGATGTATACAATTAA 

GATCTG 

>SEQUENCE:6823:prostate_MPM2000-004P6_Table5 

CTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAATACATAGACAAATT 

TAGGGATGGGGACATATCCATGGGCAAGGCCTGCTTACTACCCGCTGAAGCAAAGGCAAG 

AGGAGAAACACATCCTGCAGAGAAAAAGAAAGCCATATAAAATGGAAGTCCCACCCCTGA 

TGCCTGGGGGCATAGACAGACTGAATTTAACATGGTAAATGGCGCAGCTGGTGTAGAAAA 

AAAAAATCATCCATTTGGAGATGAAGAGCAACGCAGACTCAGTCATGGTTCTCTATAAAA 

CTTATGTTTTTAGATTTGCAGGTAATACAAAGAAAGGATACCTATAAATCCAAGTTATAA 

TTATTTTTTGTTGCTTTTTATTTGTCTCAAAATTACTTTTCAGTTAAGTCTGGTGATTTG 

ATTTAAATATTTGAGACTTATGGCTGGGATTAC 

>SEQUENCE:6824:prostate_MPM2000-004P6_Table5 

AGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAAAG 

CTCCCTGATGGAACCAGAGTAAAGCATATTAAATAGGAGTTCAAATGTGTAATCAAGACT 

TTACAAAGAATCTCCCCCTGCAAAAATAAAAAAAATCAGACTTTACAAGGAAAATAAAAG 

TATTCTGCAAGCAAGGAGTAAACCCTATATATGATACCTATTCACAGCTCGAAAACATAC 

TTGAGTTATGAATAGGAGTTGTAAATCACCCCAAAAAAACAAGAAAAATTATATTTAAAG 

TAATTCAAACTAAAATCTTCATTTATATGCTGAAATGGAAATATCTGGATGTATTGCCTA 

AAATCGAATTAATAGAAAACAAATGTTATTTGATTTCAGGTTTCACAACAGACCAGATAA 

AAAAAAAAAAAAAGGAAAAAAAAAGCGGCCGCCACCGCGGTGGAGCTCCAATTCGCCCTA 

TAGTGAGTCGTATTACGCGCGCTCACTGGCCGTCGTTTTACAACGTCGTGACTGGGAAAA 

CCCTGGCGTTACCCAAC 

>SEQUENCE:6825:prostate_MPM2000-004P6_Table5 

GCG CG C AATT AACCCTC ACT AAAGG G A AC AAA AG CTG G GT ACCG G G CCCCCCCTCG AG AG 

TACTTCTAGAAATAATTAAGGCGGGGGCTGCGGTGAGTTGAAATCACCCCACTGCACTTC 

AGCCTGGGTGACAGAGCAAGACTCCATCTCAAAAAACAAACAAACAAAAAATAACATTAA 

TAATAATAACAACAAAAACAGCAACAACTACCACATATTAAGCCCCAACTTAAAAAGCAC 

AGTGATAGACTCTGTAGGTACATATTTCATGTGACTCTTATGAAAATACTGGAGAGCACA 

TACTGCCGTTCTGATCCAACAGATGGGGAAACTGAAGCTCCAAGCATCTAATTA CCAAG C 

CCAAAGACATAGGAAGGTGGNGGCTGGAATACAAACCAAGGACTGTTACTTCTCTTTTCA 

GTCCATCTCTGTGGTCCACACATATCTGCCACTCACTAGTAAAGAAAAGACTAAAGGATG 

AGGTGTC 

>SEQUENCE:6826:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 
ACCACTGCTTGGCAGGTACTATGTTAAGTGATTTACATTTGTGCTTATATACTCTTCATG 
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ACAATTCTGTTAGGTAAATACTAGTATAACTGCTTTACATATGACAAAAGTGACTCCTGG 

GAAGGGAAATAAACTCAAAAAGTGTAGTATAGTCTGTGACTGGATGAGACCTAAAAGGCA 

ATTGCTGTAGAAGTAAATAGATTTAAGACGTTTAAAATGGTATACGTTTATATACTTATC 

CTTCTTCCTGTGTATACTAGGGACACATAATTTCTACCTACATTGTGGAAAACATATAAA 

TTATTAATATATAATTTTTAAATGAAAAATTAATTTCATAAATAATAAAATTGCCAAGTC 

AGAACACACTGCATTCATCTATATGTTAAATTATTACTATCACTTTCCAAAAA 

>SEQUENCE:6827:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGCGGGGGAGGTGTAGGATTTCAAGAAGACAAAGTAGACAACAGTTTACAATGCAGTAA 

TAGAGGCAAGTAAAATAAGGATTTATTGCATCAAACTATCTTAATGAGCATATACTCATT 

GGTGTTCTAGAAACAAAAGCCAAAGTACTTTAGGCTGAGAAATAAATAGAAGGTGAGAAA 

AAAGAACAGTCTTTATAGTCAGTAAGAGTGAAAAGAGAAAGATGGTTGTTGGGGAAAGAC 

AGATGGGGAGAAAGGTTGGCTGGTTGTTAATAAAACAGTAGAGGATGAGCATGTATTATA 

AATGCTGGTGGGAAAAAACCTTGTGGCAAGGAGGGTGGTAGTGTTGGAGAAGAAAGAGAG 

GATATAGTATAAAGTTAAAGAGGAACTGGAAG 

>SEQUENCE:6828:prostate_MPM2000-004P6_Table5 

GCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 

TACTTCTAGAATTAATTAAGGCGGGTGGATCACTTGAGGTCAGGAGTTTGAGACCAGCAT 

GGCCAACATGGTGAAACCCCGTCTCTACTAAAAATAAAAAATAmAATTAGCCGGGCGTGC 

TGGCCCACACCTGTAATCTCCAGCTACTGGGGAGGCTGAGGCAGGAGAATCGCTTGAACC 

CCAGAGGCAGAGGTTGCAATGAGCCGAGACCGTGC CTGT GTACTACAGCCTGGGTGAGAG 

AGAGAGACTCCACCTTGAAACAAACAAAACCCATAATTTTTGATGATAGATTACATGATT 

TCTGGCATGTAACTCAAAAGGAGTTCCAAGAACTAAGCAATATTGCTATGACAAATCTTC 

CATCAACTTATTTACTAATGTAAACAAGGTCTGTTAGTACTTCCTTCTCAAAAAAAAAAA 

AAAAAAAAAAAAAAAAAAGGCGGCCGCCACCGCGGTGGAGCTCCAATTCGCCCTATAGTG 

AGTCGTATTACGCGCGCTCACTGGCCGTCGTTTTACAACGTCGTGACTGGGAAAACC 

>SEQUENCE:6829:prostate_MPM2000-004P6_Table5 

CGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGT 

ACTTCTAGAATTAATTAAGGCGGGCTGGTACCAGAAACGTGGGTCACTAATAGTGGTGCC 

CAGAGAAGTCAAGGAGGCCTCTGGGTTACAATCTTAGATGGTGTCCTTGTAGTTGTTGGT 

GGTTGCTTTGGCTTTTGATGCATTTAGCACTTAAAATGGATTCTGGAGTAGAAATAGAGA 

AATCTC AT ACTCCTGTGTTCTG GG AATCTG AG G C ACATTC ACTCAACTAG CACG G ACTTT 

GGAGGATCCTGCTTTGCTTGACTTTTTTTCATGTCAAGTTGAAAACCATTAAAATGATAA 

TAAGTAGTCCGGGCACGGTGGCTCACGCCTGTAATCCCAGCACTTTGGGAGGCTGAGGCG 

GGTGGATCATGAGGTCAGGAGATCGAGACCATCCTGGCTAACACAGTGAAACCCCATCTC 

TACTAAAAAAAAAAAAAAAAAAAAAAAAAAA 

>SEQUENCE:6830:prostate_MPM2000-004P6_Table5 

AGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGA 

GTACTTCTAGAATTAATTAAGGCGGGGGGGAGTTGCAGGGGAGGTGTTCTTACTTAGCCC 

MATG CCTTTTTTT A AGTG AAAG GT ATCCTTCCT ACTCCCTAATG AATCTG GCCTG AAAT 

TGAGAAGTTCCTAACTTAAAATTGCAACTGCTAACTTTCCTCGAGATGCAGTTAAATGAG 

AAAATAAATAATATTTTTTAAAGTCACTAGCTTTAACGCATTGGCAACACGATCATTTCC 

TGTAGTGAGTGACCCTGGTTCCTAAAAATAACTCCAGTGCTATTCAATTGCTTATATTGG 

GCAI I I I I I I IAATTCTTATTTGGGAAGGACATTCTCTTCCACAGCTGAAGAAACTCAGT 

GTTTGAAAAGAGCTGCCTAAAACACTGTTTCCCGTAGGCTGTTAAAAATGTTCAGCATCT 

GAATGCTGGTAAGGAATGCTCACA 

>SEQUENCE:6831:prostate_MPM2000-004P6_Table5 

CTGGCCGTCGTTTTCACCCCGGAATAAGGGGAACACATGCTGGGTGCCGGGCCCCCCCTC 

GAGAGTACTTCTAGAATTAATTAAGGCGGGGGAGAAAATGGAAGTGGTAGGTATAAATTG 

GTGGTCATATGGATTGAAGTATCTCTGTCTCTGTCATGGTCGAGATTCTTCCTTAGTTGA 

ATATTATTCTACCTTGCTCTTGGCTTCCTTCAAACAATTATCCTGTTGCCAGCATGTAGA 

ATCATCAAACTGTACTTGAAAGAGACTCGAAAATATATCCATTTGTGG GAAG AATAGAAG 

GGTACAAATCAGTAAAAAGTTCCTGGAGCAAATGACAACTAAAATAGGTTTTGAAGGGCA 

AAGTAGGTTTTTCACAGACAAGATGATGAGGTAGGAGAAAGAAAAACCCTTTCA AGCAA A 

GGGATTATCACTTGTTTAGGTAGACCTTTTTCTGATCTCTGCTGGTAGA AAAAC C I I I I I 

AATCCTTTAAAACCAAGTCAAATACCATTCTCATTCCTAAGCAGAGTTACTTTTCC 
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>S EQ U EN C E :6832:prostate_M PM2000-004P6_Table5 

GCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 
T ACTTCT AG AATT AATT A AGG CG G G G A AG G TTGG A AGTCCCACCCCCTCCCCTTA ATTT A 
AGAAGAAGGTAAAGCTCTCTGGCGTTCTAGTGTCTCCTTCTTGGGAATGTGGCCCTCGGG 
GCCATGGTCTCCTCACACCATTCAGAATGAGCCTATGACCCCCCACCCCAGCCTGCTCTG 
GAAATGCAGGCAGCCCATATAAGAAGCCTGGTCACATGCTGTTCCTCTTGCTTCCCCCTA 
AGTCAGCATCTCTAGGCAGGGGTCTCCCCTAACTCCAGCTTCCCAAAAACCCCCATTACC 
TTTCCTTCTGAAGCCATGATGTGGCGGTGCATCGACTTGT ACTTCT AGCTGAACTGCCTG 
TTTTTTAGG I I I I I I I I I CCCAACCATCTTAACTGATTAAAGTATCCTATCAGTCCCCAA 
ATATCAAGAAGCCCATT 

>SEQUENCE:6833:prostate_MPM2000-004P6_Table5 

AAGCTGGGTACCGGGCCCCCCCTCGAGAGT ACTTCT AGAATT AATT AAGGCGGGGGATCA 

GGAATTATTTAAATATTTTGAGTAAGCTGTAGCATTGAGAAAAAAATAAGATAGGTAGTA 

TCATAGACATGCTAACTGAAATATCAGAAATATTACTAAAAGATAATTTGAGGAAATGGG 

ACCTAGAAACAGCAAATGACTTGTTGAAGTCACATAGCTAGTTAATGTCAGAGCCCTATG 

ATCACTTTAGTTTGTTTTATGTAGCCAATATTAATAACATTTATAGAGTGGTTACATATG 

CCAAGCTTGGATAAGTGCTTTAAATTCATATGTTGACCTGGAGCAGTGGCTCACACCTGT 

AATCCCAGCACTTTGAGAAGCCAGGGGAGGCGGACCTCTTGAGGCGAGGAGTTCAAAGAC 

CAGCCTGGCCAACGTGGCAAAACCCCATCTCTAC 

>SEQUENCE:6834:prostate_MPM2000-004P6_Table5 

CCTC ACT AAAG G G AAC AAA AG CTGG GTACCG G G CCCCCCCTCG AG AGT ACTTCT AG AATT 
AATT AAGGCGGGGGTT AGAATT AAATAATGATGAATTAGTGATAAGTTCTAGCTAAAT AT 
TTATAGTACACTTAGCATTTAGTATTTGGTAATTTTTAAAAAGTATATGCATCAATGACA 
TTC ATACG GTTCTATG ATTCCTTT AA ATG GTTTT ACG GG C AAATT AATG GTAAG GTCTTT 
TCACTCTTAAATAATTTTATGAATCTATTTCCATTCTATTCAGATTAGTTTGCGGAAGCA 
AATACCCAAAAAAATAACCGAGGTGGAACTCCAATTTGCGGTCGCCAC CGCG GTGGAGCT 
CCAATTCGCCCTATAGTGAGTCGAATTACGCGCGCTCACTGACCGTCGTTTTACAACGTC 
TTGACTGGGAAAACCCTGGCGTTACCCAACTTAATCGCCTTGCAGCACATACGCCTTTCG 

CCAGCT 

>S EQ U ENCE :6835: prostate_M PM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTGGAGAGTAC TTCT A GAATT AATT AAG 

GCGGGGGAGGAGAGAAGTTATTAACTTCTTAAAATCATGTTGGA'i'TTTTCCACTTGTATA 

ATC AG C AT AT ATT ATCTTTG AG ATT A AAA ACC AATT AAG AAA A AGTT AC I I I I I I TCTAT 

ATAAATTCTCCTGCATCGCACCCTGAAAAGTTTTACTCAAAATTGAATTGACTTTCAATA 

CTGAAAGAAACGTGGTATACTATGGAATCACACTAGATGAATGTATTTCC AAGTA AATTG 

CAGTATATTTCATTATTTCCATTTCTTTGGTCATATATGTGTGGCATTCAACTTTTATAT 

TTTCATATTTTTGTTTATTGACTAACTTTATAAAAACTAGCCTTGTTCAAAGCAATGCAT 

ATGTGAAGTTATGGTTTGGTGCTATAGTTACGTT 

>SEQUENCE:6836:prostate_MPM2000-004P6_Table5 

AGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGA 

GT ACTTCTAG A ATTA ATT AAG GCGGGTGGAGG CAATGGTAG CATTTCTAAACTTTCC ACT 

TCCTTACTGCAGTGGTTCTCAGGTTTCTCTTTGTGAAATATGGTACACTATCCTCACATT 

GTTATGGATAACATGAAATACACTACATATGAAAGCT CTTT GTAAACTGAAGATGAGATG 

TAATAATAATGTTTTACATATGAGTTGTAATAATAATGTTTTAAT TCAGTAAAAA TTACT 

GAGAATTTACTACCTGCTGAGCACTGATGAATATGCTCTGTTTATTTTGTTTTCAGCAAC 

ATCAATTGAAAAGGTATTAAAAACATCTGCTTCAAAGAACTAGGCTGTTATTCTCTAGGT 

TAGAATGTGATTCTGAAATACTGAGATATAAAACTTTTGGACTGGGCTGTAAATACTGCT 

GAATATTCATGCCTTAGGTAAGAAGACGGTCCAAGCAAGATATCTGGCTACATGCTTGTC 

TGTCCTATGTTCAATAAATAAAGTCTATAAATATTACTTAGTAAATAAAATTTCTATCTT 

TTAAAATGTGGCACTATGTACTTAAGTTATAAAATGGGGAAACT 

>SEQUENCE:6837:prostate_MPM2000-004P6_Table5 

ACTGGCCGTCGTTTTACACCCCGGAACACAGCGTGTACCCATGCTGGGTGCCGGGCCCCC 
CCTCGAGAGT ACT AAT AGAATT AATT AAGGCGGGGGGTGTAGTGAGCCGAAATAACACCA 
TTGCACTCCATTGTGGGCAACGGAGCGAGGCTCCATCTCAAAAAACAACTTGAGTCAACT 
GAAGCTTTGAGAGTTAAGGGACTTACCCAAGGCCATACACTGAA AGTTG AGTGGTTCAGC 
CAGGATTCAAACTCTGTCCTGTCTGATTCCTCCACCCACAGGTGCTTTTTGGGGTTCATT 
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CCTGTCTTAATCTGTGCCTAATATTGGCTGAAACAATGTTAGCCTAATTCCTTTCA AGCA 
CTTCTATATCAC ACAG G AGTGTAATTTG AAAAAGTATATTCG ACATG ACAATATG ATTTT 
ATAGTTAGCAAAAAGAAAAAAAAACAGTATTTTAATGAAAAGTCAGCCTGATGAAAACCT 
GGCTGGCTTAGTTCTTTAAATCCAGGATTTTNNAANAAAAAAAAAAAAANNNCCGCGGCC 
CCCCC 

>SEQUENCE:6838:prostate_MPM2000-004P6_Table5 

AGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGC 

GGGAGGAGCTCTTCAACCTGGTGGGCGTAAGTAGCAATGCTGCTGGATCAAGCCACTGCA 

CCCTGCGTGTCACAGCTAGACGCTCTCTCTCACATGCAGACCGAAAGAATATGTGATTAA 

TTAGTG GGCTAAATGG G AG AAATG ATG CTTTTGTCTTTCTG CG CACCATCT AC AT ACAGT 

GTCTACAATTCAGGTGAAAAGATTCTTTTATCGTGGACTGAAATTGAGATTATAGCATCC 

GCAGATAGCTTGTTGTCTAGCGATTAAACATCTTTCAGGAAATTAAAGTTGATTACAAGA 

GCTCATTGAGATCAGTTTGTGTCATAGATGGATTATTAGTTGGCTCTAAT 

>SEQUENCE:6839:prostate_MPM2000-004P6_Table5 

GCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 

TACTTGTAGAATTAATTAAGGCGGTGGCTCTCAATACAAACAAACCATATTGATATAAAT 

GTAATTTGCCTATGAATACAATGCATGTATCCATAATGACCATGTCTAACCACATAAATA 

TTAGTTTAAGCAAATCCAAAAACAAATGCGGAAAACACTTTGGTTGGAAAACACTATCTT 

CTCCTTTCCCTCATTTTCTAGGCAAGGCTCCTACACTTCGGGCTGCAGCTGGAAGTAAAC 

TGTTTCATATGGAAATGAACTATTTCTTACAACATACCATGCTAATCACGCTTACAAGGC 

ATTTTTTCACCATTTGGTTACAGAGAAAGAAGCTTTGAAAACCAGCAGCTTGTTCCTAAT 

TTAAACTTCCCAAACCCACACATCCTCACATAAAGGAAATAGGTTAAATAACTTCTTCCA 

AA 

>SEQUENCE:6840:prostate_MPM2000-004P6_Table5 

GGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGGTGGGAACTGAGTCTATGA 

AATAATCCATAGCGAAGACCTTCGGACATAGTATGAACGAATAGGATAAAGCTTCACACT 

GTTACTGATTGGATATCTTCATTAATAAAAATGGAGAAGTGGGAGAATTGGTTGGGTACA 

GAAGGTGATGACCGTGGCCTTAGACTTCCTGAGGTCTGCAGTGGTGGTGAGCCACACTCA 

TGCCAGTGGATCATGGTCATTTGAACTGGAGCTTAGTATAAGAACTGAGGCTAAGATAAA 

GATTTCGCAAAGCTTCCAAAAGCAAAGCATAGAACACCATTCTCTGAGGGAAGAAATACA 

GGGGAGGAACAGAAGACTAAGAACTAAGTTTTATGATATACCATTAGTAGAGAAAAAGAA 

GTTAGTAGGTTAAACAGAACAAAGGAATTCAAATGTTGAAATTTCTGGGAGACAGAAAAG 

G AG AAATTTTG G AG G GAG ATT 

>SEQUENCE:6841:prostate_MPM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAG 

GCGGGAGGATAATTAGAACCCAGAAGTTCAAGAAGAGCCTGGGCAACAGAGGGAAACTGC 

ATCTCTACAAAAAAAAATTTTAAATTAGCTGGGTGTAGTGGCACATGCCTGTGGTCCCAG 

CTACTCAGGAGGCTGAGGCAGGAGGATCACTTGAGCCCAGGAGTTCAAGGATGCAGTATG 

CAGTG AGCTACAATCACG CCACTGTACTCCAG CCTCAG ACA G AGCA AG ACCCTGTATAAA 

AAAGAAGGTAATCTTGCTCTACCCAAAGTCAACTTTCTCAA'l ACAGTCTTTATCCTGGGA 

CAAAACTCTGAAAAAAATTCTACCTCTGGCACCCACCTTATATGGGTGTGCAAGCCTGGG 

AGTGGATGGAGAGACAGGAGCAGATGACAAATGCAGTACAGGCCGAGTG 

>SEQUENCE:6842:prostate_MPM2000-004P6_Table5 

G ATT ACGCC AAG CG CG C A ATTAACCCTC ACT A AAG G G AAC A AAAGCTG GGTACCG G G CCC 

CCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGCATGGTGGTATGCGCTTATACTCT 

TGGCTACTGGGGAGGCTAAGGTAGGAGGACTGCTTCAGGTCAGGAGTGAGCTGTAATAAG 

CCATGATCATGCCACTACACTCTAGCCTGGGCAACAGAGCA AGACC TTGTCGAGCAAGAC 

CTTGTCAAGCAAAAACAAAAACCTACCAAAAAAAACCAAATTATTTTCTAGATTGTACCT 

TACCTAGACTCTGCCAAGGACTAGCCTAGGAAAGGAGTTATGACTGTATCATCACTAATC 

TATTCCCCCTACTATAAGAAAAAAACTCAAGCCACAGACCTTACATATGCTGGTGGCACT 

GTTGCTCCCTGCCCCAAGGTTAGTATTATTGTTATATTCCTTTGTATTGTGAGGTGGTAA 

CAT AC 

>SEQUENCE:6843:prostate_MPM2000-004P6_Table5 

TT A ACCCTC ACTAA AG G G A AC AAA AG CTG GGTACCG G G CCCCCCCTCG AG AGTACTTCTA 

GAATTAATTAAGGCGGGATCATGGAGGTGAAGAATCTGTTATCTGATGTAAACTGCTATT 

CCATGTGAGGTGAATGAACTCTNTAAGGGGTGCCACTTAGTTCATGGGCAAAGATAATTT 



Table 7 
2572/3129 



ACTGAACACTACCCAGTCCCAGAGGCTGCTGAATTCGTTCAATTCGACTAAACAGACTGT 

TCTGATGTACTTGTTTATTCCTTCTTGTTCATCCAAGGCTGTGTCTAACTCATTAGTAAG 

AAATGACACCGTGTTAGCCAGGATGGTCTCGATCTCCTGACCTCGTGATCTGCCTGCCTC 

AGCCTCCCAAAGCACTCTACTAAAAATATAAAAAATTAACCAGGCGTGGTGGCAGGTGCC 

TGTGGTCCCAGCTACTCTGGAGGCTGAGGCAGGAGAATGGCGTGAACCTCGGAAGCGGAG 

CTTGCAGTGAGC 

>S EQ U ENCE:6844: prostate_M PM2000-004P6_Table5 

CCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAAT 

T AATTAAG G CGGGTG GG AA ATG CCC AG CC AC AAG GTG ATAC AG G G CACCTTCTTCTGTG C 

CGCTTTCTTCTGTGGAGGAAGTCGCTCAAGTGATCCCCAGATGCTATTGTTACTGGGGGT 

ATTATGCTCCCCAAATACTGGGTGTTTCTGGGATACAG CATG TTCCCCACATGCTAGTGG 

GTTCCTTAAGATGTTAATATGTTTCACCAAATGCTGTCATTTTCGGAGAATGT 

>SEQUENCE:6845:prostate_MPM2000-004P6_Table5 

TAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAA 

GGCGGGGGGTGCGGGGAACTAGTTTCCTATAAAATGAAAACAGTTTCAAAAACATTTTTT 

AAGTTAGTAAGACTCCTTCAACCAAAATTTTATTTTTAAATTTCAATTTAGCATTGAAGG 

GCATCTATCATTTAGCAACCAAACCTCAAACCACTTCACCCAGTAATATAATACAACCGA 

GTGGTTCTTAAATATGAAAACAGAAATTGAATACAGTGTACAAATATAAACACAAAAACA 

TTTCACCAAAAAGTATCAGTCTACCTCAAAAAATGTTGAAATTATCTACCAAGGTTTCTT 

GATTACTTTAGTAGATATAAATTTGAGCAACTACAAATAATATCTCCTCCATCTGTAGCT 

CTCTCCTTAGTATCAAAATATCTAACAAATCAACAATAACTAGATAATGAGAA 

>SEQUENCE:6846:prostate_MPM2000-004P6_Tabie5 

ATTACGCCAAGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCC 

CCCTCGAGAGTACTTCTAGAATTAATTAAACAGGATACACTATCATCTTGCAATTTATAG 

TGTGTAAGGTAATAGAGCCTTGACAAAAGGAGAAACAAAAAGCAAAAAATCTACCACTGT 

TTATTTAGTACTGAGTATTCCATCCACAACCTACCTACCTACAAATACGTATGCATACGC 

GTGCGCGCGCACACACACACACACATACACACACGCACGTGTTAGAAAGTTAAATGGTTT 

AACAAGATTTAGAAAGATGAGCATCAGACCCCCGCCTTAATTAAGGCGGGGGAGGGGGAA 

ATGTAAGAATACTGATGAAAATTTCTTATACTATATATGA 

>SEQUENCE:6847:prostate_MPM2000-004P6_Table5 

TG ATTAC G CC AAGCG CGC A ATT AACCCTC ACT AAAG G G AAC AAAAG CTGGGTACCGGGCC 

CCCCCTCGAGAGTACTTCTAGAATTAATTAAGCCGGGTTGTGCAAACATCCTGTCTCCCA 

TTAAAATGCCTGAGTGAGCTTAGTCCAAACTGTGGGTTCATGGAGATGCTATAAGAAAAG 

ACTAATATTTAGTTAATGGCATTTTGGTTTTTTGCCTGCAGAATCAAACTAAGATAATCC 

TTTGCTTTACAGTTCAGTTCTTAGTGTTTAGGATGTCAGTATTTCTTAGGCAATCTTGAT 

TACACCTGATTTATATCAGTGACCTGCTCTGTACAGCTGACATCTCATGAAACAGCTCTT 

CTTGCATTATATGTAAAAGGAATGGAAGAATTTTAAAATATGAGATGCACTTGATGAAAT 

TCCTTTTTCCAAATTCTAGGAAATGAAAATATATTTACTTTCACCTAGAAAATTTTTGAC 

TCTCTGATTCTTCTTACAAAAAAA 

>SEQUENCE:6848:prostate_MPM2000-004P6_Table5 

GCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 

TACTTCTAGAATTAATTAAGGCGGGATTAGTCAGATGTGGCTGGAGTTCAGCACAGATTG 

AAGCTGGCTAGGGCACAAAGAAATGTGGTTGAAAATCTAGGCTTTGACTAACAATATGTT 

TATGTATATAAAATGTGTTATATAAGTTTTGAAACAATGTATTTGCTCCCCTCCTAGGTT 

TTCTTTTACTTCAATTCCAAAATAATATATTTGTTAAAACTCTGAAAAGGCCCAGATAGT 

AATGCACTTTATGTGATGCACATAACACCTAATTTAGGTTCAGTTTAGTCAACAAATCAT 

TATCCTCAAGCACTGAGAAATTTCTCACTTGCAGATGAGGCACGAGGGGGACAGAAATTC 

AATCCAGAATAGCAGGGTAAGTAACCCAGTTTCCAATAGCAGTGACATTGTGAGCAGAGT 

GGGCAATAACTGGAGACATGGGGGGAAATCCAATGGCCACTACAGGACAACTGTGATGGC 

AATA 

>SEQUENCE:6849:prostate_MPM2000-004P6_TabIe5 

CGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGT 
ACTTCTAGAATTAATTAAGGCGGGTCCATAAGTATAGTTACTTAAG TCATA ACATCAGAA 
ATAGACTTGGAATGAAAAAGAAATATGTCAATATGGTGTCTACATATTTT TCTT AAATAT 
GAAAAAATAAAAGTCAAATTATTAAAATGAAGTGGTAGGTAACATATCACT TTTTTT TAG 
TTTGTATAATG CAGG ACTTTAAAAGCTATTTATTAAAAGAA ATG AAATTACA I I I I I ATT 
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GTTCTTCAAGCCTCTTCAAGGCCATTCTTTCAAACTAACTTTAGATACTCATTTATTCTA 

CACTTGATTCATTACTGAATTTTATTCCAGTTCTTTGCCCTTGTGTTTGAGGTGGTCATC 

TCAGATGGTTAGCTTTTTTTCCTCATGAAACATTTTTCTTTATGTTGTAATGACTJCATA 

TTTTCTATTATAAATTCTTTGGAAGTTAGCCCTAGTAAATAAAATTAAATCTAATTTTCT 

AAAATGTCTTTATAATTTGAACTCAGTTACACTTGATGGTAAGCAGTATTT 

>SEQUENCE:6850:prostate_MPM2000-004P6_Table5 

AGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGA 

GTACTTCTAGAATTAATTAAGGCGGGAGCTGTCTGCAGTACACGGGGCATCCGTCTCACA 

TCAATGGGAGAATTAATCCATGTCAATCCTGGATCTCAATGTGACTGTCATAACAGTAGA 

GCTGCGTGAAAATAATACAATAGAATATCTCAGCTCACGAAGGGATTGCTGCATTTGACT 

GAATTAAAATCAAGAACTCCTGTACATCAGAAGACATCAGAAGTGAAAAGAACAAGCTAC 

CGAGGCAAAGTTACTGGCATCATATTTAAATGCAGAAAAACATATATCTCGAATACAGAA 

TTATCCCAGAATCGCACTTTTAGCAGTAAGGGAACTGGAGCAGCGTTCCAGCCTCAGCTT 

CTATTTATAACGGTGACATGGAAAAAATACTGCTGGATGCCC 

>SEQUENCE:6851:prostate_MPM2000-004P6_Table5 

CGAGAGTACTTCTAGAATTAATTAATAAACTCAATTGGGATATAACATGTGACTACCAGA 

TGGCTTCACAGAATCATAGTCTAGACTAATAGAAGGAGGAGGTTGAGAAGAGGGAGAGTG 

CTAGTCTTACATTATTCTGCAATGTACAAAGTTCTGTACACAATGCTACACCCAGGGTAT 

TGTGTTCAGTTCCAGTTGTCACAATTGAAAACGATTCAGGGCCGGGTGCAGTGGCTCACG 

CCTGTAATCCCAGCACTTTTGGAGGCCAAGGCGGGTGGATCACCTGAGGTCAGGAGTTTG 

AGACCAGCCTGGCCAACATGGTGAGACCCCATCTCTACTAAAAATGCAAAAATTAGCAAG 

G CGTG GTG G CTC ATGTC 

>SEQUENCE:6852:prostate_MPM2000-004P6_Table5 

TAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAA 

GGCAGGAGTTTAAGACCACCCTGGCCAACACAGAGAGACCCCATCTCTATTAAAAAAAAA 

TTATTAAAAATAAATTAACAGGGAGGAATAGGCCTGGAAAACCTGTGTTGTCCTTTATTG 

GTAATTAAGGTAGTTTTTTCTACATTAACATTTTCCTGTCCAGGACCCACTGAACGTCCC 

CTACATCAAGAAACTTCCTTTTATTTGACAGAATAAGCCTGTTGAAACAATGTTGCTCTG 

AAGTATCAACAGTGCAAAGAGAAAATTAACAAAATTGAGCAAAGGTCTGCTATATGTAGC 

AATTTGTTTCTTCCAC AAG AG G ATGTGTTTTTGTTTTTTCTG A AC CCTTT CTG AAC ACTG 

TAACATTTTCAAATGCAAAGATATGTGAGAAATCTAAGGTATGGCTTTTAAA 

>SEQUENCE:6853:prostate_MPM2000-004P6_Table5 

A ACCCTCACTAAAG G G AAC AAAAG CTG GGTACCGGG CCGCCCCTCG AG AGT ACTTCT AG A 

ATTAATTAAGGCGGGGGACACAAAAGCTGTTTCTAGAAACAGGTGTGAGCTGACCTCTGC 

TTTTAAGGTTTGGGGTCCAGGCACTACTGTAGAATCTCAGGTAGCCTCCCTTCTCCCTTG 

GAATTAGAAAAAGGGCTGAGAGGCCAGGCGTGCTGGCTCACACCTGTAATCCCAGCACTT 

TGGTAGGCCTAGGCAGGTGGATCACAAGGTCAGGAGATCGAGACCATCCTGGCTAGCATG 

GTT AAACCTCTCTACTAAAACT ACAAAAAATTAG CC AG G CGTG GTG G CGGGCGCCTGT AG 

TCCCAGCTACTCAGGAGGCTGAGGGAGAAGAATCGCTTGAACCTGGGAGGCAGAGGTTAC 

AGTGAGCCGAGATCGCACCACTGGACTCC 
>SEQUENCE:6854:prostate_MPM2000-004P6_Table5 

TGATTACGCCAAGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCC 

CCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGGAAGCTAGGGAATGATTCGCAGC 

ACTATGGGACTGGCAAAAGAATCCAGAAGATGACATACTAACACTTGCAGTTACCAATAT 

GTTGTTAAATATTAGTGTCTGGGGATCTGTTAGGTAGAGATAAAACTTAATGAGATAAGA 

CGGAAAATTGGCTATATCTGACAAGTAGCCACTTCTTACCCACTAAATTTTCTATATTCT 

TTCTCTAGTTCTTAAGGTGCCTCCTAGTGATATGATTCAGCACAATATAATGCACTGTTA 

CTTCACATTTGGGAATTTATTCACATAAAATCCTAAAAGAAATTTAATCAANNAAAAAAA 

AAAAAAAAAAAAAAAAAGGCGGCCGCCACCGCGGTGGAGCTCCAATTCGCCCTATAGTGA 

GTCGTATTACGCGCGCTCACTGGCCGTCGTTTTACAACGTCGTGACTGGGAAAACCCTGG 

CGTTACCCAACTTAATCGCCTTGCAGCACATCCCCCTTTCGCCAGCTG 

>SEQUENCE:6855:prostate_MPM2000-004P6_Table5 

GCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTA 
CTTCTAGAATTAATTAATATGGACAATCAAAGTTTGAGTATTATAAGGTGGCTCTCTAAA 
GTTTTCTGAGCTAGATGTATTCCAATTGCTGATTAATTCCTGAAACTGTGCTTCTCTTAA 
GTGTTTCAAGATGGTTTAGAATGATAACTTCATGAATATTGGGTAGTAAATTACTTACTA 
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ATTAAATGGTGTTAGAATTACTTTTGAATAGTGGTAGACAAGGGTTAGTAGGAGGGTATT 

T ATTTCTCCATG G AC A AATTTG G CC ACTGT ATG G AG AC ATCA A ACTA AAGT AAGGCJCTG 

CAGAGAGGGATGATTCATACATTTTGTGCTTTCTGATGATAGGAGTTGGCAGTTTTTTAA 

TGCTTAAAGAGGAATTACAGAGTTTACTCTTTCAGACCAAACACTTGATAATCTGGTTAA 

AAATTTACAAACTAAATGCACTGCCCACTT 

>SEQUENCE:6856:prostate_MPM2000-004P6_Table5 

TGGCCGTCGTTTTACACCCCGGAACACAGCGTGTACACTATGCTGGGTGCCGCGCCCTCC 

CTCGAGAGTACTAATAGAATTAATTAAGGCGGCTTGGGTGAACAGTTTGAGGGGTGAGCC 

TGGAGATCATTAGATAACAATTATGACTTAAAATTATTTCAAGAGCTGACTTCGAATAAG 

GCAACAGATTCCCCCACCTGCCTTCCTTAAAGTTATAGAGAAGACCAGAAGCAATTCAGG 

AATGGGAAAAAAAAAAAAAAAAAAAAAAAAAAGGGGGGGCCCCC CCCGGG GGGGGGCCCC 

AATTCCCCCTTAGGGGGGGTGTTTTCCCCCCCCCCCTGGGGCGG I I I I I lAA 

>SEQUENCE:6857:prostate_MPM2000-004P6_Table5 

TGATTACGCCAAGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCC 

CCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGGAGGAATGGAGGTTCCAGGATGG 

CTCACAAGCCCAGCAGCTTAATTCAGCCAGGCTCCTTGGCTAGGAGTTAGTGCGCAGTGA 

CATCAATGAGCAACACATGGCTCATATTTATGAACGTCCAGGCCAAGTTCTTCTTTCATA 

CAGAGAATGGCAGAAAGCTAAAACTTGTTAATAGGTAAAACAATGAATTTAAATACAGTA 

TTGGCTAATAAAACTGTTTGAGATAAAAAAAAACAAAAAAAAAAAAAAAAAAAACCCGCC 

AAATGGCCGGAGAAAAAAAA 

>SEQUENCE:6858:prostate_MPM2000-004P6_Table5 

CCTAAATAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATT 

AATTAAGGCGGGTCCCTGTAATCCCAGCTACTTGGGAGGCTGAGGCGGAAGAATTGCTTG 

AGCCTGGGAGGTGGAGGTTGCAGTGAGCAGAGATCCCGCCATTGCACTCCAGCCTGGGGG 

ATAGAGTGAGACTCCGTCTCAAAAAAATAAAAATAAAAATAAAAATAAAAAAATTAAAAA 

TAAATAATGAACAACTGGGTTCATCTAGGAATACAAGTTTGCTTCAATATTTGGCAATTA 

GTAATTGTATTCATCATGTTAATAGATGAATGAAGGTAAACCGAATGCTAATCTTAATAG 

GTG CAG AAAATATTTG ACAAAATTTG ATATCCATTC ATAATAG AAACTATTAATCAN G AA 

NAAAAAAAAAAAAAAAAAAAANAAGGGGCCCCCCCCCGGGGGGGACCCCAATTCCCCCTT 

TTAGGGGGTCTTTTACCCCCCCC 
>SEQUENCE:6859:prostate_MPM2000-004P6_Table5 

GCCCCCCCTAGAGAGTACTTATAGAATTAATGAAGGCGGGGAACCCCAAGGATCCACTCA 

TATTCTGAAGCTCGCATTGCAATTACCTTACTGCTGCCATCCAATGAAAAGACATTCTTC 

ATTTAAGAGCAAAACATTATATTATTGGCCCCTTCCCATGTGTTGAATAT ATACT CTGAC 

ACAAATAATCTTTACCACGAAGCTATTTGTGCCTTAATCCCCTTTAACCCl i I I iTATTT 

AACTTTTTACACCTAACATTAGTGTGTGGAATAAATCTTTGATTATGATGGGACATGACA 

GTTGTCTCAGTCCATTAATTACCATTTGGACTATCAGGGGATCTATCACCATTTACGGGA 

AATTCCATCACTTCTTTGTTGTACTACCATTCCATCTTTGTCATAAATTAGGTGATCATA 

TATTTGAGAGTCTCCTTCTGGACCCTTAACAATTAATTTTA TATA TTGACTTGTTATGAA 

ATAATTTTACAAAATTCTCTAATTCTGATAATTTGTAAATAATTTTAAAACTTTCTATGT 

ATAAAATTATGCTATTTATATATAAGAACATTTGCTAATATGCATGAATACTT 

>SEQUENCE:6860:prostate_MPM2000-004P6_Table5 

ACTGGCCGTCGTTTTACACCCCGGAACACAGATATAACCATGATTATGGCCGGTCGTTTT 

CTTTAAAGAAAAAAAAAAAACCTTTATTGCCTGGCGCGCGGATTTGTGGTAACAGAAAAA 

AAAACTGAACTAAAAACCTTCCTGAAGATGGTTTATCACTCTAAAAAAGAAGTGGGTTTA 

TGTTCATACCTTTCTTAACCCACAATTCTATCCCTGGGACATCTGCCCCAGGAAATACTC 

AAGTGGTGCAGACAAAGATAGGAGTCCAAGAATGCCATCGACATGGTTGTTGGATTGCAA 

ACCCTCTAGCAACAAAGTAAATACTCAACAATAAACCTCTGGTGAGTTAGGATATCTCCA 

GGTAAAGAATATTCTTTAGATGTTTTAAAAGTCATTTTAGGCCGGGTATGATGGCTCACA 

CCTGTAATCCCAACACTTTGAAAGGCCAAGGCGGGCAGATCACTTGAGGTCAAGAGTTCA 

AGACCAGCCTG GCCAACATGGTGAAAGCCCATCTCTACCANN N N N N A A AAAA AAA AAAAA 

AATGGAGGCGCCCCCCCCCGGG 

>SEQUENCE:6861:prostate_MPM2000-004P6_Table5 

CCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAAT 
TAATTAAGGCGGGATGGCAGTGAGACGCAGTGGGTCATAAAAAGTGAGAGCTTTGGAGCT 
TAA AATAC CT AC ATG TG AT ATC AG CC ATCT ATCTA AGTG AT ATTG G G C AAGTG ACTATTC 
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TG AG G CTCCTT AG CTTCTTATC AG A AG AA ATG G AA AC ACC ACCTCC ATT AC AAAG G AG GT 

ATTATTTCCATTATGAGATAGCACAACTAAAGTATCTAGTTATAGTAGGCATTCAGTAAA 

CAGTGTATCTTTCAGTTCTGTTTTCTATATCATCTAAATGAAATCACACGAACACAATTC 

TGTACTACCACTCTACAGTTTCTAAGATAGAAACAACACAGGCATAAAGGGTTCTTAATT 

TACAAATGTACCTCAATATTAGAGTTGGATTACAGTGATTTTGTTAAATAAAGCCAATGT 

ATATTCAATGGCCTGAAGGATCTTTATTTAAAAAAAAAAAAAAAAAAAAAAGC 

>SEQUENCE:6862:prostate_MPM2000-004P6_Table5 

TTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTA 

GAATTAATTAATACAGCCACAGCCTAGCTGAGATTCTCCCCAGCAACTAGGAAGATGGGT 

CTGCGTCACCTCTCAGGTACTGAGGAGACCAGCTGGGCAAGATCTTCAAAAGCTAATGAT 

GGGGACCAGAGCAAAGGTAGGAGTGTGGTGAGAATACAGTGGCCTAGCCATGCAGTGGGA 

TGGCTGGGTACACAAATGCTAGCTATTGGAATTGGATTTTCTCAGCCAATGAGAATATCT 

ACTTGGGGCTATTTGCTTTTTTGGCTAATTAAGAATGGTCCCAGGTCAAATTCTGTCTGG 

AAAGTTGGCCACTGAGTACCAAAATTATACTTTAAGTAAATGTAGCAAGCTCTGAAGGGA 

GCTAACATCCCTGAAACTGACTCTTACCATATGCTGGCTCTGTCTTCAAGGTTCTCAGAG 

TTGCTGTGGTTTTATTTGTCATTTTAGGAAAGGGAAGAGGGAATTGATTGGATATTTCCT 

TCCCCATGTGAGGAAAAGGAACATTACTTATTGTTTCTCTTCAAATCAATTAAAAGACAA 

ATCATGGCTGGAAGACTTTGATACTTAAATACAGATT 

>SEQUENCE:6863:prostate_MPM2000-004P6_Table5 

CCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAAT 

TAATTAAGGCGGGAGAATCGCTTGAACTCGGGAGGTGCAGGTTGCAGTGAGCCAGGGTCG 

CGCCACTGCGCTTCAACCTGGGTGACAGAGCAAGACTCTGTCTCAAAAGGAATGACCTGT 

GTAGCTAAAATATAATGAGCAAAATAGAAACATT TGAA ATGAAATAGTAGAGAAATGTAT 

TCATTAGCGGCAAAATTAATCAATATGGGTATAATTTTGATTAAAATATAAAACCAGAAT 

TCTACTCTTCAAAAAGGCCTGGGATTACAGGCACCCACCACCACGCATAGCTAAT Mill 

TGTATTTTTAGTAGAGACGGAGTTTCGCCACGTTGGTCAGGCTGGTCTCGAACTCCTGAC 

CTCGGGTGATCTGCTCGCCCTGGCCTCCCAAAGTGCTAGGATTATAGGCGTGAGCCACCA 

TGCCT 

>SEQUENCE:6864:prostate_MPM2000-004P6_Table5 

AGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGA 

GTACTTCTAGAATTAATTAAGGCGGGGAGTGCCTACCAATATACTTAATTCTTACCACTA 

CGACATTTAAAGTCTTCAAAAGAAATGGCTCAAAAATAAAGAAAGTATTATTTAAGGGAG 

GCAGAAAGAATTGCCAAATGTTTGAGGCCTACAGTGTACCATACACCATGGTGGGGGCTT 

GACATATGATATCCCATTTCATCTAAAGGAATCTCCATCATACATGCATAGAATGTATTA 

TTATCATCATTTTGCCGAAAAGGACACTTATCTTTAATCACATATCAGGTAATCGACTGA 

AATGGGA 

>SEQUENCE:6865:prostate_MPM2000-004P6_Table5 

GGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCG 

GGCGAATCACAAGGTCAGGAGTTCGAGGCCAGCCTGACCAACATGGTGAAACCCCGTCTC 

TACTAAAAATACATAAAAAAAAAAAAAATAAAAGAGTATGTTGTCCAGTCCATGCATGAT 

ATGTGGTTGTGCAGTTTGTGCATTTGTAGCACCCTCAAAGAAAGGTGCATGTCCTTCTCC 

AAACAAAGACCCGAAGGCAAGTTCCATGTGTTCTTAC CCTC AGTGAGGCTTATGTAATTG 

TTTTGGAGATTACCAGAAAGGTTAATATTAACAGCTTGTTTTAAAGTTCACCTTTAACAT 

TT ATTGCCCCTTTCT ATTTTG ATTCCCG G G G A ATAAC ACCTATC ATG GGCAGTAATTG AC 

TTAAGGTGGAAACCGAATATGCTTTTATTAACAATAATAATTTTTATGTTTTGATAAAAA 

AAGAGAAAGGCCTTAAACCAAAATATATTGACCA 

>SEQUENCE:6866:prostate_MPM2000-004P6_Table5 

AATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTC 

T AG AATT A ATT AAG G CG G G G AAGTG AT AAGTGGTC AAATG AG AC ATTTCCT AGG G GT AG A 

GGTACAAAGCTAACAGAGACTGAAACCCAGACTGAATTTTACGTTCCTTATTTCCAACTC 

CTCTCGAAGCCTACCTGGAAACCTTTCCAATCTTTAAGCATTCAACT GCAG CGAAATATC 

CTCT G G G G ACCTTCTG G G ACATCCCA AG AC AG AGTG C ATC ACCCTTTTTT AAT AGTGTCC 

TGTACTTTTCTTATCTTTCTATTGATGCTTTTAAAACATATTTTCTTGCAATTACCTTCA 

CATGCACTGTGAACACCGACAATTTAATGTGTTTTTGTGCATGTGTATGCATGCACGCTG 

AATAAGTTCCTTGCATGCTAAAAAATGTTTCAACCTACAAAATAAATAGTAATGTCATTG 

CCTGGTTCGTGAAAATTTGGTGATAATAGATTTCACAGAACCAGGGAGAAACTTAATAAG 
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ATCAAGCTCCAGACATATTACTATGGAGGCCCAAA 
>S EQU ENCE :6867: prostate JVl PM2000-004P6_Table5 

GCCCGCAATTATCCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 

TACTTCTAGAATTAATTAAGGCGGGATTCCAGCTACACAGGACAATTCACTGTCCTAGGA 

ACATGCTTTGCACTTTCCTGCCTTTGTATCTTTGCTCATGTTGTTCCTATGTCTAACCTT 

CTCTCCCTGCTTGTTCACTCAGAAGAACCATCTTTAAGGTTC AGCATA AATATCATATTT 

ACAAAAAGCTGCTTCCTGATTTCTACCATCCCCAAGCAACTG I I I I I I CTCATCTCTGTA 

ATCCCTCTCTTATAGCACTCAAGTCACAGGATTATTGTGTGTCCATGTCTTCCCCACTTG 

ACCACGATCCAATTGAACACAAGGATGTGTATTATTCACTTTTGTCTTCACAAGACCTCA 

GCAGTTTGATCCCACAGACTTTCACAAATCCTTCTCTTGTACTACCTGGCACTTGCT 

>S EQ U ENCE:6868:prostate_M PM2000-004 P6_Tabte5 

AATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTC 

TAGAATTAATTAAGTAAGTGCATTGCGGGTATATAGGTAGGCTTCAAGATATCTGTGGAG 

TAATTTCAAATGTATTTTGGTTTAATTATTTAAAATCCTAAATCTAAAGATTATAAAATA 

AAACACATAACGTCCTACCCTACACAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAGCGGC 

CGCCACCGCGGTGGAGCTCCAATTCGCCCTATAGTGAGTCGTATTACGCGCGCTCACTGG 

CCGTCGTTTTACAACGTCGTGACTGGGAAAACCCTGGCGTTACCCAACTTAATCGCCTTG 

CAGCACATCCCCCTTTCGCCAGCTGGCGTAATAGCGAAGAGGCCCGCAC CGAT CGCCCTT 

CCCAACAGTTGCGCAGCCTGAATGGCGAATGGAAATTGTAAGCGTTAATATTTTGTTAAA 

ATTC 

>SEQUENCE:6869:prostate_MPM2000-004P6_Table5 

CAAGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGA 

G AGT ACTTCT AG AATT AATTAAG G CG G G G AAA AGGT AATTTAAG AATA AT AATTG G AG AT 

TTAATTACTGTATTCTCAAAAACTAATGGACCAACTAGACAGAAAATCAGCAAGGTTAAA 

AAAAGCTAGAACAACATTATCAAACAGCTCAATCTAACTAATATACATACTGAGTAACTA 

CAGAATACACATTCTTTTCAGGTGCACATATAAAATTCTTCAGGATAGGCCGTATTCTGG 

GCCACAAAACAAGGCTCAATTTAAAAACTATTGAAATCATAAGTAGGTTCTCTGACCACT 

GCGGAATTTGATTACACCTCTGCAACAACAAAAATCAGAGAAACTTGTACACATATCTCA 

AAATTAACCTTCTATTTAACCCACGGGTGAAAGAAGA 

>SEQUENCE:6870:prostate_MPM2000-004P6_Table5 

ATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCT 
AGAATTAATTAAGGCGGGAAAACTGAGGCGCAGAGACGCTGTATAAGTCGCCCACATAAC 
TAGAAAGTGGCAGAACCATGATTAGTGATTCTGGCTCCAGAGCCAACAGTTCTAACTAGA 
AG G CT AC AAAC ATTCAT ATG C ACTG C A AG C AGTATATTCT ATACTCTCTGCCTCTTGTTT 
TCCCCATGTACATGCTCTAAACTCCAGAACTGTGCACAGAGCCATAGCCATGCTATGTTG 
G AC AG AC AAAATTTG AG AAGTATG ATG AATAAATTATC AATATCCCCCATAAATATG GTA 
AGAAAATGTGAACCTGGTAGTCTAGATATGGCCGAGCAGCAGAAATAAAATGAGATCATC 
ATATTCCTTGAGATTTTAAAATATCTATCTTTCACCAATATATAAAGTCCTCGTCTCCCA 

GACTAT 

>SEQUENCE:6871:prostate_MPM2000-004P6_Table5 

GTCGTTTTACACCCCGGAACAAGCGTGTACCCATGATGGGTGCCGGGCCCCCCCTCGAGA 

GTACTTATAGAATTAATTAAGGGGGAAAATAATAATGATGTTATGAGACACATGTGGTAT 

CT ATT ACTG AAAGTAGTGTTTATCAAAATATTTAGTGGCAAGGAAATAGAAAAGAAAAAT 

TAGAGTATAGAATAGTAGCTACAGAATGAACTCAGCAATGTAAAAAATATTATGTCTACA 

TACCCATTACGTAAAACCATTAGTTTTCTAATAACAGTTTTA GATT GAGAGGAGTAAAAA 

CACGATTAATGCCAGACTAAACTATTATATCTATATGCTTTATTTTCTGTCCTGTTACAT 

TTCTAAGTGTTTTTTGTTGCTCTCTTTTCCATGGATCTCTTTTTAAATTTCTTTCTGCTT 

TTTAAGAACGTTTAAATCACTTTATTTTAATACATTAGCCACATCTTATGAGATTTTCTT 

TTAATCCAATATTTTTCTGAGGGATTAAACAAATGTCTTTCAATATATAATAGCTCTC 

>SEQUENCE:6872:prostate_MPM2000-004P6_Table5 

AG CGCG C AATT AACCCTC ACT AA AG G G A AC A AAAG CTG G GT ACCG G GCCCCCCCTCG AG A 

GTACTTCTAGAATTAATTAAGGCGGGGGAGAGGCCTCACAGAGAAGAGGACCTGCGCGTA 

AAGTCCTGGAGGAATCAAAGCAGCTTTGGAGATCTCTGTACTAGAATGCACTGAAGGGCA 

GTCTCTTTACAATGTCATCCATCACTAGATAGTTTAACTGTACTCACAGCCCTCTACTCA 

AGGCAGAGAAAATGTGGCTGGCCCAATCTGGACCTCGTTTAATCATGTATATGCTGTGAT 

CTGCTGGTCTTGTGCCTGGCTTGCTCAACCCCTGTCCCAACACTGTCCCACCTGCTATAA 
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CAAGGTACACCACAGATTGTGCTCAAGGAGATTTTAGATTTCCTTTAAGACCCNNNNNAA 
AAAAAAAAAAAAAAAAAAAAAAAGCGGCCGCCACCGCGGTGGAGCTCCAATTCGCCCTAT 

AGTGAGTCGTATTACG 

>SEQUENCE:6873:prostate_MPM2000-004P6_Table5 

AAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGGGGAGTTGGG 
GAAAGACGAGTCTGTAAGAGAAATTTTGTAACATTTCTGAAAAAAGCAAACAAAGTGGGA 
TAAGAAGGCCTGGGAAAAGGACTGGAAATAATATGAGAAGGGGCATT TGTCA TATTAATG 
AAAAATGAACATTTATTTTTACATGATTTTTTTCATCTTTAAGAAGATTTGTTTT CATG T 
ATGATTTAAAATTAAGTTCCAAAATTGTGTAAATTGAC ATTTT AAGGGAAGTACTTTTCT 
AT AC AT ATTTG CCAG AG AC AT AAGTTTTCT AAACTTCCTTTTCC AG GTAG G GT AAATTT A 
G G GAG G AG CCCATGTGTCC A AGT ACGTG GTT ACT AGG CAGTTCTG C 
>SEQUENCE:6874:prostate_MPM2000-004P6_Table5 

GGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGG 
GAAATTCCAAGTCTGCAGAGCTCGCTCAGGTTCTGAGCACCAGAGGGGGCTTCCTGGGGG 
CCGCTGAGGACTAACCTGGGCCTGGGTCAGCCAGTACCTGAGTACGAGGACGCTGTCCAA 
GGCTGGGGACGAACCACCCAAAAGATGGCCAGAAGCCCCGGCACTGCCCCAGCAGCGGT 

Q 

GGAAGGGAAGCGCCAGGGAGCAGAGACCTTAAAGGGGCAGAAAACCCTGGAGACCAGCA 
C 

AGCTCTGGGTCCACCTGACAGCTTAAGAGTAGCGCCCAAGCCAGGCTCAGTGGCTCACGC 
CTGTAATCCCAGCACTTTGGGAGGCCGAGGTGGGCAGGTCACTTGAGGTCAGGAGTTCGA 
GACCAGCCTGACCAATGTGGTGAAACCCCGTCTCTACTAAAAATACA 
>SEQUENCE:6875:prostate_MPM2000-004P6_Table5 

AGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGA 

GTACTTCTAGAATTAATTAAGGCGGGGATCATAAAATAGAAAACATACTCTTTCTAAAAA 

ATACTGAAGAAATAACTTCATGCATTCAATTTTCATGTTTC ACAT TATACATACTAAAGA 

GCTAACATTTATTGACCAGTGCTGGGTACTGTTCCAAGTGTTTTGCATAAACATATTTAA 

TAAATGCACAGGAGCAAAAATAGTACAAAAAATCCATAGCAACTGAACAAAAA ATAAG TA 

ATTCACAGTTAACCAACTGTCTAGGAATTCTGGACTGCTTTACTAGGTGAAATGTTTTAG 

AAGTCTCTACAGTTTCTAGTTAGAATTTCTGAACTCTGAATGCAATTAGGATGCTAATAC 

ATTATCAGCATTTTATTAAAGATGGATAAACCTTCCTCTATTCTCAAAGCATTAGAGGAC 

TATTGTCAGCAAACCATCTTCCACTCTTCTTTTTTGACACATCACAATGGCAAACTNTTT 

GGTCTAATACTATAATTCTTCCACATGTTAACTTGCTGAAAACCCT 

>SEQUENCE:6876:prostate_MPM2000-004P6_Table5 

AAATAAAGGAAACACAATGCTGGGTAGCCGGGCCCCCCCTCGAGAGTACTTCTAGAATTA 

ATTAAGGCGGGCTGAGAAAGGCAAAGTTGTCTAGGAAAGGTG ATTATACAC TACTCAGAC 

AGGTACAATCCACAAATGCTG I I I I I I I I GTTTTGTTTTGTTTTGTTTTGTTTTGTCTGT 

TTTGAGATGGGTTTTGCCATGTGGGCCACGCTGGTCTCCAACTCCTGACCTAATGTGATC 

CCCAAAGCTAGGTAATTTATAAAAAAAGAGGTATAAGGCTGGACACAGTGGTTCATGCCT 

GTGGCCCCAAAACCTTGGGAAGCCTAAGCCGGCTTATCCTTTGAGCCCAAAATTTGGAAA 

CCAGCCTAAACAACATGACAAAACCCCAT 

>SEQUENCE:6877:prostate_MPM2000-004P6_Table5 

CCTACTAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAA 

TTAAGGCGGGAGGATCACCTGAGCCCAGGAGTTCAAGGCTATAGTGAGCTAGGATTGTGC 

CACTGTACTCCAGCCTGGAGGACAGACCAAGACCCTGTCTCAAAAAT AAATA AATATATT 

TATATACATATAAACACAAAAGACGGACTTTTTAGGGAAAAAGGAAATATTTTGTAATAC 

CTGAATAGAATATTTATAAAGCTGCTCAAAATTAAAATTATATCTAATATCTTCAAGCCC 

AATGTTATAAATCAGTTTCCTCGTTTGTAAAACGAAAAACTCAGATCAATGTGAATTCTA 

AAGTCATATTCAATTATCTGAACACAATTTTCTGAGCCAAGGACATTGTGGTGAAACCTA 

TAGCAGCAGGCTTCTAAAGGGTAGAGAGAAGAAAACACCATTCTCTTATGTCTAGGAAGA 

CTGAAGAAGCACTACCGGAAGGTAGATT 

>SEQUENCE:6878:prostate_MPM2000-004P6_Table5 

G CGC A ATT A ACCCTC ACTAA AG G G A AC AAA AG CTG G GT ACCG G G CCCCCCCTCG AG AGT A 
CTTCTAGAATTAATTAAGGCGGGGGTCAACAAACGGTTAAATCTGATGATACCTAGTGGG 
CTGATATAAGTAATCTCATAGGAAACAAGAAGAGTATTGTTGCATAAAGAACTAAAGGAG 
TTCTATTATTAAGTAAATAATGAGTGGATCTTGTGAACAAACGGAGATGCTGGTGTTATG 
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TAAGAGCAAAGAAACTATGATGTCAGGATCCTTTACACTGTTACGTTACTGAAGCCCCCC 
AAAAAGCCTCTGTGTATCCAAGTTATATCTGTCAGTATTTGCCA TACTGAAA TTAAAACT 
AAAATAATTTTAAATAGTTTAAAATGTTACATGTTAATAACA TGAC l M ill iG AAAAAT 
AACTCTTTAAAACAAAAATTTGGGTAAGAATAGTGGCACTGTTTTACAl I I I I ACAAATC 
TCCTAAATGTCTGTTAGTAGAAGAAAACAGGATTT 
>SEQUENCE:6879:prostate_MPM2000-004P6_Table5 

GCGCGCAATTAACCCTCACTAAAGGGAACAAAGGCTCGGATAGCTGGGTACCGGGCCCCA 

CCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGCACCTGTAGTCCCAGCTACTTGGGAG 

GCTGAGGCAGGAGAATGGCCTGAACACTGGAGGCGGAGCTTGCAGTGAGCTGAGATCACA 

CCACTGCACTCTAGCCTGGGCGACAGAGCGAAACTGTCTCAAAAAAAAAAAAAGAATTAA 

AAATTAAAAAAAAGAAAAAGAAATGTCAGTTGAGACATTTCTAAGTTTATGTGAAACTGA 

GGGGAAACCCATTCTTCACATGCATTGGTATATCCGAAGTATTCCTGTAATGTAAACAAC 

AGCTACAATAATGTCATGTACAATACATTTGGCCAAATACCTGACTGTACACTAAGGCCT 

GAACTAAATAGAACAAAATCTTGAATTCTTACATAAATGCCAAAGTACAATGAACATTCA 

AGAGGCATTAACCAGGCCACACAAATA 

>SEQUENCE:6880:prostate_MPM2000-004P6_Table5 

AAATAAGGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAAT 

TAAGGCGGGATGTGAGGCGATGAAAATGCATAACTCCCTCATAACACCAGGTTTCTCTGA 

ATAATCGAAGCCTACATCTTTCTCCACGTTTATAGAATTTTATACGCACATTTGAAAAGT 

TGGGGGAAGAAAGAAAGGAAGCTTTTAGGTGCCTGTAGTOCCACTATTCTCCCATAGCAT 

TGAAATTTTCTCCTCTATTCTGTTATTTTCTTTGGTCTGTTTTCATCGTTATGTTTTTGT 

AGTCAGCACTATTCATTGTCATAGATCTCACACTATTGGGTCAGTTGTAAAAATGGCCCC 

ATAAAAAGTAGACACAAATAACAGCAAGACAGGCATTTCAATGGCAATTCTTTAACTAAT 

AT AT ACCTC ATATG AGTT AAG ATTAAGT AT AG CTT ATATAT ATTAATATTTCTG GTTT AT 

GTATTAATACATATGACTTCACTTTAATTTAATGAAGGACTGATATTTTGCACCTAAAGG 

ATATCAAATGTCAATTCTTCTAATTCCATTGTTGTTGGAATTAATATATCATTACTATAA 

T 

>SEQUENCE:6881 :prostate_MPM2000-004P6_Table5 

TAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAA 

GGCGGGGCAGGACCAGCAAGACCCTAGCAGTGCTTCCTACACCACAGCTCACCATATTAT 

CTGCTCTCAGTTTAAAGACAGACACTTGTCAGCTATCAGCTCAGT3GACCCAAGTATTTC 

CCATTTACAAAATTCAGTGTATTTTCTTTTTCCCTTTAAGGTGAGGGCACCAGCTGGGGA 

AGGCATTCCCACACAAGAGAACACTCAACTGTCATTACTCTCAAGGTATTCCGTGGTCCA 

TGGAGGCTGGTCCACTTGACAAAGCTTCCAAGGTCTTGTGGCTTTGAGTTTCTTTGACCA 

GCTGAGTTTCTGTACGGGAGTTTCCCCACCATGCAAGGCTTCCGTAAAGCTGCTAGCCCA 

GCTGCTCTACTGAGCTGGTTCCTCTA 
>SEQUENCE:6882:prostate_MPM2000-004P6_Table5 

TACAACCCTAAATAAAGGGAACAAAAGCTGGGTGCCG GGCCCCC CC TCGAG AGTACTTCT 

AGAATTAATTAAAGAATTTGGAGTATGAAGTGTACTTTC I iGCCl I I I lATTTAA 

AGTTCATATTGATTTCCATGAATAAACAAAAGCACGAAGCCAGGGTTTATGCA TTCA CTT 

TCTGAGCAGAAGGGTTCAGCCATGAAAAACCGAACTTATCTGTTTGCAATATATTTTCTT 

CAAATTGGGAACAGATGCATGTGTCGTTCCAGAGTGTAGGTAAAAAGGACTGAGCTCTTT 

ACTGAATAACCTCAACTTTCTTCCTTTGACCATTGTGACTTTTCTTCCATGGAAGGTTAT 

CTGTCATCT A I II I I I I I CCCACTGTGTGATCTTAAAAGATGAATTCCAAAANAAAAAAA 

AAAAAAAAAAANNAAAAGGGGCCCCCCCCGGGGGGGGGCCCCAATCCCCCC 

>SEQUENCE:6883:prostate_MPM2000-004P6_Table5 

CACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAAT 

TAAGGCGGGGGTGCGTCGGGGGAACACAGGTCTCATACC CATGA AGCCATTCCTGTTGAC 

CCCCG ACTTAG G AC ATTTAATTC AAAACTAAAAG CATG ATTATTTTCCTTAATATGTAGT 

ATAGTAGAGGTAAGAAACACAAAATCAGCACTGGGAACATTTTC AAGG ATCCAGGCCTTA 

TTCTTTTTCTAAAAGAGTATTTTTTACAAATTAAGCATATGCCTGCTTTTATGATATGTA 

GAAACATTTTCTTCCAGCCATCTTCCTGCTTGAGAAACTACATTCCCACTTGCCCTAAAC 

TGTC AAG G G G CC ACTTTG AGTC ATCTGTCTTC ACT A A AG C A AATCTTTC A A AAG CTAAGT 

AGCATCATTTCACATTTATTTAGCACCTGCAGGACACTTTGGT 

>SEQUENCE:6884:prostate_MPM2000-004P6_Table5 

A AGCTG G GT ACCGG G CCCCCCCTCG AG AGTACTTCT AG AATT A ATTAAG G CG G G ACTCTG 
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TCTCAAAAATAAATAAATAAATAAAATGCCTTTTTAAAAAATGGGCCATCTATACCAGCT 

AAGAAGAATGTAAGACTCAGACTATCTTCATTACTGATTTATTTCTTTGGTCTGGAAGCC 

TGTCAATTTTTG CCAGTTG AATATC AGCAATAAATAGTCATCAAG CATAATGTTTG AATA 

AAAATGTTATTCTTCAAACCAAAATAAATTCAAGATGATTTGAGATCCAAACGCAAATAA 

ATGTAACTATAAAAGCTACAAAAGAGCTCTCAGTCTGAGAAAAAAGAAAAAAAAAAGAAG 

AAAGGGGCCCCC 

>SEQUENCE:6885:prostate_MPM2000-004P6_Table5 

CACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAAT 

TAAAG AATCCAA AACTGTTTCTTTGT A AAA AT A ATTTTG ATAATTTCCTAG CTA AG G A AA 

GCACAAATCCATGAATCTGGAAATAAAGTGACACAAAAGAAGAAATTTGAAAAATATTCT 

TGTAAAAATATTTTAAAATCTACATTAAATGGATTTTTTTAGAAAATCCAATTTAACAAA 

ATTTGCCCCTATAGAGACAGCAAATTTAAACCGGCCAAGTAACA TAAAA TAATCATAGAA 

ACTAGTTAAGGAGTTCCCCTACAAAACAAAGCAGGCCCAGATCGTTTTACAGATGATTCT 

ACCCNANAAAAAAAAAAATTATAAAAAAAAAGGCGGCCGCCAC CGCG GGGGAGCTCCAAT 

TTGCCCTATAGTGAGTCGTATTACGCGCGCTCACTGGCCGTCGTTTTACAACGTCGTGAC 

TGGGAAAACCC 

>S EQ U ENCE:6886: prostate_M PM2000-004P6_Table5 

ACTGGCCGTCGTTTTACACCCCGGAACAAGATATACCTTrGATTCTGGCCGGTGGTTTTC 

CTTCAAGAAAAAGGAAAAACCTTTATGCCGGGCCGGGGGTGGTCCACCCAAAAAAGAAAA 

AAACTACTGACCTTGTGATCCGCCCACCTTGGCCTACCAAAGAGCTGGG GTTACAG GCGT 

G AACC ATCGTG CCCG G CCTGTACCT AC AATATTTTTAACCTTT AG C ACT AG GGA 

CCGGTGACATAAGATTATCTTATTCATGTTTCAATTAAGATTTCCAATA AGATT TCATGC 

ATATGTTTCAACTTAAAACACAAAAAATTTGATAAAGAAAAATCTTTGTATTTTGTATTA 

GGAAAGGTTCAAAGACAAAAATAACAGATGGTAATAAGAAATTATCAAACCTGGAAATAA 

AGC 

>SEQL)ENCE:6887:prostate_MPM2000-004P6_Table5 

CAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTT 

CTAGAATTAATTAAGGCGGGGGGCTAGAGGCCTGTGGGGCCATTTCTGTCCTCTAAGCTC 

TAGTCTGATCTCACCGGCAGCTGGTCACATGGGAGGACAGGAGATGGAGAACAAGGCTGA 

CAGTAGGGAGGGGAGAGCAGAGACAGGTGGCTGAGTTTCTCTCACTTAGAGAAAAGAAAC 

TGGCTGAGTGTATACCACGTCTGAAATGAGCGAAAGGGAAGATTGCCCAAATCCTGTAAA 

GGACCTTTTTTGTGGTATTAATGCTATTCTTTTTTATGTCAAAATGTTTCAGGTTTACAG 

AAAACTATACAGACTAATATGAACACTCACATAGCTGCTATCTAAGTCATACTTTTAAAA 

AATACAGGTTTAAAAAAATAATAATACAAAAGTGGGTAAAGCCTCCTGTGT 

>SEQUENCE:6888:prostate_MPM2000-004P6_Table5 

CGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGT 

ACTTCTAGAATTAATTAAGGCGGGTGGATCATGAGGTCAGGAGTTCGAGACCAACCTGAC 

CAACATGGTGAGTCCCTGTCTCTACTAAAAATACAAAAATTAGCTGAGTGTGGTAGGTGC 

CTGTAATCCCAGCTGCTCGGGAGGCTGAGGCAGGAGAATCACTTGGGCCCGGTAGGCGGA 

GCTTGCAGTGAGCTGAGATCCCGCCACTGCACTCCAGACTC 3GCGACAGAGTCTCTGTCT 

CAAAAAAAAAAGAAAAAAGAAAAAAAAAGGTCATCATAATAACACTTAACTCACTCAGCA 

GTTGTGAGTACAAATAAAATTCAAATCCTGGAAGTGTTTGAAAAACATCCACAAGAATGA 

CAGAAAGGAGAAGCACACTGTTGTTTTTGTTAGTTTTAACATTCGTGTGGC CTT 

>SEQU ENC E :6889: prostate PM2000-004P6_Table5 

GGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGG 
GGTAGGGATGGTTCCTCAAAAGTTATTATAAAGAAACAATCAAAAGGAATAGAGGTTAGA 
CAGACAAACAAATGTTGTCTTCTATGGTCCATTCCTCAGCTGTCTGCCACGTCTTCAGCC 
TT ATT ACC AA ACTGTTTG C A A AAAATG G C AC ATTCCTC AG CTCTCTG CC ACCTCTTC AC C 
CTTATTACCAAACTGTTTGTGAAACAGGGCACAATATAATACAATGGCTACAATAACATT 
AAAAATAGATAACTTATACCATATAACCACTATAACTAAAAATAAATCAAAGACCTAAAG 
ATATAAAACTCCTAGAAGAAAAGGGGAAAACTGCATGACATTGGATTTGGTAGTGATTTG 
TTGG CTATG AT AC A A AA AGTAA AG G C A ATGTG AG AAA A A A AT A AAT AAACT 

>SEQUENCE:6890:prostate_MPM2000-004P6_Table5 

CTGGCCGTCGTTTTACACCCCGGAACACAGCGTGTACACATGATGGTTGGCCGGCCTTTT 

CTTGAGAGAACTAGTAGAATTAATTAAGGCGGCATCCAGATTGGAATGGAAGAAGGAAAA 

CTATTTGCTAATGACATGGTGCCATATGTAGAAAATCCTAAGGAATCCACCCACAAGAAA 
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AACTAGAACTAAATAACTGTTCAGCAAAGTTGCAGAATACAATATCAATATACGAAAAAA 
AAA A AA A AA AAA AAAA AAAAAA A AGG G G G G CCCCCCCCGG G G G G GG ACCCC AATTCCCCC 
TTAAAGGGGGTTTTTTACCCCCCCCCTTGGGGCGGTTTTTAAAAAAAGAAAAAAAAAGGG 

CCCCCCCCCCCC 

>SEQUENCE:6891:prostate_MPM2000-004P6_Table5 

ACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 

TT A ATT A AGG CGG G G AAT ATCAGTG CT ACTTTAATAATAT AAAACCCT ATTTTAAAAG AT 

TATATCAAAGTTCTTTGTATCTTTTAGAGCTGTGGTTTTCAAATTTTGCTGACTACACAA 

CACCATCAGTTAAAAATATTTGTACACACACCTATTTAC TTAC AAA ATATA CGCATATAT 

TGTGGTGAGTCTATATATTCAGTATTAATAAAGATTGTATTTTCTTATTTTCAGATAAAT 

AGAAATTCTAAGCCTGCGCAACATGGTGAAACTCTGTCTCTACGATACAAAAATTAGCTG 

GGCGTGGTGGCACACACCTGTAATCCCACCTACTTGGGAGGCTGAGGCACGAGAATTGCC 

CGAGCCTGNGAGGAAGAGGCTGCAGTGACCTGAGATTGTGCCACTGCAGTGCAGCCTGCG 

CAAC 

>SEQUENCE:6892:prostate_MPM2000-004P6_Tabie5 

ACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 

TTAATTAAGGCGGGTGCCTGTAGTCCCAGCTACTGGGGAGGCTGAGTCAGGAGAATGGCG 

TGAACCCAGGAGGAGGAGCTTGCAGCGAGCGGAGATCGTGCCACTGCATTCCAGCCTGGG 

CAACACAGCGAGACTCAAAAAATAAATAAAAAATAAATAAATAAAAATAAATAAATAAAA 

TTGTAAACTTGTTTT ATAATAATATGTCAATCCTTTATTTG CAG CATGTATGC AAACTTT 

ATAAGGAATGGAGTGATTTGAGATATAGAGTATGCATCACAGTCTCATTTATTCCTAAAT 

TATATTTCAAAGAAAATAAGAATCTATATTAAGTTTCTAAATACACATTAAAGTTTTATC 

AAAANAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAGGGCGGCCGCCAC CGCG GTGGAG 

CTCCAATTCGCCCTATAGTGAGTCGTATTACGCGCGCTCACTGGCCGTCGTTTTACAACG 

TCGTGACTGGGAAAACCCTGGCG 
>SEQUENCE:6893:prostate_MPM2000-004P6_Table5 

GCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 

TACTTCTAGAATTAATTAAGGCGGGGAAAGAGGGGGCTGTCAGGATTTCACATTTCTCAC 

AGCTGGACAGGAAACCCTTCTTTAAAGGGGAATCTGAGTCTACTACAGGGGTCATACATT 

ATTCAACCCTCTATGTTCAACATCTGTTTGAACTCCGATGATCTGCCGAATGCACATCTT 

CAGTAGTAAGATACCAGGACACCAAACAAGACTAAAAAGCCAAACTTAACTACAATAGAT 

GCGCTTATTTTAAAAAGCACGTAGATTATTATTATTTCTAATTTCAGTTGTATTATACGA 

TATTTTAAATATGATTATTTATATGTTTAAAATCTTTTATGAATTGTAAAACTGTTATAC 

AAAATGCATTTTAGCACGACAAAACAATGCAGTGAAGAGATAAACTATGGGAGAAAAAAT 

TTGCAACCATACACCTGATTAGGGGTTAATATC 

>SEQUENCE:6894:prostate_MPM2000-004P6_Table5 

ACCTCTACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 

TTAATTAAGGCGGGGACATTCTGATATAATCAAGGAAGCTGAATTTAGAAAAATCATATT 

TTTAAGGAAAAAGTATCCCAAAATAATTGATAAATGAATCAAAATTAATAGCTCAAGAAT 

AGGGGGCTTGTAGGAACTTAAATAAAATGACAAATGACGAAACACGGCAAAAATAAAGTA 

AGTCTAAATGATTCAAAGTTTCAATACAAAACTAACATCAAAAATGAATTTTGCAAAAGG 

AGCTATGTAATATAAAAATTATATTTAAATTAAATTGTGTGGGTCAAAAAATAGATTATA 

TTAACAAGGAGTCATACAAGGAGTAAAAAAAGAATTTTGCAAAATTCAAGCTGACCAAAG 

ATATAATCAAATAGTTTATGACTAAAA 

>SEQUENCE:6895:prostate_MPM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTTGAGAGTACTTCTAGAATTAATTAAG 

GCGGGTGCAGTGGCTCATGTCCATAATCCCAACACTTTGCAAGGCTGAGGTGGAATGACT 

GCTTGAGACTAGGAGTTCAAGACCAGCCTGGGCAACATAGCAAGACCCCATCTCTACAAA 

AAATACAAAAATTAGCTGGGTATGGTGGCGCACACCTGTAGTCCTAGCTACTTGGGAGGG 

TGAGGTGGGAGGATGGCTTGAGCCCAGCAGTTTGAAGTTGCAGTGAGCTATGATTGCACC 

ACTG C ACTC CAG CTG AG C AAG AG C AAG ACCCTATCTCT AAAAA A ATAA AT AAAAT AA A AT 

GAAAAGTAGAAAATAAACTTCATATATTTGAACCTTTCTCTTCATAATCAAAGTCTGTCA 

GATAATTACTTAACTCTGTTTTCCTTATTCTCCACAATATTTGAGTACTGTCTTAAGTTG 

TCG G AA AG G A A AATC AG CTC AT A AC AAC CTTCTCTG G G GTTTCC AT ATGCCC AC ACTG C A 

TTAAGATGACCAATACCAGAAGCAGGCATGGTGGCACATCTGTAGTCGCAGCTACTCAAG 

ATCTAGGGTAGGCGGATCACTTGAGC 
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>SEQUENCE:6896:prostate_MPM2000-004P6_Table5 

GCCAAGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTC 

G AG AGTACTTCT AG AATT AATTA AG G CG G G AG AGTTTCA A AG C AAGTATTTAAG G ATCTC 

AAAATGACAATGACATGCCATGCTTTCAAGGAGGCTAACAAACAAGAAAACCATCAGTAG 

GACCAGTAGAAGAATTCTGTCACAGTTCAAAGACAAGATCTTAGAGCCTAACAGAGAAAA 

AAGAGAGGGCTTTCAGAAGAGTAACACTCACACCAAGGACCAACTTTACAATAAAAACAG 

CGGAAACTAGAAGATTAAGTGCTCATAAAAAATACACTGCTAAACTGGAATTTGGTATCA 

CTAAAAACTGAAAAGGAAAGTGCTTATTAAATAACAGAAAATATCAATTAGAAGGAAAAT 

TATAGTCATGATAGAATACATGTGATTGCATGCGAATCATATAGCTATATAATGAGTCAT 

TG AAACCAAAAGTTTTATGCAG AAAG C ATGTCAAC 

>SEQUENCE:6897:prostate_MPM2000-004P6_Table5 

CTGGGTGCCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATT AAGA CGGGTTCTCTTGG 

GTTTTCAAGTAGTTGTACAATCATAATGTCTGTAAATAGTGCTAGTTTTACTTCTTCCTT 

TCCAATTTTTTAATTTCTCTCTCATGTGATTGTCTTGGCTGGTACTGCAGTATAGTATTT 

AAAAATAGTGCTGACAGTGACATTTGTTGTCTGTTCTTGACTTCAGAGGGAACTGTTTAT 

AGTGCTTCTCCATTAATCACTATACTGAGTTTTGGGCAGAAATATA TACAC ACACATACA 

TATATATATTTTCATGTTACGGAAGCATCTATCTTCTATCTATTCTTATTTTACTGAGTA 

TCAGAACACTCATTTTCTCAAATGCTTCCGTCTCATCTATTAAGACAAACCTGTGATCTT 

TCCTTTGATGTGAAAACACTGAATACTGAAACTGGAATAAA TGCC CCCCTCCTC CTTAA T 

TAAATTTGGTTGGCTTTATATGTAAAAAGAACATTGATGAAATTTTAAGTCTAGTATTTT 

>SEQUENCE:6898:prostate_MPM2000-004P6_Table5 

CGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGT 
ACTTCTAGAATT AATT AAGGCGGGAAAGTGTGTAGGG ATT AATGGAGCAAG GTTAG CCAA 
GAGTTGGTAATTATTCTACTTTTGTATATTTTGAAAATTTCCGTTATAAAAACA I I 1 I I A 
AAAAGCCACCATGGGCTGGGCACGGTGGCTCACATTTGCAATCCCAGCACTTTGGGAGGC 
CGAGGCGGGCGGATCACGAGGTCAGGAGATCAAGACCATCCTGGCTAACATGGTGAAACC 
CCATCTCTACTAAAAAAAAAAAAAAAAAAAAAAAAAAAGGCGGCCGCCACCGCGGTGGAG 
CTCCAATTCGCCCTATAGTGAGTCGTATTACG 
>SEQUENCE:6899:prostate_MPM2000-004P6_Table5 

AGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGG 

GGATGGATAATATCTACGGGTCCATAGTGATAAAGATGTAAGCACAGGCACGTTTACACT 

TAGCCTTGGGCCCAGAATGCATCTTTATTTTGAAAAGGTGCAGATTCCTAATATTTCAGA 

TTTCTTCGAAAGTTTGAATAGGTTCTTGCTAAAGCAGAGCTACTCACATTTTGCGTGTAT 

TTTTCTAGATTAGCAGCAGGCGAGATCAAGATAGTCCTCTGCTTACTTCTGCTTGAGACA 

TTACTGCCTTGTACAAGTACGGTTCCAAGCAGTGAATAGACAGTGAATGGAGATGTGGGT 

TTTGTAAGAATCTCAAAAACTAGTCTCTACGGTACTTTAACCAGAATTGCAC 

>SEQU E NC E:6900:prostate_M PM2000-004 P6_Table5 

TGGCCGTCGTTTTACACCCCGGAAAAAGAGTATAACCATGATGATGGGCGCGCCTTTTCT 

TTAAAGAAAAAAAAAAATACTTTATGCGGGGCCTGTTGTTCATACGGAACTATAAAAGGC 

CTTCCCTCCCAGAGTACCAGCTGCTGCTCTGTATGCAAGGTCACCAAAAAAGGAGGCTGC 

CAGGCCCTGGAGAAGGGGCAGCACCAACTCCATAGGCCCTCTAGGCTCCCAGGTGGGGTC 

TCCAAGTCCAAGAAGCCGTGGCCTGGAGCAGCTTCTCCTTCTCTGTTGCCCCCACAGCAC 

TAGGGATCGCCCCATTCAATAAATACAAGTTGATTTGCTGATNAAAGAAAAAAAAAAAAA 

AAGGGAATATTAATTTT 

>SEQUENCE:6901:prostate_MPM2000-004P6_Table5 

GCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 

TACTTCTAGAATTAATTAACTTGGAAATGGCAGAACTGATACTTGAACCCTGATGTATCT 

AAGGAGCCCTCATTTCTACCTCACTATGCTCCCTCTAAGAAAACCAATCAGTGTGCATAC 

CTATGTAACAAACCTGCATGTTCTGCACATGTAGCCCAGAACTTAAAGTNNAAAAAAAAA 

AAAAAAAAAAAAAAAAAAAAGCGGCCGCCACCGCGGTGGAGCTCCAATTCGCCCTATAGT 

GAGTCGTATTACGCGCGCTCACTGGCCGTCGTTTTACAACGTCGTGACTGGGAAAACCCT 

G G CGTT ACCC AACTT AATCG CCTTG C AG C AC ATCCCCCTTTCG CCAGCTG GCGTA AT AG C 

GAAGAGGCCCGCACCGATCGCCCTTCCCAACAGTTGCGCAGCCTGAATGGCGAATGGAAA 

TTGTAAG CGTT AATATTTTGTT AAA ATTCG CGTT 

>SEQUENCE:6902:prostate_MPM2000-004P6_Table5 

ATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCT 
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AG A ATTAATT AAG G CG G GTTTTC AATTGTTTGTTGG ATTA AAT G C AA ATCCTG ATG CCT A 

GCTTTTATGCCTTCCTATCAACAGTCTTACCCATTCAACTTCATTTTCACTGCTGTAATT 

CTAATCTAGCTAAAACAGTTTCCAAAATGGTCCCACATGTTCAAAATCTGCTCAATCCTA 

CAGG ATTTCATTTCTTCTCTCCCACATAAAATGTCTCCTATATG CTTCCACTG CTTAAAT 

ATTAAACTCCTTTCATAGCACATCTCTGTTAAGCCTCTTCCAACTAGCTACATCTAACAG 

TAATCATATTGCTTTATATTCAGTGTTACTGCATTTTGGTCTGAGGCACATGTAACTATT 

TGTATCAGGACTAGAATTCTTTTTTCTGTAAAGGGCCAGAG 

>SEQUENCE:6903:prostate_MPM2000-004P6_Table5 

GCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 

TACTTCTAGAATTAATTAAGGCATTGGATAGTCTCTAAGCCTGTGTGTGTACTGAATTAA 

TCTATTAGCTTTGCATCTAATTCTTCACTTTGAATTTCAAGT AGAAG GAAGCTGTTTGCC 

TCTAAAGTTTAAAAGCCATTGATGTGATTGTTAAACTTGGTATTTTAAGCCATTCCAGGC 

TGCAGCCTGGCTTTCAGTGGTACCTTCTAAACATGCCTCAATACAAATGATGCTTTGTTT 

TATGTAGAAAATACGAAGCTGCTTTTGATTATTCTGTGCTGCCACTGCCCGTTTTCTGTG 

GTTGTGGACTATTTAGGAATTTAGTGCAGTGACTCTCTTGCTGAGCTATGGATATTTGGT 

ATCTTCTTGTTAACATTC TCCAA AAGTGTTTCCCAAGCAACAAAACAAGCAGAAATAATT 

CAGTATAAAGGTATTGTA I I I I iCTT 
>SEQUENCE:6904:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGGGGAAAGAAAAAACAGCTTTTTAGTCAGGCAGCACCAGGCATTCCTCTGCAGTACGA 

GTCCTTTCAGTAGTATATACAATAAAGTTCAGTAAATATAACAGGGAAAAGAAAGATTTT 

TAAATAGTGTTGAGAAAACAAGTTAACAGTTCAGAAATCAATTTAGATTCACCCTTCCCC 

ACACACATGCACATACAACAAAAATACTACAAACAAAATAGAGTTGATAGAAGCTAATCA 

AATCATAGGAAAGCTAGCAAAAGATAAAATTATTTAACAGATCTTTAGAGAGCTTTTAAA 

ACTTCAAAGAACTGGGATCCACAAAGAAAAAAGGTATCAATAGATTTAAC 

>SEQUENCE:6905:prostate_MPM2000-004P6_Table5 

CAGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAG 

AGTACTTCTAGAATTAATTAAGGCGGGAGGATCAGGTGAGCCTGGGAGTTCAAGGCTGCG 

GTGAACTGTGATCATACCACTGCACTCCAGCCTGGTTCACAGAGCAAAACCCTGTCTCTA 

AATAAGATAATTTTAAAGTTGGAAACAAAGCACAAGGGAAAACACTAAGTTATGCAAAAT 

TAGAATATATTGATATCAATAACCAAACATTATAATAAAACCCAGAACACAGAAAGAGGT 

AAATTGTTTTCAGTAAATATAATGAGGCTTAGGATCTTTACAATGGAAAAAAACTCATGC 

AAATTGATAAGAAAAATGCTAAGACCTTACCAAGAAATCGACAAAGGACATGAACAGACA 

GTTTGAAAAGGAGGAACTACAACTAGTTAACAAAGATAAAGAAAACTGGCACCATTAGCA 

AAAAATAAAAAAATAAA 

>SEQUENCE:6906:prostate_MPM2000-004P6_Table5 

AGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGC 

GGGGAAGCAACTTAACATCTTACTTCTGTGAACTGATGACTTGGACTAGCACATCATCAC 

ATCCTCACTCCCCTAAACACTGTCTTAACAAAAAAAGGATCTAAATCTATATTAATTTGA 

CTTCTCTAAAAACTAAAAGATGTTGTATATGCTGCATAGTTGAGAATCATACCCAGTTAA 

CCTTTAAAAATGATGTAGTAAGTTTGAGGAACCCAGAAGCAAAGGCTTTGCTAGGCAGAG 

AAGTGGAAGAGTACAAGAAATTAACACCACCTGTAAGGTTCGAAGTGTTATCTCCCTTGG 

CTAGCAGAGTGTTCCTTTATAAAGAAGCTACTCTTTGATTAATAGACTTATTGAATCAGG 

TGAACTAACATAGTTTTAGTAATTAAAGAATTGCAAAATGTTCCA 

>SEQUENCE:6907:prostate_MPM2000-004P6_Table5 

AAAAAAAAAAAAAAAAAAAAAAAAAAGGCGGCCGCCACCGCGGGGGAG 

>SEQUENCE:6908:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGCGGGGTTATAAGTTATTGGTAGACAGCCTTAACTTCACTGAAGCAAATTTAGAAAAG 

TGTG G ATAAGT ACCCCCCAATTTAAA ATCACAAAG CTCT AACCTTTACTTGACATACTTC 

TCTTACTTTACTCTTATAAATACTCTGCAAAGTGAGTATTATTGTTCCTATTTTAGAAGG 

GAGAAGACTGAAGCTTAGAAAAGCTGATTTACCTATACCTATTAAGTAGCAGTGCTAGTA 

TTTGAACCCAGTCTGTGATTTCAGCAATTTCTATTAACTCAGAAAAGGGGAACATGTCTG 

GAAACAAAAGGACAGTAATAGCACCCATACTCCTCTTCTAGTCTAACTTAAATGGTATTA 

GTGAGTTGCTTGACTTTTAATTAGGACAGGCTCCTATTA 

>SEQUENCE:6909:prostate_MPM2000-004P6_Table5 
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CCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCC CCTC GA GAGT ACTTCTAGAAT 

TAATTAAGGCAGGTAGGATGGAATTTTGGAAGAAATAAAAATTTTAGTTTTAGTCCTCTA 

GTGAAATTTTATTATGTGGAGATCAGACCTCAGGAATGGAGTTGATCCAGAAGTTTAAAA 

AAAAATTTTTTTTCTGAAAGCTTAGAAGCAGTCTCTAATTGTGAAGAGTTTCAGTCACAT 

CTGACTAGCTGTGAGTAATTGGTTAACCCACCCNGANAAAAAAAAAAAAAAAAAAAAAAA 

AAAAAA 

>SEQUENCE:691 0: prostate_M PM2000-004P6_Table5 

ATGATTACGCCAAGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGC 

CCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGG GGTA AAAAGAAGCCACTACACC 

TTTTAAACAACTCTTCTCCTGTCACCTCTCAGGTGTTTTATTTTAGTTTGGTATTATATT 

TAAGAATTCTTTCTTAGTGGCATACATTTCATTTCTGTGATC AGAAA TCAGCTACAATTA 

ATATTTTACTGACTTATTTGATATTCTCTGATGGCTGTATCAATTTTCTTCTTTATCCAT 

GCATCTCTTTCTTTACTTTGGCTGAAGGGATAAAGTTT TCAAA AGGGATATATGAGTGGA 

ATCGCTTTTGAATCTTTTCACGACTAAACAGGTATTTTATTTTGCCATCACACTTTATTG 

ATCTTTTG CTCTGTTTAG ACTTTC ATGTTC AAATCCCTTTCCTCTTGTCTAG CAG CATTT 

A 

>SEQUENCE:691 1 :prostate_MPM2000-004P6_Table5 

AGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGA 

GTACTTCTAGAATTAATTAAGGCGGGTGTTTCTCACAGATTATATACTCCATGTATCCAC 

TGATATCGTTAAGGAAAACAAAGCTAAATCTCTGGTGCCAGAAGTCACAATAATGACTAC 

TCTAGGGTACTGGTAATGTTCAAAGCGATTATGTGGATGTATTTACTTATAGATAATACA 

CTGAAGGGCATGAATTTATAGTGGGGCACTTTTCTCTTTATGCGTCTCCATAAAAATTTT 

ATGTTAATCAAGGAAGACCATCCCTACATAACAGCAATAACCAGTTAAAACTATGAAATG 

AAGAGCTTTCTAAAAATAGTGACAAACAAAAGCATCCAGTTTAGCAAGAAATTTCTGATA 

GGGATAACTATAACACTGTGATACATACCATATGGATCGTTACCCTTTGCTTCTTTATGA 

ATTAGCTTATGACTTAATGTAGTTCAAATATTCCAATAGAAATTTAACCTGAAATATTTC 

AAGGGATTCTAAAGTTCACCAGGAAGCATAAAAGGGTGAAT 

>SEQUENCE:6912:prostate_MPM2000-004P6_Table5 

CTGGCCGTCGTTTTACACACCGGAACAAGCAATAACCATGATTATGGGCGGTGGTTTTCC 

ATCAAGAAAAAGGAAAAACCTTTAATGCTGGCCGGGGTTGGCCCAAAGAAAAA AAAAT AA 

ATACAGGATTGGAGTCGACCATTCTGAAATAGAACCACACACATTGCCAACTAATTTTCA 

GCAGAATGCCAGGTCAATTCAATAAAGAAATAAAAATCTTTCCAACAAATGGTGC TGGA A 

T AACC AG A A ATCC AT A AG AAA AATTA AAA A A ACCTCATGCCAT ATG CA AAACTT AATTTT 

AAATAAGTTATAAGCCTAAATGTATAAAATTGTAAGGCTTTTAGAACAAGACATTGCAGA 

AAATTTTTACAAACTTGAATAAGCAGTTATTTGTTAGGCGGGACACANAATAAAAAATTT 

AAAGAAAAAAAAAAAGGGCCCCCCCCC 

>SEQUENCE:6913:prostate_MPM2000-004P6_Table5 

CCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAAT 

TAATTAAGGCGGGGGCCTGCCTACCCAGCTACTCTGTAGGCTGTGGCACGAGGATCACTT 

GAGCCCACGAATTACGCGGCCAGCCTATGCAGCTGGGCGACATAGAAGACGACTCCGCCT 

CTTATATAGACCGCAAAAGAAAAGAAAAGAAAAAGTGGCCAGGCGGGGGGACTCAAGCCT 

GTAATCCCAGCACTTTGGGAGGGCGAGGCACGAGGACCACCTGAGGTTAGGAGTGGGAGA 

ACAGCCTGATCAATATGGAGAAACCCTGTCTCTACTAAAAATACAAAAATTAGCCGGGCG 

>SEQUENCE:6914:prostate_MPM2000-004P6_Table5 

CTC ACT AAAG G G AAC AA A AGCTG G GT ACCG G GCCCCCCCTCG AG AGT ACTTCT AG AATTA 

ATTAAGGCGGGGAGATAGATGCACCAAATAACTAGGTGAGTATCTTCGCATGGGACAATG 

TGTGGTAATGGCATTCCCAAAACGCCTTCATTGTCTTTGTTTGTGTTCAATAATGTATAT 

GTTTCAATCCTGAGCTCAAGGGGAATACACCTTTTTTTGAACCAAGTGTAGTGGCTCATG 

CCTGTAATAATAGCTACTTGGGAGGCTAAAGTGGAAAGATTGCTTGAGGCCAGGAGTTTG 

AGACCATTCTGGGCAACATATCAAGACCCCATCTCTCAAAAAAAGGCGACCCCCCCTTAA 

AAAAAAAAAAAAAAAAAAAAAGCCCCCCC CCCCCG GGGGGTCCCCAATTTGCCCTTTTAG 

GGGGTTTTTTACCCCCCCCCCCTGGGCCC Mill 

>SEQUENCE:6915:prostate_MPM2000-004P6_Table5 

TGGCCGTCGTTTTACACCCCGGAAAAAGATATAACCATGATTATTGGCGGCGGTTTCCTA 

TAAAGAAAAAAAAAATTAATTTAGGCGGGCGCCTGCAGTCCCAGCTATTCGGGAGGATGG 

GGCAGGAGAATGGCTTGAACCCAGGAGGCGGAGGTTGCAGTGAGCCGAGATCGTGCCACT 
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GCACTCTAGCCTGGCGACAGAGTGAGACTTTATCGCAAAAAAACAAAACAAAAAAACAAA 
AAATTAGCCAGGCGTGGTGGTGCATGCCTGTAATCCCAGTTACTTGGGAGGCTGAGGCAG 
GAGAATTGCTTGAATCAGGGAGGCGGAGGTTGTGGTGAGCTGAGATCACGCCATTGCACT 
CCAGCCTGGGCATAAAGAGCAAAACTCTGTCTCANAAAAAAAAAAAAAAAAAAAAAAAAA 

GGGGCGCCCCCCCCGGGGGG 
>SEQUENCE:6916:prostate_MPM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAG 

GCGGGGGGTTTCACCATGTTGGCCAGGATGGTCTCAAACTCCTGACCTCAGGCGATCTGC 

CTGCCTCGGCCTCCCAAACTGCTGGAATTACAGGGGTGAGGCAGCGCG CCAGG GCTATAG 

CAACATTTTAAAAGGACATTTGCTTGGGTATATAATTTTAT ATCCA ACATTCTTTTCCTT 

AAATATTTAAAAATATCCCACTCCTTCCTTTGTTGCATCCATTTTTGTTGCTACATCTGA 

TATTCTGATCCTTGCTTCTTTGCAGGTGATCTCTGACTCACTGTAAGC TTTGTA AATTTC 

TCT ATG CCTTG CATGTTCTAAA ATTTCTCTCTAG CATTTCC AGG C AT AG I I I I I CTTTGC 

ATATCCTGTTTGGCCCAAAGGCAAATCTGGCAATGAAAACCCAACTTCTTACACACCCGT 

GACTCTGCTGAACTGCTTGCACT 
>SEQUENCE:6917:prostate_MPM2000-004P6_Table5 

TG ATACG CCAAG CG CG C A ATT A ACCCTC ACT AAAGGG AAC AAAAG CTG G GT ACCG G G CCC 

CCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGCGTGGTGGTGCATGCCTATAGTCC 

CAGGTACTCAGGAGGCTGAGGCTGCAGTGAGCTGAGATCGTGCCACTGTGCTCTAGCCTG 

GGCAACAGAGCAAGACCCTGTCTCAAAAATAAATAAATAAATAAATAAATAAAAATTAAA 

AATTACCTGGGAGACTTGTTAAAAACTGAAGATTCCCAAGCCCATCTCAGACCCAAGGAA 

TCCTGTAATTTTCTAGATTCAGTATGACACTCAAAGTTTTAGGGAAAATGAGAAGGCTCA 

GGATTAGAAATTCCAGATTTAACTGCTTGGTGGATACTGGAATGAATTATCCTCTCTCAG 

TCTCTCTAACTCCTCCTCTGGCAAGGCTCAGGGCC CTAGCAGATT TGCCCAGGTGAAACT 

AATACTGAGATATTTTATTTTCATTTATTTATTATTAT I I I I I A lAAGAGCAGAG 

GTTTAGTAGGCAAAAGAAAGCGAAAGGAAGGCCGGGTGCGGTG 
>SEQUENCE:6918:prostate_MPM2000-004P6_Table5 

AGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGA 

GTACTTCTAGAATTAATTAAGGCGGGGTGAGGAGTAGAATCCTCTGTGGGACTGCCAGGC 

CTGTCTCACAGACCTCATTTCATCCCCAAAATACTTTGCTTTCCCTTCCTGACCCCCTTG 

CCTAGGAAAATTCCTAGTATCTTCTAATCTGTTACTCAAAGAACAATCAAAGAGTGACAA 

TAGAACCAAGTTTACAATTCAGATTTTACTCAGTCACTAAAGTATCTGCAAAACATACCC 

CTGGATTTGATGCTAGATCATAGAGATCATGTACTCCCATCAAGTCTATAGAACTCTGGC 

CAATGGCACCGGGCGTGGTGGCTGTAATACCAGTACTTTGGGAGGCTGAAGCAGGTGGAT 

CACGAAGTTAGGAGTTCAAGACTAGCCTGACCAATATGGTGAAACCCTGTC 

>SEQUENCE:6919:prostate_MPM2000-004P6_Table5 

CGCG C A ATTAACCCTCACTAAAGG G A ACAA A AG CTG G GT ACCGG GCCCCCCCTCG AG AGT 

ACTTCTAGAATTAATTAAGGCGGGGAGTGAGGGGACACGGTAGCTCACACCCATAATCCA 

AAC ACTTTG GG AG G CCAAG AC AG G C AC ATCG CTTG AG CC AAC ACGG C A AAACCCC ATCTC 

TACAGAAAATACAAAAATTAGCCGAGCATGGTGGCACACACTCATAATCCCAGTTATTAG 

GGAGACTGAATCAGGAGAATCACTTGAACCCAGGAGGCAGAGACTGCAGTGAGCTGTAAT 

GGCACCACTGCACTCCAGCGACAGAGTGAGACTCTCTCAAAAAAAGCAAAACAAACAAAA 

AAAAATCAAAGAAATTTAAAATCTTTTCTATAAACCCAATCTACTGGTAAGGAAATTAAA 

GCACAGATTCTCCATAACCATCTTTTCTGATTCTAAACAAGCAATTAAGCTTACTGCCAC 

CCCCCACCTTCCCACA 

>SEQUENCE:6920:prostate_MPM2000-004P6_Table5 

ACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 

TTAATTAAGGCGGGGTGGGGAGGGAGCGAGCAAAAGGCATCTTTGACCCTTTTAGATTGC 

ATTTCATTCCTCAAAACTAGGAGAAGTACAGTATCTTGTACTGGATAATGATTAGGAAAT 

CTGTGTCAGAACAGTATTAAAAATTAACAAAAATAAAAGTTACCCGTATTTGGCACCTAC 

TATGGTAAAAGCTATATTTTAGGTACTTTACACGCAATATTTCCAGTCCTTATCTCCACC 

TGGTTAGAATTTGCAGATAAGGGGCCGGGCCCGGTGGCTCACGCCTGTAATCCCAGCACA 

CTGGGGGGCCGAGGCGGGCAGATCACAAGGTCAGGAGATCGAGACCATCCTGGCTATCCT 

GGCTAACATGGTGAAACCCTGTCTCTACTAAAAAAAAAAAAAACAAAAAAAGGGGCGGCC 

GCCACCGCGGTGGAGCTCCAATTCGCCCTATAGTGAGTCGTATTACGCGCGCTCACTGGC 

CGTCGTTTTACAACGTCGTGACTGGGAAAACCCTGGCGTTACCCAACTTAATCG 
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>SEQUENCE:6921:prostate_MPM2000-004P6_Table5 

CGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGT 

ACTTCTAGAATTAATTAAGGCGGGGTGTGGTGGTGCATGCCTGTAATCTCAGCTACTCAG 

GAGGCTGAGGCAGGAGAATCTGGGAGGTGGAGGTTGCGGTGAGCTGAGATCTCACCATTT 

TACTCCAGCCTGGGCAACAAGAGTGAAACTCCTCAAAAAAAAAAAGAAAAGAAAGAAAGA 

AAGAAAGAAAAGAAAACCCCCAAGAATCTCAATTCTCTATAAAAACTTAAATAAATAGAG 

GACCCTCCAACTGTTCCAATGCAGCTAAAGTAACTGTCACACTGCCTAATCACTAAGCAA 

AGCTGTGCTGCTATATGGATGGTAACACAGGCAAT ATCTG C AGAC ATGTCTCATTTAATC 

CACAGTATTTTAAAAGGCATG GTAAGTAACCAG CTA I I I I I CTTTTAAATGACCAGTCAA 

TATTCCACATTTATGCTATATGCCTGGCCCCCA 

>SEQUENCE:6922:prostate_MPM2000-004P6_Table5 

ACCCTGACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 

TTAATTAAGGCGGGTTTTATGTAATCACACTTCACCAGTCTGAAAAGCCACAAACCAAGA 

CCAAAAGAAAGAAAAGTCCTGTTGGATGAAATAATTTCTTGCTGAGCACAATCCCTTAGT 

CTAGAACTCTGAGTATATTTTTCAGAGAAAATGTTCCTTTTCGGCTGGGCGTGGTGACTC 

AACCCTCTACCCCCTCTAG AG CCTAATTATCTG CATTCAGGCTATTACAAAAG ACCACTG 

TTTGGTGAACAAAANACGGGTCCGCCCTCAAAGAATGCCTGGGTTACCTATAAGCATTAC 

CTTTTCCTGCCCCCCCATAGGTGTGAATTTAACCCAATATTTCCCGTGGGGATAGGAGGA 

GACTTACAGCTTTGGGTTAAGACAATGCTTTATTGTACGGAGAA'i GCCTAACACACCAC 

>SEQUENCE:6923:prostate_MPM2000-004P6_Table5 

AATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTC 

TAGAATTAATTAAGGCGGGAGGGGGGATTAAGTCAGATTAGAGTAAATTGAGGAGTGAAT 

GGGGAAGCAAGAACTGTGGAGGGCTTGGTTAGCAAAGTAGATAACTCTCCCACAAGAACA 

G ATTGTA A AG AG AAAT AG AT AG AG C AATAGCT AAAG G A A A AAGTG G G ATACCAAG AG GTG 

ACTTTGTTTGATGAGAAACACCTGGGCATGTTAAAGGATGATAGGAATAATCCAAGGAAT 

AGGGAAATATTAAAGATACATAAAATGAAGTATTAATAAGTGGGAAAAATACGAATTACA 

ACTTAAAATATAAAGCGGCCGCCACCGCAGTGGAGCTCCAATTCGCCCTATAGTGAGTCG 

GATAACGCGCGCTCACTGGCCGTTGTTTTACAACGTCGTGACTGGGAAAACCCTGGCGTT 

ACCC 

>SEQUENCE:6924:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGCGGGCCAGACACAGATAATTAGTCTGGATAATGAAAGTCTAG GTATA TTTTACATTG 

AAACCAATGAACGAAGAATCTGTGAGCCCGAAAAAGAAATCCTGTGTTTTAAACATGTCA 

GCAAAAACATGGTATGTGCATGGAATATTCCCATCTGCTCCTTTTGAGTTCTGGATTTCA 

GACTCTCTTGTCAGACCTCCAGGGCCTAACAGTCCCTGTGCTCTCCAAGGCTTCCTACAT 

TTCTAAGGTGCTGGGAGTTCCTCTATCTGATCTATGCTGTCTCCACCCACCTGCCTTTCA 

TTCTATCAACAAAACAAGACGAAACAAAACGGAAGCACCTTAATTGTGATGAGTTTTGCC 

CCATAACAGCCTTTCTCCATGACTGACTAATTAAAAAAAA 

>SEQUENCE:6925:prostate_MPM2000-004P6_Table5 

AGCGCGCAATTATCCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGA 

GTACTTCTAGAATTAATTAAGGCGGGTTGAAAGAGAGCTGTTATTTACTAATCATTGTCA 

CCTGGATGTCCACTCTTCTCCAATCCTGGCATGACACAGAAAGATAGATAAGATCGAATC 

TGGAAATAGAACAGGGGAAGAAAAGAAAGTAGAAAATAATTAGAAATGAAAGAGTAAATT 

AGGCTAGAGAAGTTAGTAAAAAAAAAAAAAAAAATACAAAGAAACACAGTATAAAAATAA 

CAGTTCAGTACGATGTCTGTAAGTAGCAGAAAGACAAGGAGGGTTGAAAGAGAGCTGTTA 

TTTACTAATCATTGTCACCTGGATGTCCACTCTTCTCCAATCCTGGCATGACACAGAAAG 

ATAGATAAGATCGAATCTGGAAATAGAACAGGGGAAGAAAAGAAAGTAGAAAATAATTAG 

AAATGAAAGAGTAAATTAGGCTAGAGAAGTTAGTTTAAAAAAAAAAAAAATAAAATTTAG 

CGGCCGCCACCGCGGTGGAGCTCCAATTCGCCCTATAGTGAGTCGTATTACGCGCGCTCA 

CTGGCCG 

>SEQUENCE:6926:prostate_MPM2000-004P6_Table5 

CGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACTCGGGCCCC CCCTC GAGAG 

TACTTCTAG AATTAATTAAG G CGG GTGCTA AATG ACG TG AT GGG GTT ATTTC CTT 

CCCTTTTCCATATCCTTCTTTGCGTTGGCATGTAACATTTTTGTTCACACCAATAACAAT 

ATATAAAGGAATGGGAAATAATGAGGATAGACATGGCCCCCAGGACATCTGTCACCTTCT 

CACCACCTTTGTTGCCACCATATTATTCAGGTCAGGATCCTCCTACCTATCTACCCTTTT 
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ATACTAATAATCTTATAAGAGAGAAATATCACTAAAATATGAAATAAAA 
>SEQUENCE:6927:prostate_MPM2000-004P6_Table5 

AGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGA 

GTACTTCTAGAATTAATTAAAAATACTTTTATATACAGGAATGTTATTGAAAAAGATATC 

CTCACTCATTCTTCAGAAAATGCGATGGTCTAAAATTTTAATGC AAGTTGA CATATGTTC 

TAAAGTAAGGAAAGTAAAGGAAGACCACTATTTATTA AAGA AGAl I I I I I I AAAAGGACA 

TACCATAAAGGAAAGGACTGGTACAGTTTAAAACTTCTTTTCATCAAAATGCATCATAAA 

GAAAATGAAAAGTCAAGCCATTAGGGAAAGATAGTTTTAACACATATAACTGACAAAGGG 

CTGGTATCCATAATATATAGAGAATTGCTTTAAAAAAAATAAAGACAGGCCGGGCACGGT 

GGCTCACACCTGTAATCCCAGCACTTTGGGAGGCCGAGGCGGGAGGATCATGAGGTCAGG 

AGATCAATACCATCCTGACTAACATG 

>SEQUENCE:6928:prostate_MPM2000-004P6_Table5 

GCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACT 

TCTAGAATTAATTAAGGCGGGGGATGAAGGGGAGCGGCATTAAGCTAATTCAGCACACTC 

AGGAATAATGGTCACATAGAGAAGAGAAGTGGGGTAAAGGCTGGGAAG TCCAT ACACGTA 

CTGTGCCACTTCAGTACCTGGGACGTTTATTTTATTAAAAACTTTGAACTCTTTTATGAC 

AACTGCCATTCACTGTACAAACATCAAATCATAGTTTAAAAATGTAATTCTAATGAATAT 

ATATTATCTTTGTTTATTTCACTTCCATTCATGTTTCCTGTTATTTGGCTTAATTTTAAC 

CTATTTCATCCAAGTTAGCTCTCATATGCAGAAGTTTGCAGGTCAGTTAATGTCATGATG 

CCTCAGGTCTTCTGACTTAGCATTTAAAATTGGGCTCTGGATAATTATGCATATTCTCAG 

AGAATGTTCCC 

>SEQUENCE:6929:prostate_MPM2000-004P6_Tab!e5 

AAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGTCTAGA 
AGGAACACTCATGTTCAATACCAAAAAAGCATCTGTTATGACCATTTATACTTGATAGGG 
GCATTAAAATAAAGGAAATAGAAAGCATTATCACATATGTAATAA AATCTA GCTTTACTG 
AGTTAAAGCTGTGATTCCAAAGGTTTCACTGGTTGTCACCTAATAI I I I I AAATGACCAA 
ACTGATAATATAGCTAGAAGAAGTTTTAATATCAAGAATACACAAGATTACAAACACATA 
GAAAAGAAAGTGCCAACAGCAAGATAATACTAAAAAGTGCCTTACCACAAACCAAAAGTT 
AAC A AA AA AGT AAAC AGTTTGTCTTCTTAT AACTG AAAAG C AACAATCT AAT ATT AG GTG 
GTTTCTTTATAGCATTAAAACACAGAATATTTGTAAATTATGG Mil' ATGGTAAAGAGT 
T 

>SEQUENCE:6930:prostate_MPM2000-004P6_Table5 

GGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGGATGGCAACTTTTTAACCC 

TGAAGAATTTGAGAGTAAGTTGTGACCATAAACAAGAGGTAGGGAATTTATTTCTTCATT 

TTTCTACTTTCTTATGTGAATATTACTTTTTCCTTAAAACCAA ACTTAA TATAACAGAAA 

TAAT AATTATTTTAATTTTTCTT AG G AAATCG ATG AAATAGTA I I 1 I I I CTGAGTTTTGA 

AATGAAAAATTCTGTAACTTTCAAGTTGACTCTTCAATCTTCTGCACTCATCAACTTCAA 

ATCTTTTATTTTTTTGCCATTTTGTTTTTTATTCATATTTTAATT^ 

TTTCAAAAGCCATTTCTAAGTCTAATATCTTTGCTATTTTCTCTTCTCTCTCAAATATGA 
ACTTAAATTATGTTCTTAATTTTTTAGATTATTTTATTTTTCTGATACATCATTTATCTG 
AAGTTACCATAATTATTGAGTTATTTCCTCTTCTTNTAAACATTTTAATG 
>SEQUENCE:6931:prostate_MPM2000-004P6_Table5 

TAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAA 

GGCGGGAAGCAGTAAGAAGTCTGACTCATCAGCTTTTGCAGAGAAGAGAAGTGCTGAGAA 

TAGATCTGAGGGTGTGAGGGGATAAAGAATAACAGCTCACCCACGTCTGTGCAGTTCTTT 

ACCCTAAAGTTTAAGTGAAATGATTCTTCATCAAGCTTCTTCTCACTTGATTTAAGAAAA 

TCCTTAGAGATATAACAGCATCAATATTGCAAACCAATAAGGAAACAAAGCAATAGCTTA 

GCCCTTGACATATATTTCTGATAAGTAATGTATTTCAT GGTCT TTCCTAAATGTACATGA 

GGTAGAAGTAGATATATCCAATGTCTATACTTAATTG ATTTTT GCCAGAAAGTCTATCTT 

GAAATGTGAGCTTCTGATAAATTCCTTCTATTTGTGCTTTTTTAGAACAAGTTCCATTTT 

TATGTTGTCTTTGTCAGTGA 

>SEQUENCE:6932:prostate_MPM2000-004P6_Table5 

CTGGCCGTCGTTTTACACCCCGGACCACAGAAATAACCATGATTATGGGCGGTGGTTTTC 
CATAAAGAAAAAGGAAAAAACATTAATGCTGGGTGGGAGGCTGGAGAACTTGATAACTAT 
ATCTAAATATTAGAAGTGGAGTCATGACTGGGAACCTAAAAACAGATAATTGCAAAACCT 
TTTAAG ATG C AATT AG AAATTAAC AACCTGTTTAAGG AAATTTAATGTTAG GTCACTA AA 
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GTTACAGATAAACTTGAAAAAATTTTAAAAAATACTAATATGCTAAATTAGATACAGGAG 
TATAAGAATCACTGAAAATAACAGGTTTTAAAAGTCATACAGTATTGATAAGAAGACTCC 
CTCTTCGGCTGGGCATGGTGGCTCACGCCTGTAATCCCAGCACCTTGGAAGGCTGAGGCG 
GGTGGATCACG 

>S EQ U ENCE:6933:prostate_MPM2000-004P6_Table5 

GCCGTCGTTTTACACTGCGGCGACTGTTTACAGCCCTAAATAAAGGGAACAAATGCTGGG 

TACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGTACAGGGGTGGAGG 

GAGTGGGCTGGTTTTGTACATGTGACTTACAAAGACCTCTACAA CATC TCTAGAAACTGT 

CAGAAGGGTCAAAAGAATATAAACCTCCATAAAAACGACAAAGGTTTTCTTAGACCTGAC 

AAAACCTTTACTCCACTTAGCAGTTCTTAGTCACCATGAAGACATCCAAGAATCCAAAAA 

GCTTTATCTTCAACTGAAGGTTTACTGAAAATTATACCTTTCCTAGTACAGCTATGTCTC 

TGTACTAAGAAGTTTCAAACTCCTTTGCCACTTGAATCTTTCTGTCAATTCCTGTCCACT 

GTGGTGCCCATACCAGTCTTAAAACAGAGTCCTGGGTGACAGATACAAACAGAATGTCAC 

GTAT 

>SEQU E NC E:6934:prostate_M PM2000-004P6_Table5 

TAACCCTGACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAG 

AATTAATTAACGTGGTCGGCGACGCTACCCTCGGGAGCCAATGAAACCCGTGAATGGCTT 

ATAAAAGTAAATAATAAGCTATAAGAAAAATATTCCTCTAATAATGATAATGCACTAAAT 

TATGATTCCGCCTGATTATTACTTACAGAATACTCTCAAAATTACTTGAAACCTTCCAAA 

TTTTGGCTCTATCATCTGTTCAAACCTCTGTCTGACAATGGTACTCACTTTATACTCTGC 

CTCCAACATATACACTTGACTTCCTATCCATAGGGTTATCCTTGTTGCCCCCCATAAATT 

TGACTTGCACTTTCATCTCCTCTCAAGCAGTCATCAGTATTTATTGAGGCCTACATTGCA 

GCGACCTGTGATGCTCTAAGGATACAGAAATGATATCAGAA 

>SEQUENCE:6935:prostate_MPM2000-004P6_Table5 

GCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 

TACTTCTAGAATTAATTAACGCGGCGGTGATGCTGCCCGGGTTGAGAGTCACTGCAATTA 

TTT ACTG ATG AGTTCAG C ATC ACTG CCTGTG A ATCTCAATTT A AAATTG ACCTG CTG CCT 

CCTATAAGAATGGGCATAAGTGTTAATAGTGATTGCATAACACACCTCATTGGACCATAA 

ACTACACTCATAACAAAAGTATAACTCTGGTCTATCATAAAGTAAAACCAACATGCTAGT 

ACATACCATTGGTATTCAGAAGGATTTGTAAGAATGATCAGACCAAGGGTTCTGAATTGA 

CTAACCATTTAACGATAGTGCTGGTATATTCCAATACAACTTTAAAATGCCTAATTATAC 

TTTATTAAAGTGATAAATCCCTTGTTTTTTAACCAATAGGCCGAAATCGGCAAAA 

>SEQUENCE:6936:prostate_MPM2000-004P6_Table5 

G CCAAG CG CG CAATTAACCCTC ACTA AAGGG AAC AAAAGCTG G GTACCGG G CCCCCCCTC 

GAGAGTACTTCTAGAATTAATTAAAGCAATAAGTCATTAACTATAATCTGGACAGATTTC 

AAATCTACCTAAAATATTTTCAAAATAGATTCACAAATAACACATATTAGAATAAAAATT 

ATTAAACAATAACAAAATCACTAGTTGAGGTAACTTTAAAACAJACACGATACCACTATA 

TAATTTCCTCACAGAAATGCTGCACCCAGTTGGTGGCCCTGTCTCCATGGCAGCTGAAGA 

GCGTAAGCCAGTGATGAGCAAAAGGGGATACACTCTCAATGTTACTCCTGCCTCAAATTT 

GTACCCCCGCTTGGTCTCTTCTTTTTCCTTTTCCTCCACTTTTAGAAGTTAGGCTACCTT 

GTCATGTTTTATGAGTCATCATAACCCGCCAGAAATTACTGAACAAAATAAGATATAATT 

GAACAAGCAAACCTTATGAATCT 

>SEQUENCE:6937:prostate_MPM2000-004P6_Table5 

ATTACGCCAAGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCC 

CCCTCGAGAGTACTTCTAGAATTAATTAAGGGGGAGGATGAGACAAGAACAACAAACTCA 

AGACAGCTATGAGGAAATAACCATTACCCGTTAAGTTTTCCCTTTAATGACCATGAGGAC 

AAAGTCATGACAATGCAGTCACCACCCACTTTTTGAAAAAAAAAAAACAATGCCAATGTG 

GGAACCGACTGATTCCCAAGCTTATCTACTGTAGGATCCAAGAGAGAGACAATCTCAGTG 

TTGGAGAATGCACTGAGAACATAGAGGAGAAGGCTACAAAGAACACTGAGTATACAAATG 

CATACAGATAGATGTGTATAGATATATATTCACATAGATTTCCTGTCCGC 

>SEQUENCE:6938:prostate_MPM2000-004P6_Table5 

GCCAAGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTC 
G AG AGT ACTTCT AG AATT A ATT AAG G CG G G AG A ATC ACTTG AACCC AG G ATGTC A ACG CT 
GCAGTGAGCCAAGATCCTGCCACTGCACTTCCAGCCTAGGTGAAAGAGATCCCGTCTCAA 
ATAAATAAATAAATAAATAAATAAATAAATAAATAAATAAATAAAATAATAGTCAAGCAC 
TATGGCCATAAAAGACAGAAATGACTAAAAATTTGAAATAAAGACTAAATATAAAATGTC 
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TCTGTTAACTAGCTTCTTAGACTTTGCCTTAAAGTTTAG7TGGCAACCAAAGAGAAAAAT 
AAAACCAAAATCCTACCAGTTTCTTGAAGAACAAAAGCCAAAATCTGGCACTCTTATTAA 
TTTAACAGAGAAAATTTAATTCAGCCAAACTATTTCTTGAAAGTCAAACCTTTGTCCTAA 
AACTTCATCATAATTA 

>SEQUENCE:6939:prostate_MPM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAG 

G CG GG GTG GAG G AAGTAAAT AAGC AT AT AAC AG ACT AAC AC ACTGCTATATC AG AG AG AC 

AAATCATTTGGGTCATACCACAAATAGGGTCATACCACAAATCAGACAAATAAGCTACAA 

ATTAGCTTCACTTAACAGATACAAATTAATAAGGTTAATGTCCACTCATTAAACATTTCA 

ATCTCTCAAGTCAAGCTACCCATATAAACACTTGGTATCCAGAAGATGTTGATCATAGTA 

GCTATAAAACAGGTTTAGTCAGAAAAGCTATTAGGATCAAAAATTGGCAGTCACACATCT 

TGGCTTGGGTATTCCTAACACATAAAGGACAAATATCACATCAAAAACATAAACCGTGAG 

CAACCTACCGGTGCAACACCATTA 

>SEQUENCE:6941 :prostate_MPM2000-004P6_Tabie5 

TAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTAC TTCTA G 

AATT AATTAAGGCG G G G G CCA AT A ACTTG CTAACAA ACTTGT AACTG AACAAG CTATTTT 

TTTCTGTCAATGTGA1 TGATATGCTCATTGTTAAATTTAACTTGTTTAAATATCCATTGG 

TATATTATCAAGGGCTATTACTGCAATAACCTCAAAGTATCTTTAAGACAATGCTGAATA 

TCATACATAGTTAATAAACAATGATTGGAGCTTTTCAAAATTGCT GCTCT GCATGGAAAG 

TAAGGTTTAATGTGTATAAATGTTTGTCATTGAAGTTTGGAATTTATTTTAATGTACTCT 

TTTCTTCCATGCTAGATATGGCTTCAAAGAAAAATGTATTAATATATTCAT ACTA TGCAA 

AAATATCATTTTATTTTTACCAAAAAAATGTAGCTTTGATAAAATTTTATGGTTTTTAGG 

CCCCTTAGAGTAAAAAAAATCAAAATGTGAAAT 

>SEQUENCE:6942:prostate_MPM2000-004P6_Table5 

CGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGT 
ACTTCTAGAATTAATTAAGGCGGGAGAGGAGCAAGGTGTGGCTGACACCAGCTGCAGCAC 
AGGCTGTCAGGGTGGGGAGGTGGCTGGGCCCTTGTAATGGGCCCAGGAGATGCTGCTGG 

C 

ACTGTGAGAGGGCCTGGTTAGGAGTTAAACCTTCATGCATCTGAGATAAATCATAAGCTC 
TTCTTGGTATGAAAATGTAAGAAAATTATTCCATATTTTGCAGGAAAGCTGCAGGAATGT 
GAAGGAGTTAAATTGAATCAGGGTAAGAAACGCTCAGGGCCTCATATAAAGCTCTGTGTT 
TTGTGCA1 CGCATCTTCTAAAACAAGCTTATAACATAGGTCGTGTTCACATTCCGTTTAG 
TTAAATAGCAGGTTTACCA 

>SEQUENCE:6943:prostate_MPM2000-004P6_Table5 

CCTACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTA 

ATTAATGAAAATTCAAAAGGTAAAAACAGATATAACCAGGGAAAAGAAAGACAGTTTCCT 

TTTTATAACAGCCCCATAAAGTATCTCTTGCTTTTGTCACCAATTTCTTTATGTATCCAG 

CAGCTGTAAGCACATAAGCACATATCCTGGCTTAATAAATGCACTTGTATGTGTCTTTGT 

ATG CAT AG GTCC ACTCTTTATT ACG C AC A AT AG GT AGCTTG GT AT AC ACACTGTTCTG C A 

CCTACCCACTTTGGAGATGAAAAACCTGGCTGATATTAATGCTGATCTTACCCCATGAAG 

GCCCAAAACATAACCTCTTAGTGACTAACCCACCAAACCTGTCTAACTTCAAGCCCGGTT 

CTACTCTGAGGACATTCCTC 

>SEQUENCE:6944:prostate_MPM2000-004P6_Table5 

GCCAAGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCT GGGT ACCGGGCCCCCCCTC 

GAGAGTACTTCTAGAATTAATTAAATGATATGAAATATTAAGCTTTTGAAGGTCAATAAT 

TGAATCTATTATTATTTTCGTCTATGGTTTTGAACTGCATGCACTGTGAAACACATATGT 

AAAAGTTGCTAAGCCAAAGAAGTGAGTTGTATTGGGAATGGAAGAGAGTTGGTAATTAAG 

AGTGCAGCAGGCCAGGCACAGTGGCTCACATCTATAATCCCAGCACTTTGGGAGGCCAAG 

GATGGAGGATTGCTTACTTGAGCCCAGGAGTTCAAGACCAGCCTGAGCAGCATAGCTAGA 

TCCCACCACTACAAAAAAATAAAAAAATTAGCCAGGAGAGGTGGCACATGCCTGTAGTCC 

CAGCTACTCANGAGACTGAGGTGGGAGGATCACTTGAGCCC 

>SEQUENCE:6945:prostate_MPM2000-004P6_Table5 

CGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGT 
ACTTCTAGAATTAATTAAGGCGGGGGAGGAGAAGGAAGGGCCTAAAGGGAATAGAATGCA 
TTAATGTATCAAACTTGTCTTTCTGTATTACCTTATAATCTGCCTTGGCAAGATTGGGAA 
ACTAGCCCTAGATAACAGAAGAATAGAAGATACAGTGGGGGCTGGGCATGGTGGCTCACG 
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CCTGTAATCCCAGCACTTTGGGAGGCCGAGGAGGGTGGATCACGAGGTCAGGAGATCATA 
CCATCCTGGCTAACATGGTGAAACCCCGTCTCTACTAAAAAAAAAAAAAAAAAAAATAAA 
AAAAAGCGGCCGCCACCGCGGTGGAGCTCCAATTCGCCCTATAGTGAGTCGTATTACGCG 
CGCTCACTGGCCGTCGTTTTACAACGTCGTGACTGGGAAAACCCTGGCGTTACCCAACTT 

AATCGCCTTGCAGC 

>SEQUENCE:6946:prostate_MPM2000-004P6_Table5 

GCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 

TACTTCTAGAATTAATTAAGGCGGGTAAATGGCACACAGGCATTCACTATATCAGCATCT 

ATTCTTTTTTGTATGCTTGAAAGCATCTCATAGTAAAAAATTAAGTAGGATTATTTTTAA 

ATATTCCTACTCCTGAATGATTAACTGGATGTCCCTTGCACTAGGCATGCTAAAAATTAA 

TTACCGGCATGAATCTAAAAGTCTCACATGCCTTTTACACTCTCTAGAATCGAAGTAATA 

JTTATTTATTTACTTATTTATTTTATTTATTTATTTATTTTGAGACAGAGTCTCGCTCTG 

TCGCCCAGGCTAGAGTGCAGTGGTATGATCTCAGCTCACTGAAACCCCGCCTCCCAGGTN 

TGTGGTGAGCCGAGATTGTGCCATTGCACTCCAGTCTGGGCAACAAGAGCGAAACTCCGT 

CTCAAAAAANAAAAATAAAAATAATAAAATTAGCGGCCGCCACCGCGGTGGA 

>SEQUENCE:6947:prostate_MPM2000-004P6_Table5 

AAAAGCTG G GT ACCGGGCCCCCCCTCG AG AGTACTTCTAG AATTAATTAAGGCG G G GT AG 

GAATGAAATTTTGCCACCTTATTTTGTGTAGTTTAAGCTAATGTTAAAAATGTTGCATTC 

CCTAATTACCTATCAACTGACAGTGAAGAGAAACTCAAACACGGAATGATGGAAGGAATA 

AAATGAAACAGATTAAGTCTTTACCTGAATAATCACAAACTATAACCATCATAAAGACAA 

AAAAAAAAAAAAAATACATGTATATTATAGCGGCCGCCACCGCGGGGGAGCTCCAATTCA 

CCCTATAGTGAG 

>SEQUENCE:6948:prostate_MPM2000-004P6_Table5 

GAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTTTTTCTAGAATTAATTAAGGCCGG 

GTCTATATCATAATTGAGACTTAATGGCATTCGTTAAATTCCAACACCTATAAATTTACA 

GCTGGGGCTAGAAGAGACTAATCAGTGGTTCCACAGATATGTGCCTGTCAGCGAACATAC 

ATTTACTGAGCATCTACTATGTACGTAGTGGGTTCCATTCTGAACACTAGAGGTATAACT 

GAAAAGACACGTCACACCCTTGTGGGACTTCCTTATATTCTAAA ACAGTGGTTC CTACAC 

TTTCTG G ACTTT AC AGTCCAG A A AG ATTGTTG G G AG G G CA AC ATTTTTTATTTTG CTAAT 
AAAGACACTGAAAATAGCCTTTATTATCTCCTCTCATCATTTCATAAAAGAATATTTTAA 
TACAAGAAGGGTGAAGGATGTAATTGGAAAATAAATGACATTTCTTTGAAATGAATACAT 
CGGCTTGATGAAATGTTACCACACTTACTAAACTTTCTTGATTTTGCCGTGAAATGGGAG 

AAGCCT 

>SEQUENCE:6949:prostate_MPM2000-004P6_Table5 

CGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGT ACCGGGCCCCCCCTCG AG AGTAC 

TTCTAGAATTAATTAAGGCGGGGGATGTATATTTGCTTGTACATACATAACATACCTCTG 

GAATGATAGATAGGAAATTAGTAATACCAGCCACATTTTGAGTGGGTAGGGGCCAGAGTT 

AGAAGAAAACTTTACCCTATATACCCTATATTTATACTTTATGTAGTGTAAACCATGTCC 

TGTTTAAAAAAAAAAAAAGAAATTAAAAACAAGAATGAATGCTCTTCATTATTCTGGTAA 

ATGCAGGCTCATTTTACTTTTGTGCATTTTAATTGAATGTACTGCCATTTAACTTATAAG 

AATTAATACTTAGGGCTGGGTGCAGTGGCTCACACCTGTAATCTCAGCACTTTGGGAGGC 

TGAGGTAGGTGGATCACTTGAGGTCAGGAGTGCAAGACCAGTCTGGCCAACATGGCGAAA 

CCCAGTCTCTACCAAAAATATAAA 

>S EQ U ENCE:6950:prostate_MPM2000-004P6_Table5 

CAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTT 

CTAGAATTAATTAAGGCGGGGGACTCTATGGGTTGATAAATGTGAAACGTTTGTATTCTC 

GTGCCAAAGAGGGGAAGAAAATAAAACTTTACAAAAATAAAAATTTGTGAAGTATAGGTA 

TTGTAAGTGTTGCGAAAGAAGATGAATATTATTTGGGATAAAGAAAATATTGAGAAGAGA 

TAGTGTGGTAGAACTTGTAGTTAGAAAATAACCAATGACGAAATATAAAGCAAGGGAAAA 

AAATACAAGCGACCACAACCAAAGTGGCGGCCGCCACCGCGGTGGAGCTCCAATTCTCCC 

TATAGCG AGTTGG ATTACG CGCGCTC ACTGG CCGG CTGTTTACAACGTG GCG ACTG G G A A 

AACCCTGGCGTTACCCAACTTAATCGCTTTGCAGCACATCCCCATT 

>SEQUENCE:6951:prostate_MPM2000-004P6_Table5 

TAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAG 
AATTAATTAAGGCGGGGGTCTCGATCTCCTGACCTCGTGATCCCCCCGCCTCTGCCTCCC 
AAAGTGCTGAGATTACAGGCTTGAGCCACCGCTCCCGGCCCGCAAGCAAATTCTTTCAGT 
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AAATTCTTGCATTAAACCTATGGTTTGATGGACATTTGGGTTTAGCGGACTTCATTGACA 

CAGTAGGTACTGTGTGTTGGGATATAAAAGACTAATAAAGAGGTTCCTAGTCATGGAGCT 

TGCACTGGCTATTTTCCATTGTACAGGTTACTTAATCTCTGTCAAGTGAAGCTAATAGCA 

TCTAACTCCAGGGTTGTGACCTCTAAAGAGTTTTGAAAGATTGAAAACATTGTACCTATG 

TCATATTTAACAAGCCCCTTTTGAAGTCCTATATTTGTTTAGTAGACTGAAAATTTG 

>SEQUENCE:6952:prostate_MPM2000-004P6_Table5 

CAAGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGA 

GAGTACTTCTAAAATTAATTAAGGCGGGTCACTTGAGGTCAGGAGTTCAAGACCAGCCTG 

GCCAAAATGGTAAAACCTTGTCTTTACTAAAAATACAAAAATTAGCGAGGCGTGGTGGCG 

CATGCCTATAATCCCAGCTACTCAGGAGGCTGAGGCTGGAGAAACACTTGAATCTGGGAG 

GCGGAGATTGCACTGAGCCAAGATTGTGCCACTGCACTCCAGCCTGGATGACAGAGTGAG 

ACTCTGTCTCAAAAAAAAAAGAAAGAAAAAGAAAAAAAGATTTTAGTTTGGGAATAGAAG 

GATTAACATACCAAATTAAAAAAAATAAATACAAAATCAGAGTTGGGACTTTTAGTCAAC 

CTGATTAATAAATCTGCCTGAATAACTACTGTGATGGTGAATTAATCATTACTTTCCAAG 

GCAGTCCATTCACGATGACATTCAAGAGATGCAACATTAATACAATGCTTATATAACTCA 

TATTCAAATTTTCTGAATGTACACTTTACAGCTATATGTCCAATTCCTAAATCAGAATCC 

AAACAAGGGCAACCTACTCCA TTTAACTGTCA GGTCTCTTTAAGTCTCCTTGCAACTAGA 

ATAGTACCCCAGC I I I I I I I I I I I II M I I I I I GA 
>SEQUENCE:6953:prostate_MPM2000-004P6_Table5 

CGCAATTAACCCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTA 

CTTCTAGAATTAATTAAAGTGGAGTACAAGGAAGAATTCAGGGGCTCAATCAATCCACAA 

CCACATTTCCAGTGGCTACTGAAACAGCAGAAGCCCAGAACATTTCCATCATCACAGCAG 

TTCCACCATTCAGCACTGCTGTAAAACTGTAATATGTGTGGAATTTGTTTCAAATGGCAT 

ATGCAAGGGGGAGCAAATTTTTAATTGCATTAATAAAAAGAAATTTCACTTCACAATCAT 

TATTATTTCAACATTCTCAGTGAAGAGAATCAATGTGGAAAACAAAAGTAACCACCACTT 

CAACATTCTCTTGAATCTACAAAATTTTCAAAGTAATGTAATGGAAGAAATAAATGTTAA 

TACTGGCACATTTCATGAGCAATTTTTTCTATTGTACTTAGAAATTTACTATTTATTTAG 

CATGCTGCCAATCTGGATTAAAAAACATTAAAATGGGCCGGGCACGTTGGCTCACGCCTG 

TAATCCCAACACTTTGGGAGGCCGAGGCGGGCAGATAACGAGGGCAGGAGATCAAGACCA 

TCCTG G CC AAC ACAGTG AAACCCC ATTTCT ACTTTAAATTCAAAAAA A 

>SEQUENCE:6954:prostate_MPM2000-004P6_Table5 

CTGGCCGTCGTTTTACACCCCGGAACACAGAGATACCCATGATGATGGCCGGTCCTTTTC 

TATAGAGAACAAAAAAAAAACTTTAAGCGGGTTTTAGGGGGGAAGTCAAATTTCAGAATA 

ATTTCATGAGGGTTTTACTATTGAAGGAAATAACTTCTCATAATAGTTGCTGTATTTGTG 

TAAGACAATAACAATTTATATAATTTAAAAGTATTTTCTAATTCCTAGAACCATTAGCAG 

TGAAGTCTGTGATTTCTATTGTTTCCTAGTATATAATTAACAGAAAAAAAAAAAAAAAAA 

AA AA A AAAG GCGCCCCCCCCCG G G G G GG ACCCCC ATTTCCCCTTAA AAGG G GTTTTTTTC 

CCCCCCCTCATGGGCCG 

>SEQUENCE:6955:prostate_MPM2000-004P6_Table5 

CCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCG AGAGTAC TTCTAGAATT 

AATTAAAAATCATACTGCTCAAAGAATATAGTTTGAAGCTACAGG I GTCAAAAA 

TTACAATGCAAAAGTTTTAGTTTATATAATGAAAATACACACACGTATACTTTGTTACGG 

AGTATCCTTTAAAAGGCTAATAAAAACAGTTCTATAAATTCCCAAGTATTCAAATATGAC 

AAGGCAGTAACAATATTTTACTTAGATGTACAAATGGCTAAAATAAACAATCATCATTTT 

AATTAGAAATATCATGATGAGACTATAAATACAATCCTATTAACTTCAGTGAAGTCTTTC 

CCATAATGCACTAAAAAGCATGTGTATCCCAAAAAGAACTCTGTAACCAGAAATTAAGAA 

CGAAAGAAAAATTAGGTGGTTGCAACTCATATGCTAGCTTTATTCT 

>SEQUENCE:6956:prostate_MPM2000-004P6_Table5 

CCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAAT 

TAATTAAGGCGGGGAAAAGGGAAAGTTGTTGAGAAAAAAATGAATAACCTTCACTGCCAA 

CAAGCATTTATTCACATAACTAACCATTAGACAGTCATCTTTTGTTGAGAACATGTGATA 

AACCTTGTGAGCATAAAGAATTACTACTGGCTCTGCATTGAGGGGCTTATCGTACTGAAG 

AGCCATAATCATTTTGGCATTTACAATACCCATGGCTTTAATTTGGCTCAGTGGTTACAG 

AAAAGAGAGGAATACTAATGTGTTAATTTGAAACACTTAAAT 

>SEQUENCE:6957:prostate_MPM2000-004P6_Table5 

GCAAGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCG 
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AGAGTACTTCTAGAATTAATTAACCTCTGTCCACTATCCTCACTCCCCACTCCTTCACTG 

CTACCACCAACAAATATCATGCTTACACACATACCTTGAGGGGAGGAGGAAGGGAAGACA 

AATCAGAATTTGCTGTACATGCAGTACTCTAGAAGCCAATGTGGAGTTGACCTAAGGGGA 

TCCTTATAAAAACTTAGCAGACAAGAATTATATGCACTTCATTGGAATTCCACTAATTCC 

AGATTTCAGATCAGCTGGGAGGGTTGTCTAGACTGAAGCTTTACATTGTTATCTTTAAAG 

ATAATGTAAATTAAAAGGATGGAGGGGAAATAGGTAAAGTGTATAAGTAAACAAATGATA 

CAAAGCACTGTAATTCCCCAAAGCAGTTTCTTTGGCAATGCACAGTGGTTTCTACTTAAT 

ACTGCATATTTTATAGTTTTCACTAACTTTAATCAACATAACCATTTAGCCAAAATTATG 

GTGACTTTCATCAAATGAACCTCATGATGAAAGGGTTGGGAGGGGATGTGGGGTTGCATG 

TAATAAAATCTCCATATATTTTGCATAAACAAACACACAACA 

>SEQUENCE:6958:prostate_MPM2000-004P6_Table5 

CCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAAT 

TAATTAAGGCGGGGGATGCAGTGAGGAACTTAGGCAGCAGTTGATAAGTTTGTGCAGAAG 

AATGTTCTCTGAGTTATGAAGTGACTGCATTAGGTCTTCTCTGTGCTTCTGAAAGTAGGA 

CTTTGTTTCAGCCTGTCATTAATTTCAACCACTGTTTCTTTTGTCCATTGTGAAAACAAT 

TAGAATGTGTATCTTCTGGTATTCTTTTCTGCTGAAGAAAATATAGAATTTTAGCTTTCG 

AAAACCCAAAAGCCAAAGTTTGACTCTCTTCTGCTGTGACCTGCTTTCAGACACACCATC 

AGCATCCTTCTTCGTAAAAGGAATGATTTAAGGGAGCTATGACTCAGGCATGTTTGTTTA 

TAGTTG ACCCTTG A AC AATGTG GG G GTCGGGG CACTG GTCCC 

>SEQUENCE:6959:prostate_MPM2000-004P6_Table5 

CAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAAATTAAATA 

AATTCCCAAAGTGCAAAAATTGAAGTGGTAAATGAGAACCAGAGCTGTAAGGGGAAGCAT 

ACTTCAACTGCCCTGAGGACATTTTTAGACCTTGGTGGGGCTTTCGTTTAAAATGGCCTA 

ACAGAGATGGATGATAGGTTGTTTAATGCATACAGTTTAGGATTTCTTAGCCCCCTGTAT 

AAAGCCAGGATCCTGCAAGGATCATAACCTCAGTGAAAGCATAGATGAGAAAATAAAACC 

TCTCCACTGACAAAAGGAGAAAATAAGGAAGCTTGTGTTTCTTGGCTTGGGTTCCTGGGA 

ACAGGGGAGGGATGTGTGTGCATGTGT 
>SEQUENCE:6960:prostate_MPM2000-004P6_Table5 

AGCG CGC A ATTTTCCCTCACTAAAG G G AAC AA A AGCTG G GT ACCG G G CCCCCCCTCG AG A 
GTACTTCTAGAATTAATTAAGGCGGGGGAGGGATGGGGAGTGGCGTGGCATCATAGGTTG 

CATG GAG CCG AG ATTGT ACC ACTTG ACTCC AG CCTGG G G G AAAGTGCTAAG AAT A AAAT A 

TATAGAAAGTGGATCTTTCCTCTACGTGATCTTTTAAGAACTAATATTCTTACAATGAGA 

AAATATATAACTAAAGCTCACAGATTCCTTCGGTTTTTCCATCACGTTCACTCTTTTTCT 

ATTAATTTGTATAAAATTGCTGGTTCACAAAACACAATTACATGGCAATGCTATTTTCAA 

GAATTGTTTCTATCTAGGTATCAGACTGTCTATCTGCTGACATGCACGAATGTCTGGAAT 

AATGCCACTTAATATTAAGCAATGATTCTTTTTTTCTGATGGTGAGATGAAGTGATATCT 

TGTCTTTACTGCTTCAATGGTTTATCATTT 
>SEQUENCE:6961:prostate_MPM2000-004P6_Table5 

GCGCGCAATTATCCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 

TACTTCTAGAATTAATTAAGGCGGGGTTCTATCTTTTGTTGTGACATGCCAGTCTGACTT 

CCTTCTGCCTTTTCCCAACCCGTTCTTATTTCTTTCCTCTCAAGGCTGAGTTCTCTGTGA 

ACTAATTAGGTGACAGAAAAAACTCATTAACGTGGATCTGAGTAAATGGCCTGAATCACC 

GCTGTGGCTGGGGACTAGGAGATGGCATTTGTGCGAGCCCTGGGCCCCAAAGACAGGAGA 

TGACCAATTTTTCCTCTTAGATCTGAAAAGGGTGGAGGCGGGAGAGACATCGTTGCTGCA 

GCTTCACTGTCCTTGGAGGAAAGAAAGACATTCCTGATTTGCTCCAAGCTTACCT 

>SEQUENCE:6962:prostate_MPM2000-004P6_Table5 

TCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAA 
TTAAGGGGGATGTCTCACTGAGAGCTGAACTAAATTA GAGTA AGGTACCAAGGTACCAAA 
TTACAAGATACGTGCTTTCAAAAAGCTGCGGATTGGTATTTTATAAATGAGCTCCTAAGA 

A ATAT A ATT AT AT A AA A AAAA A A A AG CGGCCGCCACCGCG GTG G AG CTCC A ATTCG CCCT 

ATAGTGAGTCGTATTACGCGCGCTCACTGGCCGTCGTTTTACAACGTCGTGACTGGGAAA 

ACCCTGGCGTTACCCAACTTAATCGCCTTGCAGCACATCCCCCTTTCGCCAGCTGGCGTA 

ATAGCGAAAAGGCCCGAACCGATCGCCCTTCCCACAATT GCGCA GGCTGAATGGCGAATG 

GAAATTGTAAGCGTTAATATTTTGATAAAATTCGCGTTAAATTTTTGTTAA 

>SEQUENCE:6963:prostate_MPM2000-004P6_Table5 

GGCAAACAAGACAACATACCCCATACAATGCGTGACTGAGGC" r ATCCGAAATTGAAATCC 
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CACTATTCGCAGTTCAGATTTTATTCATGTAAAACACGAGGTGCATAGAGAATATGCATT 

TTTCG AAAG CCCATG AAAAAGTTTAAAACATAACCCAAAACCAAGCCAC AAATCG AAG CT 

CAAAACGTTTTCACAAAATGAATACCTGCTTAGGCCACGTTCTTTGATCTGAACTTTATA 

AACGACATATTAAACCAACAAACAACAACATCTGCCTACTGGAAACGTTGGAATCATTCT 

CTGTAATGAGTCATGAGTCCAAGAGGAAATCAAGCAAAAATCACGTCCTACGTAAAGGCT 

GACAGCAACAAGTGTAGTGACACAGCGTCCATGGGCCTGGCCAAAGGTGCCCCGTGAGAG 

GAATGAATTATTAAATGGTTTATTATTCCTAGTTTTATTCAAAT 

>SEQUENCE:6964:prostate_MPM2000-004P6_Table5 

AAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGG 

CGGGGTAGTAGGGAAGTATTCATATTTGGTCTGGAAAAGAAAGAAAGGACCAGGTTGTTA 

AAT MINI CAGTGTCATGCTGTGAAATTTGAAAGTCTCTAGGTAATAAGAACTATAGCA 

TGAGATTTTAGCAAGTGTGMATGTGATCAGATTTTAATTCTTGTTTTATTTATCTATTT 

TGAGAAATTAAGAAAAATATAGAATACAAAAAGGAGTAATAACAGCTGTATGCCCGTCAC 

CCATAAATTGACAGTTGTTAACATTTTATTAAATTTGCTGCTGCTGCTTGAATTAATAAA 

GCAAATAAACAATTACGCACACTCAATGACCAAAAATTGCGGCCGCCACCGCGGTGGAGC 

TCCAATTCGCCCTATAGTGAGTCGTATTACGCGCGCTCACTGGCC 

>SEQUENCE:6965:prostate_MPM2000-004P6_Table5 

ATTAACCGTCACTAAAGG GAACAAAAGCTGGGTACCG GG CCCCCCCTCG AG AGTACTTCT 

AGAATTAATTAAGGCGGGGTAGTAGGGAAGTATTCATATTTGGTCTGGAAAAGAAAGAAA 

GGACCAGGTTGTTAAA I I I I I I I CAGTGTCATGCTGTGAAATTTGAAAGTCTCTAGGTAA 

TAAGAACTATAGCATGAGATTTTAGCAAGTGTGAAATGTGATCAGATTTTAATTCTTGTT 

TTATTTATCTATTTTGAGAAATTAAGAAAAATATAGAATACAAAAAGGAGTAATAACAGC 

TGTATGCCCGTCACCCATAAATTGACAGTTGTTAACATTTTATTAAAATTCGCTGCTGCT 

GCTTGAATTAATAAAGCCCGTGGTCGCTAGTAAAAAAAAAGTGTCAAAAAAAGGCGGCCG 

CCACCGCGGTGGAGCTCCAATTCGCCCTATAGTGAGTCGTATTACGCGCGCTCACTGGCC 

GTCG 

>SEQUENCE:6966:prostate_MPM2000-004P6_Table5 

CGCGCATTACCCTACTAAAGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTT 

CTAGAATTAATTAAGCGGCCGTCACCGTGGAGGAGCTCCAATTCTCCCTATTGTGTGACT 

TATAACGCGCGCTAACTGTGCCTCTGTTTACAACGATATGACTGGTAAAACACTGACTTA 

CGGAACTTAATCGTGTTGGAGCACATCCCCCTTTCGCCAGCTGGCGTAATAGCGAAAAGG 

CCCGTACCGATCGCCCTTACCAACAGTTGCTCAGCCTGAATGGCGAATGGAAATTGTAAG 

CGTTAATATTTTGTTAAAATTCGCGTTAAA I I I I I GTTAAATCAGCTCA I I I I I IAACCA 

ATATGCCGAAATCGGCAAAATCCCTTATAAATCAAAAGAATAGACCGAGATAGGGGTGAG 

TGTTGTTCCAGTTTGGAACAAGAGTCCACTATTAAATGAATGTGGACTTCAAC 

>SEQUENCE:6967:prostate_MPM2000-004P6_Table5 

CAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTT 

CTAGAATTAATTAAGGCGGGGGGAAAAAAAGATACAATTTGATGTAACAATGAAACAAAT 

GTAAAAGGAATGAAAAGACAAGAGAAATTAAGACTATACTTCCAGGGATCATTTCTAGTT 

TGTTCCCAGAAGTTTCTCTTAACGTATAGACTACTACATTTTTACACAAAACAAACAAAC 

AACAACAACAAAAAAAACAGAAAATCATCACTTTACAATACCTGTAGAAATTTACTCATC 

CAGCCAAGAATTATGTATTGGTTTTAAAACCATCCACTAAATGACTGATGGAGAATGAAC 

CAAAGTAAACATAACATTTTGGTCAAAGGGAAGTAACAATCACCAGCCATCTGGTATATC 

TCTCCTAATGGTATGCAATTTGAAGTATGTAAGATCACCTCTGATGTATTCT 

>SEQUENCE:6968:prostate_MPM2000-004P6_Table5 

GCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 

TACTTCTAGAATTAATTAAGGCGGGGGGATC I I I I I I I CAGGTGTGAGAGAGTTAATCTA 

CATTCCAAGCACAACTGAGCAATTAAAACATGTAATGAGCAGAACACTTTAGTGCTTCAC 

CTATAGAGAAGTCTGAATTGGGCTTCTTTCTATCTCCCCCATACAGGCCACAAGAAGCTA 

AAGAGGTAATCCACTCCTGAAAAAGCCCAGAAGAATAACTATAATACTTTTCAAACCTTA 

GCTGTGTCAAGTGCTTGCTTTGCTTCCATTTCTGCTTTCAGAAACTCAAAACNAAAAAAA 

ACTACAAAACAAAAAAGCGGCCGCCACCGCGGTGGAGCTCCAATTCGCCCTATAGTGAGT 

CGTATTACGCGCGCTCACTGGCCGTCGTTTTACAACGTCGTGACTGGGAAAACCCTGGCG 

TTA CCC AACTTA ATCG CCTTG C 

>SEQUENCE:6969:prostate_MPM2000-004P6_Table5 

GCGCGCAATATTCCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 
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TACTTCTAGAATTAATTAAGGCGGGGCCAGGCCTCCCTTAAGCTCTGTGCATGGTTGGCT 

TTGGGGAGCCTGTTGGTTCCTGCTCCCCCTTGTCAACATCTTATCTCTTAACATTTGAGC 

AGGTAGGTGTAATAGCTGTAGCTTCATTCATGGGAAGCTCCTGTGGGAGCCAGAGGTTGT 

GCTTCACTTTAAGAAATTAGAAAAAAAAAATGTAGATTAAACCCAAAGTCAGTAGAAAAG 

GAAATAATAAAGATCAGAGTGGAAAACAATGAAATAGGAAACAGAAACCCAACATAGACA 

AAGCAACCAAAAGCTTATTTTTGGAGAACAGTTAATGAAATTCATCAGCTTCCAGCCAGA 

TTG ATC AG AG AG AAG ACAC AAATTAA 

>SEQUENCE:6970:prostate_MPM2000-004P6_Table5 

AG CGCG C AATTAACCCTC ACTAAAG G G AAC AAAACCTG G GTACCCGGCCCCCCCCTCG AG 

AG TACTTCT AG AATTAATTAAG GCG G G G CCAG G ATTCAGTTTCC AG AATTTGTATTGTT A 

GCCACTACAATGCCTTTCCCAGTTTCCTGTCCTAGATCTGACAGTGCCATTGCTGTTGAA 

AAAAAGAAAAAGGTAAAGTTACACAGCAGATGAACAGTTATCTTCATCACAACTTCTTCA 

CGATGAAGACAACATCATGACTAGGCAGGTATGAAGCTGCTCATGGAGAGCCAGGCGTGG 

TGGCTCATGCCTGTAATCCCAGCACTTTGGGAGGCCAAGGCGGGCAGATCACAAGGTCAG 

GAGATCGAGACCATCCTGGCCAACACGGTGAAACCCCATCTCTACTAAAAATACAAAAAT 

TAGCCGGGCATGGTGGCACATGCCTGTAATCCCAGCTACTGGGGAGGCTGAGGCAGGAGA 

ATTGCTTGAACCANGGAGGTGGAGGTTGCAGTGAGCCAAGATCCTGCCACTGCACTCCAG 

CCTGGGTGACAGAGTGAGAC 

>SEQUENCE:6971:prostate_MPM2000-004P6_Table5 

GCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTA 

CTTCTAGAATTAATTAAATTTACTTGTTGGTTGGGATTCCTGAATTTGTTTGTATTTCTT 

TGTATGTTAATTTTAATTCATCAGATTGTAAACTCACAAATATGGAAGGACAAGTTAGTT 

CCGCAGAGAAAAAAAAACCCAGGTCTCAGCACTATGCAACTCAGGTCTCTTTAGCTGTGT 

AATAGGAGGTAATCATGGCATTTAAAAACATTGACTATGGAGTTCTCTGAGTAAATGAGA 

ATATTAGCTCCACCACCTTTATCCGTATGACTTTTGGCTAATTACTTAACATGGATGAGT 

CAGTTTCTTCCTTTCTAAGATGGGAATAATAGTATTTTTACTTTATGGGATGTGTAAGCA 

CAAAATGAGATAATTGTTTTAAAATACTTACCGTAGTGCTTAACAGGTAAGAATTGCCCC 

ATAAGTTTAGTAGTTTATTATTGTGATTGGCATTTTAGTATATCTCTTACAAGATCAATA 

ACACTAATATTT 

>SEQUENCE:6972:prostate_MPM2000-004P6_Table5 

ACTGGCCGTCGTTTTACACCCCGGAAAAAGCGATAACCATGATGGGTGCCGCGCCCTTCC 

TCGAGAGTACTTGTAAAATTAATTAAGGGGGAAAACGTTTTTAGAAAGAAAAATGTTACT 

AACCTCTTTC I I I I I AGAGTACAGAATATATAAATGCATAATCTCCTAGGTAATACATTA 

TAAGAACATCCATTCTTTTC I I I I I I AAAAAAGGGTTTACTTGGCTGGGAACGGTGGCTC 

ACGCCTGTAATCCCAGCATTCTGGGAGGCCAAGAGGGGCAGGTGACCGGAGATCAGGAGT 

CTGAGACCATCCTGGCAAACGCAGTGAAGTCCTGTCTCTACTAAAAATACAAAATTAGCT 

GGGTGTGGTGGCACATAACCATAATCTCAGCTACTTAAGAGGCTGAGGTGGCAGGATCAC 

TTGAGCCCAGGAGTTCATGCAGTGAGCTACAATTGCAACACTGCTCTTCCAGCCTGGGTG 

ACAGAGTGAGACCCTGTCTCATTTAAAAAAAAAAAAAAAGGGGCGGCCGCCCCCGCGGGG 

GACCTCCAATTCCCCCTATAGGGAGTCGTATTACCCCCCC 

>SEQUENCE:6973:prostate_MPM2000-004P6_Table5 

CAAGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGA 

GAGTACTTCTAGAATTAATTAAGGCGGGGGTTACAGTGAGCTGAGATCACGCCATTGCAA 

TCCAGCCTGGGTGACAAGAGTGAAACTCCGTTTCAAAAAACAAAAAAAGAAATGAAAAAA 

G AGTCTG CCATTCCATGTTAAAGTGG AAGATAAACATACC ATAGG G AAAAAC AATTCT AC 

TCCTACATGTATTACCTGAAATTAACCCAAAACATGCATATTAAGAGAAACACTGGTTAA 

CAATAGCCAAAATGCTCACTTATAGCAGAGTGAATAAACTCTGGTTTAGTCACAAAATAA 

AATATCCCACATCAACTAATAAACATAAAAATGAACCACAGCTTTATAATGTTTTATTAA 

GGAAGCCTGATGTATACAAAATTATATCTCCTGGATGCATCCATGAATATAAAGCTCAAA 

AAAGAAAAAAAA 

>SEQUENCE:6974:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 
AGGCGGGGAAGTGATAAGTGGTAAAATGAGACATTTCCTAGGGGTAGAGGTACAAAGCTA 
AAAAAGAAGGAAACCCAGACTGAATTTTACGTTTCTTATTTCCAACTCCTCTCGATGTCT 
ACCTG G A AACCTTTCC AATCTTTAAG C ATTCAACTGC AGTG AA ATATCCTCTG G G G ACCT 
TCTGGGACATCCCAAGACAGAGTTCATCACCCTTTTTTAATAGTGTCCTGTACTTTTCTT 
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ATCTTTCTATTGTTGCTTTTAAAACATATTTTCTTGCAATTACCTTCACATGCACTGTGA 
ACACCGGCAATTTAATGTG I t I I I GTG CATGTGTATGCATGCACGCTGAATAAGTTCCTT 
GCATGCT 

>SEQUENCE:6975:prostate_MPM2000-004P6_Table5 

TCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAA 
TT AAG G CG G GG GG AAATTTTACCAGTATGTGTATTGTCTGCTAGCCATTCTTACTATGTG 
I I I I I CATGTAACATCTAAATCACTAAATGCCTGAATCTCTCAAAGCCCAACTGACTGTG 
TTCCTGATTCGCTAGTCCACATGTCCAA I I I I I ATTCAATCTGCATATGCTCTG I I I I IC 
TATTCCGTCAAATCAAATCACTTCCCCTTATTATTGCTGAGCCTTGGCTGCCAAACTTAA 
CATCAGCATTCTCTATGGCTCACTTTTAACATACAGAATGCACAACAAACACTTTGTATT 
GAGATGCCTGATTACAAAATCAAAATGGTTTTCTTTATCTATCTATCTTCGATACTC 
>SEQUENCE:6976:prostate_MPM2000-004P6_Table5 

GCGCGCAATTAATCCCTACTAACGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 

TACTTCTAGAATTAATTAAGGCGGGGTCGGGAGTAACCCTAGTGTCTTAAGAAAACAACT 

CTCTTACCTTGTTTCCATCTGCTCTGGCACCACCTCGCACCCCCGACCCCGCCTCCCATG 

TATTTGGTTAACGTCTTAAGATC I I I I I I I GACTAGTAGAGAAGAGATCGTATTAGGTTA 

AACTTAATACAATTTCAGTTCAGAAATGTGATTAAGTTACTTGGAAAAAAACAAA 

>SEQUENCE:6977:prostate_MPM2000-004P6_Table5 

GCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTA 

CTTCTAGAATTAATTAAAGCGGGGCTTGCAGTGAGCAAAGATCACGCCACTGCTCTCCAG 

CCTGGGCAATAGAGCAAGACTCCGTCTCAAAAAAAAAAGAAAAAAGAAAATGGACTTAAG 

ACTGGAGGAAAATTTGAAATTGCCCCTGGGCAGGAACTCTGCAGCGAAGATGAAACAGCA 

CATTTTATGTGGTGCTGGGTATCAGCAGGCACTAGGAATTCGATCAAAAAGTATAAAAGG 

GAAAATAATTATTTTTCAAAATTAGGCTTAAATAACATAGAAAATCCATCTGAAACAACT 

AAGTTACCTGGCACACAAAGAAAACTTACAGGTGATGTGCCATGTGGCCACTGTATGACC 

GTGGCTAAAAACATCTATTCCAGGGCTGGGCACAGCAGCTCATACCTATAATCCCAGCAC 

>SEQUENCE:6978:prostate_MPM2000-004P6_Table5 

ACCCTACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAAT 

TAATTAAATGATGTA I I I I I ATGCTAGCCATATTAAGAACATAGTTCTATTAAGTTATTA 

ATGGAGTGACTATACATACTGGTTTACCTTGTTGTCACACCTAAGTACTAGTGCCTCTTT 

TACTCTCATAAGTGTCCTGGATTGAATGATAAATTAATCATCCTGGTTATTAAAATTGCT 

AAAGCATTTAAAATTAAAGTAAAGCATATTCTATCAACCTAATCTGCAATCAGGAAAAAA 

AATATATTTTGAGGTCAAAATAAGAGTGAATTTCAACAGGTAGGGAAAGGGAAATACAGA 

GTAGAGAGAATGTTGTTAAAGGAAGTAGATCTGTCAGATGAATGCCACAATGCTTTTCTA 

TGGTAGATAGCATGTTGTTATCTTTTGTAAAGAAGAAACAATGATGGTAGCAGTCAGCAT 

TTTAATTGAGACTTTATTTTATATCTT 

>SEQUENCE:6979:prostate_MPM2000-004P6_Table5 

CGCGCATTGTACCCTCACTAAAGGTAGCAAAAGTTCGGGACCGGGCCCCCCCTCGAGAGT 
ACTTCTAGAA I I I I I I AAGCCCAGGAGTTCGAGATCAGCCTGTGTTATATAGCAAGACCC 
TGTCTCTATTAAAAAACTAAACAAAACAAAACAGAACGATAATTTGATCTACCTGTCTTC 
AGCCAT I I I I I 1 I CCCTGAGCTCTATTCACTATTTCTTGAATTTACACAACTTTCCCATA 
CTATTCCCTCTGCCTAGAATA I I I I I CCTTCCTATTGCTCTCCTTTGATATCCTATCCAT 
CCTTCAAGACCTGGGCTAACATACTAACTCATACTAACTCCCGCAAACATTTACTGAGAC 
TCGATGAGCTGAAAATTGGATAGGATTTTGTTACTATCTTTG I I I I I I IAI I I I I I AT AT 
TTTCATTGACATTAGCATTATTATGTGATTGTCTTATACCCCCTACCATATTATCATATA 
AGGTCCTTAAAAATGG 

>SEQUENCE:6980:prostate_MPM2000-004P6_Table5 

CG C AATT AACCCTC ACTAAAG GG AAC A A AAG CTG G GTACCG GGCCCCCCCTCG AG AGTAC 

TTCTAG AATTAATTAAGGCG GG ATAAC ATTAAAATAAGTATAT ACAACATAAG GTTTATT 

CAAAACTATTCAAACCAATCAGAATCTAATGTTTTTCATTAATCAATGGCATTTCAATGA 

GTAAAGAAAGTTGGGCGCCAATTTGAATAAACTCCCTGTGGCCAAAGATAGATTATTTTC 

AACATCAATAAATATAATATTGCAATGTATTGAAACATGTG 

>SEQUENCE:6981:prostate_MPM2000-004P6_Table5 

TGTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCT 

AGAATTAATTAAGATAATCTATCTAGTAAGTAAGTGAACCAACGCTCAAAGAGGTTTAAG 

AACTTGCTTACTTAGGATAATCTATGTAGTAAGTGGCTGAAGTGGGAGTTGAATCTTCTC 



Table 7 
2595/3129 



TGACTAAACTTGGCTTTTCTGTTTGCTAAGCCTGGCTTTTAACCCCTCTGCTGGATTTCT 
GAGGTATGGCAAATCACTTAACTATAAGTAGGTTGTAGGTT TTATA TCTATCTACTCATC 
TGTCCATCGGTCTTATACTTTCTAATTTAGATATTTCATTATGTTTTCATTCCATTAATA 
AAATGCATTTCCTTAAAATATCTGTCTCTTAAGAATTATAAAATACACAGCANANAAAAA 

AAAAAAAAAAAAAAAGAGGGGGGCCCCCC 
>SEQUENCE:6982:prostate_MPM2000-004P6_Table5 

GAACAAAAGCTGGGTACCGGGCCCTCCCTCGAGAGTACTTCTAGAATTAATTAAAGTGAG 

ATGAGGATAAATAAAAATAATATTGACTGTCACTCATCTGAAAATAAATTTACTTCJTGG 

TAATTAAATAGACCTTCTCAATGCCTCAGCCTTTTTCTTCATATTCCATCTACTTGTTTT 

CATGTAACTTTGTCTTTCAATTCGTTTTTG I I I I I I I I I CCTGTCAGGAGAATTTGACAT 
AGAAAAATTTTAAATTTAAGCCTTAAAATAATGTCT GGGCCA AAGTTTGTGGTTACTTTT 

G CTGC AA ATTGTTT ACTT AAAG AATT AG GTG AATTTTTTTTT 
>SEQUENCE:6983:prostate_MPM2000-004P6_Table5 

CGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGT 

ACTTCTAGAATTAATTAAGGCGGGAGAATTGCTTGAGCCCGGGAGATGGAGGTTGCGGTG 

AGCCGAGATCACACCACTGCCCTCCAGCCTGGGCTACAGAGTGAGACTTCGTCTCAAACA 

AAACAAAACAAAACAAAACAAAACAAAAAAGTATTAGTGCATGCAGTAAATGATCTTTGT 

TAGATATTTACATAACAATCTGCAAAGTCCAGGGAAATGAGTGTTGGATGATATTTACTG 

AAGGGTTTTTACTGCCTTTGTAGCAAAGAAGGCACATGAATGTACTCTCTAAGAAAGAGA 

AAGAACATAGTTGTATAGGGCATACAAAAAAAAGTAATGTTAAATTAGAAAACAGCGCAT 

GCAAAGGCATGAAGGAATTCAAGAGTGAGGGACACTTGGAAAAATCACATGCAGATCAGT 

ATG 

>SEQUENCE:6984:prostate_MPM2000-004P6_Table5 

CTATAGGGAGTCGCGCGCAATTAACCCTCACTGAAGGGAACAAAAGCTGGGTACCGGGCC 
CCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGAACCCAGGAGGCGGAGCTTGCAG 
TGAGCCGAGATCGCGCCACTGCACTCCAGCCTGGGCGACAGAGCAAGACTCCGTCGCAAA 
AA AAA A AAA AAG ATG ATGTTCAAATGTATT AT ATG G AG G AAT AG G AAATCAJAAACCTAT 
TTAAATGTCATTTGTTTTATATCCCTTTATTTTTGCCAGGGGTATGTCCTTTTTCTGTTG 

TTC AAAGTT AT ATT ACTGG CC AG AATG G AAATTAT AG G AACT AG CT ATGTATG AAATTG C 
ATGTTTTCCATCCATTGTGGCCAGGTTTGGTATTCCCTTAAGATGGCAACAAAGTAAGAG 
GCATTTCTTCTAGCACTTATTCGTGAAACCCAGTGACCTCCAATTTCCCATTTTAAAAGT 
CATCTTTTATCCTCGGGAACTTTAACCTACTGGCATAAGAACGGGGGCTTAAGTTCTTTT 

TTATCACTTTTTGGAGTTAAAAAA 
>SEQUENCE:6985:prostate_MPM2000-004P6_Table5 

CTGTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTC 
TAG AATT AATT AAGTCAGAAAATTTGGAAGTT AT AAAACAAAAGACAAACATATTTGACT 
AGGAAGTTTGTATGGCAAAATACACCATTAAAAAAGCCAGTATACAAACAACAGATTTGG 
GGAAAATATTTGCAATGTAGATGAAAAGAGCCAACATACATG" ^AAGGGCTCTTACAAAT 
TGATAAGCCAGGCTAATCACAAAATGGACAAATAATAGAAATAGA AGAG GAAATCCAAAG 
AGCCAACCAATTTTTAAAATAAGTTAATTAGTAGTTAGGGAAATTATTTTAACAATGCAA 
CAGCNNNNNTTAAAAAAAAAAAAAATAAATAAAAAATTATAATAA 
>SEQUENCE:6986:prostate_MPM2000-004P6_Table5 

AAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGG 
CGGGGAAGTTCAGTTTCAGTGGTTACATAAGGTATGTCATTTGAATACTGGTTGTAATGT 
GTTTCCGGTGTTCACTTGTATTTATAACCTGAATACCCAGTACCCCCCCCCCAAAAAAAA 
AA AA A AA AA A AA AAA A AAA AG GGCCCCC CCCCCG GGGG G AAAC CC A AATTCCCCC AA A A A 
AAAATTTTTAAACCCCCCCCTATGGGCCC I I I I l l AAAAAA 
>SEQUENCE:6987:prostate_MPM2000-004P6_Table5 

ACCCTACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAAT 

T AATT AAG G G G GTTTT AT AAAG AC A AATTGTTGTT AC AAT ATTTGT AATGT AATCT AGTT 

ATAATATTGTAAATAATGTGTATTTACATCAATAACTTGCCATTCTCCTTTAAATCGTAC 

ACTATATTTTCAAACTGATGAAATAATTCAGTTATTATTCCTGAAAAATAAGATTATTAG 

GTGCAAACACTTTCTCTGGAAAAATCAATTTTATAGTGTTTGCTGTCATTCTAAAGGTAT 

CTGTAAAAGAGATACCAGTATGACTGATTGCTCTAGCTTGGCA AGAAT ATTTGTTTATAA 

TCTCAAAGATCAACTGTGAGAGGCAATCAATCCTTTGTTTGGAGTTTTCTGTCTTTAGGA 

TATGAAAGTATCCAACTAGTTGATATTACAAATGTTTCT 
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>SEQUENCE:6988:prostate_MPM2000-004P6_Table5 

AGACTGGCCGTCGTTTTACACCCCGGAATAAGGGGAACACATGCTGGGTAGCCGGGCCCC 

CCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGGTAAGTACTACCATTCCCATTTTGC 

AGATGACAGAGCTGAAGAGTAACTCCTGCTATACTGTCTGTCAATTACCAGCTCCATGCC 

AATGTAGAGATGCAATTTTGTGCTAACAGTGACTTGACACTGTTTCTTCCTGTCCATCTA 

TTTG CC ACG CTGTG GTTCCTG AA AGTCATTTT ATTTG CTG G CTTCTG AAGT AACATTTGT 

AGAGAATGTTTGGGATAACTTCTATTTCTGGGGGAGAAAGTTGTGACATTTTTCATGTAC 

TGAGGGGGAGGAGAAGGCCCCGGAGTCAGAGCTTTCTCCCTGACGTGGTTGTTGTCAGTC 

ATTCCCTGACCTCCCTCATTTCCTTTCACATGTTCCCATCTTGGTTTTCCTATCTGTTAT 

ATGAGGTTATTATGAAACTTCCCTACCTGCCACATCTGGGTGTTGGGCATCTGAAATAAG 

ATAATGTGCATGAGACTACTCTGAAAAGGAAAATTAATTTTAACAATAGAATGATTTTAA 

GATTGTTGAGATTATTTTCTCTTATCCCATTCCCCTAACACACA 

>SEQUENCE:6989:prostate_MPM2000-004P6_Table5 

GGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAAGCG 

GGTAGCAATCTAACCCATATAACGCCTAAATTGTGATCTGCAAACATTTCCCACTAAAAG 

TAACCAAAGCTGCTTCTTCAAGAAATTAGTTAATCCAAGTCTGTGGCATAAGATGTACAA 

AACAGGGCTAGATTAACAAAAAAAAACAAAACTATTAGGGCCTCATGAAAATGACAAGAT 

GACAGGGCTCCAACCACCTCAAGTGCAGGGGTTCACACCTAGAATGCCAGCATTTTGGGA 

GGCTGATTACAGGTTCACACCTGTAATCCCTTCCTTTTGGGAGGCTGAGGACTGCTTGAA 

GCCAGGAGTTTGAAACCACCCTGGGCAACAAAGAGAGACTCTGTCTCCTAAAAAAAAAGA 

AAAAAAAAAAAAAATTCCGCCCCCCCCCCGGGGGGGACCCCCCATCCCCCTTAGGAGGGA 

AGACCTTCCCCCCCCCCC 

>SEQUENCE:6990:prostate_MPM2000-004P6_Table5 

GGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA TTAAT TAAGGCG 

GGAAAGGCAGAATCACTAGTTTAATATTCTGAAAAGCCAAAGTTATGCCATTTTGCTTGA 

GAGTGAGTGCAAGCTCTTGACTCCCAGGAACAGTGCAGCTAACAATTCACCTCAGGCGAG 

G G C AG A AG C A AT AGCC AG CTTCTTG GTTCTGCCTGTG G CTCAGTTCCTACATAATTG AGT 

ACCAAATAATATGTAAACCTCTAGGGAAGCAAAAAAGAGTAATTCAGCTTCTACCCCCGA 

AGTTATTGGAGGTATAATGGAGAGACTGAGACGTAATCAATTACAATGTCATCCTCAATA 

ATAATTAACATGTACTGTATTTAGAGTTTATTATGGGGACAATTACAATATATTAATAAT 

ATACTGTAACAATAACAGGCAACACTTATTGAGCACTTAAAAAAAAAA 

>SEQUENCE:6991:prostate_MPM2000-004P6_Table5 

GCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 

TACTTCTAGAATTAATTAAGGGGGGAAAAAGAAAGGAAAATACTTGAGTTGTTAACATAT 

GATTTTTTAAAAATTAATGATGCTCAGTTATAAAAAATCCAGTGGAAAATATCATTAATG 

TATTCTGAAACAGTTTGAAAAAGCCACTCCGTGAATCAACCTACTTTTGGTTTTAGAATT 

TATTTACTTATTTAGAAAGAAAGAAAACAGAAAGACAGGCACCATTCTCTGTATGTTATT 

TTCCTGAAAGGTGTTAAGGCAAAATGAAAAAAAACTCTCCTCTATAATTATGTAATATAT 

CCTAATCTCTTATTATGCTTTATGATTTTATAATTCTGTGTAAAATCTGTCATAGTTTTA 

AGTCCCATCACCTAATGCATGCATTCTTGTCTAGTC I I I I I ATGAAAGGATTCATTCTTG 

TGAATCAACAAGGCATAG 

>SEQUENCE:6992:prostate_MPM2000-004P6_Table5 

AGCGCGCATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 
TACTTCTAGAATTAATTAAGGCGGGATGAAGGTAAAAATTTTCTTGAAATTACATTATTA 
TCACCACTCACTGCAAATATAACTAATCAGTTCTTTTAGGATAACAGGGCAGGGTACAGT 
ACCTAAGTCCATGAAGATAAAGCAAAAATATCTAGCAGAGCATACTCTCAAAAAAGACCA 
AATAAAAAGCTATAGACAGAAGTTACATGCATAACATTGTGTTCAATGAGTTTCGTGAGT 
GCTTCTTTAGTGAATAAATCTCTCCCCACCCAACCCCTCTCCCAATACTI I I I ICTGAAA 
I I I I I I t CCTCTGTTGGTTTGATAATGTAGAAATCACTAATTCTCCTAAATATAATATTT 
GAI I I I I I I I ICI I I I I AAAAAATTTTGCTGGCCAGACGTGGTGGCTCACACCTGTAATC 
CCAGCACTTTGGGAGGCTG 

>SEQUENCE:6993:prostate_MPM2000-004P6_Table5 

TGTAATGCCAGCTACTACGGAGGCTGACGCACGAGAATCGCTTGAACCTGGGAGGCGAAG 
GTTGC AATG AG CCG AG ATTGTG CC ATTG C ACTCCG AC CTG G G CAACAAGTG CAAG ACTCT 
GTCTCAAAAAAAAAAAAATGGCACACGCTGGCTTGCTTTAGGAGGAGCATGCTGGCTGCT 
ATGATGAGAACAGTACAGGAGGGCCAGGTCATACCCTCGGAGACCAGTTTGGAGGTGATG 
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GCACTGACTCAGGTGAGAGATGATGATGGTTTAAACCAGGGCAATATCAATGGCTAACAA 
ATG GTCAG ATCCTG AATATTTTTTG A 
>SEQUENCE:6994:prostate_MPM2000-004P6_Table5 

CCCTCACTAAAGGGAACAAAAGCTGGATACCGGGCCCCCCCTCGAGAGTACTTCTAGAAT 

TAATTAAAAATATGTCTTAAGTACCTATAGGCTTCTTTCTTAGAAGGGCCTGAAATCTAA 

CTGGGAGAGCAGAAGTGACAAAATCGCCAATTTATAATTAAATATCAATCATCTTATCAT 

C ACTTATT AG G CTT AAAAAT ATGTCTTTTAGTG G AAT AGT ATAAAT AC ATACATA AAAAT 

ATGGCTCATAGTAGAAAGTTGATAAGGAGAGAGAGGCTAAATCAAGTCGAGCCTCCGCAG 

TCCCTTCAGAAGCCAGATTGGAGATGCAGTTCCCCAGCTCCCTCACTTCACTCTTCCAAG 

AGTATCCTATCCAAAACTATTCACTGCTGATAGCACCATCATTGTAGATGCACTGTGGCT 

GGCCTACTCATTTTTAAAAACAAATTAACAGCAAACATGTAAATACTGGAAAATTTTCAC 

ATAAAAATTCAG ATGTG G AAT ACTG GCCCT AG 

>SEQUENCE:6995:prostate_MPM2000-004P6_Table5 

CAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTT 

CTAGAATTAATTAAGGCGGGGTAGGGATGTGATATCTTCCATTCATAAGAACCCAGCTAA 

CTAGAAGGGAACTATCTCAATCTAATAAAAGGCATTGATCTAGACATCTACATAAAACCA 

GTAGAGGCCAGGTGAGGTGGCTCACTCCTGTAATCCTAGCACCTTGGGAGGCTAAGACTT 

GAGCCCAGGAGGTGGGGACCAGCCTGGGCAATATGGCAAAACCCTGTCTCT ACT AAAAAT 

AAAAAAAATTAGCCGGGCATGGCGGCAGATGCCTGTAATCCCAGCTATTTGGGAAGCTGA 

AGCAGGAGAATCGCTTGAACCCGGGGAATTGGAGGTTGCAGTGAGCCGAGATCGCGCCTT 

TGTGCTCCAGCCTGGGCCACAAGAGCAAAACTGTATATAACAAAACAAAACAGAACAAAA 

CAATTCAACTTAAAT 

>SEQUENCE:6996:prostate_MPM2000-004P6_Table5 

GCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 

TACTTCTAGAATTAATTAAGGCGGGGATGGGAATTAGAACTTACTAGAATAAAATTCCAA 

ATAGAGGTTTGGGGAAACCTACTTGTGAGTGCTTTTTAACCTCAAAATAAGGATTTGGGG 

TGGGTGGAGAAGGTGATGGGGCAGAAGAAGTTGTTTTTGGAGGAGAGAAAGCAGATTGAA 

AGGAAAAGGACAGNTGATAGCCACTTAAATAATGTAATNGTTAGAGTGATACCTATTTTT 

TGTAAAAAGAAAACAATATGCTCCATTCTTACAAAGCATTGATTGTATTTTAATATATAC 

AATGTAAATACTATCATGCACTGGTGTCCATGGGAGAGAATGCAGTCATGAGTGCTTAGT 

TACTGTGATTGAGTGGGC 

>SEQUENCE:6997:prostate_MPM2000-004P6_Table5 

AAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGG 

CGGGGGGAACCAATACTGAACAGCATTTTTATTTTTACAGAAAAAGGACCAATTCTTTCC 

CTAAGATAAAGCCCTTAGAGTACTAATGAAACTTTTAGAAGCTCAAGTCTCCAAGTCTGT 

TGCTGCCTTTCCACACACAAGCACGTTACACTTTACCAATTAAAACTTTACTGCAATTCC 

ACTTTTTAGAGGACCAGTGGTCAATGAATATTCATGAAATATTGGTCATTATTTATAAGA 

AAATAAAGCCATGAAATATACTAATTTGCCCTGGAGTTCCAAACTAAATGTGTACATGTC 

CTTATGCAATAATTTTCTGGATTACAAAGATGATGAAATATGTTGGACTACTCCAGTTTG 

GGAGGTGCTTGAAACACTGTCAATCGGTGAGTAAGACAGACTTTGCTGCTCTTATACTCA 

ATG 

>SEQUENCE:6998:prostate_MPM2000-004P6_Table5 

GCCAAGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTC 

GAGAGTACTTCTAGAATTAATTAAGGCGGGTGGTTCACAGGGTCAGGAGATGGAGACCAT 

CCTGGCTAACATGGTGAAACCCCGTCTCT ACT AAAAAT ACAAAAAATTAGCTGAGCGTGG 

TGGCGGGCACCTGTAGTCCCAGCTACTTGGGAGGCTGAGGCAGGAGAATGGCCTGAACAC 

TGGAGGCGGAGCTTGCAGTGAGCTGAGATCACACCACTGCACTCTAGCCTGGGCGACAGA 

GCGAAACTGTCTCAAAAAAAAAAGAGAATTAAAAATTAAAAAAAAGAAAAAGAAATGTCA 

GTTGAGACATTTCTAAGTTTATGTGAAACTGAGGGGAAACCCATTCTTCACATGCATTGG 

TATATCCGAAGTATTCCTGTAATGTAAACAACAGCTACAATAATGTCATGTACAATACAT 

TTGGCCAAATACCTGACTGTACACT 

>SEQUENCE:6999:prostate_MPM2000-004P6_Table5 

AACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGT 
GGCTTAGGGAGGCGTCGCAACTGGGGCTGCCAGTCCCATCCTGGCTCAGCTTGGCCAGCA 
CTGGGCTGCTCTCCTTTCTGATACAGATAAAAGCTTTATTTGATTCCAGTGTCCTCGTCT 
CCCTCCCCCACCACGTGCAATCACCTTAACAGCTACTTTCTGAGCATTTACCATGTGCTG 
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A ATGTTCCCTCCT AG G ACG G GTAATT AGCGC AG GG A I I I I I I I I I I AAATATCAGCTGAT 

TAGACCTATTGGTTTCCATGGCTGTTCAAACA 

>SEQUENCE:7000:prostate_MPM2000-004P6_Table5 

AGGGACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCG 

GGTGCTTACAAAGCGCAAGTTCTAGAACTGTAGAATAGGAATGGATGACCAACCAAAGTC 

TTCCAAGCCATGGGAGTAGAATCTATTCAAGTCAAGAATTTCAGAAGAAAATACTAACAG 

ACGTCAAGATGAAATACGTATGTATATAGTAGTTGACTCCCTCCATTACTATAAAATATA 

TTGGTGGGGGGTCGGGGGATTGGGTATGTTGAGAGAAGATTTGAGGTATTGGAAAAATAT 

CCAGGTAGAGATGCTCAGAAATAGAATGAAGTTCTAAGTCAG 

>SEQUENCE:7001:prostate_MPM2000-004P6_Table5 

CCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATT 

AATTAAGGCGGGGAAGAGAAGTGGGTAAGCAGCGTCTCCTGTTTTAACGCACTTCTCCAG 

AACACGTGCAGGGCAAGCACATGTTTGTGACAATCTTTTTGCGATTCTATGAGGAAGGTT 

CAGACCCAGACTATGAGGAACACGGCTTTCAGGACAAGGTTTCCAAGAGAGACTGAGTGT 

CGTGTCAGTAAAGAGCTGGTTAAATTAGGGCTGGACCAGGTGGTGGGGGCGCT 

>SEQUENCE:7002:prostate_MPM2000-004P6_Table5 

ACGCCAAGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCC 

TCGAGAGTACTTCTAGAATTAATTAAGGCGGGGGGTGATGGTAAGGAGATGGTAGCCAGA 

GTGGGAGACACAGGTTAGCTGATGGATAGTCTTGCATGCTATGCTACTGAGCCTTCACTC 

AGTAAGGAAGGCTTTGGGGGAACTGCAGTAGGATTCTAAGCAAGAGAATGCTTTGATAAA 

ATTTTGTGATTTAGAAAGGTCAATAGATGGCAGTGTAGAAAATGAATTGGAAGGGCTTGT 

GTATAGGCAGAGGACTGATTAAGAAGCCATAGTGTAATTAAGATCTGGGCAAGACATGGA 

CATGCACACTTGAGGGTGAAGGCTGGGAGGAGGGAGAGGATCAAAAAACTACTTATCAGG 

TACTGTGCTTATTACCTGGATGATGAAATAATCTGTATAACCAACCCTCATGACATGTGA 

TTTACCTATATA 

>SEQUENCE:7003:prostate_MPM2000-004P6_Table5 

TGATGCTTACGCCAAGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGG 

GCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGTGGATGGCTTGAGCTCAAGA 

GTTCAAGACCAGCCCGGGCAACGTGGCATGCATGTTTTGTCTCAACAAAAAATACAAAAA 

TTAGCCAGGCATGGTGATATGCATCTGTAGTCCCAGCTACTCAGAAGTCTGAGGCGGGAG 

G ATC ACTTG G AGCCCGG G AG G GAG AG G CTG C AGTG AG CTC AAATTGTG C AACTG CACTCC 

AGTCTGGGTGACAAAGCAAGACATTGTCTCAAAAACAAAATAAAATAAAATAACAAATTC 

AATATTATATTAAGGGCTTATTTATAATGTCTATACATGTGATGTATATAAAATTAAAGC 

AT AAAT ACT AG AAACG AT AAT I I I I I ACTCATTTGAAACTTTCATATATTTTAAATATAC 

TTGCACAATATTGTTATATAGATTATAAATGTTAAGAAAACGTACTTCCATCCTTAAAGC 

AACTCTAAAAATATATGCAAAGTAAGTAAATACATCCAAATAAAATTCTAAAAA 

>SEQUENCE:7004:prostate_MPM2000-004P6_Table5 

GCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 

TACTTCTAGAATTAATTAAGGCGGGGGTGTATGGAAACCCTCCTTATTACTAGTTTTTCC 

TCTTAATATGGAACAGGCCTAAGACCTGAAACTTGGCCTAAGCAATGAAAAGAGGCACTT 

GTGTTTACTGCTACCTATGGCAGCTGGCAGCCTGGGTATTTACAGACCAGTAACCCTGCC 

AGTCTCATTCAAGTTTTCATTGCAGCATGGGAAAAGATTAACAGAAAAAAACTACTTCGG 

CTGGGTGTGGTAGCTCACACCTGTAATCCAACACTTTGGGAGGCTGAGGCGGCTGGATCA 

CCTGAGGTAAGGAGTTTGAGACCAGCCTGGCTGAAATGGCATGGCAAAACCCCATCTCTA 

CTAAAAATACAAAAAAAAATTTAGCCAGGTGTGGTGGCGTGAGACTATAGTCCCAGCTAC 

TTGGGTGGCTGAGGCAAGAGAATTGCTTGAACCC 

>SEQUENCE:7005:prostate_MPM2000-004P6_Table5 

AGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGC 

GGGGCTTGAAAGGGGATAAAGTCTAATGGCACTAGCTGGCATTTCAAATTCTAGATGCCT 

GAGGCAGACTGGCACCGAAACAGCTCCTCGTTTCTCTCAAAGTGAACATATAATTCATAG 

AGGGTTAACAAAATAATATCGTGAAG I I I I I CCCCTTTAAATCTCTAGCGGTGGCGGGGC 

GCGGTGGCTCACGCCTGTAATCCCAGCACTTTGGGAGGCCGAGGTGGGAGGATCCCTTGA 

GGTCAAGAGTCCGAGACCAGCCTGGGCAACATCGTGAAACCCTGTCTCTACAAAAAATTA 

GCTGGGTGTGGTGG 

>SEQUENCE:7006:prostate_MPM2000-004P6_Table5 

GCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 
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TACTTCTAGAATTAATTAAGGCGGGTGGCGAAAGCAAGGTATTCAGGGAAGGTCAGCCAG 

GAGGGAAACCTCCCAGACAGATGTATGGACATGTGAAAGAACTTGGAGGTAAAAAGGAGT 

TTAGCAAATTCTAGGAACTGAAAGAAGATGACTGGGACTAGAATGCAGTGAGAAAAGGTG 

TATGTGGTGGCTTTGAAATAATTACCACTATACATTATATGTATTGAAACATCGCTGTAT 

ACCTCATAAGTATGTATGCACAATTATTTTTCAATTAAAAAATTAAAAAGAAATTGTAAA 

AANTAAATTAAAAAAAATCATATAAAAAAGCGGCCGCCACCGCGGTGGAGCTCCAATTCG 

CCCTATAGTGAGTCGTATTACGCGCGCTCACTGGCCGTCGTTTTACAACGTCGTGACTGG 

GAAAACCCTGGCGTTACCCAACTTAAT 

>SEQUENCE:7007:prostate_MPM2000-004P6_Table5 

TATGATTACGTGATGACGCCAAGCGCGCAATTATCCCTCACTAAAGGGAACAAAAGCTGG 

GTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGAGATAGAGATTAG 

GATGCTATCAATTTATAGGTAGTTAAAACAATGTGAGAATGGATGATGCCTAAGAGAGTT 

TGTAGAATAAGAAAGAATAAAGCAGAAGGGAAACGCTGGGAAACACTACCCTGTAGGAAA 

GATGACCCAGTGAAAAAGACAGAAGGAACAGCCTAATGACAGTGGATGTCTAGAAGATAA 

GGAGGGAGAGAATCCAACTTAAAAAAAAAAAAAAAAACTATAAAAGGGCGGCCGCCACCG 

CGGTGGAGCTCCAATTCGCCCTATAGTGAGTCGTATTACGCGCGCTCACTGGCCGTCGTT 

TTACAACGTGGTGACTGGGAAAACCCTGGCGTTACCCAACTTAATCGCCTTGCAGCACAT 

CCCCCTTTCGCCAGCTGGCGTAATAGCGAAGAGGCCCGAACCGATCGCCCTTCCCAACAG 

TTGCGCAGCCTGAATGGCGAATGGAAATTGTAAGCGTTAATATTATGTTAAAATTCGCGT 

TAAAI I I I I GTTAAATCAGCTTA I 1 I I I IAACCAA 

>SEQUENCE:7008:prostate_MPM2000-004P6_TabIe5 

CGCGGTTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTAC 

TTCTAGAATTAATTAAGGCGGGGACAAATATCCAAACTATATCAAATGGTAAAGTAATGG 

CAT AG CC ATTTG ATG AATCACG CAGCCATAG AAGTTTG CCATTTTTGG AAA AGTAG GT AA 

TGTATGTAAAAGAATGCTCTTAATTGGCCGGCGCTGTGGCTCACGCCTGTAATCCCAGCA 

CTTTGGGAGGCCGAGGTGGGTGGATCACCTGAGGTCAGGAGTTCGAGATCAGCCTGGCCA 

ATATGGTGAAACCTCGTCTCTACTAAAAATACAAAAATTAGCCGGACGTGGTGGCACACA 

CCTGTAATCCCAGCTACACGAGAGTTTGAGGCTGGAGAATAGCTTGAACCTGGGAGGTGG 

AGGTTGCAGTGAGCCAAGATCATGCAACTGCACTCCAGACCAGGCGACAGATCGAGACTC 

C 

>SEQUENCE:7009:prostate_MPM2000-004P6_Table5 

CCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAAT 

TAATTAAGGGGGTAGACTTGAAATCATTTAGTGAACTGTAATGTAACAATAACAATCACC 

ATCATTAGCTTCCTCCTGGGTCATTTACAGACTCCCTATCTGGAAGACTTGACCTGCCAG 

AGATCACCAAGTCTCAATACTTAGGTGCAAAGGGGAACGGCTCAAAGCTAAAAAGAAATA 

AACTAGAGACAAATAAAATTAAAGCCTACTTAATGAACTACCCAGGACCTTTTAACGTTG 

AAGAGATGGTACAGGCTAAAGATATAAACAACCTTAACTGAGTTGGGCTACATTTTCAGA 

TGAAAGATTCATGACAGTAGCGACCAGCCTGACCAACATGGCAAAACCCTGTCTCTGCTA 

AAAATACAAAAATTAGCCAGGCGTGGTGGTGCACACCTGTAA 

>SEQUENCE:7010:prostate_MPM2000-004P6_Table5 

GCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 

TACTTCTAGAATTAATTAAGGCAGGAGAATCACTTGAATCTGGGAGGCGGAGGTTGCAGT 

GAGCCAACGTTGTGCCACTGCACTCCACTCTGGGTGACAGAGTGAGACTCCATTAAAAAA 

AAAGAAGGAAGAAGAGGGATTATGGAAATTAATTAATGGTGGGGTTCTTCAAGTAAAATA 

ACTTTAAACAGCTAAATAGATGATGTCTCCCAAACTGGTTTTAGAAAAGATCCAAAACCT 

TTTTAATAGTATTATTTTAAATTAGCCATGGAAACAGCCTGGAGCTTAGTGGATTGTATT 

TGCCTATAATCTAATTTACTCATATATGCATACATGTATGCATATTATAAATATGGATAT 

ATTTG ACACAAAG AAAG G AGCATTA 

>SEQUENCE:701 1 :prostate_MPM2000-004P6_Table5 

AGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGA 

GTACTTCTAGAATTAATTAAGGGGGAATTGAGCAAGGGAAATTGAGACTTTTGGAGAGAT 

TAACAGAAGGTTGTCATTGTATGATTTGACTTGTAGCGTGCTTATTTCAAGGAAGTTCAA 

ACCAAACTACATCTGACAAAAAATACTTTGTGCTTTCTAAAGGTCCTTTGGATTGTGATT 

CAGAAGGGTATTTTTCTACTATTTAGAGCAAAACTGTTCAAAAGTGGCTAGAGGAGGAAG 

GTGCCTACCACCTGTTAACAATTTAGCCTAAAGGCCCATCAGCAGCCAGGTGCGGTGGCT 

CACGCCTGCAATCCCAGCACTTTGGGAGGCCAGGGCAGGTGGATCACTTGTGATTAGGAG 
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TTCAAG ACC AGCCTG G CCAACATGG CG AAACCGTCTCTACTAAAAATACA AAAATTAGCC 
ACATATGGTGGTGTGCACC 

>SEQUENCE:7012:prostate_MPM2000-004P6_Table5 

GCCAAGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTC 

GAGAGTACTTCTAGAATTAATTAAGGCGGGGGAGGGAGGGCAACGCTCAGAAGCAGAGCT 

GCGCGATGTGCCTTTCTGGGCTGCTCAGCCCAAGGCCCGAGACCTGCTTGCCTGAGGAGG 

GGCAGATGCACGGCGGCTGCACCCCGTGGGGAGGCCAGCATGCCTGCGGCAGCTGACCC 

T 

GGCAGTGCGAGGGCCCCCCATCCGGAGGCCGCAGCCTAGCACAGTCCCGGGCAGGACAG 
G 

GGAGAGCGTCGTGCTCAGCAGAGGAGAAGTGGGCAGTAGAGCTCCCTTTCCGTTCTTGAA 

GCAGACGTTTAGAGTCTGCTCCTTCCCAGTGTCCGCAAAGAAGGATTACAAGGCGCGCCA 

CCC AC ACG GTTGGTCTCCCTGGGG CG GTCTG AG G CCTTG CTTGTATACCC AG CTCCTTTG 

GAGTCAGGGCTCGAGGCCAGGCCCCAAAGGGTCATTTGCTCACCGATCCCCAAAGGCTAA 

GAACTTGAGGTGCCCTGNGCCCCAGCGAGCCTGTTCCCAGCCCCCAGCACACTTTCCTGG 

CCCGTGTGTGTTTT 

>SEQUENCE:7013:prostate_MPM2000-004P6_Table5 

CGCGCAATTAACCCTCACTGCACGGAACACCCTCACTAAAGGGAACAAAAGCTGGGTACC 

GGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGTCCTCTGAGGAAGACTTTTCTTT 

TCTTCTTCAAAAATAACATTGCCCAAGAAATCAAGGAGAGAAGGTGGAAAAGTCTGCTGT 

GTATGCAAACAAGAAAGGACAATGCTTCCACCAATATCTCCCTGTAACCTACTTATACAG 

CTCTTCTAAAGACTTAAATCTGACAGAAGTAGGCCTTTTTCCCTCATATAGCACATTTTG 

TATCTTAAAAAGGGTCTCAGACGATATCCCAGCAACAGCCTTTCCTCATTACACACTATC 

TCATAGTACAATGCTTCACATCCAACAGATGGTGGAGCCATTTTTGATACTTTTCTTTTT 

TTCAATAAAATGGAGCAACACCAACCAGTTGTCATCCTACAAAAAGACAGCCGTCAACAC 

TGACGAATTTAGAAGCAGCCCT 

>SEQUENCE:7014:prostate_MPM2000-004P6_Table5 

GCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 

TACTTCTAGAATTAATTAAGGCGGGGCAGATACTGCATATGGTAACAAGGCTTGGAAAGA 

ATTCCTGCC Mill CTAACAGCAGTGGGTAAAG I I I I I A A ATTTGT ATTG GTTTCC AC A A 

GATGGTAATATAAATATATGATACATGAGAAAAAGTGATTCATTGATTTTTCACAAGTCA 

ATCATTTGAGTAATTGGTAATAGGTAATAGTTTCAGTTTTATCTTTTATAACTGTAACAG 

TCATATGTATGACCTAAGTAA! I I I I ATTTTAATGGAAGGTTTTCTAAGCTTCTGTTTAT 

TTAGGTTATTAATATTCTGCTGAAAACTATTGTAATCTAAAGTTATCATGCGTGACACAT 

ACAATCTTATTTAGCTAATTTATATTGATTTTAAGGTTTATTAAACTTAAATGTGATAAT 

GTGTTA 

>SEQUENCE:701 5: prostate_M PM2000-004P6_Table5 

GCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 

TACTTCTAGAATTAATTAAGGCGGGATGGCTGAGTTCAAGCTAAATAGTATTTCAAGTTT 

CAAATTGTTTGGATTTCTTTTTGGTTACATAGTCCTAATATATAAATCAGCTGCCTTCTG 

AAAATTGGAGTTTTAAGCAGAATCTCACTAAGACTTCTCTTGTTATCTAAATCTAAATAA 

AAAGGGATTTACATACTGTCAGTATATACTGAACAGAAAACCTTGTAAAACAGTAGTAAA 

CTGTAGGGATGCATTAGTTTTAACACAAAGCAAAACCTTGTAAACTCAGGAGATAGATAA 

ACCTGCCAATAGAATCACAATTTTAAATGTGAATCTTTATCGAAGTGGTAACTCAGTGTA 

AAG AAG G GTTTTA A ATC AGTT 

>SEQUENCE:7016:prostate_MPM2000-004P6_Table5 

CGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGT 

ACTTCTAGAATTAATTAAGGCGGGCAGAGTGTGAGGGGCAGAATTAGAAACAAATTGTTC 

TAGTCTCATCTCTGTCCTTTGTTCCAGTGGCCAAACCACCTAGAAACAATCCTTTTCTGT 

ATAACCAGATAAACTGGTTGCAAAAGATGACAATCAGAAGAGCAAACCCCAGCCGGGTGT 

GGTGGTTCATGCCTCTCATCCCAGCACTTCAGGAGGCTGAGGTGAGCAGATCACTTGAGG 

TCAGGAATTCGGGACCACCTTGGCCAACATGGTGAAATCCCGTTTTTACTAAAAATACAA 

AACTTAGCTGGGTGTGCTGGCACATGCCTGTGACCCCAGCTACTCGGTAGGCTGAGGAGA 

GAGAATTGCTTGAGCCCGGGAGGCGGAGGTTGCAGTGAGCCAAGATTGTAACGTT 

>SEQUENCE:7017:prostate_MPM2000-004P6_Table5 

GCCAAGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTC 
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GAGAGTACTTCTAGAATTAATTAAGGCGGGGAGTGGGCGGTAGAGAAGGGAGGCAGGCAG 

GGATCATAGCATGCCTGTACATGGATGGAAGGAGCCAGCAGAGGGGAAGCTAATGACAGC 

AGAGGCAAAGGGGATGGCTCACACCTGTAATTCCAGTGCTTTGGGGGCCAAGGTGGGAGG 

ATCACTTGAGACCAGGAATTCAAGGCCAGCCTCGGCAACATAGTAGGACCCAATCACTAC 

AAAACATGTCTTAAAAAATGAGCTGGGCATGGTGGCATGTGCCTGTGATCCTAGCTGCTC 

AAGAGGCCGAGGTGGGAAGACTGAGAGTTCTAGTGCAGCGAGCTATGATTGTGGCACTGA 

ACTCCAGCCTGAGCACCCGAGTGAGATCCCCTCACCCCTAAAGAAAAGAGCTTAAAACT 

>SEQUENCE:7018:prostate_MPM2000-004P6_Table5 

GGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGAAAGAATGAAG 

GACAAACAAAAGGACACATATCAACGAATATTGACTGTGTAAAATAAGAATGTCTTTCTT 

GTG G ATTTTA AC AT ACATT ATA ATTG A AATG C ATG CC AGTACAC AAAAG G AGGG GTG GAG 

GGAAAGTTATATGTGCGAGGATCTTTGGGGGAACAGTAAAATTTCTCATTTATATCACAC 

TATAGTAAGTAAAGGATATATTTGTGATGTCT 

>SEQUENCE:7019:prostate_MPM2000-004P6_Table5 

GCCAAGCGCGCAATTATACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCT 
CGAGAGTACTTCTAGAATTAATTAAGGCGGGTACCTGTAGTCCCAGCTACTCAGGAGGCT 
GAGGCAGGAGAATGGCGTGAACCCGGGAGGCGGAGCTTGCAGTGAGCTGAGATCGCGCC 
A 

CTGCACTCCAGCCTGGGCGACAGAGCGAGACTCCGTCTCAAAACAAACAAACAAACAAAC 

AAAAAAAACAGCTATTCTACTTAGCTTGACTTCAAATTTTAAAAATAAGTCAAGGTCAAA 

GTCTTTGGCAAACCACAATGAATATCTGGAAGTAATGTCTATACACATTAGCCAACGATG 

TGGATAGTAAAAATTACTTAATCATTCCATTTTTTTCTGTTAGCTCTACAAAATTACTGA 

GTCCTAAATTCCATCCCCCACCACAATTATAATTTCACTTATGCCAGACTTGTAATCTGT 

CCAC AA AACTGTTTTCC A ACTG CTG CAT AG AG C AAC ATTCTTCTG G CTC AAGTTCCTG G A 

ATTTCCCCAAATTCATGACTTT 

>SEQUENCE:7020:prostate_MPM2000-004P6_Table5 

GGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAATGGCT 

TCATAT AG GTTG G AGTCTTGTT AG GTGTTG ACCTTTTCT ATTTG CTTC AC AGGTTGTTTG 

CATTCGCTCCACTTGGAATGCTCTCTCTCCAAAGCTGAGTTGTGACACAAGACCTCTCAT 

TCTGAAGACACTGAGTGAACTATTTTCTCTAGTTCCTTCCTTAACGGTCAATACAACTGA 

ATATGAGGTATGCATTTGGAGCTCAGCACATTGCCTGCTTCTTCATGGGAAAGATGTGTG 

TTATAATAACTTTTGGAATAAATATTCCTAATCTGTCAAAGAAAAAAAAAAAACAAATTG 

AAAGCGGCCGCCACCGCGGTGGAGCTCCAATTCGCCCTATAGTGAGTCGTATTACGCGCG 

CTCACTGGCCGTCGTTTTACAACGTCGTGACTGGGAAAACC 

>SEQUENCE:7021 :prostate_MPM2000-004P6_Table5 

CATAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG TACTT CTAGAATTAATT 

A AG G CG GGG AAA AT ATAAG A AAC AC AG AC ATAAATATCCG CTTTATTTTGCTTTG CTTG G 

AAACGACTGTTTAAGATTAAACTAACATTCAATCTAT GAAGTT GAGCCAAAGGGCAACAC 

TGCCAAGAGGGCTATATGAAGTTGTTTTCTAAAGCTATTTTTGTTAGGAAATT TAATT TC 

TCTAGTTCCCTTTCCCATGGTGAAATAAGGACAGTTCATTCTGTTAATCTGGGTTTTCAC 

CCTGACTCTAGATTCTCCTTAATTATACCTTTATTCCTATCCAAAATGGCATCCTTTGAC 

TTCCTAAGAAATCCTC 

>SEQUENCE:7022:prostate_MPM2000-004P6_Table5 

GCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 

TACTTCTAGAATTAATTAAGGCGGGCGTGGTGGCGGGCGCCTGTAGTCCCAGCTACTCAG 

GAGGCAGAGCTTGCAGTGAGCCGAGAACGTGCCACTGCACTCCAGCCTGGGCGACAGAGT 

GAGACTCCATCTCAAAAAACAACAACAACAACAACAACAAACAAAGAACTTATGGTTAGA 

AGTTTAGGCTCTGAAGTCAGACCCTGCCTATGAGCCCCATCATTTACTAGCTTAGGCTTA 

ATGATAAGCACCACAGGTAAGTCTATACATCCTCATGAAGCTTACAGTTCAGTGTACCTA 

AATATTTCCTTAAGAAGAACTGAGATCCTGGTGGGCACAGTGGCTTATGCCTGTAATCCC 

AGCACTCTGGGAGGCCAAGGTGGGCAGATCACCTGAGGTCAGGAGTTCGAAACCAGCCTG 

ACCAACATGGAGAAGCCCTGTCTCTACTAAAAATACAAAAAATAGCTGAACGTGGTGGTG 

TG C ACCT ATA ATCCC AG CT ACTTG G A AG G CTG AG G C AAG AG A ATCG CTTG AACC AG G C AG 

GCTGAGGTTGAAGTGAACAAAGATCGTGCCACTGCACTCCAGC 

>SEQUENCE:7023:prostate_MPM2000-004P6_Table5 

GCCAAGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTC 
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GAGAGTACTTCTAGAATTAATTAAGGCGGGGTACTGAGTAACCCGGTGGTCAAGAATGGC 

CTG G AA A AAATG A AG AA AGTC AAAA AA AG AAA AG CC ATT AG CCTTG A ATCCT AG A AC ATC 

TTTTTTACAGAACAGAATTTTAATAACTAGGATTTCACTTCTCTTTCTATGGCTCAGTGG 

TAAATGTTTTTTCATTATTATAGTATGTCTACCAACCTATGGCCCACGCATGGAGGCTTT 

GTGATAGTTACAGAAACCTTTACGACATAATAAAAATAATGTACCCCAAATAAAAAAAAA 

AAAAATAAAAAAAAAGGCGGCCGCCACCGCGGTGGAGCTCCAATTCGCCCTATAGTGAGT 

CGTATTACGCGCGCTCACTGGCCGTCGTTTTACAACGTCGTGACTGGGAAAACCCTGGCG 

TTACCCAACTTAATCGCCTTGCAGCACATCCCCCTTTCGCCAGCTGGCGTAATAGCGAAG 

AGGCCCGCACCGATCGC 

>SEQUENCE:7024:prostate_MPM2000-004P6_Table5 

AGG G A AC AAAAG CTG G GTACCG G GCCCCCCCTCG AG AGT ACTTCT AG AATT AATTAAG G C 

GGGAGGATCACCTGAGGTAAGGAGTTCAAGATCAGCCTGGCCAACATGGTGAAACCCTAT 

CTCTACTAAAAATACAAAATTAGCTGGGCGTGGTAGCACGCGCCTGTAGTCCCAGCTACT 

CAGGAGGCTGGGGAAGGAGAATCACTTGAACCCGGGAGGCAGAGGTTGCAGTGAGCCCA 

G 

ATCGTGCTATTGTACTACAGTCTGG G C AAAA AG G G CA AAACTCC ATCTC AAA AAAA AC AA 

AAACAACAAACAAATAAAACAAAACCCCAAATATAC CACCA GT GGTT TTCTTTCTAGTTT 

TCTGTTTTATAGTCTTTTTCATTCATAATGATAGTCATTTTTAAATTTTATTAAGAGGCA 

CAGAACTTTCAGTTTTTATTTAAAAGGACTTAAATTCTTCTGTCTTAT 

>SEQUENCE:7025:prostate_MPM2000-004P6_Table5 

TAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGT ACTTCT AGAATTAATTAA 

GGCGGGCTCATGTACGCCACAGAACGCACTCAAGGGGACTGTGACTCACATGATATCATC 

ATAGGCATTGGCACACTGTTCAAACACATGTTCCTATAGCGAATCACATTATATTACTTA 

CGTGTGAGCCATAATTTTCATGCAGTTCCCTTGCGGCCAGACCACTCCAGTTCATTCTGG 

TGATGCTCTGAAATACAGACTAACTAGAAATTAAAATTCCTACCCAATCTCTCTTAAGGG 

TTTTAAAATCATCTGTAGGAATAGATAAATAACTTGTACCTTTAAAAATGTTTCAGGACA 

GATTATATACAACTGTATATTTCTTTCATTTATCAGATATTTGCCTATAATGTGACAAGC 

ACTGTGCTAACTTCTGGGAAAAAA 

>SEQU EN CE :7026: prostate_MPM2000-004P6_Table5 

AAGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAG 

AGT ACTTCT AGAATT AATT AAGGCGGGGTTAACAGG TCATT GCAGTAATCTGTGGGAGAG 

ATGATAAATAAGAGCGTGCAAAGACATTATTGCACACTTTTCATCCTCTGCTTCTAAACA 

TCTCTAGAATTGGGATATCTCAAGATATTCCATACTGATTTAAAGTCATCCGAGCTGCCC 

CTCAGGCCTTTGAGCATGTGATGCCCATACCCATCTCTCTTATTATGTCGGTAAAGAAAC 

TTCAGCCCTAGAGAAGTTAAGTTGCTAAGGAACACGTAATTCGTAAGGGACAGAGCAGTC 

AGATCTTGGAAACTTAGTTTCTTGAAGATCCAGTTGATTTTCTACTAAAGCTCCAGCCTG 

GGCAACAAAGCGAGACTTCATCCCAAANAAAAAAAATAATATAAAAAATAAAAAGCGGCC 

GCCACCGCGGTGGAGCTCCAATTCGCCCTATAGTGAGTCGTATTACGCGCGCTCACTGGC 

CGTCGTTTTACAACCTCGTGACTGGGAAAACCCTGGCGTTACCCAACTTAA 

>SEQUENCE:7027:prostate_MPM2000-004P6_Table5 

AAAGGGACCAAAAGCTGGGTCCCGGGCCCCCCTTCAAAAGTCCTTCTAGAATTAATTAAG 

GCGGGCGCATGTACGCCACAGAACGCACTCAATGGGACTGTCACTCACAGGACATCATCA 

TAGGCATTGGCACACTTTCAAACACATGTCATATACGAATCTCTTTATATACTAACGTTT 

TTCCATAATCAATATACAGATTCCTTGGTGCCTGACCACTCCAGTTCATTCTG GTGAT GC 

TCTGAAATACAGACTAACTAGAAATTAAAATTCCTACCCAATCTCTCTTAAGGGTTTTAA 

AATCATCTGTAGGAATAGATAAACTCCTCGTACCTTTAAAAATGTTTCAGGACAGATTAT 

ATACAACTGTATATTTCTTTCATTTATCAAATATTTGCCTATAATGTGACAAGCACTGGG 

CTAG CTTCTG G G AAAA AA 

>SEQUENCE:7028:prostate_MPM2000-004P6_Table5 

AACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGA 

ATTAATT A AG G CG G GT ATTG AGTTTGTTAA A AC ACTC AT AG GTTACATATAC AATG C AC A 

TTAGTATTTCAGTATTCGTAATCAGATAACAGAAGCAACAACATAGCAGTGCAAAATTGC 

CTAGGTAGCAAGAGCAGCAGGCATTGATTTGCTGTCCTCACAGTGTAGGCTAACTTAAAA 

AGAGGACTTGTACCATACCCCAATTTTAAATAAGCTAAATTCTGACAGATAGCTTAAGGC 

AAC C AG G G A AT ACC ATA AG CCTCTTTT ATAACC AAT A ATA AGTAAG CTTG AATG ATTG TT 

CTACCATAAGTTCCGATGTTTGTTTATTTTTAGAACCATTATAGTACTGGCAGGTGTGTT 
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TTGGGGGTGGG 

>SEQUENCE:7029:prostate_MPM2000-004P6_Table5 

GCGCGCATTACCCTACTCGCGGGAACCCTCACTAAAGGGACACAAACGCTGGGTACCGGG 

CCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGTGAAGTTGTGGGTTTTGCATA 

AAATTGAACTGTTACCAGGCTAAGTCAACTGAAATTGGAATCTGGGGTACTGCTTGCTTT 

GAGGTTACTCTTATACTGTCCACCATTTGCTGGCTGTGTGATCTCTAAACCTCTCTGTGC 

CCTGACTTTTCTATCTTTAAAATGGACGTAACAACAGAGGTTTAATAATAAGAGGTTTGG 

AGGTTAAGTGCTAAAATGCATATAAAATACCTAGCACAGGACACAGTAAAAAGATTGTTA 

CCGTATTTCATTGAATCTGGTTTTAAGACACTTCCTGATTTCAAAGAAACTAAAAGCTCA 

TCTTGAAGTCCAGGAAGTAGGTTNTGGGTCACTC 

>SEQUENCE:7030:prostate_MPM2000-004P6_Table5 

AAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGG 

CGGGGGCTTGACCTTAGCTAGCACAATGTGTTCATCCATGGTAACAGGAGAGAAGGCACT 

GCACACAGATGCAGATGCAGTCACATAAGTAGATGTTGTGATAAAAATATATGGACATTT 

TCTGAGAAAACAGAAGCAATCATTAGAGATAAGAAACAGCCCAGGTGCGGTGGCTCACAT 

TTGTAATCCCAGCACCTTGGGAGGCCAATGCGGGATGACTGCTTGAGTCCAGGAGTTTGA 

GACCAGTCTGGGCAACATAGCAAAACCTCGTCTCTATAAAAAATACAAAAATTAGCTGGG 

TGTGGTGGCACATCCTGTAGTCCCAGCTACTCGGGAGGCTGAGGTCAGAGGATTGCTTGA 

GCCTCGGGAGGTTGAAAGTTCAGGGCTTTAGTGAGCCATGATTGTGCTACTTTCAC 

>SEQUENCE:7031:prostate_MPM2000-004P6_Table5 

ACTGATTACGCGTAGCGCGCACTGTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGG 

G CCCCCCCTCG AG AGTACTTCTAG AATTAATTAAG G CG GG ATATTG AG G G G AAACTG ACA 

AAATAGACAACACTTTTGAATACATGGATTAGAAGATAACCATCAGATGCCTATTAGCTT 

AATGCTAATTCAGGAAGCAACTAAGAGTGTGTTTTAAAGCTCAAAGACTAAGGACAGCAA 

ATGTGCTGCGGACAAAACCTTGGTCCAGAACTCCAGTTTCATAAGTCCAGATCTGTCTGA 

TTCTGCAACAGCTGCTCTGCGTCTGTTCTATTTTAGATGTAGAGCAGCGAAGTATCCTTT 

TATTGTGCTAGTAAGGGATTTTACTTACATATGGAGGGGGCCCCCCCCGGGGGGG 

>SEQUENCE:7032:prostate_MPM2000-004P6_Table5 

CACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAAT 

TAAGGCGGGGGAAATAGAAATAAAATAGAAATTAAATTCTTTTGGTAGACTAGAGACAGA 

AATATAACATGGTAATATAAAAAGGCATGCAATTTTCAAGATGGCCTGAATATTATCATA 

ACAAACATAAACTGTTTTAG AG AG G ATTAAC ATTTTTATG AAGTT G CTTTC TTTCCAGTA 

AC ATG AT ATATTTTT ATTTGTCAAAG CCTATTTTTGTG G CA AG ACATTTTT AGTC AT ACT 

GATACTGAAAGAGTTTATCCCTAATAAACATTCAGAAAATAATTTTTAAAAGATATACTT 

TATCAAGAGGAAAATTGAGCCCAGAAGGATTGTGTGCTGGTCTTTGCTGTTTCCTCTCAG 

ATCTATTCCTTGCCCTTCTCCTGCTNTGTTCTATATTTCATTTCACTCC 

>SEQUENCE:7033:prostate_MPM2000-004P6_Table5 

G AAC AAA AG CTG GGTTCCG G GCCCCCTCTCG AG AGTTCTTCTAG AATTAATTAAG G C AGG 

CATTTTC I I I I I I I AATGAGTGCTATTCAAATGAATTCAGCTGTGGGAAATTGTTTGTGG 

CTC ATTC AC ATCTG ACAATTCTGTTC ATG G G CTCCTCCTC AACAG CTGTCCCTACT A ATG 

CAAGATAATTTTATGTAAAATTAATGTTTCCATAAGAAGGCCTCATGAGAGGAGTTGTCT 

TCTGTGGTAGGAAGTCAAGAACCAAAGGAAAACTATAAACTCAAAGAAGAAATATGCAAC 

AAAGTAAATCAGTTTTGGTGATTTCCCAGGTGATTTTACAGGTTCTATGCCAATTTGGAA 

AATGCGTTCTCTTCTTTTGTTGAAAAATAAAAAAATACTTGTGAAAAAATTGTTACTGCT 

CAACAAATAGTTCTCTNTCATTATATTAATTAGACAAATTATGTCTTTA 

>SEQUENCE:7034:prostate_MPM2000-004P6_Tab!e5 

TGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGGGAGGTGTAG 

GATTTCAAGAAGACAAAGTATACAACAGTTTACAATGCAGTAATAGAGGCAAGTAAAATA 

AGGATTTATTGCATCAAACTATCTTAATGAGCATATACTCATTGGTGTTCTAGAAACAAA 

AGCCAAAGTACTTTAGGCTGAGAAATAAATAGAAGGTGAGAAAAAAAAATCTAAAAAAAA 

AAAAAAAAAAAGCGGCCGCCACCGCGGTGGAGCTCCAATTCGCCCTATAGTGAAGTCGAT 

TACGCCTCGCTCACTTGGCCGTGCGTTTTACAACGTCTTGACTGGAAAAACCCTGGCGTT 

ACCCAACTTAATCGCCTTGCAGCACATCCCCCTTTGGCCAGCTGGCGTAATATCGAAGAG 

GCCCGCACCGATCGCCCTTCCAAACAGTT 

>SEQUENCE:7035:prostate_MPM2000-004P6_Table5 

AAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGTGGGAAAACA 
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TGAAAGTGCTCTAAGCCTGTGAAGACAGAATTAAATGTGATTTTAAAGGTGAGGGTTTAT 

AGCTATTTCATTAGAATCATGAATGAGACATGAATAGAACTATTATTATGGTTATTTGAT 

ATTGTTTTCTTAGGTTGTACATTATACAATAAGGCAAGAAACTAAAAACCCATACAAATA 

TTGTCAAAGAAGCAGCAAATTACTTTGTTTATAGATTACAGTATTACACATTTAGAAAAT 

ATAAGAGACTTTGACAGAAAACAATGTAGTCTACCTCAGGAAAA CACTA ATATTTTACCA 

GATGGCATAGAACAGAAACTGAAAAAAGTGAGAGAAAGACCATATTTTCTTGATAAAAAT 

ATTTAGTATCACAAAAATATTAATGCTTCCACAATTGTCTAAAAAACTCCTCCAATACAA 

ATC AC A ATTG C AATACTT 

>S EQ U ENCE:7037: prostate_M PM2000-004P6_Table5 

CGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTAC 

TTCTAGAATTAATTAAGGCGGGGTAGTAGCTCAGTAAATATTTGTTGAATGAATGAAGTC 

ACCCTTTTTTCCCCAAGTGTTTGTTTTTTAGAAGTTTTATTCTACAAAAAAAGCTGAAAA 

AAATAGTGCAATGCACATTTGTATACACTTCACTTGGATTTAACAATGAACATTTGCCAC 

ATTAGCGTTCTATCTTCCTCCATATGTAATATATCCGTATGTGTGTATATATATGTGTGT 

ATCAATTTGTCTTCATCTCTCTGTATCCATGATTATTAGCAGTAGAAGTGAACCATATGA 

AAGGAAGTTGCAGTCATAGCATTTTTCTCATAATAATTCCTTGTTTATCTCCTATGAACA 

AGGTCATTCTCCTACGTAGCATATTGTTAAGAAATTTAACACTGAAACAGTGATATATTT 

TTATGTACAATAT 

>SEQUENCE:7038:prostate_MPM2000-004P6_Table5 

CTGGCCGTCGTTTTACACCCCGGAATAAGCGGAACACATGCTGGGTGCCGGGCCCCCCCT 

CGAGAGTACTTGTAGAATTAATTAAGGCGGGCATATTCTACATAGGAAGCAGCTTAAGCA 

AAAGCTTGAGATAGGAATGAGCAATCAGGGTATTGGGCTAGAAGGAATTCGACTAGAAGT 

ATGAATAGAAAATTAGTAATAAAGTTATAAATATGTAAGTTAGGTGCCATATTACTAAAG 

ACTATGTATACCAAGTTTAAGAATATTATCTCTACTTAAAAGAAATGAAGAGCTGATTAT 

TTTTGAAAAGAACAGTAAAACAATGAAAATAACATTTCAGTAGAACTAACCTGTCTGAAG 

AATTTGGGACAAACTTATAGTGAGGGGTAGAAGAAATCGGAAACAGAGCAACCAGTTTAG 

AGGTACTGGTTAAGAACCTGGGCTTTAGTTAGGCAGATGGACCTGCTCTGCTACTTGGTA 

AGTTACTAAACCTAAGTCTCAGTTTCCTGTCTGTAGAGTGGGATAATAACAATGCCAATT 

TTATAAGGTTGTTGTGTGGCTAAAAGAATACATATAAAAGCATTTAACATAGTGCTTGGA 

CTATAATAATTTCTTCAACAAATGTTAGCAACTATTACCTTCATTACAAATCATT 

>SEQUENCE:7039:prostate_MPM2000-004P6_Table5 

GCCAAGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTC 

GAGAGTACTTCTAGAATTAATTAAGGCGGGCGAACAGGAGAGCACCGGAAGGCTGTACAG 

TGCCAACGTCGTCAGCGGGAGAGAGAATCAGCATAAGCCTCAAGGGAAAAGTTTCACAAA 

GACGAAAGAGCAATTGTGTGGCTACAGCATTTGGGAATGAGGACATTCCCCGTCCCCACC 

CTGAGAGATAAAGGGTACAGAGGATGCAAAGTGTCTCCTGGAGAGGGCAAGACGAGGAGT 

AAAGGCTTCCTGCAAGACCCACGGGGCAGGGCAAGTACTCAGGAAAGACGCTGGGGAGCT 

GGAAATGAGACTTGCAGAAAGTTCTGTGAAAAGGTGGAAAAGAAAGGAGAAAACCCGAGA 

AACTATATTGGGAAGAAGACTCAGTACACACAAGTATATGGAAATACCCAAATACACCCT 

TCCCCAATTTTCTGACCTATACAAATTTTATCTATTTAAGGCCGGGTGCAGTGGCTCTGC 

TATTTCTACCATGACAATTTATTCAGCTTCATCAAAAACTTATTTACAGTCCAATTTCTT 

ACCCACTGTAGATTCTAGT 

>SEQUENCE:7040:prostate_MPM2000-004P6_Table5 

AAAGG G AACAAAAGCTGG GTACCG G G CCCCCCCTCG AG AGTACTTCTAG AATTAATTAAG 

GCGGGATGGCTGAGTTCAAGCTAAATAGTATTTCAAGTTTCAAATTGTT TGGAT TTCTTT 

TTGGTTACATAGTCCTAATATATAAATCAGCTGCCTTCTGAAAATTGGAGTTTTAAGCAG 

AATCTC ACT A AG ACTTCTCTTGTT ATCT AAATCTAAAT AA A AAG G G ATTTACATACTGTC 

AGTATATACTGAACAGAAAACCTTGTAAAACAGTAGTAAACTGGAGGGATGCATTAGTTT 

TAACACAAAGCAAAACCTTGTAAACTCAGGAGATAGATAAACCTGCCAATAGAATCACAA 

TTCTAAATGTGAATCTTTATCGAAGTGGTAACTCAGTGTAAAGAAGGGTTTTAAATCAGT 

TCATTAGTCTTTATGGTCGCTTCCGTTGACTAGAAGTTAAACCACCAGCAGAAAGGAAGA 

TAAATTAAGGAGTACCCCCAGAAAAGAATTGCAATTCATGGTAAATAAGAAAACAGAATT 

TCTCTCGTTTAAAACTAAACAAAACAAA 

>SEQUENCE:7041:prostate_MPM2000-004P6_Table5 

AAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGGACC 
AGTTAGGGGAACTATGATATTAGACTGTGGCAATGTCGACCTCCACACAGGAGGAAAGAG 
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TAGTCACATACCCTAAATCTTGCGTAACGTGGTGTCATAAAATTTCAATAAATCTACTGA 

GTTAAATTAACAGCAAAGCAGAAAAATTTGCCAAAGCTATTTATAGCTCCACTAAAATGG 

AAGACAAGTTAAGAAAATGTGTGTTCTAAATAATCATGTCAGAAGTTA GTGT TTCCTTCA 

AATATAATCATAGGCCTAAGAATTTTTATCCAAGATTGATGAAATTTTATTTTACGCAAC 

AATAAATGGAACACAAAGGCTGCACATCA I I I I I I I GTCTTCTGTACATATCACTAAAAA 

AAAAAAGCATCACACTAAAACAATGAATATAATATTAAATG 

>SEQUENCE:7042:prostate_MPM2000-004P6_Table5 

AATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTC 

TAGAATTAATTAAGGCTGGTTTATTAAAAGAGAACTTGAAAGATA ATATC CATGTACTAA 

AAGAAGACTAAAATATATTTGGTCAAAATAATAGATATAATTCCAATTTTAAGCTGTAGG 

AATAAAGAAGAGATTAAACATAATTTAATACTCAAATAAACTATATTCTCTCTCCAAATT 

CTGTG GCAAG AG AATCCCC ACTTG AG G AAC AT A AG ATCTA TC AAG G A AAAT AGTTAATG G 

G ATCA AG GTAATG AATC AAGTTATTAAATG CCCTTATT AAT A I I I I I AAGGCTATATATA 

TAAGTGTGCCCATATATTCAGAAATTCTAGGCAAGGAAATGACATTCCTATACAAGCTCT 

TTGAGATTTGGTAAACATTTGTCACAGGAACTACCTAATGGCAAACCTGTTCTGGTAAAT 

GCTACTGAA 

>SEQUENCE:7043:prostate_MPM2000-004P6_Table5 

ACTGGCCGTCGTTTTACACCCCGGAACAAGCGTGTAACCATGATGGGTGCCGGGCCCTTT 

CTTGAGAGTACTAATAGAATTAATTAAGGCGGGGGAAGGGAGGGATGGCAGGTAGAGAGG 

TGATTTTTAAGGCAGTGAAAGTACTCTCTAGGGTACTGTAATTTGTCAAAACGCAGAGAA 

TGGAAAACAGTGAACGGAAAACACAGAGTAAACCCTAATGTCAACTCTGGACTTCAGTTA 

ATAATAATGTATCACTGTTGGCTCATTAATTGTAACAAATGAACCATAATGATGCAAGAT 

GTTAATGATTGGGGAGCCTGTGGAAGATGGGAGGGGAAAGGGTTATATGAGAATTCTCTA 

TACTTTTTGCTCAACTTTCTGTAACCCTAAAGCTACTCTAAAAAATGAAGTGTATCAAGT 

AAATAAATAACCAACCAACCAAAA AAAA AAAAAAAAAAAGGGGCCCCCCCCGGGGGGGAC 

CTCAATTCCCCCTTATAGGAAGTCTTTTACCCCCCCC 

>SEQUENCE:7044:prostate_MPM2000-004P6_Table5 

AATT AACCCTC ACTAAAG GG A AC AA AAG CTGG GT ACCGG G CCCCCCCTCG AG AGT ACTTC 

T AG AATTAATT A AG G CG GG G GTTCCTTG CCTGTTCATTTATC AAATTCTG AGTGTCTTCC 

ATGTAAAAAAATATTGTGCTATCAAGTGAAGATACAAACTTAAACGAGGCATAGGTCCTT 

CTTGCAAAAAGCTAAAAATTTAGCTTAGAGAATTAATATCTACCCTGAAAAAACAGAAGT 

G GTTTC AACTAG AAGTG AAAAAGTATAATTAAAACCTCTACAATAG AGGG AATATGG G AA 

ATCTCTCAAAAGGAAACCCACATGGGATCTAATCCTAAGAAAAGCTCTGCCTTCTGGAAA 

TACATACTTCATGTAAGTGACTAAAATGCAGTAGATAATGTTTCCTAAAGAAAACTTCAG 

ATATCCTTAAAATCTACTTCTCACTTAATTTTCAAAAATCACACTCCTACACAGGAGAGG 

TCATAG 

>SEQUENCE:7045:prostate_MPM2000-004P6_Tabie5 

TTACGCCAAGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCC 

CCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGGGAAGGGGATTCTAGGTTGAAAAGAA 

CAGCACATGTGGCATCTGTCAGGATTGGCCAGAAGGTTTTCATGATTTAGAGCACAGAGA 

GAGGGAAGAGAGGAAGGATTGGGAACTGATCCTGAGGCTAGTGTGCCCTGAAGTGTAGGA 

CACATCCAGCTGGCAGCACAGGAGATGATTGGGGGCAAAACAAGGTCATGGCATGGAATA 

ACAGAAAATTATTTCCTTTTCCATTTTCTTCCAGTCTTTAAGACATCAAAAAGTGCCAGG 

TGCGGTGGCTCACGCCTGTAATCTCAGCACTTTGGGAGGCTGAAGTAGGCAGATCACTTG 

AGCTTAAGGGTTCGAGACCAGCCTGGCCGGCATGGCGAGACCCCATCTCTACTAAAAATA 

CAAAAATTAGCC 

>SEQUENCE:7046:prostate_MPM2000-004P6_Table5 

CTGGCCGTCCCTTTCACCCCTCACTAAAGGGAACAAATGCTGGGTACCGGGCCCCCCCTC 

GAGAGTACTTCTAGAATT AATT AAGGCGGGTGAAACTGAACAATAGGTT AAT ATGGTAGA 

ACAATGATTACAAGTTTCCCAATATAATTCTAAAACTAATAATTGGGGAGGATAAAATAC 

TGCTCATAATATTATATAAGATTAGCACTCAAAGAGAAAAATCATTATACACGGGTTACA 

AACTACCAATAAAACATGCGTATATGTGTCTTAAGATATGGTTATATTA AACTA TAATTT 

ACAGAAAATATATTTTATTGCATAAATGCTGCTGAAAATTTTGATTATACTTTTGAAAGA 

AAGCAACTGAACAATGTCTCTCAAACATACAAAATTAGCACTAGAAAAACTATAAGCCCA 

TTGTAAAAATTTAAGTATAAAAATGACACAGTAGAACACTATAAACAATAAAAAAATATA 

GAAAGCAAAGGGGTATTTGGTCATAGAGGTGTGGAAAGTAGTAAATAGACAAAAATCCAT 
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TTTCCAGATTGTTTATCCCTAGGTTTTTATTGAGAAATTTTATAAAAAGCAAATTTAAGA 
GAGGAATTTTTTAAATAAATGTTAGTAAGAAATATATTGGTGAATATCTGATCTCTTTAT 
GAGGACCCATAAGTA 

>SEQUENCE:7047:prostate_MPM2000-004P6_Table5 

CGCAATTAACCCTCACTAAAGGG AACAAAAG CTGG GTACCGGG C CCCC CCTCG AG AGTAC 

TTCTAGAATTAATTAAGGCGGGGTTATATTACATGCCAAATGGATATTTTATTGGTGAAT 

TAACACCACAGGGAATCCATCAGAATGTATCTACTAACAATCTTGTCCAAATATCTTTAA 

CATATACATATAAATACTGAAAAATCACATGCACCAATTATCAGAATTACATGAATGCTT 

TATCTGATTTAACTGCAATGAAATTGTAGAGTTTTATTCACTTAGATAAACAATGAAATT 

AATTGGAGCTTCATAAAAGGTTTGTGTGCAATGAGAG TATAAG GGAGCTCAGCAAGTTTA 

TAGAGATCAAAAGAAAACTGTCTTATAAAAATAGGTCATTTTTGCAATAGATTTGAATCC 

TAGGAAGCAAGCTTTCTCTGTTGGACATTTGTGGCCTTTAAGGCCATTTTGTTTAATCTC 

TTTACTACAC 

>SEQUENCE:7048:prostate_MPM2000-004P6_Table5 

GCGCGCAATATTCCCTTACTAAACGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 

TTCTTCTAGAATTAATTAAGGCGGGCGGATCATGAGATCAAGAGATCGAGACCATCCTGG 

CCTCGCCCTCCCAAAGTGCTGGGATCACAGGCGCGAGCCACTGTGCCCGGCCTAATCTTA 

GAGCTTTAGAGCCCCAAATGTAGTTGGCATACAATGGTGACTACAATAGGGTGTCCCCAA 

CATTTGGTGACAAGGAAAAGACCAATCTGAGGTTAAAATTAAAAAGTATCATAACCTGTA 

TGAAGCCATTATAGAGTAACACATCTGAAAAACTTGGAGGACACTCAAGTAACTAACCTG 

CCCAATTATCTTAGAACTCATTTAAGGAAACTAGGTGCTATGCACAGGAA TCTA TAGAGA 

GTGCAGTCATGATTGCTACCTCTCCATGCTAGAAATGGCTAATGTTACCCTTTTACTTTG 

ATATAATGCTCATCTAG 

>SEQUENCE:7049:prostate_MPM2000-004P6_Table5 

CCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAAT 

TAATTAAGGCGGGGACTCTGTTGATTGGTCAGTCCTGGGTCAGTTGCCTGTCTCTGACGG 

GAAAGGAAATTACCTTCATCCCTCAAACCCTGGGACTTAGTGTGATGCAGAAATTATTCC 

CCAAAGGGGAATAGAGGTGCTGTTATCAAAAGAAGAAAGAGTCTGGGGAGGACACTGGGC 

TAACTATTACATCTGAATACAGTAAAAAATTTAATGGTCA GGAG AAGATGAAGAGAGGTC 

AATTAAAAGTACAGTTTGGTGGAAGAACTAAGCCCTAGTTTTTGCCAGATCATTAGAGTG 

ACTATAGTTTAGAGTAATCTATTATATATTTTTAAAATAGTGAAAAAAAATTTGAATATT 

TTTTAGCATAAAGAATAGACAAATATTTCAAGTGATAGCCATCCCAAGTGATGCTGATTT 

GATC 

>SEQUENCE:7050:prostate_MPM2000-004P6_Table5 

AGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGGGGAAAT 

GGTCTATTTTATACTAGAAAGGGATACATATTCAAGTGATGAATTGTG TTATC CAGCACC 

ATT AAG G ATA AG A ATTT AT A ACA ATG G AA ATATT A AGTTTCTGTAG ATA I I I I lAAAAGC 

CTTTAGAGAGCAACTTTTGAGCTCTAAACTGGTTTCAGGTAGGCTCAAGACTATACTTTA 

GGACTATTTTCAGGTTATCAGAGTTTCTTTGCATTCAATGCCAGATATTTCCTGAGTATC 

TTGGCCTAGCCAGACCATCCTACCACTCCTAAAATTTATACT 

>S EQ U E N CE:705 1 :prostate_M PM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAG 

GCGGAGGTGGCCCGTCATGAGCATGACAAAACCCAAAGCTAGAAAACTCTCGCAATGTCC 

AACTGAAATGTTATGTAAATCTAGCAGAAAAACCATCAGATTGACACATATATAAATTTT 

ATTACAAACTAAATATATCCTATCCTGGGTTTTTAAAGTAAGCCTTAAAATCTAACTTAA 

AAAAATGAACTTGACTGACAAAGTTTCACTATAACCACATACAATGATTTTGGGTTTCAG 

CAACCTGCTCTACTGAAACCGATATAATTTAAGCATCATCGGAGCAAAACTTCACTCCTT 

TAGATGGTTGGTGGTGTGAGGGGTTTGTTCCCAGTGGATAAGAGGATGGCCTTAAGGTTT 

GCTGAGTCCTTCTCTCTCAAGAACCTCTTAGAG 

>SEQUENCE:7053:prostate_MPM2000-004P6_Table5 

GACTGGCCGTCGTTTTACACCCCGGAATACAGCGTGTACACATGATGGTTGCCGGGCCCC 

TCCTCGAGAGTACTTCTAAATTTATTTAAGGCGGGCCAGTGGGTACCCATTTCTGAAAAA 

ACCGACACTCTGGGGTGACGAAACAATTTGCTCAAGATCACAGGGCTGTTTACTGTGGAG 

TACAATTCAAACCCATGTTTGACTCCCACCAAAACCAGTTTTAAATCTCCTTCCATACCC 

ATTACAATCTCCAGCATTCCCCCTCAAACCTAGGAAAAAAAAAAAAAAGGGGGGGAAAAA 

AAAAAAAAAAAAAAAAAAAAAAANGCCCCCCCCCCCCCCGGGGGGGCCCCCCCCCCCCCC 
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TATAGGGGGGI I I II I ACCCCCCCCCTGGGGGGC I I I I I I I ACAAAAAGGGGGGGGGG 
>SEQUENCE:7054:prostate_MPM2000-004P6_Table5 

CG CG CACTTAACCCTC ACT AAAGG G AAC A AA AG CTG G GT ACCG AG CCCCCCCTCG AG AGT 

ACTTCTAGAATTAATTAAGGCGGGGTAACCACCAGAAGATCTAAAAAGAAAAGTAGTTAG 

AGTGGTTGCTGTAAAAAGTGAATAAGAAGGAATGAAAGATTGTTGCTTTTCATTATAAAT 

CTTTCTCC ATTATTTTG CTTTTCTAGT ACTTG CATGTATG ACTG ACC AC A AAAG G GCCTG 

TAGGAACTTTTAGGGTGACAGAAATGTTCTATATATTGAAGTTG I I I I I AGTTACATGGA 

TGTAGCATTTGTCAATAATCGGCTAACTGGACATTTAAAATGGTTCCATTTTCTCACATG 

TAAATTATACCTCAAAGTTGATTCATACGGAAAAAAAAAAAAAAGAACAAAAAAAAAGAA 

GCGGCCGCCACCGCGGTGGAGCTCCAATTCGCCCTATAGTGAGTCGTATTACGCGCGCTC 

ACTGGCCG 

>SEQUENCE:7055:prostate_MPM2000-004P6_Table5 

CGC AATT AACCCTCACTAAAG G G AAC AA AAG CTGG GT ACCGGG CCCCCCCTCG AG AGT AC 

TTCTAGAATTAATTAAGGCGGGAAGAGGAGAAATGGAAATATACAGCTTTAAGGTCATTG 

TGTGTGAAATAGGATAATTATACAAATAAACCAGGAGAGAAGATAAAAAGAAGTATCAAC 

AAATAATATCAAATAATATAGAAAAGGAAAAAAAGTAACAAAAAAACAGATGTAACAAAC 

AGAAAAAAATTGGTAAGCTAGTATCCTTAATTGCATATACATTAAAATATAAATGATAGA 

AACAACTTAAAAGGTAAGGATTGTTGGTCCAGCGCAGTGACTCACGCCTGTAATCCCAGC 

ACTTTGGGAGGCCAAGGTGAGTGGATCACCTGAGGTCAGGAGTTCGAGACCAGCCTGGCC 

AAC ATG G AG A AACCCC ATCTCTACTAAAA ATAC A AAA ATTAGCTG G GTGTACTGTGTACG 

TCTGCC 

>SEQUENCE:7056:prostate_MPM2000-004P6_Table5 

TGATTACGCCAAGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCC 

CCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGGGAAAGATAATACTTCTGTTGAC 

AGGAAATGAAAAAAGCAAAGACATGGGCTGTGGAATAGGCTGAGATGTAAGCAGACTATT 

TAAATGAAGTTCTTAGGAAAATAAGTTCTGAACCCTGATGAATACCAGCATTTAAGTTAT 

TTGGACAGAGAGAAGTTAACATAAATTGTTAACCAAGTATAAAGTCATTAACTTGCTAAA 

TGAAAGGGTAATAGAGCCTGAAAGTTTCATAGAGATCGCAACTCCAGAAAGCAGCTACCA 

CCACCAGGACTGAGGGAACAAAGGGAAAAAAAAAAAAATAAAAAAAAATATAAAAAGCGG 

CCGCCACCGCGGTGGAGCTCCAATTCGCCCTATAGTGAGTCGTATTACGCGCGCTCACTG 

GCCGTCGTT 

>SEQUENCE:7057:prostate_MPM2000-004P6_Table5 

GCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 

TACTTCTAGAATTAATTAAGGCGGGCAGCAGGTAGAGGAATGAACAGGGAGAGTTTTACC 

AATAAAAGTAACCTAATGGCTTCTATAGAAGAACAAAAGAACTTTCAAAAAGGATCAGGG 

CAGAAGGAGGGAGACAAGAAAATAAAGAATTAAGTAGGCAAAAACACACACACATTTTAG 

CACAATAAACTAAAGGGCAAACATTCAGCCAAAGTGCTGCATTCCACAGTGGAAGGAGTA 

AGGGATTCAGCTCAAACATCAACAATATGCTCCTGAGCAAGTAACTGTGCTTTTTATTTT 

TGTCTTCATTTTTAAATTGGGGGCAATAGATACCTTATAGGATTGTTATAAAGAACAGAA 

ATAAAATATGGCATAAAGCAAACATTCCATGAACACTCATCATTAAGTAAATCTAGAGGA 

TTCTAACCCAGATACTATTTAAATTAAACAATAATTTAGTGATTCGATTAAGGTGATAAT 

TTCCATTTGTTTAGAAGACTGAAACCTCAAGATTAAATAAGAACAATCCTGTTTTATTTT 

TCTATTGTGGAATATGTGATCTAGTGCACATTAC I I I I I ATGCCACA 

>SEQUENCE:7058:prostate_MPM2000-004P6_Table5 

CCCTACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATT 

AATTAAGGCGGGACCAGGGAGAAGCACTAAAGTTCTGGACTTTTGCTCAAACGAAAAGCT 

AACCAATAATGAGTACAACAAAAAATATAAAGCGGGGCCCTGCCCGGGGGGGCGCTCCCC 

ATCCCACACAAATTTAGCTTTTTTCCCCCCCCCCCTGTGGCCAGAATAAAGTATTCCGGT 

CTTCTTGCAAGCAGCCCCCACGCTATAAAGGGGAAAAGACTATATGAGAGTATGATAAAC 

AAAAATGTATTTTTGTCTTTATAAAATAAATGCTACACAGTTGGCAGTATTGGGTATACT 

TGG CTT ATG A ACC ATCTTG ATCCTCTG G CG AG ACTTATT AAC AATC ATTAATA AG CTTCT 

CAATCTTTTTAAAAAAATATATTATTAAAACACAAAAAGCCCAAGTATCATCATCTT 

>SEQUENCE:7059:prostate_MPM2000-004P6_Table5 

CTGGCCGTCGTTTTCACCCCGGAATACAGCGTGTACACATGATGGGTAGCCGCGGCCCCC 

CCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGGTAGTCAGTCCAGAAGTAGTAGAGAT 

CTTTAAGAAACAGCTGATGAAGTTCCGTTATCCTCAGTCCATTTTCAGTACCTTTGCTTT 
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TG CTGCTG G ACAAACT ACCCC AC AA ATAATTTT ACC AA AAC AG A AG G AAA AG AAC ACTTC 
TTTTCGTACCTTCTCAAAAAAAAAAAAAAAAAAAAAAAAAANGGGGGCCCCCCCCCGGGG 
GGGACCCCAAATCCCCCTTAAGGGGGGTTTTTTACCCCCCCCCTTGGGGGGG I I I I I lAA 
>SEQUENCE:7060:prostate_MPM2000-004P6_Table5 

GCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 

TACTTCTAGAATTAATTAAGGCGGGGAAGGGAATAGCAAGTGACTGCAATGGAGTGCTAT 

TTGACTGACATTTTATCAGAGCCAAATGAGAAGAACCTAGTCATAGAAAGACATAGTAAA 

GTGTTTTCACTGTGGAAGCAGGAGGAAGTTTCCCAAGTATGCTAGTGAATTTGGTGGGGT 

CAAGGAATAATGAGAAGTCCAGTATTGCTGGAACATGGTAAGCAAAAGAGAGGTAGTAGG 

AG AG AG GTCT AAAAAGTACTTG G AGTTGTCCG G GCG C A 

>SEQUENCE:7061:prostate_MPM2000-004P6_Table5 

GCGCGCAATTAACCCTCACTCACAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGA 

GTACTTCTAGAATTAATTAAGGCGGGGAGAGAGCACATTACAAACCACTGAGAAATACAC 

CTTTCTCTATTACCTGTCGTCTTAATCACATAGCTTCAGCTGTTCCTTAGTAAAGATAAA 

ACTACTGMCCTTCATGGTGGAGATGAAATGTTTTATGTTCTACCTTGAATTAGGGAAGA 

ACTG AAT AAATT AAGT ATCTTTCC AGCTTG G AATC ACTG CCTCCATATTAC ATTGTTAG A 

AATATATTTAGTAGTTAGATTAAACCTTATTATATTCTCAGGCAAAAGAAAAGTATGTTG 

GGTAGGAANAAACACCNAAAAAANGAAAAAAAAGGCGGCCGCCA CCGC GGTGGAGCTCCA 

ATTCGCCCTATAGTGAGTCGTATTACGCGCGCTCACTGGCCGTCGTTTTACAACGTCGTG 

ACTGGGAAAACCCTGGCG 

>SEQUENCE:7062:prostate_MPM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAG 

GGGGGAATGGGTTGAAAGTCTAAATAAAAGGCAGTTTAGGTGCCCTGGGTGCCTTAGAAC 

CTACCTACTATATGTATAGCCAAGTGACTGCCATTGCCCAACCCTCAGAGAAGACACCAG 

TCTTCAATCAAAGTTAAATAGAACATGGGGACAACCAGGCACAGCCATACAAAAACAAAG 

TGATTTAGTGAAAACACATTCTCAGAACAGTAAGATACTGAGCCCCCTTCTCCAGTGAAC 

CTCTGAAAATGGGCACCATGTTATACACTCCAGGTTTGCGGAGGATATATGATTTCATTC 

TGTGTCATGAAATTAACTGTCCCAGGACAATAGACTTATAAATATTAAAAGCTGGGATCT 

CCCAGCAGAAAAGTGTGGTCTCAACCTAA 

>SEGUENCE:7063:prostate_MPM2000-004P6_TabIe5 

CAAGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGA 

GAGTACTTCTAGAATTAATTAAGGCAGGGAAATTTTGCTCAAGAAACACATTGCCTGGAT 

GGTGGCAATAGCACAGAATGCTGTTGATCAAGTGGCTGCTTGCAGCACAGCTAATCATCC 

TATGTTAGGCCAAGTAGATCACTGAACCTTTTCTCAGACCAATCCCGGATGCGCCTCTTG 

CTCTCTCCAGTGCTTCCCCAGCCTACCAACATCTCAACTGGCCACCATTCCATCCCAAGT 

CTTTGGCAAACCCAGGCTGATATATTAACCAAACGGCCAGAAGGGGCCACTGTTGAACTA 

GTCTGGGAAGAAAGCTAGCGTTAGCCATTCTTTTACCAAGTGGCTATTGGCCAGGATAAA 

CACACCCCTGATTTAATGTATGTTATAGTATATATAATCATATTTATATAAATTATATAC 

TTTT AAT ATAATTTT 

>SEQUENCE:7064:prostate_MPM2000-004P6_Tabie5 

GGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGG 
GCAGGGCCTCCAGGGTAAGGTCTAGGTGTTTGGAGGGCGGGACAGGATCTCCAGGGGAG 

G 

CTCTAGGTGCCTACGGGGCAGGGCTGGGTCTCCCTAGGGGTTGGAGCTGCATCTCCGGGG 
CCAGAATTAAGAGCCTGGCTGGCCGCGGTGGCTCGCGCCTGTCATCTCAGCGTTTTGGGA 
GGTCGAGGCGGGAGGATTGCTTTTACCCATTTCGAGACCCATCCTGGGCAACATAGCGAG 
ACCCCATCTC 

>SEQUENCE:7065:prostate_MPM2000-004P6_Table5 , 

GGGTCCCAGGGGTGCAGTTCAATATTGTGTGCGTGCAGGAAAGTAGTTTTGCTACTCTAT 

GCCCCAATTTCCTCCTACAGAACAGGGCTAATATGCTCATTTAATCCACAGATCCACTAT 

TAATGCTGGTACCCACCTAATACCCTCTAAGGGTCACTCATCTCCCTTGGAATTTAATCT 

ACACTCCTCCCCAAGGCCCCTGCTCAGTCTCCCTTGACATCTGCCCTGTTGTGGTTCACT 

CCATTCCAGACAGGCTGGCTTCCTGCTGTTCTTTCACAGGCTCANCCTGCTACATGAATT 

TTGCCATTTAAGAGCTGCTCCCAAGGCCGGGCGCAGTGGCTCACGCCTGTAATCCCAGCA 

CTTTGGGAGGCCGAGACGGGCGGATCACGAGGTCAGGACATCGAGACCATCCTGGCTAAT 

ACAGTGA 
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>SEQUENCE:7066:prostate_MPM2000-004P6_Table5 

ACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 

TTAATTAAGGCGGGCAAGTTCTCAAAAGT I I I I \ ACTCTCATGTTGCAGTTCTCAACTAA 

AAGATGTGTTTCACTAAACAATGAGAAATTCAAAAAAGGGAAATAGAATTTAGCAAAACA 

AAATAAACCGAATTTAAAAAAAAAAGAAGGAGAAGAAAAAAAAAGCAGTAAAGGAATTAT 

CTGACCAGAGTCCAAGAGTATGGTGAAGGGTACCTCCAAGATTACAACTGTGCACCAGGC 

ATAAAAGATAACCAATTGAGATTGGAGCAGTATGATGAATAGATAAGCATGTTGAGGACT 

TTTAGCCTCATGACTATGTCATCATGGCATGA I I I I I AACCTACGATGATACTTCAGGAT 

GTGCTTCATCNNACCNNANNAAAAAAAAAAAAAAAAAAAAAAAAAGCGGCCGCCACCGCG 

GTGGAGCTCCAATTC 

>SEQUENCE:7067:prostate_MPM2000-004P6_Table5 

AAACAGGACTGGCCGTCGTTTTACACCCCGGAACAAGCGTATAACCATGATTATTGCCGC 

GTCCTTTTCTTTAGAGAACAAATAAAATAATTTAAGGCGGGACATGTGGAAGTTAATAGT 

ATCAACTTCTTCGTTGGACAAAGCTACATTTGGGTCTTGTTCCCACCAATTTACAGTGTC 

TTGAGATTACATCTGTCTGTCTTGGGAAGTACCTCTGTACTTAAGAGTACCTCTGTTTTC 

TTGTATATCAAAGGGAGTAATATATGTACTTTTTAATATGCCTGATATAAAGTTGAAATG 

AGAGAATGTATTTAAAGTCTGGCACATCGTGTGGACAAGGAGGCCTAGAATTTGGAAGAA 

CATATTTCCAT 

>SEQUENCE:7068:prostate_MPM2000-004P6_Table5 

CTGGCCGTCGTTTTACACCCCGGACAAGGTATACCTCATCATTATTGCCCGCCCTTCTCA 

AAGAAAAATAAATACATTATGCGGGGGGTCTTGCATTACTTTCTGAGAGGGAAAATCTCT 

GTATATATCTGTCAGACTATAAGCTAAGTTGTTAGCTGTACTACATAGGACTGTGGCTCA 

TTACTCAAATACTCATCATACTCACATGCAACTTAGGATACCACAAGTTTTCCATTCAGA 

GTGTGTTATCCCAAGAGTCATTNTAAAAAGAATCACTTCTTTCAGTAAAACCTACTCCCC 

CATTTTAC 

>SEQUENCE:7069:prostate_MPM2000-004P6_Table5 

CGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGT 

ACTTCTAGAATTAATTAAGGCGGGTGGATCACGAGGTCAGGAGTTCGAGACCAGCCTGGC 

CAATATGGTGAAACCCTGTCTCTACTAAAAATACAAAACTTAGCTGGGCGTGGTGGTGTG 

CATCTGTAGCTGTGTGGGAGGCTGAGGCAGGAGAATCGCTGGAACCTGGGAGGTGGAGGT 

TTCAGTGAGCTGAGATCGTGCCACTGCACTCCCGCCTGGGCAACAGAGCAAGACTCTGTC 

TGAAAAAAAAAAAAAAAAAGTTTTATGCCCATTTATCCAACAGCAGTGTTATGATACCCC 

AA AGTTTGTCTGT AGT AG G C AG AA ATTTT ATTT AATTTTC ATGTGTTT ATT AATG AAGTT 

GATTAATATATTTCTAGATTTTAAAAAATTAAGCTTCTCACATTCCCTAAAACTTTGAGT 

AGATCTATTATCATTTGA 

>SEQUENCE:7070:prostate_MPM2000-004P6_Table5 

CCCTCACTAAAGGGTACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAAT 

TAATTAAGGCGGGCGCCTGTAATCCCAGCTGCTTGGGAGGCTGAGGCAGGAGAATTGCTT 

GAATCCGGGAGGCAGAGGTTGCTGTGAGCCGAGATCGTACCACTACCCTCCAGCCTGGGC 

GACAGACACTTTCTCAAAAAAAAAGAAAAAAAAATTAAAATGAGAAATGTAAAATTGTCA 

GATTAATAAACTTTATTAAACATTCCCAAGGCAATGATGAAAATAATTAACAGTGAATTA 

TTCTATAAAGATGTGTTTCCTTGTTAAACATTGGACTTCTTGATAAACATGGAGAATGTC 

TACGTACATTTATATCTTCTTTCTCTTCTGAAACATCATTAGAATGATAGTATAGGAAAN 

NAAAAAAAAAAAAAAANAGAAAAAGCGGCCGCCACCGCGGTGGAGCTCCAATTCGCCCTA 

TAGTGAGTCG 

>SEQUENCE:7071:prostate_MPM2000-004P6_Table5 

TTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTA 

GAATTAATTAAGGCGGGAGTTTGAGTAAAACTGACGTGTAATTCTAGAATTGCCCAAGCA 

GGATTTGGAAAAGGAGTCCTAGAAATTGAGAAAGAAATTGGGGCTAGTGACAGAGGCATA 

TGATTAAGTAATAACTGAATTTATTAAGAGTGAAATAGGCCTTCAAGTTGCTGACTTAGA 

ATAAAATCTCACAAAATTAAGGACTGATTTTTAAAATTAGCCTGCACTGTTAAAGCT 

>SEQUENCE:7072:prostate_MPM2000-004P6_Table5 

AAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGG 
CGGGGGTGTTCAGGAGATTGATTTGACAAGATATGCTAAACAGTTAAGTTTAATCATCAT 
TTATTGATAACCGGCCCCTAATACCCTTGAGTTCAAAGATCACTAACATCAATGGTATTA 
CTCAGTGCGACAGAAATAATATCACTATTTATCAAGTTTTGATGCACTGTGCTAAGCATT 
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TTGAGTGCTCAGCACAAAATCTAATCCTCACAACAACC CTATA CAGCAAGAGCATACATC 
TTTTTTGTGCAATGAAAAAGCTGAGACTAAGTCTGGCA TTTTTCCAAAGGC CATAATCTA 

GAAACAACCAGGATACAAGTACCCTGACCCCAAAGCCTI MM II I GGTGAGTAT 

GCTACAATCGAATAGACCTTTAAATTCCACGTCCTTGTAAAAATTCAAAATAAAATTGGG 

GG 

>SEQUENCE:7073:prostate_MPM2000-004P6_Table5 

AAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGCAGA 

TCACGAGGTCAGGAGATCGAGACCATCCTAGCTAACATGGTGAAACCCCATCTCTATTAA 

AAATACAAAAAAAAAAAAAAGAAAGAATTCTAAAAACAGTGGTACCTGTCCTAGGCTGAT 

TCACAAAACGTTACCAACTTACGCAGCAGGGACAGGGACAGGGACAGAGGAAGCACJGTT 

GAAAACAGCGCACACACAAAGTTAACACCACAAGAAATGTTTCTCATTATTCTGAAAATC 

AAATATTAAGGTTTAGGCTGGGCTTGGTGGCTCAGGCCTGTAATCCTAGCACTTTGAGAG 

GCTGAAGCAGGCAGATCAATTGAGGTCAGGAGTTCAAGACCAGCCTGGCCAACATGGGGA 

AACCCCATCTTTACTAAAAATACAAAAATTAGCCAGACATGATAGCATGTGCCTG 

>S EQ U ENCE:7074: prostate_M PM2000-004P6_Table5 

GCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAAAATAAAATACA GTTA AGTATTTTAT 
AC ATGTAC AAAG CA ATTG CCTAT AACT ATTAATGTTTTTAATAAATGTTTTAAATTAATG 
TTTTT AAAAT AA ATTG G ATT ATATTTAACTCTGTAATTCT C A AT A C ATG CTTACTTC AAG 
TTAATAAATGAGATATGCTTATTTTTTTCTCAGTAGTATATTTTCTCATTAAATTAAATC 

ATT AATTT ATTCTC ATTAAG CTCCAAACCTG GTTTCTCT A ATTCG GG C AGTCTGTTCTG C 

TGATTTAGAAATGGGACCCCTTCCATGTTCAATATCACTCTTTATGTATAAACCACAAGA 

CTAGGGGAAGTAGAGTGACACTGATCCTTAAATAAAATTTCTGCCACAAAACACTGTGAA 

TG AATTTG AA AGTN N N AN A AA AAAA AAAA AAA A AA A A A AGGG G GG CCCCCCCCCG G G G G G 

GACCCCCATTCCCCCTTTTAGGGGGTTTTTTTCCCCCCCC 

>SEQUENCE:7075:prostate_MPM2000-004P6_Table5 

CTGGCCGGCTCTTCACCCCTGACTAAAGGGAACAAATGCTGGGTACCGGGCCCCCCCTCG 

AGAGTACTTCTAGAATTAAAGCATGTACGGTATCAACGCAGAGTTAATAAAGGCGGCTCT 

GACAAATAAGAAAAGGTGCTATCAGCAAATCAGAAATTTACAGTAATTCCAGGAAGATCA 

AAAGTAGATAGGACTAGAATGACAGAGTAGAGGAAATAGATTCTATTTAAAACATACATA 

GGCTAGGTGCGATGGCTCATGCCTCCAATCCCAGCAATTTGGAAGTCCAAGGCGAGAGGA 

TCGTTTGAGCCTGGAGCTCAAGACTAGCCCCGGCAACATTGCGAGACCCTGTCTCTACNN 

AAAAAAAAAAAAAAAAAAAAAAAANGGGGGCCCCC CCCCG GGGGGQGCCCCCAATCCCCC 

CTTAGGGGGGGTTTTTTCCCCCCCCCTTGGGGGGGTTTT 

>SEQUENCE:7076:prostate_MPM2000-004P6_Table5 

AGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGC 

AGGGTAGTTTTTATCAGGAAGTCTGATGGAGATCCCAGGAGCTCTCCCTCCAAACAAAAG 

TAATTTGCATTCCTGAAAGAATTGTCAAAGAACTGAAAGATGCAAGG ATTGCA ATTCCTA 

G CAG GTACCTACTT AAT AC AACTGTCTG G CT AAT AC AG AAA AC AAAT ATTTTT AG AG GAT 

GACTGTGTTTTAATCTTAATGACTACAAGGAAGAGCTGGTATTCATATGTGATCTGCTTA 

GTTCAGTACCTGATATGCAGCTATCATTCTGGCAAAGGTTTCTCTATCTCTACAAACAGA 

ATTTCAGAAGCAATTTGCTTTCATTTGGCTTGTACAGCAGTACATCTTCACTATACTGCC 

TCAAGTTAAGTCAGTTTTCTGGCTTTCATATGATATGCTTTGTTTGTTTTGAGATGGGAG 

TTTTGCTCCATCTCAA 

>SEQUENCE:7077:prostate_MPM2000-004P6_Table5 

GCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 

TACTTCTAGAATTAATTAAGGCGGGGAGCCAAGCCCAGACTCTCAAGAGGGTAGAAATGG 

CTACTAGGTATAATCATGCTAATTATTTTTCTTTCTACTAAATC TGCAG TAGGTGAATTA 

TTTCAACAGCCAGAGTATCAGAACCACAGAGCCCATTCGAGAI I I I I AAAAATCAGTATT 

ACCGTGAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAGGAAAAAAAAAAAAAAAAATAAAA 

AAAAAAAAAAAGCGGCCGCCACCGCGGGGGAGCTCCAATTCGCCCTA 

>SEQUENCE:7078:prostate_MPM2000-004P6_Table5 

GCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTA 

CTTCTAGAATTAATTAAGGCGGGGGGCCTGGAAACGGGGTGATGTGGACAGTGACTGTCT 

TAAGGGAATTGAGGATGTTGGTTGAGAATAGTTGAAGTAATTGATCATTGGGTCCAGGCC 

AAATTGGAAAGGAAGCAAAGCTAATGAATATCTGTGGGGTCAAATCATAAGAATGAAAGA 

TACTTCCTTTCAGTGTATAAAAACTTTTGAAATTTATTGTAACAATTTTATTTTAAATAT 
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TTAATTATATGAAGCAAGAACAAGCTACCTTACATTTTATTCTTTAATTGAAAACTACAT 

ATATCTACTAATTACTAAGTACACCGAATCAAGAGAGTTAGAACTAGTC CCAG ATCTGTA 

CTAGTGAACTATGTAACCAACTAAGTCACTCAGCCACTTTGTGCCTCAATTTTACCTCTG 

TAAA 

>SEQUENCE:7079:prostate_MPM2000-004P6_Table5 

AGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGA 

GTACTTCTAGAATTAATTAAGGCGGGAGAAGTAGATTGAAGATACAAGAACAAAGGGAGA 

TAATTGACGGAGAGCCCTTGAGGATGATGGAGGGGTTGAGATTCATGAGGGATTGGCCCT 

AG AC AAG GT AC ATG G GTTAAAAGG C AG AA AG AAAG A AAG A AAG A AAG AA AG A AAG AA AG A 

AAGAAAGAGAAAGAAAGAAAGAAAGAAAGAAAGAAAGAAAGAAAGAAGGAAAGAAAGGAA 

GGAAGGAAAGAAAGAAGGAAAGAAGGAAAGAAGGAAAAGGAAAAGAAAAGAAAAGAAAAG 

AATGGAGGAAGAAAAAAAAATTATATTAAAAAAAAAAATAGCGGTCGCCACCGCGGTGGA 

GCTCCAATTCGCCCTATAGTGAGTCGTATTACGCGCGCTCACTGGCCGTCGTTTTACAAC 

GTCTTGACTGGGAAA 

>SEQUENCE:7080:prostate_MPM2000-004P6_Table5 

CTA AAG G G A AC AAA AGCTGGGTACCG G G CCCCCCCTCG AG AGTACTTCTAG AATTAATT A 

AGGGGGAATAGGAAGGAAAGAAGGAAGGCAGGGAAAGAGAGGAAATGCAACAGGACAGGT 

GTCATGCTGAGAATCTGAGAAGAGCTGCAACAACAGCCAGCAAGAAAACAGACCTCATGG 

CCCGGCGCAGTGGCTCATGCCTGTAATCCCAGCACTTTGGGAGGCCAAGGCGGGTGGATC 

ACGTCAGGAGATCGAGACCATCCTGACTAACACAGTGAAACCCCATCTCTACTAAAAATA 

CCGAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAGGCGGCCGCCACCGCGGTGGAGCTCC 

AATTCGCCCTATAGTGAGTCGTATTACGCGCGCTCACTGGCCGTCGTTTTACAACGTCGT 

GACTGGGAAAACCCTGGCGTTACCCAACTTAATCGCCTTGCAGCACATCCCCCTTTCGCC 

AGCTGGCGTAATAGCGAAGAGGCCCGCACCGATCGCCCTTCCCAACAGT TGCGC AGCCTG 

AATGGCGAATGGAAATTGTAAGCGTTAATATTTTGTTAAAATTCGCGTTAAA Mill GTT 

AAATCAGC 

>SEQUENCE:7081 :prostate_MPM2000-004P6_Table5 

CGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTAC 

TTCTAGAATTAATTAAGGCGGGGTTTGTTGGAGGGCAGATTAGAAAGAGTTTACTTGGGA 

ATCAAAAAACTCAAGAAGCAAGTGATTAATATACTTGAACCTAAGTTTTGCTCAAATCAT 

C AAA AAC AAAG GTAT AAT ACTT AAAG CTAG AA ATGT ATAT AC ATCCT AC AAACTG AG G GT 

CTTCTTCGGGACCTGATGGATGAACTAACTTCTATAGGGAACAATTGGAAGTCATGTCTT 

TGCCT3AGTTTCTAGCAACATAGTAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAGCGGC 

CGCCACCGCGGTGGAGCTCCAATTCGCCCTATAGTGAGTCGTATTACGCGCGCT 

>SEQUENCE:7082:prostate_MPM2000-004P6_Table5 

GCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGJACT 

TCTAGAATTAATTAAGGCGGGAGCCACCGCATGAGTCCTTTTAATCAATTAATTGCTTTT 

TCTCTATAATAATTGTAGACAGCTGAAGAGGGATCAATTTAAAAAAATTCAAGTTTACTT 

CAGTAATCATTCTAGATTACAGAATTGTGCTTTAAAATAGCTAC \TTGTATATATCAGTA 

CTAGAAACATCCAAGAAATAGGAGTCTACATTACATTGGCGAAATAACAAAAAGGACACA 

AAAAGGCGGCCGTCACCGCGGTGGAGCTCCAATTCGCCCTATAGTGAGACGTATTACGCG 

CGCTCACTGGCCGACGTTTTACAACGTCTTGACTGGGAAAACCCTGGCGTTACCCAACTT 

AATCGCCTTG 

>SEGUENCE:7083:prostate_MPM2000-004P6_Table5 

CCCTACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATT 
A ATT AAG G CGG G G C AA AG CTTCTTAA AAT AAC ATTCTTCTT AA AJCGC ATCC ATATG ATT 
TAGCAAATTGATACGGCCAAAGTCAATAAATCATGATGCCGG GTTTT TACTTTAATGTAT 
AACTGCTTTTATTTTATTTTTTGCTTTGAGCCAACTCCTTATAA I I I I i AGCCCAAAGTT 
AA ATGT AT ATTCTTGTCTAG G C AAA AC AAG CTACTTCTC ACATAACG G GTTCCTG GTTTT 
CAATGTCAAACCACCACGAATGCAGGAAATCTTCCCCCAGC GGTTC AGCAAGACACAGAG 
CTGGCTGCCTCTGGTTGCACCAACATGCAACCCATTAACTGCTTTTCAGTTGGCAGTATT 
TGAATTTGTAGATTTTTTCACCACTTTTCAATGTGTAAGT 
>SEQUENCE:7084:prostate_MPM2000-004P6_Table5 

AGCTGGGTACCGGGCCCNCCCTCGAGAGTATCTCTAGAATTAATTAAGGCGGGGGGATAG 

CATGAGGAGTTATCTTCTTACAAGGTCACTGCCCTATCTAATTAGACCCCTCCACCCTTT 

GACCCTCATTTAAACTTAACTTCTAAAGACCCTCTCTCCAGATAGTTACATTGGGGGTTG 
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GGCTTCAACATAGGACTTTGGGGGAGGTGGAGGACACAATTCAGTTCTTAAGGATATATT 

AAACTTTTTAATGTGGATAGTTGGTCTTCCACAAAATAGAGAACCAGAGTACCTACTGAA 

AAATTAGAAAGCCGTGGACGAAAAATCTAATAAGCTATCTTAATTTAGAAAAAGACAACC 

TTTTGGCTGGACATGGAGGCTTATGTCTGTAATACCAGCACTTTGGGAGGCTGAGGAGGG 

AGGATGGGTTAAAACCAGGAGTGCTTGCACCAGCCTGGGCATTATTG 

>SEQUENCE:7085:prostate_MPM2000-004P6_Tabie5 

CCAAGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCG 

AGAGTACTTCTAGAATTAATTAAGGCGGGATTACCATACCCAGCTCTGGGTTCAAGTCTC 

AACTCAGCTACTGTCTGGCTTAACAACAACTGGACAGGCCCTCTGACCTCTCAGGTCTCA 

TTTCCACCAGATTTCCTGGGAAACAAGCCACTGTCTTTATTAGTAAACTACAAAATGTAT 

TTTGCATGAGTACAAAATGTATTTTGCAAGTGAGTAAGTATGTAAATAAATAAGTCATCT 

TTTGATAATAACATGAATTCTGGTTTGTTTG I I I I I 1 I I I I GAGAGACTCTCGCTCTATT 
GCCCAGGCTGGAATGCAGTGGAGTGATCTTGGCTCACTGCAACCTCCACCTTCCGGGTTC 

AAAGCGGTTC 

>SEQUENCE:7086:prostate_MPM2000-004P6_Table5 

GAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTTTTT CTAGA ATTAATTAAGGCGGG 

TCATCGTAGTTCTCCTGAGAAAGGAAGCAAAAACAAGAATTATTTTCTTGCTGTACAAGA 

TGACACCCCACTGGCCTCTGTGCTGTTGTAGACCCAGTCAGATAAAACAGTTGGAGGTAA 

TCCGTGAAGGATGCACAGGATAGACTAAGGGCAGCAATTGAAGCCAATCACTCCAGAAGG 

ATTCTGGGTCAGCAGAACAGTGGTCCTGAGTGGGTGATCACTTGCCCACTGGCTCTTGCT 

GTAGA 

>SEQUENCE:7087:prostate_MPM2000-004P6_Table5 

GATTACGCCAAGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCC 

CCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGACCAAACCTATTAGTAATTGGTTA 

ATTTTG G AT AC AG ACTG AAGC AG AAG AG G G ACTT AC ATTTTT AAATCTGTGTG CTTTTGT 

ACTGTGTGATGTTTCTAAAAGCATACACCTATGTATTATGTAATTTAAGCATTTTAAAAG 

TATTTTCCTGGCCGGGTGCAGTGGCTCACGCCTGTAATCCCAACACTTTGGGAGGCCGAG 

GTAGGCGGATCACGAGGTCAGGAGATCGAGACCATCCTGGCTAACATGGTGAAACCTCAT 

CTTTACCAAAAAAAAAAAAAAAAAAAAAAAAAAAAAGGCGGCCGCCAC CGCGG TGGAGCT 

CCAATTCGCCCTATAGTGAGTCGTATTACGCGCGCTCACTGGCCGTCGTTTTACAACGTC 

GTGACTGGGAAAACCCTGGCGTTACCCAACTTAATCGCCTTGCAGCACATCCCCCTTTCG 

CCAGCTGGCGTAATAGCGAAAAGGCCCGCACCGATCGCCCTTCCCAACAGTTGCGCAGCC 

TGAATGGCGAATGGAAATTGTAAGCGTTAAT ATTTTG 

>SEQUENCE:7088:prostate_MPM2000-004P6_Table5 

AAACAGAAAACTATAAAAAATTCAGGAGAAACAGGAGAAAATTTTTGGCCCCTAGGGATT 

CATGAAAAGTTCTTGTCATGACTTTAAAAGTGTGATGCATAGAAAAAATTATCAACATTT 

AAGAAGTGTTGCTTCATGAAAAACTTTTAGAATGAAGAGCAACAGATTGGGAGAAATGAT 

T 

>SEQUENCE:7089:prostate_MPM2000-004P6_Table5 

GCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACT 

TCTAGAATTAATTAAGGCGGGAGAATCGACTGAACCCAGAAGGTCGAGGCCGCGGTGAGC 

CATGATGACACCACTGGACTCCAGCCTGGGCAACAAAGCAAGATCCTGTCTCAAAAACAT 

AAAATAAAATAAAAAACTAAAGTCAACAGTCCTGTTCTGTTAATAAGTGCGCTAAAAAAC 

TTTGATATTATCAAAATTTAGGTGGCAACTGTACCTCCTTCTGTGCGTAATGATTGAGAT 

ATGGAAAATGTATTTCAAATGACACCTTTTTTCCCCAAGAAAGCTTAACATACAGATCAG 

GCGTCTACCAAAGTAAGTTACCAATGGTTAACTCCAAGTGTCACACAGGGCACTGACAGT 

TCAAGTTGGTCTTCTATTTCTGAAAGATTTTAACACATAA 

>SEQUENCE:7090:prostate_MPM2000-004P6_Table5 

GCGGGGTTTGGATTAGAAGGTCTTCAGAGTGCTTCCTAACTCTGAAATGTTTGTAATTGG 

TTTCACAGTGTGCCTCTAATGTTGATGATTCTGTTAGTTGAGTGGTCTCGTTGTGACCCC 

TCCTCACCCCCAAACACATGCATCTTCTGAACTGTCCTTTAGTTCACATCTCAGAAAATG 

CTGGCCAATAGGGCACTGAGTAGAAACTTGAATTACTATGTCTCCATTATATGCATAGGT 

ACCGTTTGCTACATATTCTCACATTTAGTTAGACTATTCCTCATCAGAAGTTACCGAGGA 

GTATTTTGTAAAATGGCAACCT AT ATTTTT AATAACATAAGCCCTGAATCTTAGTTCTTA 

TTTAAGAGATGCATCATTTACAGATATATAAGCTCCATGAGGACAAGAGGGAATTTTG 

>SEQUENCE:7091:prostate_MPM2000-004P6_Table5 
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GCCCCCCCCTCAAAAGAACTAATAAAATAATTTAAGGCGGGAGAATGCCATGAACCCGGG 

AGGTGGAGCTTGTAGTGAGCTGAGATTGCGCCACTGCACTCCAGCCTGGGCGACAGAGCG 

AGACTCCGTCTCAAAAAAATAAAAATAAAAAAGAAGAGACCCTTTAATTTGTGCATTCTT 

GTGGTGGGATAATTTTAAACCTTAATTTTGTATGATTACCCTCAAATTTTACACATATAA 

ACAATGGTAATCCTGAACAGAGGATGGCAAAAAGGAAGAAGTGTTTACAAGAAAGGCAAA 

AGTTAATCATCCTCTTCCAAAACTGAAAAAAAACCTCAGCATTTACTTTGGGCAGGTGAA 

ATGTCTAAGGGCACTTTCTAAAGATAAACGAGACAAAGTCTCAGTACGTATCAAGCAAAT 

AAAGTAACAAAGGTGGAGGTCAGAAGACCTAGTTATATATCTCTGCCATTAACTGACCTA 

TACAGCAAATTAGATAAAGTGAGGATAGGATACGTAAAATAGTTATTCAAATGA AATA AA 

TGTATGTCTAAATTATAAAATGTCTAAATCAATAACTTTTAAATAAATCAATTTATTTTT 

AAATGCATATAATAATTCAAATGAAGAAAAAGTGTTACCTAATAAAATTTCTG 

>SEQUENCE:7092:prostate_MPM2000-004P6_Table5 

CGCGCAATTATACCCTACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGT 

ACTTCTAGAATTAATTAAGGCGGGAGGAAGTGTCTGTTAAACACTTATACACCGAGGTTC 

AAAAGTTGGAGAAAAGGTGGTATTGGATCGATTAGTAGAGATATGGGAGCCATGTGTGAG 

TAGATACTAAAGCATAGGGAGAAAGTATGGAGTAAGAAGAGAAACGGGTGACTTCCAGTT 

TCTGGTCTGGCACATAAGAACCTGGCCATCATCACTCCA 

>SEQUENCE:7093:prostate_MPM2000-004P6_Table5 

CAGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAG 

AGTACTTCTAGAATTAATTAAGGCGGGCGCCACTTGGCAACTACTTATTTGGCGCAGGAT 

TCTAAGGCGCTATCTAACCCACGTCTGGGACTTATCCGAGATAAAATACATACTATACCT 

GCTGCTTACATCTACAACGTATATACAGGCTTTGGAACAATTTTTATATCCATTCATTGT 

CCCACGTGATTCCTCTGCATATCCCAGGAGAGATGTGGGTACTCTCATGCCCTGTATATG 

GATAGATAAATTGAGGGTGAGGTTATGAAACCCAGTGACAGAATTGGGACTAGGACCTTG 

TGGGACAAGGATCTTGGTTTGCTGACTCCTGATTCAGGGCTCTTCTATAATAGCTCATAA 

GAACTCTAACTGAAAAGATTTCTCATGGGTAAAGGAGGATAACCCTTTAAAGATACACAT 

GAAA 

>SEQUENCE:7094:prostate_MPM2000-004P6_Table5 

CTGGCCGTCGTTTTACACCCCGGAATAAGGTGAAACAAGCATGGGGGCGGGCCCCTCCTC 
GAGAGTACATACTAGAATAATTAAGGCGGGGCGATGATTCAGTATTAATTGATTAGTCAG 
ATAAATAGTAATACCATTTAAACACAGCAACTGACTTTGTTTAAAAGTTAGATTATACCG 
AAA A AAA A AAA A AAAA AAA AAAAAAA AAAG GGG G G CCCCCCCCG G G G G G AACCCC 
>SEQUENCE:7095:prostate_MPM2000-004P6_Table5 

GCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 

TACTTCTAGAATTAATTAAGGCAGGCTTTACATTACACACCCCACTGGTATGTT CAGG CT 

CACAAAGATGCAACCAAGAACTATATGCGGTTGCAAGCACATATTACAGAAGGTTTTATT 

TTAATGTTAAGGCTGATGAATCTTGTCCTAAGCAGGTAGGACACCTCACAAGCACTGAGT 

CTGAAGCAGTGAAGATTTTTTTTTCTTTAGTTTAACAAACTGCTTAA TCGCT CA TCAAA T 

TACCCCATATATCATGAAGGCCCCAAACATAGTGAAGCTTCACTAG I I I I I CATTTTTAA 

GATGTATTCAAACATCAAGTAATGCACAACTTGCCAAGAATATTTGAAAATGGTTACTTT 

TTTAAAATTTAAACTCGTTAGTGCATAACTGCAGGGTTTAATATTACAATCCGAAATCCA 

ATGTT AAG C ACT ATTN CG C AGTG AATCTATATG AATATG AG CATTC TAAG ATCATAAATC 

AACTAGCATTTTACACATTCTTCAAATAAAACATCAGATTCCATTTATTTT 

>SEQUENCE:7096:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGCGGGGATTTTGATACACATAAAAGTTTGTGATAGCTGCTACTGCAGACAGATTCTAT 

GATAGAGTTGAGTTTATTTTACAAAGGGAGTTCTACTTCTCTAATATTTTAAAAATTTCT 

ATTCATATTGTTACCTCACAACCTGAACTTGGCTTCTTGAATTGTTAAGTCATTCAAATA 

TTTTTTGTGTTGTTCCTGAGTTGGCCAGGTCATATGAGCTCACCCAAGGGGAGAGTGGGT 

CTATCAATGG C AAGTCAACCTTTG G AG ACCTG ATAATTGTCAACTG AGG AGG CCTTG GGT 

GAACCCAGTGAGAGTCTGATCTGTGATTAAAGTATAGTTGTATGAATTGAATAACAGAAA 

CCGTTTCT AACAACACTG G AG CC A 

>SEQUENCE:7097:prostate_MPM2000-004P6_Table5 

TGGCCGTCGTTTTACATTACGGAAGAAGGAAGACACATGATGGTTGCCGGGCCCTTCCTT 
G AG AG AACTAAT AAA ATTAATT A AG G CG G G AC AGTC AATCG G CCTG CAGTGTC ACCTG CC 
ACCTCGCTGAACAGTTGACAATGCAATTATCCAGTGTGGAGGCAGGGAGTTGGCGTGTGT 
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CAAACGCACTTAGCCACTTTCCGGGCCTCCTCGATAACGCGTTTCACTGCCTCACGTCAG 

GAGAGACGCAGAGAGACAGACGCCGTTTAAAACCATGGATACTTGCTCCTTCTGCCTGCA 

CTCCCTCTGTCCTAGCTTAACAATTGTGTTCCAAAAGGCGATTAAATCCCATCAGTTGCC 

ACGGGGGACAGAAGGTGCCTTGCTCCTTGCCACCTGTGCTCACCCCTGCCAACAGGCGAC 

AGAGAGAACTAAAGATGGTAGGGAGTCACAAGGCAGCAGCCCAACCCTGTGCACTCCAAG 

ACCGCCTCCAGCAGTGTGCTGTTCCAACACCTGTCA CTGG CTGGACCAACAGCAGAACTG 

CACTGGGGGACATTTTTAGCACCTGGGGCTCCCTTCTTTTGAGAACTCGACACCAAAAAA 

GGCAGCAGCTAGGGCAAGGCCTATGTGCCCATGCCCTGGGGC 

>SEQUENCE:7098:prostate_MPM2000-004P6_Table5 

AGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAAAT 

CTCATTAAAGTATGTAAAACTAAAACTGACACAATTTATA TAAAA AAAAGTAAGAGAAAG 

TATACTGGGGCAACTAGTCAAGTCACAGAAATCAGAGATTTTTATATTTTATCTGCATCT 

ATTGCTACCTCTACAAGTTGCCTTCTATTTTTGAAGAGTTTCCATAAAGTGCCATAGTTT 

TCATTTTTTACAACAGTTCAAAAATAAGCAATGATAAGTATAGAAAAAAGGTATTGATAT 

GCTGGAGGATAAATAATTATGACACCATATGAAATTTATGAAGCATTATCAGATATTATT 

ACATGAATCCCTACAACACCATGGCGTACTAATTTTATTATTATTATAGATAAGGAAATA 

ACTACAGAGAGGTTTACTAACTTGCCCAAATTTATATAGCTAGTAAATGTAAAGCCTGGA 

I I I I I CTT 

>SEQUENCE:7099:prostate_MPM2000-004P6_Table5 

GCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTA 

CTTCTAGAATTAATTAAGGCGGGAGGGGAGTACACAGGCTGTAAACAGCAGTGCCCAAGC 

TGAGACGGAGCAAGCTGGGAATCCGCCCGGGTTTCA TTCAGTC TTCCACACCCCGCATGG 

ATACTGGTTATACCTGTGATCAGTTATGCCTGTGATGG I I I I I I AGAAAACAAAACTATT 

TTATCACTCTGCTTTAAAGATGGCCGAGTGGAAAGACACAGTCCTGGAATGTTTAAATTC 

AAGCTGAAGAGCTTACTAGCCACGTGACTGAGCAAGTTATGGTTCCATCTTTCTAAGCCT 

CACTTCATTCTTTGTTAAGACAGGCCTCAGCATGCTGTTAGTAGGAATCTAAGGAACCCA 

GTGCTGATGGAGAAAGGGGTCCAGTCCAGACCCTAAGAGAGAGTTCTCGGATCTTGCGCA 

GGGAGGAACTCAAGGCAGTCGCAGAGTGCAGTGAGAGACAGCTGCTCTGATACAGAGTGG 

GGAGCCCGCGGAAAG 

>SEQUENCE:7100:prostate_MPM2000-004P6_Table5 

TAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAG 

AATTAATTAAGGCGGGCATTTGACCTGAACCAGGCCAGCGGGAGTCTTGTCATTCTTTGT 

AGATTCTTCCCTCTTAGGTTAAAGAGTGGGAATCAGAGACTTTCTTAAACATAGGAAAAT 

CTTCCACACGTGTAAACTTAATATAGAATTTATATACTTATAAATCTAACATACAGTAAA 

ATAAAATGAACACATAATAAGGAAGCATTAAGCAATAGGGGGAAATGAAATAGTCAATAC 

ATGATGTAGGGAGAAATAATTTTTCAATAATTTTAGAAGAAAATAAATTTAAAAGAAAAT 

G AAGTTCT ATCCCT AACCC AC AN A AN A A AAAAA AAAAA A AA A AAA AAA A AG CGGCCG CCA 

CCGCGGTGGAGCTCCAATTCGCCCTATAGTGAGTCGTATTACGCGCGCTCACTGGCC 

>SEQUENCE:71 01 :prostate_MPM2000-004P6_Table5 

CGCAATTTACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTAC 

TTCTAGAATTAATTAAGGTGGGACCAGCTGTTGTAGCAGGTTTCTCTAAAATGCAGCAAC 

ATTTTAGCTGAATCCCAAATAATGAAAAGTAGGTAAACATATTGAAATTTGTGGAATGAG 

TTTCAGGAAGAATTAAAAGCAAGTCCAAAGGGACTGAGGTTTCAAGTCTTGGTGTGTTTT 

AGGAATGTCTTTGTGACTGAAGAGTAGTGGACAAAAAGGGAATAGGAAACAAATGAATTC 

AGAAAAAAAAAAAAAAAAGACAGATTTGGGCCATAGAAGACCTTGGAGGCCATAGAAATA 

AATTTTGACTTATATTGAGTGTAATACAAAATATTTAAGAATTGTAAGCAGGCCTGTATT 

ATAATCAGATTTACATTAACAAAATGATTCTATTCATTTGTGAAGAATGGATTATGGAGG 

GGCCAGTGGGGAAGCAATAGGTCCAAGTTG 

>SEQUENCE:7102:prostate_MPM2000-004P6_Table5 

CGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGT 

ACTTCTAGAATTAATTAAGGCGGGAGGATGGCTCGAAGCCAGGAGTTCAAGCTTGCTGTG 

ATGGTGCCACTGCACTCCACCCTGGGTGAGAGTGAGACTCCATCTCAATAAATAAATAAA 

ACACG GTC ACT ATCCTG G ATT ATTTG G G C AAGTCT A ATCTT ATC AC AGTCCTCT A A AACC 

AG AG C ATTTTCTC AG G C AG AACTTTTC AG GTC AG AT A ACCTGTGTG A AAAG ATGTC A ATG 

TGCCGGCATGCCAGTGCTGGCTTTGAGGGTAACTGGGTCTCTGGCAGCAGAGTGGCCTCA 

GGTAACAGCAGCAAGGAAGCAGATCTCAGACCCACCACCACGAAGAGCCAGACTCGGCCC 
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ACAACCCAAACAAGCCCCTGAAACACTCCAGATAAACACCCAGCCCATGGTTCAGACCTT 

GTGAGACCCTGAGCAGGAATCCAGCGGGCCCTGCCTGGATGTCTGACTTACA 

>SEQUENCE:7103:prostate_MPM2000-004P6_Table5 

TAATTAAGGCGGAGAAGCTAACATGAGCTTTTCTGTCTATAAGATCTCATCAAAAGCTTA 
AATAACGAAGGTAAGAGTCAGTATTCTGTGGACAGCTTAGCTCTACACAAGACCTTCTGT 
CCATCTTGCTAGTTATTTTCCAGTTAATGGAAATCTTATAGACAGAAAAGCTCATGTTAG 
CTTCTCCCGCATAGTATTAT 

>SEQUENCE:7104:prostate_MPM2000-004P6_Table5 

AGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGC 

GGGACAACAGCCTGTTGCAGTGAATCCAAATCTGTTACCAGACTGATTTGGTTCAAAATG 

GCCAAAAAGAATAAAGTAAACGGCAGTACATTTCATAGACAGAACCCTATGTCTAGGAAC 

CAAGAATCCTCTTGATTCATCAGGCTACAATATAACTCGGCCTCCAGCAACAACTTAATG 

TATCAAAATCAGAAATATACGTACACGATGCAGCGACTGGCTCAGGTGTGTAGTATTACT 

ATCATTGGGAACACTATTTCGTCAAACTGTAAAGTGCAAGCAAACTGGGTTCCTGACCTG 

AATTTCATGGAAGTCTAAACAACTCCATTACTGTACACAGGAGTCGCCCCAAACAAACAT 

CACACA 

>SEQUENCE:7105:prostate_MPM2000-004P6_Table5 

CGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTAC 

TTCTAGAATTAATTAAGGCGGGCACCTATAGTCCCAGCTACTAGGGAGGCTGAGGTAGGA 

GAATAGCGTGAACCCAGGAAGCGGAGCTTGCAGTGAGCCAAGGTACAGCCACTGCACTCC 

AGCCTAGGTGACAGAGTGAGACTTCATCTCAAAAAAAAAAAAAAAAAAAAGTCTTACGGA 

GTGCTACTCCGGTCTACTTTTAATTTTGAAAAAAAGTTAACCACAGAGAGAGACTTAAGA 

CTTC AAATATAT AGTATATTC AGTTTTCTT AATATTTTAG CAA AAA ATTCACTTG G A ATG 

ACAGGTTTGTTGCCACCTTATTTTTAATGAAACGTGACATTTGGAAAACATTTGTGGAAC 

AG AT AG ATG AG GTGG CAC AT ATTTCTTAAAGTGG AG CCC ATG G CCCATTTATGTC ATAAT 

TAGGTGCGTTATAAAAGTATAGATACGTAAACTCTGAT TTCAA ACCTAACTGTTCAATGG 

GGCTGAGAATCTTCGTTTGAAACAGGTACCACAGGGG i I I I I ATGTC AATAAA AG CT 

>SEQUENCE:7106:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGCGGGGCACGGTGACTCATGCTTGGAAATCCCAACTCTCTTGGAGGCTGAAGCTCGTG 

CATCATGACGCCACGACCTCAATATCCTCCTGGCCAGTACGGAGAAACCCTGTGGCTACT 

ACACACGCGTTAGTTCTCTGGGCATCTGTAACCCAGCTACTAGGGAGACAGAGGAAGGGA 

ACTGCTTGAACCTGCGAGGCGGAGGTTGCAGTGAGCTGAGATCGTGACACTGTACTCCAG 

CCTGGGTGACAGAGTGAGATTCCATGTCAAAACAAAAACAAAAACAAAAACATAAAACAA 

TCAAGAATAAATAAAAAAACGCTGAAGAATAAAAAGTAGTGATATTCATTCAATATTCAC 

A AGTATCTCAACAAAG AAAAG CC 
>SEQUENCE:7107:prostate_MPM2000-004P6_Table5 

TGATTACGCCAAGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCC 

CCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGGAAGCTAGGGAATGATTCGCAGC 

ACT ATG G G ACTG G C AAAAG AATCCAGAAG ATG AC ATACTAAC ACTTG CAGTT ACC AATAT 

GTTGTTAAATATTAGTGTCTGGGGATCTGTTAGGTAGAGATAAAACTTAATGAGATAAGA 

CGGAAAATTGGCTATATCTGACAAGTAGCCACTTCTTACCCACTAAATTTTCTATATTCT 

TTCTCTAGTTCTTAAGGTGCCTCCTAGTGATATGATTCAGCACAATATAATGCACTGTTA 

CTTCACATTTGGGAATTTATTCACATAAAATCCTAAAAGAAATTTAATCAAANAAAAAAA 

AAAAAAAAAAAAAAAAAAGCGGCCGCCACCGCGGTGGAGCTCCAATTCGCCCTATAGTGA 

GTCGTATTACGCGCGCTCACTGGCCGTCGTTTTACAACGTCGTGACTGGGAAAACCCTGG 

CGTTACCCAACTTAATCGCCTTGCAGCACATCCCCCTTTCGCCAGCTGGCGTAATAGCGA 

AGAGGCCCGCACCGATCGC 

>SEQUENCE:7108: prostate_M PM2000-004 P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AAGCGGGAGATGATGAGATAGAAGTTCAGAGAGGTTAGGAAATTACCAAAGTTATACAGT 

CAGTATGAAGTAGAATTGGCATTCAAATCTAGGTTGTTTGGTCCCACTGTTTG I I I I I AA 

AAATAATTTATTCTCTGGGGGGACAGGAGGAAAGAACTTTTAAAGGAGAGAAGTAATCCG 

TTGTTCTTAGGAGCCAAAACATTGGCACAACTCCAAATAAAAGTAATACGTTTATTGTCC 

TATCATCTTAATCTCACGATTCCTTCTAATTTTACCAATTATTATAACTTCAACCAATAC 

TTGCAAAGACACTGCTTACCTCAACTATGTAAAAACTTCCATTGCATACACTTTTACTTT 



Table 7 
2616/3129 



CAG CCTTAATTATTTCAAACTG G CG CTGG ATAACT AT 
>SEQUENCE:7109:prostate_MPM2000-004P6_Table5 

TGATTACGCCAAGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCC 

CCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGGGGGAATAGGATTAAAGGTCAGA 

GAGGTAAGTTATTTTTGAAAAAGAAGTTCTTCCAAATTTGTGTTTGGAATAGAAAAAAAG 

GGCAGATAAAGTAATCCCATCCTACCTGACACTAAAAAGAAGTTAACAAAAGGTATTCJT 

CCCAGTAGACGGGAAAAGATGGTGCATTTATTCAATAGAGCAGTGATGCACAGTTTTTAG 

TGTTCATGAAAATTACATGGAGAACTGATTTAAAATTCAAATTTATAGGCTTTCTATTCC 

ACTCTCCCACTTGAAGATTTTTATTCAGTAGGTCCCAGGTATGGCCAAGGAATTCACATT 

TTAATTAGATTATTCCAGTGACTCTAATGCTGGTGGGTCTAAAATCAGGCTTAGGCATAC 

AATGGTACAAAGGCAGGTCTTTTTAACTGCTTTCAGAAAAAAAAAAAATAA 

>SEQUENCE:71 1 0:prostate_MPM2000-004P6_Table5 

TTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTA 

GAATTAATTAAGGCGGGGTTGGGGACTAGGAGGACAGTTTCAGGGCTGGTGGGCCCTGAG 

GTCTATGTCTTCCATGTACCTAAGGTTATTTTGCATATA AAAG ATGGTGTTGATTAGGAC 

CATCTTITTTCACTTCCTGAAATCTCAGGACTTTACCTGTTTTGGATTAAGATATTTACA 

ATGCTGAATTCCCTGATACTATGAGATTCCTGAAGAGCCCAGCATTGCCCCTCGTGGAGT 

GTTCATGTCCCTGGTATCTTTGGAAATGTCTGGAAGTGTTCTGTCCCAATGAAAAAACTG 

TGAAAATTTAAACTCGCGGCCGCCACCGAAGAGGATCTCCTGTCCGACCTAATTTGAAAC 

TAATGATTGGCGCTCACTGGCCGTTGTTTTACAACGTCTTGACTGGGAAAACCCTGGCGT 

TACCC 

>SEQUENCE:71 1 1 :prostate_MPM2000-004P6_Table5 

TCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAA 

TTAAGGCGGGATAGAAAGTCCAAAAACGAGCCTACATATATGAGGTTGTAGTATGTGATA 

GCATCGGAATTGCAAATCAATATGGAAAGTAATACCTAGTTAATAAACTGACGGTTAGAT 

ATTCATAATTTTTAAATAAATATATAAAGATATATCTCTCCATAGCCACGCGCGGTGGCT 

CACACCTGTAATCCCAGTACTTTGGGAGGCCGAGGCGGGCGGATCCTGAGGTCAGGAGAT 

CGAGACCATCCTGGCTAACACAGTGAAACCCCATCTCTGCTTANAAANAGAAAAAAAAAT 

ACTTAAACAAGGCGGCCGCCACCGCGGTGGAGCTCCAATTCGCCCTATAGTGAGTCGTAT 

TACGCGCGCTCAATGGCCGTCGTTTTACAACGTTTGGACTGGGAAAACCCTGGCGT 

>SEQUENCE:71 1 2:prostate_MPM2000-004P6_Table5 

ACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 
TT AATT AAG G CG G G ACCTATCTGTCCTTC ACG GT AG ATTC ATTGT ATTATTTCTG ACG C A 
CCGAGGCTGTTGTGTTCACTGGTTTTTGGAAGCCAAGATGTCAAACACTTCCGAAGTATG 
AAAAGAAGATTGCGAAAGTTACATTAGGGTTCTGCTGTCCCCAAAAAGCCCTTTGTGCAC 
AAGTCCTCACAGTCCCGCCCCATGCATTTTGTGCC ACAAGTGC AAAT TGAAG GACTTCAG 

G C AG ATCG CGCCAGGGAAGAG C AATTTG AAGTTTTTTTTTTTTAAAG CTTTT AAATTTC A 
GTTACCAGCTCCAATGAAAAAAGAAATCCAGTCTAGAACA GCCA CTCTGAAAGCCAAAAC 
AAAAAGAGCTCCAAAAAACTGTTGAGCAAAGTTAAGTGCCTTTTCGGAAGCAAATC 
>SEQUENCE:71 1 3:prostate_MPM2000-004P6_Table5 

AATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTC 

TAGAATTAATTAAGGCGGGGGCAAGTAAGTTAAAGTAAATCCTTGCCATTCTGTTAATGA 

TACCACTATTCTCAGTCATTAGATTGGACAAGAAATAGCAGTTTTGGTATTCCACCCTTC 

TTGGGCTCCCTGCCATGTTCAAGCACTTTAACTTGAGGTCTTAGTTCTGTGATTGTGAGA 

ATAACTCTAGACCCATGGTGTCCCTGTAGTCCTCAGTGCGATCTTATGGCTGTGGTTTGG 

CCTTTCTTCTGACTCCTTGAGATATATCCTGATCCTGTACATTAGAAAGTGGCTGTTGGA 

GAACAACACTGCAAATACAACTTTGCTTATAGTTGTATTTAGTTGCTTATAGAGCAACCT 

TGAGATTCTGTCAGGGCAGTGCTAGTGACTTTCCTCTCCCTTTAATAGATTCGGCTGCTG 

AGTTCATCAGAAGCTGGTAAGTAGTGCAGGTCAGAATCTGTTCTTACTT GTGC ACATGCA 

CCACCACCACCTTATCTC ACACC AGTGTGATGAACAAGACTAGATTTTGTTTTAAGTTTT 

ACATAATGCCTTACTTTCC I I I I I C 
>SEQUENCE:71 1 4:prostate_MPM2000-004P6_Table5 

CTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATT AATT AAGGCGGGAGTGAT AAA 
GAGGTCAATTATGCCTCATATCTGTGATTGAAAATAATCATACAATGTAAACATTTTCGG 
AAAAAAATTCCTAAGTTTATCAGCATTTAAAAACATTGT GTCAT ATGCAGAGAAAGGTGA 
TCATAACTCATATGCAGATGAAGTAATTGAAATACTCGATTTTGGTTCTCAAAATATGAA 
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GCATTTACATTCCAAGTATCTTTGCAGCGGTAGTGCTATGTCGTGTCATATTGCAATTGA 
TGCTGGATAAAAGTTCTTCTAAAAGAGAAAATGAACTTTGACAAAAAACAAAGAAACCAA 
AACAGAACAAAAAAAACTTACTTCCAAATAAGAGAAAATTATAGAAGTCATAAGCCAATA 
AT ACTTG CTTTCCTTTAATCCC ATTT A ACA AG C AATT ATATT AA AAC 
>SEQUENCE:71 1 5:prostate_MPM2000-004P6_Table5 

GATTACGCCAAGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCC 

CCCCTCGAGAGTACTTCTAGAATTAATTAAGGCAGGAAGCCAAAGCCAATTATTATCTGA 

GTGAGAGACATGTCAATCCATCAGCCACAGCATGGTGTACTGAACATTGCCTTACGACTT 

TCAAATCTAGAAATAGGAAGAAAGGCCCATGTTGGCAAGTGTGAGGAAATTTCCACCAAT 

GTCCAAGATGAACAAGTGTTACCATTTTTCATTTTTCTACTATTGATAATCTGTTATCTA 

ATCTCAGCTCCCTCCACTCTTTCTTCCATATGTAAACTCATTAACTCTGATACTGGGACT 

TGCTACAATATGACAAAGTTATGCCATTTTTCAAAGTGTGAAATATGTCA TATACA TGTA 

CAATCTGAACCCCAAGCTGGTAGTGACATTGCGGCTTCTCTGATGGAAAl I I i lAATATA 

ATTCATAGAAAAACAGCATAAGAAACAGTGTAGTTTTTATGGATCATTTTCTTTCTTTGT 

TTTTGAAACAAAAGAAAACATCAAATACTGATTAATGTCCTCATTTCAGAAATGCTACCC 

TCAGTGAACTAAACAATAAGCAGTAACTGGGAGCTTCCAGAAGATAA ATATAA AATGGTC 

TTAGAAGAAAATAAACAACTTTTTCATTATTAAAAGCACCCTAAAGGAATTTTTGGTCTT 

TGAACTGAGACTTGTCTTTCATG 

>SEQUENCE:71 1 6:prostate_MPM2000-004P6_Table5 

CCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATA 

AATCAACGCGGGAGAGGGTAGATGACAGGCGGTGGCACTTCCCTATACTTGCTGTCCCTT 

ACAATTATGTGGACTAACAATTACAGCCTTACTCTTTACCAAAACACTTTCTCCCTTGGT 

GTTCATGAAGACATCCTATTTCCAAATGTTTTCAAACAAAGAAGAGAATATTTAGTCAAG 

GGCAGAGAATCTCATTCAGAATAGCTTGTCCAGGTGATTT ATCCA GGGTAACTAAATTGT 

TGAGTAGCAGTTTGAACGAATGATAAGGTTTTCACCATAAGTTTTATAACCTATCATGAA 

GAGCTGTCTTTCTGCATTGTTGGTATTGTCTAACCCTGATAAGGCTGAGGAGTCATTCAT 

CTGTTTCACCACCACCTTCTAACATGTTGTTCTTACATGTTATCCACAGCTGGCTTTTCC 

>SEQUENCE:7117:prostate_MPM2000-004P6_Table5 

AGGCCGTCGCTTTCCCTTTCAACCCTAACTAAAGGGAACACATGCTGGGTACCGGGCCCC 

CCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGGGATGGTGGGGTCTGGGGGAAATAC 

TCAAATTACAGTTTTTAATGGGGTATTGTGGTCAGGCTAGACCTCATTGAGAAGAl MM 

TTTTCTTCATACATTTAGTTTTAAACCTCACATTTGTCCCCAGCAGAACATTTGGGAATC 

AATTAAAAGTGATTTCAGCTGGGAATAACCTGCAAGCTGTATAGTATCTCTTGTAAGAGA 

TGTGGCACTAAGCGGTTTTCTTAGTGGTACAATAGAGATACTGTATACCACATGAAATAA 

CAATGTTCTGATACAGTCTTTGTTGCATATAGTTTCTCATCCATTCCTTCAGGACCTATG 

GACTGCGTACAATATGCTTGATACTGTGTGGGCTCTGGAGAAACTGCAAGTGACAAGGTC 

ACCATGGTCTCTCTTCCCAGAGACCTTAGAGTTTAGTAAGGGAGATTTACCATCAT 

>SEQUENCE:71 1 8:prostate_MPM2000-004P6_Table5 

GCCAAGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTC 
GAGAGTACTTCTAGAATTAATTAAGGCGGGGTAGCTCCTTGGATGTGGCCCTTCATGGTC 

C AG G G ACCTG AG AACTG AAT AGCC AAGTT ATCTG CCTCTC AC AA AC ACA AGTT AAAC AG A 

AGACACAGGGCAGGAAATTCCCAACAGACACTCCCATTCCAAAGGCGCAGAATAAGGAGT 

TACATAGCAACCACACTGCTCTACAGTAATTCCAAACCCAGTCATCAGCTGTCGTTGGGG 

TCTCCCATTCTGTAGGAACACAGATTTGAGCTTCATTCTGCTCCATGGAAGTCATTCTCT 

AATCCGTTGTTCTCTATGCTTAGCTCCACCTTCTGAGACATCTTTCAACAGGAAATGGAC 

CATGTCTGTAGCTAAGTAGCTTTCTTAGACTACTCTCGTTACATAAAAATTTGGGGTTCT 

GGAAGCTTCTTTTCAAATGTTTTTGCCTTTTTAGTCCAATTGGGCCATGCTTTCATTCAT 

ATGACTCTCTTACAACTTTGTGGGATTCACTCTATGCCCCAAATTTCATAACCATACTTA 

TTTTTGAGACAGACTTCTTTCAAATTTTGGTCTGTTG 

>SEQUENCE:71 1 9:prostate_MPM2000-004P6_Table5 

ATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCT 

AGAATTAATTAAGGCGGGAAATCAGTCCTGCTGAACCAATGAGGCCTGCCACTCTTCAAG 

GCCAGCAGCCCCTCTGACCTCTCTTTCAAGCACCAGCCCATCCTCAAAATATTGTTTTTG 

CTACTTCCTGCCTCAAGAGTTGGGGAAGTTGCAAAGCATGCTTCTGAATGCTTTCAGTCA 

TGAATATTGTATTTATAAAATGTGGGCAAACATGAAGGCTACCAAGAGAGAAGCGTGGGA 

GTAAGGAAAAGAGGAACAATAAATGCCTGTTCCCCCTTTCCTGGAGCCATTAAGCACTTC 
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TCCCTTGCCTCTTGTATCCTTGAGTGTAAGACACCACAGAGATCACTTAGGAAAGCCGAC 
TTGCACCCTGAAATCAACGCTGACCTTCTTCAGTTTTCCCTTGGCTTACATACAGGTCAC 
CTC AAG AGTGT AT AG A 

>SEQUENCE:7120:prostate_MPM2000-004P6_Table5 

AAACACTGGCCGTCGTTTTACACCCCGGAATAAGAGTATACACATGATGGCTGCCGCGGC 

CCCCCCTCGAGAGTACTTATAGAATTAATTAAATTGCTATAGAAGCTAAACCAATACTTC 

TGCCAAAAATTGTCTGGATAAAAATAAAAAAAGAAAAGGGAAAGTTGTTTGTACACTTAC 

CTTCACCTGTTCCAGCTGCATTGATGAATAAGCCCAGAATGATATTTGTAATAAATTGCC 

ATCCCTTATATTTGTTTATGAATATATGAACCTTTAT CACA TTTCTCACCAGGCTAATGC 

TTGGCATTAAGGCCTTCATAGATTTGATTTTTAGGATTTTCTGTGATATCTTCTTTATTA 

GTC ACT A AG GTC ATTCT AG AATTG GTG ATTTTT AAAC A ATT AAGCCTTGTG CTTCTCC AC 

TGTATGAGGAAAATATTTTACAGTGTTATAAAAATAGAGAAAATTGCTAAAAAGCAATAA 

T ATTT ATTTTTTTCCTTAAG AAA AATG ACTGTCAAACC A AN N N N A AN N N N AAAAA AAA AA 

AAN AAGGGCCCCCCCCCCGG G GGGG ACCC 

>SEQUENCE:71 21 :prostate_MPM2000-004P6_Table5 

CCTACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCG AGAG TACTTCTAGAATTA 

ATT AAG G CGGGTGGCCTACATGTTTAAATTG ATTTTCG AAATTAT TTTC AAATCCCTCGG 

GTTGCGTGAGCAAGGGTGGATTTCTATTTCTAAGTGTGGTGACCTTTTCTAAAACTGTTT 

TATGCTTTTCACTCTTCTGTGATTGGTGCCACCTAGGACTGCACACTGCATTCATTTGGT 

GTGTCTGAGTGAGCTGTTTAATCCAGAACAAGGAAACTCATCCCTTCAAATCTGAATTAA 

AGAAGCATCTCTCTGGGTACGATGAGGTTTTCTGATGTAAAACTCTCATCTAAAAGTTAG 

CCATTCTTATTAAGATTGAAACCTTAGGCCGGGCGCGGTGCTTACGCCTGTAATCCCAGA 

ACTTTGGGAGGCCAAGGCGGGCAGATCACAAATC 

>SEQUENCE:7122:prostate_MPM2000-004P6_Table5 

AGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGA 

GTACTTCTAGAATTAATTAAGGCGGGGCGAGATCACAGGACCATAGGACCGAGGCGGGAT 

AGCATTAGGAGATATACCTAATGCTAAACGACGAGTTAATGGGTGCAGCACACCAGCATG 

GCACATGTATACATATGTAACTAACCTGCACATTGTGCACATGTACCCTAAAACTTAAAG 

TATAATAATAATAAAAATAATAATAATAATAAAAGGAAAATGAACAAAAAAGTCTCTCTG 

GCCTCAATGCCACTGAGGCCT ATT ACTGGAAAGTATACATAAAAGTTT AAAAA AAAAAAA 

AAATGNAAAAAAAAAGGCGGCCGCCACCGCGGTGGAGCTCCAATTCGCCCTATAGTGAGT 

CGTATTACGCGCGCTCACTGGCCGTCGTTTTACAACGTCGTGACTGGGAAAACCCTGGCG 

TTACCCAACTTAATCGCCTTGCAGCACATCCCCCTT 

>SEQUENCE:7123:prostate_MPM2000-004P6_Table5 

GCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 

TACTTCTAGAATTAATTAAGGCGGGGGGAGCACCTGAGGAAGACCCCA GCATA AGAATCA 

ATGACATAACTCAATGACTGCAGGACAGGCATAGTGCCAATCAGCGGGATTTTACCAATG 

GTATTAAGATAACCTTTCTGCCCTCATGTTACCGCCCTACTCTGTATTAGAAACCGAAAT 

GCTACTAAGCAGTAATTCATTTAAATTCACAAGCTCCTCTGTTAATATGCAACTACCCTT 

GAAAACACTGGGGTGGGTTAAGAATTAGCCTTTATCTCTCAGAATGAATCACCTTAATCA 

GTTTCCTTCCCTCTTCCTCTCCCTTCCTCCTTTCCCTAATACCCTTCCCTTCCCTTTCTT 

TTCAACGTCTAACCAAGATAAATTCAGAATACAACTTAAGGGGAACAGGTCTGAGTAAAA 

TTCTCTACACAGCCAGGAAACAGTCTAAAAGCTTGGCAGGGAAGACCAAGGAAAGAAAAG 

AAAAATCAACTCTATGCCTGTTCTGGCTACTTCACTCTGCAATCTCTGCATGGATCCCAT 

G 

>SEQUENCE:7124:prostate_MPM2000-004P6_Table5 

GGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCG 
GGCGCCTGCAGTCCCAGCTACTCGGGAGGCTGAGGCAGGAGAATGGCGTGAACCCGGGA 

G 

GCAGAGCTTGCAGTGAGCCAAGATCGCGCCACCGCACTCCAGCCTGGGCGACAGAGCAAG 

ACTCCGTCTAAAAAAAAAAAAAAAGGATGATGTCCACAAATCATACAAATCATTCTGTTT 

ATCTTCCTCCCACTGACACTTCACTTTACTAAAGTTATCCATT CTCATA CTACCGTTGTT 

TTGAACCTCACCCACACAGCTGTCCAAT ATT ACCT ATT ACT AATTTTTTCCCATT AAAAA 

AATTTAAAAGTTAGCTTTACCCACTCAGGAAGCCCATATATTCTGTAATGCAAGCACCTA 

CATCTACCACAGATTCTCAGGTTGTAAGAGACCTTCGGAC 

>SEQUENCE:7125:prostate_MPM2000-004P6_Table5 
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AA AG CTG G GT ACCG G G CCCCCCCTCG AG AGT ACTTCTAG AATTAATTA AG G CG GGGTAAT 

TTTACAAATCACTTTTTTTAAATTATAGCATAGGGTTCAGATGGAATTAGTAACAGACGC 

AAGCTGCCAACTTCGGTTTCTTATGTGAAAGCCACTTGTTCTCAAAGGGTCTCCACTTTC 

TAGGCTTGCTTGGTTTTTGTTTTCTGAGTCTGGTTCAAACTTTACCATATGTTCTTAAAA 

AAATTAACTGCTTAAGAGTTGATTTATCTTGTCTGCATTGAATAGCTTATTATCTTTAAC 

CATGCATCTACCTGGAGTATTCTTTTGATGAAGTTTTACCAAACAAAATTCTAACTAGAC 

TTTCTTTTAACCTTAACAAATAATTCATGTT 

>SEQUENCE:7126:prostate_MPM2000-004P6_Table5 

GCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACT 
TCTAGAATTAATTAAAAAATATGGTGGGAGAAAATAATAGCTTGCAATGTGGCAATCATT 
TATAATAGTTTGCAACGCGGACAAAI I I I I I I I I I AACCTCTTCCTCCTAGCACTTTCTA 
G G G CCCTG AG AAGTCTTC ATTTGTAG G G AG ACCTCTAGTCCTT AG AACCTG AATTCTCAT 
TCTGGTTTCACAAAAGAACAAACTATTCATTTGTGCAAACTAGCATTGCGAGTTTCTCAG 
AGCCAGGTAAGGTACTGTCAGGTCCACTGGCCCCAGCCCTGCACACACCCTAAATAGGTT 
TGAGTGTCCAGAGGCAGAACCGTGCACCAAGAGAAGCCCACAGAGAGAGCTGCATCCCCC 
AGGGTCCCAAGCCCGGGCCAGTGCCCTTTCTCTAAATGCACTGCCTGGAAGCAGGTGCAT 

TCGTGATCTGCACTCTCC 

>S EQ U ENCE:71 27: prostate_M PM2000-004P6_Tabte5 

CAAGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGA 

GAGTACTTCTAGAATTAATTAAGGCGGGGTATTAGAGACAGAGGACCTTTTAATATTCCC 

TTGTTCCACTGGTTTCTTACCCCATCCCCAGGACTCCTACTATCCTGAAGTATTAGGGTA 

TCAGGCCCTGGCCAGGGACAGCTTGGGAGATGACATAATTGTCTTGCAAGCTTACTTCAC 

CTTCAGAGTGATGGTGACCTCAACAGAGAGCTAGACATGTGTGGGGGGAGGTAGGGCAGC 

ACCTGGAGGGGATAAGGGGGAATCCCTAGACCTACAGGGCTGGTCTTGGAAAGAGAAGAG 

GTCATGCCCCTTTCACAGCGAAAGACATGTGCAGGAAGGCTATGCAAAATTAAATAGGCA 

TGGTAGGGCTCAGTGGCTCATCCCTGTAATCCCAGCACTCTGGGAGGCTGAGTTGGGTGG 

ATCTCTTGAGCCCAGGAGTTCGAGACCAGCCTAGGCAACATGTCAAAACCCTGTCTCTAC 

AA AAC A AAAC AA AAA A AG AA A AC AC ATG CTG GG AG G CTG AG GTG GG CG G ATC AC AAGGTC 
AGGAGACCGAGACCATCCTGGCTAACATGGTGAAACCCCATCTGTACTAAAAATATGAAA 

AAT 

>SEQUENCE:7128:prostate_MPM2000-004P6_Table5 

AGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGA 

GTACTTCTAGAATTAATTAAGGCGGAATACTTCATACCCTCAAGATCAGTGATCATTAAA 

AGTCACTGAAGGCTGCCTGCATTAACAAAGCCAACTGGAGAATGGCTACTAAATGGCTAG 

CTGAAGACTTCATGGACATTAATTATTTTTGTTGGAGGTAAAAGATTGGGCTTCATTTGA 

AAAGCTGCCAGATATTCCTTTTGTTCCATGATTGGTGGCGCA" r '\GCACTTCAGTTCAATA 

ACTCAGCCATGCCACCATCTGCCCAGCACTCTCATTCTGTTGGTTGGCATGTCATTTATT 

TGCTTTTAACATGCAACCCATATAAAAATCCCTCATAATCTGCCAAAATTAGAAATGCAG 

CTGTTTTAAGTCTTAAACAGCAATAGCACTATTCATTATGCCAGTATGGAGGAATAAAAT 

AGAAAAATGTATTTGGAAAGAGCAATGCTACACCAGAATGTATTTGTACCTTCAC I I I I I 

TAACATTCAAGACATCTATAGTCTGCTACCAGTGCTGACTTCAGGCTTAAAGTTGACACA 

TAAATATACCAGATAGCTTCTTTAGTACATACATTTTAATACAAGAATTGGGATTTGAAT 

CAGCTCTGAATTATTTTTCATGTTATAA 
>SEQUENCE:7129:prostate_MPM2000-004P6_Table5 

AG CG CG C AATTAACCCTCACTAA AG G G A AC AAAAG CTG G GT ACCG G G CCCCCCCTCG AG A 

GTACTTCTAGAATTAATTAAGGCGGGGGACATTCAGTGCAATCGTAATAGGACCAAAATA 

GGTTTCAAAGTGTTCTGAAAGGTTTTCCTGTGTATTTTTTAAGTTTATATTTATGTGGCC 

AGGCATGGTGGCTCACGCCTATAATCTTAGCACTTTGGGAGGCCGAGGCGGGCAGATCGC 

TTGTGCTCAGGAGTTCGAGACCAGCCTGGGCAACATGGTGAAACCCTGTCTCTACTAAAA 

ATACAAAAATTAGCCGGGCGTGGTGGCATGTGCCTGTAGTCCCAGCTACGTGGGGGACTA 

AGGTGGGAGGATTGCTTGAGGCCAGGAGTTCCAGACCAGTCTGGGCAACATA GCAAG ACC 

CCATCTCTTCGAAAAAATTAAAATATTTTTTAAAAAAGAAAACATTCAAGTCATGGTTTT 

TGAATGTTCATATGAATCATTNTATTAAAATATTTCAATAAAATCAATAAATTCACAAAA 

AAACTGTACTTTTTAAATGGAAAAGGTTTATCTNNCTGGCACCCTACACTAAAGCACTNT 

AGTAI I I I I IC 

>SEQUENCE:7130:prostate_MPM2000-004P6_Table5 
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GCCAAGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTC 
GAGAGTACTTCTAGAATTAATTAAGGCGGGGGAGAGAGAGAGAAAGAAAAAAGGGAAGAT 
CATCGAGAAAGGAAAGAGAGAAAAGAATAGGGTGCTAGAACAGTACAAACTACACTCCCA 
TAGAATTCTAGCATTCCATGAAATAAACAGTAAAAGCTGAACATTCATGAAATTTTCCCA 
ATTTTCTATAAAATGTTAGTTTAACTTATACTTCTACCCAATCCAAAAAAAAATTTl I I I 
AATTGTATGGAA I I I I I I I I I AACTGTAAAATGCACTGTTTCTTGTCTGCTGGTAAGGGC 
TATCAAAGACAAATATTGGTCGCACGTGGTGGCTCATACCTGTAATCCCAACACCTAGAG 
AGGCTGAGGTAGGCAGATCACTTGAAGTCAGGAACTCAAGACCAGCCTGGCCAACATGGT 

GAAAC 

>SEQUENCE:71 31 :prostate_MPM2000-004P6_Table5 

GCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 
TACTTCT AG AATTAATTAAGGCG G G G G CTC AG ATCTG A A A AG ACTGGTTTTG G G G AG CTG 
T ACTT ACCACTTT AT ATAACACTTG ACGGCTTCC AAG AG CTT AG AG CTG AAAAA ACTCTT 
TTGAGATGTACGCGTGTACATAAAATAATTATAAAGATTCTCTAAAAAGAAGACACATGT 
TACTTTAGTGAGTTTTAAATATGCGCTTAAAATACAGTCAACAAATGAAGCAGCCCTTTT 
CTGCTCTGTTGAATATCTGAAAACCTTTGGAGATCTAA AGATT AGCTTACCAAATGCCAC 
TGAAAATAGTAGATTTGCAACATAAAACCAACTTGCCAI I I I l AAGAGATGGAGATGTGA 
ATGGAATTTATTTATTAGAAATCAAAGTTTAGCCCAGCTGATGTCATTGTTGAAAAAAAA 

AAAAAATAAAAGCAAGAATAAAATGGTTGGAAC 
>SEQUENCE:7132:prostate_MPM2000-004P6_Table5 

TGGCCGTCGTTTTACACCCCGGAACAAGCAATACACATGATGGTTGCCGGGCCCTCCCTC 

GAGAGTACATAATAGAATTAATTAAGGCGGGAAATCAATTATGTTTCAGCACTGGTAAGT 

GCTGTTAACAGTGGTGAATGCTATTCGAGTACAGAGAAATAATATCTAATTCAGCCTGTG 

GAGGTGAAAACTCCACTTTAAACAGGTAACCCTTGAGCGGACGAGATCTAGAGGTGTAGC 

TAAGAAGAAAAGTAGTGAAAAAAAAAAAAAAAAAAAAAAAAAAAGGGGGGCCCCCCCCCG 

GGGGGGGCCCCCATTCCCCCCTTAGGGGGGGGTTTTTCCCCCCCCCATGGGGCCGTGTTT 

>SEQUENCE:7133:prostate_MPM2000-004P6_Table5 

CGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGT 

ACTTCTAGAATTAATTAAGGGGGCAGATAAAAGAAAAATGGATATTTACTGTTAAGAAGT 

ATGTACAACAGCAATAGAGAGGGAGTTGGTACTGTTTGAGAGAAAAATCAAAAGTAGATT 

TGCTCTGCTTTATTAGAAATAATTAGGGGCTGGGTGTGGTGGCTCACACCTATAACCCCA 

GCACTTTGGGAGGCTGAGGCTGGAGGATCGCTAGCCCA GGGGT TTAAGACCAGCTTGTAC 

AACATGGTGACACAGGTGAGACCCTGTCTTTACAAATATATTTTTAAAAATTAGCCAGCC 

ATGGTGGTGTGGACCTTTGGTTCCAGACACTTGTGAGGCTGAGATGGGAGGATCTCTTGA 

G CCC AG C AG GTTG AG G CT AC AATG AGCCATG ATTGTG CCATTGT ACTCC A ACCTG N GTAA 

TAGAGTGAGACATTGT 

>SEQUENCE:7134:prostate_MPM2000-004P6_Table5 

CTGGCCGTCTGTTTACATCCCGAAATAAAGGGAACCAAAGCTGGGTGCCGGGCCCCCCCT 

CGAGAGTACTTCTAGAATTAATTAAGGCGGGAGTACTGCAGTTGTTTATGACCAATGAGA 

ACAAAGACGCACCGTACATTGGTTTATAGGACACAGATTAAGCAGTGTTTCGAGGGAAAT 

TCATGGCGCTAATGTGCCCACATGAGAAAATGGGAAAGATCCTAAATTGACTCCCTCACA 

TCACAATGAAAAGAACTAGAGAAGCAAGAGCGCACAAATTCCAAAGCTAGCACAAGGCAA 

GAAATAACTAAGATCAAAGCACAACTGAAGGAGATAGAGACATGAAAAACTCTTCAAAAA 

ATCAATGAATCCAGGAGCTTGTTTTTTGAAAAGATNACCNNAAAAAAAAAAAAAAAAAAA 

AAAANGGGGGGCCCCCCCCGGGGGGGAACCCCAATTCCCCCT TAAGGGGGG Mill CCC 

CCCCCCTTTTGGGCGGTTTTTAAACAAGNNCAGAGAAAAAAGAT I l l I I I i i i i iGGCCG 

GGGGGGI I I I I I I 

>SEQUENCE:7135:prostate_MPM2000-004P6_Table5 

ACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATT 

AAGGCGGAAGGAGAGGGATTTTGTGCTGAAGGATCTGTGTCATTGTCTGAGCTACATGAT 

GAGGCGGCAATGATCCTCTGGACCGCTTATGGTGCGACTATGATGGATTTGTGGCTCAAT 

GAATGTGACCTCTTCATTTGCGCGTGCCTGGTTACCATAAATGGTCTATACTCTCCTGAC 

TTTATTTTTCCCCTTAAAGAAAGAAACTGGGTTTTAATTGAAAGAATGGACTGAATGGAA 

AAAAAGAGCAGCGGTTCTTTGTAAAATGGTTGACCTTGGCCAGTAACTTAACCTCGCCGA 

GCCTTGATTTCCTCACCCTTGAAGGGCGGGAAGAAGGGTGTCTGTCAGGCACCCAGCATA 

CTGTGTACTCTTAACTACAGGCCCTTCCTCTCCCCCCATCATCAGGGTGGCCCTTCATTG 
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GTGATTGGGCATCATCAAGTTATTTTCACCAGAAAGCAAACACTATGGGTAGGGATCAAA 
ATTGAGCTTCACCAAAAACCATCAAGCACTCTGTACGCACCCCTCCACCCCATTTGCTCG 
CAGTATCCTAGAATCTTTGTGCTCTCGCTGCAATTCCCTTTGGGTTCCATGTTTTCCTTG 

TTCCCTC 

>SEQUENCE:7136:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGCGGGGGATATTTATTTTATTCTTTGGGAAACCAGGTGGCAATGAGTCAAAACACTAC 

TTCCAAGAACTGTGTAAGAATTAAAATAAATATCCCCCCAAAAGTGGAA TAAAT GGCTAC 

TTT ACC ACAATG CAAACAC AT AG CAATGTTCTCAGTAACAGTACAAC AGTTTTTAATTCA 

ACTGTAC AG ATTTTAAAGGTAAATTTG G G ACACAAAAATC AC AT AG AT AT AGTTGTTTAG 

GCATTTAAGTAATCTTTGTATCTATCCCTATTATCACTTGGCAAATGTATTACCTGTCCT 

AGCCCAGTCAAAAGTTTACTGACCATCACA ATATT CAACAGTCTTCAAAAGCATAGGCAT 

GATATCCCGGTAATTTGGGGGGAATTCTCCTTTT 

>SEQUENCE:7137:prostate_MPM2000-004P6_Table5 

AG CG CG C ATTACCCTCACTAAG G G AAC AA AAG CTGGGTACCG G G CCCCCCCTCG AG AGT A 

CTTCTAGAATTAATTAAGGCGGGAAGACAAATTTTAGTTATATCATGTATTTACAGAATT 

CTCTATTATTAAGATTAACACCAAAATATAGGTTCTCT ATGC CAACCTTATATCCT CTTG 

ACCAAAGAGGAGATTTGAATTCCATTTGAATTCCAGCTTTTAGGGAAGACAAGCCTTTTA 

TTTGAGCTCAGGTTGCAACTGTTTTCATTCCCACATACAGTAAGAATTATGGAGAGCCCA 

CTAAAAGCTAG G CACTATTTTCTTCAGCTTG CTG ACATCCTAGTCATTGCTCTATAAATT 

CTGCCTCTTACTTTTAGAATCTCTTAAACTCTTGTCTTTCCCTGGCACTCAGCCTAGGAG 

GAAGTAGAGTACTTCAAAAACTCTTTTGACTCAAAAACTCAATTTCCCATGACAAGAAAA 

ATATGCATGAGTGAGACAACCTAAATATGG 

>SEQUENCE:7138:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 
AGGCGGGAGGATTGCTTTGAAGGTCAAGGCTGCAGTGAGCTACAATTGTAACACTACACT 
CCAGCCTAGGTGACAGAGTGAGAGCCTGTCTAAA AAAAA AAAACCCAAACAAAAGTTTGT 
TG I I II U I I ACCCCAAAAAC AATTAAAA AAT AATGTTTTTG AA AAATTTTG CCATT A A A 
TGAAAGGTACTGGCCAGGCATAGGGGCTCATGCCTATAATCCTAACACTTTAAAAGGCTG 

AGG G G G GTG G ATCACTTG AG CCCAGG A AACC AG CCTG G AC A AC AT AG CA AG ATTCC ATTT 
GTAAAAAAAAAAAAAAAAAAAAAAAAAAAAGG GGGG CCCCC CCCCG GGGGGGACCCAAAT 

TCCCCCTTTAGGGGGGGTTTTTACCCCCCCCTTTTGGGGCG AAAA 

>S EQU ENCE:7 1 39:prostate_M PM2000-004P6_Table5 

ACAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGGGGTTCC 

CAGTGTGCTGGCTCAGTTTACACCAATGCTCACTTCATGAGAATTCATTCACTAATTCAT 

TCATCTCAGTTTTTTTCACTTTTCTATATGTACTGTATGTCATAATAAAATAGATTTAAA 

AAGCAAAATGCAGAATATGTACAGAATGTCACCATCTGTGCTTTAAATAACTAGATCCCA 

AAAAAAAAAAAAAAAAAAAAAAAANGGGGGGGCCCCCCC CGGG GGGGGCCCCCAATCCCC 

CCTAAGGGGAGGTTATTCCCCCCCCCCCCGGGGCCGGTTTTTAAA 

>SEQUENCE:7140:prostate_MPM2000-004P6_Table5 

ACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 

TTAATTAAGGCGGGGTATCAGGGGATCACTTTTGAATGTTGAAAGAATTTAAGTTCATCA 

GCAGTCAAGGCAGAGAAAAGAGCAGTCAAGAAAAGGGGCACAGTGCAGGTAAGGGCAGAT 

CCTTTAGAGCACAGCATGATTGTGTCAAGGACCTAACAAGAAATGTGGTCTGGTCAGAGC 

TTGGGAAGTTGAGTGCACAAAGGTGGAAACCTAATGAATCCCAGCATTGAAGGGGTAGAG 

AATGGAGACGTCAAATTTGAGACTGGCCTGGGCAACATAGTGAGATCCCATCTCTTAAAA 

CAAACAAAACCCATGGTGGCACGCACCTGTAGTCCCAGCTACTAGAGTCCTGGCTATTAA 

AGAGGCTGAGGCAGGAGGATTGCTTGAGGCCAGTTCAAGGCTGTAATGAGTGATGATT 

>SEQUENCE:7141:prostate_MPM2000-004P6_Table5 

TAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAA 

GGCGGGTTTCTTCCACTCTGCAAAAACTGCTGTATGGGCTGTGTGGGCACACCTTTGAGC 

TCTTAGATGGAGACGAGCTCAGGGATAGTGCCTTTGGAGAAAAGGTTGGAGAGATTGCAC 

TGTGAGAGGCTTCAAATCAAGTTACCAAGTAAATAATGAGTGCAGCACACCAACATGGCA 

CATGTATACACATGTAACAAACCTGCACGTTGTGCACATGTACCCTAAAACTTAAAGTAT 

ACTAAAAAAAAAAAATTTAAAATTTNNGGAAAAAAAANNAAAAAAA AAAAA AAANGGGGG 

GGCCCCCCCGGGGGGGGGCCCCCATTCCCCCTTAAGGGGGGGATTTTACCCCCCCCC 
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>SEQUENCE:7142:prostate_MPM2000-004P6_Table5 

T AG AATT A ATT AAG G CG G GT AATG ATC ATT AACCCCT AAATG G C AA AAAG C AAATTCCCT 
GGATGCAGGAAGGTGGGCACAAGGAGTCATGGGACGGGCTTTGGAAGCACAGGGGCCTTT 

GTC ATCTG AAAG CTCAG G CCTCTTTTCC 
>SEQUENCE:71 43: prostate_M PM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 
AGGCGGGTGAGAGCCTGCGCTGAGGCTGAGTGGCCGGGGTCTGAACGTCGCCCCTCGGC 

AAGCCACTCACGTGACTTCATCTGGGTCACTCTCTGAGCCTCATTCCTCATATATAAAAA 
CAGTCTGGGCCAGGCACGGGGGCTCCCGCCTGTAATCCAGCACTGTGGGAGGCGGAGGC 

GGTGGATCCACTGAAGCCAGAAGTTCAACATCAGCCTGCGCAACATAACGAAACCTCGTC 
TTTACCAAAAAAAAGAAAAAAAAAAAAAAAAAGGGGGCCCCCCC CCGGG GGGGGCCCCCC 

CTCCCCCCCAAAGGGGGGGTTTAACCCCCCCCCCAGGGGGGG l AAAAAANACCAA 

TACACA 

>SEQUENCE:7144:prostate_MPM2000-004P6_Table5 

ACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGAG 

GATTGCTTGAGGCCAGGAGCTTAAGACAAGCCTGGGCCCTACAGGCCCAATCTCTACAAA 

AAAGTTTAAAAAATTAGCCCAGTGTGCTGGTGTGTGCCTGTAATAATACCAGCTATTCAG 

GAAGCTGAGACAAGAGGATCACTTGAGCCCAGGAGGCTGAGGCTGCAGTGAGCTACAAAT 

GTGCCACCACACTCCAGCCTGGGGGACAGGGCGAGAGGCCATCTCTTTAAAAAAAATAAA 

AGAACACTTAAAAACAAGAAGCCAGAGTTCAGTGAGGTAAGAAACTGCCCCATGCCAGAC 

AGAANAAAGGCTTAACTNTCAAACCTTTGCTCCTGGCTTCACTGATCTCTGCCAACAAGT 

q A A A AAA AT 

>SEQUENCE:7145:prostate_MPM2000-004P6_Table5 

TCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAA 

TTAAGGCGGGCTCCCTGAAGGCCAAGGCCAAGTCCCTGGCCCTGGCCCTTATGCTCAGGA 

TGGGTCTCTGCTCACTAGGCTTCAAACACCTAACTCCGGGCTCTCTGACAACTGGCCCCC 

CCCCGGGACCCACTGTCTGAACTGCACTTTGCTTCCTAGGTCTTGCTCTGAAGTCCAGCT 

GCAAAAAATGAAAGTGAAAATACAAAGCACACAAACAGTTCTGGCCTTGAGAGCAATAAC 

CCTGTTTGCACAAAGGATAACAACTTCCATCCTGGAACAACCTGATCATTCACAACTTAG 

GTCCTTACCCATTTAATATGTCAAGATAATATCCAGTGTGGGCAGAAAAAAATAAATAAT 

GCAGCCGTTAGAAGAACCAATGGAGGTCATACCATGCAATTCATTAAGTAGAATATTATA 

CAG CAGTG AAAATG G ATG AACTATAGCG ACGTGCATTATCATG ACTCA 

>SEQUENCE:7146:prostate_MPM2000-004P6_Table5 

TAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAG AATT AATT AA 

GGCGGGGAACCGGGAATATCAGAGGAGATCAAAGAGAGAGAGAGACTTGGCAGAAGCTTG 

GGGAAGAGAGTTTTGAGGAGAAAACAAGTACCAAGGGTTGACCTGCTGCAGCATTACAGA 

ACTAATCACTGTCTTTCAAATTAGGAGTTCGAGACCAGCCGGACCAACAAGGTGAAATCC 

CGTCTCTACTAAAAATACAAAAAAATTATCCGGCGTGGTGGCATGTGCCTGTAGTCCCAG 

CTACTCGGGAGACCGAGACAGGAGAATTGCCTGAACCCGGGAGGCGGAGGTTGCAGTGAG 

CTGAGATCTCACCGCTGCACTCCAGCCTGGGTGACGAAGCAAGACTCCATCTCANAAAAA 

AACAAAAAGAAAAAAAAATCCGGCCCCCCCCCCCCGGGGGGGCCTCCATTTCCCCCTTAT 

GGGGG I I I I I I I CCCCCCCCCTTGTGGGGG I I l l l i 
>SEQUENCE:7147:prostate_MPM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAG 

GCGGGATATTTGCAGGGTTATTACTGTAACTCATTTACCCTCGCACAACAAAGGGAGTGC 

AGGAAGGGAGGGCCCAAAGATGCCTGAACCACCATTCAGAGTGCAGACGGAAGTGTGATC 

CTTACAATGGTCTAACTGTAAGTATCTTGTAAAAGACCATTAAAGTTGATAAGTGCTTAT 

ATAAAACTTTCTACCTGAAACCTCCCAGAGAGTTGAACGTTTGTGGAGATTTCCGAGTTG 

AGGAAGTTTGTGATCATCTCTGTGTTTATTGACCCTTTTATAGTTTTACTAGAGCACATG 

GATGAAAATACTAATTTCAGAAACTCAAGTAAGTATTTGGCATTTCTGATAGTATAAGTA 

CATGTTCTGTTCTTTACCTAGTAATGAAGGAGAAATGT 

>S EQU EN CE :71 48: prostate_M PM2000-004 P6_Table5 

GCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 
TACTTCTAGAATTAATTAAGGCGGNGGAGAGGCTTGGGAGTGGGAACTAGCACCCGCTGT 



Table 7 
2623/3129 



AAGGTCTGCCATAAGACTTAATGTTTGTCTCCAATGGGATGGAGTCCTGGCATAAGCAAA 

ATTAATATTGATAACGTTATTATTATTTAAAATTTGTAAATATTGTAAAATATTTTAGAA 

AACATCTACTTTGAAACATCTACTGGGCGAGACCAGGAGTGATGGCTCAGCCTGTAATTC 

TGGAATTTCGGGAGGCCGAGGCAGGAAGATTCCTTGAGCA CAGGAG TTCCAGACCAGCCT 

GNGCAATGTAGCAAGACGCTGTCTCTATTTATACAATAAAATl I I l l lAAAAA 

>SEQUENCE:7149:prostate_MPM2000-004P6_Table5 

AAAAGAGAGAAAAAACCTTTAATGGTGTGGGCCGGGCTCTCCCCAAAAAAGAAGAAAAAA 

TTAACCTTTTTGCACTTGTCCACATCCACTAAAAAAGAATAAGAA ATGTC ATTTGTGTAA 

TTTTGTGACTrCAATTGTAATGGCATTCATTTTTATATTTTTAGAAATTTTGTGAAATAT 

TTGCCCTTTTGGCTGAGGAAGGAATAGTTATAAAAAGTGCTTTCAACAAGAACTGAAGGG 

CACACAGTTGAATAATGAACAGTAGTGTAATTAGTAGGTC 

>SEQUENCE:7150:prostate_MPM2000-004P6_Table5 

AAGCTGGGTACCGGGCCCCCCCTCGAAATACTTCTAGAATTAATTAAGGCGGGGGACCTG 

ACAATTCTCTAGGCAAAGGGAATGACCTGGATAAAGATACAGAGGCAAGCAAACATTGCT 

AAAAATAGTATCCTTTGTAAGCTCTATTCCTTGGTCCTGAGAAAATAAAATGTATAGCTT 

TATTTATTTCTGTGAGATGAGTTACCAATGGGTACTGCTATTCAAAAAAGCAAAACAGTG 

CAATTCTTTTGACATTTACGGTGTCCTACTTATCCAGAAAATACCTATGTTTTTAACTAA 

GCTGGCTCTTCATTCATGTTCCTTTATAAACTCCCATTTACTCTGTACTTAAAAGTACAT 

GTCATATACCACTTATMGACCAAATGGCAATTTTAGATATTTATCAAAGACAGCTTATT 

TAAAAAAAACTTAAAACAAAAAATGCTTCATCTCCTGGCAAAATCTGAATAAAAACAGCA 

TTTGCCAGGGTTA 

>SEQUENCE:71 51 :prostate_MPM2000-004P6_Table5 

ACTGGCCGTCGTTTTACACCAGGAAACAAGTGGTACCACTTGCTGGTGGGCGGGCCCTTC 

CTCGAGAGAACTAATAGAATTAATTAAGGCGGGTGGATCATAAAGTCAGGAGATTGAGAC 

C ATCCTGGCT AACACG GTG AAACCCCGTCTCTACTAAAAAATACAAAAAATTAG CCG GGC 

GTGGTGATGAGTGCCTGCAGTCCCAGCTAATCGGGAGGCTGAGGCAAGAGAATGGTGTGA 

ACCAGGGAGGTGGAGCTTGCAGTGAGCCGAGATCGCACCATTGCACTCCAGCCTGGGGAC 

AG AG CG AG ACTCC ATTTCAAAA AAAAT AAATAAATAAAATAAA AT AAAATAAAAACTGCT 

ACTTATCTACAAGCCAGAACAAAAACATAATTTTAAAATGGTTACAATCTAGCACCAGAG 

GCCTCAAGACAATTCTGGAAACTAAATAAAAAGGGCTAATGGAACTGCAACCTACAGCTT 

TCCCCATTACGGTCTTTGCATTCCTGAGACTGAAAAAAAAAAGTTACATCACTATATGCG 

ATTTGTCTGANTGAAGGAGGAAAGGGAACTCA 

>SEQUENCE:7152:prostate_MPM2000-004P6_Table5 

GCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 

TACTTCTAGAATTAATTAAGGCGGGCAGATCACGAAGTCAGGAGATCGAGACCATCATGG 

CTAACACAGTGAAACCCCGTCCCTACTAAAAATACAAAAAAATTAGCCGGGCGTGGTGGC 

GGGCTCCTGTAGTCCCAGCTACTGCGGAGGCTGAGGCACGAGATTGGTGTGAACCCAGAA 

GGCGGAGCTTGCAGTAAGCCGAGATAGTGCCACTGAGCCTGTGCGACAGAGCAAGACTCC 

GTCTCAAAAAAAAAAAAGCTTTCCGAATCATTTTTGAAGAATTCAGAAACTTGATTGAAA 

AGCTTATTCCAACTATGATCTGACACTCAAGACTGTCAGATTTAGGTTGCTGTTAATTTT 

GTCATGAGAATGTAAAATACTAAAATCTCTAAGTGAAAAANTTGCATACTAGTGCTTGTT 

AT A AAG G AT A ATG C A AA AAT AA ACT 
>SEQUENCE:7153:prostate_MPM2000-004P6_Table5 

TAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAA 

GGCGGGAAATACATGCTAAACAATACTGAAGCATTCGGAAGTGGCATGACACCTGCAACC 

TACTGTCAAATGGTACAGGAAAGAAAATTTTACATATACAGTATATCCATGTACGTAAAC 

AATTAGAATGACAACATAAGTTGACAAAAAGCAGTTCATGAGTGTAAGAGAAGGTCAAGT 

GGGAGTTTCTGTATTATTCTTGCAACTTTCTTGGAAGTCTGAAAGGGTTTCCAAATACAT 

TTTTGTTCATGTTTTAATAAAAAAAGAATAAAAACT ACACAG AAAAAAGATTATACATCT 

GACTGTATTCTTCTCAAAAATCTAGTCAAAGACTAT I I I I I I AAGAAAACACATGCCACA 

GACTGGGAGGAGATACTTATAAACAATA 

>SEQUENCE:7154:prostate_MPM2000-004P6_Table5 

GCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 
TACTTCTAGAATTAATTAAGGCGGGAGCAGAAAATATTAGAATCAAATATTAAACCTCCT 
AGAGCAAGCTGTTTCACGATTCAAAAGTATATAAGAGAAGCAGAGAAAACAAAGAATATA 
CAAATGCATTATTCCAAAGACAATGCACTCTCTCCATTAGAAAAAATTACCATATACAAC 
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TCCAGTAACAACATAATACAAATTTCAAAGCCACATTTGAAACTATCAGTAAAATGCAAA 

ATATGTACTGTCTTCACTGAAAAGAAAAGAATGTCTTCTTGGCCAGGCATCGTGGCTCAT 

GCCTGTAATTCCAACACGTTGGGAGGCCAGGGCAGGTGGGCTGCTTGAGCCCAGGAGTTT 

G AG AACAG CCTG N G C AAT ATG G C A AAACTTC ATCTCT ACAA A AAA A AAAAAAAA AA A AA A 

AAAGCGGCCGCCACCGCGGTGGAGCTCCAATTCGCCCTATAGTGAGTCGTATTACGCGCG 

CTCACTGGCCGTCGTTTTACAACGTCGGGACTGGGAAAACCCTGGCGTTACCCAACTTAA 

TCGCCTTGCAGCACATCCCCCTTTC 

>SEQUENCE:7155:prostate_MPM2000-004P6_Table5 

ACTGGCCGCCCGCTTACAACCCTGACTAAAGGGAACACATGCTGGGTAGCCGGGCCCCCC 

CTCGAGAGTACTTCTAGAATTAATTAAGGCGGGGTGTGCACTTTCTTGGGCTGAAGAATC 

AATCACTTGATGACCAAAGGCGTGACTTATATTTGCCCTGGAGACTAGACTGAGAAAGAT 

GACAGTGGCATGTTTCCAGTAGATATTTGCACACTTCTTTCTGACCCCATCATTGAGTAA 

TCTGATTTTAAGATTCTCTTCTTAGAGAAATCTTTCTGCTAACTCCTTGCCACTTGCCTA 

TGAACATATTACCAAAAAAATTATGGCTATGACTTACTGGTGCTTTCAGATATACAAAAC 

ATTTCTAGTCAGAACAAACAGCCAGTGAAGGATATTAAAAACAGATTTTTACAGAATTTG 

AAATAGTATCTGCTTTGTAATCATTCTTTTAACTGTACTAGTATTAGCATCCTAAATTAT 

GTG A AGTATTTG CTG GTTTCC ACCAC AG A AG AGTC AG A ATTTTAAA AAAAAAAAA ATAAC 

CCTATGGGGGCCCCCCCCCCCGGG 

>SEQUENCE:71 56:prostate_MPM2000-004P6_Table5 

G ACTG G CCGTCGTTTTACATCACG G AAACAGCTATG ACCATG ATT ACTG G CCGTCGTTTT 

ACAACAGGGAACAGCTTTTACCATGATTGCTGGCCGGGGTTTTACAGCGGGAAGACCTGC 

TTATGCATGAAGTCCTGGCGGCAC I I I I I I I I AG GT AAT AAACCGT AACCG GTCTGTCGT 

GGGGGCTCATGCCTGTAATCCCAACACTTTGGGAGGCTGAGGCGGGCGGATCACAAGGGC 

AGGATATCAAGACCATCCTGGCTAACACGGTGAAACCCCATCTCTTCTAAAAATACAAAA 

AATTAGCTGGGTGTGGTGGCGGGCACCTGTAGGCCCAGCTACTCGGGAGGCTTAGGCCCG 

AGAATGGCATGAACCCTGGAGACAGAGCTTGCAGTGAGCCCAGATGGCGCCACTGCACTC 

CAGCCTGGGCAACAGAGCGAGACTCCATCTCANANNNNGGGAGAAAAAAAAAAAAAAAAA 

G 

>SEQUENCE:7157:prostate_MPM2000-004P6_Table5 

TTTCCTGACTACCTACACTGNCCTGGGCAACATTTTAGTCTCTGAAAATGAAACTATACT 

GGGGCATGGCGGACTTGGCACTAAATCCTATTTCTAAAAAAGGTAACAGCTGACTGCATA 

TG G C ATATTATGG GTAATTATTTAG CCATTACAATATG A ATCTG ATGG CCG GG CG CGGTG 

GCTCACGCATGTAATCCCAGCCCCAAGTATATAACTTTTAAATTAATGATATTTTAAATT 

TTTTGACCAATTCCATAGTTTAACTCCTTCCAATTGTGTACACACTAAAACAATTTCCCA 

ATGTAATTTGTTTTTCTAATACACATAACCAAGTCTCTAAAATTTATTAATATCACTCCT 

AAAGGTCAAACACTTAACTTCTTAGTAAAAATTT 

>SEQUENCE:7158:prostate_MPM2000-004P6_Table5 

GGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGAGGGCAGCCAGGGTTGAAA 

AACTACAGGGTACTAAGCTTCGTATCTGCATGATGAGATCAGTCATACCCGAAACCTCAG 

CATG G C ACAATAT ACCCG G GT AACA AACCTG CCT AG AC ATTTGTGT AAAATG AG ATG ATT 

GCAAGGTAGTTTTAAAAGTCATTCCCCTTATGAAAATATGGAATGTTGTGTACATTATTT 

CATAG ACTTTGTGCTTAGTTAAAGGTCTT AACCN N N N N AAAAAAAAAAAAAAAAA AAAAN 

GGGGGCCCCCCCCCGGGGGGGGCCCCAAATCCCCCTTAAGGGGGGGTTTTTACCCCCCC 

C 

CCTGGGGGGGTTTTTAAAAAA 
>SEQUENCE:7159:prostate_MPM2000-004P6_Table5 

T ACCG G G TCCCCCCCTCG TGTGTACTTCTAG AATTAATTA AGG CG GGAGTTCGAGACCAG 

ACTTACCAACAAGGAGAAAACCGTCTCTATAAAAATACAAAAAATTAGTCGGGCATGGTG 

GCCCATGCTTGTAATCCGAGCCACTTGGGAGGCTGCGGCAGGAGAATTGCTTGAACCCGG 

GAGGCAGAGGTTGTGGTGAGCCGAGATCAAGCCATTGCACTCCAGCCTGGGCAAAAAAGC 

GAAACTCCGTCTCAAAAAAAAAAAAAAAGCGTCCAGGCAAGAGGTAGAAAAGAGACTGCT 

ACAAAAAGCTATATATAAAATTCATCACAGATTTTCTGCTGCACTAATAAATGAAAAAAA 

AAGAATGTTAATTAAATATAAAGCGGCCGCCACCGCGG 

>SEQUENCE:7160:prostate_MPM2000-004P6_Table5 

CGCAATTAAGCCCTGACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTA 
CTTCTAGAATTAATTAAGGCGGGAAGAAACCACAGATCTCTTACTACAGTACTTTCCAAG 
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TCTAGCTGTACATCAGAATCACCAGATGAGCTTTGAAGAACCAATGATTTACTGGCCATG 

AACCAGACTTATTAAATCATATTCTTGGAGGGGGTCAGAGCTATCAATCATTAATTCCAG 

AAGATTCGGCCAGGTTTGACAACCTGTCAGTACCATGG I I I I I ATAGTATGACAGATGTA 

AGTTTGAAATCTGGTTCTGACACTTACTACCTGTCTGAATTGCAGCAGTTTATTTAGCCA 

CCCTTCATAGAAGTAAAGGTAATACAGGCTGTAAAGCTTCATTTTATTGAGGTATTTTGA 

GATTAAATGAAATAATATGCCATGTAAATGCTTGCTACATAACAATCACTCAGTAAATCA 

TTGTTTATCGTTTTACATGATTGTATTATCATTTTCTGACAGATGGTATTTCCTTACGAA 

AAAAGTTAGACTAAATTTAAATTTTAAATAGAATTCTTTAAAATAGAACGTGAATAAAAG 

TTTATTTCATGACAGTCTCAAATTAATTATGCTACATGTGCATTATCAGCATTTTA 

>SEQUENCE:71 61 :prostate_MPM2000-004P6_Table5 

AAACTGGGTACCGGGTCCCTTCCTCGTATATACTTCTAGTAATTAATTAAGGCGGGGGAT 

ACTGTAATTTTGGAGCATTCATCTGCAAATTAACTTATTTGGCATATACCAATGTAAAAT 

TGGTATGAAACAACAGGAAAGTAAAGCATATTATAATATTTTCCTTAAAAATTATGGAAA 

GGGGATATAACACCTTGAAGTCTGAAACTGCGGGCGGTAGTGTCAATGACTATTCTGATT 

TTTAAAAATCTTGACGGGTTCGGGGG 

>SEQUENCE:7162:prostate_MPM2000-004P6_Table5 

AAGGGAAACAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGG 

CGGGATAAGCAATATAATAGTGGGTGAAAAATAGAAAAATTGGCAGTAGAATTGAACAGT 

CCTTCCACTCCCTTATAGAAATTTAGCATGTAGGACATTAATAGTTGGTAACGGGAGAAA 

GATGGTCGCAGGAAATAGTAATATAAAGATAACAGTGGTCTTAGGAGTCTTCGGTTTTAA 

TTCTGACTCAGCCATGTAACTTGGAGAAAGTTACCTAATCCAACCTTTAGTTTTCTTCAT 

ATGTGAAATCAGGATAGCAATATCTCCTAGATGTTGGATGTACATACTTGTGCATTTCTG 

>SEQUENCE:7163:prostate_MPM2000-004P6_Table5 

ACTTCTAGAATTAATTAAGGCGGGGATAAACATTAAAATATTTTTAGTACTGCAATGCTC 

TTGCTTTGGTCCCAAACAAATTCATCTTTCAAATAATTAAACATGCCGTAGTTAGGGGAC 

ACCCCAGGTAGTACATACACCTAGTCCTCTGAGGAACAGCATTACTACCCATTGCCAGTG 

ATTTCTGTCTGGCCTTCAGAGCTCACTAGTGAAATGTTCCCCATCAGA I I I I I CATCTCA 

ATTATATTTTGTTAATACTAAAATAACTTTGCTTTCATGAAACAAAT 

>SEQUENCE:7164:prostate_MPM2000-004P6_Table5 

AAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGAGATG 

GAGGTTGCAGTGAGCCAAGATCACACCACTGTACTCCAGCCTGGACAACAGAATGAGACT 

ATGTCTAAAACAAAACAAAACAAAACAAAAAAACCTCAGGGATAGGACATGTTTATAGAG 

AACTATAATACAAGGTAGAAAGTGGTGAATTTTCCAAGAAAGTTACCAACACAATGAGAT 

AATGGTTCATGTTTATGGTCTGAGTATCAATTTAGAAGAATATGTAATTGAATGTTTTAT 

TTTCTCATTCTCTNTTCTTGGAGTTCCATCTACTCTCACATTG 

>SEQUENCE:7165:prostate_MPM2000-004P6_Table5 

TCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAA 

TTAAGGCGGGTGTGGTGGTGCACGCCTGTAGTCCCAGCTACTCGGGAGGCTGAGGCACGA 

GAATCACTTGAACCGGGGAGGGGGAGGTTGCAGTGAGCTGAGATGGCGCCATTGCACTCC 

AGCTTGGGTGATAGAGCGAGACTCCATTTCAATTAAAAAGAAAAGAAAAGAAAAGAAAAA 

TTCTACAATGAGACAATAATGGTCTCCAGAGGGATCTTTGAGAAAGTCCAAATTCCCAGT 

CAGTGTTCTAGACAGAAATGGTCACATTAGCCTAAGTATAACATGCTATACCAGGCCTTC 

CATGAGTTAGTTTTAATAAGCCCTCATAAGGAAATTCCACATACTGAAAAGACCAATATA 

TTTCCGGCTGGGTGCGGTGGCTCACGCCTGTAATCCCAGCATTTTGAGAGGCTGAGGCGG 

GTGGATCACGAGGTCAGGAGTTCAAGACCAACCTGGCCAAGATGGTGAAACCCCATCTCT 

ACTAAAAATACAAAAA 

>SEQUENCE:7166:prostate_MPM2000-004P6_Table5 

GGACAGACGTAATACAGATTTTACAAAGAATAATTGCACGCTCTTGGTATCTTTCTGATG 
AAGGGAAAGTGTGAGGAAGTAGTCACATTTATTTTG Mill GCAGTTTCCAGCTCAGGTT 
AATGATAGAACAAAATGAAAAGTCTAAAAGCAGTAAAGCAGAAGGCATCCCATAAATCTT 
CCTCTCTAACTAAATAAGAGAAACCCATTCTTTCCTTCTAACATCACCGAACCTAAAAAA 
AAAAAAAAAAAAAAA 

>SEQUENCE:7167:prostate_MPM2000-004P6_Table5 

ATAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGCGGGCACCCTGCAATCCCAGCCACTCGAGAGGCTGAGGCAGGAGAAACACTTGAATC 

TAGGAGGCGGAGGCCGCAGTGAGTCGAAATCGCACCACTGCACTCCAGCCTGGGCAACGA 
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GAGCAAGACTCCGTCTCAAAAAAAGTAAATAAATAAA AATAA AATAAAAAAATAAATAAA 
TAGAAGTAAAAATAAAAATAATGCTTAATGGCAAACAATTTTAAAAATTAAGTCACTAAA 
TTATAAGTTATTGTTTGGAAAACACAACACACCTAATAGTTCCAGTAAAATAAAATAATT 
TACTTTATTCTACACAATTAATATACCTTTAAAGTGGCCAATACAGAAAAGGGGTTTCCA 
ACG AT ACTTG AAAT A ATCC AG CTACCTATCTTCAGTTCCTTGG CCTTCAG CTG G CAGTG A 
AACAGACACATCAGCTTTAAGACTGGCAGCCAAATAGTTAACGATCTGGAAACATACAAT 
TACG C AAGT AG AG AGTTCCTGTTCA AACAG ACTGG ATG AAAG CCCTTCC AT AAAG AACCC 
TTTAGGGATGATGCT 

>SEQUENCE:7168:prostate_MPM2000-004P6_Table5 

CGGGCACGTCTTTTCACCCCTAAATAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTC 
GAGAGTACTTCTAGAATTAATTAAGGCGGGGGGGAAATCAAAACAAAAAC AAGCAA ACAA 
AAAAAAAAGCAAAACCAAACCAAAAAATAACCCAAAAAAACCTTGCTAGGG I I I I I l CCT 
CAAAAATAATTAATTAAATAATTAAATCCGTCCTTACATACCCCCTTACTTACAAACATA 
TAGAAATCCCCAAAGAGGCCAATAGTGACAAGAGGGTGAAAAAAAAAAAAA AAAAAA AAA 
AAAGGGCGCCCCCCCCCGGGGGGGACCCCCAATTCCCCCTTAAGGGGGG Mini ACCCC 

CCCCTTTG G GGG G GTTTTTAAA 
>SEQUENCE:7169:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGCGGGAGAAACACATATCCCTGAATGACTTCCCAAATCTACCTCTGCTGAGGTCTGGC 

TTTAAATGTGGGAATTTTATTTTCTAATAAGCTTGACTAATGAAAAAATCAGGTCTGCTT 

TTTATGCGAATTCTGTCTCAGGGCGAGAAGAGATTCAAAACAACACCTGGGGGAAAGGAC 

AGGCTGGTCACGGCCATGCTGCCATCCATACCACTTACCCTGCGCCGAGGCGGGTTCCAG 

CCCCTCCCAGAAGGCCAGGACTTCACCCCAGCAGCATCCTCCTCTTTCATAGAAGGTGTT 

GGCCATCTAGAAGGCTCCCTGCCAACACTGGCTTCCTCAGATCGCTCCACTGATACTGTT 

CTGTGTCTGCCCCTAAG AGG G GCATACCCTTGTCTGTTTTTGGGTCC ATG ACCCTG AAG C 

AATGACTAGTTCAGCAACAGAAAGGACTGGATGGGCAGATGACTGGATGAATAAATCAAG 

CTACCTATGGGGAAACAGATAATGTGGAAAAACACTGACTTGTCACCCTTCAGATTTCAA 

ATATAGTCAAC 

>SEQUENCE:7170:prostate_MPM2000-004P6_Table5 

TCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAA 
TTAAGGCGGGAGAATGAGGATAGGCTTCTGTGAGAGGCTGGGGCTCAGTGGAGGCTGCAA 
TGATGGGCTAAGACAGGGAGAATGAAGCCTAGTATGTGTGGAGCATGGTGTGTACCCACA 
GAAGCTAATAACAGCCTAGAGAAGAAAGTGGCCTTGCTACTGGGGAGGATGAGGCAGGAG 
GACCCCTGAGCTCAGGTGTTTGAGACCAACCTGGGCAACATAGTAAGACCCTGCTAAAGA 
AAAGAAAAAAGAAAAAAAAAAAATATAAAAAAAAAAATAGGGGGGCCCCCC CCGGG GGGG 
ACCCCAAATTCCCCATTGGGGGGGTGGTTATCCCCCCCCTATTGGGGGGG I I l l l AAAAA 
>SEQUENCE:71 71 :prostate_MPM2000-004P6_Table5 

TACACCCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCT 

AGAATTAATTAAGGCGGGTACATAACAAAGCCACTGCCACCGAGTCACATTCAGCCTCTG 

TCTCTATTTCTTTCTCTTTGTTTTTAAAATAGAAAGGAAAGAAATCCTAGCTTTCAAATC 

ACCTGTCTTCTTTCAGTCTTTTAGAAAGTTTGGAAAATTTTTAGTATGTACTTAGTTAAA 

AAAAAAGTCATTAAAATAATTTTTTAAGCTAAAGTTATAAAATTGAACATACTTATATTA 

ACCTTGGAACTGTCTACCTCCAGTTGCGCCTGTGTATTCTATCATGAGGATAGGAAAAGA 

TTTTCTA AATCT AAAT AA A ATAC AG CATG AACTG C AG AAG GC AGC ATTTTGTAGTTGJ AA 

AAGCTGGAATTTTAAATTAAATATGAGTTCAAATCTTGCTTAAGTA CTATTTTA 

CATATCTTTCAATTCTCAAAACATCAGTTTTATCATTTGTAAAATGTAAAGAATAATACC 
AGTCAGAGTTGCTGTGATTAACAGATA CAGT ATTTGTAAATAACCTGACACACAATAAGC 
ATTAGTAATAAATGGGCATTATTCATGATTTTG 
>SEQUENCE:7172:prostate_MPM2000-004P6_Table5 

CTGGCCGTCGTTTTACACCCGGGAACACAGTGTGTACCCTTGCTGCTGGGCGGGCCCTTC 

CTCTAGAGAACTAATAGAATTAATTATGGCGGGAAGGGAGAAGCTGCGATAAGGCCTCCA 

GCCAAGGTGCCTTCTCAGGCTGATCACTTTTAAGAAAATAAGACTTATGGTGGCTGAGGA 

TGTGAAAATGGATTCCTTTTAACTCCTCTTGAAATGTCTTATGGTAATCGCGACAGTACA 

AATATTCCAGCCTGAAGACTGCTGTTCTATCAAGAATTAGATTACTCTATTTCTAGAGTT 

GACAGCTATTGGAAGAACTCCTTAACTAGCCATAAACCTGGGAATCCTGCACTGTTCTTC 

TACTT AG GGTCAGTGCAGTC A ATGTG AATCCAG AG ATTGTTTG CTTTCTCTCACCN N NNN 
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GNNNNANNAAAAAAAAAAAAAAAAAANNCCCCCC CCCCCCCCG GGGGGCCCCCCCCCCCC 
CCA AAA A AGGG GTTTTTTTCCCCCCCCCTTTG G G CTTTTTTTTTCCCC 
>SEQUENCE:7173:prostate_MPM2000-004P6_Table5 

CGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTAC 

TTCTAGAATTAATTAAGGCGGNGGTTATAATTGACTGTAATAACTTGTAGGTATCGGATA 

CTATTTAAAGTTTCATAGATATAGAAATCTATGCCTTTGGCCAAAGTAGAAATGTGTGTC 

CATCTCCAATAATACTTTTCTTAATA7TTCTTCATTTGACAAATCACTTTGCTGCAAGCC 

TTTTGTGCTATTAAGTACAGCTGTATTTTTTTCTTTATTTTT 

TGTTATTT AACTTTACAG G AG G AG AAAAG G AGTG C AT AAAAGTCAT AGT ACATTTTTT AG 

AGCATATCTCAAAAGATCGAAGTTCTCCTTTGCTAATTACCCAGCTATTTTATTCAAATA 

ATCAATTTAGAATAATTGTAAGTATTAATAAAACCTAAAACCATATGCTTCTAGGACAAA 

CAA 

>SEQUENCE:7174:prostate_MPM2000-004P6_Table5 

AAGGGTAACACAGCTGGGTGCCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGG 
CGGGGGGGGAGGTGACAGAGAGAGGCAGATCTGAGTGAGGGGTGGCTAGAGTTGGGCTT 

GTCCTGCAGACAGCAGTGAGCCAACAGAATTTTTAGGAAGAGAAGAGATGTGATTGGATT 

TTCGGTTTTATAGACTAGTGGTATCTCAAAAAGTTAAAGGTAAGAAATGTATTAGATGGT 

CAAGGTACTGTGTTTAAGGATAGATTTAAAAGAATCTTCATGATCTTAAAAGAATCAAGG 

GGACAGTGTCAGAAAATACAGCATTGAGTAGACCACAGGTATTATTTAGTGTGGCATTTC 

TTATGTTCTTTTAGTAATGACAAAAAAAAAAAAAA 

>SEQUENCE:7175:prostate_MPM2000-004P6_Table5 

GCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTA 

CTTCTAGAATTAATTAAGGGGGGGGAGAGCATTAGGACAAATACCTGATGCATATAGGGC 

TTAAAACCTAGATGACAGGTTGATAGGTGCAGCAAACTACCATGACACATATATACCTAG 

GTAACAGACCTTCATGTTCTGCTCATGTATCGCAGAACTTAAAGTAAAATAAAAAAAAAA 

AAGAATAAAAAGAGCTACAAAAATGTAGCAACAACAAATCTCAAA CATGG ACACTCATTA 

TTAATATATCTGAATAACCTAACAACTTCTGTATAATTACCATATAA I I I I I GAGCACAG 

AATTCCCCTAAGTATAATAATTCAGATACTGTGCATGTTCCTAAAGACCAAAACACCTGG 

AACTACGAACATAAAGCAGTTGCTTGAACAGTGGTGCCATGTACTTCTGTAGGACAATCC 

AAAAAATTTGGTTCCTAGCCAT 
>SEQUENCE:7176:prostate_MPM2000-004P6_Table5 

GGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAGGGCG 

GGAGGAACTTTTCACAAGTCGATAAAAACCAAAAAAAGCTGGGTCGTAC ATAGG AAAAAT 

TACTAAAGCTCGAAACAGATATAGGTATCATATTCTGCATATACAAGTATATTTTCATTG 

CTGTCCTAGATTAGTGGCTGTCAACACTCTCTGCACATTTGAATCACTTGGGGAGCTTTT 

AAAAACAATACTGATGGCTGGCTCTATTTCCAGCAGATTTGATTCGATAGGTCTGGGGTA 

CATGGGACCGAGGTATCAGTATTGGAGACCTCTCTTCAAGTGAATCTATTTGCAGTCAGA 

AGTGAAAGGCACTCCCCTAGAGCTTTGTTAGCTTTGAAATTG JCTTGTTAGAGCCATTAC 

AGAATCCTGTTCACTGTCAAAAATTCATATATTACAGTGAATAAAAATATAAGCATTTAT 

GTATGCATTATACGTAAATACCACTTTCTATAATATTTTACACAACCCTTCTTTTCCTTG 

TAATTAA 

>SEQUENCE:7177:prostate_MPM2000-004P6_Table5 

ACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 

TTAATTAAAATTAAATAAATTCCCAAAGTGCAAAAATTGA AGTGG TAAATGAGAACCAGA 

GCTGTAAGGGGAAGCATACTTCAACTGTCCTGAGGACATTTTTAGACCTTGGTGGGGCTT 

TCGTTTAAAATGGCCTAACAGAGATGGATGATAGGTTGTTTAATGCATACAGTTTAGGAT 

TTCTTAGCCCCCTGTATAAAGCCAGGATCCTGCAAGGATCATAACCTCAGTGAAAGCATA 

GATGAGAAAATAAAACCTCTCCACTGACAAAAGGAGAAAATAAGGAAGCTTGTGTTTCTT 

GGCTTGGGTTCCTGGGAACAGGGGAGGGATGTGTGTG CATGT GTAGGATGCCTCTCCTGA 

GAATTTTTAATCAAGTGCCTCCTCTCAAGCAGGTTTCAG Mill AATCTGTATTA 

>SEQUENCE:7178:prostate_MPM2000-004P6_Table5 

GTGCGTTTTTCACCCCGGAAAAAGGGTAACACAGCTGGGTGCCGGGCCCTCTCCTCGAGA 

TACTTCTAAA ATTAATTAAG GCG G GTG AG G AGTTG ATTTAG G ACTGT AG GG AC AAAGTAA 

GCACAGGGAACAGGTAAGAGGGCCAACTAAGATTCCAAGATAAGACCTTCAATGTGCAAA 

AGATATCAACACAGCATTTGGCTGAGTAAACAGTAGTGATAGGAGAACCACGTGAAGTGA 
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GAAAGGTTATTCTGGGTGATATAAAAAAAAAGGATAAAGTCTAGAAGAAGAAAAAGAATG 

GAAGAATATAGTTCTTCCTCATCTATTCTCTCTATGAGGGTAGCAAAAGATGAAATGAAA 

AGGTATTCGGAGCTACTGTC 

>SEQUENCE:7179:prostate_MPM2000-004P6_Table5 

GCGTGCGTCTTTTCAATCCTGCACATAAAGGGTACAAAGCTGGGTGCCGGGCCCCCCCTC 

GNGGGTACTTCTAGNATTAATTAAGGCGGGGTAGGATGAAACAATTTGGAGAAGATAGAA 

GTTTGAAGTGGAAAACTGGAAGACAGAAGTACGGGAAGGCGAAGAAAAGAATAGAGAAGA 

TAGAGAAATTAGAAGATAAAAACATACTTTTAGAAGAAAAAAGATAAATTTAAACCTGAA 

AAAA A AAAAAA AAA AAA AAAAAAAGGG GG CCCCCCCCCG G GG G G G CCCCC A ATTCCCCCT 

TATGGGGGGTG I I I I I CCCCCC 

>SEQUENCE:7180:prostate_MPM2000-004P6_Table5 

GGCCCTCCCTAGAGAGTACTAATAGAATTAATTAAGGCGGGGGTGAGGAAGGGAGGTGTC 

ATATGATATAAACATTGTAAAACATAATAGCAGAAATGTCTATTTATATGTTGCTCTATT 

TTGTATATAGTGCTAGGGAATCATATAATTCCAAAAATTATGCCATGTTTTTACAAAAGT 

GAGGTCCTAAATATTCACAAAAGAATGACTAGACTATAACTCAATGATTAGAGTCAATGG 

AATACAATGCATTCTTGACTGTTTCTAGAAATTTCAAGACTCGCGAGAAAAAAAAAAAGT 

GCGGGGAAATTATCGTTCCCAAAGGATCACGGGGAGTTATGAGCCTTGGGCATGCCCTCT 

TTAACAGCCCCTTACAAATCCAGTTAAAAATAGTAACTGTCGAGAGTGATACCTCGCCCT 

ATTTATCATCTAATTGACCTGGTGATGGGTAATTCTGATATTCACTAAACACTTATTCTT 

TGGAAA 

>SEQUENCE:71 81 :prostate_MPM2000-004P6_Table5 

CTAAGGGAACAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTCTTCTAGAATTAATTAAGG 

CGGGAAGATCGCTGGATCCCATGAGGTTGAGGCCATCTTGGGCAACATAGGCTCCATCTC 

TTTAAAAACACACTCGAAACAAAACAAAAACCGGATAGGTTTCAAAGGCTTTTGAAGAGG 

CCGATCACAGAATCTCATGCCTGTAATCCCAGCACTTTGGGAGGCCGAGGAGGACGGATC 

ACCTGAGGTCAAGAGTTCAAGACCAGCGCTGGCCAACATAGTGAAACCCCATGTCTACTA 

AAGATACAAAAAAATAGTCGGGCGTGGTGGCACGTGCCTGTGATCCCAGCTACTCGGGAG 

GCTGAGGCAGGAGAATTGCTTGAACCCAGGAGGCNGAGATTGCAGTGAGCTGAGATCGCA 

CCACTG 

>SEQUENCE:7182:prostate_MPM2000-004P6_Table5 

CGCGGCCCTTCCTCGAGAGTACTTCTAGAATTAATTGAGGCGGGCCGAGGTAAGGAGATT 

GAGACCATCCTGGCTAACACGGTGAAACTCCGTCTCTACTAAAAATACAAAAACAAAATT 

AGCCGGGTGTGGTTGCGGGTGCCTGTGGTCCCAACTACTGAGGCTGAGGCGGGAAAATGG 

TATGAGCCCAGGAGGCGGATCTTGCGGTGAGCCGAGATCGTGCCACCGCACTCCAGCCTG 

GGTGACAGATCAAGACTCCATCCCAAAAAAATATTTAGAAAGCACAAAATAACCACGGGC 

CCGCCCCCCGGGGGGGTACTAATTTCCCCCCAATGGTGAAAGATCTGCCCCGCCCTGAGA 

GGGCCAATGTTCTTTCCCACACTTNTTAAATGCCTTCCTCTTCCTGAACCCCAGAAGAAA 

AGGGCACCTGAGCAGGAAATCTCAGGTGACTTATTTTGCCAGTGCCTACTCTACTGAAGA 

ACTAGGTTTTCATTCTTGA 

>SEQUENCE:7183:prostate_MPM2000-004P6_Table5 

TACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAAT 

TAAGGCGGGTCAATGAACAAGTGTCCAAGCCAAAGACTTAGTACTCAGGGTAAGTGTCCA 

CAT AG G CTGGTGCAGCTG GTTTTCCCTCTCTACTTTCC I I I I I CTTCTCCCAATTTACAG 

CACAAACCAAGCTAAAATGCTAGCTCAACTTCTCTCTTTTCACTTCAAAACAACCCAGCT 

CACCAGCCGGGCATGGTGGCAGTAGCTCACGCTTGTAATCCCAGCACTTTGGCAGGCCAA 

GGCGGGTGGATCACCTGAGGTCAGGAGTTCGAGACTAGCCTGAGCAACATGGCGAAACCC 

CGTCTCTACTAGAAATACAAAATTAGCTGAGCATGGTGGTGCATGCCTGTAATCCCAGCT 

ACTTGGGAGGCTGAGGCAGGAGAATTGCTTGAACCCTGGGAGGCAGAGGTTGTAGTGAGC 

TAAGACTGCGCCACTGCACT 

>SEQUENCE:7184:prostate_MPM2000-004P6_Table5 

ACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGGGGAAA 

G GTTTG G CC A AATCG ATTG CTTTTG GTT ATG GTG ATG A AAA A ATAA ATG G A ATCTG ATGT 

TTTATGTTGAGAATGTGTAAAATGCTAGTTGATTTTATGTCTTAGAATGCTCATATTCAT 

ATAGATTCACTGCGAATAGTGCTTAACATTGGATTTCGGATTGTAATATTAAACCCTGCA 

GTTATGCACTAACGAGTTTAAATTTTAAAAAAGTAACCATTTTCAAATATTCTTGGCAAG 

TTGTGCATTACTTGATGTTTGAATACATCTTANAAATGAAAACTAGTGAAGC 
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>SEQUENCE:7185:prostate_MPM2000-004P6_Table5 

CGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGT 

ACTTCTAGAATTAATTAAGGGGGGAAATTTAACCATTGAATTTCTTCTTTAAAAATTCAG 

ATAAAATTTTAAGAACTAGAAATATTACTATGATTCTTATAATTCTACCTAAGCTGTCAG 

TTATAAACAGTTTAAGATACACATTACCTCTTAGTCAAACCATCATCTTCATCTTAGGGG 

GAATGTTCACCTATCCAAACGCCCCACAACCCTCTGCAGTCCCATTCCTGCTCCTCTTCA 

CACCATGGCGTTCACCAGTCATTTCTAAACGCAGCAGCCAGCTTTTCCCTCATCCTCATT 

GCTCTTGACTNTTCCTGCAGCATCTGATGCTGTTCATCATCGTCTTTTCGAGATATTTAT 

GT ATG CTG G CTTC AGG G ATATAAATTT ATTTT ATTTT ATTTTTTTG AG AC AG AGTCTCTC 

TCTGTTGCCCAGGCTGGAGTGCAGTAGCCCGATCTTG 

>SEQUENCE:71 86:prostate_M PM2000-004P6_Table5 

ACATAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAAT 

TAAGGCGGGCGGATCATTTGAGGTCAGGAGTTCAAGACCAGCCTGGCTAACATGGATATA 

ACAAAATTTTCTATTTCAAAAGTTCAGTCGTGGGCACAAGTAGATTTTGCCTTACAGTCT 

TGATAGTGAAGGTGCATACTA I I I I I AAAG CTGT ATTCCTTAG ATACTACCAT ATTATCT 

AATGTTTCTAATAATGGAATTAGCAAAAAATGACTACATCATCCAAATTTGACTTTGTAC 

TAACATACTTGGCGTACTCCATATCCCTGAAGGTTAACAAGAGATAAATTTGGCCTAGAC 

TGGTCTTTTCCTGAATTCATCACTTAAAAAAGGAAAAAAAAGAATGGGGAGGAAAAGCCA 

CGTTTTACTTTTATAA I I I i t ATTCCATCATTAAAAGTACAACTTGCTTTATGATCTGAA 

GAAATACCATCTAAGTCTTTCTATTAGGAACAAAAGTGAGCCTTTCAGGGAAAGATAATA 

AAATAAAAA AG G CTAAAAC AT ACTG ATTCT A AG ATTTAAG AG AT ATTTG G AGTTG G G A AT 

ATTATTCTTATAT 

>SEQUENCE:7187:prostate_MPM2000-004P6_Table5 

TGGGTACCG G GCCCCCCCTCG AG AGT ACTTCTAG AATT AATTAAG G CG G G GT AG AG ATG A 
GTTTGAGGTACTGCCTTCTATAGTTTGTGCCCAATCCCCTTTGGCACCTTATCTAATACT 
TGGCGATCGTCTCCCTTCCT ATTTT ATGTTAAT AT AGTCTGTCAGTTTTGTTTGTTTGGT 
GCTGACAAATACAAAATGTGCCATTAAAAATAATTTA MINI! CACATTTTGAAAGTGA 
TACATGATTGTGCATAAAATTTAGAAAATTCAGAAAATCACAAAAAAAAAAAAAAAAAAA 
AAAAAAAAGGGGGGGCCCCCCCGGGGGGGGATCCCAATTTCCCCTTTTGGGGGGG I I I I I 
TACCCCCCC 

>SEQUENCE:7188:prostate_MPM2000-004P6_Table5 

ATT AATT AAGGCGGGAAGACAGTGAAGAATTATGGGGCTAACATACAAGAGAAAAAGGAA 

ACCCAGAGATGTGAGCCTGACATATGAGGCTACTTTTCCCCTAGATATATCTTCTAGTTC 

AAGATAGTAGAAAGGCTGATAAGTTTTCAACAGTCTTAAAAGACTAAGAGGGCTTCCTGG 

GGAGGGGTGCCCTGGAAAACCTCCCACATTTTAGGTTAGGATCTTTAAGGACTGACTACA 

TC ATG G G AG AAAG G GTG A ACTG G AA AT 

>SEQUENCE:7189: prostate_M PM2000-004P6_Table5 

AACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGA 
ATT AATT AAGGCGGGGAGATGCCAGATGAGGCTACCGATGACCATAATATCTCTTGCTCC 
ATACCTTTCAGTCAAGCTCCCTGACTCTCACCACGCCTTCTAATAAAGAAAGTGAGTCCT 
CGCTGATAATAAACAAGCTAAATCTGTATCGTGCGAAATAAACATATTCACATATTCTCA 
AA AAA AATTACTACTTGTTG G ATG CCT ATTGTG C ATTAAAC ATT AG G CTAG ACACTTTAT 
TGCGGCATAATCATTTAATTGTCATAATAATCCCTTTGGAAAGGTGTGGTGGTTCAGTTT 
TTG C AG ATGGG G GTG CTG ATTG ATATTC AG AG AGTTAAATA ATTTACTTG AAGTCAGCAG 
AGTGTATTAGAACCTATTCATTACTTTGGGACCAGAGAGGCAG 
>S EQ U E NCE:7 1 90:prostate_M PM2000-004 P6_Table5 

GCTGGGTGCCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGCGAATAGA 

CTTAAAATACAGAAGCTGGAGACCACCTCTACACAAACACGGTAGAATGCCTGTATTCTT 

CTTCTTAATACAAAAATTAGCTGGGCGTGATTGCACACACCTGTAATCCCAGCTACTCGG 

GAGGCTAAGGCAGGAGAATCCCTGGAACCCATGAGGTAGAGGTTGCAGTGAGCTGAGATC 

ACGCCACTGCACTCCAGCCTGGGCAACAGAGCAACACTCAGTCTCAAAAAAGGNNAAAAA 

AAAAAAAANNNGGGCGGCCCCCCCCCCGGGGGGGCCC 

>SEQUENCE:71 91 :prostate_MPM2000-004P6_Table5 

GCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 

TACTTCTAGAATTAATTAAGGCGGGTATGAGAAAATCTTATGCAAACATATAGAAATTTA 

GACTGTTCACATGTATGAGTAATTTTTAAATTAAAAAGTACACTATCATTCTATTACCAT 
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AATTTTTTAAATGTTTTATTATGCTGGCATGAGTCACTACACCCAGCCCTATCACCATAA 

ATTTTAACAGTAAATAAATATTGAAAAGAAAGAAAGGTTAAAACTAGCCTTTAAGTAAAC 

GTGTCAGAAATATATCTAAGAAAACAGGCTATTTGATATCATGCCACTGGATTACAACCC 

ACTGAGAAACAGGTGGNGGCATCATAAATTCAAAATGCCAAAAAGTCACTATAAAACACT 

TTTTATATAAATCATTTAACTATTAAGTAAACAATTGCTTATTTAAAAATCCAGATGAAG 

GCGGTGCACAATGGCTCACA 

>SEQU ENC E:7 1 92:prostate_M PM2000-004 P6_Tab!e5 

CGTCGTTTTCCACCCCGGAAAAAGGGTAACCAGCTGGGTGCCGGGCCCCCCCTCGAGAGT 

ACTTCTAGAATTAATTAAGGGGGGCGAAAATCAATCTTGTTCCTTTACAGTTGTACATTA 

TTGAACAGAGTGATATTCGTTCAACTCGGGATTTTAAAAAAGCAAGAACTCCTTTCTTCA 

TAAAATCAGAATATTAAGAAGGGCCATAAATAGAATTAAATTAATTCATTTGACAAATTT 

TACC AAGTCTCTATTGG CT AATAAGTCTTTTTCTAG G G ACTTTG A AT ACC 

>SEQUENCE:7193:prostate_MPM2000-004P6_Table5 

TCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAA 

TTAAGGCGGGGCGGAGTGCATATGTATTTCCATGCATCACACATAATTCAAAAGCTCTAG 

TAATAACCCCCAGACATATCCAGCAGAAAGAAACCCGTTACCATTTGTGTCTTGGAAAGG 

ACAGCTACTTACCATACTAGTCAGCCCCTCTGTACCTCAACTTCTTTCATTATTAACAAT 

GGCTCTGACCTCCTCTAGGAACTGGTGAAAATTAAGTAAAATTTTTCTGAAATTGTCAAA 

TT A AGGTATT ATTTGTTG GCTG G ACAC AGTG G CTCACG CCTGTAATCCC AG C ACTTTG G G 

AGGCTGAGGTGGGTGGATACGTTGAGAGCCCAGGAGTCCAAGACCAGCAGGCAACATGGC 

GAAACCCCATCTCTAC 

>SEQUENCE:7194:prostate_MPM2000-004P6_Table5 

AAG GG AAC AAAAGCTG G GT ACCG G G CCCCCCCTCG AG AGTACTTCTAG AATTAATTA AG G 

CGGGGAGGAAAATTACTTCCTATTCTAAATCACTACTAATTAGTGACAGCTAGTTAGTAG 

CCATAGACCTGTAACTGAAGTTTATGCAGGTCAAAGAAATTTTATTC I I I I I I AGGCCTT 

TTTATTGAGATAAAAATTTATAATTCATTCAGGTGTTCAATTCACTGG I I I I I AGTATAT 

TCACAAGGTTGTGCAACCATCATCACTATCTAATTCCAAAACATTTTTATCACCCCAAAA 

AGAAACCCTGTACCCATTAGCAGTCACTCCTTATCCCTCTCGTTCCCCAGGCCCTGGCAA 

CTACTAATCTGCTTTCTGTCTCTACAGATTTGTCTTTTCTGGTTATTTCATATAGATGGA 

ATTCTATAGTCTGCAGCCTTTTGTGTCTC 

>SEQUENCE:7195:prostate_MPM2000-004P6_Table5 

CCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAAT 

TAATTAAGGCAGGGAAAATTGAAGGTGATGTGTTTAATAGGAATGTAATGCAAATACTTC 

TGTTTTCAAAGAGAGAAATTATTGCTTATGAACATTACTGGAGCCTGGGCTTTTTGTTTT 

TTTACTTAAGTAAATAGGTAAGGAAAAAATTTCCCATTGATTGGGACCCTTACTCAAATT 

TCCCAGTGGTTACTTCTATTTGGTATTATTCTT 

>SEQUENCE:7196:prostate_MPM2000-004P6_Table5 

CCCCCCCTCG AG AGTACTTCTAGAATTAATTAAGGCGGGTAGCTATCGTTAAGTGGGGAC 

AAAAACGTTCTTCAGTTATAGAAAATGCAAATCATACCATTTCATCATCCTTCAAATAAG 

AAGACCCTATAATACATAACAATTTCACTAATCAACAAAGATTTCTCCATTACATTACAC 

TAGATCCCTGTGAAGCATTAGATACACTGCTGCTTTAAACACTGGCCTTCCTGCCCAGGC 

ACAGTGGCTCATGGCTATAATCCCAGCACTTTGGGAGGCTGAGATAGGTGGATCACCTGA 

GCTCAGGAGTTAGAGACCAGCCTGACCAACATGGAGAAACCCCGTCTCTACTACAAATAC 

AAAATTAGCTGGGTGTGG 

>SEQUENCE:7197:prostate_MPM2000-004P6_Table5 

GGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGG 

GGGAGAGGGGTTGCAACATCTTGAAAAATCAAGCTTCATCACCTACTTCGGATTCCTAGC 

TCTACCCATTTGGCTGTGATCTGGGGTGACTTTTGTCACTTGTCCTACCCCTCCTTGGTG 

GGGGGGGGGTGGATATCTTGAACCAAGGAAGTGTAAGTTCCAATGAGGACTTATTTCGCC 

TCCGATCTATAATTTCGCCTACACTATCCATACTCCTGGACTGATGTTATACTTTGAAAC 

CTGCACTGGCCAAGTGCAATGGCTCACACCTTTAATCCCTCCATTTTGGGAGGCCACGGC 

GGGCGGATCACGAGGCCAACATTTCTACACCAGTCTGACCAATTTGGTGAAACAACGCCT 

CTACTAAATATAACAAAATTAACCGGGCGGGGTGGCACATG 

>SEQUENCE:7198:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCT AG AATTAATTA 
AGGCGGGAGAGGATTGAGAAAAGAAGGAAAGTAGAGCAAGTGCAAAGAGTCAGAATTTCC 
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ATGTAAGCGGAAAGATGAAATATTACAAATGTAGGCCTGTTGACTAAAATTTGATGATGT 

AGATGAAAGGAAAAAATTAAGAGCAAATATGCTGACATTTACATTTCTCATAGTAAGGAA 

ATACCC I I I I I AAG CCG ATG G AAG ATT ACTTATTCTTTCATAGTTAA AA AG ATAAG CAGT 

TCTATAAAATTATAGAGCTTCCAAAATATTAAAGATCTGTATGGATAAAACTAAGAACAA 

TATATGTAATGGAACCTTAAAAAATCTGTAAAGATCAGTAAGCATAACATAAAATATGAC 

ATATCTAAGACCAGTCATGCTGTCATAAAAAATAAATGTAGAA 

>SEQUENCE:7199:prostate_MPM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAG 
G CG G GGTCAAA ATC ATAATCTTAC ATAG ATCACTTC AAAATATTT AAAG G C AT AC ATTCT 
TACATTTAAAGAAAAAAAGGAACACACTCTTGACTTAAAGATTAAAAAACAGACACAAGT 
CTCT AC AAACCTG G AGG AGCT AAG G CTG ACTTG GTCTG AT AAG AG ATTAG G CTGTTTT AG 
ATGTGGTAACCCCTGGCTAACTAAGATCACTGTTTTATCTTTTAAAAAAAATCTCAGTTC 
ATAGTTGTCCGTCCi I I I I ATTCTCCAATAAAGTGAAAAAGTGGGCATTTGTTTGTTAAC 
ACATTTGGTCACAGAAAAAAAAAAAAAAAAAAAAAAAAAANCGGGGCCCCCCCCCGGGGG 
GG ACCCCAAATCCCCCCTAAGGGGG G GTTTTTACCCCCCCCTCATGGG CG GTTT 
>SEQUENCE:7200:prostate_MPM2000-004P6_Table5 

CGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTAC 

TTCTAGAATTAATTAAGGCGGGGGAACTGACTTTACTAAGGTAAGTAAAACTTTTACTCA 

A I I I I I GTATGATCAGCTGGGATAGATTTTATTTCCGGACCAAGACTAAGTGGCTAAAAT 

TTAAAATATGTGCATTTTGTAGGTGGGAACATATTTTAGAAATTTAGACAATTAAAAAGA 

TAGAGATATTCTACACTTTGGTTATGGTGCTTTCATTAATTCGACAAATGTTTAGTGAGC 

ACCAAATGTCTTTCCAGTGCCAAGAATTTAATAATGAGTTACATGTTTCTGCACTTCAAA 

GAACTCCTAGGGGGAGAGTTAGTCATATACGTAACTATAAAACACAAAATGGAATGAGTA 

CTATAGCGAAATCCATATAAATTGTTTATCTAGTTGACTTAATTTATATGCGGAGTAATT 

TGGTACCTTTGTGTACTTGTTA 

>SEQUENCE:7201:prostate_MPM2000-004P6_Table5 

CTGGCCGTCGTTTTACACACAGGAAACAGCGTATGACCATGATTACTGGCCGTCCTTTTA 

CACACAGGAAACAGATATGACCATGATGCCGGGACGTAGGTTTCTGTCTTGAATAATGTC 

TGAGCGTTACACTGAAAACCTATATTAACTTCTGAAATGAAACTAI I I I I I I CTGTATCA 

ATTTAAG CTTTTG GTTTAGGTAAGG G ATGTCCAAG GG ACAC ATATAATG ATAACTTCTCT 

GTTTCACTGCCTTTTCCATCCCAGCAAGCTCCCAAATTTCACTTTAAAAACCTACAAAAG 

TAGTTTAAAAAAATTATAGTTAGAGCCAGGTGCAGTGGCTCATGCCTGTAATCCCAGCAC 

TTTGGGAGGCCGAGGCAGGCAGATCACTTCAGGTCAGGAGTTCCTGACCAGCCTGGCCAA 

CATGGTAAAACCCCATCTCTACTACAAATATAAAAATTAGCCAGGCATGGTGGTGGGCAC 

CTGTAATCCCA 

>SEQUENCE:7202:prostate_MPM2000-004P6_Table5 

GGAACAAAATGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCG 

GGAGGGTAGCAGGTACCACAGGAAGTCTCACATCTACAAACTGCAGGACTAGTATGTTCA 

CAGGCAAACTTGGATATGGGGGAAATAATCTTTATAAGGCTTTTAAGCATTGCATATTTT 

GCCGAAAAAGCATGTGATGCCTTTAAACTGGAAAACACTGAATTCCCATGAGCTACAAAA 

TATCG G AG AGTTTCTACCTTTACATG ATC AG TG CC AC ATT ATAT AG G C AG CATT A ACCC A 

CCGTTCTATGTTCT ATTCT AT ATTCAAGACTGGGGAAGGAGGCCTGGAAGGGCTATGCTT 

TGATCTACTCTTGTCCACAAACTCACAGAATGGCATTTTGATGTTTATTATTTGTGCTTT 

CATTCAACTTTGGAATTTTACAAATTAAACTTCTAGTATAANNNAAAAAAAAAAAAAAAA 

AAAAAAAGGGGGCCCCCCCCCGGGGGGGACCCCCAATCCCCCTATTAGGGGGTTTTTTAA 

CCCCCC 

>SEQUENCE:7203:prostate_MPM2000-004P6_Table5 

ACTGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGGAAAAGAGAGGCTGC 

AA AAGT A ACTG G G AC AA ATG GT AAAGG G C AGTT AAT ACC AG G CTA AGTTACAG G A AG AAC 

ATTTTATATTTTATATGAAACTGTTGTTGAAGACATTCCATATTATGCTATTCATTATTC 

CTTAATATGAGTGACTGCAATAAATCTCAAAACTTACTGTTAGGGAAAAAAAATCCCCAT 

CCTAGAGGAATGCCTTTTATTCTGCCTTTAATCAGCAAGGAAGGACTGTGGAAACTCATT 

GTCTTTCCCTTCTTGCCCAGGCCACCAGGAAGCATGGGCCTAATTAGTGTCTAGTTGCAA 

TAACTGTCTTATCTCTCTGGTTCTTGGTAAAACATTTCTTCTTTTATTCCATTTGGTTTT 

CAGCCTTCTTGTTTTATTTGTC 

>SEQUENCE:7204:prostate_MPM2000-004P6_Table5 
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ACCCTGACTAAAGGGAACAAAAGCTGGGTGCCGGGCCCCCCCTCGAGAGTACTTCTAGAA 

TTAATTAAGGCGGGGGAGTAGCTAAATAGTGTTCAACTGCTCTAAGGTCCTTACATTGTT 

GGAGAAGTGGAAAAAGTACGAACATACTTCAGAAATAGTAGTCCACAATAGTTGAGAATA 

AATATTATATCCTCTAG G ATAACTAAG GTACTTAAGGTAGTCCACA ATAGTCTAG AAT AA 

ATATTCTGTAGGATAACTAAAAGTACTAAAAAGGAATTACAAGTATTTTAATAAAATGAA 

AAATAAATAATTATTCCNAAAAAAAAAAAAAAAAAAAAAAAAAGGGGGGCCCCCCCCGGG 

GGGGGCCCCCATTCCCCCCTTTGGGGGGGTTTTTACCCCCCCCCTTTGGGCCGTTTTTTA 

AAAAA 

>SEQUENCE:7205:prostate_MPM2000-004P6_Table5 

GATACTGGCCGTCGTTTTACACCAGGGAACAAGTTTTACCCTTGATTCTGGCCGGTCTTT 

TACCATAGAGAAAAAAAAAAAACCTTAAGGCGGGGAGTTCGGACCATCCTGGACAACGTA 

AAGAGACTCCGTCTCAAAAACAAACAAATAAAAGATTATTTAGTATTTGCCTTTGTTTCT 

GTACCTAAA GACTGC TG GGTTT GTGACTTTAGAAACGTACACAAATAATTGAGAGCCTAT 

CCAGTAT AAATTT TTAACTTTTTATTACCATTTAATATTATAAAGTAAATATTCCTCATA 

GTCATAAATTTTTCATAATCATGTTTTGAATTACATAGTAATCCACTGAACTAATCGTAT 

TTAGTTTACTAACTTAAGCTTTCTCTATTGTTTAGGCTAGAATTCTATAGATTATATTAT 

CACTCTGAAAAAGAAAACACATTACGGAAAAAAAAAAAAAAAAAAAAAAAAAAAAAGGCC 

CCCCCCCCCG GGGGGAACC 

>SEQUENCE:7206:prostate_MPM2000-004P6_Table5 

CCGGGCCCCCCCTCGAAAGTCTTCTAGAATTAATTAACGCGGGGAGCAATATGGCAAGAT 

TTCTT AAAAGTTCTCA AAA TGGGTCGT CTAATCAAATTTAGTGTGATGGGGCAAATTGTC 

TTCTG I I I I I I I I 1 I I ACAG I I I I I I I r ACTGT AAAAGTTTTA AAAGT AC A ATG AAA AC A 

ATCAAAAAACAGTTCAAGAAACTTGGCTTTGTATAACAAGAATGTTAATGATTTATCACT 

TACTG ATTCTACTCTAGTCAATGAAAATGGAAGGGTTTTGTTTAATTTTTATTTGTTTGT 

I I I I I GAGACAGGCTTTCCCTCTGTGGCCCATGCTGGAGTTCACTGGTACGATCATGGTT 

CACTGCAGCCTCAACCTCCAGAAATCAAGTGATCCTCCCACCTCACTCTCCTGAGTAGCT 

GGAATTACAGGTTCGTGCCACCATGCCTGGCTAATTAAAAAAAAAAAAAAAAGCGGCCGC 

CACCGCGGTG GAG CTCC AATTCG CCCTATAGTG AGTCGTATTACGCGCG CTC ACTG G CCG 

TCGTTTTAC AACGTCGTG ACTG G G AA A ACCCTG G CGTTACCCAACTT A ATCG CCTTGC 

>SEQUENCE:7207:prostate_MPM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAG 

GCGGGGAAGTGATAAGTGGTA AAATG AGACATTTCCTAGGGGTAGAGGTACAAAGCTAAA 

AAAGAAGGAAACCCAGACTGAATTTTACGTTTCTTATTTCCAACTCCTCTCGATGTCTAC 

CTGGAAACCTTTCCAATCTTTAAGCATTCAACTGCAGTGAAATATCCTCTGGGGACCTTC 

TGGGACATCCCAA GACA GAGTTCATCACCCTTTTTTAATAGTGTCCTGTACTTTTCTTAT 

CTTTCTATTGTTGCTTTT AAAAC ATATTTTCTTGCAATTACCTTCACATGCACTGTGAAC 

ACCGACAATTTAATGTGTTTTTGTGCATGTGTATGCATGCACGCTGAATAAGTTCCTTGC 

ATGCTAAAAAATGTTTCAACCTACAAAATAAATAGTAATGTCATTGCCTGGTTCGTGAAA 

ATTTGGTGATAATAGATTTCACAGAACCAGGAGAAACTTATAAAGATCAAGCTCCAGACA 

TATTACTATGGAGGCCAAA 

>SEQUENCE:7208:prostate_MPM2000-004P6_Table5 

CCCCCCCTCGAGAGTACTTGTAGAATTAATTAAGGCGGGAGGACAAATGGTCAGCCATTG 

AGCAGGAGACCTATCTCAGTAATAGGAGAAGGAAGACAGTGCCAGGACCGGGGGATGCCA 

GGATAGATGGTGAGCAGCTGGGCTCTGAATATACTTTGAAAGTACAGATGAACACATAAC 

CACATCTCTTCACGTGGGTGTTTCAATGTCTACTTATTTATATCAATTCTGAATTCCTCC 

TAAAGCCATGATAACAGAAGGCATTATACTTCATATTCCCTGAAAAAAAATAGACAATTA 

AAACAGC ATTCAT AATCTCCCTGACCTTTATAATAAAAACAACCTTCTATAATCCTTAAG 

ACTTTGAG I I I I I CTATTACTAACAACAAATAAAGAAAAAAAAAAAAAAAAGGCGGCCGC 

CACCGCGGTGGAGCTCCAATTTGCCCTA 

>SEQUENCE:7209:prostate_MPM2000-004P6_Table5 

AGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGC 

GGGTTTACATACAGATGGCAAACTTCATTTCCTTTTTCTCTTAATCAACAAGGTCATCCC 

AAGATCAGGCTTCCTTCAGTTTCTGTGGTAAGTAGTGATGGACACTTACGGAGTTTTCAG 

AGACTTATGCATTGGGTAACAAGGCACTGCAAGAAACCCCAGATAGCACAGCATCATCTC 

ACATTTACACCACATCACATCAACATCGATGCTAGGAGGTCTAAAGCTGATGCCACCTTC 

AGAGCTGCAAGTATCCAAAAGACTCCACTCATGACACCAGCTCACTCCTGAGTCACATCA 
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GCCCCTTTCAGAGTCACAGCCCCAGAACTAAGGCTATCCATATGGGTTGATTATACAATC 
CAAAAAGCAGCTCCAAATATTAGAAACACTTATTTGTCTGGCAGACACATTCCCTAATTT 
AAAGCCTCTTATACTGTGCTTAAAAATAT 
>SEQUENCE:7210:prostate_MPM2000-004P6_Table5 

AGCGCG C AATT AACCCTC ACTCAAG G AACCCT ACTCTAG G G AAC A A AAG CTG GGTACCG G 

G CCCCCCCTCG AG AGT ACTTCT AG AATTA ATTAAG G CG G G AAG G AATAGTAACA A ATTAA 

ATACTGCACTAATGGGTTAGTTACAGACATGAATTTTTCCAAATATAATCTCACAGGTCT 

AATTTAATCCCTCTGCACGAGACAAGTGCCTCTGTCTACAACACCTGTAATGTCTGTACC 

ACGTCATG CAGTCAC ATTG G AATTACTGCATGC ACTCTTCACTAAAGCTTAATGTACCTG 

AATTCCAAATGAACTGTATGACTAATCTGGGGAAAAACCATACACACAGAATACATCAAG 

TTTTCTTTCAAAAGAAAGTCCAGCCATAATTCCATTATATCCATGGCAACTATCACCTGT 

TAATGCTAATGTTAGTGTGTAAAAATGTATTCATCATATACAGAGAGATTATCAAGTACT 

GGTCAATAAAGTGTACAG 

>SEQUENCE:721 1 :prostate_MPM2000-004P6_Table5 

AAAACTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGGACAG 

TGGGGTAGATCTTTAATTTTCATAATCAATGAAACAAAATAATATGGGTGAAAACTGGGG 

AAAAAGTCTTTATTTGAGTGCTAGCCATAATTATACAGAAGATTTTGGCAGTATGCTAGT 

TTGCTAGTTTAACMTAAATGATAATCACTTTTATTCAAAAAAAAATAGATGTTCTTTTA 

TGCTTTTGAATGACTGTGTCAC I I I I I I GGTGACAATCAATGCAAAAGACTACATTTATG 

TATCAGCGACACTTCAAAAAATAAATCTGTAGCTATGGTTTCCAAAGTATTATGGGGTTT 

GTTTTCTTTGAAATAATGAACAAAAAGAACAGCACACACACACACTGNNNNAAAAAAAAA 

AAAAAAAAAAAAAAAAAGCGCCCCCCCCCGGGGGGGACCCCAATCCCCCCTTTAAGGAGG 

I I I I I I CCCCCCCCC 

>SEQUENCE:7212:prostate_MPM2000-004P6_Table5 

CGCGCAATTAACTCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 

TACTTCTAG AATT AATT AAG GCGG G G G AATC ACGTG ATTGT AG C ATACACTG G ACTG AAC 

AGTGTGAAATTATCTACGCTCTGCATCACGGAAGAATTAGAAATTATGGCAGCAGGTGTA 

AGATAGCGTATAACCAAGAGGGATTGGAGTTAGGAAGTCCTGTGAAATTTGCCT AGAT CA 

GGTCGCTAGCACTGGAATCAAACAGGAGCACATGCAGAAGAAAAATCAGCATAATTTTCA 

GTAAGGAAAAACAAGCAGTTCGCATGCCTAGGAGACTTCTAGTTAAATATGTCATAGTTT 

CTCCAAATTTAAGCAAATCATAAGCCAACAGTAAAGTAAAACGTAAACTTACAGTAAAGT 

AAAACATGTATATTGGATATTATGGATATCCAATTATGGATAACATTTTAGAATACATTT 

TAATGCAAAAAATAAATATTTGATCAAATAAGGGAAAACTTCATTACTACTAACTGCTTA 

CATGGAGAAAATAGGATGACTTTTCTATGGATAACATTTTAATTATGGATAACTTTTTAA 

AA 

>SEQUENCE:7213:prostate_MPM2000-004P6_Table5 

ACAAAAGCTGGGTTCCGGGCCCCCCTACGCGAGTATCTATAGCATTAATTAAGGTGGGCA 

AGCCTGAATAGGGCTTGGAAGGTCCTGTATCTGCCCCCTTTTCTTTGCTTTATGCTTCTC 

TTCCATGGGCTGTTCCTAAGTTGTATCTTTTATATAGTCAAAAAGAGTTTTGATATAGGT 

TGTATGAGTGTTATAAGATAAATAAAAGAAAAAAAAAATAAAAAAAAAAAAAAAAAAAAG 

CGG CCG CCACCG CGGTG GAG CTCCAATTCG CCCTATAGTG AGTCGTATTACGCGCGCTC A 

CTGTCCGTCGTTTATACAACTGTCGGACTGGGAAAACCCTGTCGTTACCCACCTTAATCG 

CCTTGCAGCACATTCCCCTTTCGCCAGCTGGCGTATTAGCGAAGAGGCCCGTACCGATCG 

CCCTTCCAAACAGTTG 

>SEQUENCE:7214:prostate_MPM2000-004P6_Table5 

TGGGTGCCGGGCCCCCCCTCGAGAGTACTTCTAG AATT AATT AATTTAAAGTGATAATTT 

AA ATTC ATTTATTTCCTG AGTACCT AC ACTGTACTAG G C AAC ATTTT AGTC ACTG AAA AT 

GAAAATATACTGTTAACAAAACAGACTTCAGACTAAATTCTATTTCTAAAAATTTTAACA 

GTTTACTGCATATGGCAT ATT ATGGCT AATT ATTTAGCCATTAAAATATGAATCTGAAGG 

CCGGGCGCGGTGGCTCACGCCTGTAATCCCAGCACTTTGGGAGGCCAAGGCAGGCAGATC 

ACGAGGTCAGCAAATCGAGACCATCCTGGCAAATACGGTGAAACCCCGTCTCTACTAAAA 

AATACAAAAAATTAGCCGGGTGTGGTGGCGGGCGCCTGTGGTCCCAGCTACTCAGGAGGC 

TGAGGCAGAAGAACGGCGTGAACACGGGAGGCGGAGCT 

>SEQUENCE:7215:prostate_MPM2000-004P6_Table5 

TAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAA 
GGCGGGTGGATGACCAAAGGCCAGGAATTTGAGGCTAGTCTGGCCAACATTGAAACCCCA 
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TCTTTATTAAAAATACAAA AACTATCCCG GTGTGGTG G CAG ACTTATATCTAG CCAATTT 

TTATTAATTTGTCAAGGCCAGGTTCAAACATCACTTTCTCTGACGGAGCTTTCCTCTCTT 

TCAATCTATACTGCTGAACTTGTCTTTCAAACTAAATTGAGGGCAGCTGTCCCACTCCAA 

TCAATTCTATCACTGGCTTAAATCTCTGCTTTCACCAAAAGCTTTAAAAAATAAAAATAG 

GCCGGGCGCGGTGGCTTGGCCTGTAACCCCAGCACTTTGGGAGGCCGAGGCGGGCAGAT 

C 

ANCTG AAGTCAG G AGTTTG AG 
>SEQUENCE:7216:prostate_MPM2000-004P6_Table5 

CTGGCCGTCGTTTTACACCCGGGAATAAGGGGTACACATGCTGGGTGCCGGGCCCCCCCT 
CGAGAGTACTTCTAGAATTAATTAAGGCGGGGGGAGGGGAGGGAAGGAACAGGCTGAGCT 
G G TG ATAAG C ACCTC AC ATCC AGTG G AG AACCC ACATG GCATG AG G G CTGTCATAA ATCT 
AG A AATG G CCA ATTATTTTTGCCAATTG AAAAATCAGTTATC ATTCCC AACAG AG CT ATG 
AAAACAGTTTTTAAAAAATCGTATTAGGGGCCGGGCACAGTGGCTCATGTTTGTAATCCC 
AGCACTTTGCAAGGCCAAGGCGGGCGGATCACCTGAGGTTAGGAGTTCGAGACCAGCCTG 
GCCAATGTGGTGAAACCCCGCCTCTACTAAAAATACAAAAATTACCTGGGCATGATGGCA 
GGCACCTGTAATCC 

>SEQU E NCE:72 1 7:prostate_M PM2000-004 P6_Table5 

GAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGG 

AAATCAAAGTATTCTGAGTAGTTTATAATTGAAATACAAAGTAATTCACAATATAAGTAA 

CATATTAGATGTCAATTATATCATGTTGACATGTAAGAGTCAACCATATACAAAACTTTT 

ACTTGTAAAAAACACTTTAATATTTCATATC I I I I I ATTTAACCAAATTTTGTAGAAATG 

TTTACATTTTATATAATCCTATTTCTTACATGGTTGAGAAACAAAAAATGATACTGGTTA 

TGGATAAAACACTAGATTGGCAATTGGTTAGAATGATAAATTTTCATTTCACTAGATTTT 

CATTTCACTAGATTTTCATTATTTATGTCCATGATTATTTATCI I I I I CATGCAGTTTTA 

AGCACTTATTGCAGGTCAAGTGTGATGAAAGATACTGAATAAACAAAAAAAA 

>S EQ U ENCE:72 1 8: prostate_M PM2000-004P6_Table5 

CGCGCAATTAACCCTCACTCAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGT 

ACTTCTAGAATTAATTAAGGCGGGGTTGACTAAATCTATTAGTTAGTGATTAACAATTTA 

ACT AG G G ATG AG GAG CTG ATAGTAA ACTCT ATTCTTAACT AG CCTGTA AACTCTTAGG AG 

CATTAACTCAAATCCAGGAGATTCTCTTTGCAAAATAGGATTGTGGTGGCTATAGATGCT 

AATAGCAAACCTAAAGAAGAGTGATGATTATTCCATTGTGTAGTAGCCAAACGAAAGTAC 

CCAGCTAGTTATGGGAAATATATAATTGAAAAGCCCATTATT 

>SEQUENCE:7219:prostate_MPM2000-004P6_Table5 

ACAAAAGCTGGGTACCGGGCCCCCCCTCGANAGTACTTCTAGAATTAATTAAGGCGGGGN 

AAAATTAAAAACATTAAGNAAACT 

>SEQUENCE:7220:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGGGGAATATATAAAAACCCTCCAAGGACCCATAGATTTGGAAACTGAAACTCATATTT 

TTTCAAAGAATTTACAGTTCAAAGAAAAAAATCACAACATAGATTTATAAGATATTTAGA 

ACTAAACAAAAGTAAAAATACCATATAATAATTCACAGGACACCAACACAGAATTTAGAA 

GGAAATGTCTTATATGCATATACTGAAAAACAAAAACAAAGCTATAATTCCAGCACTTTG 

GGAGGCCGAAGCAGGAGGGTCAGTTGAGGCCAAGAGTTTGAGACCAGCCTAGGCAACACA 

GTGAGACCCTGTCTCTACAACAAAACAAAACAACAACAAAAAAACTCACAAAGATAATGA 

TAATG AGCTAAG CG ATCAACTCC AAAN N AAAAAAAAAAAAAAAAAA AN AAAG G GGGCCCC 

CCCCGGGGGGGGCCCCCATTCCCCCTTATGGGGG 

>S EQ U ENCE :722 1 : prostate_M PM2000-004P6_Table5 

AAGGGAACAAAGCTGGGTACCGGGCCCCCCCTCGAAATACTTCTAGAAATTAATTAAGGC 

GGGAGGTTTGTGTATTTCTTCCTAACGTGTAAAAAAAAACTAAAAACTGGCCTTTCCTTT 

TTCCTAAAAATTTTAACAAATATTTTTAAAAATGTATGTAAATTGTGTAAGTTCATGGAA 

TTTGATACTAATAATCAATTCCTTAATATrTTCACTAAACAATGCATAAGATAGTTTTAA 

AAAAGATATTTTAATGGGAAGGGAGACTTTTCCAACTAGGGTATTCTTTTCCGAAAAA 

>S EQ U ENCE :7222: prostate_M PM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAG 
GCGGGATGGCTGAGTTCAAGCTAAATAGTATTTCAAGTTTCAAATTGTTTGGATTTCTTT 
TTGGTTACATAGTCCTAATATATAAATCAGCTGCCTTCTGAAAATTGGAGTTTTAAGCAG 
AATCTCACTAAGACTTCTCTTGTTATCTAAATCTAAATAAAAAGGGATTTACATACTGTC 
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AGTATATACTGAACAGAAAACCTTGTAAAACAGTAGTAAACTGGAGGGATGCATTAGTTT 

TAACACAAAGCAAAACCTTGTAAACTCAGGAGATAGATAAACCTGCCAATAGAATCACAA 

TTCTAAATGTGAATCTTTATCGAAGTGGTAACTCAGTGTAAAGAAGGGTTTTAAATCAGT 

TC ATTAGTCTTTATG GTC G CTTCCGTTG ACTAG AAGTTAAACC ACC AGC AG A A AG G AAG A 

TAAATTAAGGAGTACCCCCAGAAAAGAATTGCAATTCATGGTAAATAAGAAAACAGAATT 

TCTCTCGTTTAAAACTAAACAAAACAAA 

>SEQUENCE:7223:prostate_MPM2000-004P6_Table5 

ATAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AAAAAAAACTTAATTCAGGAATATTCTAGCTCACTTGGCCTAGGTTCCAGTAACCTCAGT 

CCGGGAATCCCTTCTGCAACATACCACCTTAAAGTGGAATATTCAGCTGTATCATGGTGG 

CAGT AGTTCTC AAAG A AGT ACGTTGTTAG AATC AG G GT A AC ACTTTAA AG AA A AT AC AG G 

CCAGGCACAGTGGCTCACACCTGTAACCCCAGCACTTAGGGAGGCCAAGGCCGGTGGATC 

ACTTGAGGCAGCAGTTCAAGACCAGCCTGGCCAACATGGCAAAACCCCATCACTACTGAA 

AAGACAAAAAATAGCCAGGTGAGGTGGCACACATCTGTAATCCCAGCTACTCGGGAGGCA 

TGAGAATTACTTGAACCCAGGAAGCATAGGGTGCAATGAGCTAAGATCATGACACTGCAC 

TCCAGACTGGACAAC 

>SEQUENCE:7224:prostate_MPM2000-004P6_Table5 

GGCCGTCGTCTTTACATCCGGAAAAAGGGAACACTGCTGGGTTCCGGGCCCCCCCTCGAG 

ATACTTCTAG AATTAATTAATG CG GT ATGTTACTATG AAG ACTACTTTCGTATTAATAAA 

ATAATGTATCTTCCAATGTACTATAGTTGTGTTATAACAGGTATCAAAAGCCACAAGTCA 

ACGAAGATCGCTTCTCTTGAAATCCTAACTATTTAAGAGGCTCAACGGAAAAAATCACTT 

GCGTCTCCCGACAGGGAGGGACAATACGCTCTCATGGTGTGATTGTACTACAGCCTGCGC 

AATAGAGTGAG 

>SEQUENCE:7225:prostate_MPM2000-004P6_Table5 

ACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 

TTAATTAAGGCGGGAGAATCGCCTGAACCTGAGAGGTGGAGGCTGCAGTAAGCCGAGATC 

ATACCACTGCACTTCACTGTACTTCATCCTGGGCAACAAAGCAAGACTCTGTC TCAA AAA 

AAAAAAAAAGCCCATATAAAGCCCATATTGGGGAAAAATCTATGCCTAAAATATTTTTAC 

AGATAAGAGATGGGCAAGCAGAAACATCAGAAACATCAAAAACCACTAGACGACAGGACT 

ATTTCAACTTTCCTAAACATGTCATGTTATTTCAAACCTTTCTTTCCACCTGCTCTTGTC 

TCTGTATGGGGCTTCTCCCTTCCTGCACTGCACTCCTAGTAAA 

>SEQUENCE:7226:prostate_MPM2000-004P6_Table5 

CTAAGGGAACAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAG 

GCGGGCTAAACAGTTCTTACACTCTAAGAAAATGACAAACCAAAATGTTTTATTTTCCAT 

GGAAAGGTAGCTGGATATCACTCCACTGAAAGTATATTGCCTAGCGTTGCTTATTTGGCT 

TAGCACTTACAGGATTAGAATTTGTGAGACAGATCCTCTTAAAGAGGTATAAATGTTAGG 

CCAGGTGCGGTGGCTCACGCCTGTAATCCCAACGCTTCGGGAGGCTGAGGTGGGTGGATC 

ACGTGTTCATGAGATCGAGACCATCCTGGCTAACACAGTGAAACCTCATCTCTAATNAAA 

AAAAAAAAAAAAAAAAAAAAAAAANGGGCGCCCCCCCCCGGGGGGGACCCCCATTCCCCC 

TTTTAGGAGG I I I I I 1 ACCCCCCCCCCTTGGCCCGTTTT 

>SEQUENCE:7227:prostate_MPM2000-004P6_Table5 

CTG G CCGTCGTTTTCA ACCCG AAATAA AG G G AAC AA A AGCTG G GTACCG GGCCCCCCCTC 

GAGAGTACTTCTAGAATTAATTAAGGCGGGGAAGAAACAAATTGTGTTTTGCAAGGACTG 

CCTATTTCAATTTATTTTCTTGTGAAAATGCAATACGATGAAACTTTCATGTTTTAATTT 

TTTTAGAGACAGTGTCAACCTGGTCTGAACCTCTGAGGTTCATTGTGCCTTTTGTGAAAA 

GAATAATATAGTATGTGGTGCACTGTTCA I I I I I ATTGGAAATCG I I I I I GGTTCTTATT 

TTTTAGAAACAGCTCTCGCACTTTTGCCCATGCTGGAGTACAGTGGTGCAGTCATAGCTC 

ACTGCAGCCTCGAATTGCTGGCCCTAAGTGATCTTCCCACCTTAGTCTTCTGAGTAGCTG 

G G ACT AC AG GTG CATGTC ACC ATG CCTGG CT AGTTTTT A AATTG I I I I I GTAGAGATGAG 

GTCTCACTGTCTTGCCCAGGCTGGCCTCAAACTCCTGGCCTCAACCAATCCCCCTGCCCT 

GGCCTCCCAAAATGCTAGGATTACAGGTGTGAACCACAGCATCTGGTCCCTGAAATCATT 

TTTA 

>SEQUENCE:7228:prostate_MPM2000-004P6_Table5 

AAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGG 

CGGGCGCCTGTAGTCCCAGCTACTTGGGAGGCTGAGGCAGGAGAATGGCGTGAACCCGG 

G 
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AGGCGGAGCTTGCAGTGAGCCGAGATCCCGCCACTGCACTCCAGCCCGGGCTACAGTGCG 

AGACTCCGTCTCAAAAAACAAACAAACAAAGTGCGCAGCAGTGTCTGGAACGCAGTCAGG 

GATCAATAAGTGTTAGCAATTATTTCCCTGGTTAACCAAAAGCTGCCTATAGTTTGGTAT 

GGCTGACACATGGGAGGTAGGCTAGTGGTGGTGGGAAAGGCTGGAACTGCGGGGTGACTA 

GGTAAGCAGTGACCAGATCAGGACTTTGCATGTCATTACCAAGAGGATGGACTTTAATCC 

TCCTG GTCACAATTTCTG AAG CC ATTCCTAATGGG AG ACAAGTGTG ATCTTCTATCTAC A 

GGAGTGAGGCTATGGCCCAAGAAGCCCTCCAAAAACATAACATTGTTTTATTTCCTGTTT 

AACT 

>SEQUENCE:7229:prostate_MPM2000-004P6_TabIe5 

CGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGT 
ACTTCTAGAATTAATTAAGGCGGGCTGGCAGTGTTCI I I I I I I AAATCTGGCACCGATTA 
CACATATGTGTTCACTTGAGGAGCATGCCACATACTTCACAAAAGTTTACTTTAAAAGTA 
ATACACATGTTCACTTCAGAAC I I I I I I I C I I I I I I I AGATGGAGTCTCTGTCGCCCCGG 
CTAGAGTAGTGGCGCCATCTCGGCTCACTGCAACCTCTGTTCCCCAGGTTCAAGCGATTC 
TCCTGCCTCAGCCTCCTGAGTAGATGGGACTACAGGTGAGTGCCACGACACCCAGCTAAT 
TTTTGTAI I I I I AATAGAGATGTGGCTTCATCATGTTGGCCAGGCTGGTGTTGAACTCCT 
CACCTCAGGTGATCCACCTGCCTCAGCCTCCCAAAGTACTGGGATTACACGCGTGAGCCA 
CTGCTCCTGGCCAGAAAT I I I I I AAA 
>SEQUENCE:7230:prostate_MPM2000-004P6_Table5 

TAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAA 

GGCGGGTCATAAAAAACAAGCAAAGCCACATTTTCAAATTTGTTCCTCAGATTCATTTTC 

ACACATCATCAAATCTAAGTCTTCAGTGAATATATGAGTGTTATAAATATAGTCAGCATC 

TCAGCCTGCAAAGAATACACTATGAGAATTAATTACCAAAGCACTTAAAATTCATCAAAA 

TCACAACAAAGCTGACAACTATTATTTACTTCCATATCAGATCAGTTGAAGATTAATGTG 

AAACAAGATAAATGTATCATCTGTTCTGAACTACCTACACAGTAATCATCTCTGGCTCAG 

TATAATTTCCAAATTTCACTCTAACATACTCATAAATACTTAATATTACATATAGCCTGT 

ATTTTATCTGAAACTTTTATGGTGCTTTACCATAAAAATAATCGCTTTCAATTATATTTT 

CCAAGCCATTCAAATGCCACACTAAGAAATATCAACAACCTTATTTTAGATACCAACGAA 

AGACAAGTA 

>SEQUENCE:7231:prostate_MPM2000-004P6_Table5 

CACTAAGGGAAACAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATT 

AAGGCGGGGTGGCTCACGCCTGTAATCCCAGCACTTTGGGAGGCCAAGGCGGGTGGATCA 

CAAGGTCAAGAGTTCAAGACCAGCCTGGCCAACATGGTGAAAGCCCATCTCTACTAAGAA 

TACAAAAATTAGCCAGGCGTGGTGGCGCGTGCCTGTAATCCCAGTTACTTGGGAGGCTGA 

CACAGGAGAATCACTTGAACCCGGGAGGCGGAGGCTGCAGTGAGTCGAGATTGCGCCACT 

GCACTCCAGCCTGGGTGACAGAGCAAGACTCCATCTCGGGGGTGGCGGGAACAATAAAAA 

CCAAAAAAACCAAAGTGATGGTTATAAAAGCAATATATAAATGTGAAAAATGCTTCTGAT 

GTAATGTCAAAGAAATCAGAATTTTACAATGAGTCTGACTGTAGCTATATAAAAATTCAT 

ACACATAAGAAAAACAAAATANATACTAATAATTNTCTTTTCTCTACTTTCTATACTGTC 

ATAATGCAATAATACGCTTATTTTATTTTAAAAGATGANAGTGAATTTTAAAAAAGTCTG 

ACTCTG 

>SEQUENCE:7232:prostate_MPM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAG 

GCGGGGGAGGTAGATGGTGGTGATGGCTGCACAACAATGTGAAI I I I I I ATTTGATATAT 

ATTTTACCATATTTTTAAAAACTCTATTACAAAAAAAAGAATTGGTCTAGCCTAGATAAT 

CTTAGTAGCCATGTTTTATTGCTATTCAACTTGTCACTCATCAATTTATATAAACTCACC 

AGCCTTTTACCACTTAGCTGTCTATACTCCACATCAGTTCTTCTCTCAGTGTTTCTTCCA 

GTTCACTGCAATTTGAGACTCAGAAGTTTTTCTTTGAGAAGTCAGTATGCTGTATCCATT 

AAG G A AC ATTCTGTTCAG G AAAG AC ATCTAAGT ATTCC A AATTG ATA AG G G AG G TA AAG A 

CAAAACAGATAAGTGATTTTTAAAATATTATTGGCTTAAATTACAAANNANAAAAAAAAA 

AAAAAAAAAAAAAGGGGCCCCCCCCGGGGGGGGCCCCAATTCCCCCTTTTGGGGGGGTTT 

TTACCCCCCCC 

>SEQUENCE:7233:prostate_MPM2000-004P6_Table5 

TGGGTGCCGGGCCCCCACTAGAGAGTACTTGTAGAATTAATTGGGGCGGGGGTGGTGGTA 

TGCACCTGTAGTCCCAGCTATTCGGGAGGCTGAGGCAAAAAAATCACTTAAACCCGGGAG 

GCAGAGGTTGCAGTGAGCCGAGATCACGCCACCGCACTCTAGCCTGGGTGGCAGAGCGAG 
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ACTACTTCTCATAAAAAAAAAAAAAAAAAAAAAATGGGGGGGCCGACCGGGGGGGGACCC 

TTATGCTGACTCTAAAATTATGGACAGGACGAGAGCAAACCGTTCACTTGATGGACGCAG 

CTAAGATGAACACTCAGCTGCTCACATTGTGTTCAGGTTCTGGGGCATTTTGAACACTTC 

GTAAGAGAAATTACTGAAGCTCTTAATAACAAACTTGCCTTCCAGAACAGAAAGGTTTTA 

TG 

>S EQ U ENCE:7234:prostate_MPM2000-004P6_Table5 

ACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 

TTAATTAAGGCGGGGGCTGCAATAATCACATGATAGCCCTCCTCCTTCTAAATCGAGCTC 

CTAAGGACACCAGATTAATCACCACTAGCCCATTCTCAAGAGTACCCACAGTGAGTCTAG 

TGATAGGTTACAACAACACATTGCACTATCAAGACAGATTTTTAAAAAATTCTTCAATGT 

AATGCAATAACATCTGAGCAGCTGGTATGCAGCAGACACTGTGCTAGGTCTTTCACATAC 

CTAGAAAAGCAACCATCAGTCCTCATTTCATAAATGAGAACACTGAACCTCAAAGAGTTT 

CAGCGGTGCTTATCAGAGCTCTAGGAGGCTGAGGCAGGAGTCGCCCCAAAGGCCCGCAGA 

TCCACCTCCATGGCTGGCCAGGCTCCAACCAGCAAACAAGGCACACGGCTGCTGGCT 

>SEQUENCE:7235:prostate_MPM2000-004P6_Table5 

AAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGTGCTA 

TGATAAACT I I I I I I I I ACTATGATTACTCAAGGAATTCCATACATTAAGCCTTATAATT 

GACATCGCACTTCCCACACTTCAATTTCAAGTGATAGCATACATGGCCTGTGTCACTGCT 

TGATCAAATGCAAAGTGTGACTGAAACAAAACTTACTTTTATAAAATGTAAAAATGGCAG 

AAGTTCATCCCTTCCTTGACAGACTAATCTAATGAGTCCAAATTTCAAAATTAGAGTGGG 

TCAGTTTGCAAGACTTTATATAAAATAGAATCCAACTCTCCCCTCAATTCTACACAGCTG 

ATGTTACATCAATTCCATATCTAAAGTGAAACACTAGACTGGAGAAAGTGGAGAAAGAAA 

AAAACAAGAATATCTCTGACCTCAGAAGATTATAATG 

>SEQUENCE:7236:prostate_MPM2000-004P6_Table5 

TAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAA 

GGCGGGGACAGTTCTGGAGTTAACCCCCCGTGTATACCAAGGGACAGCTACGCTTTGGAA 

AACAATTTGGCAGCTTGTGAAAAAGTTAAACATACACCTATCAAATAACCCAGCCATTTC 

ACAACTAGGTGTTTACCCATGAAAAGGGAAAGTATATGTCTATACAAAGCTTTGTACATG 

AATGTTCATAGCACCTTTATCTGTAATAGCCAAAACCGAAAAACAACCTAACTGCCTCTT 

AACCAGTAAATAAACAAACTAGTATGGCCATACGATAGTATTCTATTCTAGAATACCAGC 

AGTAAAAAGGAACAAACTATTGATACATAAAACAACATGGATGAATTTCAATATAATTAT 

ACAGAGTGAAAGATGCCAGGCCAAAAACAGAGTACCTATTGTACAATTCCATTTATATAA 

AACTCTAGAAAATGCAAACTACATTTCTACTGTGGGAAAAGGACAGGAGGAAGGAATTAC 

AAAGGGCCAGGAGAAAACTG I I I I I CATTACCTTTTGGTGACCAGTCTATACGTGGATCA 

AAATGTAAATTGAATACTTTAAATATGCACAGCCGGGCACGGTGGCTCACGCCTGTAATC 

CCAACACT 

>SEQUENCE:7237:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 
AGGCGGGAGGAACGGACGCAACAAGGAGAAAGGAAGCAACGGAAGGTCTTCGGCTGCTAA 
AAAATGTAACTGACAAAGAGTCCAGGGCTGTTTGTAI I I I I CTTCCTCTGTGTCTCATAT 
TAAACACTTCGGGTCTGATGACTGAGTTTCTCCAGCCGACATAGCATTCATTTA I I I I I I 
TCTC ATTCATTC AG CAAGTCCTCCTTG AGCTCTTATTATATG CCAAG ACCTGT ACCAAGT 
CCTTTTCATCATTTAATTCTTATCTAG AG CCTTAAG CAAATG ACTC AAGTACTGTG ATTA 
GCTTGCCTTTTGCAGATGAAAAAAAAAAAAAAAAAAAAAAAANGCCGCCCCCCCCCCGGG 
GGGGACCCCAATTCCCCCTTATAGGGAG I I I I I I ACCCCCCCCTCTTGGGCGGTTT 
>SEQUENCE:7238:prostate_MPM2000-004P6_Table5 

CGTCGTCTTTCACCCGGAATAAGGGAACACAGCTGGGTGCCGGGCCCCCCCTCGAGAGTA 

CTTCTAGAATTAATTAAGGCGGGGGGGTAACTTCTGGGGCCAGGACATGTATATGGTACC 

TGAGCCACAACACGTAGAATTTTCGTTTATAGTTCACCATGGAAAATGATTAGCTGGGCC 

TGGAGATCTTACCTCTTGAGGTCTTAGACTGTCGCGAGGCTGAGGTGGGAGGATCACCTG 

AGCCCGGGAGGTCAAGGCTGCAGTGAGCTGTGATTGCGCCACTGCTTTTCAGCCTGGGCA 

ACACAGTGAGACCCTGTCTC 

>SEQUENCE:7239:prostate_MPM2000-004P6_Table5 

ACCGGCGCTTTGTCTTTACGACCCGGAATAAGGGGAACACTATGCTGGGTGCCGGGCCCC 

CCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGTAGAGAAGGGTTCTCATGTTGCCCA 

CGGTAGTCTCAAACTCCTGGCCTCAAGCCATCCTCCTACCTTGACCTCCCAAAGTGTTGG 
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G ATT AAAG G CATG AG CCACCATGCCC AG C CTGTGTTTAG I I I I I CTGTGAACTATTCATA 

ACCTCATGTTACTTCTATGTAGATTTCTTTATAATAGTCACACTACTGTGTTCCATTTGA 

TTTATTAATGGTAATATTTCTCAGTACGTCTATATTGTCATATTTTAGTATCTGGCAATC 

TTCTCI I I I IATTAI I I I I I AACTGTTCCATTGTTGGGCATTTAATGTTTGCTTTTTTGT 

TTGCTGTTTTAGGTAATCACCTAATAGGGGTTTGGTGGAAA I I I I I I GTTATGATGTCTG 

TGTGGAAAGCGGCTGTGCAGACATTCAATT 

>SEQUENCE:7240:prostate_MPM2000-004P6_Table5 

AG AATTAATTAAACTGTAACTTATTTTAAG CCAGTATCAG AAG GCAAGTTAAAAAATTAG 

AGG ACTGTAACTTCTAAGTAGT ATAACACG CAC ATTAG CATTCACCC ACGTG CTTCC ACT 

TTTGCAGACATGGAGCAAAAGCAGCCCTCCTGCTAGTGAGACTACTCCAAGAAAACCCCT 

CCCCCGGCACAGTGGAAAAACCCACGACAGTCTCAGAAGAAGAGCGTCTATCCCAGGATT 

CAAGGTTAATTCCTTTGCTCTCACCTTCTCAGAAATATCACTTCATCATTAATAACCCTT 

TTGCCCACTTATCTTTAAATCTTCATCTTTGCTGGCTCACACATTCAAATCTCTTCAAAA 

AAAAAAAAAAAAAAAAAAAAA 

>SEQUENCE:7241:prostate_MPM2000-004P6_Table5 

CTG G CCGTCGTTTT AC ACCCG G AAAC AC AGTGTTACC ACTTATTG CTG G CCG GCCCTTTA 

CTCTAGAGAAAAAGTAAAAACCTTAATGGCGGGGCGCGCGCCGTGAAGGAAACTCTGAAT 

AGGGGAATGATATCATCGCATTTCCCTGTTAGGACAAATAGGAGAAGTTTAATATCAAGA 

TGTGACAAAGTTAATGGAGGGAGACAATTCAGGTGTTCCAGCCAAGGGATGACGATCCCT 

ATTTTGAAGGCAGGGATAGGGAGAAAGTATTAAGGGAAAATGTTTCCCAAAAAAAAAAAA 

AAAAAAAAAAAGGGGGCCCCCCCCGGGGGGGGCCCCCATTCCCCCCTTAAGGGGGTTTTT 

TTCCCCCCCCCTTGGGGCCG I I I I I 

>S EQ U ENCE:7242: prostate_M PM2000-004 P6_Table5 

TAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAA TTAA 

G G CG GGGGTGG AGTG AATGTGTGTATGTGTGTG AGG AAG AC ATAGTTCCTTGCAG ATTTT 

AATAAAAG AATG G AG AG G AGTTCCCAAG ATTAATAAAG AATG GTTCCAG ACTG GGCATAA 

CTCATGCCACTAATTCCAGCACTTTGGAAGGCTAAAGTGGGAGGATCACTCGAGGAGCTT 

GAGACTAGCCTGGTCAACATAATGAGATCCCATCTTTACAAAAAAAAAAAAAAAAAAGGG 

GCCCCCCCCGGGGGGGACCCCCATTCCCCCTTTTAGGG 

>SEQUENCE:7243:prostate_MPM2000-004P6_Table5 

GCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 
TACTTCTAGAATTAATTAAGGCGGGGTAAAATACATATAACATAAAATTTTCCATCTTAA 
TCA I I I I I AAGTATACAATTTGATGGTATCAAGTATATGCATGATGTTGTGCAACCATCA 
TCGCCATCCATCTCCAGATCTC I I I I I CATCTTATAAAACCGAGACTCTTACCATTAAAA 
AAAAATGGGACTGGGATTTTTAACAAACTACTAAAAAAGAAAAAGCTATAACCTTCACTT 
I I I I I I I I I CCACAGAAAGACAATGCCTTGGCAAGGAGCTAATAAGTAGAAGATCATCGC 
TCAGGTGTCAATTTACCTTAGATACAAAATAAATACGCAGCCCAGGTGCGGTGGCTCACG 
CTGTAATCCCAGCACTTTGGGAGGCTGAGGCGGGTGGAACACGAGGTCAGGAGTTCGAGA 
CCAGCCT 

>SEQUENCE:7244:prostate_MPM2000-004P6_Table5 

CTGGGTGCCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAATCCTTTAGGTAAATA 

CAGGGAATTGTGCAACTCAAGAAAGCAAGCCCTTAGAACAGTTATCTAGCTAATGGAGAC 

GCAGTGTAGACATGCGTACAAACTCACTGAGCTATACACTTTAGTATTTTACTGTCTGTA 

TGTTGTACCTCAATCACAAT I I I I I I AAAACATTAAAAAGCACATCTTCATATGAAACTA 

GAACATGTGTTTGAAATAATCCACATACCATGTTATTCTTGAAGGAAACAATGTAAATAT 

CCCATGCAGACTTCTAAAACCATCACATACTCATATTATAGAATACTCCGTACCTGTAGA 

GTACTGCTACAGAATCATCTCCAAGATATGTTAAATACAAAAAGCAAGCTACATAAGAGT 

ATGCATAGATTATTACAATTTGTGTAAAAAATGAGAA 

>SEQUENCE:7245:prostate_MPM2000-004P6_Table5 

AACCCTCACTAAAGGGAACAAAAGCTGGATCCCGGCCCCCGCCTCGGGAGTACTTCTGTA 

CTTAATCAACGCTGGTGCGCGGACACAGCTGTCACTGAGTGTCCAAACTCTACTACTCGG 

CTGGCTTGGGGCCCTCAGGATAGACCTCAGTTACTACAGTGCTATAACCTCGACGCAAAA 

AACCCTCCACATAGATATCCGGGAGCCTGGAACCGTATACACAGGAGGGCAGAGCCATGG 

GCGTCCAAAGTAACCCTCTGTGCGTGAGAGGTTACAAAGTTAGAGGCAAAACTTGGTCCT 

GAGGCAATAAAGGCCTTTCTCTCCCTATAGTGGGACTCAGGAGTCTCTGTGTGGCTGTCT 

TGAGCCGCTGCACCAGGGGTACCTGCCCGGGCGGCCGCTCTAGAACTAGTGGATCCCCCG 
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GGCTGCAGGAATTCGATATCAAGCTTATCGATACCGTCGACCTCGAGGGGGGGCCCGGTA 
CCCAATTC 

>SEQU E NC E:7246:prostate_M PM2000-004 P6_Table5 

TACCTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAA 

TTAAGGCGGGGCCCTGAATAGTGTAAGAATCCAAGTTCATAGTGATTGGTTCTGGAGACA 

ATGAGATATGAGGAAATATATACTGAAGGCTTTGGCAATAGGAAGCTTCCTACTCTTAAG 

GCAGAGCCCAATGGGAAGACATTTCAGGCTCCCAGAGAATGAGAGTATATGGAGGCTTAA 

GTGCTATGAGCAACGATTCCATTACCACAGGAATGAAGCCAATAAACTTCATTATTGTTT 

AGGCCGGGCTTAGTGTTACTTGTGGCCAGAAGCATCCTGGTTGATATATGATACATATGC 

AGGATACTCCATGAAATTTAAAAACCTAAGTAATTTTTAAGCAATTACTACTTATAAGGA 

AAAAGAGATAAAACTTAAATACATTGTGGGATAAAAATGTGACTTTCCATCCTGTAATAA 

GTAAACATAAATGCATAGTAATTACATAAGACACCTATCAATATTTCAGAGGAAGATACA 

GGAATATGCTGTCCTTCATATTCACAGGAAAT 

>SEQUENCE:7247:prostate_MPM2000-004P6_Table5 

AACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGA 

ATTAATTAAGGCGGGATTCATCCAATATTAACTATAAATCAGTAAGATTATAATATGATT 

CAAAAATTACTTATAGATAGAATAATCTTGGTCCCAAACATATCTACACATACTAGGTAA 

TAATGTAAATATTAAGTAGAGTGAAAAATGTCATTGTGGATGGTTCAATATTGTTACTCA 

AATGCAAAACAATAAGCCTTTTTGTTATTGCAGTAGCATGTCTTATCTTTCCCTTTGCCC 

TCCCTCTAAATTGATAAAAAGCTATATGTAAAATCTCATANNAAAAAACCCAAAAAAAAA 

AAAAAAAAGGGGGCCCCCCCCGGGGGGGGACCCCAATTCCCCCTAATGGGGGGTATATTA 

CCCCCCCC 

>S EQU ENCE :7248: prostate_M PM2000-004P6_Table5 

AAAG G G AAC A AAAG CTGG GT ACCG GG CCCCCCCTCG AG AGT ACTTCTAG AATTAATT A A A 
TTCATGTAAATAATTTTCTGAAAGAACTCTCC I I I I I I ATCTCATAGGTTTCAAACAGTC 
TAATGGTAAAAAGGTTTAGTCTCAGAAGAGATTCTCTAATTAAAACTAGAAATCTGGTAT 
AATTAATAAGTGTCAGCCTGCAATCTCAACCACTTAGTAAAGGCAGAGAAATCAAATGCT 
GATGTTTTGTAAAAAACCTAATAAAATCTCCAAGAAAATGAAATTTTTATAGGGTCTACT 
TCCCATCAATACAATAGGTGTCCCAGATGGGACTAGAAACTTCTTAAAGTAGATAAATAT 
TTTAACACTTACAATTCCTATATGCCAGTTTTATTTG I I I I I CTTTTCTCTTTG G AGTTG 
TAACTCAACCC AAAAG AAAGCTTTCAATG ATTTAACTTG G GTTT 
>SEQUENCE:7249:prostate_MPM2000-004P6_Tabte5 

TAACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAA 
TTAAGGCGGGGAAACGCCATATCGGGAGTCATTGACATCTGGGTGGTATTTAAAGCTGAC 
TCTG A ATG AG A AC ATG AGTGTAG CTG A A AAACTG AAAG CATGCCT ATGTTTACAGTC AG A 
AAGATGAAGAAGAAAAGCAAAAGAGACTAAGGTACAAAAAAAAAAAAAAAAAAAAAAAGG 
GGGGCCCCCCCCGGGGGGGGCCCCCAATTCCCCCTTAAGGGGGGTTTTTTCCCCCCCCCT 
TTGGGGCG I I I I I I AAAA 

>S EQU ENC E :7250: prostate_M PM2000-004 P6_Table5 

GGAACAAATGCTGGGTGCCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTGAGGCGG 

GGTATAGATCTTTCTGAAGGTAAGTTAGCAGGTCTTGAAAGACTCAGACAATAGTTGATC 

CCTTAGAAGAGTGAAGACTGAGTTAGTGGATAGGACAGCAGAGACAAAAACATCCTTGTA 

GAGTTCTGGCTCCTGCAACAAGGAGAGCATATTGTAGAGGAGGCGAAACAAAGAAACAAG 

GAAAAAAGAGAAACAAATTGCAACTTGGTGAAGAATCTTCACTAGGAGTCACTCCAAGGA 

CTACTTCAGAGATTTGCTCTTCTAGGAGAGAAACATTCATCTAGAGCAGAAGGTACACTG 

GTG AG AG ACTATCCATG CTACTCTCAACTTACTTCCTG C ATGTGTGCTTTTATTAATGCT 

TAAACTAGGGTTAGCACACAAAAAGTCACACATAGAGAACTTAGCAGGGATCAAATATGC 

CACCTGCACATGGTTACCATGGCATTTCCTGGTCTCTCACCAANNNANANNAAAAAAAAA 

AAAAAANGGGGGCCCCCCCCCGGGGGGGGCCCCCATTCCCCCTTTTAGGGGGGTTGTTCC 

CCCCCCCC 

>SEQUENCE:7251:prostate_MPM2000-004P6_Table5 

CTACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAA 
TT AAG G CG G G GTGTCTTAG GAG CA A AT ATG A A AG AG A A AAA I I I I I CTATGTATAGTTTA 
ATGACCAGTATATAATAACAAATATCTAAATCTTTCATCAACAGATGTCTGAATCTGTGG 
CCTGTTATAAAGTAAGGTTTAGACGAAAACTTTCAG I I I I I AAT AC AAC AG CACTAAATA 
CTTGGTATAGAACACATAGTAAACTCAAGAAAAAGGAAAAATACATAAAGAAATTACTAG 
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AACTCAAGCAGACCAATAGAATAAGAATATTTATTAAAAGTAAATTCTAGTTAATTGAAA 
AAAAAAATTAGCCAAATAAACTTGTAGCATATTATAATATAAAAATAAATAAAAAAAGCG 
GCCGCCA 

>SEQUENCE:7252:prostate_MPM2000-004P6_Table5 

TAACTCCTAAATAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTA 

GAATTAATTAAGGCGGGGATGTCTAACAGTATAGAATAGTTTAGTTCATCCATGGATGCA 

GTGAGCCAAGATCACGCCACTGCACTCCAGCCTGGGTGACAGAGTGAGACTCTGTCTCAA 

AAAAACAAACAAACAAACAAAAAACAAACCGAAAATATTAGTCTGTAAAGATTGATCTTG 

AGCCTAAACTTTTAGATGTTTTCTATCCTTTGAACAAATGCTTCTGTATCTTAAGCTTGG 

AAGGACACTGGGAAACTAAACACTTTTAAAAGGCACTTTTCTTTCAATAGCCCACTTATA 

AAGTTTGCTTTATCTACCAGTACAGGGGAAAAAAAGAATAAAGTTGGTTTTATTCCATTT 

AAAGTAGTTTTGGTATTTCTTTGCTCCATACCAAAGTCTTCCTCCCCCAAAATAAACAAG 

TG AATTAG AATC AN AAN AAAAAAAAAA AAAAAA AAAAAAAG G GCCCCCCCCCCGGG G GGG 

ACCCCAAATCCCC 

>SEQUENCE:7253:prostate_MPM2000-004P6_Table5 

TGCTGGGTGCCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGGATGTTC 

TGAAATCTGAATATGACTCTAAAGAAAAAAGCAATATGAATGTTAAAAGATAGTCTGTTC 

TCCCAGGAACAGATGTAACATTCCAAGTCTTCCAGTTTGTATCTTTAGTGAACTGAACAA 

TTTCTGTGAAAAATTATTCACTATGTACAGATTTTCAGGGGAACAATTTTATATAAAAGT 

TGTTTCTCTGTATGACTACATTAACCAAGTAAAATACTGTATTTGAAAGTAGAATACTAT 

TTATTGTACATCAGCACCGAGAAGATTGTTTTGTCTAATCCTAAATATTTACATGACATT 

CTGCAATTCAAAAATGGCCGACAGGTACATGTGTCCAGAACAAACTAATGATTTTGAAGT 

GAAAACATAATACCATTACCTTGTCTCCTAGTTTAGTA 

>SEQUENCE:7254:prostate_MPM2000-004P6_Table5 

AAGGGTACACAGCTGGGTGCCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGC 

TGGATTTACCACTAGGTAATGGGAGAGGGAGAGAGAATGAAAGAAAGAGCTAACTCCAGA 

GAATCTATTTGTACCAGAAGCTGAAGGAGGAGTGGAGTCACAAATGTCCAGGCAGATCTT 

GTGTCACCTTTGCCTTGGAAATACAGATGAGAGACCTTCACTTAATTCAGACTTCATCGT 

TATTTACTTATTTCCTCATATCTCTCTAACCTTGGTGTTGTTAGATTGGGTAGAACAAGA 

AGCTGGTCTAGCTGGGTCAAGGAAGAATTATAACTNTAAATNTACTCTTTTATTAAATCT 

GTTTGGGTA 

>SEQUENCE:7255:prostate_MPM2000-004P6_Table5 

AAGCTGGGTACCGGGCCCCCCCTCGAGAGTCTTCTAGAATTAATTAAGGCAGGCAAAACT 

AATAAATATTTAAAGAAGTCATATACTGGTTACCACTGAGAGTGAGTATTGAGTATAAAG 

ACACAAGAGGAAACCTCCTACATATTAAAAATGTTCTAGATCTTGATCTTGAGAGTAGTT 

ATTCAGGTGTGCACAATATTTTAAGATTAGCACACTTTACACATTTTAATGTTAAATAAA 

TGATTAAAGTGTTTTCTTAAGTTAGGGTGGCAGGGAAAAAAC 

>SEQU EN CE :7256:prostate_M PM2000-004 P6_Table5 

GCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 

TACTTCTAGAATTAATTAAGGCGGGGTACAGAAGAAGAGCAGGTACCAGCAGAGAATTAC 

AACAGAAAAAGACAGTACTGGGCAGAATGGCATTCTTGCCAAAGTTACCAGCAGCAGTGG 

CAGTCATAAAGCAATACCTCAAGAGGCGTTCAGGGAGTAGACTCCAATAAGGAGGCTGGA 

GCAGAACTTGGCTTATTTCTGAACATGACAGACAATTCCTGAAAACTAAATTCCTACAAC 

ATTAATACTGGTTCTCTAAGAAGCCGGGACTTTTTCAGTAAGTACTCTTCAGAGATAAAT 

AGAAGAAAATCGAAAGATGAGGGTGCTGAGATATGTGAAGGTAGGGCTGGGCACAGAAGC 

TCATGCCTATAATCCCAGCACTTTGGGAGGCCGAAGCGGGAGGATCACTCAAGGCTAAGA 

GTTCAAGACATGCCTAGGCAAC 

>SEQUENCE:7257:prostate_MPM2000-004P6_Table5 

GGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCG 

GGGTAAGATTTGCCGAGTTCCTTAAACTTTATTTAACCTTTCCTTATGAGCATGCCTGTG 

GCAGTTTGAGGAGCTTGGAGAAGACTTGAAATAGTTGTAGAAAATGAGAGTAAGTGTTAC 

TGGGGAAATGTGGAATTATATATTAAGTAAAACAAGCTGGTTGTAGCAATAACTAGTTAT 

TATTTTTACAGATTCG AAAAAA AAAAAATAAAAAAAAAGTAAATGCGGTCGCCACCGCGG 

TGGAGCTCCAATTCGCCCTATAGTGAGTCGTATTACGCGCGCTCACTGGCCGTCGTTTTA 

CAACGTCGTGACTGGGAAAACCCTGGCGTTAC 

>SEQUENCE:7258:prostate_MPM2000-004P6_Table5 
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AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAG 

G CG G G AAG GT ATAATATGTTAAG G CCCTCTTCATGTTCAAG AG G AAG ATA A AAATATT AA 

GTAATTCAGACTCTTCTAGCAAAATGTATAATTAAATATATGTAATGAAAAAAACTGAAA 

AGATTTAACTAAAATAATGGAAATACAAACCATTATAGCTCTCAAAGCAGCAGAAGGGCA 

AAAGAGAATATTGAAAACTTAATCAGTTCAGTAAAAGGATAGTTTAAAAAAGTTAAAAAA 

AAAAAAAAAAAAAAAAAGCGGCCGCCACCGCGGTGGAGCTCCAATTCGCCCTATAGTGAG 

TCGTATTACGCGCGCTCACTGGCCGTCGTTTTACAACGTCGTGACTGGGAAAACCCTGGC 

GTTACCCAACTTAATCGCCTTGCAGCACATCCCCCTTTCGCCAGCTGGCGTAATAGCGAA 

GAGGCCCGGACCGATCGCCCTTCCCAACAGTTGCGCAGCCTGAATGGCGAATGGAAATTG 

TAAGCGTTAATATTTTG 

>S EQU ENCE:7259:prostate_M PM2000-004 P6_Table5 

ATGCATTTGTGTGTATGTACCCCTTAATTATCTTCCCTTTAGCATTTACAGTTTCAAGAT 

TTTATAACATAACTTCTCCAGCAGGCCTCATCAAGGCTGAGGCACAAGAATCACTTGAAT 

CTGGGAGGCATTTATAAAATCATTTATAATACAAACAATATAGTATGTCAAATTTAAAAT 

AATGCACCTAAGACTGCTTATATGCTTTTCATTAAAAACACATTTAAAATCTTTGAAACA 

TCACGAAGCAGTTTTAGTATCTCTAATACAAGTCTAAACATAAG1 TCAGATTTGAAAGTC 

ATCTCTGAGACTGTGATCCAATCAAAAGTTGTATCTGAACAAGTTGTATCTGAAAA 

>SEQUENCE:7260:prostate_MPM2000-004P6_Table5 

CTAGAATTAATTAAGGCGGGGGGCGGATGGGTTGTTGTAAATGGATGTTTTCTAGTTTTC 

TGCTTTTCCTACAGTGTTCTCACAGAAACAACCATTTCCATCATCATTATCATACTCTTT 

TTAAGTGAGAAAAGTTACATCCAGTAGAGGAACTATCCCCAATCCAGTAACTGGGACCAT 

CACGGCAATCACATAACAAGTTTAGGAAACGGCTTAAGGAAATGAGCTAATAACATGACT 

G C AC AC AAG CAG ATTATCTCTG ATTG CT AC AA 

>SEQUENCE:7261:prostate_MPM2000-004P6_Table5 

TTTACAACCCGGAATAAGGGGAACCGATGCTGGGTGCCCGGGCCCCCCCTCGAGAGTACT 

TCTAG AATTAATT AAG G CG G GTCTTAG A A ATCG AATGTAGTG ATTATCTAG G AC ATTTTT 

TTTTCTTGTCATATTCACTAGTTAGTAACTCCAACCATAAAGTAGCCCTAAACTTGTATT 

CAAAACTAAACATGATATAAAACTTCATTTCAGAAGACTTGAAGTCAATTACTGAAGAAT 

TAACTACATGGCCATATGACATTTTCCTATTTATTATCCATCAACTCATTTTAAAATGAT 

C 

>SEQUENCE:7262:prostate_MPM2000-004P6_Table5 

TAAAGGGAA CAAAA GCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAA 

G GCGGG ACA TTTTTA CG TAAAT AATTGGCCCTTCTAGAAATAATGATATATTTGTCAGTT 

CCTTTTTAAT CTTTT TACC I I I I I I I CCCTGAAATTTGTCTTATGTAAATTTGATAAGTT 

TTAGTGCTACTTTTCTCATTTCTACCAAGTTTTTGTACTTGCAAAGCCAGTATATTTATT 

TATTTGAGACAGCCTGGGTAACAAGAGCGAAACTCCGCCTCANAAAAAAAAAAAAAAAAA 

AA A A AA A AAA A AN GG CCCCGGG AG G G G ATTGG A A AATTTTTG GGTTG G G AAA A ATCC A AC 

CCTTAAGGCC CGTC CATTTTTTCCCCCAGAAAAGGAAAGGTTCCGGGGGGAATTGAATGT 

AATAAAGAAATTTTTCGGGCCTTTAAGGGAATTGGGGGAAATCTCCCTTAGGGTTATAAA 

ATG G GTC AACCCCCC A AA AA ATTAAA AG GGGGGGGG CCC ATTAAA AACTTTTCG G GGC AT 

TTGTAAAATTGGGGGCAATTTGGACCCCCCAAAA 

>SEQUENCE:7263:prostate_MPM2000-004P6_Table5 

CTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTA 

ATTAAGCGGGGATTGTGTGTTGAAAGATAAAGGTTGTCGCTATAAAATAGTAACATAAGG 

AATCCTTACGGTGATGGAAACGTCCTGTTTCTTAGCTGAATCAAGGTCAGAATACTGTTG 

TGATGTCGCAGCATTTTTCAAAGATGCCTCCATTGGAGGAAACTGAAAAACTGCATATGA 

AGCTATAATTAATCCAGAAAAATGTATAACCTAAAACACACACATGCGAAGTTATTATCC 

TTGCACAGAGTTAAAATAATGTGGATAAGTAGTGAGACTAAAAATATAACGTGTAAGTTA 

GTGGCAAAATTCTGTCCAATTTATTACTATATACCTCATTTTCCATAGGGTGCTCAAAA 

>SEQUENCE:7264:prostate_MPM2000-004P6_Table5 

ACTG G CCGTCGTTTTAC ATCCG GG AACAC AGTATG ACCTTTGTTTCTGGCCG G CG CTTTT 

CCTT AG AG AAA A AG AA A A A ACCTTT ATG CCGGGCGGGGG GTTCCCC ATTAAAA AA A AAGG 

AGAAACTGAGATCCGAGAGATCAGCTGATTAGGCCAAGATTACAGAAAAGAGTAAGGCCA 

GACATGAACTCATATCTGAGTCTATGTCCAGTGGTCTTTAAAAAGATCAACTCTATTAAA 

AACACACAAAAAATAAGTATTACATAGACAGGAGGATGAGTAGCTGTATCAGGCAAATAA 

TAATAATAATGATGAAAGTTTGATAGTGATTTTAAAAACTGAAAATAGCATCTCTATACC 
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TTTAGTGACTCAGAGTCTCAGAATAAAAAAATAATAGAATGGCCAGGCGCGGTGGCTCAC 
ACCTGTAATCCCAGCACTTTGGAAGGCGAAGGTGGGTGGATCACGAGATCAGGAGATCGA 
GACCGTCCTGACTAACACCGTGAAACCCCGTCTCTACTAAAAAAATACAAAAATTAGCTG 
GGTATGGGGGCAGGTGCCTG 

>SEQUENCE:7265:prostate_MPM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAG 
GCGGGAGATACATGGCCCCACATATGATAGAAAGCCCGGGGGATTTGCTTTCTATTTCTA 
AAATTGCTTATTTGACTCAATCACTGAACCTAAATTAGCGAAAGCAGTGGTAGAGACTGT 
AAATAAI Mill I CATTAAAACTATCATTGGAAACTTCTGAGCAACATTTAAAGATTGTA 
TTAGTTCTAACTTG CTTGTTGTT ACTT AATTCCT ACT AC AAAG CTAAATAATAT ACCN AA 
AAAAAAAAAAAAAAAAAAAAAAANGGGGGCCCCCCCCGGGGGGGGCCCCCAATTCCCCCT 
TTAGGGGGG I I I I I I ACCCCCCCCCTTGGGGCC I I I I I I AAAA 
>SEQUENCE:7266:prostate_MPM2000-004P6_Table5 

GCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 

TACTTCTAGAATTAATTAAGGCGGGAGGATCTCTTGAGCCCAGGAGTTCAACACTAACCT 

GGGCAACAAAGCGAGAGCCTGTCTCTACAAAACATTAAAAAAATTAGCCATACATGGTGG 

AGTGCGCCTGTGGTCCTAGCTGAGGTGAGAGGATTGCTCGAGCCCAGGAGTTTGAGGCTG 

CAGTGAGCTGTAATTGCACCACTGCATTCCAGCCTGGGTGACAGAGTGAGACCCTATCTC 

AAAAAAAAGGAACTATCTGGCTTCATCCTAAGAGTAGTTGCATTTTAAACTCTCAGTCAG 

CTTCTTTTACTGTAAAATGGGAATAATAATTAACAGTCTAAATTCCTAAAGTGATTATGA 

AGGCTGAACAGGTGATGCCTGTTCCTCAGGCCCCTCCCTTGGGGCCCCTTCAGCCCCATG 

>SEQUENCE:726"/%prostate_MPM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAG 
GCGGGGCTTTGGATCAGGTGAATCTGAATTTAAGCCCTGGGTCATTTAI I I I I AGGAGTG 
ACCCTACCAAGCCACATAACCTCTCTAAGCTATATTATTTCATTATCTGTATAACTGAGA 
TAAAAATATTATTTTTAGAGTTCTGAAAGTGGAAACGAAATAAGTATTAAATAAGTGAGT 
TTTTAAAAGAGACAAAATAGCTCTTCCAAGAAAGTTGGTTTAAAAGAGAAAGTGAGAATG 
TTAAGAAATACCAATTCCCAGTAA I I I I I I I I GTATTATGTGTC ACAG CTTTTAATAATT 
GTAG I I I I I I I C ACTTT AAC ATTTTGTAAA A ATG CTCCTTT ATA ATTT A AGTTTAATTG G 
AG I I I I I I I I I I I I I 

>SEQUENCE:7268:prostate_MPM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAG 

GCGGGTACGATTTGTATGCTTTGGTTGTTCTTAAGGTAATTTAAAGTTTATACTAI I I I I 

TAATAACAAATTACTAAATTTGTTATTAAAGTGCAAAGCTCAAATGAAGAAAATGAAAAA 

CATTTGTTGACTTTTATGTATGTATCCTGAATTCATATTACTGTATGGGAAAACCTAGTA 

CTATAAATATTTCAATCCTTACCTTCAAATGTATATTATTGTGCACTTCACGGAGTTAGA 

GTGAGAATGCTATGTTCAGCAGGGTGTCTTAAGTTAAACATTCAGACTTAGAAAACCGTT 

AGTCCACATTTGGCATATTCACTTAGAAAAATACAGGATAGGATGCAGCAAGTAGGGCAG 

TGCCAGGCATTCCACAGGGATCCTTGTGACAATTCACG 

>SEQUENCE:7269:prostate_MPM2000-004P6_Table5 

ACTGGCCGTCCTTTTACAACCCTAAATAAAGGGAACAAAAGCTGGGTGCCGGGCCCCCCC 

TCGAGAGTACTTCTAGAATTAATTAAGGCGGGCATGACAGATGAGGCCTGTACTCTTATA 

TCAGCATTTCTCATGTCGGTCTATATCCTAAGAACTGTAAAGGTTCATAGGGAAAAGAAG 

AGAAAAGAGTAGCTCCCGTGTATCCTGGGATTGGAGGTCATTTTGGGTTAACCTTATTTC 

ACTGCCCTCTTCTCAGTGGG I I I I I AAAAGGTAGAGCTAGTGGCCTGCATAAAAGTTGCG 

I I I I I CGGCTGGGCATGGTGACGCATGCTTATAATCCCAGCCCTTTGGGAGGCCAAGGCA 

GGCATATTGCTTGAGCTCAAGAGTTTGAAACCAGCCTGGGCAACATGGCAAAACCCCATC 

TCTAANAAAAAAAAAAAAAAAAAAAAAAAAAGGGGGGCCCCCCCCGGGGGGGGCCCCAAT 

TTCCCCT A A A AAG G G G G GTTTTACCCCCCC 

>SEQUENCE:7270:prostate_MPM2000-004P6_Table5 

CCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATT 

AATTAAGGGGGAAGGTGGTTAGTTGTATTTGAGACGTGTGAGGTACTGATACTTTTCCGT 

AATTCCAGTTTTCCTGCCAATAAACCAATGAAGCAACATCTCAATATATGAGACAGATTT 

TGTAAGAATACGCAAAGGATTTTATTAACACTTTGGAAAGAATACATTCATGTACGACAA 

CTTCCTAGAAGTAAAATACGGCCAAAGAGATCAGCTTTCACATAGGTTTTTATAAAACTG 

CCTAACACAAAAATACACATATATGGAGAACTTCAGACTGAGAATTACATCAGGACTGTT 
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TCTTTGAGTTCGCCTTTTGTCTCAAAATTAATAATTAATTAATTGATAAAAAA 
>SEQUENCE:7271:prostate_MPM2000-004P6_Table5 

CTG GCCGTCGTTTTACATCCGG AAATAACGTG G AACCATTGCTG G GTG CCG GGCCCCCCC 

TCGAGAGTACTTCTAGAATTAATTAAGGCGGGAGGGAGGTATAACCTTGGAAGAAGTGGT 

TCTTTTCAGAAATGGGCAATTCCTAAAGAGGAACTTAGTCACCAAGCATTTGAGGAAATG 

AGTGCTTTTGTTCCAAAGATGGTGGGGATTGGCATACCACAACATGCACTATGGTGTGTG 

ACATTTTCTGAGATTTAAATTCTACTATATGTCAGTATCATTCTTATATTTATATATTGT 

ATGATTCATGTGGGTAAATCATGTTTAATAAGAGAATTATTGGAGGATTTGTACATAGTC 

TCAATCTGTGTACTTAG G G AATACATGT AG AAC AAT ATG ATTG GGCTATT AC AAA AACA A 

GTGGCCTAAATTCAATTCCTAAGTCTCCA I I I I I AAAAGTTATGTCTCTTTCCCTTAGCC 

TGTCCCTTCTAAGGGAGTCTGTGAGGCTCAGCCTAAACATTTACAAATTTCCATTTGAAA 

AAATCTGTCAT 

>SEQUENCE:7272:prostate_MPM2000-004P6_Table5 

CGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTAC 

TTCTAGAATTAATTAAGGCGGGGGATGTATATTTGCTTGTACATACATAACATACCTCTG 

GAATGATAGATAGGAAATTAGTAATACCAGCCACATTTTGAGTGGGTAGGGGCCAGAGTT 

AGAAGAAAACTTTACCCTATATACCCTATATTTATACTTTATGTAGTGTAAACCATGTCC 

TGTTTAAAAAAAAAAAAAGAAATTAAAAACAAGAATGAATGCTCTTCATTATTCTGGTAA 

ATGCAGGCTCATTTTACTTTTGTGCATTTTAATTGAATGTACTGCCATTTAACTTATAAG 

AATTAATACTTAGGGCTGGGTGCAGTGGCTCACACCTGTAATCTCAGCACTTTGGGAGGC 

TGAGGTAGGTGGATCACTTGAGGTCAGGAGTGCAAGACCAGTCTGGCCAACATGGCGAAA 

CCCAGTCTCTACCAAAAATATAAA 

>S EQ U ENCE:7273:prostate_M PM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAG 

GCGGGCACCTGTAATCCCAGCTACTTGGGAGGCTAAGGCAGGAGAATTGCCTGAACCCGG 

GAGGCGGAGGTTGCAGTGAGCCGAGATTGCACCATTTGTACTGAAGCCTGGGCAACATAG 

CGAGACACCAATTAAAAAAAAAATAGTATCTAAAAAACAAATCCTTCAAGTGTTATAATC 

ATTTTAAAGACATTTTCCATCATTTTAGCCCCTCTTTATTTAAGGATAAAAGTATACAGG 

TTTTGCTCTTAGGTTGACTTGGGAATTCTCTTAATATTGTGAAAATCCAAGCTAGGTCTT 

TGAGAATGTGCTAAAAAAGGGTTTGAAATTATTTTCCCCCACCAAATACTTCGTTATTTC 

ATTTAAAATGTGATATTACAGGGCCGGGCGCAGTGGCTCACACCTGTAATCTCAGCACTT 

TGGGAGGCCAAGGCAGGTGGATCATAAGGACAGGAGTTCAAGACCAGCCTGGCTAACATG 

G CG AAATCCTGTCTTTACTAAAAA ATAC AA A A 

>SEQUENCE:7274:prostate_MPM2000-004P6_Table5 

ATAAAGGGAACACATGCTGGGTGCCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGCGGGGTGGAGGAAGTAAATAAGCAGATAACAGACTAACACACTGCTATTTCAGAGAG 

ACAAATAATTTGGGTCAGACCACAAATAGGGTCATACCACAAATCAGACAAATAAGCTAC 

AAATTAGCTTCACTTAACAGATACAAATTAGTAAGGTTAATG T CCACTCATTAAACATTT 

CAATCTCTCAAGTCAAGCTACCCATATAAACACTTGGTATCCAGAAGATGTTGATCATAG 

TAG CTATAAAAC AG GTTTAGTC AG AAA AGCTATTAG G ATC A AAAATTG G CAGTCAC AC AT 

CTTGGCTTGGGTATTCCTTACACTATTCCTCATCACCCNNNNNAAAAAAATAAAAAAATA 

AAAAAAAGCGGCCCCCCCCGGGGG 

>SEQUENCE:7275:prostate_MPM2000-004P6_Table5 

AATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTC 

TAGAATTAATTAAGGCGGGTGGATCACGAGGTCAGGAGATCAAGACCATCCTGGCTAACA 

TGGTG A AACCCCATCTCTACTAAAAGTACAA AAAATTAG CCAG G CATGGTGGCAGG CACC 

TGCAGTCCCAGCTACTCGGGAGGCTGAGGCAGGAGAATTGCTTGAACCTGAGCTTCTCGG 

GAGGCAGAGGTTACAGCGAGCTGATATTGTGCCACCGCACTCCAGCCTGGGTGACAGAGA 

GAGATCTGTCTCAGAAAAAAAAAAAAAAAAAAAAAAAAAAAAGCGGCCGCCACCGCGGTG 

GAGCTCCAATTCGCCCTATAGTGAGTCGTATTACGCGCGCTCACTGGCCGTCGTTTTACA 

ACGTCGTGACTGGGAAAACCCTGGCGTTACCCCAACTTAAATCGCCTTGCAGCACATCCC 

CCTTT 

>SEQUENCE:7276:prostate_MPM2000-004P6_Table5 

GCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 
T ACTTCT AG AATT A ATT AAG G CG G G ATCCG AG AAT AT ATT ATTTATTCCAG CTG AAG TT A 
CTACTTATTGTAACTGAAATTCCCCAAAAGATTTGATCTTAACTATATCCTTAAACTCTA 
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AATTATTATAATGAAAAAATAGGACAATAATTATTGCAAAGTATAGTGTTTTTCCAGCAT 

TCAAAAGCCCATTTCGTT I I I I I CAAATTTC I I I I IAI I I I I CATCATTTAACAGAAATG 

AAGGACATTTAAAGCACATTAAAAGACAAAGGAAATGGCAGCTTCTGTAGTAACATTTAT 

CTAAATG ATG AAGTATCATAATCAATCACAG AAAG ATCATACTTTGTCCTTAG ATTCTG C 

ATTGGAGTCTACAGATAATGGAGAATTATTACAGTTGTAGCAAATCTTAAGATGTACTTA 

ATTTTACAAGTTAAGAAAATAAAA 

>SEQUENCE:7277:prostate_MPM2000-004P6_Table5 

TAACACAGCTGGGTGCCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAACACTAA 

GTAGTCTGAGTCCTTAGCGGTTTAGTGCCTAGAATGAGCTAAAATTGATTGTGTTTACTA 

ACTGACAGGCTCTCTTATCATAATCCTCTATTAGCTTGTTATTATTACGATTATCGTTCC 

TTTATCCATGAGGGCCATGAGATACAGGGAGTTTAAATAACTAAGATTGTACTGCTTGGA 

AATGAGGGTTTGCATATGGGACATGTCCAAAGCCTAGCCTCTTACCAGGACATCACCTTG 

CCATTCAGTGAAACAGAAAGGGCTTCAATATAGT 

>SEQUENCE:7278:prostate_MPM2000-004P6_Table5 

TGCTGGGTGCCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGAATGACA 

AAAGAGTCAAGACCTCTCCTGTAGATGAAAGACATTTGATCTTTTTACTACTTACTGGGA 

AGCAACCCTGACCCACTCCGTGAAGTAAAGGAAGATGTACTTTGAGCTCCCCCTAGGGGT 

GAAGTGTCCCTGATCACCCATTTAGAACTGAAATATACAGACAACATATATTTGTTAACC 

ATGGTGTTAAAGGCTTATAGACAACCAGTACTGCTGTATTAGGTACGTTATATTGAACAT 

TCTACTTTAACCATTCTTACCTTCAGCAAAAGAGGTAAAAATACCTGTTTTCATGGAACT 

TATGTTCCAATTAGAGTATATATTCAAGTATTTAAAACTTACTAATTTTCCATTCTCCGT 

AATCCATTCTTAAACTTTTACTT 

>S EQ U ENCE:7279: prostate_M PM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAG 

GCGGGTGAATTCACAGAAAATATAAAGATGTGAAATTCCCCCTCCTTGTCTGTCACTCTA 

GGAAAAGCCCAAGTATCCTGAAATGGTGGTCCAGCTTCTGGAAATTTTGTTAGAAGAATA 

CAAGGGGGCTAGAAGCATGAAATAGGCTAGGGGGTTGAGAAGTTATATTGTAGATGCAGT 

TGGATATTGCCTTCATAGCTATGATTCAACTTAATAATTATTGAGGTCTACTTTGTGCAA 

G GT ACT ATG CTC A AAT ATATG AAGTT AT AAACCA A AAATG AATACAACC AATAC A A A A AA 

TCTTAAGTAAAGACCCTTAGTTTAAAAATTACCTCATCCAAATGTGCTTCTAATACCTGA 

ATACACATATTATACATCACATTCTT 

>SEQUENCE:7280:prostate_MPM2000-004P6_Table5 

TAACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAA 

TTAAGGGGGAAGACAAAAGAATCTAATTATCTTTTACTATGCATTAGCAATGAAATCCTA 

CATTAGTGTGTCTTCATGAGAGTTCAGTAATGATTTAAGTTG I I I I I CA I I I I I CAATGC 

I I I I I ACATATAGGCTCCTGTTTTATTTG I I I t I AATATGAACATAGTTTTATGAGTCTG 

GCCAAAAGCCATCTTGGCTGTATATGGGTTACTTCTAATTTCTCTAGCAGTACTCCAGCA 

ACCTATGT AT AGT ATT AG AG A AAG CAG AC ATTTG C ATTC ATTTATAG G AGTTTC ATA ACC 

TAGTGAGATAGAGAGAGTTGATAGTATTGACAAGTAGTGTTCAAGATAATGGAGATATAT 

ACATCATCTCAAAGTGCACATGTAGATGTGGACCATGAAATACCAGAAGAAATTTAAGAA 

TTTGAGATAAATATGAAAGATGCAAAATGTTAACATTGTTGGATCATCAAAAATAGTTTA 

CAGGCTCAGTAGGATGGCTCATACCTGTAATCCCATCACTTTGGGAAGCCTGTGTGCTAC 

AATCGCTT 

>S EQ U ENCE: 7281 : prostate_M PM2000-004P6_Table5 

GGGTAGCCGGGCCTGGCTTCCGGACCCCTCCTAGAGAGTACTTCTAGAATTGATTATGGC 

GGGGATGACAAAAGAGTCAAGACCTCTTGTGTTAATGAAACACTTTAGACC I I I I I ACTA 

CTTACTGGGAAGCGCCCCTGACCCACTCTGTGAAGTAAAGGAAGATGTACTTTGAGCTCC 

CCCTAGGGGTGAAGTGTCCCTGATCACCCATTTAGAACTGAAATATACAGACAACATATA 

TTTGTTAACCATGGTGTTAAAGGCTTATAGACAACCAGTACTGCTGTATTAGGTACGTTA 

TATTGAACATACTACTGGATCCATTCTTACCTACGGCAAGAGAGGTAAAAATTCCTGTTT 

TCATGGAACTTATGTTCCAATTAGAGTATATATTCAAGTATTTAAAACTTACTAATTATC 

CCTTCGGCGTAAGCCATTCTTAAACTTTTACTTGGCAAAAGTTTATTGAGTC 

>S EQU ENCE :7282: prostate_M PM2000-004P6_Table5 

ACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 

TTAATTAAGGCAGGAAACATACACAAGACCATTCATCTTGTCTTACAGCAGCAATATAGA 

CAGCAATAAAAATAAATACATAGAGCTATGTAGGGCAAATCGAATATCATGAACATTATA 
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TGGAGTGAAAGAAACATATGTAGTCCATGAAGCATATGTATAAAGTTGCAAAATAGGCAA 

CATTAAATCATATATTTTAGGGCTCTGTATAAGGTGATAAAACTGTAAAGAAAAGTAACA 

GGATTATTATTTTAAAAATCATACTTCTGGATAACTTCTTTAAGAGGGAAAGTGGGCTTT 

GGGATTATACAGCAGCAGCTGGGGAGCTTCCAAGATGCTGGTAATATCTTATTGTTGACT 

TCAGTGATGATTACAGGGGTGTTTGCTTTATCATTATTCTTCCAAATAAACATATATA 

>SEQUENCE:7283:prostate_MPM2000-004P6_Table5 

AACCCTC ACTAAAGG G AAC AAAAG CTGG GTACCG G G CCCCCCCTCG AG AGTACTTCTAG A 
ATTAATTAAGGGGGAAGAATATTAAATAAAAAATATTTCATGAATCCTAAGGGAGGTATA 
GAAGAAGGAAAAAGGAAATCAAAGCATAAGTGACAAATGGTACAGTGATAGTTTTAAACC 
CAAATATAGCAGTAATCATACTACATGTAGGCCAAGTGCGGTGGCTCATGCCTGTAATCC 
CAGCACTTTAGGAGGCTGAGGTGGACTGATCATGTGGGGCCAGGAGTTCGAGACCAGCCT 
AACCAACGTAATGAAACCTCGTCTCTATTCNGAAAAAAAAAAAAAAAAAAAAAAGGGGGC 
CCCCCCCCGGGGGGGCCCCCAATTCCCCCTTTTGGGGGG I I I I I I ACCCCCCCCTTTTGG 
CCG I I I I I I AAAA 

>SEQUENCE:7284:prostate_MPM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAG 
GCGGGGCTTTGGATCAGGTGAATCTGAATTTAAGCCCTGGGTCATTTAI I I I I AGGAGTG 
ACCCTACCAAGCCACATAACCTCTCTAAGCTATATTATTTCATTATCTGTATAACTGAGA 
TAAAAATATTATTTTTAGAGTTCTGAAAGTGGAAACGAAATAAGTATTAAATAAGTGAGT 
TTTTAAAAGAGACAAAATAGCTCTTCCAAGAAAGTTGGTTTAAAAGAGAAAGTGAGAATG 
TTAAGAAATACCAATTCCCAGTAA I I I I I I I i GTATTATGTGTCACAGCTTTTAATAATT 
GTAG I I I I I I I C ACTTTAAC ATTTTGT A AA AATG CTCCTTTAT AATTTA AGTTT AATTG G 
AG I I I I I I I I I 1 I I I 

>SEQUENCE:7285:prostate_MPM2000-004P6_Table5 

TAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAA 

G G CGGG AATGG AACTAAATAAAACTCATTG GTGTTTAG ATCTTTG CTCTC ACGTATCCG A 

ATATGGATTGGGAGCTCAATTAAAACCTTGATTTCCAAAAACAGAGAGGGTTTAGTAGAG 

TATATGAAAGTACCTCAGGGGCTCTTCAGACGAATTACTATAATAAACTATTTATAAGAA 

GGAAAGTAAGGCCTGGTGTGATGGCTCATGCCTGTAATTCCAGAACTTTGGGAGGCTGAA 

GCGGGTGGATCCCCTGAGGTCAGGAGTTCGAGACCAGCCTGGCCAACATGGCAAAACCCT 

GTCTCTACTAANNNNNAAAAAAAAAAAAAAAAAAGGGGGGCCCCCCCCCCGGGGGGGCCC 

CCAATTCCCCATTT AG G G G GTTTTATACCCCCCCC 

>SEQUENCE:7286:prostate_MPM2000-004P6_Table5 

TGATGGGTGCCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGGAGGAGG 
G AATTC ATG AAG AAATCATTTAAATATTG G A I I I I I AAAGATATGACACTGCTCTCAATT 
ACTAGGTGCTAATAAGACATACATAACCTACCATATAGCCAAGGTTTTAATTATCAAATT 
TATAATTTGAAACTGAAGGAACTTTAGTTCATAAAAGTGAAAAAGATCAAATGAAGTCCA 
ATGAAAGTAAAATATTATCTTTGCTTCCTTGATTAAATCTATAGCTAI I I I I ACTAAAGT 
ATG AC ATATGTTCCC ATTATTC AG G G ACGTTT AGGG A AG CTTCT A AC ACG AG AG AG AG AG 
AGAGAAGCTACAATAGTTCGATCTAATGTACTTGCTACCAAATCAAGATTTTACCTATAG 
ATTGAAACTAAATTGTAAATGTCCCAAATACTTTTCCCAAAAAAAAA 
>SEQUENCE:7287:prostate_MPM2000-004P6_Table5 

TGG CCGTCGTTTTACATCCG G AAA A AATG G AACC ATTGCTG GGTGCCGGG CCCCCCCTCG 
AGAGAACTTCTAGAATTAATTAAGGCGGGGTGGTCTAATTGATGTGAGCTAATATGCCTT 
AATTTAC ATTG AT AG TAA ATT ACTCT ATTG G ACTATGTC ATC ATC ATTT AACC ATTTAT A 
AA ATTGT ATTTG CTCTG CC AG CCTCAATTCTATC ACCG CATACTTTTGGTT ATAG AAAAG 
ACCAGTTCTAAAAATAATGGTAAACTTATTTGGATTAAGGGAATCTAATCATCTTTATAC 
TTATCATGT ATCATG GT ACTCAAG CTT AC AT A I I I I I CTATCTTCCTAGGCTGTATTTAC 
ACAACACGATATATAAATACCAAGCAATACACATGTTTGGGTTATTTAAAAACTAATAAA 
AAACAAGGAATATTTTAGATCTTAAAAAGCCAGTAAGCAAATCAAGAATTTATTTTTAGA 
AAGCTGATCAAAGTTTAGATAAAGAAATGACTGAGGAATATAAAATTTGGAAAGTAAGGA 
AAAATCATTTTAATCTTTATTTGTACAT AT ATTAGAGTCTAAT ACTCT AACAACAATACA 
TAGTACCACAATAACTCAAAAAATAAAGTTTATTTCT 
>SEGUENCE:7288:prostate_MPM2000-004P6_Table5 

GCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 
TACTTCTAGAATTAATTAAGGCGGGTAGGAAATGTCTCAAAAGATTTAGATAAACTAGAT 
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TAGATAATTTCTCTTGAAAAATATATTAAGAAATGAAATAAAAACACCACTCCAAAAGCA 

TCAAAAGAAAATATAGTTCAAACACTTACCTATTTTTATTGCCAAAACCTTAGGCAGTGA 

ATTCTGCAGCTGAATTGATCACTTTATTGTTTTCTGCTTTGCACTGCCCTTTAATAGTTT 

CATATGTGTTCATGTTGTCTACACAGTATACTTTCCCATGGTCCTCACGGTGGCCAGAAA 

ATGCTTATTTAATGGAGGGATACTTAGTATTTTTAAAATGTGTACTGGCTGGGTGCGGTG 

GCTAACTCCTATAGTCCCAGCTACTTGGGAGGCTGAGGCAGGAGAATCGCTGGAACCTGT 

GAGGCAGAGGCTGCAGTGAGCC 

>SEQUENCE:7289:prostate_MPM2000-004P6_Table5 

CGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGGCGGGGCATAAGTCTAGG 

ACCCCAGCATGACTCTCCCACCCTCCTGCCTGCACAGTGAATTCCAATGGCACAGGGTTA 

AG A AAAG G G AG C AGTG G CC AG GTG C AG G G ACTT ATTCCTGT AATCT AATCTCAG C ACTTT 

GGGAGACTGAAGCTGGCAGATGAACTGAGGCCAGGGGTTCGAAACCAGCATGGTCAACAT 

GGCAAGACTCTTGTCTCTACAAAAGAAAAATTTTTAAATTAGGCATGATAATGTATGCCT 

GTAGTCCCAGCTACTGGGGAGGCTGAGGCAGGAGGATCACCTGAGCCCAAGACTCAGAGG 

ATACAGTGAGCCATGATCAGGCCACTGCACTCTAGCCTGGGCAACAGTGCGAGACCCTGT 

CTCANAAAACAAACAAAAAAAAAAAAAAAA 

>SEQUENCE:7 290:pr ostate_MPM2000-004P6_Table5 

CTGGCCGTCGTTTTACACCCGGGAACACAGTGGAACCAATGCTGGGTGCCGGGCCCTCCC 

TCGAGAGTAACTTGTAGAATTAATTAAGGCGGGAGAATCGCTTGAATTAGGGAGGTGGAG 

ATTGCAGTGAGCCGAGATCCCGCCACTGCACTCCAGCGTGGGCAAGAGTGAGACTGTCTC 

AAAAAA AAAGT CATTCTTTCTTTACTTTGTGCTAGTTATCTTCATTGTGTTACAAAAAAT 

CAAATTATTTTAGGATTTAGAATAGATTACTTTTTTGTAATGTGTAAGTTTCCACCAGAG 

AACCACTAAGATTAGAGGAGTGTGAAGTAAGTGTCCTCTGGACGTGAGACAAGGTATTAG 

TAAGCAGGACATTGTAAG TTTCA CATTTTATCTTTAAAAATGTGCCTTTATGCATTTTAC 

TCCACAACATATCTGTTTATTTTAATGCAAAAGTGTTACACCCTCATCCACAAATTAAAA 

ACCGCTAAAACTTTCAAAATCATGCTTTGTATATTCTGTTACTTCTGGAATGTCCCTGGT 

GCCCTGTCTCCTTACCCCAGGGACATCTCAACTGCTGTTTGAGAAGTATTAATACTTGTT 

TAATACAC I I I I I AAAATAAATTTT 

>SEQUENCE:7291:prostate_MPM2000-004P6_Table5 

CCCTCACTAAAGGGAACAAAAGCTGGGTGCCGGGCCCCCCCTCGAGAGTACTTCTAGAAT 

TAATTAAGGCGGGCACAGGAGGGAAGCAAATTGAGGATGATTATCACAAAAATCAGTTAA 

GAAAAC ACAAA CTGCATCATCCAAAAATACACCTTTGGTCCACGGATGCCACTGGAAGAC 

ATCTG AATTT TAGACCTCCAGAGAGAAGATCTGGGTGGCTAGCTCCAGAGTAGAGGCATG 

CTTGC I I I I I CTTTACACTTGTGAAGAGGAATGGATCCGGACATCTGCAATCTGGGTAGA 

GGACGGCAGGCAGCAAGCTTAGCCACTCGGCCAGGCTTCTCAGCCCTTACTCTAGACATG 

TGATCCTTCCTCCACGTGATATACTTGACAACTTTCTTACGGCTACTCAAGGCATCCCAA 

GTTAAAAGGAAGGTCAGATGTGATTCTCACTTTATTATGATAAAAAAA 

>SEQUENCE:7292:prostate_MPM2000-004P6_Table5 

GGGGGCATGGCTCGGTATACCTGAAGCCCAGAAGAGTATCAGAGTCTTATCCTTCACTCA 

GAGATGGGGTAGCAGTAGGTAGCTGCAGTGGCGATGGAGATCGTAATCAATTAAATTAAT 

ATGTATATTAAAGATATTGGGATCCAGAATTCTCGCTGTTGAAGAAGGTTGTTAAAAATA 

AGGAAAGGTAATAGGCCGGGCACGGTGCCTCACGCCTGTAACCCCAGCACTTTGGGAGGC 

CAAGACAGATGGATCACCTGAGCTCAGGAGTTCGAGACCAGCTTGGCCAAGATGGTGAAA 

CCCTGTCTCTACTAAAAATACAAAAATTAGCCAGGCATAGTGGCACATGCCTATAATCCC 

AGCTACTCAGGAGACTGAGGCAGGAGAACTGCTTGAACCCAGGAGGAAGAGGTTGCAGTG 

AGCTGAGATTGTGCCACTGCACTCCAGCCTGCGTGACAGAGTGAGACTCTGTCTCAA 

>SEQU EN C E :7293 :prostate_M PM2000-004P6_Table5 

CCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATT 

AATTAAGGCGGGTACATAATTCTATTTATATTTTATCTATGATATATTCTGTGTGCATTG 

AATATTTACCTTCCATTTTGAATTATGTGACAATAAATTACTTCATTTTCCTCGAATCAT 

TTCCTTATGTTTACCTTTCTCCGGTGGCTGTGTGATATGACAGTGTTAATATATAACAAG 

AAATAATTGGAATTTGGAGCTAGTATAATATACAACTTGATATATTTAGTTTCTGTGATG 

CCAAATATATTGACTATAATCTCGATGGTAGCATTCTGTGGTGTGAAGCTGAACTCGATG 

ACCAAACTATATTAAGAGGTGTTTTTTCCATTGTCAACAAATAAAAGGAAAATGATATTT 

TAAGGTAATACAAATATATTTAAAATTAGACAGTTGAAATATTT 

>SEQUENCE:7294:p rostate_M P M2000-004 P6_Tabl e5 
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AACAAAGCTGGGTACCGGGCCCCCCCTCGAGATACTTCTAGAATTAATTAAGGCGGGGGG 

AGCATTTGCTTTTAAGAACGGGAAACCCATCCTCTCCATCCTCCTTGCGTTCTGAGTTTA 

GCTCCTAGGAAATGCTCTGAAACTATAGGACCGGGTCAGATTCACAGCGGTTACTTTTGC 

TGGTCTCCTTCCTTTTAATAAGAGTGACAGCTAACATGTACTAAGCACTTACCATGTTAC 

GAGCCGTGCAGTTAACGCTTTGCATGCATGTCGCCTTTTAATCCTTCCCACATCAGTTTT 

CAGTTTCCGATTTGATAAGCGAGTATTGGATTTGCAGATT 

>SEQUENCE:7295:prostate_MPM2000-004P6_Table5 

AGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGC 

GGGGCCACTACCGCATCTGGCTAA I I I I IGTAI I I I I AGTAGAGGCAGGGTTTCGCCATG 

TTGGCCAGACCGGTCCCAAACCAGCCTGGTCTTGACCTCAGGTGATCTGCCCGCCCCGGC 

CTCCCAAAATGCTGGGATTACAGGTGTGAGCCACCACGCCCAAACTCTTCGTTTTCAATT 

AAACAAACAAACAAACAAAATCTGAGGCTTGGGATAGTTAAGCAGACCTTGTTTAAATGT 

GGCAGATTTTAACACATGCATTTCTGCTGCTTCCTAAAATACCGTTAAAATGAAAGTAAG 

AGTCTCTCTCTTTTGGACATACC I I I I I AATGCCATACTGTTACTCCAAGATGTGATGAG 

TGATGAGAGGTCCTCAGATATTTGAACCATG 

>SEQUENCE:7296:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 
AGGCGGGTTTTAGGGGTAACCTGCAGTTTTCTCTGA I I I I I CAGATTTTACGGATGTTGA 
ATAAAAATCAGTGACCATTTAAAAAATGGTTTAGTTGTTGGATCAAAGTGCTGTAACAAA 
CAAAAGCTTTTTATAAGACATGGCAGCTTTAGGGAGGGTGAGAGTAGTAAGAAGGAAATC 
TGTTAGAAAATAGAAAATTTTGCTGAGAAAAGAATGA I I I I I CAGGACTGGAAATCCTAT 
TACTGTGCTTTACTCAGATTTTATAAACTAAAACATAA I I I I I AGTAAAGGATTGGGGCA 
GTTGTAAAGATAGTCATACCTCAGCTTAACTTTCCCCAAACTCATGACTTATTTGACTAC 
ATCATTATGCAGCATTATTGCAATATCAATAATTTACATTGAAGGAATTTACAACCCGTT 
>SEQUENCE:7297:prostate_MPM2000-004P6_Table5 

ACTGGCCGTCTGTTTTACACCCAGGAACACAGGGTACCCTTGCTGGCTGCCGGGCCCCCC 

CTCGAGAGTAACTTCTAGAATTAATTAAGGCGGGGGAGGGGTTGGGTAAAGAAGAGAAGA 

CGAGCTTTCCACAGAAACTCATGCGAGAGTCCAGGGGGGTTCACATTTGGTTCAAGAGGG 

CCAGCATTGCACACTAGAAATAGCCCCCATCCCTGGACTGGCCAGGACATCACTTACCCA 

CCCCCCTGACTTCAATCAGAGCTGGGACGCACAACCCCACTGATGTGAGGCCTGCTTGGT 

GCACCGAAGTTCCTCCTGCTGACTCACACTGAAGTACCGCCGCAATATGGAGAAATTCCA 

TGACAAAAGAGAGTATTCCTGACA I I I I I CCAAGCACTCAGATTTTCCAGTAGATTGCAC 

TGAGCACAGTATTTCTGTCATCCAAACTGCGTAGGAATAGCTCAATGTTTCCAAAGTGAA 

GTGGAAA 

>SEQUENCE:7298:prostate_MPM2000-004P6_Table5 

CCAAGTGAAGACCAACACAGCGCAAAAAAAGAGAACAAGAAAGAAGCACTAAGAATGCAC 

GGAAAAGAAAAACCGCGTAAGTCATGATAATGCTACCTGTGCAATATAAGGTTATTTAAT 

ATTTGTCACAATATAACGCCACCCAAACATTAAAAAAAAAAAAAGAGTCTCACTATGTTG 

CCCAGCCGGGCCTCAAACTTCGGGCCAAAAGCGAGCCACCCCCTCCTACCCTTCCCCACC 

TGGCCTCCCAAAGTGGTGGGATAAAAGGCCGGAGTCACCGCACCCGGCCCATTTTAACAA 

AT 

>SEQUENCE:7299:prostate_MPM2000-004P6_Table5 

T AACCCTC ACT AAAG GG AAC AA AAG CTG G GT ACCG G G CCCCCCCTCG AG AGT ACTTCT AG 
AATTAATTAAGGCGGGGGAGAGGTGAGTTGTAAAAGGCACCGCGAAGTAGGTATCTTTTT 
TGAGAACAAGTTTGTGTAATTGTGTGGTTGTGGGGATTGAGGGGAATGACATTGCGCAGC 
CTG ACTC A AC AC AG CG C AC 

>SEQUENCE:7300:prostate_MPM2000-004P6_Table5 

CGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGT 

ACTTCTAG A ATTAATT AAG G CG G G AC AA ATCC AG AGT AC AA A AGTG ATG GTG ACT AG AG G 

AACAAGGCAAGATGGTTTGCCCTGA I I I I i AAGGTCTGACTCGGGTCTGTGTGTCAAAGC 

AGGCTCCCATGGCACCTGACGTGACAGCCAGCACCACGGCCACAGGAGAAAACTCTCAGC 

CATGGGGAGCTCCAGGCAAAGCAGGAGGGGAGGAAAAAAAAACACATAAAAATAGCCTTT 

ATGAATCTTTCTCAATCAGTGAACATAATGGCTCAGGAACTCCAATAAGTAAGAAACTGC 

CACAAGCAAAACAAAAATGGAGTAAGCTATGAAGAGAAGGCAACCAAACAATCACGATTC 

TCTTCCCGCAATAAGGTCTAGAAACAAAAATAACAAAAAGCCTGTGAAGAGCATCCCAAA 

>SEQUENCE:7301:prostate_MPM2000-004P6_Table5 
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ATTCAATTAAAGATCAGTAGAACAGAGGATACTAGACACTGGAAAGGGCAAGGGCAAGAA 

GAGGACAAGGAGAGATTTGTTCAAGGATCCAAATTACAGCTAATAAGTTCTAGTGTTCCA 

TTGTACTGCAGGATGGCTATATTTAACAATCATATGTTATATAGTTTCATAGAGCTAGAA 

GAAAGATATTGAATGTTCCCAACACAAAGAAATAATAGATGTTTGAGATGATGCTATTGA 

GATGTGCTAATTACTATGATCTGATTACTATATA 

>SEQUENCE:7302:prostate_MPM2000-004P6_Table5 

ACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGCA 

TTTAATAAATGCTGTGTCAATAAGTGAAAATGAGCATAAAATATTCAAATGTACATATCA 

GTTCTATCATAATGTACAAATTTTAAAGTAATTTCAAAATATCTAATTACTAAAAAAAAA 

AAAAAAAAAAAAAAAAAAAGGGGGGCCCCCCCCGGGGGGGGCCCCCATTCCCCCCTAAGG 

GGGGG I I I I I I CCCCCCCCCCCGGGGC 

>SEQUENCE:7303:prostate_MPM2000-004P6_Table5 

AAAGCGGAACAAAAGCTGGGTTCCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAA 

GGCGGGCGACTATACTACACCTTGATAAGGACGTTCAAGCAGGGAAACCGATATAGCACC 

TTTGGCGCCGCTTGCCCTGGAACACCTGTAGCCCTTAGAACCTCCACCCGGTGGACAAGG 

ATTTGACTCACACCTCCTTGATCTGTTCTGTTCTTTAAGATGGACTCTCACTCTGTCACC 

CAGGCCGGAGTGCAGTGGCGTGATCTCTGCTCACCGCAGCCTCCGTTTCCCGGACTCAAG 

CAATTCTCCTGCCTAACCCTCCCGAGTCGCTGGGACTACAGGTGCCCGCCACCATGCCTG 

GCTAATTTTTGTA I 1 I I I I GTAG AG ACAGGGTTCCGCCGTGTTG GCCAG GCTGGTCTTG A 

ACTCCTGACCTTAAGTGATCTGCCCACCTCAGCCTCCCAAAGTGCTGGGATTACAGGCAT 

GAGCCACCGCGCCCGGCCTGAACTCTCAGTTCTAACGCAAGGATTCANGAATTGGGCTTT 

CAAACTCCTTCTGCAGTGTCACAGTCCAGAC I I I I I TTA 

>SEQUENCE:7304:prostate_MPM2000-004P6_Table5 

GAATACAAGGGAACAAATGCTGGGTGCCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAA 

TTAAGGCGGGGGAGTATTTATAAATACAAATGCCCCATTCACAGGGGACTTTTTAAAGGT 

GCAAA CTACT GTCTATGATACTGTAGTGGATATAGGACACTATGCATTTGTCGAAACCTA 

CATAACTTTTCAACAGAGTGAATCTTAATATATGCAAATTTTCAAAAAAATTCATGTAGG 

AGGTCAGATCTTAGGATGTAAAACAGAATATGACATATACCAGTTTTTGTGACACTCAGG 

TGTACCCATTAAGCTTTTCATCAGGAGTCCCTCAAAGGCCCCAAAAGTCTAGAGGTCCTA 

GCACAGTATACAAATTTTAGTATGTGTGGACATTCATGCCTTTTTCTAGGGAAAGGGCCT 

AAGGCTTTCACAAAAAAAGGCTGAGAACCACTGACATTTCTCCTTGCC 

>SEQUENCE:7305:prostate_MPM2000-004P6_Table5 

CTGGCCGTGCGTTTTACAACCCGAAATAAAGGGAACAAATGCTGGGTACCGGGCCCCCCC 

TCGAGAGTACTTCTAGAATTAATTAAGGCGGGGTATGGGTGGTAAAGGCAAGGGCTCCTG 

GAAGTAAATATAGAAGTGCCAGCGGTTGGTGTTGGCATTAGCTTTTTGGCTGTAACATAA 

ACCCCGTCAGCATGTCTATGCATGCCTATATGATGCAAACACATGTTTGCAATAGAGGCT 

AGTTTGAGATTTTCACAACAGTAAGTCTAAAGTTGTAGTTCTCAGGCCGGGCGCAATGCC 

TCACATGTGTAATACCAGCACTTTGGGAGACCGAGGCAGGCGGATCACCTGAGGTCAGGA 

GTTTGAGACCAACCTAGTCAATGTGGTGAAACCCCGTCTCTACTAAAAATACAAAAATTA 

GTCAGGCATGGTGGCGCACACCTGTCCAGCTACTTGGGAGACTGAGGCAAGAGAATCACT 

TGAACCCAGGAGGCGGAGGTTGCAGTGAGCCGAGATTGCACCACTGCATTCCAGCTTGGG 

CGACAG 

>SEQUENCE:7306:prostate_MPM2000-004P6_Tabie5 

G G GAG CCTGTG ATCCCAG CTACTTG GG AG G CTG AG G C AG G AG A ATCG CT AG A ACCC AG AA 

GGCAGAGGTTGCAGTGAGCCAAGGTTGCACCACTGCACTCCAGCCTGGGCGACAGACTGA 

GACTCCATCTCAAAAAAAAAAAAAAAAAAAAAAAAANGGGGGCCCCCCCCCGGGGGGGCC 

CCCAATTCCCCCCTTGGGGGGGTTTTTTACCCCCCCCCTGGGGGGGGTTTTTTAAA 

>SEQUENCE:7307:prostate_MPM2000-004P6_Table5 

TAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAA 

GGCGGGGGGGAAGCTTGAGAGGGATAAAAGACTATATATTGGGTACAGTATACACTGGTC 

AGGTGACAGGTGCACTAAAATCTCAGAAATCATCACTAAAAAACATCTATGTAACCAAAA 

ACCCACCTGTACCCCAAAACTATTGAAATATTTTAAAAAATAATAAATTTTAAAAATAAA 

GTAAAACTTGAATGGAAAATGACAGGTATGCTGCATATACTTGTCCCTCCTGAACCATTC 

TATTAAGTTTCCCACGACTGGAAGGAAAACATGTATTATTTATTTTTTAAAAAACAGGGC 

AGTGGGAGGGATATTTCTTTGTTATAAAGTACTGGAAATTTTGAGAGCTATATTATACCC 

ATATTCATCTCTTCTTGATGTACCCTGGCTGAAACTGTCAACT 



Table 7 
2649/3129 



>SEQUENCE:7308:prostate_MPM2000-004P6_Table5 

GGCCGTCGTTTTTCAACCTCACTAAGGGAACAAAGCTGGGTGCCGGGCCCCCCCTCGAGA 

GTACTTCTAGAATTAATTAAGGCGGGGTATGGGTGGTAAAGGCAAGGGCTCCTGGAAGTA 

AATATAGAAGTGCCAGCGGTTGGTGTTGGCATTAGCTTTTTGGCTGTAACATAAACCCCG 

TCAGCATGTCTATGCATGCCTATATGATGCAAACACATGTTTGCAATAGAGGCTAGTTTG 

AGATTTTCACAACAGTAAGTCTAAAGTTGTAGTTCTCAGGCCGGGCGCAATGCCTCACAT 

GTGTAATA 

>SEQUENCE:7309:prostate_MPM2000-004P6_Table5 

ATAAAGGGAACAAAAGCTGGGTGCCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGCGGGGGGGAGGCCAGTCATTAGGAGATATACCTAATGTAAATGACGAGTTAATGGGT 

G C AGC AC ACC A AC ATG G C ACATGT AT AC AT ATGT AAC AAACCTG CACGTTGTG C ACATGT 

ACCCTAGAACTTAAAGTATAATAATAATAATACGAATTTCATCATTCTGAATAGCTCAAA 

ATGTTCCTCTAAGTCTCGATAGTAGCAATAGATCACAGAACTAAACTGAGTTGCCTGATT 

GTTGTGTATCAATAATGAGTATGCTAGTGGGGCTTTGGATCATTAAAAAAATAATTAAAT 

A A AG C AT AA A AAT A AAT A A A AT A A A ACTG G CCTTG G G AAA A ACT AT A AATT AT C ACTTTG 

TAATCACCAGATGATGTGCTTTAATGAGAAC 

>SEQUENCE:7310:prostate_MPM2000-004P6_Table5 

ACATAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAAT 
TAAGGCGGGGGGCATTAAACAGTTGGCTGAATGTATTCAGCATTTGTTAGATTAATTTAG 
CCATCTTTCTTTGAAAGGAAATGCTCTCCCCAGGGC I I I I I I GTCTTCTTTTTCTTTCTT 
TTTTAGTTTTAG I I I I I AGCAGG I I I I I I AAATGCCTTTATACCAACACTACTAAATTAT 
GAGAGCGAGATGTCCAGGCATTGTTTTTCCAAACAGCACACTAATTGCTTTGGAAACAAT 
GATAACGCTAGCATGTTTTGAGTTAACATCACTCACATGGCTTACGTCTGCATAATGCAA 
AAGTAATAGGTTAACTAAACAAGTCCCTCCCTAAAACTGAGTCATTTCAATAAACCAACT 
AGTTGAAATTATCATTGCTATCTTATAGAGGCAAAAGAACTAGTTAACTG 
>SEQUENCE:731 1 :prostate_MPM2000-004P6_Table5 

TCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAA 

TTAAGGCGGGTTGAATAGGAGAGGAATAGAGGAGGGGGTGCTATTTCAAGAAATTGACTA 

GGAATGGTTTCATTCATGTGGTAATATTTGAGCAGATCCCTAAAGACATTAGAGCATGAG 

ACATGCAGATATCTGGGGGAAAGCATACCAGGCAGAGAGAACAGCAAGGGCAAATGTGCC 

GAGGCAAAGGTGTTCTTGATCAGTTTAAGAAATAGCAAGGAAAGGAGTAAGAAGAAGAAA 

TGCATTCATCTCTTGAGGTTGTAGAGGGTGGCTTATGAGCTCTGCTGGGAACTTCAGTTT 

TTAGTGTGTTACATGATTTGATATAGAAGGATCCATCAGGCAGCTGTGTGTCGAATACAC 

TGCAGGGAAGGCAAGAGTGAGAAAACCAATAAGAAGGCTACAACGATATGGCTATTGTTG 

TGAAAAATCTTAAATAAATTGCTACCATATAAAATCCATCAGGATTAAACAATAATGCAT 

ATCCAAGAGGCTTTATTTTAGGAGTATAGAGATGAGTTAATATCAGAAAAACTATTAGAG 

CAGTATACCATATTAACAAATTAAAAG 

>SEQUENCE:7312:prostate_MPM2000-004P6_Table5 

GGAACAAAAGCTGGGTACCGGGCCCCACCTCGAGAGTACTTCTAGAATTAATTAAGGCGG 
GGTATACTAATTTGTAGTAAGTCACAACTTATAATTAAACTAAGCCTATGAGAAATAACT 
CAAAATATCTCAACAGATCAAAATATCTACTTTAAAAATCTGGCAGAAAATAACTATGAT 
GATTTTCATAACATTTTAATTATAG I I I I I ATTGTTAACATTACTCAGCTTCTACTCTGT 
GCCAAGCTCTGTGCTGAGCATTTTCTCAAAACCCTTCAGTTTCCTAATGCATACAAGAAA 
G C A AAAATCCT A ATTCCTC ATG GTCT ATTATG ATCTG CCTCCT A ACTCTCTCTTT AAAA A 
GAAAAATATGAACATAATTTTATTGTTGGACCTATTAAAACTGTAAATTCGATATGCTTT 
>SEQUENCE:7313:prostate_MPM2000-004P6_Table5 

AATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTC 

TAGAATTAATTAAACATTTACTTATTGCCCATAAGTTTGGCAAGAGTTAAATTATATACA 

TACATACATACATATATCTATATTTTAAAATTTTGCAAAATATAGAGACAAAGTCTCACT 

ATGTTGCCCAGGCTGGTCTCAAACTCCTGGGCTCAAGCAATACTCCCACCTTGGCTTCCC 

AGACTGCTGGGACTCCAGGCATGAGCCACCATACCTGGCAAGAGTTATAATGAAAAGACA 

CATTAGAGACCATTGAGTCAAATACCTTATTTCACAGGGAAAAAAAAAAAGCCCAGAGTG 

GTTAAGTGACTTGAGCTCAAAGTAGTTAAGTGACTTGCTCTAAGGTAGCACATAAACAGC 

AGACCTAAAACTAAGTATTT AATT ATTTCCATTCACTTAAACATCTATTGTGTACCT ATA 

GGTATTGATAATCATCTAGGAGAATCTCTTATAAAGATGAACAGAACTAATTATTCATAA 

ATCAGTAAACAGTAACAAAACAATATCATGGTTCCTGAAGTCCTTCATTCTCATCTT 
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>SEQUENCE:7314:prostate_MPM2000-004P6_Table5 

GCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 

TACTTCTAGAATTAATTAAGGCGGGGATCAAATGACAATTCTAAGATTGTCTAGGATATG 

AAAGATATAGTTGCATCTGCTTGAAAGGTAGCACAATGTTAGTTGGGTAATGAGAAGAAC 

TTCCTGTGAAGAATGAGAGATGGGAACTTATTGAGGGTAATCTGCTTAGGGCAAATTACT 

ACTCAACAAATCTTATAATAGCAAAAAGAATATCTTATCCAAAAAGTGCTTTCTAGTTCT 

C ATT A ACTG CCCTT AATT AAGG CG GG CG G ATCACG AG GTC AG G AG ATC AACACCATCCTG 

G CTAAC ACG GTG AA ACCCCCTGTCTACTA AAAATAC A A AAAATC AG CCG GG CGTAGTG G C 

GGGCGCCTGTAGTCCCAGCTACTCGGGAGGCTGAGGCAGGAGAATGGCGTGAACCCAGG 

A 

G G CGG AGCTTG C AGTG AG 

>SEQUENCE:7315:prostate_MPM2000-004P6_Table5 

CTGGCCGTCGTTTTTCACCCCGGAAAAAGGGTTAACTTGCTTGGTTGCCGGCCCTCTTTC 

TCTAGAGTACTTACTAGAATTAATTAAGGTGGGGTTGGGTAAAGTAGATTAGGTGAAGTA 

GAACATAAAATTGAATAGTACCCAATTAAAGTTCCTCAGTAAGAAAAAAAATGTGTTTTT 

GTAGGCAAAAAGAACATTTCTAAAGTCTCAAGGAATAGCTTCCTAAAGTGCTGAGTAAAG 

AGGCTAAATAAAATGAGACTAGTTTAATATTGAANAAAAAAAAAAAAAAAAAAAA 

>SEQUENCE:7316:prostate_MPM2000-004P6_Table5 

CTGGCCGTCGTTTTACACCCAGGAAACAGCGTGTGACCATGATGGCTGCCGCGGCCCTCC 

CTCGAGAGTACTTCTAGAATTAATTAAGGCGGGATTACACATAAGAATTTCTGCCACCAT 

CGGAAATAGGACCCTAGAGTGAGAATTGACTTTCTTCCGTCTGCCACAGCTGTCAGTCTG 

TGAATGGATTTCCACTAGGGCAATGTTGTCTGCCTGTATTTCTGCCTG I I I I I GTTGTGA 

GTGATAGGATGAGGACACAACAACTGACAAAAATACGGAGAGCTGATGGGCTTCTTCGAA 

GCTGCCTGCAAGCCTGTTTCACGTGACGTGTTCCGTTGTTGAAATGACACCTTCCCTTAT 

CTGCCAGCTCTGTTAACACACAAGATGACCTTGGCTTCAGCCTGTCTTGAGGGGCTGGCT 

GTTNTACTTTACTAAATGATTTGGTTAAGTCAGAAGTGGTTATCCCTGATCAATTCTCCG 

ATAAGTGCC 

>SEQUENCE:7317:prostate_MPM2000-004P6_Table5 

CCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATT 

AATTAAGGCGGGGAATCTAGCTCATGATCAAGGGCTACATTTATATGGCAAAATGCTTAA 

ATGCCACCCGTATAGAACCTCTCAGTGTGTATAGAACCATCCATAAGTTTTGACGTATGT 

GATGTACTATCACTGCCCATGCTATGCTGTGACCCACTTTTCATTCGATGACCTGGGTCT 

TCTGCCATAGAATTCGTGCCCACCTAGTGGCTGCATTCACTCTATGGAGGCAAAGCGTAC 

ATAGCGCTCACCCTACGACGATGTTCACCACAGAACATACCAAATGGCTGTCCAAAATTA 

AATAAAATTGTACACGCTATATTTGATTAAGTAATCAATATCCGCTGTATTATTGATTCA 

TAGTAACTGGAACTTCATTTAACAAAGTCACGTCCTTATTGAGTCTTCTAGAATAATTCT 

TTAGTAAACATCCCTGTTTA 

>SEQUENCE:7318:prostate_MPM2000-004P6_Table5 

GGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCG 

GGAAAATTGTTGGAACTCGGGAGACAGAGGTTACAGTGAGCTGAGATCATGCCACTGCAC 

TCCAGCCTGGGCAACAGAGCGAGACTCTGTCTAAAAAAAAAAAAATTACTAATTATGTTT 

GTTTCAGGATATGCTTCTCTTTCTCACTAACACAAAAAAAGAATTGTCATCAAATACAGA 

TATATGAAATTATATCCATTTCACAATAACAGAATAAAATCTATATTTTAAAGAATAGGA 

ACAACATATTTCTCCTAAATATAATCAATATATTTCTTCAAAGCCTTATGAAAACTATTA 

ACTGACATATTAATTTAACATTATAAAAGTTTCAAACAGGCTG 

>SEQUENCE:7319:prostate_MPM2000-004P6_Table5 

GGG AAC ACATG CTGGGTGCCG G G CCCCCCCTCG AG AGTACTTCTAG AATTAATTAAG G CG 

GGCAAATCATTTGAGGCCAGGAGTTCGAGACCAGCCGGGGCAACACGGCAAAACCCCCTC 

TCTGCTAAAAATACAAAAAATAGCCAGGTGTCGTGGCACATGCCTGTAATCCCAGCTACT 

TGGGAGGCCGAGCCACAGGAATTGCTTGAACCTGGGAGGTGGAGGTTGCGGTGAGCCAAG 

ATCGTGCCACTGCATTCCAGCCTGGGCAACAGAGTAAGACTCTGTCTCAAAAAAAAGAAA 

CAAACAAACAAAAAACATGTAATTAATAAAAGCAGTAGACTTGAAAGCAAAACTTTACAC 

ATATTTTTTGAATAGGTAAAGTTCCCATGGTTCAAACATTGAAGAGGTAAAAAGATACAC 

AGACATACCTTACTTTATTACACTTCACTTTACTG 

>SEQUENCE:7320:prostate_MPM2000-004P6_Table5 

CGCGCAATTAACCCTCACTAATGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGT 
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ACTTCTAG AATTA ATTAAG G CGGG G A AA AGTG G CTGCTG AC AATT AAG G G G AG AAG CATT 

CACAAATTCCTGAAATTGTGCCTAAAAACAAGCAATACATTCACTAGTTCCTCATCAATC 

AGTGGTTTAGTCAGAATAGATGCCAATGAACTAGTGAAGGGTGTATAI Mill ICCTTTT 

CACCAAAATAAGTTGAACAAAATTCCTGTGTGATTGCATATTCTAAAATCTAAGTTTCAT 

GTTTGCCAACATTGCTAAGCTACTATATCAATTGTCTGGCTTAAGCCAAATAAAACCTTT 

CATAACTTTGGAAGAAACTTCTACCCAGGAAACTGTAGATT 

>S EQ U ENCE:732 1 : prostate_M PM2000-004 P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAGATTGA 

ATACACTTTTAAAAACACCTGTGATAATGACTTACTTGCTTTAATGCCTTTGAATCACTT 

CCTAGCTAAGGTCTTAACGTAAGATTTAGCAATTTAAATTACGTTATTTTATGGACAAAA 

TATATAATAATGACATTAAGGGAAAATAAACTGTAAGGCAACCTTTCCTAATCTAATGAT 

GGAATTGAGTGAACAGTTGGTTACCTGTAAGAAGAGCAACCAAGTTAAAAGAATAAAACG 

TTCAAAGGCCATAAGCCATAAGGTTTTTATGAAAACCTCAGAAAACCTCATTGAAATGCC 

ATGAAATTAAAAAGCACACCAAAAGGAAAATAAAAGTTATAAAATAAGCATTCAATAAAC 

ATATAAACTTATACTTCACTTGCAGTTAAAGAAGTACACaTTT 

>SEQUENCE:7322:prostate_MPM2000-004P6_Table5 

AACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGA 

ATTAATTAAGGTGGGTGGAGGAGGGCTGCAAAGGCTATTCAGTTGCTTAACCTACTCTAG 

GCTCTATCCCAACAGTAAGTGCAGATACTCTAAAATAACAGTTGAAAATACAGTGAGGTT 

TTGAGATAACAAAGCCACCCTAGAACAATGATTCTCCAAGTGTTTTAAGAGGATCACTGG 

CACAGAAGCAACTGGGATAATGTTTTAAATTATCCAGGTTTCTGGGCCCTGCCTCATCCT 

TAATCTG AACCTCTATCG GTGTG ATCTAAG AATCTG CATTTTATAG CAAGTACTTCAGGT 

GATTCCTACAATGCCAAAGTGTAAGAACCACTGCACTAGAGGGTATTAATATTTTTCCTT 

CAAGGCCCAGAATTCTCACCTTGAAATCTGTCACATACATACATAATATCATATTTCTCA 

ATTA 

>S EQ U ENCE:7323:prostate_M PM2000-004P6_Table5 

ACCGGGCCCCCCCTCGGAGTCTTCTAGAATTTATTAAGGCGGGGGGGGAATGGGGGGCAT 
GTTTCAGGAACTGGCTCCCCGGGCTCCGCCCTCCTGTGAGCCCAGGAGAGGCTGTGTGAG 
GGGTCTTCCCTCTTCATCCAAGCTGCTGCCTGCCTTTCCCTTCCCTCAAGAGGCAAGGCA 
GTGGGAGGGGCTGGAATTNN I I I I I G I i I I I I I I I C I I I I I I I I I IGTTAAI I I I I I I IA 
TCCTGTTC I I I I I I I I I I I II I I I I CTTTT 
>SEQUENCE:7324:prostate_MPM2000-004P6_Table5 

GAAAAAGGGTAACACTGCTGGGTGCCGGGCCCCCCCTCGAGAGTACTATCTAAAATTAAT 

TAAGGCTCATTAAAAGCAGAAAAGAAAAACGAAAGGGAAAACTTGGAGACCTGGTTACCT 

CCCGATCCTGATACTGATCCCATTCTGTAAGCTATTATTAATAACAAAATATGAAGAAGA 

AAAAAATTATCAACAGGAAAGGGAGTTAAATTGTGCGTTAAATATACATTTAAATTTTCT 

GAAAAAGGAAAACAAGGCTTCCCTGAGAAATGAGCTGGCT JGAAGGAAGGCTGGAGCCCT 

GCAGTATCAAGAAGCAGATCTGTCCCAGAGGAGGGAGGGCACAGAAAATTCCTGC 

>SEQUENCE:7325:prostate_MPM2000-004P6_Table5 

ACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 
TTAATTAAGGCGGGATAGGTAGACTGACCCTAAAAATACGCTTTATATTTTAAGGTAAGG 
GAAGAGTTTTTCTTTTGTCCCATGCTTGAAGCTTTCTCCTACAGAGGGACGTI I I I I ICT 
G AATTGTGGCG GTAGCTACTTTCCTG AG G CTG GTTACCAAAAAAA AAAAAA AAAAAAAAA 
AAAAGGGGCCCCCCCCCCGGGGGGGGCCCCCAATTCCCCCTTTAGGGGGGT I I I I I CCCC 
CCCCCCTTGGGGGG I I I I I IAAAA 
>SEQUENCE:7326:prostate_MPM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATT AATT AAG 

GCGGGCGAATGGGCTCCACAGGGAGTGTTCCCTCTCAGGTGGGCAGGGCAGGGTCCTGG 

T 

TGTTGATTTTAATGTCCTCGATACCGTACATGTTACATACATTCTTTGGTGTTGTACAAT 

ATTTCACAAGAAAAAGATGATGGAAGACAGTCGCCCACCCTCAGCCACAGAACCGTCACC 

CACTGGCCCGGGTTCTACACACGTACTCCCCTCTTCCCTCCCTCAAACCATGCCTACCAT 

CTCAGCCTTGACGAAAAGCAGCTGTGAACTAAGTAAATGTCCTTTGCTGAGGGGTTCCCC 

AAGGAGGGAGTGAGCTAAGGCTGCTTTTGGGGGATGTTAGGATTGGAAAGAGCAGTTACA 

ACTGTCCCCAGGTTTTGCCCACCAGTCCAGTAGGTTTTCATAAAAACTAGGTGTCTATCC 

AAATCTTCCACCAACATAGCTACTTTTAGTTTCTTTCTACTATTTCAGGTATTGAATCTA 
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TTGTCCCAACCAGATTTGGGACAGGTGGGAGCATCTGGGGCACATTCCTGACAGCTGAAG 
GCCACGTANGGTGGCCGCCATTTCCTTCTCTGGGAGCAAACAGCTGCTTCAGCAATAACC 
TGGGGGGCTAGAATGCCCA 

>SEQUENCE:7327:prostate_MPM2000-004P6_Table5 

TAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAA 

GGCGGGCCGATACTAAAAATGAACCAGACAAAGCACAAATGAAAGGAACTTTTCCTAAAA 

TGAATACATCCTGTTAGATTCGAAAATATACTATCCTCATGGATAATCATTTTGTCAGCC 

TATCCATAATTACTTTTCATTAAAATCTGTAATTGTCTTTAGCAGGAAAAAAAAGACCGA 

ACTAAGTACATACGTAATCTGTAACATAGATTTTATATTAAAATCTATTTGAAACATTTA 

AGATTTTTCACACTAAAAAAAGAGAGATCACTTGAAAAATATATGACTTAATAGTCATTT 

ACTTTTGTTTACAAAACAGGAAAGAAAACTGACTACAATTCCAGAACTAGTAAATCGCAA 

AGTTAACATCTAATGTCTAATCATCTAATTCCAAACTTCATGCAACTGTAATCATTCAAC 

TAATCAAGAATCTTTAAACCATTCTGACATACTATTAAATTAGCAATTCCACAAACATTA 

GCCGTTTTTAAAATCCAAAAATCCAGATTTCTTTGTAATTCTTCACGTCCAGGAACAAAA 

CCATCTTTAAACAACGT 

>SEQ U ENCE:7328: prostate_M PM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAG 

GCGGGGGACTTCAAAATAGGAGCGGTTAGAGCAGGAAAATAGTATGTTCCATTATGAATT 

TTGTACG ATTTG A I I I I I I ATCTTCTTTTTCCCCTTCTTTCAGTTTGTTATACTATACAC 

AAGCATCGTTTTGATAGTAAAAAATAAACATAAATGCCTTGAACAGGATTTGGTACATAG 

TATGTGCTCAATGAATATTTGATGCTGATGTTTTTGCTACTGTGATCTTTATTAAA GCTG 

CAACACTAAAGTGAGAATCAATTCATATTCTGCATGACAACCCTAAGATAAGTTCTTTTA 

TACCTCTCTGTTTCTCCATTCNNAANAAAAAAAAAAAAAAAAAAAAAGGGGGGCCCCCCC 

CCGGGGGGGCCCCCAATTCCCCCTTTAGGGGGGGTTTTTCCCCCCCCCCTTGGGGGGTTT 

TTTAA 

>SEQUENCE:7329:prostate_MPM2000-004P6_Table5 

TACATAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAA 

TTAAGGCGGGGATAATCGGAGGCAGAGCAGAGGCTTTACATGTGGCTCACAGAATCGATC 

TTTTTATGTCTCTGTAGTTACACTGTATACATCATCCTGGATCACAGCAGAGCCAAAGTG 

ACAACATCCCACAGAAAGGAAAGGCAAAATCCCTCCATATCTGTGTACATTTCTGTTTGG 

AAAGCCTAGAAACAAAATCTTGGAACCATATAACTCATTCTCACTGCAGTGTTCTCAGAA 

ATCTGCCCCTCCCAACTACTTGTCAGCCCACATAGTTAATACCCAGGGAGAAATAATCAG 

CTCAAACAAGATGATTCTGGCCATATGTTACTTTTCAAAGATGCCAAAACTATCAATAAT 

CTCTCATTGAAGTCTCTAAACCAAAAAAAAAAAAAAAAAAAAAAAAA 

>SEQUENCE:7330:prostate_MPM2000-004P6„Table5 

TTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTA 

GAATTAATTAAGGCGGGGGAATTGAAGCAATATTTTAGTAGATAGTCACTGGAGGTTTTC 

CAAAACTGACATCAAGCCACAGATGTAAAGAAGAGTTATGGACCCAAATGTGATAAACAC 

AAAGAAAACTTATATATGCTGTCATCAAACTGCTGGGAACCAAAGACAAGAGAAAGTCTT 

AAAAGCAGCCAGAGAAGAAAGACATTCCACCTTCAAAGGAGCAATATAAGACTGAAAGCA 

GCCTCTCAGCAGAAATAATGGAAGCTACAAGACAGTGGATTGACATCTGCAAGGTACAGA 

AAGGAAATATCCACCAACCCAGAATTCTACTTCTAATGAAGGAGAAATAAAATTATTTTT 

AT ACC AACA AC AATG AAA A A AA AAA A AAA AA A AAAA AA AAA AG CG G CCGCC ACCG CG GTG 

GAGCTCCAATTCGCCCTATAGTG 

>SEQUENCE:7331:prostate_MPM2000-004P6_Table5 

AGGGAAACAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGC 
GGGG GTGG AG GTTTCCCTCCAG G CTG ATGGG ACATG CTCAACCGTTTATTT ACCTTTG AA 
TTTGGGGAGCAGAACTAGCCAGGGTGACACTAGTTTCTCCCAATAAGCAGTGTTACAGTT 
TTCTAAATCTGTGGGGTCAGTTTTGCTTCCACACTTAAAAGTGGCCGAGCCATTACTTAG 
TCAGTCCTAAATTACACCG 

>SEQUENCE:7332:prostate_MPM2000-004P6_Tabie5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAG 
GCGGGCTCAACTACTCGCTCTACGAGGTCCCTTGCCATTCTAGCACCCTAGATTATCCTC 
CCAGGAAGGGCACACTGTAATACAGCAGTACACCTTCATGTCTCAGGAACTAAACTCTGA 
TTTACTTCTG AACACC AG C AAAATTATTTTTGTAGTTG CA AAAGTTTTC AAG G ACATGTT 
GAAGACCTGGAGCCTTTGGATAGGGAGGCTGCGAGAAGGAAAAGAGAAATAATTAACAGA 
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CCAAATGGGGTTCCGCATTCCTTTAAGCAAACTCAGTACAAGAAAATGGAGACTTATAGA 
AAAGCAAAATTAGGAGCTAAATGTTTATTTTGATCAAGGAATCTTTTGTTAGGAAAACCT 
TCACTTATAGGATCCTTTTAAATAGTATGTTTCTCTAGAGCATTGAAAATG 
>SEQUENCE:7333:prostate_MPM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAG 
CG G G G ACTC AATCCT AAAG C ATTTT ATT AT AATTAA AAT ATTAATACCACG CCG AG CA AA 
G AACAAG ACCTTGTCTTAC AAA AA A AA ATAAAATCT AATT A AT ACT ACCTG G G CTTTCCT 
TTTAGTTTCCTAATTGCCCCCAAAAAAAAAAAAAATAAAAAAAACCGGGCCCCCCCCCCG 
G G G G G AC ACCCT ATTCC ACTTTTAA AG AATTTTTTTCCCCCCCCCTTTTG G GCCTTTTT A 
AAAA 

>SEQUENCE:7334:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGCGGGAATACAGAATTTGG I I I I I I I I I C AC AGTGTG CCTTATTTTG GTCCT AC ATTT 

CTGAGTTCTCAGGACAGAGTGCATATACCTGGTTAAATACAAAACTGAAAAACTGAATTT 

AAAAATAAACACTATGAACATCAGTTACTAGCATTTCAAAACACAATAAATTTACTTTTA 

GAGTGCTACCTGGGTTTTAAACATTTTGTACAGCTTTTCAI I I I I I AGAGATTGTAGATG 

TAAAAAAATAAAACTAGAGATAAATGATGATAAACTGGATTTTCTCCCTACAAAACAAAC 

ATTTGGTTTAAACTTTATTTCTGGTAAACATGCCAACATAGAACATAAAATTCCTTTTGA 

AGTAGGTTCCTATGCTTCATGGTGAATGAAAAGAAAGCAAAAATTTCAAACAAAGGCATA 

TATAAGTAAAAACCTTTGAGAACTAATAAAATTAATCCTTACATGTGTGTTCCAATTTCT 

TTGACTTCATGATGTATGACATCATCAATACAACAATCCGGTTTAAGTTCAGCCACTGCA 

G CATTG G AG G CTG AAA 

>SEQUENCE:7335:prostate_MPM2000-004P6_Table5 

CTCTTCACATAAGGGAAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGA 
ATT AATT AAGGCGGGGGTGTGGGGGGATGGGCCAGGCATGGTGGCTCATGCCTGGGAAGC 
CTAGGCAGAATGATTACTTGAGTCCAGGAGTTCAAGACCAACCTGGGCAATACAGCGAGA 
CCCCGTCTCTCCAAAAAGTTTTTAAAAATTAGCCTCCCTCTCCTCTCCTCTCCCGTCTCC 
ACGTCCTGATAAATCGACGCCATTG I I I I I CCTTCATAACATG AACTAG G AATGTCTG CT 
TATCAATATAGGTTACTTAGCCTGG I I 1 I I CATCTTTAGCCCAACAGTTCATT 
>SEQUENCE:7336:prostate_MPM2000-004P6_Table5 

G CG CG C AATT AACCCTC ACT AAAG GGAAC A AAAG CTG G GTACCG G GCCCCCCCTCG AG A G 

TACTTCTAGAATT AATT AAGGCGGGCACAAAAGTATTTCCCTT ATT ATTGATTATCCCAT 

AGCAATAGCCCTGTGAGCATAAACATGCAATCAGTGTTCAAAGGACTTATATGAATAATT 

GTTAACACCTATTCGGAATTTGCATGCCACTGTGGCTTGATTTCTGGATTACCAGAGAGT 

AAGTTGTCTTCATATAATGAGTTTTATTAGAGATAGACAATTTACTTTTAAATTACATGG 

TTTCAAATTTTATTTCTATTGAATTTTACATTGTTAATTATTAATATTATTAAATGTTGA 

CAGCCTATTCTTGGATTTTTCCAAGTGTTTAAAATTTCATTTAAACAATTCCAATTTTCT 

TTC I I I I I AAAGAAACCGTATCCTCTTTCAGTGCACTTTAATGAGTTACACTCTTTTCTG 

GGTTCCGATTTCATG 

>SEQUENCE:7337:prostate_MPM2000-004P6_Table5 

ACCCT AACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 

TTAATTAACTTAAATGAACCTATTCAGACTGGAGTGTTGGGAGTAGTGAAGTCAAAATTG 

CTGTAGGGTCAAATGCCAACATGAAACCCTTATGCCCACTGCCAGATGAGGAAGCCAAAG 

CTGAGACTTCAGGATCCTAGAAAGCACCTTGGAGTTGTTAGCTCCCCATAGCCACTAGCA 

GAAACAGGAAAATGGAGGTACTCGGGATTTCCATAGATTTATGTCAACATATGATGAGCT 

TATAAACAAAAACTACCACACACACATGCATCTGCATGGAAAAAGCCACCATAGAAGAGA 

TTCAGCACAAACTGTAAGTAGCAGGTTTAGGTTACCCCATCCTCCCACGCTCACACNTTG 

GATACTGACTTCAGATACTGGAAAATCATCAGATACAGAATTATAAAATAAGTTAATGCT 

TAACAA AAT AAT ATTT AAAAGGAAAAATAAGCAACCAAAAAGTGACCGTCAAAAACAACA 

AGGCATACTTGAAAAATAATCAAATATAAGTTTAAAA 

>SEQUENCE:7338:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGCGGGGTTCAATCTTAGGGAATAGACATTTGAAAGAAAAGGAAGGAACATGAGGAATG 

AAGGGAACAAATGAGAAACATGTGCCTGCTATCAACTTAGAGTCGGTGAAGCAAATTGGT 

AAACATTGGCGAATTTTATGGGGTTATTGATGACCCAAACTCTAAGCTTCTTTGTAAATT 

GGGAATTTTTCAAAATAAAATGTTCTGGGAGATGGTAAAACAAATGTGGAGAAAGCAAGT 
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CCAGAGTGCAGAGCTCAAGCTAAAAAAAAAGCATTTGATTTTGTGTTTGAGAAGATAACA 
CTTGATATTTAAGATTTTCATGCCTTTAAAGTGAAGTTGCAGGCATTGCATTGAAAAAGG 
TTTATGCAGCTATAGCATTGACGTATAGAGTTAGAAGTTAAATTGAAAAATAAAGTTAGA 
AGTGAAAAT 

>SEQUENCE:7339:prostate_MPM2000-004P6_Table5 

AAG G G A AC A A AAG CTGG GTACCG G G CCCCCCCTCG AG AGT ACTTCT AG AATT AATTAAG G 

CGGGATATCTGTTTCAGTGGAATTTTGAAAAAAAATAGCTGCCTGAGTTGTAGGTAAAGT 

GTTCTTTAAATGTATAATATGACTTGGAAATAAGACATCATGTGAAATCATCAGGTGGAC 

TGAAATTCTGTTCGAATTCTATCAGTGTTGCCTGCCTGACCCTAGCTAATTCTGGGAATC 

TAGATGGCTTTTTCCCCAGTGGATAGAAGTTTGTGGCTAATACAGGTTTCATTAACTTTT 

TTGTTTGATGTTCAATTCTAGTTCTCCCAGAGGCGAGCTATTGAAGGGTGGCATTCAGTG 

TCGTGCATTGCTTCAGAATTAGATACCCCATTCCAATCCACTTGAGTCAAGGATGCTGTA 

GGGGAATTTTGTAACTTCTTAGCTTACTGTTGAGTGGATCATTTATAAATCAAGAAAC 

>S EQ U ENCE:7340:prostate_M PM2000-004 P6_Table5 

CGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGT 

ACTTCT AGAATT AATT AAGGCGGGGAACATAGTAAGTGCTGATGATTTGGTAATAAAT AG 

G AC AG ACAAG GCGCTTACCCTCATG G AGTTTATAGCCGGTGTTGCAGTACAG ATACTAAC 

ACTTAAACAAATAATATCATAATTTCCGGTCATGATTACTACTAGGAAGAAAGTAAACCA 

AGGTAATAGCTGCAAAATGACAATGGAGTGAATGAGAAAGA CGGTG ATGTGAAATTAGGT 

CAGAGAGTTGGGCAGGAAGAAAATTATTCAGCAATTTGTAGATTTTAGCTGTAAACTTTG 

GATTTAATTTGTTAAAGACAATTATCCAAACTTGGGTTTAAATACAGCTACG TAAC CATT 

GGGTAGAGTATCCTTATTTGAGTACTGTCACTCCTGACTAAGACACAACATTTTTAGAAC 

TCTGTGAAGTTAGAGATTAATTTGGGGGA 

>SEQUENCE:7341:prostate_MPM2000-004P6_Table5 

TAACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGT ACTTCT AGAATT AA 

TTGGGGGGGGGAGAGAGTTGCTACGCTTAATACAACATATTTGGATTTCCCCTTCCTTCC 

TTTG CTTTG AGTCTT AC AACAAGTTGCTTTC ATTG ATACATG AG C AG G CCAG G ACT AG AG 

AAATTACGTTTGTGCACATTAGTAAAAATTCAGAAATAGCTGTTGATATTTGGGCTGGCT 

CTTTCCAAAACAA I I I I I I I I GTAACTGCCTGTAAGCACAGAATATAGTGCTAAGACTTC 

TTAGAAGCATCCTAAAAATAGATAGAAACCTTCTCAGCTTTCTCTACTTCACAATTCCCA 

CTCAATGCCACTTTTTTCCTCAAATTAATAAAACAAAAAAAAAAAAAAAGGGGGCCCCCC 

CCGGGGGGGACCCCAATTCCCCCCTATAGGGAGTCTTTTAACCCCCCCTCATTGGCCGTT 

TT 

>SEQUENCE:7342:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCT AGAATT AATTA 
AG G C AG G GT AC ATGTAGGG AATTCCTG GTGC AT AG CTCTG AATTCTG A ATTG AATTTCCA 
TAGAAAATGCAGTACGATAAATAAGCGAATGCCAAGTGGTCTGGATATAAGAAAAAATAA 
TCATTGCATTGGTCAGTAAAATAAAAACTGAGTCAAAGTATTATTCTTCCTTACGGTGAC 
AATATCTGTGACTAAACCT AATT AATCATTTTGATTTTCATAG GACG AACTGCACA G AAG 
TTAACAGCAACGGTTTAGAGTCAGACAACACACGATTGAAATTTTTAGGCTGCAA I I I I I 
AAAGTGGCTGA I I I I I GGTCAAAGTCTCTTAGCTTTCCCAAGCTTCTATTTTCTTAATTA 
T A AT AT AG G A AT AT AG CTATAT ATGTAACTG AATT ACTG A ACTT ATCTG G ATG G 
>SEQUENCE:7343:prostate_MPM2000-004P6_Table5 

CTGGCCGTCGTTTTCAATCCTGAGAAACAGGTACACATGCTGGGTGCCGGGCCCCCCCTC 
CAGAGTACTTCT AGAATT AATTAAGGCGGGGGATGCCAACAGAACAACCTGAACCCCCCT 
CTGGGTGACAGTGACCTCTTTTCATCTAGA I I I I I I I AAATTGAGAGGTTGGGTGATTCT 
TTGTC ATTTCTTTTG G AAATT AG CTTTTT A ATTCAAG ACC AG G AATTTTTCTCTTA AATA 
TACAAATATAAAGGGCATTAACTGCTTTTAATTTCAAAACCATGGAGTTCCTGTAATCAG 
CTGAAAAATAAGAAAGTGATTTGGAGGTAGGCCACACAAATGATTTTTTCTTTATTTTAT 
ATGTGAAATGCAATGTTTTACCAGGATTTACCATAGAAAACAAGGCCCATTGTTTTCTCT 
GCTTCTATAGACATTCAATGAATAAATAAAAGTTACAGATGCTATAATGT 
>SEQUENCE:7344:prostate_MPM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATT AATTAAG 
GCGGGGGGACAACCCCAAACTGACTGATGCCTCACAACTGAAGTCGTTCCTTGCACCTGC 
AGTGGATATACAGAGAAAAATACCAAAGGAAACGAGCAGTATTTAGAATGCAAAG AATTA 
TTTGTGCGTGAGGTTCTTAGTTATCA I I I I I ATT ACTT AAAAATTATTTTGCAAAAAAGT 
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TGAATTAGACATTTATCACAATCTAATATATTATTTTATAAATTTAGTATCTTAATAGAT 
AACTTTGTAGATTAATTTCTCACTGGCTTGTGGATAGGAI i I I I GATTCTTAAAAATCCA 
AGTCCTTGTAGGGGCCGGGTGTGGTGTCTCACGCCTGTAATCCCAGAACTTTGGGAGGCT 
GAGGCGAGAGGATTGCTTGAGCCCAGGAGTTCAAGACGAGCCCGAGC 
>SEQUENCE:7345:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGCGGGGAATTTACCATTGCTTGCTTCATTTACAAAATTACTTAAAAATATGAACATTA 

TGGCCCTTTGGGGGGTTTCTCAGACATTTGGAAAGCAGCGTATACAGAACTGTTCATGTA 

TGTATGTATTATACATATTCAAAAGTGATACAATTTGAAATTGCTATCAGCAAGGCATTT 

CTAGAAAGACCAGGC I I I I I I CCTAATCCCCTGTGAAACCTGTTATTGATTAATTGTCGT 

TATCCTAAGATATATTATTTGTCTTTGTACCTAGTAATTGGCATAGTATTTAGATGGTAA 

AATAAATTCTTTGTTTAGATGAAATATACTGGAAACAATTCTGGAATGTGAGTTGTTTTT 

I I I I I I I I I I I I AAAAACCCCTCCCCTCCCTTGGAATGGG I 1 I I I I I 

>S EQU E NCE:7346: prostate_M PM2000-004 P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAG 

CGGGATAGGCCTTATGCTAGACCATGAAACTTCAATACGTTTAAAAGGATAGAAATAATG 

CAAAGTGCATTTTGTGAACATAATCACAGGATTAAATTACAAATAAAAAATGGGAACATT 

TGAAGAACTCACAATTAGGAAATTGAACAACACACTACTAAATGACCAATAGACCAAAGA 

AGAAAACAAGAAGGTAATCATCACTTTGAGGCTAATGAAAATTAACACACAAGTAAACTG 

TACGGATGCATCTAAAAAAGTGCTTAAAGGAAATTTATAGGTGTAAATGCCTGTATTAAG 

GAAGAAATAAAGCAATAACCTTTCTTCCACCTTAAGTCACTGAAGAAAGAAGAACAAACT 

AAACCTAAAGCAAGCAGAAGGAAGGAAATAATAAAATTAGAGCAGTTCGAAACTCTGTCT 

CAAAAAAAAAGGGGGCCCCCCCCGGGGGGGCCCCCCCCCCCCCCTTATGGGGGGTTTTTT 

TCCCCCCCCCTTGGGGGCTTTTTGTAAAAA 

>SEQUENCE:7347:prostate_MPM2000-004P6_Table5 

CGAGAGTACTTCTAGAAATAATTAAGGCGCGCGTTGGCGGATATGAGACTCCTGGACTCT 
GCAGCCAGGAGCCCTCATCCCAACAGCCCAAGGGCATAGACGTAAGTACTGAGGAGCACA 
GGATTAGTCCAAGTCACATTAATATTCTGGAAGCTGGCCATCTCCAGGATCCCATATCCG 
CCAACCCCCATTCCC 

>SEQUENCE:7348:prostate_MPM2000-004P6_Table5 

CCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATT 

AATTAAGGCGGGGACAAATGCAAATGAGAGGCCTCCTGGGGTAGCTCCTTGGATGTGGCC 

CTTCATGGTCCAGGGACCTGAGAACTGAATAGCCAAGTTATCTGCCTCTCACAAACACAA 

GTTAAACAG AAG ACAC AGG G CAG G AA ATTCCCAACAG ACACTCCC ATTCCAAAGGCG C AG 

AATAAGGAGTTACATAGCAACCACACTGCTCTACAGTAATTCCAAACCCAGTCATCAGCT 

GTCGTTGGGGTCTCCCATTCTGTAGGAACACAGATTTGAGCTTCATTCTGCTCCATGGAA 

GTCATTCTCTAATCCGTTGTTCTCTATGCTTAGCTCCACCTTCTGAGACATCTTTCAACA 

GGAAATGGACCATGTCTGTAGCTAAGTAGCTTTCTTAGACTACTCTC 

>SEQUENCE:7349:prostate_MPM2000-004P6_Table5 

ACCCTAAATAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 

TTAATTAAGGTGGGAGATCACACTGAATATAATTATTCAATGCCAGGCTGAAGATTGTCA 

ATCTATTTTTCTCCCTATAATAACGTTAGGGTAAACAAAATAAAATTATTTCAAGAAACA 

TAT AC AATG AAATAATAAA AC AT AAATG AA A ACT ACC AG AC A AG G G G AAAT AC AA ATTAA 

AAAAAAAAAAAAAAAAAAAAAAAACCGGGCCCCCCCCCGGGGGGGACCCCCAATCCCCCC 

TTTTGGGAGCC I I I I I CCCCCCCCTCATGGGCCGT I I I I I AAAAA 

>SEQUENCE:7350:prostate_MPM2000-004P6_Table5 

CCTCACTAGAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGNTACTTCTAGAAT 

TAATTAAGGCGGGGAAGCAAAATGCCTTGTATATTATAAGGTTATATTTATGCTGTACAG 

TCAATGATATTAACTCACTATGAGATTTCTGCCTGTGGGGTTTTCAACATCTGAAAGCAG 

GAAAATATTTCTGCTAAGTTTTTTCAATGTATTCTCATTGTAAGAATCTACGTGATTAGA 

TCCTTATGATCAGTGCACGGTTTGCTGTTGATCTTAAGTC! I I I I I CCTGTATCACTATT 

CAGGATACACCGTCATTTTATATTTAGGGGAAGGATTAATCCATCCTACATGCACTACCT 

TGCATTTGTTCTTACTGAATTTTATCACATTTAACTCAGACAATTTCTTAACATTTTTAG 

CATCATTATGAATTCTTCTCAAATAAGTCTCTGAACATTTTTGTTATGTTTTGTGAGGAT 

AACATATAAAATAGAAATTCTGTATGGAAACATCCAGTTTTTTAGATTTAAAGGATCTGA 

AAAAATTAATTACATAATAAAAGCCATTTTAATCCAACAATNNATTTCTATATTATATAC 
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TTTGAACATTTCTTTAATATCTTAAATTAACCAATTAAC 
>SEQUENCE:7351:prostate_MPM2000-004P6_Table5 

CCTCCTTACTGGAGGGAACAAATGCTGGGTACCGGGCCCCCCCTCAAGAGTACTTCTAGA 
ATT AATTAAG G CG G G G G G AAA A AAC ATTTT ATAATG A AAGT ATGTAG G G AGTCAAATG CT 
TACTGTAAATG CATAAG AG ACGTTAAAAATAACACTGCACTTTCAGG AATGTTTG CTTAT 
GGTCCTGATTAGAAAGAAACAGTTGTCTATGCTCTGCAATGGTCAATGATGAATTACTAA 
TGCCTTATTTTCTAGGCATATAATAATAGTTTAGAGAATGTAGACCAGATAAATTTGTTT 
ACTGTTTTAAGAAAACTACCAGTTTACTTACAGAAGATTC I I I I I I CC AAACAGTAG GTT 
TCATCCAAGACCATTTGAAGAACTGCAAAC 
>SEQUENCE:7352:prostate_MPM2000-004P6_Table5 

GCTGGGTGCCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGGCGGGGCCTGAT 
TTACACGAAATATCTCAAAGTATTGTGTAGTCGCTTTTATTCTGC I I I I I I I I CGCCTAA 
GTATACAGAAATCATCATCCCCATCCATAAAGTTAGAAGCATAGTATTTCAATTGCAATC 
AC AGTAAT AC AATC ATG AAAGTG AT ATTTG ACTG GT AAATCATAACTTATACGT AT ACTC 
ACAAATCCCAGTGAGTTACACATTCAGTCCTCCTAAAACAAAGTAGC 
>SEQUENCE:7353:prostate_MPM2000-004P6_Table5 

AACCCTGACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGA 

ATTAATTAAGGCGGGCGAGCGCCATGGGTTCGTGCTTAAAAGCAGACTGTCCCCTATGCA 

TAAACATTTCTCATATTGGGTTCTGTGAACATAATACGTGGGCTGTGTAGCGTGCACTTT 

AACAAATGTACAACTGATGCTGTGACAGGGCATCCGCCTGTCATCCCACGTGTAGAGAGG 

CCA AG G CCG G C ATATCACCTTAG GTCACG AGTTTG ACA AC AG ACTG G CCATCATG GTGTT 

ACCTAGTATCTACT AAA AAT ACAA AAACTAG CCAG G CTTG GTGGTG CCTG CCTGTA ATTC 

CAGCTACTTGGGAGGCTGAGGTGGGAGGATTGCTTGAGCCTGAAAGGTTGAGGCTGGAGT 

GAGCCAAGATGGCACCACTGCACTCCAGCCTGGGTGACAAAGTG 

>SEQUENCE:7354:prostate_MPM2000-004P6_Table5 

GGCCGTCGTTTTCACCCGGCAATAAGGGAACACAGCTGGGTGCCGGGCCCCCCCTCGGG 
G 

TACTTCTAGAATTAATTAAGGCGGGGTAAAGGAATAAAGAACATAGGACAAGTTACCAAG 

ATAAAACCATACTTTCTAGGAAGCAAGAAAGATCTATTTAAACCTGAAAAGGAGGAAGCA 

GTAATAAAAAAGACATGCTAGGAAACAAAAAGCTAAGGGCAAAATGTACAAACTTAGAAG 

AAAGGAAAAAGAAAAAAAAAGTGGATGGGGGGCCCCCCC 

>SEQUENCE:7355:prostate_MPM2000-004P6_Table5 

ACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 

TTAATTAAGGCGGGGACAGATGAGGGGGACTGGGGCTCAGGAATAGTTGGCTAATGGCTC 

CAAAAATTACAAGCTAGTTAGGAAAAATAAGTTCTAAATGTTACTATGGCACTGTCGGTG 

ACTCCTCCCCAACAAGAATTTATTGTGTATCTTCAGATAGCAAGAATAGAGGATCCTGAA 

T ATTCCAAAT A AAA ATCAATG CCA AATGTTTG AGG G G GT AG AT ATG C A A ATAACCCTTAT 

TTCATCATTACGTGTTGTATGCATGTATTAAAATATCACTCCATTGCCCATAAATATGGA 

CAATTATTATGTGCCATTTAAAAATAATTATTNGAAAAAAAAAAAAAAAAAAAAAAAAAA 

AAGGGGGCCCCCCCCGGGGGGGGCCCCAATTCCCCCTTTTGGGGGGGGTTTTACCCCCC 

C 

C 

>SEQUENCE:7356:prostate_MPM2000-004P6_Table5 

TAAAGGGAGACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATCAATTA 

ACGCGGGTGGATCACGAGGTCAGGACATCGATACCATCCTGGCTAACACGGTGAAACCCA 

GTCTCTACTAAAAATACAAAAAAAAAATTACCCCGGCTCATCGGCAGGCACCTGTAATCC 

CAACTACTCCGAAGGCTGAGGCAGGAAAATGGCGTGAACCCGGGAGGCAGACCTTGCATT 

GAGCCAAGATAGCACCACTGCAGTCTGGCCTGGGTGAAAGAGCAAGACTCTGTTTCCTTA 

CAAAATACAACAACAATAATTCCCGGCGGGCCCCCCCGGGGGGGGCCCCCTAATCCCCTC 

AGTGAGGTGATTTTATTCCCCCCGTGTGTGGGGCGTTTTATAATACCGATATGTGTGCAG 

AATAGCAACAGTAATGGACAAAGCCGCCACCTCGGCCGCTCTAGAACTAGTGGATCCCCC 

GGGCTGCAG 

>SEQUENCE:7357:prostate_MPM2000-004P6_Table5 

AAAAGGGTACACAGCTGGGTGCCGGGCCCCCCCTCGAGAGTACTTCTAGAATT AATTAAG 
GCGGGGGATTACTGATTTTTAATGAAGACCAAGGAAGTTCATTATAGCCACATGCCTGGC 
ATCTGAAACAAGTATTGACAGACACTTA I I I I I I CCTACTCCTCTTGTTTCTGATCTTCC 
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TCTTTCACTTCCCTACTTATTTTATTATATTCCTTGCCAACCATCCTTATTTACTCACC 
>SEQUENCE:7358:prostate_MPM2000-004P6_Table5 

AAACTGGGTACCGGGCCCCCCCTCGGGGTACTTCTAGAATTAATTAAGGCGGGGCTTATA 

GTGAGCTGAGATCACGCCACTGCACTCCAGCCTGGGCAACAGAGCAAGACTCTGTCTCAA 

AAAAAAAACAAAAAAAAAAAACAAAAAAAAACTTGTTGAATAGAAACAGTATTCCTATAT 

TAGTTTCTTATTAGTCTGAAAATATGGTTATTGCTCATACTTTAAATATTTCTTGGTAGG 

AATCATTACATCTTACAATAAGGATTTCTCATTATAAAGTGAAATATTGTAATACTAATA 

AACTATTTT 

>SEQUENCE:7359:prostate_MPM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAG 

GCGGGCGTGGTGGCAGGCGCCTGTAATATCAGCTACTCGGGAGGCTGAGGCAGGAGAAT 

G 

GTGTGAACCCGGGAGGTGGAGCTTGCAGTGAGCCGAGATGGTGCCACTGCACTCCAGCCT 

GGGCAACAGAGCGAGACTCTTAAAAAAAAAAAAAAAAAAAAAGGGCCCGGGGTTAAAAGT 

TAAACTTTAAAAAAAGTTGAAAGCCCAAAACCCTTTTGGGAAAAAAACCTTTACCTTTTG 

AAA A ATTTAAG G GTTT ATTTTCCCC I I I I I AAAAAAATTCCTCC I ' i I I I I GGGGAGGGG 

CCAAACCCCCATTAAAATGTTCTTATTTAACCAAATGGGCTTTTTTCCAAAAAAAAAAAA 

AAAAAAAAA 

>SEQUENCE:7360:prostate_MPM2000-004P6_Table5 

CTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGCTACAGCTA 

CATGTATCTGTATCATTTATAATTGTGACCCTGAGCTTATAACAGATCCTGTTTTATAAA 

ATAAATTATGGTCAGAATATTCTGTGCCCGTCGTGTCTAGATTATATCATTCTATTAGCA 

ATCTCAGTATTTTAAACTTTTCATATATTTAACTATAAAGGGTGCATTCTTTACGCATAA 

ACTGTTTATTTCCTTGACATAATATTAGCATTTCTATGTGCTAATATATAGTTACCTAAC 

AAAAGAGCCAAGCCCTTACATGAGTTTGTAGTCGAAAAAGTTGATCGACTTTGCTAAAAG 

GCCATGAAATTAGCATACAAAGCCATCTATTTTTAAATGTATCCAGAAAAGTATTAGTTA 

CTTATTATAATGAAACACAGATGCT 

>SEQUENCE:7361:prostate_MPM2000-004P6_Table5 

CTAACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTA 

ATTAAGGCGGGGGGCATACAAGTATATTTGGGGAAGGTGAATTGATCATTCATAAAATTT 

TTTGGCACTTAACTAATAACTCATGGATATAAACCAAAACAATTGCAGTCAAAAATCAAT 

GAAGTTCAGGAACACTTTTCACTAGTTAACTATGCGTAAAGCTCTGTGATAAGTTTTGAG 

GGGGAAAAAAAAAAAAAAAAAAAAAAAAAAAAGGGGGCCCCCCCCCCGGGGGGGCCCCCA 

ATTCCCCCTAAAGGGGGG I I I I I I CCCCCCCCCCATGGGCCG I I I I I IAAAAA 

>SEQUENCE:7362:prostate_MPM2000-004P6_Table5 

GCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 

TACTTCTAGAATTAATTAAGACGGGATGGCTGAGTTCAAGCTAAATAGTATTTCAAGTTT 

CAAATTGTTTGGATTTCTTTTTGGTTACATAGTCCTAATATATAAATCAGCTGCCTTCTG 

AAAATTGGAGTTTTAAGCAGAATCTCACTAAGACTTCTCTTGTTATCTAAATCTAAATAA 

AAAGGGATTTACATACTGTCAGTATATACTGAACAGAAAACCTTGTAAAACAGTAGTAAA 

CTGGAGGGATGCATTAGTTTTAACACAAAGCAAAACCTTGTAAACTCAGGAGATAGATAA 

ACCTGCCAATAGAATCACAATTCTAAATGTGAATCTTTATCGAAGTGGTAACTCAGTGTA 

AAGAAGGGTTTTAAATCAGTTCATTAGTCTTTATGGTCGCTTCCGTTGACTAGAAGTAAA 

ACCACCAGCAGA 

>SEQUENCE:7363:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGCGG G CG AATG AAACAAAG ACG GG AG CAG G ATATCTTG ATTCACAACG GTGCTAATTC 

ACCTCAAGTTATTACTGACAATGAACGCTAGTTTGATGGCATCTCATATGCATATACCAA 

AC AC AG ATGTTCCCGTTCG ACT ATCTATG GC ATTG G CCCACAG AGTCG AATG CCAATG G C 

CTATAACATAAAAGTATACGAATCCTGCTTGCGCTACATTCACTGGGATCAGTTCTATGA 

AACAGAGACATTTATTAAGAATTCTTCCTCCTGTTCACAAAATAGAGTTTTTGGATTTGA 

GAATTTCCTATGTGTCATAGGCCACAAACATTTATATATAAAATATAAAATATACTGTTT 

GTTGCTATTTAAATACTTTACAATTTTCTCTATCATCTTAGTCGAATGTTCCATAG 

>SEQUENCE:7364:prostate_MPM2000-004P6_Table5 

AACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGA 
ATTAATTAATTTACAGAAATTC I I I I I GAAGAGGGGAAGCTAAACCATTTCTTAGGAATT 
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TTACATGAATTTCTGTTATGGTCTTACCACCATTATA I I I I I I I I CCAAATTTCAAGATT 

TGATACACAAATGTAAGTGTAAGTCCATGATTTTATTAACTTTTAATTATAACTTTTTTG 

AGCCTTAAATTTTAGAATATGAA I I I ! IAA! I I I I I I AGTTTGTTCTGTTGAAGGCCCTC 

TATTGATTTACTTATTGTTTATAGATGGATTGATTTACCCATTCACTATATAAGCATTTA 

TCAAGAATTCATTTGGGGCCAGGAATCCTGTGAGGCACTGGGGATTGAAAGACTAATCCA 

AAAAATCTGCTCTCAAGAAGTTCATGGTCTAGTCAATAAGACTAACTTTAAAACAATGCA 

CATTTTG AG G ATG ACAATTG GT AAT 

>S EQ U ENCE:7365:prostate_M PM2000-004 P6_Table5 

CGGGCCCCCCCTCGAAGTACTTCTAGAATATAATTAAGGGGGGGANCTGTGTTAATTCTG 

CTCAAAGGCTTGATGAAAATCACTTATTGTTTTGAAATGCAAATCATATCTTACCTTAAA 

TCTCTCAAATGACCCATGAACATTTTTAGCCCACCTTCAAGGCAATACAGTATCTGGCAG 

CTACCTGCACTACCAGCTTCATATGTACTTCGCACTCTTTACTCTCTAAACTCCAGCTAT 

ATC AG CTTAA AAATTTTTC AATTG CACC AAG CTT ATTCCTACTCC AAG CCTTTGTAC ATA 

TTTTCTTACTCTTCCTCCC 

>S EQU ENCE :7366:prostate_M PM2000-004 P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGCGGGTACCCAGTTAACCTTTAAAAATGATGTAGTAAGTTTGAGGAACCCAGAAGCAA 

AGGCTTTGCTAGGCAGAGAAGTGGAAGAGTACAAGAAATTAACACACCTGTAAGGTTCGA 

AGTGTTATCTCCCTTGGCTAGCAGAGTGTTCCTTTATAAAGAAGCTACTCTTTGATTAAT 

AGACTTATTGAATCAGGTGAACTAACATAGTTTTAGTAATTAAAGAATTGCAAAATGTTC 

CAAGAAAAAAAAAAACAGACATTTGTAATTATAACAACTCTAGTAGCATTGCAGGAGTAT 

TTATCAGTTCTTGTAGTCAGTATGTTGACCTCAAAACCCCTGAATGTTACCCAAATACCT 

AAATACATGGCTTATTTTAGGAAACTTACTGTACTTTATTCTGATGGCTCTCATTTTGAC 

TAA 

>SEQUENCE:7367:prostate_MPM2000-004P6_Table5 

AAGGGAAACAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGG 

CGG G G CTG ATTTAC AG AAATATCTC A AAGT ATTTTGTAGTCG I I I I I ATTTTGC I I I I I I 

TTCGCCTAAGTATACAGAAATCATCATCCCCATCCATAAAGTTAGAAGCATAGTATTTCA 

ATTCCAATCACAGTAATACAATCATGAAAGTGATATTTGACTGGTAAATCATAACTTATA 

CGTATTTTCACAAATCCCAGTGAGTTACACA 

>SEQUENCE:7368:prostate_MPM2000-004P6_Table5 

CTGGGTGCCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAAAATAAATTTAAAAA 

ATAAATAAAAATTAAAAACATATTAAAAGAATAATTGTGGGCCAGGCATAGTGGCTCATG 

CCTATAAACCCAGCATTTTGGGAGGCCGAGGAAGGTGTGAGCCGCCGCACCCGGCCCAAC 

A I I I I i I I AATACTAACTT I I I I I GCAGCCATTTTTACCCCCCTCAACTACAAGCTTTTA 

TCAAAATTTTGAAAGAGATTTTGAAAAAATTCCAAATACTCTCTACTTAGATTCAAAAAT 

TTTAAATTTCCTAATTATCTTTCTATATACACAAAGATTTATACACACACACGTATTTTA 

TGAGCCATCTGAAAATGCTGAGGATATCATACCTCACCCTCTAAACTCTTCAGCTTGCAT 

CTCCCAAGAATAAGCACATTCTCCTTTATGTATA 

>SEQUENCE:7369:prostate_MPM2000-004P6_Table5 

CCCT ACTAAAG G G A AC AAA AG CTG GGTACCGG G CCCTCCCTACAG AGT ACTTCTAG A AT A 
AATTAAGGCGGGGACACAGAGCCAAACCATATCAGTAACTTTAATCTGAGCCAGGCCTAA 
CATACGTAAGCCCTCATCAC I I I I I CC AACTATGT ATCTTTTG AAAGTGTG G CTAGT ATC 
TCAGTTACCAGGCAGTTCATAAGGCAAGGCCCTGCTACAATAGTGATTGATAATTTATTA 
GCTGGTAAAGCACATGTGTGCTGTGTGTTATTGTTTACAAATCTC I I I I I CATACATTAT 
CTCTTTCTCTCACTGCCCCCCACCCCC I I I I I TTGGCAGCTTCACAACAACCATTACATA 
ATTAGACCTTAAGACTTAAAAAAAAAAAGCTTGTCA 
>SEQUENCE:7370:prostate_MPM2000-004P6_Table5 

AGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGCACCTGC 

AATTCCAGCTACTTGGGAGGCTGAGGCAGGAGAATCACTTGAACCTGGGAGGTGGAGGTT 

GCACTGAGCTGAGATCGTGCTATTGCACTGCAGCCTGGGCGACAAAAGCAAGACTCCATC 

TCAAAAAATAAATAAATAAATAAGAATAAAATATAAAAACAAAAAAACCATTCTGAGCTC 

ATGGCCAGACAAAAACAGGCCACACGAAATCCAACTCACTGGCCATAGTTTGCCAACCGC 

GATCTTATCTACTGCTGCTAATTCATATTTCCCTCACTTTATGTGCTCATGAAATACTGT 

CTTTGTCCTCTGGTGACAGACACTACCTAAAAGATCATCAATACCTAAGAGACATGGACT 

CCAATTTCTTCACCGGGGGTGATGCTGAAT 
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>SEQUENCE:7371:prostate_MPM2000-004P6_Table5 

AATAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATT 

AAGGCGGGAGATGGAGGTTGCAGTGAGCCAAGATCACACCACTGTACTCCAGCCTGGACA 

ACAGAATGAGACTATGTCTAAAACAAAACAAAACAAAACAAAAAAACCTCAGGGATAGGA 

CATGTTTATAGAGAACTATAATACAAGGTAGAAAGTGGTGAATTTTCCAAGAAAGTTACC 

AACACAATGAGATAATGGTTCATGTTTATGGTCTGAGTATCAATTTAGAAGAATATGTAA 

TTGAATGTTTTATTTTCTCATTCTCTTTTCTTGGAGTTCCATCTACTCTCACATTGCATT 

GTTATAGTAAGAACAGCCACAATGTCAACTGTGACCTTGTCTCCACAGCCACAGTTGGAC 

GGCAGACCCAAACTGAGATGACCTGAGTTTCTTTCCCAAGAAATGAATCTAAAATAGCCA 

CACTTCAAAAACCCAGGTGCTGTGGAAAGTCACAAG 

>SEQUENCE:7372:prostate_MPM2000-004P6_Table5 

TAAAGGGAACAGAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAA 

GGCGGGAGGCATACATTCAACTCATAAAAAAATTTAAAAGGACACTATTAATTGGTGATT 

TTAAAAACAATAAAAATTAACTTTTAAAAAATGTACCATAACATAATCTGACAACTGGTG 

AC AAT AATTGC ATTTAAT AATTA AGTTC AAG G A AAT AAAAATG G ATTTAAT A ATTCCG G C 

AAAACTCTAAGCAAACTGACAAAACTCATATGAAGTAATCTTGAACGTATTAATAGAGAA 

AATTCACCAAGACAGGAGCATGCCATCATTTTATCCTGACTTAATATTCTATTACAGTTT 

CTTCACATGCCTAGACCAAGAGTAGGCAAACTATAGCCT ATGG GCCAGTCACCCAATTTT 

GTACGTAAGTTTTATTAGTTTGCATATTGCCTGTGGCTACTTTTGCAC 

>SEQUENCE:7373:prostate_MPM2000-004P6_Table5 

CCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTCTTCTAGAATTA 

ATTAAGGCGGGGCGGTTTCTTAGGGGTAACCTGCAGTTTTCTCTGATTTTTCAGATTTTA 

CGGATGTTGAATAAAAATCAGTGACCATTTAAAAAATGGTTTAGTTGTTGGATCAAAGTG 

CTGTAACAAACAAAAGCTTTTTATAAGACATGGCAGCTTTAGGGAGGGTGAGAGTAGTAA 

GAAGGAAATCTGTTAGAAAAAAA 

>SEQUENCE:7374:prostate_MPM2000-004P6_Table5 

AACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGA 

ATTAATTAAGGCGGGAGAATCATCTGAGCTCTGGAGGTCAAAGCTGTAGTGAACCCAGAT 

CATGCCATTGCACTCCAGCCTGGGCAACAGAGCAAGACTGTGTCTCAAAAAATAAATAAA 

TAAATAAATAAATAAATAAATAAATAAATAAATAAATAAAGAGCGAGAGAGAGATTTTGA 

TTATCTGTTATGTTGTTATGTTTACGAAGTCAGATTTTATAGGGAGTACTCAATAACTCC 

ATGGATGCTTTCTATTTCTTAAAGTACCATCTAAATATTTATATGCACATGCATTTGATT 

CTTTTCTCTTTTACCATG G GAG CT AG AATTG G G CTATTATT ATT ATTG AACTCA A AG CTT 

TCATCTCCCCACTTTCCCTTTTAGAGTAAGACCTATTTAAAATTTGAGAGCAACCATGCT 

>S EQU ENCE:7375:prostate_M PM2000-004P6_Table5 

TACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGTGCCTGTAATCCCA 

GCTACTCGGGAGGGTGAGGCAGGAGAATCACTTCAACCTGCGAGCCGGAGGTCGCAGTGA 

GCCAAGAATGCATCATTGTGCTCCAGCCTGGGTGACAAG/ 3TGAAACTCTGTCTCAAAAA 

AAAGAAAAAAAAAATAGAGAAAGAAACCCTTTTGTCCACCCCAAACCCCTAGTCTTCTTC 

CCCAGTGACGAGCTGTCTCACCAACTTCCATAGACTACAGTCTTTACTGTTTACCTAATA 

TGCCCCTGTCGGAATATCATACAGCCATTAACACTTGTGTTTTCCAG I I I I I I I I I I I I A 

AAAAGCGGGGGTCTCACTTTGTTGCCTAGGCGGGAGGGCCACGGCACACTTATAAAACTC 

CGGGGCTCAAATGATCCTCCCACGTAAGCCCCCTGAGTAGCCGAAACCAC 

>S EQ U EN CE:7376: prostate_M PM2000-004P6_Table5 

GCTGGGTGACCGGGCCCCCCCTCGAAGTACTTCTAGAATTAATTAAGGCGGGTGTCTGTG 

AGTCCCACCTACTCCAAGCTGAGGCAGGGAGAAATGCTGCTTGACCTTGGGCACGCGGAT 

GGCGTCCGATACCCACAATAGCGCCATGACTCTCCATCCTATGCGTTAAGATCGAAACTC 

CCTTTCCCCAAAAAAAAAAAAA 

>S EQU ENCE :7377: prostate_M PM2000-004P6_Table5 

AGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAACCATAGAGTTAAA 

TAACCATAGAGTCACCAATGGTATGCTGACTGGTTTGTATCCATTTAAGAGTTTTCCGGC 

CGGGCGCTGTGGCTTGTGCCTATAGCCTGTAATCCCAGCACTTTGGGAGGCTGAGGTGGG 

TGGATCATGAGGTCAGGAGTTTGAGACCAGCCTGGCCAACACGGTGAAACCCCGTCTCTA 

CTAAAAATACAAAAATTAGCCGGGCATGGTGGCATGTGCCTGAAGTCCCAGCTACTTGGG 

AGGCTGAGACAGGAGAGTTGCTAGAACCCGGGAGGCAGAGGTTGCAGTGAGCCGAGATCA 

CCCCACTGCACTTCATCCTGGGCAAAAGAGCAAGACTTTTTCTTTTTTTTGAGACAGTTT 
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TCCAAGTCAGTGATTCTCCTTCCCCTGCTTAAAT 
>SEQUENCE:7378:prostate_MPM2000-004P6_Table5 

CCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATT 

AATTAAGGCGGGTACATAACAAAGCCACTGCCACCGAGTCACATTCAGCCTCTGTCTCTA 

TTTCTTTCTCTTTG I I I I I AAAATAGAAAGGAAAGAAATCCTAGCTTTCAAATCACCTGT 

CTTCTTTCAGTCTTTTAGAAAGTTTGGAAAATTTTTAGTATGTACTTAGTTAAAAAAAAA 

GTCATTAAAATAA I I I I I I AAG CT AAAGTT AT AAAATTG A AC AT ACTTATATT AACCTTG 

GAACTGTCTACCTCCAGTTGCGCCTGTGTATTCTATCATGAGGATAGGAAAAGATTTTCT 

AAATCTAAATAAAATACAGCATGAACTGCAGAAGGCAGCATTTTGTAGTTGTAAAAGCTG 

GAATTTTAAATTAAATATGAGTTCAAATCTTGCTTAAGTA I I I I I I CTATTTTACATATC 

TTTCAATTCTCAAAACATCAGTTTTATCATTTGTAAAATGTAAAGAATAATACCAGTCAG 

AGTTGCTGTGATTAACAGATACAGTATTTGTAAATAACCTGACACACAATAAGCATTAAG 

TAATAAATGGGCATTATTCATGATTTTGTTGTGTATATCTGTAAAATTTACAATTAAACA 

ACTCTGAATT 

>SEQUENCE:7379:prostate_MPM2000-004P6_Table5 

AACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGT 

GGGGAGGAGAGAGCTGGGTGAAGTGCGGTCTGCTTGAAGGTGGAATCGGCAGGATTTATT 

GTGACAGGGAAGGGAGCAACAGGGATCACGTGCAATGTCCAGGTTTTTGGCCCAAAGCCC 

TGGGAGGATGTGAAGTTTTCAGAAGAGAATCTGGCTCACAGTGGACATTTGATCAATGCA 

GATTTCTTTCTCCAGCTTTCAAACTGCAGCTCAGCCTGGGAATGGAATTTCTCAAGGTCA 

CTCTGTAAGTCCCAGAACTGCTCGACCAGCCTAGGCTGGAGGATGTGGGCACAGCCCTAG 

GGCTTACTTCAGAGGAGGATTTTCTTGGCTTGACTCTTTCTCTGTATCI I I I I I I I I I I I 

TTTGAGACAGGGTCTC 

>SEQUENCE:7380:prostate_MPM2000-004P6_Table5 

ATGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGG 
GGG Mill AAAAATTGGGAATTTGTTTCTGCTGCTTTCTGTAACAGTCATGTCATTCTGC 
TAATGTGAGAAAATAATTACCACTTTCTAGGGTATTTTAGA MINI CATG CCAACTTAA 
AAAAGTTGATAATCTTGACTACCGCTCCGGAACAAGAATGATTTAI I I I I AATTACTTTA 
TGAGTCAGAAAATAATATTTTGGTAGAACAAAACTATTCTATCATTTAAACTCAAATCTT 
ATGTCATTAATAAGCAACAGTGACCTACTGGCTTCCCCCCGTTCATCCAGCATTTGGACT 
GGGGGAGCTGGATAGAGTTGGCTTCAGAGAATGCCTAACAACATCCCCTAGAAAATATTG 
TTTTCCCTGGCCTGGCACCAAAGTCTGAAAT 
>SEQUENCE:7381 :prostate_MPM2000-004P6_Table5 

AACAAAACTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA'lTAATTAAGGCGGGGA 

TTCAC AN ATG G A A ACTC A AAATA AC ATTTC AAGTTTCCTTATGTG C AA AG ACTATTTAC A 

AATCTAAACTGAAAACAGACAATCTTTCAATGTGTTATCAAAATGTTTATAGTTTCTTTT 

TCTGGAGATGCCAAATGATAATTATTGAATAAAATTCTAATCTGTTGAGCATTTCTGTAA 

ATAAAAAGTGAATAAAACTATGATTTGTTG I I I I I I ATAAATGTTTTATAATGAATGATA 

ATACATTTACATATAATTTAACAAATTGTCCTATCCTGTTCTGTAAAATAACTGGCCTGA 

ATTACTTTTATAGACTTTTGATACATAGAAATAATGTTTTTACATTCTTAGGTGAATTAT 

ATAGAATATTCTGCAACTAGAGTTGTCCAACCTGTTGGTGATCTATTAATGGGTCATGAA 

ATCAACTTTGTTGGTTAAACTTGGCATTACCAAAAAAAAAAAAAAAAAAAAAAAAAAGGG 

CCCCCC 

>SEQUENCE:7382:prostate_MPM2000-004P6_Table5 

TGCTGGGTGCCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGTTTTATG 

TAATCACACTTCACCAGTCTGAAAAGCCACAAACCAAAACCAAAAGAAAGAAAAGTCCTG 

TTGGATGAAATAATTTCTTGCTGAGCACAATCCCTTAGTCTAGAACTCTGAGTATATTTT 

TCAGAGAAAATGTTCCTTTTCGGCTGGGCGTGGTGACTCAACCCTCTAATCCCAGCACTT 

TGGGAAGCTGAGGCGGGCGGATCACTTGAGGCCAGGAATTTGAGACCAGCCTGACCAACA 

TGGTGAAACCTCATCACTACTAAAAATACAAAAATTAGCCAGGCATGGTGGTGCACACCT 

GTAATCCCAGCTACTTGGGAGGCTGAGGCAGGAGAATTGCTTGAACCTCGGAGGCCGAGG 

TTGCAGTGAGCAAAGATCACACCACTGTACTCCA 

>SEQUENCE:7383:prostate_MPM2000-004P6_Table5 

AACAAAGCTGGGTGCCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAAGCGGGGT 
ATCTCGCTTAACAGTACAAAAGGATGGAAGGGTCGCGGGGCCTCTGGGTGCCGAGCTGCA 
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GATGCCTCCACTGCGAGCACAGCCCTGAGACAAGGGCCCAGGCGCCCAGCGGGGCTGGT 
T 

TCACTCAGTCCAGCCGCACCTACCCGTGCCCTCACCAGATCTTAAGATACAGACATTAAA 
ACCTCC ACCG G GTCG CGGC ACAG G AC AGC AGTTTT ACTTTCTGTTTTTG G C ATCG C ATTG 
CCTCCATTTCCTAGAGTGCACGTAATAAATACCGCTGGTGATTCCAAAAAAAAAAAAAAA 
AAAAAAAAAAAAAGGGGGCCCCCCCGGGGGGG 
>SEQUENCE:7384:prostate_MPM2000-004P6_Table5 

CCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATT 

AATTAAGGCGGGGGGGAGGCCAGTCATTAGGAGATATACCTAATGTAAATGACGAGTTAA 

TGGGTGCAGCACACCAACATGGCACATGTATACATATGTAACAAACCTGCACGTTGTGCA 

CATGTACCCTAGAACTTAAAGTATAATAATAATAATACGAATTTCATCATTCTGAATAGC 

TCAAAATGTTCCTCTAAGTCTCGATAGTAGCAATAGATCACAGAACTAAACTGAGTTGCC 

TGATTGTTGTGTATCAATAATGAGTATGCTAGTGGGGCTTTGGATCATTAAAAAAATAAT 

TAAATAAAGCATAAAAATAAATAAAATAAAAAAAAAAAAAAAAAAAAAAAAAAAAAGGGG 

GCCCCCCCCGGGGGGGACCCCAAATCCCCCCTATGGGGGGGTTTTTAACCCCCCCCCCTG 

GGCCCI II I I I A 

>S EQU ENCE :7385:prostate_M PM2000-004P6_Table5 

CAAGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGA 

GAGTACTTCTAGAATTAATTAAGGCGGGAGTGAAAAAAAAGCATCACTGAATTCTACAGA 

CATTAAAGAAATAAAGTAAGATTATTAACTCTATTCCCAGAAATTGACAATTTAGATGAA 

ATTAAGAGATTCCTTGAAAGACAAAACTCACCAAATGTAACACCAAACACATTGGAAAAT 

ATAAGTAACCCATATCATTAACATTTTTTAATTCAAAATTAAATACCCACAACAAAGAAA 

ACTACAAGCCACAGGTGGCTGCACTTGTTAATGCTATCAAACATTTAAGGAAGAAGTAAC 

ACCAATCTTATGCAAATTCTTCCAGGAAATAAAAGAAGAAGGAAATCTTTCCAACTGTTT 

GTCTG AAACCAG CACAATGTTG ATAACTAAAACTTG ACAAAG GCAGT ACAAT AAAAGTAC 

AAGTCAGTCTCATTTATGGAACTAGATGCAAAAATCA 

>SEQUENCE:7386:prostate_MPM2000-004P6_Table5 

AAATAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAAT 

TAAGGCGGGAATACTGCTTGAAGCCAGGAGTTCAAGACCAGCCTGAGGAACACAGCTGAG 

ATCCTGTCTCTAATAAATAAACAAATAACCAAAAAACTTCACTTATATCCAGGCATCCAT 

CTACCTATCAGCCATCCTTCTAGGGTGGAACATATGCAGCAACATGGAACAAGAAACAGT 

AGTTATCTCTGGGTAGTGGATCAAGAAAATCTTTTCTTTTACCGTATTGCTAATCTTGAT 

TTTCCTCTCI I I I I I I GAGAAAGGGTCTCCCTCTGTGGTCCTAGCTACTTGAGAGGTTGA 

GGTGGGTGTATCACTTGAGCCCAGGAGGTCGAGGCTGTAGTGAGCTGTGATCATACCACT 

GCATTCCAACCTGAGTGACAAAGCAAGACCCTGTCTA 

>SEQUENCE:7387:prostate_MPM2000-004P6_Table5 

CCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGGGGTACTTCTAGAATTA 

ATTAAGGCGGGGTATCAACATGGATGGATGACTAAAAACAAGACTGGGGAATATGGAAAC 

AGCCATCCATTCTTGATTAGAGTTCGCTTCCATTACCAAAA^TATACATTTACTTTACTA 

ATCAGGATAAGAAAAATTTGGCTTAGCGCCTCTATTTACTTTGCTTTTGTGAATGTGTAC 

AATCCACGTGACTCTAAATCTCCTAAGATGGGCACTAATTATGCTTGATGAATATATTCT 

CATCTTAAATGCCAGCAAATGTA 

>SEQUENCE:7388:prostate_MPM2000-004P6_Table5 

ATAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGCGGGTGGATCACGTGAGGTCAGGAGTTTGAGATCAGCCTTGACAACATGGTGAAACC 

CCGCGTCTACTAAAAATATCAAATTAGCTGGGCATGGTGGCAGGTGCCTGTAATCCCAGC 

TATTAGGGAGGCTGAGGCAGGAGCATTGCTTGAACCCAGGAGGCGGAGGTTGCAGTGAGC 

CAAGATGGCACCATGCATAGGTTTTATGCCAATACTACACCATTTTATATCAAAGGATGA 

GTATACACCTTTCCTTACTTTCGAATTTTGAACCAGACAGATACGCTGCAATTCAACAAA 

TTAAAATAACTGAACCTACAATCAAGGAGAAAAATATTTATCCCTAATAACTAATGGACC 

ATCTTACGCCGTCTATAAAAATATCAATTAAGAAATCACGGCCGGGCACAGTGGCTCACG 

TCTGTAATCCCAGCACTTTGGGAGGCCGAGGCGGGCAGATCGCTTGAGGTCAGGAGTTTA 

AGACTAGCCTGGCAAACCGTGG 

>SEQUENCE:7389:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 
AGGCCGGGGATCCTGAAATGAAACCAATTTTATCCTCACTTTCAGAGTACTTTAGTGTAG 
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TAGAGGACGTATGCATAAAAATGTACTATGGAAATTCACAAAATTAACGGATTCTCAAAG 

CAG CTATTG AAG ATTCCACAACTCCAGTTAGTCCTTGCTGGTCATTAAAAG G G ACACCAG 

AAAAACAAATAACTAATAAAAAATACGAGTTAAATGGCTATAATGCCCACCTNANAAAAA 

AAAAAAAAAAAAAAAAAAAGGGGGGCCCCCCCCGGGGGGGGCCCCAAATTCCCCTTTAGG 

GGGGTGTTTTACCCCCCCCCCCTGG 

>SEQUENCE:7390:prostate_MPM2000-004P6_Table5 

AGGGAAACAAAGCTGGGTGCCGGGCCCCCCCTCGAGATACTTCTAGAATTAATTAAGGCG 
G GAG GTG CAAGTTG AACC ATCTTCC AGTAAAGGTGTAATG AAACTATC ATAATG CCCCTC 
CCACCAGCATACGTCCTTTTGCCACCTAGGCCTCCCCTGATCATAAAATCATTTACTTGC 
ATTTTGACTCTTAAATCTTGTCCTCCATTTTATTAGCCCCTTCCCAACCTTTGAAGTATG 
TTATTAAATAAATGGCATAATAGATGTGAGTGAAACTTGTAGAAAAGCCAGTTGCAAACG 
AAGCC I I 1 I I I GGGCAAGTGGAG G CAAGGTTGTG ACTTCCTCTCG CTGG G GCCTTCTCCT 
TCCACAGACCTGCTGTGCCGTCAGTATTGTGCGGGTTTCGTTTGCTCTAGTGTAGTGGGT 
ATGTATGTACT 

>SEQUENCE:7391:prostate_MPM2000-004P6_Table5 

CAACCCTCACTAAAGGGAACAAATGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAG 

AATTAATTAAGGCGGGGAGGAAAGGAGGGGGTCACTAAGAGTGTAAGACTTGGGTTTGGC 

GAGGCGGCCAAAGCGGGAAACCCAAGAGCCTTGAATCGCGAAGGTATGCCCAAAGAGTTA 

GCAGCGAGTCCTATTTGGGAATTAAGACATCTAGCTTCTGTTCAGGGTCAGCGACCTGGT 

ACAACTCATACCCTTTCTGGACCTCACTTTTCCCATGTATAGAGGACTAAGTTGAAAGGT 

GACTTCTAGGCCGGGCGCAGTGGCTCACGCCTGTAACTCCAGCACTTTGAGAGGCCGAGG 

CAGGAGGGTCGCTTGAGCCCGGGAGGTCGAGGCTGCGGTAGCCGTGATCGCGCCACTGC 

A 

CTCC AG GTGG GC AACG G AACG CG ACTCTGT AC 
>SEQUENCE:7392:prostate_MPM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAG 

GCGGGGAGGTTAGGTAAGACTGAAGTCTGATTCAGATTGCGAACAACTCTGGAAATCATG 

CCAGTGATTCACAGACAATTTTAGAAAGTGTGGGAAGTATATTAATGTTTTAAATTGAAT 

AGTGATGTTTGAGACCTCCATTGGAAGAGTGCGATGTATCAGAATGTGGATGATTGAGCA 

GAGAGAGAACAAAGGGACAGAAAAATAAGACGATTAAAATACAATTAAAAATGATGCAAT 

AAGAAAGTGTTAGAAGCAATCTTACAGTAGTGTCTGTGACAATGTAGCANAAAACAAAAA 

AAAAAAAAAAAAAAAGGGGGCCCCCCCCCGGGGGGGACCCCCATTCCCCCCTTAAGGGGG 

I I I I I I I CCCCCCCCCTTTGGGGCGTTTT 

>SEQUENCE:7393:prostate_MPM2000-004P6_Table5 

GGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGTGGAGACCGTC 
GNNGANAAGAAAAAATACTTCTANTGACTATCCGGGGCATCTGAATATTCTTAAACCGAT 
ATCTACAGTTTTCCATATTGTTTTATGCAATTAAAAAATAGGTGGCACAAATAATTCGTG 
TACTTTCTTAGTTTATTGTTCAATTATCTCTATGTCCTTTGTTAGATGACACAGTAACAT 
GTTTCTAATGCTAGCCCCTTCAAGATTGACCTTCTACTTCACAATAGTATTTCAAATCAA 
AACAAAAGAAAATCTCTCTTGGCATCTTTAGATTAGTCACATGTCAGATTC Mill GGAC 
TT AG G AAA AC AT ACC ACC ACCTGT AAG AG G AGTGTG CTG AAG TA AG CTTTG 
>SEQUENCE:7394:prostate_MPM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAG 
GCGGGGTACCAGTTACTGAAATAAGGAAGGTAGGAGAGAAGCAAATTTAAGAATGAAGAT 
TGAGAATACTGTTTTAAACATGTGGAATTTCCAGCTCCTCTGAGATATCTAAGTTGAAAT 
ATCAACTAGACAGTTAAATACAAGAGTGTGGGGCCAGGCACGGTGGCTCATGCCTGTAAT 
CCCAACACTTTGGGAGGCCGAGGCGGGCGGATCACGAGGTCAGGAGATGGAGACCATCGT 
GGCTAACACGGTGAAACCCCGTCTCTACTNNNNNNNNNNNNNNAANAAAAAAAAAANGGG 
GGGCCCCCCCCGGGGGGGACCCCAAATCCCCCTTATAGGGGGTG I I I I I CCCCCCCCCCC 
TGGCCCG I I I I I I A 

>SEQUENCE:7395:prostate_MPM2000-004P6_Table5 

AATAAAGGGAACATATGCTGGGTGCCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATT 

GGGGGGGGGGGAGGACTAGGACAAGAATTACAATACCTTCCTGGCCAACGTGGTGAAACC 

CTGTCTGTACTAAAAATACAAAAGTTAGCTTAGCATGGTGGCGTGTGCCTGTAATCTCAT 

CTACTCAGGAGGCTGAGGCAGGAGAATCGCTTGAACCCAGGAAGCGGAGGCTGCAGTGAG 

CTGAGATTGTGCCACTGCACTCCAGCCTGGGAGACAGAACAAGACTCGGTCTCAAAAAAA 
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AAAAAACCATTTTTTTGTTTAAATGTTGGGAAACI I I I I I I I I GGCCCTTCCCTTTGCCG 

AACCCTTTTCTGGCCCTTGACCCAATTTTATACCATTAAAATTGGGGTAAATAAAGGGCT 

TTCCTCTTAAAAAAATTGGTGGCCTTTTTAACGTTGAAAAAAAAAAAAACACCTGTTTAA 

AAAAAAAAAAAAAAAAAAAAAAAAAAGGGGCCCCCCCCCGGGGGG 

>SEQUENCE:7396:prostate_MPM2000-004P6_Table5 

GCGCGCATTACCCTACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTAC 

TTCTAGAATTAATTAAACCATGAGGTGTTTTTATTTCACAAAAATATTTATGCTGTGTAC 

TGTATATGTTTATAGTATTTAAATTTAACTCTTTAGTATACTTATGTAACTTTCTATAAA 

GAATGCACTTCCAGTGAATAATATTAGTACAATGTACAATCACCAG TTGT TACAAAGTTT 

TAATGTAAAGTTATTTTTTAACAGTAACTATAGAAATGTGCCTTTGCTTTTGCCACAGTT 

AATTGTTTTTCCTTGTTTATACAGTATTACCACAGAGCTATATATATCACAACCTGAACA 

AAGGTGCATCAGAATACTGTAGATAAAGATATAGGCTGGGCATGGTGGCTCACTCCTGTA 

ATCCCAGCACTTTGGGAGGCTGAGGTGAGTGGATCACCTGAGGTCAGGAGTTCGAGACCA 

GCCTG G CC AACATG GT 

>SEQUENCE:7397:prostate_MPM2000-004P6_Table5 

CCGTCGTTTTACATAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTC 

TAGAATTAATTAAGGCGGGTGGATCATGAGGTCTGGAGATCGAGACCATTCTGGCCAACA 

TGGTGAAACCCCATCTCTACTAAAAATTCAAAAATTAGCTGGGCGTGGTGGCAGGCGTCT 

GTAGTCCCAGCTACTCAGGAAGCTGAGGCAGGAGAATTGCTTGAACCCGGGAGGCAGGGG 

TTGCAGTGAGCCAAGATCACGCCACTGCACTCCAGCCTGGGTGACACAGTGAGACTCTGT 

CTCACAAACAAACAAACAAACAAAAAGTCCCAAAAAAGAGAAGGCCAAGATCAGATGACT 

TCACAG GTAAATTCTACC AAAC ATTT AAAG AATTA AC ACC AATTCCC ACG CTTCC A AAAA 

TCAGAAGATACAAGATGTCTCACCCACCCCATTCTATAAGGCCTGCCTGATTTTACCCCC 

ACAATTAAAGTTGAAGGAATCCTGAA 

>SEQUENCE:7398:prostate_MPM2000-004P6_Table5 

AT AAAGGGAACAAAAGCTGGGTGCCGGGCCCCCCCTCGAGAGTACTTCTAGAATT AATTA 

AGGCGGGGGAGGAGGAACTGCTTTTCTTCTCGTGGATCACAGGGCTTCCTTCATAGAGGC 

TGGCCAATACAGAGTTGGGCAGCTGGAATTGTACTTTCAGAATATCTATGCTATCAGCCT 

AGCACAGAGTTTTAAATACTGTTGCAATACCCACCACATCCCACCCAGAGGAGCCCTGGA 

ATCTTCATGAGAGATAGCAGTGCTCTTCTTGTGGAGTTTATTAAGGCTTACTGACTGCTT 

TTACCCTCAGACTATTGGGAACCAAAAATTAAAAAAAAAA AAAAAA AAAAAGGGGGGGCC 

CCCCCGGGGGGGACCCCCAATTCCCCCTAAAGGGGGTG I I I I I ACCCCCC 

>SEQUENCE:7399:prostate_MPM2000-004P6_Tab!e5 

ATTAAGGCGGGCAGAGAGGAAGATAAAGTAGGGGGAGGGCTTAAACTGTTTTGGCTGTTT 

CATTTCTTAAACTGGGTGATAAGTACATGAATATACATATTTCATATAAAATCACTTTTT 

TCAAAACAAAAAGGACGCAATTACCTTGCTGAAGGTGACATTGTATCCTCTTGCAAGAAA 

TGGCAGAAATAACACTTTAGTATAATATTATTTTAGAAGT TGCCT CACTTAAGGCAATCA 

TGAAAAATAATTATGTGAAAGAAATGTTTCAGCTGTAATATTTTTAAACGTCTGAATATT 

TTATCTAATTGCTTCTTTTGAACTGGTAATTTATTCTAAGTAGCAATTTGGGAGACATAA 

TAATCTCATTGTAAGTTTTTCTCCGTACATTACAGACAAGTACTTATAAATAAACAAATA 

GTTCTAACTTAAGTGG 

>SEQU ENC E :7400 :prostate_M PM2000-004 P6_Table5 

AACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGA 

ATTAATTAAGGCGGGGCATGGAAATAAGGATAGAAATAAGAAAAGTAACCGAAATGAAAT 

GGAAAGAATAGGTCAAAAAAAGGATCAGGGAGAAAATGACAGATACAGATAAAACCAAGG 

AGAATCACTAAACCCATAAATGGAGCCTCTGATGTAGAAAATTAAACA ATGGA ACAGAGT 

AAGTATTTTAACATGTAACCTAGGAAAACACATGAGGAAAGGATGGTCI I I I I AACAAAT 

GTTGCTTGAACAACTGGATATTCACATGCAAATTAATTCAAAATGAATCATACAGATAAG 

TGTAAGAGGTAAAACTGTAAAAACTACAGGTGTGGCCGGGTGCGGTGGCTCACGCCTGTA 

ATCCCAGCACTTTGGGAGGCTGAAGCGGGTGGATCACGAGGTCACGAGAT 

>SEQUENCE:7401:prostate_MPM2000-004P6_Table5 

AATCACAGGAAACAGGTATGACCATGATGTACTGGCCGCCCTTCTACAGAGTACTGATAC 
AATTAATAACACG G G ATG G CTG AGTTCA AG CTAAATAGTATTTCA AGTTTCAAATTGTTT 
G G ATTTCTTTTTG GTT AC AT AGTCCT A ATAT AT AAATC AG CTG CCTTCTG A AAATTG G AG 
TTTTAAGCAGAATCTCACTAAGACTTCTCTTGTTATCTAAATCTAAATAAAAAGGGATTT 
ACATACTGTCAGTATATACTGAACAGAAAACCTTGTAAAACAGTAGTAAACTGGAGGGAT 
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GCATTAGTTTTAACACAAAGCAAAACCTTGTAAACTCAGGAGATAGATAAACCTGCCAAT 

AGAATCACAATTCTAAATGTGAATCTTTATCGAAGTGGTAACTCAGTGTAAAGAAGGGTT 

TTAAATCAGTTCATTAGTCTTTATGGTCGCTTCCGTTGACTAGAAGTAAAACCACCAGCA 

GAAAGGAAGATAAATTAAGGAGTACCCCCAGAAAAGAATTGCAATTCATGGTAAATAAGA 

AAA 

>SEQUENCE:7402:prostate_MPM2000-004P6_Table5 

GGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCG 

GGGGTGGCAGGCTGCTGTGAGGACTTGGCTCCTTCTCTGAGTTGGGTGGGATTAGCAGGG 

GATTTAAACAGAGGAACCATGGGATCTCCCTTATGCATTTCTGCCATGGTTGGCTCAGCT 

GAAGGCACCTGTTGAATAAGACTTGGCCTTGGACACCCAGAGGCCCTTGGTTGCGGGCTT 

ACCTCCTGGCATGGCCACTGACACATACACGGTGGGCTCTTCACACACGTGGACGGCCCC 

GAGACTTCCTCTGCCTGGGCGTGTAATCCGTGGCATTACCCAAGTTAGTCCCCTATCAAG 

ACATGCCCATTTGGAAAACCAAACACCTTTTTCTACTACAGGGAAACCCCCATCATGACC 

TCCCTCTGACTCACA 

>SEQUENCE:7403:prostate_MPM2000-004P6_Table5 

CAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAG 

AATTAATTAAGGCGGGGGGCAAGGATGGATTTGCTGATTGTTTAGATGTGTCATGGATGA 

AAGAGATGGAGAAATCAAAGAAGACTCTCAGGTTGTAATTTTAGGTAACTGGGTAGGATT 

CCCATGTAGTCAGAAACCCAGAAAGAAGAGAAGGCTTTGGGAAGATGACAGTGTATTCAA 

TGTGGCTTTTTGTGGTTCAAGACTTTGGAAAATATTGATTAGACTGTTGAAAAGTACTTA 

TAGGTCAGGAACCTGGTCAGAAAGTATTGTGCTAAAATAATATTGTTATGACCCAAGCAG 

TTGTAAAAATAACTTTTATTGTCTAACTCTCACAGTTTATCTTGAACTCTTAACAGGTTG 

TCAGGCAAATATCTGTTCTTGAAACCCANNNAAAAAAAAAAAA AAAAAA AAAAAAAGGCG 

CCCCCCCCCGGGGGGGGCCCCCAATCCCCCTTTAGGGGGGG I I I I I ACCCCCCC 

>SEQUENCE:7404:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTC GAGAGTAC TTCTAGA ATTAA TTA 

AAATGG G G GG ACCAG CTTTN N NCT ATG CT A AATT ATGT A I I I I I I I I NCNCATTCTTTTC 

TAAACACATAAAACTAACACCTTAGATACTGTATTTTGTCTAGACTCATATTGCCATAAG 

TTAGAATGGGTTTATGACTTAAAATGAATAAAGATTAGTCATGTTAGAGTTAAAAGTATA 

ATATGAATTGGATTTCCTCCTAAATAGTGAATTTGAGGATAAAGTCCTTAATTATCTTGG 

ATTTTTTGAAATATCTGAAGATTTTACTTGCTGTTTACTGATGAAATAACTGAAGTATAA 

ATTTCAGTCACTGTACATAAGAAATGAAATATCTGAAGTATACATTTCAG TCACTG TACA 

TAAGAAAAAACTACCATTTAGATTGGGTAAAAGCATGTGGAAATAAGATN I I I I I 

>SEQUENCE:7405:prostate_MPM2000-004P6_Tabie5 

CTA A AG G G A AC AAA AG CTG G GTACCG G G CCCCCCCTCG AG AGTACTTCT AG AATTA ATT A 

AGGCGGGAGGGAGAGGGAGAAGGCACACAGGAAGCTGAGGGGAAAACAAGGCAGAGAGG 

A 

GGTGAGTGGGGAAAAGAGCCCACTAGCAGGCCAGGGAAAGAAACAGTGGGTAAAAGGAAT 

CTGAAGAGCCGAAAAGAAGGGAGAAATACTAGAAAAAGCTTTCAGGAGTCTTGAGAGAAT 

ATAGAGCAAAAAGGCAGAAGGACACACTACTCTCTTTGGCAGAAGGGCTAGATATAACTA 

AATTGTGAAGCAGAGGACGGGGAAGTTGAAGTTCATTTTCTTAGTCCAAAGG GCTC AAAT 

GATACATCAAAGGGCACAGAAGCTCTGGTCTCTCAGCCAGGCCTGCCTTTCATTTTATTT 

TTCCAGTGTGCAAAGTCAGTTTAAGAGACAACTCA 

>SEQUENCE:7406:prostate_MPM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAG 

GCGGGAGGAAGGAGATACAGCTGGTAAAATTTTGTTCTACTCACAGATAGCTAAGAAACT 

TCATGTGTCTCCATAAAGGAGTAATATAAAATTTGTGCAAATAAGTTGCAAATTCAAAAG 

G AACTC ATATAAG G AA ACATATTTGTG ATGGTAT ACACTCCTG AATATTTAAC ATTTTG A 

TCACCGTGAACTATAATATATAATCTGCATTTTATGGTTTTCTGGATGCTTGGAAATTTC 

AGGAGTATTTAATTTTAAAAAGATTGTCAACATGCAGATAAAAAATCAGATTATTTTACA 

TCTATAAGTGAAACCTTGTTATCCCCTTCATTTGAGGAAATCCAAGGAGTTTTAAACAGC 

TCTACTTTACTGGCTATCTCTATACTTAAGCCACTAGTTGGT 

>SEQUENCE:7407:prostate_MPM2000-004P6_Table5 

GAACAAAAGCTGGGTTCCGGGCCCCCATTCTAGAGTATTTATAGCATTAATTAAGGCGGG 
N G G GTrTTTTTT AATAG AT AAAC AA AC A AGG A A AC ACG C A A A A AG C A ATG AG A A A ATTT A 
AAACCTAAACATTAATCTACAAACACATGAAAATATTATTTATGATAGATAGCATTTTAT 
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ATTTATAGGGGAAAAGGGTAAATTTTACATAAATAGTTCTGAGGCAATTTGTTACTTACC 
TGAGAAGAAATGTAAGTAAACAGATACATAATTCACCAAATTTACAAATTTAAGTTGGAT 
TAAGGAATTATATGTGTGTATGTGAATTGGGAAATATAAATATGTAGAGTATGTGATTGA 
AGTTAAGTTGTTA 

>SEQUENCE:7408:prostate_MPM2000-004P6_Table5 

GCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGTGTGGTAGGTATTACACAAT 

AGGCACTATCATCGGTAAACTCCATTTTCTCTGGTTTGTTAGGGTTCTCTCTATAAACTT 

TCTGTTTTCCCCATCTTCCATTCAGTGTACTAAGGGGTAATCGATTGTTCCTACTCCTGT 

CAGTTCTACTCAGCAGGACACAATATCAAACCCAAGATACAGAAATTGGTCTCTGCCTGC 

ATTGGAAACATGGGTGCCTCACTGTCTTATCCCATTTAGTGTCACAAAAAGTTCCCCCCA 

AAAAAACATCATTGATCGCATTTCAGAAGTCGTATTTCATTGGATAAAACAACTTGTGAC 

CTCCCAAAATAATGAGAAGAAAAATAATAGGAAATTAGAGGAAAAAAAAAAAAAAAAAAA 

AAAAAANGGGCGCCCCCCCCCCGGGGGGACCCCCAATTCCCCCTTAAAGGGGGTTTTTTA 

CCCCCCCCCAATG 

>SEQUENCE:7409:prostate_MPM2000-004P6_Table5 

ACAAAAGCTGGGTATCGGGCCCCCCATAGAGAGTACTTCTATAACTAATTAAGGGGGGAC 

AAGACAAAAATGAAATAAAATATATTATTATGAGCATGTAATGTTTTAATATAAAATGTG 

AATACCAAGATCTTGGATAGTGAAGTTGAATTTTAAGAAAATTATACTTGGGAGGTCTTA 

TAACAAACATAAAAGACTTAAATAAGAGAGCATAGCTCATTTTGTGATTATCGTAGTCAA 

AGATTTATTTAAAGAGAACCTCTGCAGTACAAAGAATGAATTTAGCTTCCAATATAAAAT 

GTGTAATGTCTATATTAATCATTTCAAATCATAGTTTTCCCTCCTGAACTCAAAAGAAAC 

TAATGCCAAAAAAAAAAGATATTAAAAAAAAGCGGCCGCCACCGCGGTGGAGCTCCAATT 

CG CCCTATAGTG AGTCGTATTACGCG CG CTCACTG GCCGTCGTTTTACAA 

>SEQUENCE:7410:prostate_MPM2000-004P6_Tabie5 

CTGGCCGTCGTTTTACACACAGGAAACAGCGTGTGACCATGATGGCTGCGCGCGGCCTTT 
TCTAG AG AG G ACTTATAG ATTT AC ATTAG G GCGG GG AAG AGTCAA AGTAG ATG ATTTG CT 
AGAAAAGCTACGAGAAACATGTTTTTAAACCAGTAGTGAGCTTTTAGAATAAATTAATAG 
TATAAAAGTCAACTATCTTTTGGCTACTGTGAAGATCAATCATCACAAAATTTCATTAGT 
ACTTTTATAAACAGTGCCATGAATTATAAAACATTTATAATGATACCCACACATTGAATA 
GTGTTGAAAGGAAAAAAAAAAAAAAAAAAAAAAAAAAAGGGGGGCCCCCCCGGGGGGGGA 
CCCCAATTCCCCCTTTTGGGGGG I I I I I I ACCCCCCCCTTTG GG G G G G I I I I I I 
>SEQUENCE:741 1 :prostate_MPM2000-004P6_Table5 

ACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTCTTCTAGAATTAATTAAGGCGGGAGA 

GGGAGGATATGGTAGGTTCCATCTCACGTGGGGATATATGTCTCACAAATCACCATGTAG 

GGTCTTGTGATCTGCGTGAGTTTCCTAAGGGAGAGAGGGGCTCTCCTTTTGTTCGTGTTG 

GCTGCATCACTGCATTTCATTACTTCTGAATGGCAAGTGAGCAAGACCCTCGCTGCTGAA 

ATCTGATCAGATGTTATTGATGAATCATGGAATTCCAGAGTTAGGAGCTGGANAGAAGGT 

CAAGAGGACATCTGAGTCAGTGTCTGACTAGTAGCAAGTGATGGGGTATGATGT 

>SEQUENCE:7412:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

ATGAGTGTGTCTATCACCTACAGCTACATAAAAAGCCTCTGAAATCTGAGAGAAAGCCAA 

CTTAGAAAAATGGGCATATCAACTGAGTTAAATATAACTATCCTAACTATATGAAATAAT 

GTTTAACTTTGCTCAAAATAAGATAAATTCAAATTAAAACTATACTGAGGTGCTATTTCT 

TACCTATTAGATTAGCAAAAATCTAGAAATTTAACAACTGCTGGCGAGACTGAGCAATCA 

GGCATTCTCACATTGATGGTGAAAATGCAAAATTATGCAACTGCTTATGCAGAAGTATTT 

GTCAATGTCTAGCAAAATTATATGCACATGCTCTTTGACCCAGCAATTCCATGTCTAAGA 

ATCTATCTCAGGGACACAC 

>SEQUEN CE :74 1 3 :prostate_M PM2000-004 P6_Table5 

ATAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGCGGGGGAACTCTTTAGGCCGTACAAAAACATGTATCAAGTGATTTGATATGTACAGG 

GGTTATAAATCTTGTATTCCATTTATTTACAGATCAGTGATATTAGATGTAAATCTATTT 

AACAGGGAAAGTTTAAGCAATATATCTTTAATGGAACGGATGGTCGGGAGGCCATAATCT 

CCTATATTACTCACTTATAAG AT ATG ATTAAAG G AAAG CAAGTTAACGATACATCTTATT 

TAAACATAATCCTTTATGTCAAAATTAATATTGCATGAATTTTGAATTCTATATTTACCT 

GAAAGAAACCTGTAAAATCTCGGTGCTGTGTGGACGTTACAAATTTTAGTGCATTGAGGT 

GTGAGACAGTGAGTACAGATAGAGGGAGACAAGATAGAG 
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>SEQUENCE:7414:prostate_MPM2000-004P6_Table5 

CCCTGAATAAAGGGAACACATGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAAT 

TAATTAAGGATATCTTTTCCACAAGCTCTCCCCAAGGGGAAGTGTTCATATTCCCCTAAT 

GCCACATTTCCCATCAAAGCCCACTTCTGGGACCACATCACCTCCCTTAAATCCAGCCTC 

CACCATCTAGACGTAGGGATTTAAAACACTAGGTTAATTACGCTACGCATTAACTGCTCC 

TCCTAACTACTCACAACACAGTACCCAAATTCCTCAGTGCTATATCCAAAGGCTTCCATG 

ACCTATTTGTCTCATCTCTTGCTAAACTCTGCATCACACTGTCTGTACCAGCTGTCTGCA 

CAAAACTCTCCCCACAGTTTTCCTCCATAATTTTGCTTGTGTGAGTCACTTCACTGAAAC 

ACCTCCCCAACTTACTCCAGCTCAGTGGCTGGCTGTCACACTTCTTAG 

>SEQUENCE:7415:prostate_MPM2000-004P6_Table5 

CTGGCCGTCGGTTTACACCCCGGAATAAAGGGAACACATGCTGGGTGCCGGGCCCCCCCT 

CGAGAGTACTTCTAGAATTAATTAAGGGGGGGGGGAGAAGAGGGAAGTAAGAGCAATACT 

I I I I I GCTTGAGAANGANGTNAACTACTTACTGAAATGATCATTTGTCTGAGTAACTCAA 

ATATCTATCAGATCCTGTAGTCAAAATAATTTTCCATGTATACAAAGATTTAGTTTTTAT 

CATTAAAGAAAATAAATAAATAAATGTCCACATAGAAAATAATCACTGACAATAATTAGC 

ATTAATGGAGTTGTATTTGGATAGACATTAGTGCAGAAGGAGGAAAGTTCAACCCCTTTC 

TG AAT AG C AG C AGTC ATTG GTTCTCTAGTCCTC ATCTGTATTTTACTG GTTTAAAAACT A 

TTAAATTTTCATCAGCCAAGTTATATGTAAATAACAGCAGTAGGTAATATGCTATATTTT 

CTCCATGACTGGGGGAAAAACATGCAGGAGTTCTTGTGAACACAAAGCTGACACAGAACA 

GAAATTCTAATACGTGCGGGTGGTGTAAGATGTTAGCATCTCCCT 

>SEQUENCE:7416:prostate_MPM2000-004P6_Table5 

CTCAGATGATAGATGCAGCATAGCAGTCAGTCAGCTAAAGCTACAGCTGCTCATCTCTTC 

ATAGAACCACGTAAGTCAGCACAATTCAGGGTTCTTTAACCTCAGCACTATTAACATCTT 

GTCTTGACTAGTTNCTTTAATATAAGGGCCGTCTTCTTCATTGTAAAACATTTAGTGGTA 

TCCCTGGCTTCTGTTCATGAGATAACATTAGTACTTTTCTTGTGTAACAACTA 

>SEQUENCE:7417:prostate_MPM2000-004P6_Table5 

GCAATGTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTAC 

TTCTAGAATTAATTAAGGCGGGAATGGCAGACGAGTGCAGACCTCTCCTGTGGATGAACG 

AC ATTTG GTCTTTTT ACTACTTACTG G G AAG CA ACCTTG ACCC ACTCCGTG AAGTAAAG G 

AAGAGGTGCTGTGAGCTCCCCCTATGGGTGAAGTGTCCCTGATCACCCATTTAGAACTGA 

AATATACCGACTACATATATTTGTTAACCATGGTGTTAAAGGCTTATAGACAACCAGAGC 

TGCTGCATTACGTACGTTATATGCGAACATTCTGATTTAACCATTCTTACCTTCAGCATA 

AGAGGTGAAAATACCTGTTGTCATGGAACTTATGTTCCGATTAGAGTATATATTCAAGTG 

TTGAGGACTTACTAATCTTCCATTCTCCGTAATCCATTCTTAAACTTTTACTTGGCAAAT 

GTTTATTGAGTCCCCACAGTGTGCTAATGCACTAAGGTCTAAAAAAAACAGTAGTAAGCA 

N AAN AAAAAAAAAA AA 

>SEQUENCE:7418:prostate_MPM2000-004P6_Table5 

CCG GCCGTCGCTTTACACCCCG G AATAAGGGG A ACCC ATG CTGG GTGCCG G G CCCCCCCT 

CGAGAGTACTTCTAGAATTAATTAAGGTGGGGATCTTCAAAAGCAGTCATGGAAACAGCA 

AGAGAAACACTCGAAACAACTCTAGAAGGTCCACAGGAACCATATTAGAAAATATAAAGA 

AGAACTATAGCAAGAATGAGAAGTGGGTTTCAGATTGGTTCCTGAAGAGGAGTTGATGCT 

GCACAGTGAATTGAGGGCCAAATCAGCAATACAACCTGGGTCGCCTGGATTTCAGCGCAT 

GGCCTTTCCAAGATAACATGCTACTCTCTCGTCCACAGATTTTGAAGAAAAAAAAAGATC 

ACCTAAAGAGAAAATAGAGAAAAACTGTAAGTATTAATGTACTATTATAAGTCTCTATTA 

CAAAGACAGGTTTATAGGAAATAAAAAAGCACATAAAGCATGACACAGGCTCATTACTTA 

AAATAAATTTTTATGGCAGAATTGGCCAGACAGACTTTTATACTATCAGATAATTAAGTA 

GTGATATTAGAG I I 1 I I I AAACAAC Mill AAAATTATGAGAATATTCAAACATTAACGG 

GGGGGAAGAAAAGAAAAAAAAAAAAGGGGCCCCCCCCCGGGGGGGGCCC 

>SEQUENCE:7419:prostate_MPM2000-004P6_Table5 

ACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 

TTAATTAAGGCGGGCCGATACTAAAAATGAACCAGACAAAGCACAAATGAAAGGAACTTT 

TCCTAAAATGAATACATCCTGTTAGATTCGAAAATATACTATCCTCATGGATAATCATTT 

TGTCAGCCTATCCATAATTACTTTTCATTAAAATCTGTAATTGTCTTTAGCAGGAAAAAA 

AAGACCGAACTAAGTACATACGTAATCTGTAACATAGATTTTATATTAAAATCTATTTGA 

AACATTTAAGATTTTTCACACTAAAAAAAGAGAGATCACTTGAAAAATATATGACTTAAT 

AGTCATTTACTTTTGTTTACAAAACAGGAAAGAAAACTGACTACAATTCCAGAACTAGTA 
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AATCGCAAAGTTAACATCTAATGTCTAATCATCTAATTCCAAACTTCATGCAACTGTAAT 
CATTCAACTAATCAAGAATCTTTAAACCATTCTGACATACTATTAAATTAGCAATTCCAC 
AAACATTAGCCGTTTTTAAAATCCAAAAATCCAGATTTCTTTGTAATTCTTCACGT 
>SEQUENCE:7420:prostate_MPM2000-004P6_Table5 

GGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCG 

GGGTAGATTTATTTCTCTCATTTTATAGAAAGAATAGAAGGCTTAGTGAGTTTAAGTAAA 

ATCATTGAGATCTTGACAGTTAGAGAGGACTTCCTAAACAAGACGTAAAAAGCACAGACC 

ATAAAAGGAAAAGTTGGTAAAAAAAAAAAAAAAAAAAAAAAAAAAAAGCGGCCGCCACCG 

CGGTGGAGCTCCAATTCGCCCTATAGTGAGTCGTATTACGCGCGCTCACTGGCCGTCGTT 

TTACAACGTCGTGACTGGGAAAACCCTGGCGTTACCCAACTTAATCGCCTTGCAGCACAT 

CCCCCTTTCGCCAGCTGGCGTAATAGCGAAGAGGCCCGCAC CGAT CGCCCTTCCCAACAG 

TTGCGCAGCCTGAATGGCGAATGGAAATTGTAAGCGTTAATATTTTGTTAA 

>SEQUENCE:7421:prostate_MPM2000-004P6_Tab!e5 

GGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCG 

GGCAGATCACGAGGTCAAGAGATCGAGACCATCCTGGCCAACATGGCGAAACCCCATCTT 

TACTAAAAATATAAAAATTAGCCAAGCGTGGTGGCACATGACTGTAATCTTAGCTATTGG 

GGAGGCTGAGGCAGGAGAACTCACGAGACAGAGATTGCAGTGAGCTGAGATCGTCCCACT 

GCATTCCAGCCTGCGCAACAGAGCAAGATTGTGTCTCA AAAAAAA ATCACAAAATAAAAT 

ATTTAATTTAGCCTTCTAGATTTTACAGTTCACATTTTAAATTTTTTAGTCAAATCATAG 

AATAACCAGGGATGGAGTGGATTCAGGTTGGGAGTGGATAAGCTATGCGCCCTATCTCTG 

CCG AAATTAAAAAAAAAAAACG GC 

>SEQUENCE:7422:prostate_MPM2000-004P6_Table5 

AATTAATTAAGGAGTACACATGAGTCAACCCATAATGCTGGTAAAACCCTGCAGGTGGTC 

ACTAAAGGCCTGAATGAGGACAGAACCAAGACTGGCCAGCAGCTCTTTGCAGGGGCAGAG 

GAGAGCTGGGCCACCAACAGCCTCGCATCATTAGGCTGATCTGCATCCAACGAAATCAAA 

TC AGC AAAC ATATT AG AC ACCTCTAG GTG CAA AG CCTTG G CC AAATG CTATGG G AG G GCT 

GGGCACAGTGGCTCATGCCCTGTATCCCAGCACTTTGNGAAGCCAAGCTGGNAGGGTCAG 

TGAAGCGA 

>SEQUENCE:7423:prostate_MPM2000-004P6_Table5 

CGCGCAATTAACCCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 

TACTTCTAGAATTAATTAAGGCGGGGGAAATGAATAGTGGTTGAATGGGCATAGAATTGT 

CCATGATGATTTTTACATCTAGAAATCTGCTACACAGCACCGTAAATATTCTTAACTCTA 

CAAAACTGTATACCTACAACTGGTTACGATGGTAAATTTTAAGGTATGTGTTTGTTACGA 

AAATTCTAAATAATAAATTATTTATAAAAAATGATCTTTGTTGACACAGGGAAAAATAAA 

ATAACAAAAATTAAAAAAATGGCGGCCGCCACCGCGGTGGAGCTCCAATTCGCCCTATAG 

TGAGTCGTATTACGCGCGCTCACTGGCCGTCGTTTTACAACGTAGTGACTGGGA AAAC CC 

TGGCGTTACCCAACTTAATCGCCTTGCGGCACATGCCCCTTTCGCCAGCTGGCGTTTTAT 

CAAAAAGGCC 

>SEQUENCE:7424:prostate_MPM2000-004P6_Table5 

AACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGA 

ATTAATTAAGGCGGGTTCCTCCCTGTCAGGGAAGGCATTGTAAACTCAAACGCCTGTCAG 

CTGTGAACCTGGCTCTTCCTGGAATCACTCCACTCCCCTAGTCTTCAGTGTCCAGAAGTC 

TCACAGATTCTCGTAGGCACTCCTCCAGTGTCCAAGGGTGAGAAGGGCCCTAAAATCTTC 

ACTCACCTGGTGGAGGAACAGGGCCCTGCTGCTGACTCTCCATGAGTTGCTTCCATGGAG 

ACAGTTTCATGTCGGATAAAATTATTTTTCCCGGGCCAGGCGCGGTGGCTCACACCTGTA 

GTCCCAGTACTTTGGGAGGCCAAGACGGGCAGATCACATGAGGTCAGGAGTTTGAGACCA 

GCCTGACCAACATGGAGAAACCCCATCTCTACAAAAANNANNANNNAAAAAAAAAAAACG 

GGGGGCCCCCCCCGGGG 

>SEQUENCE:7425:prostate_MPM2000-004P6_Table5 

CTAGAAATTAATTAAGGGGGAAACATTATTCTACACACAGTGGGGAAAATAGTCATAATA 

AAGAAGCCATGGAAGTTCTTGGTATAAGAACTGAGTTACTGTATTGCCACTGTAGGAATC 

ATTCAGTTGTAAGAAAAAGTATTCAACCTAAATTCTCTATTTTTCTAATTTAAAAACTGA 

AATTCC AAAA A A AAAA A AA A A AAG ATAA A A AAC AG G G G CCCCCC CCCG G G G G G G C ACC AC 

TTTTCCCCTTTAAGGGGAGAGTTTTACCCCCCCCCAGGGGGCCG Mill AAAAAAAGAAG 

ACCAGCCTGACCAGCACAGTGAAACCCCGCTGTACAGAAAAATTAAAAATTAACTGGGTC 

CAGGAGCATGTGCCTTA 
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>SEQUENCE:7426:prostate_MPM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAT 

TTAAATTATAATAGATTATTTATATTATAATAAATTAATTTAATTTAAAAATAACCAAAA 

TTCACCTCTTCAACTTTACAGATGAAGGAGTCCTAGAGATGTAAAATTAAACTTGCCCCA 

AAAATACAAATTTAGAAGATGCAAAGTTAAAAACAAAAATGACTCCTAACTCCCAATTCA 

GCACTCTTTCCATTATAACACACCATTTTCAGCTGGGCACAGTGGCTCACGCCTCTAACC 

CCAGCACTTTGGGAGGCCAAGGCAGGTGGATCACCTGAAGCCAGGAGTTTGAGACCAGCC 

TGAGCAACATGGTGAAACCCCGTTTCTACTAAAAATACAAAATTAGCCAGGCATGGTGGC 

ACATGCCTATAATCACAGCTACTCGGGAG 

>SEQUENCE:7427:prostate_MPM2000-004P6_Table5 

GGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGG 

GAAACTAATCTTACAAAGGAGGCTTCCTCTTTCCTTTTCCAGTGGTATTCCAAGCTT CCT 

TTGGAGTGCCCTCCCTCCTGATTTACAAATTGGCCTGACGTTATCGGAGTACAGGCTTTT 

TCCTG GTG GTTTCTG G CCT AAC AG G AG AC AG ATT AGT AAGT ACC AG G AT CTCTAATAG GT 

CAACTTTCATG ATCTCTGCTAAATTCTC AG CTGTTTAG ACTT ACAA I I I I I AACAGCTAA 

AAGGAAAGACAAATGCTATCTAAAACTGTCCCATCAGCC CATTT ACAGGGAGCACCTCCC 

CCATACCGCCCTAAAATCCTTTAAAAAATGGCTTTAATCATTTTATCTGCCTTGCATTTA 

AGCGAATTCAGTTTAAGTGGCTTCAGTTCT GAATTC CTGGATTATATCCAAATGTTGCAA 

ATGGCGGTGTGTGGGCTTTGAACTCGTAAA I I I I IT 

>SEQUENCE:7428:prostate_MPM2000-004P6_Table5 

CTGGCCGCGTTTTACACCCCGAAATAAAGGGAACCATTGCTGGGTGCCGGGCCCCCCCTC 

G AG AGTACTTCT AG AATTAATT A AG GCGTG AG CC ACTGTG CCCG G CC AG AA AAT ATGT AA 

TCTTAAAAATGGATCCATTCCTCCTCCTCTGCTTTTTACTTTTTCGGAGAGGGGTCACAA 

TTTTTCGGTTCTTTTGTTATGTCACTCTTAAAATATTATTGAAACATTAATGCAGTCTTT 

ATGACAAAATTCCCATGGGTACATTGTCATCCTAATAGATCCAGAAAGTATTAAGTGTAT 

GTCTTTTCTAGCTTTTGTCTGGTGATACTAAACATTATTGTGTCTTATTCTTGCTGCTAC 

AAGTGGTTCTGGGGACTAAGAGTGACAGTGTTGCCTGAGAGCTTCTTGGAAATGAAGTGT 

CTCCCACACAGGACACAGAGTCCTGCAAGTCAAAAAGTCCGTTTTAACTGTGAAGATTAA 

GTCCTGTGTACTAATGAAGACGTTTCTTT 

>SEQUENCE:7429:prostate_MPM2000-004P6_Table5 

CGCCAAGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCT 

CGAGAGTACTTCTAGAATTAATTAAGGCGGGAGGAGTGTGAGTTTCTGGGGCTGGAGTGG 

GGAAGAGGCTGAGGGGAAAGAGGGGGCCAGGGTGTGACCCAAAACAGGTGCCTGAACTT 

G 

CAGGGGCTAACTGATCCCTAAGTATGGATCCCAGTATCTTTCTTGACCGGGCGCGGTGGC 

TCATGCCTGTAATCCCAGCACTTTGGGAGGCCGAAGCGGGTGGATCACCTGAGATCAGAA 

GTCCGAGACCAGCCTGGCCAACATAGTGAAACCCCGACTCTACTAAAAAAAATAAAAAAA 

AAAAAAAAAAAAAAGCGGCCGCCACCGCGGTGGAGCTCCAATTCGCCCTATAGTGAGTCG 

>SEQUENCE:7430:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTCTTCTAGAATTAATTAA 

GGCGGGTGGATCACCTGAGGTCAGGAGTTTGAGACCAGCCTGGCTAACATGGCAAAACCC 

CGTCTCTACTAAAAATACAAAAAAAATTAGCCGGGCTTAGTGGCAGGCGCCTGTAATCCC 

AGCTACTCAGGAGGCTGAGGCAGGGGAATTGCTTGAACCAGGGAGGTGAAGGTCGAAGTG 

AGCCAAGATCGTGCCACTGCACTCCAGCCTGGGCGACAGAGCGAGACTCCGTCTCAAAAG 

AGAAAACCNAACAACACACC 

>SEQUENCE:7431:prostate_MPM2000-004P6_Table5 

GCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 

TACTTCTAGAATTAATTAAGGCGGGCTTGAAAATTTTCTTCCTGTAAATCTTGTAAGTTT 

TGGTTTCTTAAATTTATATATGAATAAAATTTATGTTAAACTAGAAAAGAAAGTCAGGTT 

ATATATACTCTGTGCCCACATGAAAACCATTAGGTAGACAGACTCAAAAAGAGAAGCTAT 

AATTGTCAACCCCATACTTAGAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAGCGGCCGCC 

ACCGCGGTGGAGCTCCAATTCGCCCTATAGTGAGTCGTATTACGCGCGCTCACTGGCCGT 

CGTTTTAC AACGTCGTG ACTGG G AA A ACCCTG G CGTT ACCC A ACTTAATCG CCTTG C AG C 

ACATCCCCCTTTCGCCAGCTGGCGTAATAGCGAAGAGGCCCGCACCGATCGCCCTTCCCA 

ACAGTTGCGCA 

>SEQUENCE:7432:prostate_MPM2000-004P6_Table5 
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CGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGT 

ACTTCTAGAATTAATTAAGGCGGGAAGAGGAGAAATGGAAATATACAGCTTTAAGGTCAT 

TGTGTGTGAAATAGGATAATTATACAAATAAACCAGGAGAGAAGATAAAAAGAAGTATCA 

ACAAATAATATCAAATAATATAGAAAAGGAAAAAAAGTAACAAAAAAAAAAAAAAAAAAA 

AAAAAAAAAAGCGGCCGCCACCGCGGTGGAGCTCCAATTCGCCCTATAGTGAGTCGTATT 

ACGCGCGCTCACTGGCCGTCGTTTTACAACGTCGTGACTGGGAAAACCCTGGCGTTACCC 

AACTTAATCGCCTTGCAGCACATCCCCCTTTCGCCAGCTGGCGTAATAGCGAAGAGGCCC 

GCACCGATCGCCCTTCCCAACAGTT GCGCA GCCTGAATGGCGAATGGAAATTGTAAGCGT 

TAATATTTTGTTAAAATTCGCGTTAAA I I I I I 

>SEQUENCE:7433:prostate_MPM2000-004P6_Table5 

AACAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTCTTCTAGAATTAATTAAAAA CTTCT C 
TG C AACC AT AG CAATTTTCC ACCTTTG CT A ATTT A A AG TTT AA A T ACC ATAACG G GTTTT 
TCATACAGGCTTTAATATACTTTAATGCATTCCCTTTCATTTTTCCTGTCTTCTATTTGG 
GGTCTTGAGATTTAAGATTTTTAATTTATTTGCTTCACCTATTCCAGATGTGAAGATACA 
AAAGAAGT ACT AAACACTGTACT ACTA 
>SEQUENCE:7434:prostate_MPM2000-004P6_Table5 

AAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGCCTGTT 

TCTTACTGTAAAATGAGAGTTGGACCTTTGATACTCTCAGTTTCATTCCAGCTCTAAGAG 

TATAATGCTATAGGCATCCAGTAGAGTGAAAGCCTCTT TGCTCCAGAGTAGTTTATT TCC 

TAACAAAACAGAGTTCTAAAAAAAATTTTATGTTTTTTACTTTTTTATTTTTAI I I I I I I 

GAGACAGAGTTTCTGTCACCCAGGCTGGAGTACAATGGCGGGATCTCAGCTCACTGCAAC 

CTCGGCCTCCCAGGTTCAAGTGATTCTCCTGCCTCAGCCTCCCGAGTAGCTGGGATTACA 

GGCATATCCACCACGCCCAGCTAATTTTTATATTTTTAGTAGAGACGGCATTTCGCCATG 

TTGGCCAGGCTGGTCTCGAACTCCTGACCTCAGGTGATCCACCCGCC 

>SEQUENCE:7435:prostate_MPM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAG 

GCGGGGAGCAATACAACATACTGATTACTGTTATACTTACACTTGCCTTAGGGATCATTC 

CAAAATATATAAAGTTGTATTAGTAGTAAACCCTTTTTTAAGAAATACTAATAACCCCCG 

GTAAAATGGAATGACTTTCTAGGCTTTTGTTTGAAAGCTTTTGAGAAATGCTGTTCCTCA 

AGACGCTTGTATATACACTGTGGGAGTAAGGAGTGGTCTGTCTCCAAA CAAA TGGGCGAA 

ATGCTAACTGCACACTTTTAAGAAGTTTCTTTCACGAATTTTGAGAGGGTTTTGTATGCT 

AAATTTTGTGAATTTTTCAAGAGAGGAAATAGACTCTATTAAAA TATTC TGAAAGGTCAC 

TCAAAGCCCAGTTTGGGGGTGAAAAAATCACAAAGGAAGTGACTTTTAAATTTGATCTTA 

TAAAAATTATGTCTGTTTCAAAAACACAAAAATTATTAAAAGGCAAATGAATAAAAATAT 

GACAAAACTATCANTATCATTTATATAGCTTTTTTAAAATCAGT 

>SEQUENCE:7436:prostate_MPM2000-004P6_Table5 

GAAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGG 
GATGAATTTTATAAAAATAATGATGATAGTTAATAATTGATGTGGTGAGATTATGGGTGA 
CTT AG GTTCTTTTT ACTTCCC AT ATTGTC AAC ATAG ATTACTGTTG CC ATC A AG AGT A A A 
TAAATAAATAAATAAAAAAAAAAAAAAAAAAAAAAAAAAAAGGCGGGCCCCCC CCGGG GG 
GGACCCCCATTCCCCCCTTAAGGGGGTTTTTTACCCCCCCCCCCTGGCCCGGI I I I I 
>SEQUENCE:7437:prostate_MPM2000-004P6_Table5 

AACCCTTCACTAAAGGAAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAG 

AATTAATTAAGGCGGGCAGATCACACTGAGGTCAAGAGTTCAAGACCAGCCTGGCCAACA 

TGGTGAAACTCTCTCTACCAAAAAATACAAAAATTAGCCAGACATGGTGGTGGGCACCTG 

TAGTCCCAGCTACTCCAGAGGCTAAGCCAGGAGAATCGCTTGAACCCAGGAGGTGGAGGC 

CGCAGTGGGCCGAGATTGCACCACTGCACTCCAGCCTGGGTGACAGAGTGAGACTCTGTC 

TCAA 

>S EQU ENC E :7438:prostate_M PM2000-004P6_Table5 

TTACAACCCGAAATAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTC 

TAGAATTAATTAAGGCGGGCATATACTTATAGGAGCTGACCAGAAAAAACAATTTTAAAA 

TGCTACAATTCTCTAAAGAGGTGGATATTCAACAGTATCACTTTTTCTTTAAAAAAAATA 

ACAAACTTCAGGCTGGGCCTGGTGGCTCATGCCTGTTAATCCCAGCACTTTGGGAGGCCG 

AGGTGGGTGGATCACGAAGTCAAGAGATCGAGACCATCCTAGCCGACATGGTGAAACCAC 

GTCTCTACTAAAAATACAAAAATTGGCTGGGTGTGGTGGTGCACTCCTGTAGTCCCAGCT 

ACTCCAGAGGCTGAGGCAGGAGAATCGTTTGAACCCAGGAGGCAGAGGTTGCAGTGAGTT 



Table 7 
2670/3129 



AAGATTGCATCACTGTACTCCAGCCTGGCAACAGAGCGAGATTCCATCTCANNNNAAAAA 
AA AAA A AAA AAA A NNAGGCCCCCCCCCCCGGGGGG 
>SEQUENCE:7439:prostate_MPM2000-004P6_Table5 

ACTGGCCGTCGTTTTACACCCCGAAACACAGGTGTTTACCATCATTGCTGCTTGCCGGGC 

CCTTTCCTCGAGAGAACTTATAGAATTAATTAAGGCGGGCGCGTCTCCTTATCCCAGGAA 

TTAAAGGATGCGCTCAACTATCACCGGACCACTGGACTCAAACCTGGGTAAACACATCAA 

GGCCCACCCTTCCCTTTGTCATCTGCAACAAAAGAGAGGGAACAAACAGTTCCTACATTC 

CCATCACTTCCTAACAAGCGCATAGCTGACTGTAGGACCTCATTG GAAC CGATTTCATGA 

ACGT ACAG CG G GTTATTTTTAAT AAT ACATTGGTTG C ATTT AAAT ATTTTT AAG AAG C AT 

TATTAGAAACTTCTGTTTTATTTCAGGAAAAGTTATCTATTCCACCTTTTCCCCTTTCAA 

ATCCATCTTAAGTTACCAAAACCTTAGACTTCTTTGTCTGGGATCACTAGGGGGCCATAT 

GTGAAAAATATGAAAGAAGCAGGTTGGAAATGCCTAATGAAGGAAAAAGAAAATGGGAAA 

GAAAA 

>SEQUENCE:7440:prostate_MPM2000-004P6_Table5 

ACCCTAAATAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 

TTAATTAAGGCGGGCAGATCACGAGGTCAGGAGATCGAGACCATCCTGGCTGACACGGCG 

AAACCCCGTCTCTACTAAAAATAGAAAAAATTAGCCCGGCGTGGTGGCGGGTGCCTGTAG 

TCCCAGCTACTCTGGAGGCTGACGCAGGAGAATGGCGTGAACCCGGGAGGCGGAGCTTGC 

AGTGAGCTGAGATGGCGCCACTGCACTCCAGCCTGGGGGACAGAGC GAGAC TCTGCCTCA 

NAAAAAAAAAAAAACCTTAAACTGGGTGCCTCACCCCTATAATCCCACCTTTTGGGGAGG 

TTAACGGGGGCC 

>SEQUENCE:7441:prostate_MPM2000-004P6_Table5 

CTCACTAA AG G G AAC AAA AG CTG G GTACCG G G CCCCCCCTCG AG AGT ACTTCTAG AATT A 

ATTAAGGCGGGAGGCAATAAAGGCAATGGAGAGCTCATAGTATTTAACCATTCTGTGACT 

CAATGTCTTCTATAAATGGGACTAATAATAGTACCCACTCATCGG I I I I I I I GTTAAAAA 

AAAAATCTTTGTACAGTGCCTAGCTCAGTTGGTGGTGCATAGTAGGTCTTTAATAATGGA 

A I I I I I ATTATGACTAATAC I I I I I GGTTCTTCGTAAGTTTTGCTTGC TGTG GGCCCCCA 

TAG CTTCAACTCTAT ATTTTTACTCG ATG G CTCTCTTG ACTCC AG G GTTTTC A A ACTTCT 

TTCAGTTTTACTTCTTGTTGCCCCCTGCCTGATATTCATTTTGTATCTGAACAACATTCT 

TAACAAAATCCCCTAAGTGTCTTAGCTCATGTTTTTGGGTGGGACCATGCCATATGCGAC 

TAGTCATTTTATTAACAGGTTTTCAGTGAATGTGTGCTATCT 

>SEQUENCE:7442:prostate_MPM2000-004P6_Table5 

CTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTA 

ATT A AG G CGGG G A AAG AATTG CCG AGT AACTTATAC I I I I I I I AAGGTTTCATGATCAAC 

ATGCCTGTGTAGGGATGCACCGAAGGGTTATACTGACTTGATGGCCGACTGCTCATAATG 

G G CTG CTG G AAACCTTTCCAATGTTTTAACATTG AC ACAG G CATG CTTATCCTGTG G G G A 

CCTrCTGGGACATCCCAAGACAGAGTTCATCACCCTTTTTTAATACTGTCCTGTACTTTT 

CTTATCTTTCTATTAGCGCTCTTAAAACATATTTTCTTGCAATTACCTTCACATGCACTG 

TGAACACCGGCAATTTAATGTGTTTTTGTGCATGTGTATGCATGCACGCTGAATAAGTTC 

CTTGCATGCTAAAAAATGTTTCAACCTACAAAATAAATAGTAATGTCATTGCCTGGTTCG 

TGAAAATTTGGGGATAATAGATTTCACAGAACCAGGAGAAACTTATAAAGATCAAGCTCC 

AGACATATTACTATGGAG 

>SEQUENCE:7443:prostate_MPM2000-004P6_Table5 

CCCGCCCTTGAGAGTACTTCTAGAGTAAATTAATGCGGGGGGGGGAATGAAGGTGGGCTG 

AGG ACCGTG G GGGTATC ACAG AGG AG ATG AATG CCAAAA AGTTTG GTG GC AG AATTAGTG 

GACCAGCAGCTTCTCAGTAGCTAGAGAATTTGGGATGCTGTTAACCAAAGTGAGGGCCCA 

CGAGAAGTGCAGTGTTCATTCCTGGAGGAAGAACGATTAAGTGTTCAGAGGAGGAAGGCT 

CAGTCCTGTTCAAATGAACCGTTACTCCACTTTCCTTAGTCCCCACAATTAGTCCTACTC 

AGAGATCATCAGAGGACACAACCATCTGCAGAACAATCCTGGGTTCCATGAGTCCTCAAC 

CAGAAGTTTTAATGCCAAACCCCAAAGTATTCTGTGAGGAGAAGCTGCTTTTTAGGAAGG 

TATGACTGTGGAGTTTCTG 

>S EQ U ENCE: 7444:prostate_M PM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGT ACTTCT AGAATT AATT AAG 
GTGGGAGGGAATGGATTTGGCAGTTTGAGGAGCTTGGAGAAGACTTGAAATAGTTGTAGA 
AAATGAGAGTAAGTGTTACTGGGGAAATGTGGAATTATATATTAAGTGAAACAAGCTGGT 
TGTAGCAATAACTAGTTATTATTTTTACAGATAAGCAATGAAAAAAACCAGAACAAACCA 
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ACAAGCCTTTTTAATACATCTCCTTATGATACCATAAACTTACAATGTTGTTTAAATGGA 
CATCAGCAGTGCATAAATAAAATAAACCTAAATTGTTGTTTGCCTTTAG TGAAT AGATAA 
ATTGCTTATCTTTAACATGTCATTTATTGGAAATAACAATTCTTATAATTCTTTTGTCAA 
G G CTGTC A AAATTGTC ATTTAA AATG CAT AG CAC AAAC AATATTATGCC AAC AAT AAC AG 
AAAAAAAAAAA 

>SEQUENCE:7445:prostate_MPM2000-004P6_Table5 

CCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTCTTCTAGAATT 

AATTAAGGGGGGCTCAGAAAAGGGAAATGTACTTTATCTAAAGAGATGAAATTGGACTCA 

ACTTGGAGAAATGGTTCTCTGACCAGATGTCATTTAAAGGCATTGGACTTTGGGCTCCAG 

GCGTTGACTGTTTCTCAAGATAAATATGCATCTAGGAACCAAGAAGGGCATTTTCAAGGA 

TTGCTGTGAGTTGGTATTATAATGTGCTAAGCACACCCCTGACGTCTTTGGAGGTCTGAG 

CATACANATCAGACATAAATGCTTCTCAGTTCCTTCTCATAATTTCTCTGA 

>SEQUENCE:7446:prostate_MPM2000-004P6_Table5 

AG CG CG CA ATTAACCCTC ACTAAAG G G A AC AAA AGCTG G GT ACCGG G CCCCCCCTCG AG A 
GT ACTTCT AG AATTA ATTA AG G AG G GCTAG AAATT AG G ATAGTG TTTATCTT GTG AAG G G 
CTGATTGGGAGGACGCATGAAGATTTTTGAGGCTCCTTAAAATC I I I I I I I AAAAATCTA 
GGTGGTAGTT AAATT AT ATGTATTTGCTTTATGAAAACTGTCAGTTGTACATTTG TG AT T 
AGTGTACTTTTAAAAAATGTTTTCTTAAAGAGGTGGGGAGATGAGTGAAGTCCATTTTAA 
AAGTTCTTGAGGTCTTTTCACCCTTATGAAAATGAGCACGGCCTCTGGAGGCAGAACTTA 
T ATGG CTTG ATG A AAAATGTG G CTGTACT AACATAG AATACCTTTATG C AAA AAAA ATTT 
ATGCGGCCGCCACCGCGGTGGAGCTCCAATTCGCCCTATAGTGAGTCGTATTACGC 
>SEQUENCE:7447:prostate_MPM2000-004P6_Table5 

ACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATT 

AAGGCGGGAGGAAAGGACTGCAAGGCAATTTTATAGATACATTCTAAAGGCCACCAGCCT 

GGTAAGTGTACACTGCCTTAGGTGCATTTAACCAAAATACCCCTATCTCCAACCACCACC 

AGCACCATCATCTCCACCTCTGCCCAAGTGCTCTTATCCTCCTGCTTATCTTAAAAGTTT 

TCAGCCAGTTCCTATTTTCTATGACCTGGGATGGAAATCTACAAATATTAATCTACAAAT 

ATTTATTTGATACCTACTATGTGCTCAGTCGATGTATAAAATACAGTATCTTCCCTTGAC 

GAGTTTATAATCTAGTTAATAAGACTAACAATTTAAACACTGAATTATGCCAGAGATAAT 

GTGATTAAGTGCTAACTTGGATGGCAGAGATTAACAAAGACATGAGATGG 

>SEQUENCE:7448:prostate_MPM2000-004P6_Table5 

AC AAA AG CTG G GT ACCG G G CCCCCCCTCG AG ATA CTTCT AG AATTAATTAAGG CG G G G AG 

AGCGGTGAGGACAAAGGTGGAAGCAGGGGAGCAGATAAGCAGATTCTGCAGACGTATCCA 

CCCTTCCGTGACTAGCTCTAGCCAATGGAGAAAGGGCAAGACCTTTCATACATGACCAGG 

GTGTATG AG A AC ATG G GTGTTACC ATTTAATTTC AG G GTCTGTGTG CCTCCTG CAATTCC 

CACCGGAGAAGTGACTCCTAGGTTTCAAGCTGGGCTTGTCCGTATCATATGAGCTGGCAG 

TTTCTGTTTACTCATTGGCAGACTGACATATACCTTTGAGTAGATGCT 

>SEQUENCE:7449:prostate_MPM2000-004P6_Table5 

CCTGAATAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCTAGAGTACTTCTAGAATT 
AATTAAG G G G G G AG AG AGTCTTCCTTG AG A AATTCT AAAC AC AAG CAC AT ATTT AT ATG A 
GTTTGGGGTCAAAATCCAT ATT ATCTCTGTGGCAGAAACACCCTTCAGTTTATTTT AAAA 
CAGTTTG G GTTATTAGTATACACAAGTG CCTG G AAG AACTG ACACAAATCTTCTTTATAG 
AAGAGTATTTTAAACACATACTTCAAAGAAGTGTATATGAGCTCATAATTTAAAATCAAT 
AAT ACATTAAAATGAGATGCCATTGTGCACCTGT AAG AAAGAGTAGCTTAAAATCT AAAA 
TACCGTCACCACCAGATGCTGGCGGGGATGTGAAAAAAAAAAAAAAAA AAAAA AAAAAAA 
GGGGGGCCCCCCCCGGGGGGGACCCCCAATCCCCCCTTAAGGGGGGTTTTTACCCCCCC 
C 

CCTTGGGGGGTTTT 

>SEQU ENCE :7450: prostate _M PM2000-004 P6_Table5 

CTGGGTGCCGGGCCCCCCCTCGAGAGTACTTCTANAGGAGGTAGGCAGCNCTCTGGAGCT 

GTATAATTCCTGATGCTGTCTCATGCCAGCAAGGTAAGCCAGCAGATCAGTGACACCATG 

TGGAATCTGCCACAATGCCTGGCATCCTACACCAACCTTCAGAGTCAAAAAAATATGCTG 

CTGATTCACTTCCAGCTCCCAAATCTCACACAAGGTGTCTTTTGTAAAGGTCGCTAACCC 

AGAACCATACCAGAAAGGGTGAACGCAGTACAATCCCCCACAGAGTCTTTGGATAAATTT 

AAACATTTGAGACTTGCATTTGTTTAAAGGATATCACATAGCATATTAGAAGAGCACAGA 

AGAGGCTGGGCACAGTGGCTCACACCTGTAATTCCAGCACTTTGGGGAGGCAGAGGTGGG 
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TGAATCACTTGAGGTCAGGAGTTTGAG 
>SEQUENCE:7451:prostate_MPM2000-004P6_Table5 

CGCCAAGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCT 

CGAGAGTACTTCTAGAATTAATTAAGGGGGAAATACAGAGGGATTGGTTAGTGGGTACAA 

ACATATAGCATATAGTTGTAAAAAACAAAAATGCCCCAATATTCAATAGCAGAGTAGAGT 

CACCATAGTTAGCAACAATGTATTGTATATTTCAAAGTAGCTAAAAGAGAGGACTTGTAC 

C AAC AC AT AG AAATG AAACTCA AG ATG ATG G CTATTTC AAATACCCTG ACCTG ATC ATT A 

CACATTTTATCCATGCAATAAATATTCACATGTACGCCATAATATGTAAAATATTTTGTT 

TCAATTAAAAAAATTTTTTAAGAAATTCAACTAGTAATCAAAATGTTCCCAAAAGGAAAA 

CATCAGGCCTAGGTAGTTTAACTCTCAGATTTATCAAACATTTAGAAAAAAATAATAATC 

TTAAAACATTCTTCCATAAAAACAG 

>SEQUENCE:7452:prostate_MPM2000-004P6_Table5 

GGAACAAAAGCTGGGTACCGGGCCCCCTTTCGAGAGTTCTTCTAGAATTAATTAAGGCGG 
GGTATGGGTGGTAAAGGCAAGGGCTCCTGGAAGTAAATATAGAAGTGCCAGCGGTTGGTG 
TTGGCATTAGC I I I I I GGCTGTAACATAAACCCCGTCAGCATGTCTATGCATGCCTATAT 
G ATG C AAAC AC ATGTTTG C AATAG AG G CTAGTTTG AG ATTTTC ACAACAGT AAGTCT AAA 
GTTGTAGTTCTCAGGCCGGGCGCAATGCCTCACATGTGTAATACCAGCACTTTGGGAGAC 
CGAGGCAGGCGGACCACCCGAGGTCAGGAGTTTGAGACCAACCTAGCCAATGTGGTGAAA 
CCCCGTCTCTTCCN N N NN AAAAAAAAAAAAAAAAAA AAAAAGGGGCCCCCCCCCG GGGGG 
GACCCCCAATCCCCCCTATGGGGGGGTTTTTACCCCCCCCCTTGGGGGGGTTTT 
>SEQUENCE:7453:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGCGGGGGGGCGGGGGTAGATTCCTAGCTCTTTCCCGAGTCTACTTCAAAAGAACTCGG 

GTAAAGCCTGGGCATGCATAATTAACGAGTACTCCAGGGGATTCTGAGCACGTGGTCTGG 

AGACTACACI MM I GGAACACTCTTCTGCAAAGCTTTCATCCTTTATCAAGGGAGTCAC 

CTAGGCTCACCAACTTCTTCCAGCAGGATTCTTTCTCCCTTGTCTTCTATAGTACACTCA 

CTGTGAAAGCAGGGTAGGTTTTGCTGCTGTTGTTTATTCAGGGAAAAGGGGATGAGGAAG 

AAACAATATTAAAAGGAGAAAGGAAAAGTGGACATTTTGAAGAGCTCCCTCCATTATTTA 

TGTTGC AATTAAAGTATG AAATCTTAACCTTCTTTTTAAAG GTGTGG CCTTTAG G ACTAT 

AAGCACTCAATTCTCCACTAAATAAATGCCTTTCTCCACTGAAACCCAAAGCTCCCTTAA 

GGGTTTCAAAACCTACCATTTAGCCCCAAATGTGGGCAATAATTGGCCGAAAAGTTCACA 

GATCTATCAAACCAATAGTCCTTACCTTGCTGTTTCTCCTTTCA M I I M AGCACTCATT 

A AAAAAC A A A AATAG G G CTGGG CCCG 

>S EQU EN CE:7454: prostate_M PM2000-004P6_Table5 

CCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATT 

AATTAATAGATGCCTTCTTTTCTCTTGGGTAAATGCTTAGGAGACAAATAACCTGGATCA 

TGGAGAAACTACCAGATTGTTTTCCAAAGTACTACGATTTTACATTCCCATCAGCAGTAT 

TGTGAATATTAACATTCTTCCACATTCTTCCCAACTCATGCTTTCCAAGATGGCACTCTT 

TTTAATTTTAGTCACTATTAATAGGTTTGTAATATTATCTCACTGTAGTTTTAATTTTCA 

TTTCCCTAATAACTAATG ATGCTG ACC AGCTTTTTCCCGCCTT AATTAAGCG G G G ACTTG 

ATTTAAGAAAAATTGGCTGGATGTGGTGGCTCATGCCTGTAAATCCTAGTACTTTGGGAG 

GCCGAGGCGGGTGGATCACTTGAGGTCAGGCGTTCAAGACCAGCCTGACCAACATG 

>SEQUENCE:7455:prostate_MPM2000-004P6_Table5 

GGGAAACCGAGGTGGGTGGATAACCANGTCAGGAGATCGAGACCATCCTGGCCAACATGA 
TGAAACCCCGTCTCTACTGAAAATGCAAAAATTANCTGGGCATGGTGGCTGGTGCTTGTA 
ATCCCAGCTACTCGGGAGGCTGAGGCAGAACCCGGGAGGCGGAGCTTGCAGTGAGCTGA 
G 

ATAGTGCCACTGCACTCCATCCTGGAGACGGAGCTAGACTCCGTCTCAAAAAAAAAGTGG 
CTGGACTTGCCAAAGTTGGGTTGGCAAAGAAAACCCATCCAATTTTAAAATGATCAAGGT 
CATTGTAAACTTTGAAAAATCTTTATTTCT 
>SEQUENCE:7456:prostate_MPM2000-004P6_Table5 

AAGGCAACAAAAGCTGGGTACCGGGCCCCCCCTCTAGAGTACTTCTAGAATTAATTAAGG 

CGGGGTAAGATTAGAGAATCGAAACAAATCTGGGGAATTTCCAATAAATACTACAAAATT 

AGACTAGAAAAATAGCTGTTATGTAAATAACTTTGTTGGAATATGCTAATTTTAGTGTCT 

TGAAAGTTTACAATTTATCTGATTGCTCTGCAGTACAGTAGCAACTGAGCTGATCAATAA 

AGGTGAAATTACTTTTTCAAAAATAACTAAAACAACAAAAAAAAAAAAACATAAGGATAA 
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CAAAACAATCCTATTCTAAAAACCATAATAAAAAAAAAAGGTTTACGACCCCCCCC CCGG 
GAGGGGGACATCCCTATGGTGCAGGCAAAAAATAAACCCCCCCCCCCCCGGGGG 1 I I I I I 
AAAAAAA 

>SEQUENCE:7457:prostate_MPM2000-004P6_Table5 

CCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAAT 

TAATTAAGGCGGNGACACAAATCTAAGTCATGTCAGTGCCCCTAAGTTATCCAGCCACAA 

ACCCACATATTTATTCCTTTCTCTTTGGGACTGGAGACTTTTACTCATTCAAGTATTTCC 

CACGACATAGTTTTCAAAGTTTGGTCTCCAGATTACCTGCATCAGATGATTAAAACTGTA 

GGCTCTTGAGCAACCCTCCTTAACTCCCCTAACATGGAATCACAAGACCCATTGATTATA 

GTCTATGAAATTGCATTCTTAACTAAGTCCCTGGGTGATTATTATGCATGCTGAAATTTG 

AGAGTAGTGCAGTGTGGTATTCCCAAGCTTTGGACAGAGAAGGATTCACTGAAAAATAAT 

TAAAGCCCAGGAAGGACTAAAAGGATAACAGAGAAGCATCCCAAAAATGATTGAAAAG 

>S EQU ENCE :7458:prostate_M PM2000-004P6_Table5 

GCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTA 

CTTCTAGAATTAATTAAGGCGGGGGTTGCAGTGAGCCAACGTCGT GCCAC TGCACTCCAA 

CCTGAGTGACAGTGTGAGACCCCATCTCAAAATAATTCCAATGACATTTTTCAAATAGTT 

TATTTTAGCGGAGCTACAGTGATTTAATCTTAAATATGAACCTTTATTTATCCACCATAT 

TATATTTGATACATGTTTTCCAACTTACTGGGCCATCTACTGGTGTCCTACATTAGTTGA 

AAAAGAAAGTTGGTAATGCTGCTTCATTTTCATGTTCCCTATTGGTCTGTTTAGCTTTCC 

TTTTATTAATTGCATTCAAACTTCACAGTTGCAAGCACGTTTATTAGTGAAAGTTGCATC 

C ATCTTTCTGTCTTCCATG CTCTCAG CAT AGTTTGTTG CA 

>SEQUENCE:7459:prostate_MPM2000-004P6_Table5 

CTGGCCGTCGTTTTCACCCCGGAAACAGCGTGTACACATGATGGG TGCCGC GGCCCTCCC 

TCGAGAGTACTTCTATAGGGGGGAGGAAGCAATCNNGACTACACAT I 1 I I I I CT TATATA 

CTGCTCAGGTGATGGGTGCACCAAAATCACAGAAATCACCACTAAATAACTTTTCCATGC 

AACCAAACACCACCTGTTCCCCCAAAACTAGTGATATAAAACTACACACATATAAAAACA 

AACACACACATATATTCACCTTTATATCAATCATGTGGGTGGCTATAATTATTCTAGTTC 

TTCAGACACAGAGAAAATCAAGAGTCAGAAATCTTACTCAAGGTCACGAAGATATGCGGC 

AGGGTCAAAGTTTTGAAAACCAAGTTGGTTTGCTCTGAGAGCTGTTTACACAGCACCAAC 

ACAGAATTTCAGAGACACATTTTGTGAGAAAGTTATCACCAGTGACAGAAACACAACAGG 

AGGCCCTACAATTCAT 

>SEQUENCE:7460:prostate_MPM2000-004P6_Table5 

ACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 

TTAATTAAGGCGGGGAGTAGAGTGTTCATTGTGGAAAACAGTACGCATAAGTGCCCTACC 

AAGTATAAAGAGACTGCGGTAGGTTAGTGTTGAGTGCTGACAATGTTGGCACATATTGCG 

TTAAAACCTTTGAATCTCATAAAGACAACATGGTAAAATCTCCATCACCAAGGAAGATGC 

TATTGCTAATAACTTCACACCTGCCTGAACAAAACAAAAAAATCCTACTCATAAAGGGAA 

ATAGGTGTGTCACATTGAAAACTGCGAACAGAACTTACTGAAGGTATTGATTATTATAAA 

GT ACTTCTTTGT AC ATAATGG AG G CT ATCTTG ATTCATACTG GTACCTC ACAATCACTCC 

CACAGGGCTTTTTGTCCTCTAAAGTCAGAGGTATCAAAATCTGCTAACTTGGTTTAGTTT 

C AG CT AAG G G C AT AA ATG AC A ACTG ACTG C AGT A ATTAATT ATCTCCCC AAA A A A AA AAA 

AAAAAAAATAAAAANNGGGCGGGCCCCCCCCGGG 

>S EQU EN CE:7461 :prostate_M PM2000-004P6_Table5 

TGGGTACCGGGCCCCCCCTCGAGATACTTCTAGAATTAATTAAGGCGGGCAACAAGTCAT 
TTG ACAAG AA ATAACTCACACTAATAGTTATTTCCTTN CTTCAC AG G G A AAACAAAAATT 
AAGAGGTAGTATTACATTAAATTGCTGATGCTTTAGAAAGAGGAAA GGTA TCATG CATG A 
AAGTAGTATTTCTG GCTCCATTTCCACGCACCAAG G AACCAC AGCTTTTT ATTTTATTTT 
ATCTTATTTTGTTTTGAGACAGGGTCTTACTCTGTTGCTCAAGGC 
>SEQUENCE:7462:prostate_MPM2000-004P6_Table5 

AATTTTACATAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGA 

ATTAATTAAGGCGGGTAGGAGCAAGGACTGGGAAAGTAACAGTAGGGAAAAGGAACTAGG 

AGAAAACTCTGAAGTAGGGTCAGGTTGCAGAGCAGATTTGGTTTTTTTACCCACTATGGA 

TAAGGTTGTTTTGCTGGATTCATGTTAACCCTTTCTTTTGAATTTCCCTAAATAAACTAT 

ATTTTCATCACTCCAAAATTTCTTCAAATAAAAAGCTAACAACTGTTAGGAATTTCCAGG 

CAGTTTTAACACAATTACATTATAAGATGTCCAATGAATGAATAGCACATAGGGGTTAAA 

AACCATCCTGCATCTTCCCCCTCCCTAAAGCATTCCCTCCTTTAAAAGGAAGTAAGCAAG 
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CCAAGTGAGTTGTAACTATGCAAT 

>SEQUE N CE :7463:prostate_M PM2000-004P6_Table5 

GCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTA CCGG GCCCCCCCTCGAGAGTA 

CTTCTAGAATTAATTAAAATTATAAACTTTTGGAAAATTCCATTTTATCGAGGTAAACCT 

GTTTCTATTTAGTATTTTGTACTTGAAACCAAGCGAAGTACTTGGTGAACACAAAGGAGT 

G CATTCCTAGGTACTATTAAAGTTAGCTACATTAG GCCAGGTG C AATGGCTAATG CCTGT 

AATCCCAGCACTTTAGAAGGCCCGGGCAGGTGGACCACTTAAGGTCAGGAGTTTGAGACC 

AGCCTGGCCAACATGGTGAAACCACATCTCTACTGAAAGAGATAAAAAATTAGCTGAGCG 

TGGTGGCCTGTGCCTGTAATCCCAGCTACTCAGAAGGCTGAGGCAGGAGAATCAGTTGAA 

CTCGAGAGGTAGAGGTTGCAGTGAGCTGAGAGAATAGCGCCACTGCACTCCAGCCTGGGC 

TACAGAGCGAGACT 

>SEQUENCE:7464:prostate_MPM2000-004P6_Table5 

ATACGCCAAGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCC 

CCTCG AG AGT ACTTCTAG A ATTAATT AAG GCGG G GT AATG CCT AT AG AG GC AGTGCTG CT 

CCTGT ATCATACTGGATGGATAAAAGCTCACGTCTCATCCTATCTGGAGAGAATTTTCAG 

AGACCATCTATATGCTTCTTGGGAGGTTTAAGTAGATTGATACCCTGTTATCTTTAGGGA 

TGACATTGATAGTTACTACTCCTTATATTGGCTTTTCTTCCATCCCCATCTTAACTCTTC 

CTGCTCCTGTAGGTCATTCTCTAGACAGACTGCTTTTACTCAGGTTCTTACCTCAGCCAT 

TGCTTTTGGGAGAACCCAAACTAAGACAGCAGTCATTAGAGTACTTAGTATTTAAAAGGT 

AGATAAGAGTTCGGGAATTGAAACTGGATGATCACCAAAGGTGTGAGTATATATAGAAAA 

GAAAGCCAAGATATATGTTCTTTGTATCATT 

>SEQUENCE:7465:prostate_MPM2000-004P6_Table5 

GCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 
TACTTCTAGAATTAATTAAGGCGGGGGAGAGGCTTGGGAGTGGGAACTAGCACCCGCTGT 
AAG GTCTGCC AT AAG ACTT AATGTTTGTCTCC AATG GG ATG G AGTCCTG G C AT AAGCAA A 
ATTAATATTGATAACGTTATTATTATTTAAAATTTGTAAATATTGTAAAATATTTTAGAA 
AACATCTACTTTGAAACATCTACTGGGCGAGACCAGGAGTGATGGCTCAGCCTGTAATTC 
TGGAATTTCGGGAGGCCGAGGCAGGAAGATTCCTTGAGC ACAGGAG TTCCAGACCAGCCT 
GGGCAATGTAGCAAGACGCTGTCTCTATTTATACAATAAAA I I I I I I I AAAAAAAAAA 
>SEQUENCE:7466:prostate_MPM2000-004P6_Table5 

ACTGGCCGTCGCTTTCAACCCTGACTAGAGAGGAACAAATGCTGGGTACCGGGCCCCCCC 

TCG AG AGT ACTTCTAG AATTAATT AAG G CGGG C AG ATTACTTG AG CCT AG G AGTTTG AAA 

CCAGCCTGGGCAACATGGTAAAACCCTGTCTCTACCAAAAATAGAAAAAATAGCCAGTCT 

CATAACCCAGTCTCAGAATAAATAGATAGATTAAAAATTTTAAAAAAACCTCAAAATGGA 

TAAATTTGTGTGAAAGTAACATAACTACCTCCTAGAAAGCGCTTACCACTAAAGAGAGAC 

AACAAAATTGAGCACTCTGCAATGTGAAATTCACCATGTCTGAGTAT CAATA AAAATTAT 

TATACAGAATAGTTTATATITTATACAGAAAATAAAATTTATACAGAAATTTTATTTACT 

TATATAAAATGTTCTTTTATACAAAAAAATTATACAGAGTAGGAATCTGAAAAATGCAAT 

CCATACCTGGGAGAAAAA 

>SEQUENCE:7467:prostate_MPM2000-004P6_Table5 

AAGGGTAACAAAGCTGGGTGCCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGG 

CGGGCGTGGTGGTGCACTCCTATAATCCCAGCCACTTGGGAGGCTAAGGTAGGAGAATCA 

TTTGAACTCGGGAGGCGGAGGTTGCAGTGAGCCGAGAT TGTGC CACTGCCTGGGCAACAG 

AGTGAGACTCCGTCTCAAAAAAAAAAAAAAAGAAGGGAATTTTTGAAAATACTTAAGGGT 

GAAAAAACAAAACCTTAACACTTCAAATTGTTTGGAATGCACCAAA 

>SEQUENCE:7468:prostate_MPM2000-004P6_Table5 

ACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 
TTAATTAAGGCGGGGGGAGGCACTCTGGGAGCTATAAGAGAACAAAATCCTTATTTGCCA 
TTTGCAGAAAATGTGTAATATCAAAAATAGATGAATCAAGCAATTGCAAGAAAAGCTTAT 
T AT AT AG G AAAAAAAATACAAATACCCAAAAAAA AAAGG GGCCCCCCCCGGG GG GGG CCC 
CCCATTGCCCCTTTTGGGGGGGTTTTTTACCCCCCCTTTTGGGCGGTTTTTTAAAAGGGG 
I I I I I I AAAAA 

>SEQUENCE:7469:prostate_MPM2000-004P6_Tab!e5 

TAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGT ACTTCTAG 
AATTAATT AAGGCGGGGTAAATT AGT AACAGCAAGTTTAGGAAAGAGAAAGAACTTGTAG 
GAACTATTGGAGGGAATGAGTCTCTTTGGGGGGTCCTAGTAAGGAGAATGTCAAATTAAA 
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TCCTTCCCAGCTGGTTGCTCAGGAAAAGATTCTCCTGTTTAGCAGTTAAGCACACACAAA 

AAAGTCATGCAATGGCCTTCCCTATAGTGGTGAGATCACATTAAATAGCTACTTCAAGTG 

TCACTAAAGCATTATAACTGCTCTTAAGTGTATGTAGAATGAGATTACTTTAGAAAAACA 

TTTCAAAAAATCATATGCTTTTCCCATATGTTCAGTATTTAATGTTGTTGGACAATGACT 

GCCTAAAACTTCATACGCAGCAAAANNNAAAAAAAAAAAAAAAAAGCGGCCGCCAC CGCG 

GTGGAGCTCCAATTCGCCCTATAGTGAGTCGTATTACGCGCGCTCACTGGCCGTCGTTTT 

ACAACGTCGTGACTGGGAAAACCCTGGCGTTA 

>SEQUENCE:7470:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGCGGGACAAGATAGTTTGGGCTAGAGTGAAATGCCTTGGAAGGCTGCATACTGAACAC 

ATTTTAAAGGTAGAGCAGTATAATTTCCAGAAAGACAGAATGTGGGATGTGCCTCAGAGA 

ACCATCGAGATTGAAAAAACTACCTATTAGATACTATGTTTATTACCTCAGCGACAAAAT 

AATCTATACAGCAAACCTCTGCAACACATAATTTATCTATGTAACAAACCTGCACATGTA 

CTCCCGAAAAAAAAAAAAAAAAAAAAAAAAANGGGGGGCCCC CCCGGG GGGGGACCCCAA 

TTCCCCCTTTAGGGG GGTTTTTTACCCCCCCCCCCTG G CCCG I I I 1 I I AAAAAAAAA 

>SEQUENCE:7471:prostate_MPM2000-004P6_Table5 

TGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGGTGCTTGTAA 

TCCCAGCTACTTGGGAGGCTGAGGCAGGAGAATCGCTTGAACCCGGGAAGCAGAGGTTGC 

AGTAAGTGGAGATTGCGCCATTGAACTCCAGCCTGGGCAACAAGAGCGAAACTCCATCTC 

AAAAAAAAAAAGATGTATGCTTCATTTTGGGACTTACAAAAAATTA ACTTT GGTTTTTGC 

CTGCTCATGGTTTTGGGCTTTGGGCAAAACCATTTCCTGTGTGGCTTTTCCTG 

>SEQUENCE:7472:prostate_MPM2000-004P6_Table5 

TAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCC CCCT CGAGAGTACTTCTAG 

AATTAATTAAGGCAATGTCTTCCCACCGAGGGGTAAAGAGAGTTTTCCC TTTCC CATCTC 

CTTCCT ATTTCCTTTTG AG GTTCAG GT ATCCCTGGG AGCTTAATCCCACATTTTCTG G G A 

CTACCACAGGTTTTCATAGATGTTTACTCCTTTAAGGCAGTCCTCTAACC TTCAA ATCAC 

AA AC AATAAAG AATTAAATTTTTG G CTTTGTCACTTCAGTAAAATTGG ACATTTTTCACA 

CCTGGACTTATTAAATTTTCCCCTGCAGAATATTTTGCCACTGGAGTGAGAAGAGGGATT 

AATAGTATCAGTTTTTAGTGGATAGAGGAGGACAATTAAAAAAAAAATATATGTAATAAA 

TAGCGGCCGCCACCGCGGTGGAGCTCCAATTCGCCCTATAG 

>SEQUENCE:7473:prostate_MPM2000-004P6_Table5 

ACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTCTTCTAGAATTAATTAAGGCGGGCAC 

AGACCATTAAGTACAGGAAGATCTCTCCAGCTCTGTGGTTGAAGTGAATGAGTGAGACCT 

G CTT AA AG AACA AG AC ACC A ATTCTGTGGTCCTC AG C AG G CAC AG AC AGC AAG GCTTTG A 

AAGGAAAGAAATCAACTCTGCACCAGTTTTGGGCGATCAATGGATTAAGATAAAACTTTA 

ACTTCTAAGAATTCAAATTACCTAATTTGTTCTTACGTTTTTAAACTAAAACACAAAAAA 

AAAAAAAAAAAAAAAAAAAAAGGGGGCCCCCCCCGGGGG 

>S EQ U ENCE:7474: prostate_M PM2000-004P6_Table5 

AGACTGGCCGTCTGTTTACACCCCGAAATACAGGGGAACCACATGCTGGGTGCCGGGCCC 

CCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGGAAAGCTGTTGTGAGCATTGGGTG 

GTGGTG CTG GTGGTG ACTCTTTACCTG CTTCTCTG ATT A G A A AG C AA ACTTCCCC A AA AC 

AGGCAGAAATCTATTCTATCAACTTTGATATCTCTCCAGGTTTTTAAAACAGTGACCAGC 

ATCTGGTTGGTGCTGAATGAATGTTCCTAGAATTAATGGTTAAGTGAGTAGGAAATACTG 

TTCCAGTTCCATTTTCTCCTGTATTTGGAGACTCTGTGGTTCTCTCTCTCTCTCTTTCTC 

TCTCTCTCTCTCTCTCTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGCGCACATGTAAGTG 

TGTGTAATGTTTAG I Mil! I ATGGGTATAAATATATGGTAAGGTAAGATAAGAGTCGCG 

GTATCTGCTAAATTAGGGAAAATATTTTCTGTGTAAAAGCTGAAAATATGCAGGGGGCAA 

AAGCCTTTAGATTTGGCTCTGGGAGATCCTTCCATAAA 

>SEQUENCE:7475:prostate_MPM2000-004P6_Table5 

ATTAATTAAGGCGGGGGGAGTGTTTTAAAAAGCTATGTGCATATGATTGCCTTGATGAAA 

ATGAATTATTTAAAAATAAAGTCAGGCAGACGTAACACACACAGAAGTTTCTCTGGCAAG 

ATGTTCCCTGCTACCAACACTAGGTATTTCTGAGTAGTACAATTTGGGATGGTTTCTTAC 

TTTCATCTCTTTCCTAAATAATTGGAACCTTTAAAATTGGTTGGAACACAAAAATAGTCA 

TTATTTTACATTAAAGTTAACTATAGGTATCTATGGGTGCCAGAGTTTCCATCTTCCTTC 

TTTTGTCCTGACTTTACCTAATTAATGCCAAACCTAGAAGTGTGGGACAGAAATTAGAAA 

AAGTACATCTTAAATAAGTCCACTTTTCTACTTTTCAGATCTGCTAAAAGATCAGCTTTT 
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ATGGCCAGATGTGGTGGCTTACGCCTGTAATCCCAACACTGGGAGGCTAAAGCAGGAATG 

TGGCTTAAAGTCAGGAGTTCAAGACCAGCCTGGGAAACAAAGCAAGACCCCATCTCTCAA 

AAAGTTAAAAAAAAAAA 

>SEQUENCE:7476:prostate_MPM2000-004P6_Table5 

CCTAAATAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATT 

AATTAAGGCGGGGGACCTATCAGGACTAGCTTCAGGTTCATG GTGAA TTTTCCAGTTAAT 

ACTTCATTTTCCAGTGGTGTCAGATAAATGAGGTACAGCTATATTTTTGAAAGATTACCT 

GTTTGGCATTTAACATCATTCCTCTGGGATTTTACCCTGTTTTGAATGGAAGGTAGCCTT 

TTTGAAAGAAGATGAGCCACTTTTGTAAATTTAGTATGAAACATTTTGAGCTCCTCAAGA 

AATTTCTTTATAATTTCTAAATAAATGGGACCTAATTAAACTAAAAAGCTTCTGTACACC 

AAAAGAAATAATCAGCAGAGTAAACAGACAACCCACCGAGAGAAAATATTCACAAACTAT 

GCATTTGATAAAGGACTAAAATCCAGAATCCACAAGGAATGCAAACAAATCAGCAAANNA 

AAAAAAAAAAAAAAAAANGGGCGGCCCCCCCCCGGGGGGGACCC 

>SEQUENCE:7477:prostate_MPM2000-004P6_Table5 

GCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 

TACTTCTAGAATTAATTAAAGCAGGGAGACTTCTTGTAAATATAGTTTTAAGAAGGAATG 

CTGTC AA AGTATTC AAG ACC AG ATG AG ATAAA A AC AG C A AA A AA A AAA AATCTTG CCTTT 

GGGTGGATCGCTTGGGCTTAGGAGTTCGGGACCAGCCTGGGCAACATGGCGAAACCCCAT 

CTCT AC AAAA AAT AC AAAACTTAGTGG G G CGTG GTGGTGTG AG CCG GT AATCCCAG CTAC 

TGGAGAGGCTGAAGTGGGAGGATTGCTTGAACCCACGGAGATCAAGCTGCAGTTAGCCGT 

GTTCACGCCACTACATTCCAGCCTAGGCCACAGAGGAAGACCCTGTCCCCTCAAAAAAAA 

AACTCTCAAAAAACAAAATATAGCGGCCGCCACCGCGGTGGAGCTCCAATTCTCCCTATA 

GAGAGTCGTATTACGC 

>SEQUENCE:7478:prostate_MPM2000-004P6_Table5 

ACCCTCACTAAAGG G AAC AAAAGCTG G GTACCG G GCCCCCCCTCG AG AGTACTTCTAG AA 

TTAATTAAGGCGGGCGGATCATGAGGTCATGAGATCGAGACCATCTTGGCTACCACGGGG 

AAACCCCGTCTCTACTCCAAATACAAAAAATTAGCCCGGCACGGTGACCAGCGCCTATAG 

TCCCAGCTACTATGGAGGCTGATGCAGGAGAATAGTGCGAGCTCCGGGAGGCGGACCTTG 

CCATGAGCCCATATATCGCCGCTGTTATCCGGCCTGGGTGACAGAGCTAGACTCCGCTTT 

GCAATGTGAAATTCACCATGTCTGAGTGTCCCTCCCCCCATGATGCACACTA GTTTA TAT 

TTTATACAGAAAATAAAACCCCTACAGAAGTTCTATTTACTTATATAAAATGTTCTTTTA 

TACAAAAAAATTATACAGAGTAGGAATCTGAAAAATGCAATCCATACCTGGGAGAAAA 

>SEQUENCE:7479:prostate_MPM2000-004P6_Table5 

AAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGAGTAG 

AGAGTAAAAAAAACACTTAGGTTATTTATGTAACCTTACACTTATTAATACAGATGCAAA 

AATTCTAAATAAAGTATTAATAAAAATCAAGTTATATAATAATAATATACTGCTATAGAG 

TATTTTA ATT ATG CCCT ATTCTATAT ATTTC AG GTGT AC AG G CTG GTTCACT ATC A AG AC 

ATCTATTACCGTTAGTAATGAATTATGATAATACTATGACTNNAAACAAACA 

>SEQUENCE:7480:prostate_MPM2000-004P6_Table5 

CCTACCTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATT 

AATTAAGGCGGGGCTGTTATTGCATATAAACATATCACCTATGTCACGGCCCGGAGTCAA 

CATTTAGGGCAGTAATATCACTTGTCAAAAAATACTGCTGCCAGGATGGCCTGGAAACTC 

AATAACGCCCTAATCAAGAAAGAGTAGAATCAGAGGGACCAATTAGCAGACTCTCGCACT 

AGTCAAAATTAAGTGTAATAACGGCCAGAGGTGGCATGGTAGAAAAAAGACTATTGGGGT 

TGACACAAAGAAGATTCAGGAGAAAAACCCTCCTTAAAAAAAAAAAGTTTTAAAGTTAAA 

ACCCTTTCTTTCGAAACAATTGCATATGTTAGGCAATTCCTCCAAAATTTAAGTGCTAAT 

CGATAGATTCTGAAGCTGTCTAGCAAGGAAGTTCTTGTACCCTTAGAAAAGGCATTCTCT 

CACTGACCTGGTCGCTGCATTATCATCTCAAATGCCATTTTCTTCTTACTGATACATTAC 

ATTGCCACCTTCAAAGGACAAAA 

>SEQUENCE:7481:prostate_MPM2000-004P6_Table5 

CTGGCCGTCGTTTTACAACCCGGAATAAGGGGAACACATGCTGGGTAGCCGGGCCCCCCC 

TCGAGAGTACTTCTAGAATTAATTAAGGCGGGCACTGGTTTGAGAGAATGCTGGGATTAT 

ATAAACCATGAGATTTGACAGACCGAATTCAGGTCTTAGTAAAGGGATCAAGGACAATAA 

TAATATTTACACGTTGATGTTTCGATCGGGCTCAGGGTAAGGTAGTTGTCAGACCAGTGT 

TCATAGACCCTAGGCACCAGAGGATTTAAAACAAAAAAAAAAAAAAAAAAAAAAAAAAAA 

GGGGGCCCCCCCCGGGGGGGGCCCCAAATTCCCCCTTAGGGGGGTTTTTTTCCCCCCCCC 
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TCTGGGCCC I I I I I I A 

>SEQUENCE:7482:prostate_MPM2000-004P6_Table5 

GCCGTCGTTTTACACACAGGAAACAGCTATGACCAT GATTA CTGGCCGTCGTTTTACACA 

CAGGAAACAGCTATGACCATGATGACTGGGCCGACGTTTTACACTCAGGAGACACCTCTG 

ACCCTGATTATTCGCACTTGCTTGCCCGCAGGAAGATGAAGTCTGGCATATGTGCGCCTG 

TCGACTTATATTGGTGATGTAGATGAAAGGAAAAAATTGGGAGCCCATATGCTGACATTT 

ACATTTCTCATAGTAAGGAAATACCCTTTTTAAGCCGATGGAAGATTACTTATTCTTTCA 

TAGTTAAAAAGATAAGCAGTTCTATAAAATTATAGAGCTTCCAAAATATTAAAGATCTGT 

ATGGATAAAACTAAGAACAATATTTGTAATGGAACCTTAAAAAATCTGTAAAGATCAGTA 

AGCATAACATAAAATATGACATATCTAAGACCAGTCATGCTGTCATAAAAAATAAATGTA 

GAAG CTTTTAT AAATCACCTGTTAAG AAAAAT 

>SEQUENCE:7483:prostate_MPM2000-004P6_Table5 

TAAATAAAGGGAACATATGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAA 

TTAATGCGGGTAGGAAGAAAGGTCTCTTTTAAGAACCGGAACGAACCCTGGGCCTGCAAC 

CCACATAGATTTGGGCTTCAAAATTATACTTTCAATTATAATATCTGAATGTTCCAGGCA 

CTCCAAACCAAAG AATTAACATAAAAATTGGCCC AGGCiO AG AG CATCTAG AAAAAGCAAA 

TTCATCCCCACTTTTTAAAACCAGGTCATATAAGATCACACCACAGATAAAACCTCGCTA 

AAAAAAAAAAAAAAAAAAAAAAAAAAAGGGGGGCCCCCCCCCGGGGGGGACCCCAATTCC 

CCCTTTAAGGGGGTTTTTTACCCCCCCC 

>SEQUENCE:7484:prostate_MPM2000-004P6_Table5 

CCTGACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATT 

AATTAAGGCGGGGCACATGGGGTCTGAGGAGACATTGAATATCACGTCTATGGCCTCCTG 

TATGAGAACTATGAACACAAAACCGTTGCCCCCTTCCATCTCCTTAACTATCCTCACGGT 

GTCCTACAGACACTCGACGCCCCTTTCGTTGCACCTCCCCATAGCCCCTCCTCCTCGCCC 

CAGGGAACTCCCATCCTGTATTCTGTGTGTGATTCTGACTAAGCTAAGTATCTCTTACAA 

CTGGAATCACACGGTATTTTTCTTTTTGTGAACGGTTTATTTCATTTGGCATAATGTCCT 

CAAGATTCATTCATATCTTTCCATATGTTAGAATTTCCTTCTTTTTAAAGGCAGAATAAT 

ACTCCATTGTATGGATATGTCACATTTGGTTTACCCATTCATCTGTTTCTGTAAACTAGG 

TTGCTTCCACCTTTTGGCAATTGTGAATAATGCTGTTATGAACATGAAATATAAATATCT 

>SEQUENCE:7485:prostate_MPM2000-004P6_Table5 

ACAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGTCA 

TNGAAAAACTAAAACTTAAACTCTTTGTAGCAGAGCCTATCTGGCAGGATGCGCTGATTT 

GAGAAACAGTTGTTGACAACAAACTTTCATGGCTCTGCACCATTTGAGTTATATTTCTCT 

CTGTGCTCTCAGCCAAGAGTCTGTCTTTTCAATAACAGCAAGTCTTGGCAAACC AGTAA T 

GATTTTGCTTCCCACTAGATACATTTGGATGTTTTCAAGAAGCCTAA TGTTT TGCTTTTT 

TTTTTTACTTGTTTTCAAGGGGACTGATTTATTTC 

TAAAACAAAACAAAGTCGGCCCAGTATTGCTCTCTTACACTCCTGAACAATTTTTTCTGG 
TCG ACTC AG CTTTTAG CTTCAG GTCCC ATCCTGTCTGTCC AG GTGTG G AA A A N A AAA AAA 
AA 

>S EQU ENCE :7486: prostate_M PM2000-004P6_Table5 

ACA AAGCTGG GTACCGG G CCCCCCCTCG AG AGTACTTCT AG AATTAATT AAGG CG GGTC A 

GATAGTGGTATAATGTATTTCCAGCCCCAGAAGCAAGTGATTAAGGTTATCAATTACATT 

AAAACAAAAACAAAACATAGGCTAAAATGAACTGACCACTTTTGGAATAGAATCCTATCA 

TCCTGTGGTGATACTTTCAGAGTTACCTGGCTAGGTGTGGTGCCTCACGCCTATAATCCC 

AGCACTTTGGGAGGCCGAGCCAGGAGGATCACTTGAGCCCANNGAGTTGAGACTANNGCT 

GGTGACATAGTGAGACCCTGTCCCTACAAATAAAAAAAAAAAAAAAAAAAAAAAAAA 

>SEQUENCE:7487:prostate_MPM2000-004P6_Table5 

AAAAGGGTAACACAGCTGGGTCCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAG 

GCGGGATTATAATGCTTTGTCACCCCATGCAAAAAATATTTAAGTTGGAAGAGACACTAT 

CAATAACTACAGTGATCATCACAGGCATAGCCTGGGACTCCCTGGGGCAGCCTGAGATAT 

ATGGTCACTCTATCTTTCTCACCTTGGATAGTCCAATCATTGTTTCAGACCGTAACATCT 

TCAATTACATTAAAGTCAAATTCTCTATNTTACCACAGACTTACCTTCAG 

>SEQUENCE:7488:prostate_MPM2000-004P6_Table5 

AACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTCTTCTAGAATTAATTAAGGGCGGGG 

AAAAGATACAGACAAGATTTAAGAGCTAAAACTATAAAACTCGTAGAATAAAATATAGTA 

GATCTTCATGACTTTGGGTTAGGCAGAGTCTTCTCAGATATGATACCAAAAGCACAGTTA 
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ACAAGAGAAAAAATAGATAAATTGGACTTTCAGAAACTTAAAAGCTCTTGTGCTTCAAAT 
GTCACCATCAAGAAAGTGAAAAAATAACTCACAGAATGGGAGAAAATATTTGAAAATCAT 
ATATCTGACGAGACTTGTATCTA 
>SEQUENCE:7489:prostate_MPM2000-004P6_Table5 

CTAA AG G G AAC AAA AGCTG G GTACCG G G CCCCCCCTCG AG AGTACTTCTAG AATTAATTA 

AGGCGGGTGGAACACCTGATGTCAGGAGTTCAACTCCAGCCTTGGCAACAGAGCAAGACT 

CCATCTCAAAAAAATAAATAGATAGATAGATAAGATACAGAGAAGATTGGCATGGCCTCT 

GCATCATTATGAATACTAACATAACAGTGCTAACTTGATAGGTATATTTTTGTCCTGCAG 

AATGCTATTTTCAATGACATGACCTCTCAAATTCAGTTTTTTAAATTAAACCTTTTATTT 

TG AG AT AATTGTAG ATTCAA ATG C AGTT AT AAG AA AT AATATAG G CC AG G C ACG GTG G CT 

CACGCCTGTAATCCCAGCACTTTGGGAGACTAAGGTAGGAGGATCACTTGAGCCCATGGT 

GTTTGAGACTAGTCTGTACAACATAGCAAGACCTATCTCTAA 

>SEQUENCE:7490:prostate_MPM2000-004P6_Table5 

ACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 

TTAATTAAGGGGGTTGGAAGATAAGTAATCTGCTGGAGATGGGGTGTGGACAGAGGTCCT 

GAATATATGGAGAAGCTCTGAAATAGCGATTAGGAAAAAGGGATAAATCAGACACTGAAG 

TGCTTAAGGTTTGAGATATGAATTTTCTCCAGCAGTCCTCAGCAACCAGCAGGTAGGAGT 

AAATAACTGAATGATTCCAGGATGGAAGGTGGAGCCCCAGTAATGAGGAGGTCCTAGATG 

TGAGCCTCACGCTTAAATAGAATGACACAGTCAAGTAACTGAGCTATATGTATTATCTGA 

CAAAACATTTATAGCTTATTTTGTACAATTTTTATGTGATGAAAAGTTAATTTGAGAGAA 

AAGACCTAATTAGCTGGAATTAGTGTAATACAGAAACTCTTTTCA 

>SEQUENCE:7491:prostate_MPM2000-004P6_Table5 

ACAAAAGCTGGGTACCGGTGCCCCCCCTCGNGNAGTACCTTCTAGNNAATTAATTAAGGG 

GCGGGGACCAGGAAACAATATAGATGTAGAGCTGCACAAATTCTCTTCTCTAGCTGGAAA 

AGTAACCAACCATGTGTACCTTTCCAAGATGGGTTGAAAAAATAGTTCTACTGAACACAT 

ACTTCAACTCTGTATTTTCTGATTTCTTGCCCTCTGAACTGGTATATAACATTAAAAAAG 

GATTTCTAAAATTCATATTTAACCTTCCCTTCAAACTCCAAACAGGCACCTGAGGTCAGG 

AGTTGGAGACCAACCCGGCCAATGTGGTGAAACCCTGTCTCTATTAAAAATACAAAAATT 

AGCCGGGTGTGTTGGCGGGCACCTGTAATCCCAGGTACTTGGGAGGCTG 

>SEQUENCE:7492:prostate_MPM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAG 

GCGGGAAATGACACTGATGATCTTAAAACTGCATTGGAAGCAAGAAAGAGAAATAACAAT 

GTAAAAGCCTATGAATGGAGAACAGGCTTGAGAATATCATACCATTCAAAGAATGTGACT 

GAATAGACGATAATCAAAATTATAGAAAGTAATAGAAATCCATCATTGAGATAATAGTCA 

TGCTGGAATAGGAAAAGAAGAACACATGCAACAGACAAATATTCAAAGATAAAATAGAAT 

AAACCATTCCTGAATTGAATGAGGACCTGAAACTATAGATCAGGGTTTATCATATAGAAA 

AAACTGTATTAAAGAACAACCAACATTCAGAAACATCCTAGTGAATTTATTGAACTCTAA 

GAATAAGGAAAGAACACTTCAAATATCTAGACAACAAG 

>SEQUENCE:7493:prostate_MPM2000-004P6_Table5 

CCGGGCCCCCCCTCGAGAGTACTTCTAGAATAAATTAAGGCGGGGAATAGGATTCTAAGT 

CAAATGGGTTTGAGAAATGTTGTGTAAAATACAAGTGTAACATATATCATAGCATGTGCC 

ACTACTGCCCAGAGATGTACTTGCATTTTAGTATATTGAAGACCATAACAAGTACTCTTA 

TAAATTTAAAATCCATTATATTCTATTTAACTCTTGCTTGTTTAAACTTATTCAATTACA 

TAATTTC I I I I I I CCTATGTAATCTCTTTATATCTGGCTGAACTCTTATCACTAGGACAG 

AATTTGGGAAATGCTGGCATAAAACTATTTTAAAGTTTGATATATCACGTGTACAATTTT 

CAATATTGTTTCCTGCAATTGTTCTACTATCTTAGAGATTGTGTTTACTGATGTAGTGGG 

TATACTGTACTCTGTGATCTCACAATGCATTATTTAATAATAGTCAAAATGGAAAATTAA 

ATTAAGACTGCTAGACTGTTTCACCTAGTGGTTTCTGTGTTTCGTCCATTATCAGTCTTT 

CTCCCCCCACTCCCACCACCTGTGGATTGGAAGAACAACTGCAG 

>SEQUENCE:7494:prostate_MPM2000-004P6_Table5 

CCCTGACTAAAGGGAACAAATGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAAT 

TAATTAAGGCGGGGTGAGGGGGATTCTGAGGCCCCAGCCCCGTCGGGGCAGCTGGAGCA 

C 

TTGCGCCACATCTGGGCAGAAGGCACTGCACACATGGGACAGCCTCGTTGGTGGCTTCAT 

CTCAGTCAGGTGAAAGGCGAAGCATCTGATCTCCTTGTAAATCTGTTTAGACCTTGTGTT 

GTTAACCAGACATGGTTTTTCTTGTGTGTGGAACTATGATCCAGTGAAAAAACAAAGCAA 
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ATATTCTACTGTTGCTATAC I I I I I I I I I I I I GGTAACAAAAAAGGGGGGAAGGGGGAGT 
TCCATATTTTGAGTTTGGGGCATGTTATCTGAAGTCCCCCTTTACTTGCCAAAAAACTTT 
G A AAAATAG GTTTTATTATTCCAGTTTAATAAATG AG G 
>S EQU ENCE :7495: prostate_M PM2000-004P6_Table5 

AGAGTACTTCTAGAATTAATTAAGGCGGGTTACTCATCAGGACACTGCACAAAGACTTAG 

TCACATTCCTCTTAAGTCTACAAATTTACCAGTACATTTCCACATTTTTCTAAAACTATC 

TTTTTCTATATAAGTGAATTGTGACACTTATGAAATAGTCATCCAATGCCTACATTGATT 

TTATTTTCAAATTTATTTTGGTAAAATAGTTTAGAAAACATTATATATTTTGTAATATTT 

CCATTCCCCCTCGAACCTAAAATAAATTGACAAGCACACCTCTGCGAAACAGTGAATACG 

CGGGCGCCACCGCGGTGGAGCTCCAATTCGCCCTATAGTGAGTCGTATTACGCGCGCTCA 

CTGGCCGTCGTTTTACAACGTCGTGACTGGGAAAACCCTGGCGTTACCCAACTTAATCGC 

CTTGCAGCACATCCCCCTTTCGCC 

>SEQUENCE:7496:prostate_MPM2000-004P6_Table5 

GCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 

TACTTCTAGAATTAATTAAGGCGGGTGGATGACTTAAGGCCAGGAGTTTGAGGCTAGCCT 

GGCCAACAGTGAAACCCCATCTCTATTAAAAATACAAAAACTAGCCAGGTGTGGTGGCAG 

ACTTCTATCTGGCAAATTTCTATTAATTTCTCAAGGCCAGGTTCAAACATCACTTCCTCT 

GAGGGAGCTTTCCTCTCTCTCAATCTATCTGCTGAACTTGTCTTTCAAACTAAATTGTGG 

GCAGCTGTCCCACTCCAATCAGTTCTAGCACTGGCTTAAATCTCTGCTTTCACCAAAAGC 

TTT A AAA AAT AAAA ATAG G CCG G G CG CGGTGGCTTG G CCTGTA ACCCC AGC ACTTTG G G A 

GGCCGAGGCGGTCAGATCAGCTGAAGTCAGGAGTTTGAGACCAGCCTAACCAACATGGAG 

AA ACCCGTCTCT ATTAAAA AT AC AA A ATTAG CCGG G CGTGG G G G C AC ATGCCTGT A ATCC 

CAGCTACTCTGGAAGCTGAAGCAGGAGAATCACTTGAACC 

>SEQUENCE:7497:prostate_MPM2000-004P6_Table5 

CTGGCCGTCGTTTTACAGGAAACAGCTATGACCATGATTACTGGCTCGCTCGTTCTCTAC 

AG G AAAC AAGTATTACAT AATT ACTG ACCTT AAAT AAATTCC AAAAGTG CAAAAATTG AA 

GTGGTAAATGAGAACCAGAGCTGTAAGGGGAAGCATACTTCAACTGCCCTGAGGACATTT 

TTAGACCTTGGTGGGGCTTTCGTTTAAAATGGCCTAACAGAGATGGATGATAGGTTGTTT 

AATGCATACAGTTTAGGATTTCTTAGCCCCCTGTATAAAGCCAGGATCCTGCAAGGATCA 

TAACCTCAGTGAAAGCATAGATGAGAAAATAAAACCTCTCCACTGACAAAAGGAGAAAAT 

AAGGAAGCTTGTGTTTCTTGGCTTGNGTTCCTGGGAACAGGGGAGGGATGTGTGTGCATG 

TGTAG G ATGCCTCTCCTG AG AATTTTTAATC AAGTG CCTCCTCTCAAG C AG GTTTC AGTT 

TTTAATCTGT 

>SEQUENCE:7498:prostate_MPM2000-004P6_Table5 

AAGGGTAACAAAGCTGGGTGCCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGG 

CGGGAATACTGAAAAAAGAGAAAAATTAATGAAAACTAAATCTGATTCTCTGAGTAAATA 

AGTACAATTAATAAACCTATATTCAGAATAGTTGGAACAAAAAAAGATGACACAAATTAC 

CAATGTCTAAAATAGAAGAGACCTCACAGGTATTAAAAAATACTAAGAGAATATTATAAA 

CAGCTTTT 

>S EQ U ENCE:7499: prostate_M PM2000-004P6_Tabie5 

CTAACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTA 

ATTAAAATCAACTACTAGCATGATTACATTGGAATGGCAGGAAATGACATCTCAGCCATT 

TGAGGGCTTCCCTCACAAGACATGACTCAGGATTCTAGGATCTTGCCCAATGTGCCAAAG 

CATGGAGAGTGCCTGTCCTGTCATCTCTCTTCCGTCTGCATGAGTATCTGCGGGATGCCC 

AGAAAAGCTTACTCTAGATGGGGCTGCTCCATGGCTTCTGTCTGACCTACAATGCCAAAA 

ATATTTGAGAGGTTAGGAGAACACAGTATCTCAAGCTATACCTCAACACATAGCCCTCCT 

GTCTGAGCTTTCTCTTCTGGCCACTATACCAAGGGTATTCAAGATCACAGGAATCCTGTC 

ATCCTCACACACCCCCTTTTTAGTGATAGGGAGGTATTTGTCTCATCCTTCTTGTTGCTC 

TCAACGTGTCTTTCTCCTCTTCTGGGAACACCTAACAGAATCTAGAAGAGTTTGAACCAT 

TACATAATAAAAGCTTCTCCACGAGNAANAGNAAAAGAGAAAAAAAAAAAAGGGCCCCCC 

C 

>SEQUENCE:7500:prostate_MPM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAG 
GCGGGTTACGCTTAAACCATACGACGGCTGTGCGGCATCGTTTTCTTTTCTGCCTCAATT 
TATCTCACTAGCAGTAACCCCGAGTTCAAGTCAGCCACACAGGGAAGGTGGATTTCCCTG 
CAGTC AG GGC ACC ACAGGCTCCACTTCAG AAGCAACG G C ACG CAG AACCCAAAAC AAAG A 
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ACACACAGCATACACCTGCCCTGGGCATCTCTGACATGGTTGGTGCTCCTGATAATCTGC 

CTTTTAAAAAAGTGAAGACTAGCTAGGTGCAGCAGCACATGCCTGTAAGCCCAGCTACTC 

GGGAGGCCGAGGCAGGAAGATCCAGAGCCCAGTTCAAAT.CCATCCTGAGTAACAGCAAGA 

CCTCGTCTCTCAAAANAAAAAAAAAAAAAAAAAAAAA 

>SEQUENCE:7501:prostate_MPM2000-004P6_Table5 

GCCGTCGTTTATACACAGGAGACAGCGTATGACCATGATTACTGGCCGTCGTTTTACACA 
CAGGAAACAGATATGACCTTGAGTAGCGTGTGGGAGGCTTCTCTATAGAAAGAGAAAGTG 
TGAGTTGGTACAATCGCTTTGGAAAAGTATATGGCCGTATCCAGCAAAGTTGGAAATACA 
TAGTTACATTGAATCAGAAACTTCTGCAGATAAGCCTAAGGAGATGTGTGCTAATATATC 
CACTGTAGCATTGTTTGTTTGTGAGGAAAGCAAAAACAACTTAAATAAATAATAATATGG 
TATGTT AGTAG G ATAG ATAT AACCN N N N N N AAAA AAA AAA AAAA AAAAA AAAAG G G G CCC 
CCCCCGGGGGGGGCCCCCAATTCCCCCTAAAGGAGGGTTTTTTAACCCCCCCTTGGGGGC 
G I I I I I I AA 

>SEQUENCE:7502:prostate_MPM2000-004P6_Table5 

CCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTCTTCTAGAATT 

AATTAAGGCGGGCTGAAGGACAGTTCTGCTTATTTTAAGGACAACCAAGAAGTTGATGGC 

ATTGGCTTTATATGTGAACTTCATCATAAAATGTACTTACTGCTTTCCTATTCCTTAATA 

GAGATTTGTCTCTTGTATTTTCTTCTGTTTACCACTCATAAATGGAATGTGAAGGACAAT 

GATCACAGCTCACTTGCGTCACATTCCTCCCTCTTGCTGTGCTAAAGCCCTTTTAGATAG 

TA 

>SEQUENCE:7503:prostate_MPM2000-004P6_Table5 

TAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAG 

GCGGGGGAAGAAAAGATACTCTCATTGAAGCATTATCTGCAAAGTGAAAGAATTACCAAC 

CAAATATTAACTGGGCTGAAAGATGTGTATCATTAACAGGAAGCTTACCCTGATTTTTAA 

ATGCTGTATAAATTTTCCTTTTCAACCCAATTCTTTACTTTCTCTAACTGGGACAAGGCA 

GAAGCAAAAGATAGACAGCAATGGAATCAGAGATAAGGCAAGAAGGCAATATACTCAACT 

GTGTTTTCCTATCACTTCTGGCCTATTTTGAAAACAGTACTATTTATCTTTGTTCTATTT 

ATT AACCCAGAAAACATCTGAGTGATGATGCCAGTAAGCACTGCCCTCATTGAGTT AAAA 

ATCTAATAAAGACAAAGTGTCTTTATAATAGCTACAAGGCAGAAGTGAAAAACCCTACGA 

AAGAGGTAAAACATGATACGGAAGCACACAAGGTACTAAAAAAGTATGTACAACTGGGAG 

GATGAAGCTAAGGTTGGTGGGATTATGATGTCAAAGTATTGAGTTAAAAAGAACTAAAGT 

GGATTTTGAGTAAAATTTG 

>S EQ U ENCE:7504: prostate_M PM2000-004P6_Table5 

TTCTAG A ATT AATTAATG G GTC AG G ACCTATAAGGTGTAC A ATTTT A AAA I I I I ICTTCA 

AGATCCCTTGTAAATTTTTAAGTTTTATTTTCAATGATGCCCAGAAGAATAACTTACCAA 

AT ATTTTTTATC AAAG ATTATTTCTG CTGTG AATCTG ACCTAG CTG G AAC AAAC ATATAG 

TATAGAAAAGTTTTTATTTCTATATTGCTATTAACATAAAATCATGTGTGCACACAACTC 

ACAGGAAGGAGGTTGAAAGGGGTTAAATATTTTGAGAGCTGAI I I I I CTTCTTTCCGAAA 

GGACTGCTTAAAAAACCAGGTTTTCTAGAAATATGTCTTTAGACGTATGCCCTACAGCTA 

AAGTCTGAAATA 

>SEQUENCE:7505:prostate_MPM2000-004P6_Table5 

ACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 

TTAATTAAGGCGGGGGAGGGAGGACACAGGAAGCTCTAAAAAGGCGACTTAAAAAACCCA 

AATTGCATTCTGGGGTCACTTAGTTTATGGGACCTCTGTTCTTTACATTTTAAAAGCCCT 

CGAGGGATTTCCTATATTATCATCCCAAAGACAATCCAAAATTTCCCCCAAAGAAGGTCA 

AATTACATATTCTACGTAGGCGCCTTAGACAGAGAAATGTCTAACTTTCCATATGAAAGG 

GTAAGCTCTAATTATATGGAAATGTTCTCTCTCTGGCCGATGCCAGCTAACGGAGCCCTT 

CTATAGCTA I I I I I ATGTTTC AAAG AC A AAGCG CTTG ACT ATGTG GCCCGGGTG CTG G G C 

TTCTGGA 

>SEQUENCE:7506:prostate_MPM2000-004P6_Table5 

CCAGTACTTATAGAACTAATTAAGGCGGGGCTGGGTAGCACAGGATCTGAGGCCAGGAGC 

TTGAGGCCACAGTGCAGTGCACTATGATTATGCCTGTGAATGTGTGAATAGCCACTGCAC 

TCCAGCCTGGGCAACATAGCAACATCCCGTATCTAAAAAACAAAAGCAAAAAAAAAAATT 

AAACCCGGGCCGCCCCGGGGGGGGCCCCCAATGCCCCTTTCTGGGTGCACTTTAACCCGC 

CCCACAGAGGGAGATTTTATCCTCAAAAAAAAAAAAAAGAA 

>SEGUENCE:7507:prostate_MPM2000-004P6_Table5 
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AAGGGAACAAAGCTGGGTGCCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAATGG 

TGTTTTATCAAGGGTAATTTCTTAGTTTTGATAAATGTACCATGTCTATATAAGATGTTG 

ATACTAAGAATCCTCTGGACTATTTAGCAGTTCTTCTAGAAATATATAATTACTTCAAAA 

TAAAGTTTTTCTAAACGACAACTAATCCAGTTATTTAACTTATTGTGAAAAAGGAATGGC 

TGAACATTAGCTGGAGGAATTACGTCTGACAGCAGCACTCATATCCCAACATTCAACCAT 

TTAGTGTTAACACTTTACTTCACCTCCTTCAATTACCAA 

>SEQUENCE:7508:prostate_MPM2000-004P6_Table5 

GCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 

TACTTCTAGAATTAATTAAGGCGGGGAAGAAAGAATTCATGAGGAAATCATTTAAATATT 

GGATTTTTAAATATATGACACTGCTCTCAATTACTAGGTGCTAATAAGACATACATAACC 

TACCATATAGCCAAGGTTTTAATTATCAGATTTATAATTTGAAACTGAAGGAACTTTAGT 

TCATAAAAGTGAAAAAGATAAAATGAAGTCCAATGAAAGTAAAATATTATCTTTGCTTCC 

TTGATTAAATCTATAGTTAATTTTTACTAAAGTATGATATATGTTCCCATTATTTAGTTT 

TGTTTAGGGAAGTATATAAGATGAGAGAAAGAAAAAAAAACAAGTTGAAAAAAAAGGCGG 

CCGCCACCGCGGTGGAGCTCCAATTCGCCCTATAGTGAGTCGTATTACGCGCGCTCACTG 

GCCGTCGTTTTACAACGTCTTGACTGGGAAA 

>SEQUENCE:7509:prostate_MPM2000-004P6_Table5 

ACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCTAGAGTACTTCTAGAA 

TTAATTAAGGCGGGGGTTGCAGTGAGCCGGGGTCGTGCCATTGCACTCCAGCCTGTGCAG 

CAAGAGTGAAGCTCTGTCTCAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAGGGGGGTTAA 

TTGGCCCAAGGGTTTTTTAAAAAAAAAATTTTTTAATCCCGGGGGGAATTCAAGGGCTTA 

AACCCCGTTTAATGGAAACCCCCCCCCCGGCTTTAGGGAAATTTTTCTGCCTAA ACCTTT 

TAAAAAAGGAAAAAAAAAGGGGGGTACCAACCCCCCGGGGAAAATTTTGGAAAT I I I I I I 

TGGGGGGGGGGGGAAAACCCGGGGGGGGGAATTAAAGGGCCCCCTGGCCAATGGGGGA 

AA 

AACC I I I I I I I I ATAAAAAAAATGGGGGAAAATAACCCGCCCTTGGGGGGGGC 
>SEQUENCE:7510:prostate_MPM2000-004P6_Table5 

ACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 

TTAATTAAGGCGGGAGGAGGAAAACTCCAGGCATTCTCAAAAAAGGTATTGGCACAAAAA 

GGTAAGTTCCTCGGATAGCATTTCTCTAAATTCAAATCTAGATATGGCTTGTTCAG TCTC 

AGACTGGCCTTCACTGATAGAGACCACTGTGTAAGAAGTTAGTGTACTTAGGCAGTTTTG 

GCACCTGTATAATGCCCTTAATTCATTCCTTTTGAAAGATAATTTGTTGAGTGCTTTCCG 

G GTG CC ATGC ACTGTG CTT AATTG CTC AC ATCCGTTACCTCCTTT A ATTT AATCTTCAAA 

ATGATCCTCTATTTTGCATTGGAAGAAGCAGGTACGGAGAGGTCACTTGATGGAGGTCCC 

CCTAATTAAGTGTCAAAATAATAGTTCTAATATTTATATCTCATTCTTCTAATTGGCAGT 

>SEQUENCE:751 1 :prostate_MPM2000-004P6_Table5 

ACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGGG 

AAAGGGTTGAGAACATGATAAGAGGTAGTGGAGCAGAGGCTTGCAGTAATGAAGACGGCT 

GTAGTGGAAAAGGGATGAAAGGGTAGTTGGTTCTGTCTTCAGTTCACATCTGTCACTGTT 

CCACGGCCTCAGCATCCTCAATCACTTCCTCAGCTTTAAGGTGTTTCCCTCTCAGGCATC 

TTTCTAGTCCTCTTCTTTCTCTTGAATTCCAGAACCATGTAATGATTG 

>SEQUENCE:7512:prostate_MPM2000-004P6_Table5 

GCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 

TACTTCTAGAATTAATTAAAAAACACACACTTGTAAAGATTTTTTGTAAGAGAAGAAGGT 

AAATTCTGTTGCAGACTTACTAAACTGAGTTTCCTGTGAGCCATTAAGAAGTGGAGTTAT 

CCAGTAGGCAATCAGATACACAGATCTGAAAGTTCAGGGAGGAAATCAGGTTGGAGGTCT 

AAGATAACAGACTCTTCGGGCCAGGCCTAGTGGTTCACACCTGTAATCCCAGCACTTTGG 

GAGGCCGAGGCGGGCGGATCACGAGGTCAAGAGATTGAGACCATCCTCGCCAACATGGTG 

AA ACCCC ATCTCT A AT AA AAATAC A A AA ATTTG CTG G G C ATG GTG G C AC ACG CCTATAGT 

CCCAGCTACTCTACTCAGGAGGCTGAGGCAGGAGAATTGCTTGAACCCGGGAGGCGGAGG 

TTG CAGTG AGCTG A 

>SEQUENCE:7513:prostate_MPM2000-004P6_Table5 

AAATAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAAT 
TAAGGCGGGGTGAAATGCAAAAGTCACAGACCAGTTTTATTTGTTAGCAAGAGGAATGGC 
AACCCAACAAGGATTTGGAGCCCACCAAACCTGGGTTGGAATCCTGCCTCTACCACTGAA 
CTTTGGGTGAAATAATTAAGGCTCTCTGTACTCCATTTGCCTCATTTAGAGTTGGAAATA 
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TTTTCAACTCTAGACGGCTTTTGTGAGAATTACAATTACATTAAATAACATGTAAAAGCC 

CTTGCCTCTGTGCCTGCCACATGGTAGGCACATTGTAAGTCTTGGTTGCCTTAATCTTTT 

GTCTTACCAAAGCAAAAAAAACAAAAAGCAAATGGGGGCGCCC CCCCCG GGGGGGGCCCC 

CAATGCCCCTTTAAGCA I I I I ! I I I ACCCCCCCCGCCCAGGAGGTTTTTTCAAAAACACG 

AGACTTTAACAAGCTTGAACTTATAAAAAAAAGCTTCTCTGAAAGAGGAAGCCACTATGA 

AGGCCAA 

>SEQUENCE:7514:prostate_MPM2000-004P6_Table5 

GCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCC CCTCG AGAG 

TACTTCTAGAATTAATTAAGGCGGGATTGTCTTCCTTCTAACATAATCCTCTGATTTTTA 

TTTCTTTA I M i ll I C AG C AG GT AAAG AG CTTC AAATGGC AACAC AG C AGTCTG AG CTT A 

TAATTCAGTGGAAAATATGTTAGATCCCCTAGTGAATGCATTCCTTGGAAACCATTCTTG 

GTTTCCAAATTTGTAGGTGAGCCGAATGCAGTTGTGAGGACGGAATGTAAAAAATTTGAG 

ATTAGGTAACTGTATTAGTCCCCTACGACTGCCATAATAAAGTACCACAAAGTA 

>SEQUENCE:7515:prostate_MPM2000-004P6_Table5 

CCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAAT 

TAATTAAGGCGGGGAGAGGAGGCTCTGTGTGCATAATACGAGTCACACTTCACGAGAAAC 

ATAGGGTACCTAGCATGTGCAAACCCCAGATTCATCTCACATCATTCTTATCCTTATGGC 

TGCTCTCCAAACTTCCTTTTGGCTCTGCGAGGGATTTGCAGGAGCACCTTATTAGAAATG 

GAAGATTTTATTATAAAAGATCCGCCATTATTGATCATTCACTTTTCTCACCTGGAAAAA 

CCTGGG GTAAAAAC AAAATGCG G CCGTC ACCG CG GTG GAG CTCC AATTCG CCCTA 

>SEQUENCE:7516:prostate_MPM2000-004P6_Tab!e5 

CTAAGGGAACAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAG 

CGGGAGATACAGAGTATTTTAATGAACAGTAGATGGTTATAAGAGTCAAGAGATGTACAG 

AGAAAATGCTAGTGATTAGAGTTTTTAGATTATTTTAATTTTGGTAACTAATTATAATTC 

CTCAGTTAAGATTTTTTGGCTTAGTGGGCCCTTAGAATTACTTCTTCCTGTTAGAATTAA 

AAGTGAAACCAGAAATTAAAGTGATTTAATTTTTTTATTGTGGCAAAGATCTAGTCCAAA 

TATCTTTGATGGACTTTTTGAAAACAGAC 

>SEQUENCE:7517:prostate_MPM2000-004P6_Table5 

TCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAA 

TTAAGGCGGGAACTGGAGTGCTAGGAGAAGGAAACAGGAAAAGGGAAT TACT GATGGAGG 

AAGAGGATGACTCAAGATGCTCATCACAGTAGGATAGAGATATAAGCCGTTTTCATTAGG 

TTCCTG GTTC AG ACAC AC ATAG CTG AC AG CTAACTTAAGTTGTT AACAC ATTTTG CTT AT 

TTGAAATCACAGCCTGCCACCACTGTAACCACACATTCTGGCAGGCATGAAATTTGGCTA 

GATTTTTGTGGGAGATAAGCTACACTGGAAAGAAAGGAAAAGGGGAAATTTCAGTGGACC 

CATTTCTCTTTATTCCAATTCTGGGGTGTAACAATCCTTTGCATAACTGAGACGTGCAAA 

CAAGAATAATCAATTTGGCATACTGAAATCAATAGTATTCATAATGT ATACT GACATGTT 

ATTATTTTrCCCATTATAAATAACAAAGCTGTGATTAAGAAATCATTATTTTAGAGCAAA 

GGGTTTTCAGAGGTAGAAGCTAGGGGTATCAGGAGTTCTACCTACGAGACAAAGTAAGGC 

AAG ATTAN GTGGGGTGCGG CAAC AACATGTG G GTTTT AT A AACTTC AG GT AACATTTAG A 

AT AAAG C AATTTTC AC ATATG ATTGTCTT 

>SEQUENCE:7518:prostate_MPM2000-004P6_Table5 

ATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCT 

AGAATTAATTAAGGCGGGATGGGGACTCATCTAAGGCTCTGTGTCCTGAAAAGTCAAGTC 

GGGTGGAGGGCAGGGGTAAAAAATCCTCAACACCCTGGAAGAACCTTCTCAACACCCTTG 

GCTTGTCTTCAATTTCTGGAATCTCGTGGCCATGCCAGCCCTGAAAGCCAATGGACTGTG 

CTCCGGACCCAGCCGCTTCTCCTTGTGAACACAAGCCTCCGTGTGCCTGAGAGTTCACCT 

ATAAACATGGGCACTGCTCATTCACCAGTCACCACTGGCAAAGAGCTTGAAGACATTGAC 

TACTTTGGGAAATCTTTAAAAAATAAATTTATTCATTTGGAAAAATTATCAAATGATTGC 

ACAAGAAGAGGTGCCTTTCCTGAACAGGTCTGTGATCTGGGCCTCTGGGCACCTGGATAA 

TTCCGCAGAGAAGGAGGTTGGTCCGGTCTGGTCAGTGTGTATTCCTTTTTGTTTTGAG 

>SEQUENCE:7519:prostate_MPM2000-004P6_Table5 

GCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 
TACTTCTAGAATTAATTAAGGCGGGCGCCTGTAGTCCAAGCTACTCGGGAGGCTGAGGCA 
GGAGAATGGCGTGAACCTGGGAAGCAGAGGCTGCAGTGAGCCGAGATCGCGCCACTGCA 
C 

TCCAGACTGGGCGACAGAGCGAGACTACCTTCCACAAAAAAAAAAAGGCAACACATTTTC 
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GGACAAAGAAAAGCAAAAGGAATCGGTCACTGGTGAGCCACATTTCTAAGACAGTCTTTA 

GGCTACAGGAACGTGACGCCCGAGGACAGCCAGAATCGGGGGGCGTAAACAAGGCAGAA 

A 

GGGTGGATGTGTCGGTTGATATTCAAAAGAAAAATTACTGAAAAATTCCTTGACAGACTC 

ATGACTAATAGCTTCTTGTACGGGTTTCTGCATAATAGACGTGGAAAATCGGCCCGAGGG 

TGAGAGGAGCCACC 

>SEQUENCE:7520:prostate_MPM2000-004P6_Table5 

ACGCCAAGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCC 

TCG AG AGTACTTCT AG AATTAATTAAG G CG G GAG AG G C AG GTTAACC AG C AC AGG C C ATT 

AAAGAGCTGGTGACACAGGTGTGTGATCTTTACCTAACTCCACCACCAGCTATGATAACT 

CCAAACCAAAGGCACTAGACCCAACAATTTCTCTTTAACGATATTATTAGTGGCCAGACA 

TGGTGGTGGCTCACACCTGTAATCCTAGCACTTTGGGAGGCCAAGGCAGGTGGATCACTT 

AAGGTCAGGAGTTCGAGACCAGCCTGGCCAACATGGCGAAACCTCATCTCTACTAAAATT 

ACAAATATTAGCTGGGCGTGGTGGCGCATCCCTGTAGTCCCAGCTACTCAGGAGGCTGAT 

GCAGGAGAACCACTTGAGGTGGAGGTTGCAGTCAACTGAGATCGCCCCACTGCACTCCAG 

CCTGTGTGACAGTGGAAGACTCCATCTTAAAAAA 

>SEQUENCE:7521:prostate_MPM2000-004P6_Table5 

GCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 

TACTTCTAGAATTAATTAAGGCGGGCGGATCATGAGGTCAGGAGATCGAGACCATCCTGG 

CTAACATGGTGAAACCCTGTCTCTACTAAAAATACAAAAAAATTACCCGGGCATGGTGGC 

GGGCGCCTGTAGTCCCAGCTACTCCGGGCTGAGGCAGGAGAATGGCGTGAACCCGGGAG 

G 

CAGAGCTTGCAGTGAGCTGAGATCGCACCACTGCACTCCAGC CTGG GCGACAGAGCGAGA 

CTCCGTCTCAAAAATAAATAAATAAATAAGAACTACAGAACTAATTTTAAGACCCAAAGT 

TCTTGAGCATTTTTTGCTTTTTTAAAGCAAAACAAACAGTTTCATTCCACAATGTTCTCT 

CTAAAAAAACTGGTGAATACTGAAAATGTATTTTTTCATTTATTTCTATCAGTGGCTTAT 

TTTTAGTAACAG 

>SEQUENCE:7522:prostate_MPM2000-004P6_Table5 

CCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTCTTCTAGAATT 

AATTAAGGCGGGCAATGCAATAAGCAGTTTACACATAACCCTACAATAACCTTGAGAGGC 

GGCTACTGTGGGATACCATTTGGTAGATCACAAAACTGAGACATTAAAAGGTTATGTGAT 

TTGAGGCACGGTAGATCTCGCCTGTAATCCCACCACTTTTGGAGGCCTTGGCGGGCGGAT 

CACTTGAGTTCAAGAGTTCCAGACCAGCCTGNGCATCGTGGCGAAACACCGTCTCTACTT 

AAAATAT 

>S EQU ENCE :7523: prostate_M PM2000-004P6_Table5 

TAAATAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAA 

TTAAGGCGGGATCGTCTAGTCTGCAGGCGGAATCTGGAGGACACAGAGCCG GGGC CTGAA 

CTGGCTTGGGAAACAAAACCATCTCACATCTTGTCTCTGCAGTCAGCAAAGCATTTTCTT 

TCAAAAGTTGTTTTAAATTTACTTTTATTTTTTAGAGACAAGATCTCCCTATATTGCTCA 

AGGGATCCTCCTGCCTCAGCATCCTGATCAGTTGGGACTGTAGGGTGTATCACCACTGCC 

TGCAAAGAATTCAAGTAGTAACTGGCCTCAGGATAAAGATAAAATCAAGGTTGTGGCCAT 

ATCCATTGTTAAGGCCCCAGAAAAGTTTACCATGTTGGGGCTGGGTGTGGTGGCTCACAC 

CTGTAATCCCCGCCCTTTGGGAGGCCGAGGTGGGAGGCCAGGAGTTCAAGGCTGCTGTGA 

ACTGATTGCACCACTGCACTCTAGCCTGAGTAACAGAGCAAGAGCCTGTCTCTGAAAAAA 

AAAAAAAAAAAAAAAAA 

>S EQU ENC E :7524: prostate_M P M2000-004P6_Table5 

TACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACT TCTA GAATTAAT 

TAAGGCGGGAACTGAAAAAAGAAATGAAGGTATGCTTACATGGGAAGTATTTTAACACAA 

CAGGTAATTTTTGAGTGCTCATTATGTCCAAACACTGATGAGCACTTAGATCAAAGATAT 

TATTCTTGTCAACAAGAAACTTACTTAGGGTCTAGCTGTTGAAAAGATAACAGGAAATTT 

AGAGTCTAGCTGTTGAAAAAGGAAAATAAGATAATTCATGAATAATTAATGAGGGAAAAA 

AAAAAAAAAAAAAAAAA AAAAAAAGGGGGGCCCCCCCGGGGGGGGCCCCCAATTCCCCCT 

TATGGGGGGTTTTTTACCCCCCCCCC 

>SEQUENCE:7525:prostate_MPM2000-004P6_Table5 

AACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAAT 
TGGGGGGGAGAGAAGAGGGTNTACTGAAAATTATTATTCTTCTATTTAAGAGGTTGAAGA 
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CGGAAATAAACAGAAAGATATCTTATCAATAGTATCAAAAATGGGATGCATACTATCCAA 

AGCAATCTACAGAGTCAATGCAATCCCTATTAAAATTCCAATTACAGATTTTTCATAGAA 

GTAGAAAAAACAATCCTAGAATTTGTATGGAATCCCAAAAGATCCTGAATAGCTGAAACA 

ATCTGGAGCAAGAAGAACAAAGCTGGAAGTATCACACCTCCTGATTTCAAATTCTATTAC 

AAAGCTATAATAATTGAAACATTATGGTACAAATAGACACATAGACCAATGGAACACAAT 

AAAAAGTCCAG AAATAAACTTACACATATATG GTAAACT AATCTTTG ACAAAN N AN AAAA 

AAAAAAAAAAAAGGGGGGCCCCCCCCCGGGGGGGACCCCAATTCCC 

>SEQUENCE:7526:prostate_MPM2000-004P6_Table5 

CTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTA 

ATTAAGGCGGGAGAAGGCTCAGGGACACCCCACTTGAGATTTGGGATTAGACTAAGTGTC 

TCATCACTTAGTAGCTGTTATTTACACTTCCTAAACCTTACTTTCCCCATTTGTAAAATC 

AGTAATAATCGAGCCTAACTCGTAGATTTGATGTGTGAAATGAAAGAGGAAACATGTAAA 

TACAATGCTGGCATAATCCATGTTCGGTAATTAGTAGCTCTTGTCACCATTATTATGACA 

CTTACACATCCCTAAATATTATGGGACTAAAAATCCATCAGGATGAATAAAAGATAAAAA 

CAGTACACTCTTCTTAAGGTACCTCATTTTGCTAGCAATATTTTTATAGTCAATAAACTG 

TTCTCTCTCT AG GTAAAG A A ATTCTG GCTTAAG C ATTTTG CACTAT ATTAACTACTGTCT 

TTA 

>SEQUENCE:7527:prostate_MPM2000-004P6_Table5 

TAACCCTCACTAAAGGGAACAAAAGCTGGAGCTCGGCCCCCGCGGCGGGAGTGGTACTAG 

AATTTGGTACAGCGGCAGAATTGCTGATGCCTGGGATACATAGGTTGTAATCAGCTAAAA 

TCTAACCAACATGCGACTCTAAATGGGCTGCCCGAGCCTTGGGAGTGAGGGCCACAACCA 

CATCCGGGTGCCACCTTTCTGTGCACACTGGGGGGGCCCACATTCCGGTCAACAGGCTTC 

TGTCCAAACGACCAAAACTTGCTGGAAACAGGTGAACAAACCCAGTAAGTGACGTGCTTC 

CGCGAGCGCCTGCTCCCTCCCAGCTCTGCCGAGACAAAAGTGCACCGAGGAGCTTCTGAG 

AGTCACCAGTCCCACCTCACCGACTCCTCGCGGTCACCGGGAGCTGCAGTCCTTACTCAG 

TACCTGCCCGGGCGGCCGGTCTAGAACTATTGGATCCCCCGGGCTGCAGGAATTCGATAT 

CAAGCTTATCGATACCGTCGACCTCGAGGGGGGGCCCGGTACCCAATTCGCCCTATAGTG 

AGTCGTATTACGCGCGCTCACTG 

>S EQ U E NCE:7528:prostate_M PM2000-004P6_Table5 

CCCTCACTAAAGGGAACAGAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAAT 

TAATTAAAGCGGGGGCAGCTAGGGAGTCCTCCGGGCTCTGCCGAGCCCCTTCCCCAGTGT 

GAAGTCCAGCCTGTTCTGAAGTCGCACAGGGCCAGACACCTGGGCTGCCACCTCCCCTCT 

GGAAACAGTCCTCCTTGCCTCGGTGGGTCGACAGCTCCAGGCTATTTTCTTCCCCTGAGG 

ATCTGAAAGTTGGAGGTAATTGGTTGGCCCAATCTGAATGGCCAATGGAACTGAGTATGG 

CGGCCGCCACCGCGGAGGAGCTCCAATTCGCCCTATAATGAGTCGTATTACGCGCGCTCA 

CTGGCCGACGTTTTACAACGTCGTGACTGGTAAAACCCT 

>SEQUENCE:7529:prostate_MPM2000-004P6_Table5 

CCCTCACTAAAGGTAACAAAAGCTCGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAAT 

TAATTAAGGCGGGGGAATGAAGGCCATCACTCTGATTAGGACACCAGGTGAAGGTTCCAA 

GGAAGTAACACCAAGGAGCTGAGTCTTCGTACCCAGTACTCAGTGTGTAGACTACCATCC 

ATTATACCAAGGGAAACAGGGCAGCACTGGTTATAAACAGGCACAAGAAACATTTAAGTT 

ATACTCGGCTTAA I I I I I I I AAAATACAATAAAAACACTACAGTAATAATGCTGTTACCA 

TTTCCATTCCTTGTCTTTGGAATAGTACAATGGGCTTAGCATTCTCTCTTTACTGTGATG 

AGTGACATATTCTATAACAGGAAAATGCATTGCTATTAATAAGGAACCTAGATCATGGGG 

CCAT A AG CTTTTGTG G AC AAG CCCC AC ACCC AGTTTG AG CT 

>SEQUENCE:7530:prostate_MPM2000-004P6_Table5 

GCGCGCATAACCCTACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTAC 

TTCTAGAATTAATTAAGGCGGGTGGGGAGGACTACTGAGGAAATTGCTCAGTCAACAAAA 

ATGATAGTGAAGATCTCAGAATCTCAAAAATCATCTTTTGTGTGCGTATTTTAATGATTA 

AGATGTACTATAAATTCATGTACAGGATTTGGGATTCTGCATTATAGGCATCGTATGATT 

AATGGCTTTTTAGGCTTGATGAAGCATGATAATTAACATTGAGAAGGACAAAATTAATGT 

GAAGGGACAGAATGATTTAGATAATATGTTTCAAAAGCTTTTGTCCTAAAAAATGCATTA 

TTACCATTTTAATTTAGTTNTGGTAGAATAAGAGACCACATCTTAAAGGAAAGCGGCCGC 

CACCGCGGAGGAGCTCCAATTCGCCCTATAGTGAGTCGTATTACGCGCGCTCACTGGCCG 

TCGTTTTACA 

>SEQUENCE:7531:prostate_MPM2000-004P6_Table5 
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AGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGA 

GTACTTCTAGAATTAATTAAGGCGGGGAAGAGGAGAATAGAGATAAGAATAAGGAAGAGC 

ATATGGGCATTGATAATAACGACTTTATAACCTTCAGATGCAATGAAGTAATGATGTTGC 

CTAGAAGTTATTTTATATGTAGGTAAATAGGAATTTGGAGAAAAAGAAAAAAATT ACTA A 

GAAAATATTAATGTGTTTATTCTTGACTCTGATTTCTGATCAGTTTTAGC ATCATAT TTT 

ATATTTTTTCCAGTTTACAATTAGACCTATAAAAATTTCTTTGGGGCATCl I I I I I iCTT 

TTCTAGATTAGAAAACCCATAATATTGTCTATATTTCTATAAAATACTTACTAATTACTA 

AATCATATTTATCAAAATATCTTATGTTGTTTAGTAACATAATCTGCAATTAAGTTGGTA 

TGTAGGTA 

>SEQUENCE:7532:prostate_MPM2000-004P6_Table5 

ATAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGCGGGGAAAGGCCACAGCACACTGGCGCTCCAGCAAAGCCAAATCATGTCTCCTCTGG 

CCACTGCGGTCCTCTCCTTGGTACATGTCATCCCCCAGAGGAGTATCCAAAGCTATTCCA 

CTATGCACTCATCAACCCTGGCTTGTCAGCCTTGGGGAAGGTCACTTTATTCATAAAAAT 

GCCTCTTTGAAAACAAAAAAAAAACAAAAAAAAAAANGGGGGGCCCCCCCCGGGGGGGCC 

CCCAATTCCCCCTTATAAAAAAGAAAAAACCCCCCCC 

>SEQUENCE:7533:prostate_MPM2000-004P6_Table5 

GCTGGGTGCCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGGGTGTAGG 

TAACTTGCCCCTTCCTCTTCCTGAGCACAGCACAAGGATTAATAATATTGTTGGTATTAT 

TATACCAAGATCCTGAAGGAGTGCTAATATAGAAATGTTAAAAAAAAAAAAAAAA AAAAA 

AAAAAAAGGGGGCCCCC CCCGG GGGGGGCCCCCAATTCCCCTTTAAGGGGGG AC 

CCCCCCCCATGGGGGGGTTTTTAAAA 

>SEQUENCE:7534:prostate_MPM2000-004P6_Table5 

GCCCCCCCTCCGAGAGTACTCTCTANAATTAATTAAGGCGGGGAAGCGTGAGCTTTTAAA 

GTGTGACTTTAACATTTGAATAAAAATCTTCAGAATTTTCTCTGGATATAAAATAAAGTA 

GTCTTTTGGATGCCAAATAAATTTCTAATTGGGTTATCAAAAAAAAAAAAAAAAAAAAAA 

AAAAAAAAAGAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAGAAAAAAAA 

>SEQUENCE:7535:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAG AATT AATTA 

AGGCGGGGGAGAACTTGGATTAACAGAAATTCACATTAAGATGATACTGATGTTTTAATT 

GATTATACATTGCATGTAGAAATATTAAGGACTCTGTGTATAGGAGATGTCATTTGTAAG 

GCAGGGACATGTATACAATGTGTGGCACATCCAGAAAAACACAATGGTAGTGTGATTATT 

GTCTTCAGAGTTGTCATGTGGAAGGTG I I I I I I I I I I I CTGGTCCCAAAAGGCAAGCTTT 

TTTAATAAATGGGGAGGTACCAAAAAGGTTTATCTGGATT CATTTG GAGG AAAG CTTTTA 

CTGTAACCCAGGGACTATGCTATCCCCTGCAAAAAAGGTATTTTTGTT CATTTTTACA AA 

AAAAAACCCTAGGGCTCAAAATATTTTAAAGATCCACCTTTGGACCCCAI I I I I I I I I 

>SEQUENCE:7536:prostate_MPM2000-004P6_Table5 

GCGCAANNAACCCTCATTAAAGGGAACATTTGCTGGGTATTTGGCCCCCCCTCGAGAGTA 

CTTCTAGAATTAATTAAGGCGGGTGAAGTTTTCTAGACAATAAGGAACAAGAGCCAGTAA 

ACAAATAGTTTTCCCATTCTGTCTTGCGGTCATGGATCCAACCAATAGTCACCCATAGCA 

GTGG GTCAAATTG AAG ATG CATCCTTTATTGTATTCTCTTTCGTTCTTGCTTCTTTCCTC 

CAATTCTTATTCCCACCTCTGGGCCCACAGTTGTCAGTAAAAAGACTTGTAAACAAGGCT 

TTGCCTCTGTACTGCTTTCCGTTGAGCCCAGGCTAAGAGGTTAAATGATTTAGTTTGTCC 

AGGATAAAAAGATTACTTATCTAGATTACTTCCCTACATGAACAGGGAA GATC AATATTT 

CTAAGGAAATTATGTCCAGATTAAAGAGTATTGCTTTATATAGTAAATCCTTTTAAACAC 

ATGCCACCTTTAGTTAGTTACAAAAAAAAT 

>SEQUENCE:7537:prostate_MPM2000-004P6_Table5 

CCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAAT 

TAATTAAGGCGGGGGTGTATAAGGTGAGAGATGAGGATCCAGTTTAATTCTCCTACATGT 

GGCTTGCCAATTATCCCAACACCATTTGTTGAAGAGGGTTCCTTTCCCTACTTTATGTTT 

TCGTTTGCTTTGTTGAAGTTCAGTTGGCTCAATAAAAGCTTCTTAAAACACCATTTTGGC 

ATTTTTTTCTGAAAGAGAGAGTGAAGGAAAATCTACAAACCGCATTGTGATCTAAACAAG 

ACCGTCGGGACTAGAGAAGCATGGCCAGNAGAAGGGACAGGGGAGAA 

>SEQUENCE:7538:prostate_MPM2000-004P6_Table5 

G G G CCCCCCTT C G AG AGT ATCT ATAG A ATT AATT A AG G CTGTAG G G AAATG ATTTCTCC A 
AGGCCAGGACATGGAGTGGAGCGGTAGGATGCACAGATCCAACCACAAACCAGATTCAGA 
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AAGTGTCAGACCAGCATTGGGGCGGCCATAGGAAGCCAAAGCCACACCCAGCACCACCTT 

TCTCCTTTCTGAGAAAGGCCATCAAAGCAATATGAGAGCAGCTGGCACAATGGAGTGATC 

CTCATTCAATAGAGAGTTCTAGCCTGGGCGCTTCAGGGCTACAGTTCTGCTTAGAGAAGA 

CACTGTCGACCAGGTGGGGTGGCTCACGCCTATAATCCCAGCACTTTGGGA 

>SEQUENCE:7539:prostate_MPM2000-004P6_Table5 

CTAAAG G G A AC AAAAG CTGGGTACCG G G CCCCCCCTCG AG AGT ACTTCT AG AATTAATT A 

AGGCGGGGCAGAAGAAATGCTGTTCTGAATTACAGCAATAGTATCTGAGATTGACATGAA 

CAGTGTTTGATTTAATCGTTAATTGATGGACATGATGTGTACTTCAAAATATCCTGCAAA 

ATCTAATCAAAAC ATTG CTAACTT ACC AGTG GTTACCACCT AA AG AT AAAG CCTT TGTG G 

ATGTAGAAAAATAGACATACCTTAGCGAGTACTTCTTAGATTACAGAGTCATGGATTTTT 

GAAACTGAAAACAATCAATTCCCTTCTTTTATAGTTAGGAAAAGAATACCCAGAGATAAT 

CAGTGTTTTCCCTAAGGCACACAAATAATCAGAATCTCTTTCTATTGCAGTACACTGACT 

TTACAATGTAATTAGAAAGAAACCTATAAAATAAGGCAGAAATTGGATGATTAAAATTGG 

AGACTGGAAGGTATAACCAGAGTCACAGGCTCAGATATTTAAAAGAGGAGCCAAATATAC 

CTGAAC 

>SEQUENCE:7540:prostate_MPM2000-004P6_Table5 

TACGCCAAGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCC 

CTCGAGAGTACTTCTAGAATTAATTAAGGGGGATTGGTCATTGCAAGGAGGG GAGGG AAT 

TTTTCACCATAATGAACCACTCCATAAATTAGTTACATAAAAAACAGCAGTTTTATTTTC 

TCATGATTCTGCACTCAAGGCTAGGCTCACCCGAGTAGTTCTACTTGACTTGACAGTGGT 

CACTTGTTGGCTACATTAAGGTAGTACGTTGGCTGCAGGCTAGACTCATTAGGGATGTTC 

AGAACTCTCTATTTAGTCTAAAGGCCAACATTTCCAGAGTCAGACTTCCAATTTGTACTC 

TTGTCTGTATGTGTCATACCTCAATTAAAAGCCCACTTTCAGACTAGGTGCAGTGGCTCA 

CACCTGTAATCCCAATACTTTGGGTGGCCAACGTAGAAGAATTGTATGAGGCCAGGGATT 

GGAGACCAACCTGGGCAACACAGC 
>SEQUENCE:7541 :prostate_MPM2000-004P6_Table5 

CGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTAC 

TTCTAGAATTAATTAAGGCGGGCAGATCACCTGAGGTCAGGAGTTCGAGAACAGCCTGAC 

CAATATGGAGAAACCCAGTCTCTACTAAAAATACAAAATTAGTCAGGCATGGTGGTGCAC 

GCCTGTAATCCCAGGTACTCAGGAGGCTGAGGCAGGAGAATCGCTTGAAACCAGGAGGCG 

GAGGCTGCATGAGCTGAGGTTGCGCCATTGCACTCCAGCCTGGACAACAGAGCGAGATTC 

CGTCTCC AAAA AAAAAAAAAGCACTTC AATCTGTG GTG G G CAATTTGTGG ATAATTTG AA 

CAGATGGCAGAAAGCCGAACAAGCAGATGAGGAAACCCACCAATAAAAAGGAGATGGAAC 

CAAAGATGGAAACAATTTTTTGGGAAAACAAGTGCTTTGTTTCCATGTGACACAGAAGGC 

ACCCACAACGCTGGGAGTGAGGGACCGTGTCACGGCCATG 

>SEQUENCE:7542:prostate_MPM2000-004P6_Table5 

ACCCTCACTAAATGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 

TTAATTAAGGCGGGATAGGGATTAGAGCAAAAAATTAGCCATTGGGAGAAAAGACCAGGA 

TGGACAGAGTTTAGGTCCAATGGTCACATGCAAGCCCTAAAAG3AATAAAGAGAAATAGA 

TCAAAATGGAAACTGAGAAGGAGTCAGGGCTGCTTTCCCTCAGGAATACAGAATTAAAAC 

TTAGTCATGCATGGTCTTTCAGGAAATGCCGCAGCTGCTAAGAAAAGAGGTAGGCAACAA 

GCTGGCAGCAGCAACACCTTGAGCACAAAAGCAAAAAGAAGAAGGCACCTTTTCCACACC 

AGTATCGTTGAGCTTTGGAAATCTCAGACAGAGCTGTTGCAGTCCAAGAGTCACTTCTGT 

ATC AG G AC ATT AT AGTG CCTTTAAG CCCTAACCTC ATAACC AC AG CC AG G GCTATGTTTG 

GTTTC 

>SEQUENCE:7543:prostate_MPM2000-004P6_Table5 

AAAGCTCGGGACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGAGAAA 

CAAGCCAACCTGGGAAGAATAAATAACTGAGATTTAACANCGCNCACTCCACTCCAGCCT 

GG G CAAC AG AGCG AG ACTCCGTCTTAAAAAAG AAAAAAAA AAATCCTTCAATTCATTAAA 

ATTCTATGGCCTTTATATGTATAGCTCCTCCATATCCTCCTAAATGTCTTGGGGAGTGAC 

CTTTTCCCTTCTCTCTCAGCCTTTCAAACCAGGACATCACTGGCTCTTATCCAGGGGGAG 

CATCCCAAATCTGAAAATCCAAAATCCAGAATGCTCCAAAATGCAACTTTCTGAGCACTG 

ACGTGGCGCTCAAAGGAACTTCTCATTGGAACATTTTGGACTCCAAATTAATGGATTGGG 

G ATG CTC A ACCG GT ATCCT AT A AT G C AAAA A A A AAA A AAA A A AAA A A A A A 

>SEQUENCE:7544:prostate_MPM2000-004P6_Table5 

TAAAGAGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAA 
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GGCGGGCGAAAAGCAGAGAATAAAATAGTTGAAAATTCACTTGCTGTTTTCAATGTATTA 

TTTATGCAAGAGAATGTGTAATTTGGGAAAAAAGTAAATCTGAAAACTGAATAATTTAAT 

ATACATGTCTTTGTTAAAGTTTTAAAATATTATTTTCCATGGTAACCATTATTAAATAGA 

GAACTATGGAATGGACTGACAGGGCTGGATGGATGTAGAGTGGAAACATGTACAAATGCC 

CTTTCTTTACGATCCTTCTCCTATGAAAAGTAATATCTGTTTTGATGTTTCAGTGATGTT 

TCTATAAAATCAAATTTATAGAATTTGATTGTATAAATTCTAAATGTATGTAAGTGTTGG 

TACTTCATGTTTTCAGGAGTAACTCTATTTTGCTACAACAACCTTCTGCTGAGCTAAGAT 

TATAGATCCAGGAGCTAAGTGGCTACTCAAGATACATTCTAATATCCATCTCTTGTTTAA 

GACAAGTAATATAACATTTTGCAGAAGTGATAACTCAAGTCCATA 

>SEQUENCE:7545:prostate_MPM2000-004P6_Table5 

AGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGGGTGGGA 

GGACTGCTTGAGCCCAGGGGTTCGAGACCAGCTTGGGCAACATGGCAAAACTCCGTCTCT 

ACAAAAAATTAAAAAATTAGCCCAATGTGGTGGCACATCGACTATGGTCCCAGCTATTCA 

GGAGGCTAAGGTGGGAGGATTGCTTAAGCCCAGGTTGAGGCTGCAGGGAGCAGCTGTGTT 

TGCACCACTGTACTCCATCCAGCCTGAGTGCCAGAGCAACACTGTCTCATTTAAAAAAAA 

AAAATTCTATAGTTTAATTTTAAGAACAGAATTTTTAAAAGAACTGTAATATAAAAGTAT 

G G AACCT ATTAG AAG CCTTTGCTA AGTAAAAATTTCCTTAATCCACATAG CCTCT AGGTG 

GAGTATACAGGCATGGCACCTTTTTGAAAGATTCCT 

>SEQUENCE:7546:prostate_MPM2000-004P6_Table5 

AATTAACCCTC ACT AAAG G G A AC AA AAGCTG G GT ACCG G G CCCCCCCTCG AG AGT ACTTC 

TAGAATTAATTAAGCGGGGGTTGCAATGTGGTGAGCAGAAGTTGACACTGTCCCGGCTCC 

TGTGGCTCTTAAGAATGTGACTGAATGATTAATGAAGTCTGTCAGTAACCACAAAGTAAA 

CAAATCAGGACTCTCCCTCACCAGATAGTTCACAGTACTCCTAATGAGAAGCATGATTGC 

CTGGTTTACCATTGTGTTTCACCTCTAAAATAAATAGGTGGATATAAAAAGAAAAATAAA 

AAAAACTAAAAGCGGCCGCCACCGCGGGGGAGCTCCAATTCGCCCTATAGTGAGTCGTAT 

TACGCGCGCTCACTGGCCGTTGTTTTACAACGTCGTGACTGGTAAAACCCTGGCGTTACC 

CAACTTAATCGCCTTGCAGCACATCCCCCTTTTGCCAGCTGGCGTAATATCGAAGAGGCC 

CGCACC 

>SEQUENCE:7547:prostate_MPM2000-004P6„Table5 

AGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGA 

GTACTTCTAGAATTAATTAAGGCGGGAAGGTGATGGTGGTAAATTTATAAAAGTTGCTGT 

GGATAGTTGATACGTAATATTGTAAAGGGTTTTCCCTCGAGGCCTCTCAAAGGACTTAGC 

C AAG CAGTGTC ACT AAT ATTTGTGTCCTGTGTGTG AG G C AG ATG ATTCAG ATTACCT ACC 

AGTTTACCAGTGAAGAAGGAGAAAGTTGTTACTTTGCCACAGTCTGTAGAGCTGATAGAA 

AGTTGTTATAATGGAAATGTTTTCTTAATTGAGAAATGAAGGTTCTTTTCACACAGTGGG 

CTTCATTTAAGAATACATCATACATATAAAAGGTTAATTTCATTCTGTAAGTCTGCCAAA 

TTAATTCTTTTAAATTATTTTTAGCTTAGCTTTTAAAACCGTATCATATTTAGCAAACTT 

AAGGTGGAAAATAATCTTCACCAA 

>S EQ U ENCE:7548:prostate_M PM2000-004 P6_Table5 

TGGGTGACCGGGCCCCCCCCTCGNANAGTACCTTCTAGNAATTNAATTAAGGGCGGGNAG 

GAAGAGCAAATGGCGCCCATACCATTATGACGCAGAGGATGTCAGAATCTTGCTTTGTTC 

ACATATGACATGATCCTATTTCTACAAAATGCCCATCTGTCTCATCCCAAAAGTTTCTTA 

AG CTG ATG AG C AACTG AC AC AC ATTCTG AG G ATAC AT AATC AATGTGTAA AATC ACT AG C 

CTTTCTATACACCAACATCAGGCATGCAGTGAGCCAAATCATGAATGAACTCCCATTCAC 

AATTGCTGCAAAGAGAACAAAACACCTAGGAATTCAGCTAACAAGGGAATTGAACGACCT 

CTTCAAGGAGAACTACTAACCACTGCTCATGGAAATTACAGAGGACACCCACAAATGGAA 

AAACATTCCATACTCATGGATAAGAACAATTAGTATGAAAATGACCATACTTCCCAAAGT 

AATTTATAGATTCAATGTTATTCCCATTAAACTACCATTGACTTTCTTCACAGAATTAGG 

AAAAACTATGTTTAAATTCATAAAAGACTAAAAAAAGAGCCTGTATAGCCAAGACAATCT 

TAAGAAAAAAAAAAAAAAAAAAAAA 

>SEQUENCE:7549:prostate_MPM2000-004P6_Table5 

AGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGA 

GTACTTCTAGAATTAATTAAGGCAGGATAATCGCTTGAACCCAGGAGGCAGAGCTTGCAG 

TGAGCCCAGATCGCGCCACTGCACTCCAGCCTGGGCGACAGAGTGAGACTCCATCTCAAA 

AAAAAAAAAAAAAAAAAAAACAACCTGTTTTCTCCCCCAATAATTTTTGGTCTGTACTAG 

GTATGGTGGCACATGCCTGTAGTCCCAGCTACTTGAGAGGCTGAAGCAGGAGAATTATTT 
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GAGACCAGCCTGGGAACATGACAAGACCCCATCTCTATGGGAGGGGAAAAAAAAATTGGT 
TTGTTAACCTCAATTGGGAAAAATATAAAATTCTGTTTTATATTGATAAGTAAAATATGT 
ATGATTCATATACCTTTTCTTTATTCTCACTGATTTTTAAAGCATGCATAAAATATTGTA 
GTGTAACATCTATA 

>SEQUENCE:7550:prostate_MPM2000-004P6_Table5 

GGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCG 
GGGTAAGATTTGCCGAGTTCCTATAAACTTTTCTAAATCTAAATTTCTTATGTTGCCAAA 
TGTTTCCAAGTTTATAATTGGTTCAAAAGAGGCAGTTATATGTGTGTGTGTGTGTTTGTA 
TATGTAAAAAATACATCCGTAAATATATGTGTATGTAAAAACACATGTAATTATATATAA 
AATATATATGTATGTCTTCAGTTTCTTGGTATCTTTA I I I I I ACG AT AAATTT AAATTTT 
CTG A AAG AG C ATATTAAAG CT AG ACTGTAC AAG CTT AG GCTTT ATTTTC ACTTT A AATG A 
TGGACTTCCTATACCATCTTCAGTACCCAGCCTTAATAAACATTTAAATATAGACAGGCT 
Nil I CATTAATCA I I I I I TGTTCCTCAGTTGTCACCCCTTTATCCCTTTCTCCTCAGAT 
TATTTTAAAG 

>SEQUENCE:7551:prostate_MPM2000-004P6_Table5 

TTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTA 

GAATTAATTAAGGCGGGGGTTGGCAGAGGAGCTCGTTTGGGCTCAGACACTGCTGCCTCT 

TTCTGTCTGAAGGTGTTATGAAGTGTACCTATCTTTTGGGACATAGATTCCTTTTACTCC 

TTCCTTTGTATTTGTCACAAAATAAATTATAGAATAAAATAAAGACATATCATGAAATTA 

CTCATAATTGCATTACTTGGGAAGGTAAAACATAGGTATTTAACAAACATCAAAGTTTTG 

GGAGGAAAAGGCATTTCATAAACCTAGACATACGCAATACTGAAGGCCAGGGGACTTGTA 

AGTGAAGGGGCCATACCGTGGAGCCAGGTCTTCTAAATCTAAATCTCATATCTTTCCATA 

TTTNG AAA AC AAAAATAATA AA AAAA AAT AA ATAA AG CG G CCG CC ACCG CG GTG GAG CTC 

CAATTTGCCCTATAGTGAGTCGTATTACGCGCGCTCAC 

>SEQUENCE:7552:prostate_MPM2000-004P6_Table5 

TAACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAA 

TTAAGACGGGCGTCCTTGCCTTCCTTATTTCTCAATGTGTGTCTATCTATTTTGTCCTGC 

AATAAACACTAGACTCTGAATTGGTGGCTGGGGGATCGAGAAACTGACTTCTTCCATGTT 

ACCTAATCAGTTATCACAGTTGAAGTTCACAGTAGTACACTGTCTGGCCATGTCACTACC 

CGGATGACAGGCCTCCTCACATCTCAGTGGCCACCAAGGCACACTGTGCCACTCCCAAAA 

GACCCAGATGGTGCCTCCTCTCTATGACCCCACAGCCGATGCTCTGCCTCCAACCTCTCA 

GCTTTTACTGGGATGTCTTCCCCAGCTTCTAACTGCAATGCAAATTGAAACCATCAGACC 

AGTTATCTCTGGCCGGGCATGGTGGCTCACGCCTGTAATTCCAGCACTTTGGGAGGCAGG 

GGCGGGTGAATCACGAGGTTAGGAATTCAAGACTAGCCTGGCCAAGATGGTGAAACCCCA 

TCTCTACTAAAATACAAAAATTAACTGGGCATG 

>SEQUENCE:7553:prostate_MPM2000-004P6_Table5 

CGCAATTAGACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTA 

CTTCTAGAATTAATTAAGGCGGGGGGATCACCTGAGGTTGGGAGTTCGAGACCAGCCTGG 

CTAACATTGTGAAACCCAGTTTCTACTAAAAATTAAAAAAATTAGCCTGGCATGGTGGCA 

CGCGCCTGTAATCCCAGCTACTGGGAAGCTGAGGCGAGAGAATCGCTTGAACCTGGGAGA 

CGGAGGTTGCAGTGAGCCAAGATCGTGTCATTGCACTCCAGCTTGGGCAACAAGAGAGAA 

AGTCAAAAAAAAAAAAAAGAGAGAAAAGAAAATAAAGAAACTCCCCCTTTTGTTGTAGTA 

TGAAGACTTCAAACTATAATAATACTAGGGTGGGACGAGTACTAGTAAATTTATTTCCTT 

TTAI I I I IACTACAI I I I I TGCAATGTACATTTACTTTGTCTGACAATAAAAAGCTACTT 

ACGAGATAC I I I I I AGTTCATAAGTGGGATGATTGTGTGTTCACACTTGCGTGAGACGTC 

CCTCCCTCAAACCTTGTTGCG CCATCATCTG CACATTACCCATTTG ATGTG G GG AAA 

>S EQ U ENCE :7554: prostate_M PM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTCCCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAG 

GCGGGCGGATCACGAGGTCAGGAGATCGAGACCATCCTGAACAACATGGTGAAACCCTGT 

CTCTACTAAACTACAAAAAATTATCCGGGCGTGGTGGTGTGCACCTGTAGTCGCAGCTAC 

TCGGGAGGCTGAGGTAGGGGAATTGCTTGAAGCCGGGAGGCGGAGGCTGCAGTGAGCCT 

A 

GATCATGCCACTGCACTCCAGCCTGCAAGACTCCATCTCAAAAAAAAGTTTTTTGACCCT 
TG ATCC AG AGTAG AG ATG GTG G AGG ACAGTG G GGGTG CAAGG AAC AGGG ATCTGTCTGCC 
TGGCAGTACCAGCCCCAAAAGAAGCCAGTCTAGATTTGCAGGTCATTTAATCCTGGCTAT 
TTCACGCTTCTCAGCCTCTCAGCTACAGGCAGAGCTCAGGACGATATTTTAAAATGTAAT 
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TAATTCAAGCACTGGTTGTCAACAATATATGCATCTCTTGTTTTGGGGCAGCAGTGAGTG 
GTAAAGGCTTTCTGAGGTGATGGTGCTCCCTGTTTCTCTTGAAAGAGCCCAAGTTATTAA 
AAACGTATCTTTGGCCGGGTGCGGTGGCTCACGCTTGTAATCC 
>SEQUENCE:7555:prostate_MPM2000-004P6_Table5 

CGCGCAATTATCCCTCACTAAAGGGAACAAAAGCTGGGTAGCCGGGCCCCCCCTCGAGAG 

TACTTCTAGAATTAATTAAGGCGGGTGGATCACCTGAGGTCAAGAGTTCGAGACCAGCCT 

GGGCAACATGGCAAAATCCCGTCTCTACTAAAAATACAAAAATTAAATGGGCATGGTAGC 

ACGCGCCTGTAGTCCCAGCTACTCGGGAGGCTGAGGCAGGAGAATCACTTGAACCTGGGA 

GGCAGAGGTTGCAGTGAGCCGAGATCATGCCACTGCACTCCAGCCTGGCCAGGTGACAGA 

GCGAGACTCTGTCTCAAAAAATAAAACCAAAGATATTGTTATGTTTATCATTGTGGAACA 

TGCACCTGTTCCACATATACAAACCACTAGTTGGCTTGTATTCAGCTAAAAAAATAAATA 

TTCTGTATTATACTTTGGGAGCAATTTAAGTAATTTTTTCAATGTGATTCTTAGTCTTAT 

>SEQUENCE:7556:prostate_MPM2000-004P6_Table5 

GAAAAATATCCTGTTATACCTGAGAGGATTTGTCTGGAGTACTCTGTAAAGACACTTTCA 

TTCTTTCAATCTTTTCTCATTGTTTCCAGTGGCTGAACTTTCTTAAAAGTAGTCTAGGCC 

AAGGCAGGAGGAACTCCTGACTGCCTGATCCGCCTGCCTCGGCCTCCTAAAGTGCTGGGA 

TTACAGGCATGAGCCACTGCACCCAGCCCAATGTTAATTTTTAAGAATGGAAAAATGCTT 

TTTAACTTGAAATAAAACTACGGGGAAAATTATAGAATTGAATGAAAAATTAAACAATAT 

CTAAATTNNGAANAAAAAAAAAAAAAAAAAAAAANAAAACCCCCCCCCCCCCGGGG 

>SEQUENCE:7557:prostate_MPM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAG 

GCGGGCGGATGACCTGAGGTCGGGAGTTTGAGGCCAGCCTGGCCGGCATGGTGAGGCCC 

C 

ATCTCTACTAAGGGTGCAGAAATTGGGCAGGCGAGGTGGCACGTGTCTGTGGTCCCGGCT 

GCTCGGGAGGCTGAGGCTGGAGAGTCGCTTGGGCCCGGGAGGCGGAGGTTGCAGTGGAC 

C 

GAGATCGTGCCACTGCACTCCAGCCTGGGGGATAGAGCGAGCCTCTGTCTCCGAAAAAAA 
AAAAAAAAAAAAAAAAAAAGGGCCGCCCCCCCCCCGGGGGACCCCCAATTCCCCCTTTAG 
GGATGTTGTTTACCCCCCCC 

>SEQUENCE:7558:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGCGGGGGTGCTGGGAGACAGGGACGGAGTCTAGGGATCAGTGTTCCAGGACTGGGCG 

G 

TCATAGAATGGGCTGTGGGAGCCCAATTGTGAAACCCTGAGGATGGGGAGGAGGTGTGGC 

CCGGGACTATGTGTGGGGCTTAAGGTTGCCATTCCAGGAGGAGGGTAGTCACAGCCCTGT 

TTGCTGCGCTCACCTTGGGCTAGGCGTGGTGTCATGTGGACCCTCAGCTGTGTTGTGCAG 

TAGAGGTAGGCCAGAGAGGTGCAGTGACCTACCCACAGTCTCCCAGGCAGTCAGAGACGG 

ACACATGGGCAGCATGGGCGGCACCAGCTTGTCCAGTAGGCACAGTGCCAGGGGTCCGTG 

AAANANANNNNNNNNNNNNAAAAAAAAAAGGCGCCCCCCCCCGGGGG 

>SEQUENCE:7559:prostate_MPM2000-004P6_Table5 

ACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 

TTAATTAAGGCGGGACAATCGCATGAACCCAGGAGATGGAGGTTGCAGTGAGCTGAGATC 

GTGCGACTGCACTCTAGCCTGGGCAACAGAGCAAGACTCCATCTCAAAAAAAAAACCACC 

AAAAAAAAGGTAAATAACCTAAGTCCCCTATAAAGTCTTTACCTCACAGTATATTTTCAA 

TCAATAATTCTTAATATCCCCTTTAAAACAAAAGTGTGTATAAAGCCCTATAAAAATATT 

CTTGAAAAAATACCTAAATCTGCCTGAGGAAAACAGGAAAAAATTCCCAAAGGGAAATGA 

AATCTGAATGGGATCCAAAAAAATAATCCAAAGCATGCCAAATAAAAGGTAGGAGGCCCG 

GAAACAATTTTAAATATTTACCAAAAACCTAACATCCCTAATGCAGTTTGAGGAAACGGA 

GGCAAAATGTTCACCAAAGGCTTACTAAACTA 

>SEQUENCE:7560:prostate_MPM2000-004P6_Table5 

GCTGGGTGCCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGGACAGGCG 
GGGGACAGTTGAAGTGATTGATTTCAAGGCAGATTCAGACTCTAAATTCTGAGGCTATTA 
AAAGGAAATGATAAGCACTTGTCTTGTAATGCTAAACAGTATGATGAAAGGCCAGGATAA 
ATATTTAGAAGAACTACTCTAAGGCCCTGGATAAATAACTTCAGCTTTTTCAATCTCAGT 
TTCCTT ATCC ACTG A AT AC AA A AA AG G ATTG A ATT ATATG ATTGTT AG G GT ATCTTCC AG 
TACTG ACATTCTACGGTTTATG ATTTCATCAAGACTTTAATCTCAG AAGCCAAAAN N NAA 
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AAAAAAAAAAAAAAAAAGGGGGGCCCCCCCCGGGGGGGACCCCAATTCCCCCTTTAAAGA 
GGG MINI CCCCCCCCCCCCGGC 
>SEQUENCE:7561:prostate_MPM2000-004P6_Table5 

AAGGGTAACACAGGCTGGGTGCCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAG 

GCGGGGGCGAAAAATGGAAAGAGGTGAGAAGACCTCCCCTTCCTCTATACTAATATCCCA 

CACATAGCTTCAGGAACGCACATGGAAAGAGGCTGAAGCTGAGGAGGAAACAAAGCTTTT 

TCAGTCAAACAATCCAATTTCCTCATTCTAACTAAGCA TGTATA CAATTCAATCAAAGTG 

GCTTTTGACAGCCCTGCCACTTGAATCGTACTTTGTCCTTTTTAAACCTCAAAGGAATTC 

TGTTAAAAGAACCTTCACAAAATAAATTCTCTTAATTTGTAAATAGAGACTCAAAAAAAG 

TATGACTG 

>SEQUENCE:7562:prostate_MPM2000-004P6_Table5 

AATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTCTTCT 

AGAATTAATTAAGGCTGGTTAACAAATAAAACAGGCTTATAATCCAAAAAATAATGAATC 

ATTCAAAATTATGTGTATTATGTTCATAACCCGGCTTTTTGGGTGGTGCATAATACCAGG 

GCTGG AG G GG AG AAG G AATT ACTCCATTTC AAACTGTC ATCTTTACCACTTG CTACTTTG 

ACTATGCCCACACTTCTATGCTTCTAAATGAACAAACTGGACAATGTAGGGTCTATTACT 

ACCCAGACCTTTTCCCAACCCCCAGCCCCGTCTGATGTC 

>SEQUENCE:7563:prostate_MPM2000-004P6_Table5 

GCTGGGTGCCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGTTACTTAC 
AAATCTAAGTTTTCACATCTGTATCTAGAGACAATAATCTCGACCTTACAAGTCTTTGGT 
GAAGATAAAGGTAAATAATGTACATGAAAACCTCTATGAGTATCCATCCATCAGTAAACC 
TTTAATACACAGTAG CTG AATCTG AG AG CCAG G CCA AACCTAACCAAAGCTG AATCTG AG 
GGCCAGGTTGCCACCAAACCTTCTGCTTCTGTATTTAAAAGAATCCTTATTAGAAAAAAA 
AA AAA AAA A AAA AAAAG G G GGG CCCCCCCCGGG G G G G ACCCCC ATTCCCCCCT ATG G G G G 
GTTTTTTACCCCCCCCCCCTGGGCCGTTTTTTAAAAAA 
>SEQUENCE:7564:prostate_MPM2000-004P6_Table5 

CAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGG CCCC CCCTCGAGAGTACTT 

CTAG AATT AATT AAATATTTATGT AGCTAATTTTAAT AGTGATATTTT AATAC AATTCTT 

AATTTTACTCCTGGCTTTCAATCATTCATATATGTTTTTAAAAATTG CTTT TTCCATTGC 

TTTACTTCTTAATTACTTTTATCAAAGTCTTAATTGTGTGTGGTTGATTTTAAAAGTTAA 

AT ATTTCTAT AAG ATTTATAAAG ACAAACTG G GT ACAGTG ACTC ACACCTGTA ATCCCAG 

CACTTTGGGAGGCCGAGGGGGTAGACCACTTGAGGTCAGGAGTTCGAGACCAGCCTGGCC 

AACATGGTGAAAGCAGTTTCTACTAAAAATACAAAGATATGCCTGGTGTGGTGGTTGGCC 

CCTGTAATTCCAGCCACTTGGGAGGCTGAGGCAGGAGAATTGCTTGAACCTTGGAAGCGG 

AGGTTGC 

>SEQUENCE:7565:prostate_MPM2000-004P6_Table5 

CCTCACGAAAGCGGAACTTAAGCCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 

TTAATTAAGGCGGGATCTCACTGCCTCATATTCCTCATGTCTAGCTATTAGCTTATGGGG 

GCTCATGTCCCTCATGGTTCATGGCCTCATAATAGCTGAACCCGCCCATTGGGCACATCT 

ACCCTGAGGAGTATGGCCTGCCAATTTTAGTGGCTAACCCTGAAACAACAGTGGGGTGGA 

GTAACAATACACCTGTGGATTATTATACAATTATTGAGCCAGAGGGTGAAAAGCGGTTGA 

TGTTAAATTCTCTCACCACTCTAGAACGTAGGTCTCATGACACATTCTTGATTTGTCAGT 

CTTCCTCGACTGCTCATCAATATAAAAGGAAAGACTCAAAAATGTTGTGTATATGCACTG 

TCCAAAAAGGACATAGAATGTGCAAAACAGTGTAGAAATTGTTTTCCCAAAAGAGAATTA 

CCTCTTAAAG 

>SEQUENCE:7566:prostate_MPM2000-004P6_Tabie5 

GGAACACAGGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGGGG 

TCTGTTAAGTCAGTGTACCACCTATTCAGCGCTCGCTGGGAATAATAAACCTTGTACCTT 

GAGAGATAAACAAACCGCATCAAAGGCAGGGGGCTTTTTCCCTATGTACACTTGGGCTGC 

TGAGTTAACATATTATTAATCTCTGAAGTATTAAGTCTTAGTTGTTAAAGGAAGTGACTT 

GTAGAACTTACAGAGCCATAGGATTGAAGGTGAAAAATCTTGTGAGTGCACCCCTTGAAT 

TGC AC AG ATG AG A AC ATTAG AGCTT AATT A A AG GCGGGTGG ATTG CCTG AG TTCAG G AGT 

TCAAGACCACCATGGGCAACACAGTGAAACCCCATCTCCACTAAAAATACAAATATTAGC 

C AG CC ATG GTG G CAC ACG CCTGT A ATCCTAG CTTCTG GGGAGGCTGAG GTG G G AG AAATC 

ACTTGACCCTGGAA 

>SEQUENCE:7568:prostate_MPM2000-004P6_Table5 
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GCGGGCTGAAGAACTTCCATCTTATGTGCTAGTTTCTTGAAAGTTAAAATAGAATATTTT 

CTATTCAGTCATTCATTTATTTCTTAATTCTTAGTTGCCTATTATAGATGAACTAAATTC 

TGTAGAAAATATATGGAGCACATAATAGGGAAATGAGTAACATAGGATTGAATTAATGAG 

TACACAAAAACTTACTTAAAAACACTCTAACCCTTACAATCACAAGGGCTCTGGAAAATG 

CTCTTGTGGTTAGTACACAGTAAGTATCCAAACACAACAAGTAATACAAAATGATGTGAA 

TTTATTGTCTAGAGGGCCTATATGAAATAAGGATGTTAAAATTACGTTAAAAATAACTTC 

TGTTTTTATGTNACCTTTTAAGAAAAATNTTAATTGACTGTTTTATTTATGGGG 

>SEQUENCE:7569:prostate_MPM2000-004P6_Table5 

CCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAAT 

TAATTAAG G CG G GT A ATG G G G AAAAAG A ATAGAAGTTTTCTTCTTCTGTG ACTG AG C AA A 

AGATAGCGTATAGCTCGTGGAAAGGGAGTAAGTATTTTATTATTATATCTCGTTTAAAAT 

CTATACCTATACCTTTTAAAGATATGTATGTCCTTTTTCTTTGTTTTCAATAAAACCAGA 

TAATTTGAAACTGTGCTTTTTTGTGGAAGAGTAGACCATGGTATATGGCACATGATACAT 

GTG C AG G AC AAAG AAN AAATATGTCTACTGTTGTCTCTTTTCCACATTAGCCTACAAG CT 

TTGAGGTGACTGGAACCAATTGCCATCAGTTGCCATGGCTAATCATCTTTCATGGCATAT 

AAATACTCAGTATAAATGGATGAACAAATGTTATTATCTAGTGCTTGATTCCTAC 

>SEQUENCE:7570:prostate_MPM2000-004P6_Table5 

ACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 

TTAATTAAGGCGGGGATTGCATGGTACACCTAGCTCTTCGGCCACGGGGCGCCGGGGAGA 

CTCATTGGCTTCCAGAGGACAAGCTGACTCGTCGGTGCATCCGCGCGAGCTGCGGGGAGT 

CACAGGGGTGAAGGCCGCGTGGCACAGCCTGTGTGCAAAGCCGGTGAGGTGCTGACGCA 

G 

CGAGCCTGGCGGAGGCGCGGGCGGAGGCAGAGGGGCGCTGCTTAAAAAAAAA AAAAAA AA 
AAAAAAGGGGGGCCCCCCCCGGGGGGGGCCCCCAATTCCCCCTTAAGGGGGGTTTTTTAC 
CCCCCCCCCTGGGGCCGTTTTTAAAAAA 
>SEQUENCE:7571:prostate_MPM2000-004P6_Table5 

CACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAAT 

TAAGGCGGGTATCAGATAATAATGATCTTGTGTTGTCTACTTTTTGGGTAAACAGTGTAT 

TGAAGATATTTTCTCCTTTTATACAGATGCACATTTAGATCAGCATCAAGAATTCTCAAA 

GTGTATTCAAAGAATTAATTTCATTAGAAATTAATAGGCTAGGCACCATGGCTCACGCCT 

ATAATCCCAGCACTTTGGGAGGCCGAGGAAGGTGGATCTCTTGAGCCTAGGAGTTTGAGA 

CCAGCCTAGGCAACATAGTGAGACCTCGTCTCTATAAAGAAAAAAAAAAAAAGAAATTAA 

TAGGTATCTTTTCGGGAAAAAAAACCAAAAGAAAAAAAAATAAAAAAAGCGGCCGCCACC 

GCGGTGGAGCTCCAATTCGCCCTATAGTGAGTCGTATTACGCGCGCTCACTGGCCGTCGT 

TTTACAACGTCGTGACTGGGAAAACCCTGGCGTTACCCAACTTAATCGCC 

>SEQUENCE:7572:prostate_MPM2000-004P6„Table5 

ATAAGGGGAACACATGCTGGGTGCCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGCGGGATGGCTGAGTTCAAGCTAAATAGTATTTCAAGTTTCAAATTGTTTGGATTTCT 

TTTTGGTTACATAGTCCTAATATATAAATCAGCTGCCTTCTGAAAATTGGAGTTTTAAGC 

AGAATCTCACTAAGACTTCTCTTGTTATCTAAATCTAAATAAAAAGGGATTTACATACTG 

TCAGTATATACTGAACAGAAAACCTTGTAAAACAGTAGTAAACTGGAGGGATGCATTAGT 

TTTAACACANAANAAAAAAAAAAAAAAAAAAAAAAGGGGGCCCCCCCCCGGGGGGGACCC 

CCCACCCCCCCTTAGGGGGGGTTTTTTCCCCCCCCCTTGGGGGGGGTTTTTAAACCCCNG 

GGGGGGGGG 

>SEQUENCE:7573:prostate_MPM2000-004P6_Table5 

AAGGGAACAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGC 

GGGAGTCTGGGNGAAAATTTTTACTTATCTCCATTCTGGGGACATCTACTGCAAATTCCA 

TAATAGACTCTCATTCCTCTATTATCTGAGCTATTTGAATTACCTCAATAAAGCTGTTTC 

CTCCTCTTTCTTCACTCAGGAAATACAGAGTTCTCATGACTGAACAGGGAAAGTAAGAGG 

TTTAGAAAGAATAAGATGGATCTGAGAGTTTTCACAATCACTTGATAACCCATTATTATC 

CANAGACTACCTA 

>SEQUENCE:7574:prostate_MPM2000-004P6_Table5 

CCG G G CCCCCCCTCG AG AGT ACTTCTAG AATT A ATTAAG GG G GTTTTC AT ACTC AAG AAG 
GTTAGAAACTACTGGCTCATGTCAATTTAAAG I I I I I I I GAATTGAAAGTATATGCCAAT 
GAAATAAATTTATCTCAAAAGAGATGTACAGCTTTTCATATTAATTTTCACTTTAAAAAA 
GAGAAGGAAAGGCAACTTCTGAAAGGGCCTCTTCATCTGTTAGGAGAGTTGAACAATGCC 
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ACTTTGGTGGGTAACAACAAAGACAATAATTACTTCTCTCTGTATTTGTTAAGAACATAG 

TCCTCATAATAATTCTGCACATTGTCTGAGTTAAATCTCACAATAACTTTAAAAAGTAAT 

G AAA AC AG G CCG G GTG C AGTG G CTC ACGCCTGTAATCCAATTAT ACACCTCAA ATCTA AC 

ACAAAGACTATACAATAGATGC 

>SEQUENCE:7575:prostate„MPM2000-004P6_Table5 

CACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAAT 

T AAG G CG G G GTGTGTGG ACT AG ATTATTTCT AAG GTG G ATTG C AGTGTTTAAAATT ATG A 

TTATTCACTGTCCAAAATTTGCTTCCTAGAATATTTTTTCTCCCATAAATATTTTGTTAA 

TCTGCACTTTCTATGTCTGAGATCTAATTATAAGTTTACTAAAGTA AGCAT CAAGTTCAC 

TGAAATGACAGGTATTTCCCTTTTAAACTATGGAAATTATCTGAAC Mill GCACTACCT 

GGTATTCACATCTGTTTAGATTTTATGAAGTTACTGCAGACTCAACCAGTCTTGTCCACT 

TTAATATTTTTCCTAAAATGGGCCCCAAGTTATGTGTTTTCTAGATTCATAATTAGACTA 

CCATCCCTTTTCCTACATTCAAGTGTGAAAACAAGAGTAATATTTGAATCATTATTTCTC 

CAACTTTTATCATAGCACATTTTTCTTCATGCATATACAGTTATCAC 

>SEQUENCE:7576:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGCGGGCACCCTTAAAGGCTCTGAATGTTAGAAACGGTGCTATGAATTTGTGAGTGTCC 

AAAATCTTTTATTGTTG CAG AATTTTCTG GTTTAG G AC AAC ATTGTTTACAATCCATT AA 

TTAGCTGGAACTCAGGMCCTTTTTGGTATGAAGTAATTTCCTGTGCCAAGGAATTTGAC 

CTGTTTATCAGTATTTGGGGAAGTTCCTGGAATGTCCGTCCTTCCTTCTTTGCCCTCCCT 

CACTGCTGTATCTCTTTGTCACATTTCTTCTCTTCCTTCAAATCATAGTTCCCACAC TGC 

CTGTCATACTGGGTTATCCTGATTGGAATTACTCTTCCCAAAAAGTATGCACAGTGTTTT 

ACTTTTTCTTTATTATCAGGTACGTCATTTGTCCTTTTCCCCTGAATTAGTGGGTATATT 

GAGCCNANNAAAAAAAAAATAAAAAATANAGGGGGCGCCCCCCCCGGGGGG 

>SEQUENCE:7577:prostate_MPM2000-004P6_Table5 

GAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGG 

TACCCAATTTGGTTTAAATATTCTTTCCACCTTGCTTCTCTTCAACCCTTCTTGTCTTGG 

CACTCAGACTGTGGAGGAAATGGAAGCTTTTTAAAAAACTGAACACTATTAAACTACTAA 

GGAAAATATAAAAAGCATACTTTTCTTTGGAGAGATAAAAGATATTTAACTCATCTGTGT 

TTAAAATTAAGAATAGAAAATATAAGCCTTACTAAAGCAGTTAAATTATAAGGGAAAGAG 

GTAGGGAAAGAAGAGAAAGAGATGATAAAAGAAAGCAGGACAGGAAGAGAGAGAAGGAGC 

TCATGAGAAAAAAAAAAAAAAAAAAAAAAAAAAGGGCCCCCCCCCGGGGGGGACCCCCAT 

TCCCCCTTATAGGGAGTCTTTTAACCCCCC 

>SEQUENCE:7578:prostate_MPM2000-004P6_Table5 

TAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG TACTT CTAGAATTAATTAA 

GGCGGGGTACTAGAAAGGTGCTTTTCTTTGATGTATTTGGAACTTTTGAACTTTAGTACA 

ATGGACAACTTACATAGAGACTTCTCTTTTCACGAGTTACTGGTAGTATCTTGCTAATGA 

AAAGGCAGCAGACATCTCCAGCTGTACTAGAGGTCTGAATTTACTAGATATCTGTTAGTC 

AAGTACTGTGCCTTGTAAACCTTATCTTCAGATAACTCATCTTAGCTAGTTGGACACAGG 

GCGTCAGTTGTTGCTTGAGTGGTAAAGCGAATCACGCATGCCTAGCTTTCCTTTACCAAA 

TTACGAGTACTCAGAAATAACTGATTAACTTCAGAGCAACCTTTGTGACAGATGTTAATT 

TCATCTACTAATGTGGAATGTCAACTAGGATGTAGATCTTAACA 

>SEQUENCE:7579:prostate_MPM2000-004P6_Table5 

CCAAGCGCGCAATTAACTCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTC 

GAGAGTACTTCTAGAATTAATTAAGGCGGGTGGGAGCTTTTAACAATTCATGTGGGAAGC 

TGAATTATCTCTAAAGATATTTAAATAAGTCAACTATTAAGGTGATAAC CAAAC TAAGAC 

ACAGACTATTAATATGTGGGTTCTTGACACATATAAAACTGAACACAGATTTTAATTTCT 

TCAAAAGCATCAGGTATCCTAATAGCTTCACTGGTAAAAATCTACCAAATGTTTAAAGAA 

GAATTAACATCAATCCTTCACAAACTTTAAAATAAACTTCAAAAAAATTGGAAAGGAGGG 

AACACTTCTGAACTCATAAGCCCAGTATTACTGTGATTCCAAATGCCAGATCCAAAAAAA 

AAAAAAAAAAGCGGCCGCCACCGCGGTGGAGCTCCAATTCGCCCTATAGTGAGTCGTATT 

ACGCGCGCTCACTGGCCGTCGTTTTACAACGTCGTGACTGGGAAAACCCTGGGGTTACCC 

AACTTAATCG 

>SEQUENCE:7580:prostate_MPM2000-004P6_Table5 

GGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGG 
GCTGAGATTGAGCCACTCCAGTCTGAGACAGAGCAAGATCCTGTCTCACAAAACAAAAAA 
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ATACCGTTGAAGCCTAGAGATGCTGTAGTTATTTAATAAAATCT TTGAA AAATAGTTTTA 

TTCAGGTAAATCACTCACTTCCTTTATAGTTACTTTTATC TGAA ATTTTTCCACTAATTG 

ATTTG CTAG GTTGT ATAATTTG G AAATTTATT AG C ATT ATTTTTC AAAGGT AG AAATG AT 

AACAGGAACGGGAAGAATAAAAACCCCTTTCTTCTGCTTATTTCTCTTTATCTATGATGC 

AGATATCACATACACAAGGCCTTTGTTTTAAGGTGTAATTTCGTAGATAGGGGTGTATAT 

CTATGATATAGTATTACTTGCATAGAATTTTTTCTTTACAAACATCCATAAAAACAAAGA 

AAAATCTTTTAAAGCAAGAGTCTTCGAATAGTTAAACTTGATTAACTGGCGTTCTACTAA 

CC AG G GTTATGGTTAGTTACCTG AAA ATTCACTTG C ATTCTG CT AAAA A AAAAAA AA A 

>SEQUENCE:7581:prostate_MPM2000-004P6_Table5 

GCGCGCCGCTCCTTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCG 

AGAGTACTTCTAGAATTAATTAAGGCGGGCACTCACACTGATCTCTATATCATTGTGGAG 

AGTCAATGTCAAGGCCCTCTGCCCTTTAAAGCTATCACATTGTATGTGCCTTAGACGCCA 

CCTGCCAGAAGCAAGCCAGGTTTACCTTTGGACACCAACAGCATTCTTTCCATTCATTCG 

TCCTCCTGACTTATCAGACCCTGCTATGAATGACTTGATTG TTCTT C AACTTC CAATTTA 

CCCTCAAAATTTCTAGATTTTCTACCCGTTCAAAATAATGGATTTTGC I I I I I I GGAAAG 

CAGCTCACAAAGAGATTTCTTGAATAAATAAAAATTGATCCATTTTTAGGAAGCATGTAT 

TTGGATGTGTCTGTTGGACATACCTATCATTTGTTGACATACCTATAACACTGTCTGGAA 

TCACACCTCAGTTTT 

>SEQUENCE:7582:prostate_MPM2000-004P6_Table5 

TAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAA 

GGCGGGGTAGGTCTGAAAGTATTCTGAAGAGTACATTGTAAACTGAAGAAACATATGTAG 

GTC ATGTG CAAATTCTTAG G CAAACGTC ATTATG GG AT ATTCTAAAAG CTTC AT ATTGCT 

AAGCATGACTGATGAACAGGGAAGTTAGAGACCACTCTTTTTTACTTGTGACTTTGTTTT 

AAGAAAACTATACATTTTTTATTTTTACTTTGTCTATCAAAGTTATCTAAACTGGCTGCT 

GTTCGGGTAGTTATAGCCTAGTGCATTAAAAAAGGCCAATTCTGGCCGGGCGCAGGGGCT 

TACACCTGTAATCCCACTACTTTGGGAGGCCAAGGCGGGCGGATTATCACGAAGTCAGGA 

GATAGAGACCATCCTGGCCTGCTTGGTGAAACTCCATC 

>SEQUENCE:7583:prostate_MPM2000-004P6_Table5 

CAATTAACCCTCACTTAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTT 

CTAGAATTAATTAAGGCGGGGGTGGAAATTAAAATTATACAATTATGCC ACTGA AATAAC 

TGCTATTAACTTTTGTTGCATTTTCCCTTACTTATTCATGCACATATTTTAI I I I I TACT 

GGAArTTATAGTATAGACACTTAGGGATGCTGCTTTTAAAATTTAATACTGCAGGGCGCA 

GCGGCTCATGCCTATAATCCCAGCACTTTGGGAGGCCGAGGCAGGCAGATCACGAGATCA 

GGAGTTCAAGACCAGCCTGACCAACACGGTGAAACCCCGTCTCTACTAAAAATACAAAAT 

TAGCCAGGCATGGAGGCACATGCCTGTAATCTCAGCTGCTCAGGAGGCTGAGGCAGGAGA 

ATCACTTGAACCCGGGAGGCAGAGGTTGCAGTCAGCCGAGATCGTGCCACTGCACTCCAA 

CCTGGGCAACGGAGCCAGACTCCGTCAC 

>SEQU ENCE:7584: prostate_M PM2000-004P6_Table5 

GCC AAG CG CG C AATT AAACCCTC ACTA A AG G G AAC AA A AG CTG G GT ACCG GGCCCCCCCT 

CGAGAGTACTTCTAGAATTAATTAAGGCGGNGACAGGAAACAATATAGATGTAGAGCTGC 

ACAAATTCTCTTCTCTAGCTGGAAAAGTAACCAACCATGTGTACCTTTCCAAGATGGGTT 

GAAAAAATAGTTCTACTGAACACATACTTCAACTCTGTATTTTCTGATTTCTTGCCCTCT 

GAACTGGTATATAACATTAAAAAAGGATTTCTAAAATTCATATTTAACCTTCCCTTCAAA 

CTCCAAACAGGCACCTGAGGTCAGGAGTTGGAGACCAACCCGGCCAATGTGGTGAAACCC 

TGTCTCTATTAAAAATACAAAAATTAGCCGGGTGTGTTGGCGGGCACCTGTAATCCCAGG 

TACTTGGGAGGCTGAGGCAGGAGAATTGCTTGAACCCGGGAGGTGGAGGTTGCAGTGAGC 

TGAGATCATGCCACCGCACTACAGCCTGGGTGACAC 

>SEQUENCE:7585:prostate_MPM2000-004P6_Table5 

TAAAG G G A AC AAAAG CTGG GTG CCGGG CCCCCCCTCG AG AGT ACTTCTAG AATT AATTA A 

GGCGGGCAGATCACAAGGTCAGGAGATCGAGACCATCCTGGCTGACACAGTGAAACTCTG 

TCTCTACTAAAACTACAAAAAAATTAGCCAGGTGGCCAAAACCACCCCTTGGATGCCCAT 

TTTGTTCAGAGTCAAAGTCATCATCATGGCCTAAAGACCCCATGATCTACTGCTACCCTT 

GCCCTGGTG I I I I I I I I CTTGTG G CTCCTGTTACTCTTCCCTTCTT AC ATTTG CTTG CTC 

TGTTCCATGCATCCTGGCTTCCTGGCTGTACCTCACACCCGCCGGGCATGCATGACTTGC 

TTTCTCACCTCAGCGAGGCCTCCTCACCTGACCACCCGACTTCAAATTTTGAATATAAGT 

TTAAATTGCAGTTCCTTCAACCCTGTACTCATCTTTCCCTGCTTTGTTTCTGTTTGCTTT 
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TCTGCTCGTCTCTCTCTCCATGAGAGGGTAGACACCATGAGGACATACAATGTTGGCTAT 
TTTGTTTATTGGGTTCCCATCACCTGATACCATGCCCGACAAATGCTGGGCACTCAATAA 
GTATTTTTTAAATAAATGTTTGGGTCTC 
>SEQUENCE:7586:prostate_MPM2000-004P6_Table5 

G CG C ATT ACCCTACTAAAGGG AAC A AAAG CTG G GTACCG GGCCCCCCCTCG AG AGT ACTT 

CTAGAATTAATTAAATTGGATAGAATGATGATGGGGATAGAGTGTAAATTTGCCAAATTT 

ACCCACGCAACAGACATGATTTTACCTAATACATGTGAATTATGAAGAATAAACTGATGA 

AAATAGTTTGGGAATATAAAACTTAAGAATACTTGCGCCGGGCACGGCGGCTCACACCTG 

TAATCCCAGCACTTTGGGAGGCCGAGGCAGGTGGATCACGAGGTCAGGAGTTCAAGACTA 

GCCTGGCCAAGATGGTGAAACCCCATCTCTATTAAAAATACAAAAATTAGCCGGGCGTGG 

TTGTGGGCGCCTGTAATCCCAGCTACTCAGGAGGCTGAGGCAGAGAATCGCATGAGCCCA 

GGAAGCGGAGGTTGCAGTGAGCCGAGATTGCGCCACCGCACTCCAGCCTGGGCGACAGA 

G 

TGAGACTCCGTCCCAAAAAAAA 

>S EQU ENCE:7587:prostate_M PM2000-004P6_Table5 

GCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 
TACTTCTAGAATTAA7TAAGGCGGGGGTGAGGTGAGCCAGGAGGTCTGTGAGGCTTCATT 
GGCTGTTGTCCACACTGTTCTGACTGATAATTGCCCTGAAGGCCAATCTCTGACTGCCAT 
GTTGGGTGAGAGAAGGAGAGTGGAAGCAGGGAGCTCAGGCAGGGGCCAACGGCAATAGC 

T 

TGTGAGAGATGGTGATGGTTAAGCCACAGAGGTTAGCAGGAGTGCTGAGAGGTGGTCAGA 
CC AG AT ATAC ACTG ATG ATG G AG CCC ATTG GTTTTG CTG AG G A AGTG AAATTG G AAT ATA 
AGAGAAAACTAGTTATTTTGCTAAGGTAACAGTTTGGTTTACACCCATGAAATAATTACA 
TAGCAATTCAATTTAAGTGACTCCTGGATTGGTCTAGGTACTGTGTTACCTAGATGAAGT 

TTTT 

>SEQUENCE:7588:prostate_MPM2000-004P6_Table5 

CCTCGATAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATT 

AATTAAGGCGGGGTCAGTCTTTATTATCTAAGGCCATGTAACATATCACATTCCCTAGCT 

ATTGTGGTTTATTTAAAGGTGAGCAAGTGACCAGTCCAATAAAACTCTTTGCTTGGAATG 

CCAGAGAAATACATTCACTTTATTTTTCTATGGTGTATAAATGAGATACCTAAAATTGCT 

TTTGTCATTTTTATATTTCATAGATAGCAAGTATACAGAGTGAGGC AGAAC AGATAAAAG 

GGTCAAGCCTTGGGCTTTTCCTATTACGGGTATCAATAAAGGATCi I I I I AAGACAGTTT 

AAATTAGGTTTTCTGTTACTTAGAACAAAATATCTAAATGACACAGAATCTGAAGTGGTC 

ATTACTATTTGATTTCCACTCTTATATGCTTCTGTCATTGCT 

>SEQUENCE:7589:prostate_MPM2000-004P6_Table5 

CGCGCAATTAACCCTTACTAAAGGGAACATAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 

TACTTCTAGAATTAATTAAGGCGGGTGGATTACTTGAGGTCAGGAGTTCAAGACCAGCCT 

GGCCAACATAGAGAAACCCCATCTCCACTAAAAATACAAAACCTACCTAGGCATGGTGGC 

AGGTGCCTGTAATCTCAGCTACTTGGGAGGCTGAGGCAGGAGAATCGCTTGAACCCAGGA 

GGCGGAGGTTGCAGTGAGCCAAGATCGTGCCACTGCACTCCAGCCTGGGAGACAGTGCGA 

GACTCTGTCTCAAAAAAAAAAAAAAGAAAGAAAGAAATTATACATCAATCCACAATAATG 

AGGCAAAGACAAGCTAACTGAAACAGTTCCTTTTCTTCTGCTTAAAATTTATCAACTAAG 

GATAGTAATGGAGTTTATCATGCTCTGTTCAATTCCTGATTAGCATATTAAAATCTTTTA 

TTGAAAACTCCAGGTTC 

>SEQUENCE:7590:prostate_MPM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAT 

GTCCAAACAATTTTCATCTTGAATTATTCTAAGGTAAGATATTAGAACCCATCCAGGCAA 

GATGGCTCATGCCTATAATCCCAGCACTGTGGGAGGCCAAGGCAGGAGATTACTTGATGT 

CAGGAGTTTGAGACCAGCCTGGCCAACATAGTGAAAGCCTGTCTCTACTAAAAA AAAA AA 

AAAAAAAAAAAAAAAAAAGGGGGCCCCCCCCCGGGGGGGACCCCCATTCCCCCTTTTAGG 

GGGTTTTTTACCCCCCCCCCAGGGGCCGTTTTTTAAAAAAAATTATTCTTATCAACT 

>SEQU ENCE:759 1 : prostate_M PM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 
AGGCGGGGGTCTGGTTTACCTCTATCTTCTATGCATAATTATTGATAGTGGCTACCTTTC 
ATTTTCAAAAGTGTCTGATTTTGAAATAAACTACATGATCACTCTATCACAAACTACACA 
GAGTAGATTTTTCTTTTTCCAGTCTGAGAATCTGTCTGTTAATGAATGGAGTTAGGCAAT 
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TTATACTTTTTTTCTAATAATTGATATATTGGATTTTACTTCTGAG TACT C I I I I I TGTT 
TTTATTTTCTGTTTCGTAACAATGTTTCTTGTTAAATTTTTGCCTCTTTT GTTAT GTAGA 
CTATATTTTTCTGTCTTTTCTTCATCCTCTAAAGATTTCCA AGGTT CCAGTTTTCCTATC 
ATAATTACCACTGTGAGTTTTAAGACATACTCAAATATATA I I I I I 
>SEQUENCE:7592:prostate_MPM2000-004P6_Table5 

TAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAA 

GGGGGGTGGAAAGACATAGAAGAGATCCCTTTACAATGGAAATGTTCTATACCTTGATTT 

G G ATG GTG GTTACAC AAGTGTATG C AAGTGTCG AAATTC ATTAAAAT ACC ATACTT AAC A 

ACTATTTCTTACTGACTGACTGTAAGTTATAAAATGAAGCCAAAATCCCATAGTAAATTA 

CAGAAGATTACATCTAGACTTTATCTTAAAAATCCAACTAAATGTTTATCTAACTAAATC 

TTTAAAAATCCAACTAAACTGCACCCATAAACCAGTCCTTAATAACTTAACAAAGAATAA 

AAACCAAGACACTTTTACAATATAAATTTTGGACAAAATTATATGACCAAATAGATTATC 

TCTCATTTTATAAACATAACATTAATTTCCCAAAGGCCTAAAAATCTTTAATATGTAAAT 

TAACTAC 

>SEQUENCE:7593:prostate_MPM2000-004P6_Table5 

AATT AACCCTCACTAAAGG G A AC AA AAG CTG G GT ACCGGGC CCCC CCTCG AG AGTACTTC 

TAGAATTAATTAAGGCGGGTATGAGGTAGTATCCTGTTGTGATTTTCATTTGCATTTCCC 

TCCCTTGCATGATCTTATGAGGTAAAAACCAATCCGTATTCCTGTTTGGTATACAAGGAA 

ACTG G ATTGG AAAG GTTC AGTG ACTG ATTAA AG ATAAAAGTC AT ATG C AG ATTCTG CACT 

CTCCAGAGCCCATTTCAATGCACAACTACAAGGTCTCACAAATTCTGAGAAGGCTGTACA 

AGCCAGCCCTTCAAGATTCTTCCAGCTATGACATTCTGGGACCATGAATTTATACNTGTT 

AAAAATCTCTTCTTAGCCAGGTGCGGTGGCTCACGCCTGTAATCCCAGCACTTTGGGAGG 

CCAAGGCGGGCAGATTATGAGGTAAGGAGATTGAGACCTTCCTGGCTAACACGGTGAAAC 

CCCGTCTCTACTAAAAATACAAAT 

>SEQUENCE:7594:prostate_MPM2000-004P6_Table5 

TAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGC CCCCC CTCGAGAGTACTTCTAG 

AATT AATT A AG G CG G GT A ATG ATATC AATTG G CTCG GTC ATTTTAG AA AGTAGTTTG ATA 

CTGGCTACCTTAAAATGATCATGCCATTTGAAACATGATGTTATAGACTTCCTCCAAAGA 

AGTGAATCCTAAATATTGAAATGTTTTTATTTAGAAATCTGTCAGTTACTGGAGTTGAAG 

TGTTCTTTGATGAGTGAATTGTGAAATGATGATATGTTTACCCGATAGAAT ATTG AATAA 

TTAAAAATTGTTTCTTTAATGATTGCAATAAAATGATACATTAAATATTTATATTTTATT 

ATT ACT ATGTN AAAAAAA A AAA AAA A AA A A A AA A AAA A AG G GG G CCCCCCCCG G GG G G GG 

CCCCAATTTCCCCTTTTAGGGGGGTTTTTTCCCCCCC 

>S EQU ENCE:7595:prostate_M PM2000-004P6_Table5 

ACT AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATT AATT 

AAGGCGGGGAAAAGTGGCTGCTGACAATTAAGGAGAGAAGCATTCAGAAATTCCTGAAAT 

TGTGCCTAAAAACAAGCAATACATTCACTAGTTCCTCATC AATC AGTGGTTTAGTCAGAA 

TAG ATG CCA ATG AACT AGTG A AG G GTGT ATA I I I I i I rCCTTTTCACCAAAATAAGTTGA 

ACAAAATTCCTGTGTGATTGCATATTTTAAAATCTAAGTTTCATGTTTGCCAACATTGCT 

AAGCrACTATATCAATTGTCTGGCTTAAGCCAAATAAAACCTTTCATAACTTTGGAAGAA 

ACTTCTACACAGGAAACTGTAGATTTAGACAGCCGAAATTTGTCTGAATATGCATTGTTT 

TTGTACCAGTTCTTAACTATTTAAATTATATGATATTCCATAACAGCCATAGTGGCCATA 

TAATTGAACACTCTGTATATTTAATGATCTGTTTTTCTAGA 

>SEQUENCE:7596:prostate_MPM2000-004P6_Table5 

CAACCCT CACT AAAGGGAACAAAAGCTGGGT ACCGGGCCCCCCCTCG AG AGTACTTCTAG 
AATTAATTAATAAATTTTATATTGAACATATACACTGAAATAAGATTTTGAATATATTAC 
ATTAAACAATGTAATGAAATCAATTGCCTACTAGAAATGTAAAACTACATATATGGCTTA 
CATTTACGGCTCTCAAGGCATGTCTTCTGAACAGCACTGCACTTTAGCCAATGCAATGAA 
AAAACAAACGACAGTTATGAATACTGAAAAAGACAGAATCATTATTGTGTGCAGATAAGT 
GCCTGTCTGACAAGAAAATCTGAAGGAATCATTTGAAAAATATCC AACCAGAGG GAGAAT 
TCACAAAAATACTTCGATACCAAGTAAATAATAAAAATAGACAGGG I I I I I I I I I GGTTT 
I I I I I I 

>SEQUENCE:7597:prostate_MPM2000-004P6_Table5 

GGGCCCCCCCTCGAGATACTTCTAGAATTAATTAAAGCGGGGAAGTTGGGAGAATGAGGA 
TTTGCTTTGTATTAATGGAAGAGGCAAAGCATAAAATGGAAAAAATTTGAAGGCATTGAT 
G A A ACC AC ACCTG AATT AGTCCATT ATAGTGTCT AC AAT AG A AATTA A AG G CTTG G G CCA 
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GGAGCAGTGGCTCATGCCTGTAATCTTAGTACTTTGAGAGGCCAAGGCAAGAGGATTGCT 
T AAG GCCAG G AGTTTG AG ACCAG G CT AGG C AAC ATAG CA AG ACCTC ATCTCT AC AAAAAT 
TG AAAATAAAAAAAATATTAACCAG GC 
>SEQUENCE:7598:prostate_MPM2000-004P6_Table5 

TACTGGCCGTCGTTTTACACACACGGAAACAGCGTGTGCACATGATGGCTGCCGCGCCCT 

CCCTCGAGAGTACATTATAGAATTACATTAAATGCGGAGGGGGTGTGTTTCATACCTCCA 

C AC ATTCCTTG G AT ATG ATG AG AG G CTATT AA AACTCCCC ACT AT AT AG AACTGTTGTAC 

TGTGATAATTGGCCCATTAACCATAATAAAGATACTTGTGGGGAAAGGCAACTTAATATA 

TG G AG GCTATAGTAG GTGTTTCCTTTTAG ATCTATACTGTTTAG A ATTG A ACTGCCTGCT 

TGTTTCGAAAGATCTTTTCGGAGTATCTGTTACCGGGTTTAGGCCTTTTCTTGGTAGGAG 

GGGGTCTTCCCCACTGGTTTTACTTGTTTTTAGCCAAGTGATAGCCATTGTAGACTCCTA 

TATACCAGATAGCATGCTAAAAGAAAGGACACTGGATTTAGAGTCCGAAGTACTACCTTG 

TCGCCTGGTAAACATGAGATTTAGGGCAAGTAGCTTCTTCAGAACCTCCAATTTTCATAT 

GTG GCCCCA AAATTTC 

>SEQUENCE:7599:prostate_MPM2000-004P6_Table5 

GCGCGCAATTAACCCTCACTAAAGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGG 

TCTTGTAGAATTAATTAAATAAATGTGTATGTGTTAGATGAAT ATT AAGGAGCAAT ACTA 

TCTTAGACACAAAATCTGTACATGTTTAAAGTATTTACCACCTATGAGCACACTACCAAT 

ATGACTATTCACAGACTGATTATGGTATAGAACATACTTTTAAAAATCGTTGCAAAATTA 

CATTTTCTGTATTGAAGGTCAACATTTGGAAAATACTTACATAAACTCTAAGCGTAAGAC 

ACTGGGATAGAAATAAATGTACAATTCCAAAAACACAAGTGTGTGGAAGATGGCATATAA 

TCTTAATAGTCTGACTTAGATAATCTCACATCCTGCATGCTGGCATATTTGGCTAACTCG 

ATGAAACTAATACAACTAAAAAAAATCACTACCACCTACCTTCCTCACCAAAGCCCA 

>SEQUENCE:7600:prostate_MPM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAG 

G CG G G CATCCAATATATAAG ATCTG AGTAGCTG GGC ACCATCCT ATAA TTATC A TC ACTG 

TTTACAACTCTATAATTCATTAATTCCAATTCTGAATATTAAAGATACACA I I I I I ATAT 

GTATATAATAGTGAGAGTTAAAGACTATCCAAGGAATAAAGGAATTTAGTTCATATTTAG 

TCTCAAGGTAAAGCACGTTAACTCTAGGTTTCTTACTGGTGGGAAAAGCTGGGG AGAG GT 

GCAAACAGTGTTGTGGAGTGCTGCTTCATTTAAACAAAAGTGAAAATCAATCATATTTTC 

ATCTGGCCCATAATCAAACACAACAGGGAAGATGATAGGAGATAGGTGGAATTTGTGGTA 

TTCACTAAAATAAGCAGCAAAGAAATTAATGACAAAATACACTCAAAGCAT 

>SEQUENCE:7601:prostate_MPM2000-004P6_Table5 

GCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 

TACTTCTAGAATTAATTAAGGCGGGAAGAACTGAATGAGGACTACAGGGGAACAAAATAC 

TGCCCTTACACTCTAGGTTTCAAAAAGAAAATTAGGCTGCATTTTATAGAATAGCTCACA 

TTTGTCTCTGACACATCTTCCCATGCTAAAATTATAATTTCTATTTCTGGAACCTTCCCT 

ACATGATCACTTGACTCAGAATCCTTTGATGACTCTAAGCATATCTTCTAATCCTCCCCC 

AATCTCTTCACAACTTTAAAATTATGAAACCTAACAAATAAGTTATTGAATATGCAAAAT 

GACCATTATACACATGAAAATATGTTCAATTCTACTCATAATACAAGAAATGCTCATCAA 

AACTGCTGTAAGGTACCATTTCTTACACATCATATTGGTGAAAACTTTTAAAGCCTGTCA 

ACACATTC 

>SEQUENCE:7602:prostate_MPM2000-004P6_Table5 

AATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTC 
TAGAATTAATTAATTAGAGTTAATGTTATTTAAGAGTTTGAGATCTTTTCTACTGCATAC 
TTCTTCCG GAG G G AG ATTTTTCTTTC AG G ATTTT AACTTTGTG A ATT AC AATCTTCTCTA 
ATTAGCATGAACTTCCTCTTGTACCAGAATTCTAGCATATTATAATTCTTGGAGTCAGAA 
A ACTTTTCCTG CTTG G ATATTA A ATTTTC ATC AGTT ATG G GTC ATTCTTGTTG G G G AT A A 
TGTG AA AT AG AGG G A ACTTGTGTTCTG G AAT AGTT AATAG AG GT A A AG GTG G AGT A A ATT 
ATCTGCAGGAAAAAGCACTGGGGGCTGGGCGCAGTGCCTCACCTCTGTAATCCCAGCACT 
GTGGGAGGCTGAGGCGGGCAGATCACTTGAGGTCAGGAGTTCGAGACCGGCCTGGCCAA 
C 

ATGGTAAAACCCCGTCTCTACTAAAACTACAAAAATTAGCCGGGCGTCATG 
>SEQUENCE:7603:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 
AAGCGGGTGGATCACCTAAAGTTAGGAGTTCAAGACCAGCCTGGCCAACACGGTGAAACC 
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CTGTCTCTACTAAAAATACAAAATTAGCCAGGTGTGGTGGCACATGTCTGTAATCCCAGC 

TACTTGGGAGGCTGAAGCAGGAGAATCACTTGAACCCTGTGGTTGGAGATGACAGTGAGC 

CAGGATTGTGCCACTGCACTCCAGCCTGGACAACACAGTGAGACTCCATCTTAAAAAAAA 

AAAAGGAATTTTATCTTCAGGTCTATTCTGAAGCCACAGGGAAGAATTAAGGATAACCTC 

ACCGAGATGAAAGCTAATATCACAAATGCCTAAGGAAGGTTCACTTACTGTTCCAGCAAG 

AGAGTTAGGTGTTCTCCCCATTACAATTATCATTAAAACAAAAAAAAAAAAAAAAAA 

>SEQUENCE:7604:prostate_MPM2000-004P6_Table5 

TCACTAATGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAA 

TTAAGGCGGGGGAACACTATGACCCGTCCCTGAAACCGTATTAGGTGATCTGATATGTCC 

CGGGGTTATTAATCTTGCATTCCCTTTATTTACCGAGCATGGAGGTTGGATGCTGATCTA 

TCAACCAGGGAAGAGGTTAACGCTGGATATTGGATGGAACGGATGAGGCGGGACGCCGTA 

AGATCCTATATTACTACTTGGTAATACATCATGGGCGGAAAGCTGGTACTCGATCATAAT 

TATTTAAACATAATCCTTTATGTCAAAATTCATATTGCGTGAATTCTGA ATTC TATATTT 

ACCTGAAAGAAACCTGTCCAATCTCGGTGCTGTGTGGACGTTACAGATTTTAGTGCATTG 

AGGTGTGAGACAGTGAGTACAGATAGAGGGAGACAAGATAGAGAATCCTTGTCTCCCATC 

AGTAT 

>SEQUENCE:7605:prostate_MPM2000-004P6_Table5 

TAACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAA 

TTAAGGCGGGCGAATCACGAGGTCAGGAGATCGACACCGTCCTGGCCAACACGGTGAAAA 

CCCATCTCCACTAAAAATACAAAAAATTAGCCAGGCGTGGTGGCGGGCGCCTGCAGTCCC 

AGCTTCTCGAGAGGCTGAGGCAGGAGAATGGCGTGAACCCCAGAGATGGAGGTTGCAGTG 

AGCCGAGATCGCGCCACTGCACTCCAGCCTGGGCAACAGAGTGAGACTCTGTCTCAAAAA 

ACAAAACAAAACAAAAATATTTAATTCACCTGAACTTTAAAAAATATATAAATAGTCTAA 

ATTTGTATTTTTACATGGGGTTTTTAATGGAGATGTACTGAATTAAAAGCTCATTTTGTC 

ATATATAAGGCTCTTATGTGTACTTGGATGTAATT CTAGATTCC GTGCTCTATTCTCTAG 

ATTTG CTT ATTC ATGTG CCAGTG CT AT ACT ATTCT A I I I I I I I I AAAGGTTTAAAACATT 

TATCACTAAAGATACTAGAATGTTCTTTGAAAACCTATTAAGACATTTAACTATTCTTTT 

ATGCTATTCTGAT 

>SEQUENCE:7606:prostate_MPM2000-004P6_Table5 

AAGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAG 

AGTACTTCTAGAATTAATTAAGGCGGGATGGCTCAGTAAACACAGACTCATAATGACATG 

TGGTTAGGATGACAATTGAGGGAGAAGATATTTTTGGATGAGGAGCTGTTATGTTTATGA 

AGATATTTGTACCAAAAATACAATTGTTTTGAAGAAGAAAGTATGTTATCTCAATAAAGA 

AAACAAATATGGCTACTTCATGGACCCATAATTGTTAATCTGTGTCTAACTACAGAGTAC 

TAGCTGGGAGTGTAATTGCTAGTGGTTATGCTTTCAGAGCTAGCTTTGACATACATGTTA 

CTTTGTTGATTTTGGAGTGTAAGACTGGAATGTAATCC TTACC AT CATG CAGCTTCCATT 

CTGAGAGAAATAATGAATATTTTAATGTAATTATTATTTATTTTAAATTTTATAATCAGT 

TGCCT ATTTG C AAAG C ATAC AT AAG CCA 
>SEQUENCE:7607:prostate_MPM2000-004P6_Table5 

CCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGGGGGCCAGCCAANCNG 

AAAGGAAAAAAATAATGAATATTTGGTGCCGAATCAGTATTTCAAATATTGAATGCAAGT 

ATCTG AAG CTTG AGTT ATTGT AATTC AA A AAT AAG A AG G T AA ATG G ATCCCTTTG A AG AA 

ATTCTGCTAG AG AAAAATTCTG AAAAG G A ATTTGTATTTTAAAGG GTCAGTATG C/VTAJT 

TGTATTTTTAATCAACAAGTTTTTTAGCCTAGAGTTGGTTGGCT GTTTT TTCCAATTTTT 

ATATGGAACTAAAATTAGGAGAAAAATTATGGCGGGGGGGAAATTTTCCTGAGATTAAAT 

TAGACAGGATTTGGAAGAATAAAGTCAGTTGTTTATGGCCAGAGTATAGATAAATATGGG 

GAAAGTGCCTGGAGAGGAATTAACTATGCTTATGAAAGC 

>SEQUENCE:7608:prostate_MPM2000-004P6_Tabie5 

AAATAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAAT 

TAAGGCGGGCTAATGTCAGAACTAAAACTAGAACCGGATTCTGCATCCCATTTTCTAGTC 

TGGTCACCTAATTACTTTAAAGTAATTACTTTAAACCAGCTGGTGTTCAAACTGAGAAAC 

TACATTTGAAAAATAATACAGTTTAACAGTTTAAAAGAGAAAAGAGGAACATATTAGAAA 

GATTACAGGCTACTAATTCTGGTTCTTATAATTACAAGTTGACTAGAAAATGTACTTATC 

CTCTTTGAATCTGTTTCTTCATTTGTTAAATAGGGGAAAATAAAGCTTACTAGGAGAAGT 

AA ATG A AAT AACTG CCTG G G AG C AT A AC AGTT ATC ATCTTCC ATT AAAATATGT A ATTG G 

TCTCTGAGAATAAGGTAAGATAAGGTCTTTTAAAAATGTAATGAGAAATATGGCCGGGTG 
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CAGTGGCTCATGCCTGTAATCCCAGCACCTTGGGAGGCTGAGGTGGGCGGATCATGAGGT 
CAAGAGATCGAGACCATCCTGGCCAACATGGTGAAACCCCGTCTCTACTAAAAATACAAA 
AATTAGCCGGGCGTGGTGGCACACGCCTGTAGTCCCAGCTAC 
>SEQUENCE:7609:prostate_MPM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAG 

GCGGGAGATTTTGTAGGATTTACCAAGGAACAAATAAATTTCAAGACAAAATAGCGTGAA 

TTTTATAATGAGCCCTATGAGCAGTTAGGAATTTCATTAGCAGT GTTT GG CAGC GTGGGC 

TACCTTTGAAATGATTATTGTTAATGCTTTTACTTGACCATCTTGTTTTA TGTT TTATGT 

TTATGTTTTTACAATTTCTTTGAAAATAACTTTGAGACTATACATACATGTTTTCACATA 

AATGGTAGCAAGAGTACTTTTTGTAAATGAAGTTGGGAAGGTTG TTTAC AGAGTGGTTTA 

GAAGTCAGAAAGTTTAGTTGGGGGTCAGCTAGGTAAACGGATACTTTTGGGTTTATCATC 

GTTTATCTCCTTGTAGAATTTAGCAAAATCTGAATGTATGTTTATTATATTTGTATTATC 

TCCCTCCTTTCTTCCGCTACT AAAGT AAG CCTCTTGT AATTT ATAG G G ACCT 

>SEQUENCE:7610:prostate_MPM2000-004P6_Table5 

TCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAA 

TTAACGCGGGGGGATAACCAAGTCTCCAGATCAATACCGTTGATGCCTTGATGTAGCCAC 

CCCGGATGTTGGTGAGGACCGGCTACTTATCGGGCGCTCGGTGACGTGCACTTGTAGAAT 

CACCGCCCAGGATTGCCTGATGCCTGAGAAATTGCTACCATCCAGTGGGGCCCAGTATCA 

GCTGGCATAAATAGGATGTGCCATCTCCTGCCTCGCGGTCCAGAGAGACTACTTCTTTAC 

ATATTGGTCATCTTCACTACCTGACTTCACGCCCGTCACTCCAGGGTTTGCCTAGTTCCC 

TCCTAACGCCTTTTTTTTCCACAAGATCCGCTCCTCCTATGCTGACTGATTTGTTGGCCA 

GATGCAATGGCTCACACCTATAATCCTTGCAATTTGGGAGGCCGAGGCGGGAGGATTGCT 

TGAGCTCAAGAGTTCACGACCAGCCTGGGCAACATGGTGAAACCCTGTCTCTACTAAAAA 

TACAAAAATTAGCCAGGCATGGTGGCATATGACTGTAATCCC 

>SEQUENCE:761 1 :prostate_MPM2000-004P6_Table5 

GATCAAAGGAACGGAAGCTGGGTACCGGGCCCCAGCTCGAGAGTACTTATAGAATGATGA 

AGGCGGGTCAGCTCTACTGCTAAAAAATCAGAATTTGTAGAATTAAAGATAGTCATTTAG 

TGCCAAAGACAGAACCACTATTTTAACT AATTT ACA TCCT GTGT GTCT ATCCTGAACACA 

AATGATCCTGAGGTACAAATATTCGGAATATCTTATTTTTCATTATTTTAAGATTAAATC 

AATAGATTCAAACGGTAACTATTTAAAAATTTTTAAAAAACTGGAAGGGAGAACATTATT 

TTTTGTTTTCATTTTATATTAAACATTTAGTATATCTGTACAAATAAAAAAATTATGTTC 

AACTATCAAACTAGAAATGGCATAAAATACACTTTCCTACCTATGATTACATTTCCCTTT 

C ACTGC AA AT A ATTNTT ACT ACCACC AG G CAC ATTC 
>SEQUENCE:7612:prostate_MPM2000-004P6_Table5 

CTGGCCGTCGTTTTACATCACGAAACAAGAATGACCTTTGCTTCTGGCCGCGCCCTTCCT 

CTAGAGAACATAATAAAATTAATTAAGGCGGGGGTCTGGTTT ACCT CTATCTTCTATGCA 

TAATTATTGATAGTGGCTACCTTTCATTTTCAAAAGTGTCTGATTTTGAAATAAACTACA 

TGATCACTCTATCACAAACTACACAGAGTAGATTTTTCTTTTTCCAGTCTGAGAATCTGT 

CTGTTAATG AATGG AGTT AG G CAATTTATAC I I I I I I I I CT A ATAATTG AT AT ATTG GAT 

TTTACTTCTGAGTACTCTTTTTTGTTTTTATTTTCTGTTTC GTAAC AATGTTTCT^ 

AATTTTTGCCTCTTTTGTTATGTAGACTATATTTTTCTGTCTTT TCTTC ATCCTCTAAAG 

ATTTCCAAGGTTCCAGTTTTCCTATCATAATTACCACTGTGAGTTTTAAGACATACTCAA 

ATATATA I I I I I CAACTTTAAA 

>SEQUENCE:7613:prostate_MPM2000-004P6_Table5 

ACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 

TTAATTAAGGCGGGGGGAAGAACTCTGAAAGAAATCAAAGCCCAGACTGTGTCCCACATA 

GAGTTCAAGTCATTTAACAGCATCATGGGGGAAACCCAGAGATGTGAAATTAGTATAAAA 

ATTG G CCGCTG G CA AGTGCT ATCTCTCAG ACACCTG AG AAC AACATAC ACAACCTCATTC 

TGGACTTAGGGACATTTTAGTTTCCCGGCTACGTAGATGTCTATAGAAAAACTGAGCTTT 

GATTGGATGCGCTTACAGTGAGAAATAGTCAAAACGTAGAAGGAAACCTTCCGCCACCAG 

CAAATCAGC 

>SEQUENCE:7614:prostate_MPM2000-004P6_Table5 

AAAGGGAACAAACGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAG 
GCGGGGCCAGGAAGGAAGGAAAAAAGCTTCGTTGATTGGGGTGGCAGGATCACAAATTAT 
TTCTTTTACATTTTGGTTGCTAATGACCTTGTTATAAAACTATTTTGGGGCCGGGCACGG 
TAGCTCACGCCTGTAATCCCAGCATTTTGGGAGGTCAAGGTGGGCGGATCACCTGAGGTC 
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AGGAGTTCGAGACTAGCCTGGCCAACATGGCACAACCCCATCTCTACTGAAAATACAAAA 

ATTAGCTGGGCGTGTTGGTGGGCGCTTATAATCCCAGATAGTCAGGAGGCTGAGGCAGGA 

GAATCGCTTGAACCGGGAGGTGGAGGTTGCAGTAAGCCGAGATTGCACCACTGCACTCCA 

GCCTGGGCGACAAGAGCGAAACTCCATCTCANAAAAAAAA 

>SEQUENCE:7615:prostate_MPM2000-004P6_Table5 

AACCTTAAATGAAGGGAACATAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGA 

ATTAATTAAGGCGGGGGAGATACTATATACTGCAGAACCAGACTTGGCAGGCGGCCTTTA 

AAATAACCTACAAAGCCACTCCTAATTATGATGGCTTGGTATAATTGGATGTTGTTACCA 

C ATTTG G AAATCTTGGTAAGT ATAG ATG CTTTT AG AC AG G G GC ATCTTG G AGG AAGTTAG 

CTGAGGAAGAAAAAGGTCTTATGTACCTAACAGGTAAGAATAATATGTACTGAGGAGCAG 

CCCATGAAAAAGGGTACCTTGCACTAAGCTTCTTCCAAACAAAGCAGTCAGAAGCACCGT 

TTGTAGCCATTACTTTGTTCTCAGACTCTACAATCATGGCTACAAATAATTAGACCACAG 

GTTGTTATCTGGCTTGAAGGCAATTATGACACCCTGGACCCAAGGAAAACCTAACAGTCT 

TTAAGGAAACCTAGTACAAGAATTCTGCTCTGCAGGTGTACTCTTTATTAAACAGTAACT 

AAATAATCAAAAGAGATCCTCTCCTTAAGAAATACATGGGCCAGGCGCAGTGGCTCACGC 

CTGTAATC 

>SEQUENCE:761 6:prostate_M PM2000-004 P6_Table5 

TCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAA 

TTAAGGCGGGAGAAGCAAACT I I I I I I I I I I AACTTAAAAAACTTATACAAAGTATGAAA 

CCTACCAAAGATCTCATCCATGGGCACTGGAAGCGCTAGGTGATAAAAAAAACTTAAACA 

GAAAACGACAGCAAATGTTAAAATCTTTTTCCAGTCCCACCATGTTATTTCACATACCGA 

TTATACCATTACTAAATATGGCCTCCTCTTCCCAGCATGGTAGGTACCATAAATGTCATA 

GCTTACTCCCCATATCAAAGCCTGTAAAACTGGCGTTGGTTTTGATATTGAAATTTATTT 

CACAACTTTTCTAGTAGGGCAGCTCTAAATTCTAGTTAATTTTCCCTAAATATGTACTCC 

CTTACACCTCTTCCTGCTTAGTTTCCATTGAGGTCTCACCACGTTTTATAACTGAACCCT 

GCGGGGAAAAAAAAAAAAAAAAAAAAAAAAAAAAAGGGGCCCCCCCCCGGGGGG 

>SEQUENCE:7617:prostate_MPM2000-004P6_Table5 

CTTCACTAAGGGAAACAAAACTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTA 
ATTAAGGCG G G AG CTTGTCCCTG CATAG AAAGTGTTTC ATG CATACTAGG AGGCTGTCTT 
TGCAGCATTAAGGAAAGCTCTGGCAGATAATAAAATGCAAATTGAAATTTCTGGTAATTA 
ATGCCCAATCAATTTTCATGGTTTTCCCTA I I I I I I GTTCTCAAAAGTTTATTCCTGACA 
TCTTATTACCTTGGAGGCTTTTCTTCTGAAAAGCCTGCTACTGACTGGCTGCCAAAAAGA 
GTCCAGTTCACACCTTTCCTTTTCCAGTGTGCTCTTCTGCTCCATAGAGATAGACAATAC 
TCAGAANAAAAAAAAAAAAAAAAAANAAAAAAAGCGGCCCCCCCCCGGGGGGGACCCCC 
>SEQUENCE:7618:prostate_MPM2000-004P6_Table5 

TAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAA 

GGCTGGGGTGCAGGGAGAGGAGATGGAGCCAGGAGGTGGTGAAGTTTGCCAGGATGCAG 

G 

CAGAGCGCTACTTTTTGTGTTCCCGGGTCTGCTCCACCCAACGGGTCTCCTCTTGCACGT 
TTCTGGAGATGGGTTGTAAAGTATGCTGGAGCTTCTTAGCAGCAAGTGCCAAGAGTTCCT 
AATTATTAGGCTCATACAATTTTATTTTGC I I I I I IGI I I i I AACCAACCATTTAAAAAC 
A ATAAC ATCTCT AG ATTTCC AGTTT ATCTG G A A AAATCTG AAG GTCTG G C AAC ACG G G G C 
CTGCTTTCCCAGTTGGAATTGGGCAGTGGTCATCCTCTTATCTAGGGCATATGAGCCCAA 
ATTTGTTCCACCTCTCCCTGTTGTAATATTTGCCCCGCCACCTTCAGTCATGGGTGTTAC 
CTGCTGGCCCTGCAGGCATTTGGCTGAGTAATCACTGTGCTGGGGTGTGGGTG 
>SEQUENCE:7619:prostate_MPM2000-004P6_Table5 

CGCGCAATTAACTCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 

TACTTCT AG AATTAATTA AG G CGGGTGG ATC AC AATGTCG GG AGTTCAAG ACCAG CCTG G 

CCAAGATGGTGAAACCCCATCTCTACTAAAAATACAAAAATTAGCCAGGCATGGTGGTGG 

GTACCTGTAACACCAGCTATTTGGGAGGCTGAGGCAGATAATTGCTTGAACCTGTGAGGC 

AGAGGTTGCAATGAGCCAAGATCAGGCCACTGCACTCCAGCCTGTGCAACAGAGTGAGAC 

TCCGTCTCAAAAAAAAAAGATGACT ACT AGACAAATAAATTTTG ATTTG AAAGATCACTA 

GAATTTGTTTCTATCTGTTAAA I I I I I I AAAGCCAGAAAGTTAGATGGGGAAGATATGTA 

TTAATCACTAACACATTTTTTCTTGGCTTTAAAAGAAAATCCTGTCTCGGATTATCTCCT 

ACTAGCACTACTGAATGGGAAACATAAAAAAAGTTCATTCTCTG 

>SEQUENCE:7620:prostate_MPM2000-004P6_Table5 
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TAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAA 

GGCGGGGTTTGCATATAATACAGCTTAATTTGTTCAATGAAGGAACAGTTCTGTAGTTGG 

AGATAAAAGGTTGTAAAATGGAAAGCCTGATCTAGATAATTTATAAAACAGCTTTAAATT 

TTTATTCTTAAATAGATTTAA GCTT ACCAAATCAGAAAGGAAAAGAATTATTTATAGTAG 

CTCGAAATGACATTGCTTCCTTTTCTAGAACAAAGAATAATAAAGACCACCTGTTTTAAA 

AATGATATGCTTTAAGATCTTCCATATTTTCATAGTTAATATACACTGCACATTCTTTAG 

GATCTCTTAAAGGTAATCATCTATCTGACAGACTTTCAGAGATGAAGCAACACCTGCCAG 

GACAGACTATTTCACACTTGGAAAAATACAATGATGTACAAATTTCTTTCATGTTTGAAT 

AAAACCTATTCCCATACATTTTCACCTATGGAGACAAAGTATAACTTTAAATTTTAAAAA 

ATCACTCAAAAATAAAAGTTACTAAATATGTATCAATAACATAGTAACTGGAGATCATGA 

CCATTTTGTCTTATCTACAGAACATGCACATCCTACTTAAGCAAGTAAAATACTTAGCCT 

ATAGATAATCAACTTAGAATAAAGCCTCAATTTTATACAAAATACTAACATATCATAAAA 

>SEQUENCE:7621:prostate_MPM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAG 
GCGGGAGGAGAGAGGAGAGGCAGAAATCTACTACGAGTTCI I I I I I I I I I I AACCTAAAA 
TCAAGGTCAATGGTATTAGCAACATTTTAAATAAACAAAATAAAGGGCTGGGCATGGGGG 
CTCACAG GGTG GCAGT AAA AAGGG AAAAG G G AAATCCG GG G G GAG G AAAA AG G AA AAACC 
AAGACAAGACAAGACGAGATGAGAGAAACACCCGAAAAGGAAATATCAGCTTGCCCTACA 
CACAGTAAGGTTAAACTGTCTCTTATAAAACTTCTGACTTTGAAATATATATTAATTATG 
CAC ACTTATGTGTTTATT AG ATC AC AATAAAA A AT ATATTTCTT AATGTAG G CTGTAGTC 
AAAAAGATTATAATCCCAATGATCTAATACATTA I I I I I I I ATCCAAGCCAAANGAGGCC 
CAAAAGGGAAGAATATAACCTGTCCTGGGCATCCTTG 
>SEQUENCE:7622:prostate_MPM2000-004P6_Table5 

CCCTGAATCAAGGGAACAAATGCTGGGTGCCGGGCCCCCCCTCGAGAGTACTTATAGAAT 

T AATTAATG G CCGGTTC ACCTG CG AC ATGTG ACTCG ACCCTACTGTTAC ATTG ATACTT A 

ATCTTTAACATGTGACATCTGAGATATGGGCCCCAAATTAATAATGTTCCATTTTAGGCC 

ATAGCTATACCATGACTATTGCCTAGAACGGGAGAAGTGAACAAAAGAGGTAGGGGCTGT 

GAATGCTTTCGCAAAACTGACAAGCAAGGCGAAAGGGAAACTCTGGAATATGAACTTCCA 

GGCTGCACTTGCATCTTGTTTATCTCACGGATCTCAGGGGCCACCACCTTACCTGGCACA 

CCGAATGTGCCTGAGGAATGCTTGATGCACTAAACCACANATCAGTGCAATGGAATTGCC 

ATCCCCCANNNNAAAAANNAAAATAAAAAAAAAAAAGGGGCCCCCCCCGGGGGGGGCCCC 

CATTTCCCCCT 

>SEQUENCE:7623:prostate_MPM2000-004P6_Table5 

CGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTAC 

TTCTAGAATTAATTAAGGCGGGCACAGACAATGAATGACTGTATGAGTCATTCCTACCCT 

CCAGGCCCTCTTTGAGTGAAGGCAGCTTTGAAAACCAATCAGGCAGGTGACTTTTTTAAA 

ATGGGGAAATGGGACAGGCAGGCATGGTGGCTCACACCTGTAATCCCAGCACTTCGGGAG 

GCCGAGGAGGGCAGATCACCTGAGCCCAGGAGTTTGAGACCAGCCTGGCCAACATGGTGA 

AACCCCATCTCTACAAAAAAAAAAATTACAAAAATTAGCTGGGTGTGATGGCGCACGCCT 

GTACTCCCAGGTACTCTGGAGGCTGAGGCAGGAGGATCACTTGAGCTCAAGACTTCAAGG 

CTGCAGCAAACCCTGACCATGACACTGCACTCCAGCCTGGGTGACAGAGTGAGACCCTGT 

CTCTAAAAAAAAA 

>SEQUENCE:7624:prostate_MPM2000-004P6_Table5 

CAACCCTAACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAG 

AATTAATTAAGGCGGGCTATTCGAACTGGCTATGCTACCAAGGTATAAATGTCAGTTTCT 

GGTTTCTGGAGGTAAACGTGATCAAACAACTATTTTTGTGGGTGCACTCACCATATAAGA 

TATTGCTCCAAAAGACAAACAACATATAGATGCACTGGCACCTGTCATATCTTTTTTAAT 

AATAATCTGTCTGAGACAAAAAAAAATGGAAAAGGGGAATTCTTAACAGCTGAGATAAAC 

AAAGCTAAGAAAAAAAATTTAATGGTACAAAATCTGACAGTCTTATTTATGACTGGCTCC 

AGGAT AGAGTG TGAAACCAAGAGAGGTACTGCTATCAAATTTTATTTGTAATAGGCTAGC 

CATGAA I I I I I I GGCACCTACCTCAATGGCTTTTAAACAGAAAAACTGAGGCAACAAAAC 

AT 

>S EQ U ENCE:7625: prostate_M PM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAG 
G CG G G G G GTACTACC AAG CT CTCTAG G AAAC ATCT ATCTTTG A AT AATN ATTTG G A ATCC 
AAAATTATCATCTCTGTTAGAGGTTCCTAATCCATGGTTTCTTCACAGTGCAGTATGTTT 
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TGGATAAATTGTGATTGCTAATATAGTACCTAAGTTTGTCAGTGATTTCTTTCCGAAAAA 
AAGATTGACGCACATTTAAGATTATTCATTAATATAATTACTCCTTTTCATTTGCATTCC 
ATCCTG CTTTTTC ATTTG G G AA AG AAATGTG CAG AGG G AC AG CTGGTGCCTCTGTA ATTA 

CACATAACCCCCAGCCTG TCTTAT CTGTGCACTCCTGGGAGCGGGTCACAAATGTCATCC 
TCTGTCTTGCGTGTTTCAATTTTTTAAAAN N N N N AAN A AAAAAAA AAAAAAAAA 
>SEQUENCE:7626:prostate_MPM2000-004P6_Table5 

CTG G CCGTCGTTTCAACCCG G AATAA AGGG A ACAC ATG CTG G GTAGCCG G G CCCCCCCTC 

GAGAGTACTTCTAGAATTAATTAAGGCGGGGGAACTGCTTGAGCCCGGGAGGTGGAGGTT 

GCAGTGAGCTG AGGT CGAGCCACTGCACTCCAGCCTGGGTGACAGAGCGAGACTGCATCT 

CAAAAAAAATC CTTTT ATTTTCCAGTTCTTAAAATAATGATTTGTTGCCCTAGCATATTC 

CAATGGTGACCTTTTAAAAATGTTGAATTAATATTAAATAAATAAATATAAATAAAAATA 

ATAAATAATGGATTAAAAAAAAAAAA 

>SEQUENCE:7627:prostate_MPM2000-004P6_Table5 

AGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGCACATAA 

CACCTCTCCCAACCTCTTTCTCANAACCTCCACTGGGACAGTGGGAACCGACTGTCTCTA 

AACGCTGATGTGCAAATGGATCACAGTCTTTGTGGAAGGCAATATCTGCCAAAATTACAA 

ATGCACATACCTGGACCCAGCAGGCTCACCTATGGAAATTCATCTTCCAGATACACCAGA 

ATGTGTAGAAAAAAAATGTATATCCCAGGTTACTGTCTGAAATACTGTCTCCTAAAAGAT 

AGGACACTACCCAGTGTCTATCTATCAGGGACTGGCTAAATAACCTATGGTGCATCCATA 

CCGCATAGCTATAAAAAGAAAATAAAAGAACGTACCCCATAAATATACACACCAACTTTG 

TACCC AC AG AA ATTAAAATT A AAC ATTTTTAAAATG G 

>SEQUENCE:7628:prostate_MPM2000-004P6_Table5 

TACATAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAA 
TTA AG G CG G G TATCAC AAAATATTTTATTTT ATATCT ACTGTTCTT ACAC AAT ATTTTG C 
TTTGGCAAGTA I I I I I ATGTGGAAAATGATTTATATGTCATACCTATCAGAATCAAATTG 
CTACCAGGCAATATATATAACATAAGTGAAAGTATTAATAGTTTATACACACATATACAT 
ATAAATATGTATATGTATGTATCTATATGTGTGTGTTAATGTAAACTAATGTTAGTATTC 
AGATTATCTTGAAGTA TTGGA CTGTTGAGAAAATGGAATTATTAACATGCATTTAAGGAT 
ATACAAATATAAATATA I ) I I I CTTGAATTAGCATTAAAGAATGAAATAGCTGCATTACA 

TG C ^ C ATACAT ^ AGT ™~ n ^ GGAAW 

TGTTTTCCATAATACCAGCAGTAATGAAAGTCACAGTAGCTCTACATCCTTGCATGCACT 

TGGTACGGTTAGTATAGTCTTTTTAACCATAACTCTTCT 

>SEQUENCE:7629:prostate_MPM2000-004P6_Table5 

AAGGGAAACAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTCTTCTAGAATTAATTAAGGC 
GGGGGAGGGAAACACATTTAAGTGAGCCCAATGCACTCCACCACTTTTCCCTTGCGACCA 
GGGTCGAGAGGCTGGAGAGAGAGCAATGATGAGGGCTTTCAGGGGCTGGAGAAACAAGGA 
CTGTGAGCAAGGATTCCAAGGCAGAGAGAGTAGAGGGGCTAAGACCCCGGGGAAAGAGAA 
CCAT AC AACAGTGAGTCTGACTTTCTGTACACTATTACCCTTTAGT ATTTG CATGGG G CA 

AGAGACCAAGAATCCAAGCAGAAAGTGAGACTAAGAGGCTAAGCTTTCAGTAGCCTCACA 
TTGCTGAGGAGTTCAAGATACCATG 

>SEQUENCE:7630:prostate_MPM2000-004P6_Table5 

AGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGA 

GTACTTCTAGAATTAATTAAAGCGGGCATAACCTTCCTACTCTCTCTCTCTCACACACAC 

ACACACACACACA CACT GTCTCTCTCTTTCATTTCCATATTATAATGCAAGTTATTGAAG 

TTCTTCTCTTTGTCTTTTATTCCCCTGCTCAAACGTTTTTAATGATTTTCAGAATTTTGT 

TGCAAGTTATAGATTACACATTATCATGTGGACTACCATTTAATAATTACTGTCTTGCCT 

CTTATGAGACAGCGAAGGGTGTTCCCAAGTTGTGGTAGACAGGGTGTGTTCCTCTGTGCT 

TGTGATACTACCAGTACTAGTTTTCATTGGTCCTAAGGTGCATATTTTATCATTGCCGAA 

ATCCAGAAGTGTCTTAAAATTGCTGGCGACCAGGTGTCAGCTGTGACGTATTATCATTGC 
CTGCACCTGTGCAAC 

>SEQUENCE:7631:prostate_MPM2000-004P6_Table5 

ACCCTGAATAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 

TTAA7TAAACAAAAGTTGTCTTTCAAATTCTAATGGAGATGATTAGATTTGTAGGCTTTA 

GTCTTCCTGCTTTGTCCTAGGCAACGTCCCTTCTTGTTAGGAGGCCCCTGAAGATGATTA 

ATTTCATCCATTATGCATTAATTTCAGGAGGTTAACTCTCAAAGGGCCAGGTCCTTTCTT 

TTTGTTTGATACTCACTCTAGCTCTCTACTCAGTATATGTGACATTTAAAAATTCTTATT 
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TAACCACAAGGTAGAATAAAGCATTTGCTCATTAAAATACCTTCT CCCTA AATGGGATTT 
ATTACTGAATGAGAATAATGGACCTATTGTTATTATTTCTGCTCCATTTTCTTGTAAAGA 
ATGTATTTCTTTGTGTTAGCCN AN N AA AAAAAAAAAAAAAAAAAAN N N G GGCCCCCCCCC 
CGGGGGGGCCCCCCATCCCCCCCTTTAGGGGGTTTTTTACCCCCCCCC 
>SEQUENCE:7632:prostate_MPM2000-004P6_Tab!e5 

AATTAACCCTCACTTAAGGGNAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTT 
CTAGAATTAATTAAGGCGGGGGACGATGGCCAGGAGCAGTGGCTCACGCCTGTAATCCCA 
GCACTTTGGGCGCAGATCACTCTGCCACCCACTTGGTGGGGTGACAAGAACAAGCTTCTA 
CCCATTTGGCAAATAGGAGCTTTCTTTGATTCGTCCTGACAACT I I I I I I I I CCTTCAGA 
C AG AG C A AG ACTCTGTCTG AAG G AAA AAAAA AAAAAA A AAAAA A AA AAAAAG GCGGCCG C 
CACCGCGGTGGAGCTCCAATTCGCCCTATAGTGAGTCGTATTACGCGCGCTCACTGGCCG 
TCGTTTTACAACGTCGTGACTGGGAA 
>SEQUENCE:7633:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGCGGGGGAGGGGTGGACTATTTCCCATTCAGTCAGTGAAGTTAGATTTCTCTAATCCC 

AAAATTAGACAAAGACAATACAAGAAATGTAAACACCAATATTCCTGATGAACACTATCG 

CCGAAATCCTCAGGAAAATGTTGGTAAATCTTGTCAATATGCAAAAAGAATAATACCTCA 

TGCCCAAATATGTTATCCAAGGAAGATAAGATTGGATTGAGATCCGAAAATCAATTTAAT 

ATATCGTATTAATAGATTAAGAAAAAATATGATCAGGTCAATAGATATAGAAGCGCACTT 

G AC AAA ATTCCAT ATCCTCTT ACG AT AAAC ACTCTTCATG AACTA AA AATAA AG G G G ACT 

TCTTAAATCTGATGAAATGCATCTATTGAAAAATTACAGATAACA 

>SEQUENCE:7634:prostate_MPM2000-004P6_Table5 

CTCACTAAAG G G AAC A AA AG CTG G GT ACCG G G CCCCCCCTCG AG AGTACTTCTAG AATTA 

ATTAAGCCTATTGTGCAGGATTCTGTCGGTGAAAACATCTAACACACGTGAAAGATATTG 

TG AACACTCATG AACTATATCAAAAAG A AAAAT AATTAG GGTTAAAAAG AAAAAAAG CCT 

TGGCCAGGCGTGGTGGCTCAAGCCTGTAATCCCAGCACTTTGGGAGGCCAAGGCGGGTGG 

ATCACCTAAGGTCAGAAGTTCGAGACCTGCCTGGCCAACACAGCAAAACCTCGTCTCTAC 

TAAAAACACAAAAATTAGCTGGACATGGTGGTGGGTGCCTGTAATCCCAGCTACTCATGA 

GGCTGAGGCAGGAGAGTCACTTGAACCTGGGAGGTGGAGGTTGCAGTGAGCTGAGACTGC 

CACTGCACTCCAGCCTGGGCAACAGAGTGAGACCGTCTCAAATAATCTTTGAGATCCCAA 

GAAAGGGGGCCCGCCCCGGGGGG 

>SEQUEN CE :7635:prostate_M PM2000-004 P6_Table5 

CTGGCCGCGCGCATATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCC 

TCGAGAGTACTTCTAGAATTAATTAAGGTGGGGTACTTTAAGAACCAGAAAACATGTTTG 

GTTTATTT AAAAT AT AAATAATACATCTGCGAAAGGTATACCTTCACTTACTCCAGATAA 

CTTAGCAACCCTGTGATATTTCTATGGGAGAACAACTGTAGAATGTAGGTCCCTTGAAAG 

AAT ACTGTGCC ATTTTTT A A ACTG AATG CAATTTT ATTTTATTCTC AG ATTG GTATG ATT 

GTGTCTATGTGACCATGTCTCTGAAAAAAGCTATCTCAGACTATGTGCATTATCCCAAAA 

CTTCATGGTGGCTTCCCAAGAGATGCAGGGCTTCTCAACTTTCCATTTGAAATATGGCCT 

TGAGACATACAGTTTGTATTGCTATGAGCGAGGAAATAGAGACAAATGGAATCAATGCCC 

AGCACTTTGGGAGGCCAAGGCGGGCAGATCACCTGAGGTCAGGAATTCAAGGCCAGCCTG 

G CC AAC ATAGTG AAATTCCGTCTCT ACT A AAAAT ACAG A AATTAG CCCG G C ATG GTG GTG 

CGTGACTGTAATCCCAGCTACTCAGGAAGC 

>S EQU EN C E :7636 :prostate_M PM2000-004 P6_Table5 

AAGG G AAC AAAAG CTG GGT ACCG G GCCCCCCCTCG AG AGTACTTCTAG AATTAATTA AG G 

CGGGTCTTATTCATATCTCATATTTTAGCACAATTAAATATTGCGAACATTTAGATGTGC 

TAGATCTCAACTCTCTTGATCTTAATGACTCTGCTTTTGGATTGATATTTTAATCCAATG 

AGACATAGATTATTTCTTCATAAAGCCACCAAGTAATACTATCACTGGATTTTACCTGAG 

CTTTTCAGATATAAGCTATGGTTTCTGTAGCATATATTACATTCTAATACAACCCTAAAC 

TACAGATTACAGAATTTAAATGTTGATACATTGTTTTGTAATGATATCAGAGTCAGTGTG 

GTGTCTCTCACACGTTATCANANNANAAAAAAAAAAAAAAAAAAAAAAGGCGGCCGCCAC 

CGCGGTGGAGCTCCAATTCGCCCTATAGTGAGTCGTATTACGCGCGCTCACTGGCCGTCG 

TTTTACAACGTCTGGACTGGGAAAACCCT 

>SEQUENCE:7637:prostate_MPM2000-004P6_Tab!e5 

GTACCGGGCCCCCCCTCGAGAGTACTTCTAGGAATTAATTAAGGCGGGGGAAGTGTCCTG 
GCCTCAGCCTCCTAAATTCAACC I I I I I I I AAAGTGTTCCTCATTAACTGAATTGGGCAC 
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TTCCCCCCCTATAATCTCTTACATAATTTGTTTTAATTCTTTTGACGTATGCATTACATA 

CCACCCTTGTATTGGAACTATGTATGTATCTCTTTTTCATTCACTCCCCTTTCCTTCCCT 

GTCCCATTCCTTAAGAGAACTGTTATCTTCCATGAGGGAAGCACTCCTGCAACTTTTACG 

TGTATGTGTGTGTGTCACCATCTTCTACCATGTTAATTATCTGAACTGCACAATCACAAT 

TTTGTGAACCTTAATGTGTTCTGAAAT 

>SEQUENCE:7638:prosiate_MPM2000-004P6_Tabie5 

GCGGGTCTTGAATATTTACTTGGAGTACACTTCAAGACCCGCGAATCATGCTTTTCCTGA 

TAGAGAATCCTTTAAATTCTCTTTTCTAAAATGTACC CATC TCTCTACAGCATCTGCCTT 

CAATGGTAGCATCATTTTGCACGTTAATCTTTAATTTTTTTCCAAAGCTAATCAAGGCAT 

TACCCCGGAGGCCGGGCGCAGTGGCTCACGCCTGTAATCCCAACACTTTGGGAGGCCAAG 

GTGGGTGGATCATTTGAGATCAGGAGTTTGCAAAGACCAGCCTGGCCAACATGGTGAAAC 

CCCATCTCTACTAAAAAAA 

>SEQUENCE:7639:prostate_MPM2000-004P6_Table5 

GCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 

TACTTCTAGAATTAATTAAATGGAACCACTACTTATATACAGATTTAC ATGCAA TCCAGA 

TCTTTAATTTTGCCTTCACAAAAGCCTAATGTCTGTAATTAACCTTTAATTTTTATTTCT 

GTATGAGACAAAAGTTGAGGACTTGGTGAAAGGAAATAGCAGTTACAGCAAAACCTCAGT 

GATTACAATTGAGGAAAAAGTCAAAATTATAAAATACCTTTAAAGACATGCACTTTCCAT 

ATTTTCAAGTCAATTTTAACTAAAAACTAAGATAATGTTTCCTAGTAGAGTTGCTTGAAG 

ATTAGACTAGACAGGGTTGATTTATTAT TAGC ATGTCATTTGTACATAAACTAGTAGAAA 

ATAGCAGTTTTAAAAGTTTTCTATTTCAGTTTTGTTTACACTCCTAA 

>SEQUENCE:7640:prostate_MPM2000-004P6_Table5 

TACG CCAAG CG CG C AATTA ACCCTC ACT AAAG GG AAC A A AAG CTGG GT ACCG G GCC CCCC 

CTCGAGAGTACTTCTAGAATTAATTAAGGCGGGAATTTGCCATAAGTGAGGTTTTTTCAA 

ACCCCAATTTCTGGCATTAAGGTGTAATTCAGAAGCTCTAAGGAAAAGGGTGATATTTGC 

CATTTTTTCAGTAAATGAAATTATTACTATTATTACTATTTGCCAAAGTTAGTAAATAAA 

ACCAATCAGACATGAAAATAACTGACTTTAACAGAGCATTTTCTAAACACTTCTAAAGAT 

TCTAAGTTTTCTAATCATTCCCAAATGGATGACATT GGAC ACAATGGTCGCCAAACTTCT 

TTGTTGTTTTTCTTTGTTGTTGTTGTTGTTTGTGTGTTTTTGAGATGGAGTCTCAAAAAA 

N A A AAA AAAT AT AAAC A AA A AAA AG CG GCCG CC ACCG CG GTG GAG CTCC A ATTCGCCCT A 

TAGTGA 

>SEQUENCE:7641:prostate_MPM2000-004P6_Table5 

TACCTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAA 

TTAAGGCGGGCACTGCAGCTGCCTGCGCATAACACCCAGAAGGCACGCTGGCTCCAACAG 

GCGATGCCTGGCTGGTGGCAGGAACCCATGGAAGACGTATTTCCAAAATCAAGAGTCCAT 

CCAGGACCTCAAATTCTGGCCCAGGGCTGGGCATGGTGGCTCACGCCTGTAATCCCAGCA 

CTTTGGG AGGCTG AGG CG GTCG G ATCACCTG AGGTC AGG AGTTCG AG ACCAG CCTGGTCG 

ACATGGTGAAACCCCATCTCTACTAAAAATACAAAAATTAGCCAGGCATGGTGGCGGGTG 

CCTATAATCCCAGCTACTAGGGAGGCTGAGGCAGGAGAACTGCTTAAACCCGGGAGGCGG 

AAGTTGCAGTGAGAAGAGATCACGCCATTGCACTCCAGCCTGGGCTATGAGAGCGAAACT 

CTGCCTAANNNAAAAAAAAAAAAAAAAAAGGGGGGGCCCCCCCCGGGGGGGGCCCCC 

>SEQUENCE:7642:prostate_MPM2000-004P6_Table5 

GCCAAGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTC 

GAGAGTACTTCTAGAATTAATTAAGGCGGGAGGGAGGAAAAGAACAAGGTAGGGTGGGAG 

ACAGCAGGGAAGGAAAGAAAAAAAGGGAAGAAAGGAAAAGGAAAGGAGGAATAAAAGGGA 

AGAGAGTGATTGTCACCAAAGTTTACTTGACAAATATCCTAGCTAACAATCAAGGGAAAA 

ACAGCTGCCCCTACCCAAATTCCGTCTCAACTTTGAAAACCACCTGTGGGGGGAAAGCTA 

TACACTATGTAACTTAACAAGAGTTAGTGAACTGTCACTGTCCTGCCTATGCAGAGCAGC 

TACACCAATCAGACCTTCCACTCCAA 

>SEQUENCE:7643:prostate_MPM2000-004P6_Table5 

GAGTACCGGGCCCCCCCTTGAGAGTACTTCTAGAATTAATTAAGGCGGGGGGTAGCAGGG 

TAGGCAGGCAGCATATTCATCCTCAGGGGAGAACAGCAAAAGCCCAGAAGGAATTTTAAT 

TTCTCTTATAAAACAAAAATCTCAAGACAAAAACTTTACTGCCAAACTTTACATGGAAAG 

CAAAAATAAACTATTTGCTTTATACCTGCTGCCACAGGTATGAAATATTTTATTAGATGA 

CTGTCCACTCACCATTAGGCTGACTCTCAAATTATGGACAGGAAGAGAGCAAACCGTTCA 

CTTGATGGACGCAG CTAAG ATG AACACTC AGCTG CTCAC ATTGTGTTC AG GTTCTG GTG C 
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ATTTTGAACACTTCGTAAGAGAAATTACTGAAGCTCTTAATAACAAACTTGCCTTCCAGA 

ACAGAAAGGTTTTATGAAAAAA 

>SEQUENCE:7644:prostate_MPM2000-004P6_Table5 

GCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGG CCCC CCCTCGAGAG 

TACTTCTAGAATTAATTAAGGCGGGTCATATGGTATTTTTATGTTTAAATTTTAAAGAAA 

CTGCCAAACTATTTTCTACATCATGTCCAAGTGGGACTTATTTCAGAAATGCAAAGATGG 

CCTAGTGTTAATATTCATACGTTTTGTGTCTGTTTACCTCAGCCTAGTCCCAGACCTGAT 

ATTGGGAAATCCATCACATGACTCATTATGCTACTAGTAATCAG GAGAA ATATCAGATCA 

TTATCTACATACATGGCTCTAACAAAGGTCAACACCAATCCTGAI I I I I AAAACTGCCAA 

TAAAATAGGAGTCAATGGATATTCCTCTATCTATCTATCTATCTATCTATCTATCTATCT 

ATCTCATCTATCTATCTCTTCCCATCCTAAAGTCAGCATCTTTCTTAATAGGGGAAGTAT 

TAGAGGACTTTTTACTAAGGTCAGGAA 

>SEQUENCE:7645:prostate_MPM2000-004P6_Table5 

TAAAGGGAACAAATGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAA 

GGCGGGGGTCTGGTTTACCTCTATCTTCTATGCATAATAATTGATAGTGGCTACCTTTCA 

TTTTCAAAAGTGTCTGATTTTGAAATAAACTACATGATCACTCTATCACAAACTACACAG 

AGTAGATTTTTCTTTTTCCAGTCTGAGAATCTGTCTGTTAATGAATGG AGTTAG GCAATT 

TAT AC I I I I I I I CTAATAATTGATATATTGGATTTTACTTCTGAG TACT C I I I I I I GTTT 

TTATTTTCTGTTTCGTAACAATGTTTCTTGTTAAATTTTTGCCTCTTTT GTTAT GTAGAC 

TATATTTTTCTGTCTTTTCTTCATCCTCTAAAGATTTCCA AGGTT CCAGTTTTCCTATCA 

TAATTACCACTGTGAGTTTTAAGACATACTCAAATATATAI I I I I CAACTTTAAAANAAA 

AAAAAAAAAAAAAAAAAAANNGGGGGGCCCCCCCCCGGGG 

>SEQUENCE:7646:prostate_MPM2000-004P6_Table5 

AAATAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAAT 

TAAGGCGGGGTTTCTCTGTGTTGCCTAAGCTGGTCTTGAACTCCTGAGCTCAGGAGTTCC 

ACTTGCCTTGGCCTTGCAAAGTGCTGAGAACACAGGCATGAGCCACCATGCCCAGCTAAG 

TATCTTTTTGAATAAAATTTCTTCATGCAATTGAGATTTTCAGTTTACATATCAGTCTCC 

TATTTCAGGTGCTAATCCTATCTGCCAAGTATGAGACTATATACAATAAAAATTTAAAGT 

TCTCTTGGTAAAATAAGAAAAACCCCAATTAATAAAAATGGTAAAGAGGTATTAAAAATC 

CTCAAAAAGGCTTTGGCTAGCTACCATAGAAATATTAAAAAACANAAAAAAAAA AAAAA A 

AAANGGGGGCCCCCCCCCGGGGGGGGCCCCAATTCCCCCTTTAAGGGGGGGTTTTACCC 

C 

ccc 

>SEQUENCE:7647:prostate_MPM2000-004P6_Table5 

GCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGAGGGAGCGAAGGGCCTCACT 

GAGAGATGTGGTTGGAAAACAGAAGTCCTCCCAAACTCCCTGAAAGGCTCTCAGGAATCC 

CCCATGTTCCATGGATCACACTTTAAGAACTGCTAGTCTAGGTCATTACCTACATTGTCT 

CATTTAGTGGCATTATTTCTAGCATCTCAGAACATCTATTTCATGATTCTGGCACACTGA 

GAGGTGCCATAGTGAAATTATCAGAAAAAAAAAAAAAAAAAAAAAAAGGGGGCCCCCCCC 

CCCGGGGGGGCCCCCCATCCCCCCCTTAGGGGGGGTTTTTCCCCCCCCCCTTGGGGGGT 

T 

I I I I I 

>SEQUENCE:7648:prostate_MPM2000-004P6_Table5 

GCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 

TACTTCTAGAATTAATTAAGGCGGGATAAACCAAATTTGGCTAGCTGAACTGTATAATTT 

TAAAATATTTCCTTTTATCTCTTATTCTGGCTTTACCTGACATGATGGCAGCATGTGAGC 

AAGGACAATTCCAACATGGCCCTGAAAAAGTCAGTAAGACAAACAAGTTAGCTTTGGTCC 

CCACAGCTTTTCCTCATTCTGAAACCACAATCTTGCCAAATAAAAACATGACCTTGAATG 

TAATATAGAAAAGTCTCATAATCTTAGAAAGACTAAAAAGGATGAAAGGAGAGATAAAAT 

ACCCC ACCG CTG C AG AA ATCC AC AATTCTGTC ACC AG GTTTG G CCTG ATTTGTTACC ACA 

TAGACAAGGTTGTTCAACTGTTGCTGCTTCCTCAAAGCTCGATCACTGGACATTTTACCT 

GAAAAAAAAAAAAAAAAAAAAAA 

>SEQUENCE:7649:prostate_MPM2000-004P6_Table5 

ACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGGA 

GAAATGTCCAGAATCTAATACCTGCTGGAGATAAAAACAATACATTATAAACCTCTCTTT 

CTTTTTCTTAGTCTTAGAATTAGGGGCTAAATTCACATGAATCATTTTGTGTATGAACTA 
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AAAATAAATATAATGAGAACATCTTATTGCTCTTAGTGCTGATGACCAGGCTTAAAACTA 

TTTCTGCATGTCACTTAGTAAAGTTAACTTCCTTAAAAAAAAAAACACAACAGCTGAAAT 

GATGTCACTGCTTCCAGTGTGCTAACTAAAAGAAAAAAAAAAAAAGCGGCCGCCAC CGCG 

GTGGAGCTCCAATTCGCCCTATAGTGAGTCGTATTACGCGCGCTCACTGGCCGTCGTTTT 

ACAACGTCGTG ACTGG G AAAACCCTG GCGTTACCCAACTTAATCGCCTTG CAG CAC ANTC 

CCCCTTTCGCCAGC 

>SEQUENCE:7650:prostate_MPM2000-004P6_Table5 

ACCCTCACT A A AGGG AAC A AAAG CTG G GT ACCG GGCCCCCCCTCG AG AGT ACTTCT AG AA 

TTAATTAAGCTAGACATTTGAAAAGTC I I I I I I I I ATATTAGCAGCAACTCTGAAAGGAT 

GTTTAATGCCTACTCCTTAAAAAAAAAATGATATTGCAATCTACTCCTGCAACTCCCGGG 

TTCAAGCAATTCTCCTGTATGATCCTCCCGAATAATTGGGATTACAGGAGCCCCCCACCT 

CGCCCGGATAATTTTTTATATTTTTAGTATACACAGGGTTTCACCATGTTGGCCAGGCTC 

TTATCGATCTCCTGACCTCGTGATCCGCCCGCCTTAATTAAGGCGGGGGCGGATCACCTG 

AGGTCAGGAGTTCAAGACCAGCCTGCTCAATGTGGTGAAATCCCATCTCTTGCNNAANNA 

AAAAAAAAAAAAAAAATTTTTGGG GGAAATTTGG CCCCCGCCCCCCATGGGGGGGTATTT 

AAAAAAATTTTTTAAAAAAAAAAAA I III 

>SEQUENCE:7651:prostate_MPM2000-004P6_Table5 

TAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAG 

AATTAATTAAGGCGGGAGAGGAGAGGAAAAAGTAACTATTGGGTACTAGGCTTAGTACCT 

G GGTG G CA A AATAATGTGT AACA A ACCTG CACATGT ACCCT TG A A CTTA ATAAAATAATT 

GTTTGTGTGCATGTTTAGAGGAATTCGAAGCCTCTGAAGGATTTTAAGCAAGGACCTAAC 

TTGGTCTTTTTTCCCTCTTTAAAAAAACACAAGAGCACGGACTATCTAGAGAATGGATAG 

GGGGAAAAAAAAAAAAAAAAAAAAAAAAAAA NGGG GGCCC CCCCCG GGGGGGGCCCCCAA 

TTCCCCCTTAAGGGAG I I I I I I I ACCCCCCCTTTTGGGGCG I AAAAAA 

>SEQUENCE:7652:prostate_MPM2000-004P6_Table5 

TAACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAA 

TTAAGGCAGGTATCAAACAATGTACTGAACGTTCTCACCTTTGACAAAAATCTTAAAAGC 

CATTCTTAAATTAATACCAACAAAATGTTATATACTTTTTATACATTTCAAAAGGCACTC 

TAACTTGATGACTTAATTTGATCTTCACAACAACCTCGTGAGTTAGGTGAACACATATTT 

GCTTATTTGAGACAGACACAAAAAGACTGGTTGAAATATCTTGCCTCCCATCTAGAACCC 

T AAACT ATTACTTT ATTTC AGTACAT AC AG G C AAG C ATTACTATCTTG ATTTCACC AA AG 

AAGAAACAAGTACAGAGAAGAAACTTGCCTAACGTCACAATGCTGCTACACAGCAAAACA 

AGATTCAGGCCAGGACCAATCCAAGCC 
>SEQUENCE:7653:prostate_MPM2000-004P6_Table5 

AATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTC 

TAGAATTAATTAAGGCGGGCGGATCATGAGGTCAGGAGATCGCGACCATCCTGGCTAACA 

GTGAAACCCTGTCTCCACTAAAAATACAAAAAATTAGCCGGGCGTGGTGGCGCACGCCTG 

TAGTCTCAGCTACTCGGGAGGCTGAGGCGGGAGAATGGCGTGAACCCGGGAGGCGGAGC 

T 

TGCAAAGAGCCAAGATTGCGCCACTGCACTCCAGCCTGGGTGACAGAGCGAGACTCCGTT 
TCAAAATAAATAAATAAATAAATAAATAAATAAATAAAATAAAATTGCTTTTGGAAAGAG 
AAG AG CTATAT AT AT ATAC ATT AGT A A AT A A AGT ATT A AAA ACT AAAAT ATTG C ACTC AT 
AAAGAATACAATGAAAACTTGTACTTTTTGATGAAGTAGATATTAGAATAAAAGGGGCTA 
GTTAAGCATTTGCATAAATAGTAAATACTAATGCT AAAAT ATGAACACCCTAAATAAAAA 
GGCACCA 

>SEQUENCE:7654:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGA GTACTTCT AGAATTAATTA 
AG G CGGGGTTG AG GAAATT ATTTC AAAGTAATTATG CAGTGAG I I I I I I l AAAACCTTAT 
AAACT AAGCATTTAGTAGCACTTTGGAAAGTGTAGTGAAACTGGCACATGGAGAAAT AAA 
TTCAATACAGAAAATATGATACCAGGATCACATAGCTTAGGGTCTTAAAAAAAAAAAAAA 
AAAAAAAAAAAAAAAAAGGGGGCCCCCCCCGGGGGGGACCCCAATTCCCCCTTTTGGGGG 
GTTTTTTACCCCCCCCCCCTGGGCGG I III! IAAAAA 
>SEQUENCE:7655:prostate_MPM2000-004P6_Table5 

CCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATT 
A ATT AAG G C G G G G CCCTGTTT AT ATCTTTCGGT ATC AGT T AG G A AAT ACTTTG AT AT AA A 
ATTTGGATTTATATGTCAATCAGCTTGGCAATTGAGGTTCTTTTGTTGCTGATCAGAAAT 
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CTTGGCTGGCAGTTAAATATGTCCTTTTTATAAAAAAAAAAAAGAAAAGGAAAGAAAGAA 
AAGAAAAGGANNAAAAAAAAAAAAAAAAAAAAAAAAGCGGCCGCCAC CGCG GTGGAGCTC 
CAATTCGCCCTATAGTGAGTCGTATTACGCGCGCTCACTGGCCGTCGTTTTACAACGTCG 
TGACTGGGAAAAC 

>SEQUENCE:7656:prostate_MPM2000-004P6_Table5 

TAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAG 

GCGGGGTCAAAACAAACTACTCAATAGTTACTTTAATTGCCTATAGT GGAG AAAACCTTC 

AAAGATTTAGACTTATATATATGACCCAAACAGCTTATT CAGG TGATATTTTAAACCTTA 

AGAATTAGATGTAAGTGTAAGTAAAACTTAAGATTTCATTTTTATTTACTAACATTGCTC 

CTCT ACAG GG AC A ATTTCTCACTTTCTCTG AAG G CACTG AC AC AN G ATTTG GTG ATT ATT 

GCTGTATGCTGGGCCATATGTTACACGGCAGAGTACAGCA 

>SEQUENCE:7657:prostate_MPM2000-004P6_Table5 

GCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 

TACTTCTAGAATTAATTAAGGCGGGAGAAGGGTAATAGATTTGGAAT AAACC AAAATGCA 

TACCCTTGTCTAGTCCAACA AAAGCTTATG ATATAAAAG AAG CTAACA I I I I I CAAGGTA 

AATATTTTTATTGTTTTTACATTCTTTTCAAGAGTATGTAGGAGAATAACATTTTCAAGT 

GTAAGGAGGCCTAGGAAAATATTCATATTGTTTCTGGAAGAGGAAGAATTGGTTAAACAA 

TAGAAATGGGGCTGGGTGCCATGGCTCACGCCTGTAATCCCAGCACTTTGGGAAGCCGAG 

CTGGGCATATCACTAGGTTAAGAGATCTAGACCATCCTGGCCAGCATGGTGAAAACCCGT 

CTCT ACT AAAAATACAAAAAATTGGCTGGGCGTGGTGGTACATGCCTGTTGTCCCAGCTG 

CTTGGGAGGCTG 

>SEQUENCE:7658:prostate_MPM2000-004P6_Tabie5 

AAATAAAGGGAACAAAAGCTGGGTGCCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAAT 

TAAG G CG G GTGTT ATTCTTTATTATT AATTATT ATT AAGTA AGTTCTCTTA AGTCAA ACT 

CATATAAAGAGTCATGAGACTTTCCGGAAAAGGAAAGAAACTAAAATTTACTGAGCACCT 

CCTCTGGGATAGAAGCATTTAAAAAACTAATAGAGAAGAGAGAATCAAGGAATATTTCCT 

GAGAGATGTTCCTCTGAGTTGACAATACTCTGGGGCACCTGGCAGCCAGGCTATGGCTTT 

TGGGGCCACGTCCATTTCTTCAGCGGAATCCTGGTAATGCAGTGCTGCTGGATGGGCCCC 

TGTATTAAACCATTCTTGCCCTGCTATAAAGAAATACCCGAGATTGGGTAATTTAAAAGA 

AAAGAGGTTGGCCAGGCGAGGTGGCTCATGCCTGTAATCCCAGCACGTTGTGAAGTGGAG 

GCGGGTGGATCACTTGAGGTCAGGAGTTCGAGACCAG 

>SEQUENCE:7659:prostate_MPM2000-004P6_Table5 

GGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCG 

GGCGGAGGGCTCACACCCTGAGGCTCGGAAGGCGGGCGGACGGCTCACACAGACCCACA 

A 

GGACCAAAGAGGAACGTGCAGGACTCCAACACAAACGGAGGACGATGGCAGAACAGAAGA 

GCTGATTAAGTTTCTGCTGCTTGTACCATAAACTTTTCATCAGCCAGACTGTTTGCCTGA 

AAG ACCTA ATC A AG G CTG AC AAG AATTC AAAG CCATTTC A AAG TG CTCCTC AG G G GTG AA 

CGTGGCCCCATGTCCGGCACATGCTCTGCTCTGAACGCTCTCTCTTCCAGCAGGGACGGC 

CCCAGACATCGAGTATCACAACCAACTCAAAAATAGACTGAAATGTCACAGTATCGCCAG 

GATCAAAAGAAGGTCTCTTAAAAATAAAGGGTGTCTTCCATTAATAAGTAAAACAAGAAA 

AAACCCAAAGATGCTCACTTGAAACTTCATCTTGTTATGAGCATCCACCCGTCGAGGGCA 

GGTCTTGTGTTACTG AACG C AG CCTG ACAATCG C ATCTGCACCG 

>SEQUENCE:7660:prostate_MPM2000-004P6_Table5 

AGTATTGCGTTTTGGTTTTGGAAATCACTTCAGACCTATAACCAATATTGAGTGAGTTGA 
AAAGAATTAATTACTTCCAAATACAAGGCACTTTACATTCTTCTAAGGAGAGGATGCAAC 
AC AAAG CTATTTGGTCAG CTTG AT ACAAAAGCTCTTAGGTGTG CTCATG AAGTAAGTCA A 
ATGTATACATTTTACAACCACATATTAAATAGAATTAGTTTTTTCTTTTTCCTTCCCATT 
TCTTTGAACAGTCTTATTCAGAATCTTCATCATTAGCAACTTTGTCATCATTGGA GCCCT 
TTTCTCTAGAACACATCAGCCTGGGTGACAGAATGAGACCCTGTTAAAAGAATCI I I I I I 
I I I I I I I I G GTG AAA A ATG ACCT A AAACCG G GT I I I I I I I 
>SEQUENCE:7661:prostate_MPM2000-004P6_Table5 

CTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTA 
ATTAAGGCGGGGACTTCTTGAAAGAATGCTGCCCTTTCATAATCAGGAAAAAGCAAATTC 
TGAACAGTATCATATTATCACATATATGACACATAATAGACATACTATATCAACTGGCAC 
ATCCCAGTTTTTAAATACCTGGATCAAGACTGTGGTTGGGAACAGAGCTGGTACTCTTAT 
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TCACCCAGCAGCAGTTTTCCATACTAACCTCCTACGAAATGCATTAGATTCTACTCATTC 

CACTTCACTTACTGCAAAATAAACTTATCACTTATAGTTGGAATGAAGTTCCCCAGATGA 

TTCTGCTATACTCCCATTTCCCACCCCTCTTTGAGAACCACTCATCTAAGTAAGAAGCTG 

TTACCGGATTTTCCAGAATACTCATACAAGCTAGCTTCAATTTACATGATCAAAACACTG 

TGGTAAGCCACAGGAATGTGGCCAACAAGGTCACTACAGGGGATAAAGTACAAGTCTTTG 

GTTTT 

>SEQUENCE:7662:prostate_MPM2000-004P6_Table5 

CGGGCCCCCGCTCGAGAGTACTTCTAGAATTAACTAAGGCGGGAGGTTTCTAAAGGCAAA 

AAAAACTGTGCCCTTCCTGGCTCTGCAACCTTCACCTCTTCCCATCCGTTTCCCAGCTGC 

ATCAATCTATAGCCTCTTTAGAGGACTCTCAACTAACTGCCTCCTTTATCAAAGGGAGGA 

CTTCC AG CTCCCTG CCTCCTATCTG CTTG GTG CTCTCTG CCTTTCTCTTCCTT AAAAAG G 
GAAAAAGAGTGTGTTGCCGGGCGTGGTGGCTCACACCTGTAACCCCAGCACTTTGGGAGG 
CCAGGGCGGGTGGATCACGAGGTCAGGAGATCGAGACCATCCTGGCCAACACGGTGAAAC 
CCCGTCTCTACTAAAAATACAGAAAATTAGCCGAGCATGATGGCGGGCGCCTGTAGTCCC 

AGCTACTC 

>SEQUENCE:7663:prostate_MPM2000-004P6_Table5 

ACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 

TTAATTAAGACGGGCGATAGATAGAACCACCCTAATTTCTATGAAGTGCACATCCAGGAG 

CTAGCACTTGCTATGGGGAACGAGACATTAATTCATAGGCTGTACTGGAACCATGAAAAG 

GGACCATGACACCTACGCACTCCGAACGAAAGGCCTGATAATTAAAAAGAGGGCGGTGGC 

GTCTGTAACTTTGGACTACCCTCTTACTCATGAAAAGAAGCTGTTCAGCAAAACCATGAA 

GTTTCCAGCCACATACCAGAGGAAAAACACTAT TATTA AATTTCAAAACATAAAGAATGC 

AATAAAAACAGAATACCAAATCTGTCTAGGCAATTTTTGTAGAAAAGAATAAAAATAGAC 

ATATGATGCATGAAAAGATAATTTTTATGAATAATAAATCAAGAAG 

>SEQU E NC E:7664:prostate_M PM2000-004P6_Table5 

TTACTATAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTAGAGAGTACTTATAGAATTAA 

TTAAGGAGGGCAGAAAATACTGAATTTAAGATATTAACAAAGTGCCCAAGTGTTATCATT 

GAGTAGCCAGTCAAACCTCTGGGATTGAAGCTTAGGAATGAAGTTATAGTTAGACATGTA 

GACATAAATCATTCTTGAACTGATAGTCATTTAAATCTATAT ATTTC AAACTTTATCCAT 

ATG AGTGCAACTAGTAAG CTTTTTGTCATATTTG CATG ATACTTTTACTTAATATTTATA 

AATCTATTTTAAGTTATCTCACTTTTTGAAAGCGTAGCCCCATTCTAAACAATAATATCT 

TGAATTTGATGTGATGGATATAAGTTTTAAGATACCCATTAGATGTATAAGTACCATATT 

GCATGATTGTAAGATGTGTATCTTTTTACAATTTAACATTTCTGTAATTAGAGTGTTTTA 

CAA 

>SEQUENCE:7665:prostate_MPM2000-004P6_Table5 

AATTAACCCTCACTTAAGGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTT 

CTAGAATTAATTAAGGCGGGCAGGAGAATGGTGTGAACCCGGGAGGCGGAACTGGCAGTG 

AGCCGAGATCACGCCACTGCAGTCCAGCCTGGTCAACAGAGCAAGACTCCGTCTCAAAAA 

AAAGATAAAATAAATAAATTAAAACAAAACAAAACAAAACTACCCAGGGGAGGGATTCAG 

TAAATTACAGAGCTTCCTTGGAGTGAAATTTCAGGTAATCACTAAAGCAAGTGGAACCGT 

GGAGGTGTGGGGGAGACAATTTTACCTGAGAAGTAAGCAAAAAAA 

>S EQU ENCE :7666: prostate JVI PM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAG 

GCGGGGGAGGTAATTGGTAAAGAATGTTTTCCCAATCTTAAACAAGTAGTAAATTAGGTG 

ATATTTTCTATTTATAACCGGTAAAAACCAGACAAGAATT TCTTT CTGCTACAACTTGCT 

GAACAGAGCATTTAAAACCTTTAATGACTAGATGAGTTCATTTTCTTTAAATGCTGTGCT 

TAATATTTAAGCTACATCTTATTTGAAATGTTAGTTTAGGATTAATAAATAAAACATTCC 

AGATGCAATCTTCCAGCAACGACATTCCAGCAATTTCCCTGAGA ATAAA GTCAGAAAATA 

TTCCAGGTTTTGAACGTCAAGTGTTTTCAGATGATAACTAGTAAGTTTTCCAAAACATCT 

AAAGGTTCAAACCAAAACCTTTAAAA 
>SEQUENCE:7667:prostate_MPM2000-004P6_Table5 

G G G AACAA AAGTCTGGGTACCGGG CCCCCCCTCG AG AGTACTTCTAG AATT AATTAAGGC 

GGGGGTGGTAGAAATAATAATAATTATCTGAAGCTTGGACCTGCCACTCATTCATTCTCT 

TGCTGGGTACTCTCTGTACCTCAGTTTCCCCCACTGCTCTTTGAACCCCCAGGACCCTCT 

CTCCTACTGGCTGGTAGCTCAGCCCCTCAACTGCTTGCATTGTATTCAAACGGCTTTGGG 

GGTGCTGCTTCCGGTACTGTCTCCTCACTATCTCAAGGGCTCTATTATCAGAAAATCAAA 
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ATCTGTTCCAAAANAAAAAAAAAAAAAAAAAAAANAGGGCCCCCCCCC CCGGG GGGGACC 

CCAAACCCCCCCTTAAGGGGGTTTTAAAACCCCCCCCCCCGGCCCCTTTTTT 

>SEQUENCE:7668:prostate_MPM2000-004P6_Table5 

TGCAGCCGGGCGCGGTTGCTCACGCCTATAATCCCAGCACTTTGGGAGGCCGAGGTGGGT 
AG ATCACG AG GTC AG G AG ATCG AG ACC ATCCTG G CTA AC AC AGT A A AACCC 
>SEQUENCE:7669:prostate_MPM2000-004P6_Table5 

TAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAA 

GGGCGGCGGAGGTGGTCAAAATAATAATCATTATCTGAAGCTTGGACCTGCCACTCATTC 

ATTCTCTTGCTGGGAACTCTATGTACCTAAGTTTCCCCCACTGCTCTTTGAACCCCCAAG 

ACCCTCTCTCCTACTGGCTGGTAGCTCAGCCCCTCAACTGCTTGCATTGTATTCAAAGGG 

CTTTGGGGGTGCTGCTTCCGGTACTGTCTCCTCACTATCTCAAGGGCTCTATTATCAGAA 

AATCAAAATCTGTTCCAAAAAAAATAAAAGAAAAAAATATAGAGGGGGCCCCCCCCCGGG 

GGGGGCCCCCATCCCCCCTTAAAAAAAGATTAATAAACCCCCCCCCGGGGCCGTTTTTTA 

CAACCTCCAGAAAAAAAAA 

>SEQUENCE:7670:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGGGGGGAGTGTTTTAAAAAGCTATGTGCATATGATTGCCTTGATGAAAATGAATTATT 

TAAAAATAAAGTCAGGCAGACGTAACACACACAGAAGTTTCTCTGGCAAGATGTTCCCTG 

CT ACC A AC ACTAG GT ATTTCTG AGT AGTAC AATTTG G G ATGGTTTCTT ACTTTCATCTCT 

TTCCTAAATAATTGGAACCTTTAAAATTGGTTGGAACACAAAAATAGTCATTATTTTACA 

TTAAAGTTAACTATAGGTATCTATGGGTGCCAGAGTTTCCATCTTCCTTCTTTTGTCCTG 

ACTTTACCTAATTAATGCCAAACCTAGAAGTGTGGGACAGAAATTAGAAAAAGTACATCT 

TAAATAAGTCCACTTTTCTACTTTTCAGATCTGCTAAAAGA 

>SEQUENCE:7671:prostate_MPM2000-004P6_Table5 

CCCTCACTACACGGAACAAAAGCTGGGTGCCGGGCCCCCCCTCGAGAGTACTTCTAGAAT 

TAATTAAATTTAATAAAGTCATTGAAGAAAACACTATATTTGAGTGGATTCTCTAAGGTT 

TCATCAAGACAGAGATGAGGCTATGGGAAGAATGAAAAGTAAGTTGCAATTCAACCCAAA 

ATTCCCATTGCATATCACCTTTATCATTCTCTTCTATCTT ACGG AAAAACAGAATTTAGG 

CCAGAAACAATCTTTCAGATCATGGGTCCACTGCTCTTATTTTAAAATAAGTAAAACCAT 

GCCTAGAGAAGTCAAATCCTTTTCCTTTTTCACTCCCTGCCCTCA ACCT GT AATAA TGAG 

AAATTTT ATG G CTTAGTCTTTTGTCTTTCTTAAATC AATCTTTGT AATTTTCC I I I I I CT 

TTTTGTATTGATTCTTATCTAGGTGATATCTTAGACATTCTGTTCTTAAAGTATGATTTA 

GGTATATAGTCACAATATTAGA 
>SEQUENCE:7672:prostate_MPM2000-004P6_Table5 

ACTGGCCGTCTGTTTACACCCCTAAATAAAGGGAACACATGCTGGGTGCCGGGCCCCCCC 

TCGAGAGTACTTCTAGAATTAATTAAGGCGGGACAGAGCCAC ATTTA CATGGCCCGTGCC 

TTTCGGCAAAGGTATCAAAGCAATTGAGTGAGGAAATGAAACTTTTTAAAACAAATAATG 

TTGGAAAAATTGGATCCATATGGGGAGAAAAAGGACCTTGACTCCTACTTCACACACTGT 

ATACAAGTTTGAAATGGATCATAGTCCAAATATAAAAGTTAAAACTATGAAGATTCTAGA 

AGAAAACCTAGGAGAATATCTTTTAGACCTGGTAGGCAAAGATTTCATAAATAGGACACA 

GAAACAATATCATAAAATAAGATTTACAAATTCAACTTCATCAAAATTAAAAACTTTTGC 

TCATTGAAAGACATCCTTAAGGAAATAAATACGCATAGATTGGGAGAAAATAGTCACAAA 

GCATTCTGACAAGGGACTGGTATCCAGGATTAAGAAATTCCACGATTCAGTAATAAAATG 

AGAACCCAGTTTTTTTCCCCCCAAGGATAAAGATTTGGGCAGGTACTTCACAAATAAGGA 

AACATGAATGGTGGCCAGTGGACACCTGAAAATGTGCTAACACCATTAATGATCAGGAAA 

TGTATATTAATACCACAAGACATCTCTGCATATCCACTATAATGGCTACAAGTAAAAACC 

TGACAGCCAAATGTTGGTGA 

>SEQUENCE:7673:prostate_MPM2000-004P6_Table5 

CTAGAATTAATTAAGGCGGGGGGAAATATTTATTGAGCTCCTATTATATGAAAAAACTTG 
AGATATATTCTTAAAAGTTATTTCATTTTTACTTTACATAAATACAAAGTTGAGAAAGTA 
GAAGATATTTTGGTTAGTCTAATTCATTTTTGAAAATCTTACGTTT AAATTTT AT AGT AA 
AATGTGCGACATACATCCTATGTACTGTGGCTTTAATAGGTNTTTATNTCTATTCATCTC 

TCTATTTATTTCTATCATCTCTC 
>SEQUENCE:7674:prostate_MPM2000-004P6_Table5 

CTGGCCGTCGTTTTACACCCGGGAACACAGGTGTGTACCCTTGCTGGGGGGCGGGCCCTT 
CCTCGAGAGAACTTCTAGAATTAATTAAGGCGGGGAAATAGTATATTCTTACATAATAGT 
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AATAAAATATGTGTTTGATGATGTGTATTAAAAAAACATAACCACTAGTGGAGTGGGAAA 

GCATAGTGTCATTTTGAAATTATAAGAGGAAACAAAGGAATAAATTGTAACTTGATCATA 

CCAGTATATATAAAGAAAAGGAAAAAAGAAAATTAATGAGGTAAGTTTAATAGTAAATAT 

AAGCAAGAGAGAAGGAATAAAATGAAGAATATCAGTGATTATATTAAATGTAAATGAGCC 

CAATTTTCCTATCAACAGACAGAGACTATCAGAATGGATTAAAAACAAACCCAGTGAATA 

TGTTGTTTACAAGAAACACACTTAGAGTGATAAAGAAGTATTTAAAGCAATTGGAAAAGC 

AATACTACAGATATATAAAGAGATTAAAAATTAGGAGAGGCAATATTAATATCAGAAAAG 

GTGGGACAAGC 

>S EQ U E NCE:7675:prostate_M PM2000-004 P6_Table5 

GCGCGCAATGAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 

TACTTCTAGAATTAATTAAGGCGGGAGGATTGCTTGTGCCTGGGAGGTCAAGGCTGCAGT 

GAGCCATGGTTGCGCCACTGCACTTCAGCCTAGGTGACAGAGTGAGACTGTGTCTCAAAA 

ACAAAAACAAAAAAAGGGGAAATCTTTAI I I I I I I I I TTAAACCTCATACTA AAAAC AGG 

TATCAGGTTATATGTAAATAGAAACTGCCAGGTTGAT CAAT TTTAATTTCTCTTTTAATC 

ACTTATGGATATCATATGAATGTCATTCAGCTTTTTAATTTTGTCATTAATCAAGCTGAG 

TAGTAAACTGTCATTTTAGTATTGGTTCAAATATTCAGGGGATAATTGTTAAAATTTCAG 

TACCCACTTTGTAAATTGAAAATCATGCGGAAAAAAAAAAAAAAAAAAAAAAAAAAAAGG 

GGCCCCCCC 

>SEQUENCE :7676 :prostate_M PM2000-004 P6_Table5 

ATGTAAATGCCAAGTTAATGGGTGCAGTACACCAACATGGCACATGTATACATATGTAAC 

AAACCTGCATGTTGTGCACACGTACCCTAGAACTTAAA GTATG ATAAT AAAAAA AATAAT 

AAAAGAAACTTTCAAAAACAACTGAGAGGAATCACTGGl I I l lAATATAl I I I lAATATT 

TTAAAAATATTTCAAATTTATAATAAAGTTGTAAGAATTGCACAATAAAATTCCAAATAC 

CCTTCACTTACAAAAACAAAAAACAAAAAGCTAGAAAGATCTCAAGTTAACAAGGTAACA 

TCTCAACTAAAAGAACTAGAGAACCAAGTGCAAACAAACCCCAAAGCTAGCAGAAGACAA 

GAAATAACCAAGATCAGAGAGAAGTGAAGGAGATAGAGGCATAAAAAAAAATTCA 

>SEQUENCE:7677:prostate_MPM2000-004P6_Table5 

CTGGCCGTCGTTTTCACCCCGGAATAAGGGGAACACATGCTGGGTGCCGGGCCCCCCCTC 

GAGAGTACTTCTAGAATTAATTAAGGCGGGAGGCTGACTGTCGTACCAGCCCTCACAGCT 

ATGGAGAGGCAGGACCAAGACGAGAACCCAGACTTTCTGGCTCCAAGTCTAGTGTGTTTT 

CACTGCACCACAGTTACCTCCTCAAATGCTCATTTGTGGCAGAGATTATCAAGATGAACT 

TTGGTGATTTCTGATTGCCTAATGAATTGAGCAGTATAAAAACCATTTTCTAATGCTGGA 

AAATCAGCGTTCACCAAGGTCNTNNNNNANAAAAAAAAAAAAAAAAAAANGGGGGGCCCC 

CCCCGGGGGGGGCCCCCATTCCCCCCTAAGGGGGGGTTTTTTCCCCCCCCTCCTGGGCC 

G 

I I I I I I AAAA 

>SEQUENCE:7678:prostate_MPM2000-004P6_Table5 

AAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGGAATGT 
TGCAAAAACAGAGCAAG AAAAAGGTG AAAAAAATAATATTATC .TTCACTTAGTCATCAA 
GCCTGAAAATGAAGTCATTTTGACCAAGTTTTCCCCATTATGCTCTAAATATGTCAAGTT 
CACTTATATATATATAAACTATTTTAATTATATATATTCAGAAGAGAGTATCT 
>SEQUENCE:7679:prostate_MPM2000-004P6_Table5 

CGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGT 

ACTTCTAGAATTAATTAAGGCGGGGTCAAAATCATAATCTTACATAGATCACTTCAAAAT 

ATTTAAAGGCATACATTCTTACATTTAAAGAAAAAAGGAACACACTCTTGACTTAAAGAT 

TAAAAAACAGACACAAGTCTCTACAAACCTGGAGGAGCTAAGGCTGACTTGGTCTGATAA 

GAGATTAGGCTGTTTTAGATGTGGTAACCCCTGGCTAACTAAGATCACTGTTTTATCTTT 

TAAAAAAAATCTCAGTTCATAGTTGTCTGTCCTTTTTATTCTCCAATAAAGTGAAAAAGT 

GGGCATTTGTTTGTTAACACATTTGGTCACAGAAAAGATGGT AAAAA TAAAATAAAATGT 

AAATTTCTAGCCAGGCGCGGTGGCTCACCTATAATCCCAGCATTTTGCGAGGCCAAGGCA 

AG CG G ATCAGTG AGGTCAGG AGTTCG AG ACC AGCCTG GCC AA 

>SEQU EN CE :7680: prostate_M PM2000-004P6_Table5 

TACGCCAAGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCC 
CTCGAGAGTACTTCTAGAATTAATTAAGGCGGGAGAGAATAGATGTTACAGCAGAAGAAG 
AGCAATACCAAGACCTGCTTCTCATTATGGAACTTCTTACTAACCTGCTGTCAAAAGAAT 
TCATAGATTTCAGTGATACAGATGAAGTGTTTAGAGGACATGAGCCAGGTCAAGCAGCAA 
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ACAGATCTGTGTCAGCAGCGGATGTTGTGTTGTATGGAGTAAACCTAATTCTGCCCTTGA 
TGTCACAGGATCTCTTGAAGTTTCCAACCCTTTGTAATCAGTACTACAAATTAATCACAT 
TTATCTGTGAGATTTTTCCTGAAAAAATACCACAGCTTCCTGAGGATCTGTTTAAAAGTC 
TGATGTACTCCCTAGAATTAGGAATGACATCAATGAGTTCGGAGGTTTGCCAGCTTTGCC 

TGGAGGCCTTGACACCGTTAGCTGAAC 
>SEQUENCE:7681 :prostate_MPM2000-004P6_Table5 

AACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGA 

ATT AATTAAG G CGG GCTTCCTT AG GTG AC ATCTATGTTG CTAACCT ATTC AA AACGC AAC 

ACAGGCTGCAGAAATATGTTACATACATTTAGTGTTATTCAAAGATGCTAACATGACTTC 

AATATAGAAGTGGAAGAAATAGTTTAATGTTCTTAGCATTAATAAAGAATTAACATTGAA 

ATCACTTAGCAGATCACAAACATACAAATAACCCACTGCCAAAATATTTTAAACAl Mil 

AAAACTCAAAAAATTTTAAATTAAATTTGTGGAACTCATMATCTMACTCACTJTTAGC 

TTTTGGGGGAATATATGATAATAAATTAGCTATTTAAAGATTTCAGTTACl I I I iCTGGT 

AACTCTGTGACTGCATACATTAGGCTCAAGCTATAAAACAAATTAAACAAATATTTATTG 

TATTTGACAATTCCATCAGAAATTTCCCAACTTTCTGTACTATTGAATTATAAATTAACC 

TAAGTGCTATTATCTGTGTTTTTTTAAAATGAAAGCTTTATCTTTGTTTAATAAAGGTGT 

GTATTTGGAGGAAATAAAATAATGGCACTATTTTCTGGATACATTCTTCAGGTAATGAAC 

TGA 

>SEQU ENCE :7682 :prostate_M PM2000-004P6_Table5 

CAAGGGAACAAAAGCTGGGTAGCCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAA 

GGCGGGGCGTTGGGTATAGCATAATTGCAAGTGTGAGATTCTACAACCTATGGAATAACC 

AATCTTTTATTGTGTCTATAAGAACCTTTACTACAATATAAATGAAGCCAAATGACATGC 

TTATACTGAATAATCGACTTAGTTATGCAATCTCAAACACAATTAGACTCATAGAATTTA 

GCACATTAAATGTAGACAGCACCCAGATGGCACTCTGATGGGAACTCCACAAATCATTAA 

ATAAACAAATAACAGATTGTTCCTAAATAACCAAACCTCCTGGGACAAGAGGAAATATTC 

NNAANNAAAAAACAAAAAAAAAAAAANGGCGGCCCCCCCCCGGGGGGGCCCCCTAATCCC 

CC 

>SEQUENCE:7683:prostate_MPM2000-004P6_Table5 

CCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATT 

AATTAAGGCGGGGCTGGGAGTTGAAGATTAAATCTAGCATCTCATCACTTTAACAAGCCA 

GTAGTCTATTCGAATCGTTTTTACCTCCTTTGAAACCATATTAAGCAAGTCCATTATTTC 

TTAGCATTTCTCAAACAGCTCTTACTGTCCCGTATATGAAATAGTACAAGAAAGTGGGGA 

AGAAAGGCCGGGCGGGGTGGCTCACGCCTGTAATCCCAGCACCTTGNGAGGTCGAGGCG 

Q 

GTGGATCACCTGAGGTCGGGAGTTCAAGACCAGCCTGGCCAACATGGTGAAACCCTGTCT 

CTAN CAAAAT AAAAAAAAAAAAA AAAAAA AAAAG 
>SEQ U ENCE:7684:prostate_M PM2000-004P6_Table5 

TCACTTGAGTACAATAGTTCAAGACCAGCCTGAGCACCAAAA GAAGT AGATTCCTAAAAA 

CCAAAACTGGTCATTTTTAAAGTGTCCTAGCTGAGTCTTACAGTTTTTACCTCTGTACCA 

TGTCTAGTAATAGAAAAGGAATTAAATGATCAGTATACTAAAATGCCTAATGGTGAATCA 

TTTACTCTGAGGGCATGTGTCATATCTCCTTAACTCTTAAATAG TTGGT CTGTCATCTAA 

TTAAGAACGATGACTCTCACAAAAGTTTATCGTATCTGGAATTCTTTTTAAATGAAAAAA 

GGCCGGCAACAGTGGCTCATGCCTGTTATCCCAGCACTTTGTGAGGTAGAGGTGGGCGGA 

TTG CTTG AG G CC AG G G GTTG A AACC AG C ATG G CC AAC ATG AC AA A AT ACC ACCTTC ACT A 

AAAATACAAAAATTAGCCTGTAATCCCAACTACTGA 

>SEQUENCE:7685:prostate_MPM2000-004P6_Table5 

TAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAG 

AATT AATTAAG G CG G GTG G ATG CTGT A AAAG AAAAC AG AC AT A AGTAG AG G G AA ATAA A A 

AATAATTCCAACAGTGTTTAACCTTAAAGACTCCACTGTAAATGAAAGCTACGCACCTGA 

CAAAAAGTAGACTTGCTGTTCAATCTACTTGCCACACAAACAGCCTCATTTATATACCAA 

GTATACTACAAAGATAGATCAGTCAACTACCTTTTGCTCATTTCTATTAGGTCCTTTCAT 

TTTGTGATATACTTCTTTAAAAGAAAAGATTGCGTGAAATTTTTCCAACTTTCCATTCAC 

TAAAAAAGATT I I I I I I I I CTTTGGGAGACGGAGTCTCGCAATATAAAAAATAGAATAAT 

AAATAAAAAAGCGGCCGCCACCGCGGAGGAGCTCCAATTCGCCCTATAGTGAGTCGTATT 

ACGCGCGCTCACT 

>S EQ U ENCE:7686:prostate_M PM2000-004P6_Table5 
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GCGCGCAGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCC 

TCGAGAGTACTTCTAGAATTAATTAAGACTGTGCACTAACAGTAAAAAGAACATTGGGAT 

AAAAATGTGCAGAGTGTTTTATTCATTATGTGGAGGCATCT TTCC TATATCCAAGTTTAA 

CTAATACTGGTCCTCTACCTGCTTAGATTAACTGG TGAG AATTTTATAAGCATTTCTTAC 

TATCTGTTATAAACCAAAAATGGCAATCTTTCCACATTTTGACGTAATAATTTTGAGCTT 

ATTACAAACTAACATAAAAAATTAACAACACATATTACCTTATAAAAATTCAAACGGAAT 

GTATTGAATATTAATTTAAATTACTGTTATTAATATTACATGAAATACGCATGTTGTAAA 

ATTTTAAATTACTATCTGGGTAAATAAACTATACATATTCTGTCCAGGTTGCAATTGAAA 

AAAAAAA 

>SEQUENCE:7687:prostate_MPM2000-004P6_Table5 

TTAATCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAAGTACCTTC 

TTAGAAATAAATTAAGGCGGGGGGAAAGCCTTATAATGCAGTGAGTGTGGGAAAAGCCTT 

CACCCGGAGCTCATATCTTATTGAACACCAGAGAATACACACTAGGGCCCAGTGGTTNTA 

CGAATATGGGAATGCCCTGTAAGGGTCCACCTTTGTGAGCCGTAAAAAGGTTAATACTAT 

AAAGAAACTGCATCAATGTGAAGACTGTGAGAAGATATTTAGGTGGCGTTCACACCTAAT 

TATACACCAGAGAATTCACACCGGGGAGAAGCCTTATAAATGCAATGACTGTGGCAAAGC 

TTTTAATCGTAGCTCAAGGCTTACCCAACATCAAAAAATTCACATGGGATAGACCACTTA 

CATATAAATGTGTATATATGTGAATAAACCTATAGCCTTAAAAAAAAAAA 

>SEQUENCE:7688:prostate_MPM2000-004P6_Table5 

CTGGCCGTCGTTTTACACCCGGAAACAAGTGTTGACCATTGCTGCTGGGCGGGCCTTTCC 

TCGAGAGAACTTCTAGAATTAATTAAGGGGGGCTAGGGGTGATAGAAGTCAAGCTCCCAC 

CCCAGCTCAAGTGGATCACCAAAGTTCCAACCCCAACTTGTTCTGAA AGAAGT GCATAGT 

TTCT A ATCCC AG G G C AATG GTG AAAG AG ATTTG G G CAG AAG G AAAT A I I I I l iGGAGTGG 

TAGAGGATGTACATTTATTCGTAAAACATTAACTAAACATCCAGTGTGTGCCCAGC ACTA 

GCAGTGACAGTTCCAGTGTACTATCGTAAGTAAATGCCTCCACTATCTTGTGTGTGTTTT 

C ATAAAGGTG A AAAC AT AG G AAAAGTC AGTATTTCTTACCTAAG CTG AACTGTTGGG CTA 

ATTGATAGCTCTATACTCACAGAAGAACATTAACTACTCAACTCCAATTATATAGAACTT 

ATAATAAATACCCCGAGATTTAATCCATAAGAACACCTATCATGAACTAAAATATAGGTT 

TTATAAGGAT I I I I I I I I I AAT 

>SEQUENCE:7689:prostate_MPM2000-004P6_Table5 

ATAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGCGGGTGGGAAGAGTTAAGACCACAATGGCACTTGACGGAGCCAATTCAATTAGCCCA 

AACATACCATCTGCTCTTAAAATAGATACCTCTATATTTAAAAGTTACTTGATATATGAA 

TTGATGAAAAAAAATTCGAAGAACTAACATGGATCTGCGAAGTGAAGTTGTCTCAGGCAC 

AGGACAGTAGTTTGGGGAACCTGTCTGTCTCTCACATTCTCTATTGTTAAA l l l l l ACAA 

AGAATGTGTTTTACTACTAAAAAAAAAAAAAAAAAAAAAAAAAGGGGGGGCCCCCCCCGG 

GGGGGGCCCCAATTTCCC 

>SEQUENCE:7690:prostate_MPM2000-004P6_Table5 

T ACCTA AAG G G AAC A AAAG CTG G GT ACCGG G CCCCCCCTCG AG AGTACTTCT AG AATT A A 

TTAAGGCGGGAAGAACAATTAATAATTCCTAATTCAAAGCAGAGGAAGTCACAACTCAGC 

ATGTTCACAGATAAGGATCCAGAAAATAGGAAAGTGGATTGTTCATTCACACACTGTAGA 

GGCTAAGACTTAGACACCAAATGCCACACAGTAAGGAGAAGGAAACAAGGTTGAACGCAC 

AGGAACTATTCAAAATTCTGTATCTGGCACTGTACTCCTTTGTATAATACTCCTTTTAAT 

AAAGACAGAAGACACCAGAGTATACATAAATGGTGTGTTAGGTATTGTAGACTGTACTAC 

CTCTGTACTCTTGTTCAACTCTCCTCTTCTCTTTTGCTTCCACTATTGGGGCATGAAAAA 

TT ATTC ACCCTTCT AG CCTCT A ATG CAGTTTC AAT A ACC ATG C ATG A 

>SEQUENCE:7691:prostate_MPM2000-004P6_Table5 

CTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGGGTATGTAA 

GTGCTTAAGACTGAAATTGTAGGATCTAAGGTTAGTATGTACTTAACTCTGTAAGAAAAT 

ATTCATGTCTTACCTCACATCTCTAGGGAATGAAAGATTTTAGATCAGAATGG TAGGG TA 

GAGGAAAATCCATTGGGGAAATTGTTCCTTTGGTATTTACTTAATCTGAACATTTTTTAA 

ATGCAATTGTAACTATTGATGAAATGTGAATATTGATTGAAAAAAGACGTTGATGTTAAA 

TAAGACTTTACAAGCTTGTAAAAGAAAATATAGTTACAGAAGGAAAACAAGTTTTTAAAA 

ACAGCTTTATTGTGATATAATTTATATACCATAGAATTCACCCATCTAAAGCGCTCAATT 

CAGTGAATTTTGTTTATTTACAGAGTTGG 

>SEQU EN CE :7692 :prostate_M PM2000-004P6_Table5 



Table 7 
2712/3129 



AT AAAG G G A AC AC ATG CTGG GTG CCG G G CCCCCCCTCG AG AGT ACTTCTAG A ATT AATT A 

AGGCGGGGACAAAGTAAAGTGGCCTATATGATAATAAGATGACCTGAGGACCACTTGCCA 

AAGAACTTAATAACTCTTCATGTTAGGAAGAAGTCATTAATATTCAAGATCAATGTTTAT 

AATATATCTCACTTACCCTTTCTAGGATTCAAGGTAGTGTTGCAGGTTAGATTCTAATAA 

TGGAGCCCTTCTTGCACTGTCAATAGTCACTTGGGAACTTTGCATAGCAAGTAATTTTCC 

ACAACCCTTAGTTTCTCATACCATTTCTTAGAAAAAAACTAATCATAGA AAAA AAAAAAA 

AAAAAAAAAAAAGCGGGCCCCCCCCGGGGGGGACCCCCATTCCCCCTTTTAGAGAGGTAT 

TTTCCCCCCCC 

>SEQUENCE:7693:prostate_MPM2000-004P6_Table5 

GCTGGGTGCCGGGCCCCCCCTAGAGAGTACTTCTAGAATTAATTAAGGCGGTCGAGGGGA 

TGAGGGATAAAAAGGTGAAGGAAAAAAGAAGTGGATGGAGAATTAAAGAATGAAGGAGAA 

TTAACACTGAACACCCACCCCCATGGAGCCAGATCCTGGCTAGGTGTTTGCCATCTGTGT 

TTAGTTTAATGCTCAGCATAATCCTGCGTGGCAGGTATGTTACCCCCATCTATAGGTCAA 

GAACCTGAAACCCAGAAAAAAAAAAAAAAAAAAAAATTGGGCGGCCCCCCCCCGGGGGGG 

GCCCCATTTTCCCTTTTTGGGGATTTTTTTACCCCCCC 

>S EQU E NCE:7694:prostate_M PM2000-004 P6_Tabie5 

TAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAA 

GGCGGGGTCCCAGGAGGTCATCTCTCTCTCCTTACCCTGGAGCCTTTGGAATTTGGTTTC 

CAAATGTCCTGAATTCCTGTTCATTAATATGTGGCTCAGTACAGTGCTTGTCCCGGCAGC 

AGGAGCTTGGTTGGTGTTAGTCTGCTGGGGAATGGGATAAAGCAGAGAAATGTCAAGCTT 

TCCCTTAAAAACAAAAAACAAAAGCAAACCCTCACATCTCCCACCAATAACACACCATTG 

TTATCCCTGTACTTAAGACATGTTGTTGCCGGGCATGGTAGCTCACACTTGTAATCCCGA 

CACTTTGGGAGGCTGAGGCGGGTGGGTCACCTGAGGTTGGGAGTTTG 

>SEQUENCE:7695:prostate„MPM2000-004P6_Table5 

AATTTTCCCTCACTAAAGGGAACACAAGCTGGGTACCGGGCCCCCCCTTTAGAGTACTTC 

TAGAATTAATTAAGGCGGGGGTTGCAATCCTGGTCTCTGATAAAACAGACTTTAAACCAA 

CAAAGATCAAAAAAGACAAAGAAGGCCATTACATACTGGTAAAGGGATCAATGCAACAAG 

TAGAGCTAACTATCCTAAATATATATGGACCCAATACAGGAGCACCCAGATTTATACAGC 

AAGTTCTTAGAGACCTAGAAAGAGACTTAGACTCCCACACAGTAATAGTGGGG 

>SEQUENCE:7696:prostate_MPM2000-004P6_Table5 

CGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTAC 

TTCTAGAATTAATTAAGGCGGGGGATGTATATTTGCTTGTACATACATAACATACCTCTG 

GAATGATAGATAGGAAATTAGTAATACCAGCCACATTTTGAGTGGGTAGGGGCCAGAGTT 

AGAAGAAAACTTTACCCTATATACCCTATATTTATACTTTATGTAGTGTAAACCATGTCC 

TGTTTAAAAAAAAAAAAAGAAATTAAAAACAAGAATGAATGCTCTTCATTATTCTGGTAA 

ATGCAGGCTCATTTTACTTTTGTGCATTTTAATTGAATGTACTGCCATTTAACTTATAAG 

AATTAATACTTAGGGCTGGGTGCAGTGGCTCACACCTGTAATCTCAGCACTTTGGGAGGC 

TGAGGTAGGTGGATCACTTGAGGTCAGGAGTGCAAGACCAGTCTGGCCAACATGGCGAAA 

CCCAGTCTCTACCAAAAATATAAA 
>SEQUENCE:7697:prostate_MPM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAG 

GCGGGGTAGATGTGTTCAGTTTGAGATGCCTGTCATATACGTTGGGAGGTCCCATAAGTA 

GTAGTAGTTGGACATGTGGGTCTGGAACGAAAGGAAA AAGTC TGAGATGAAGATAGAATT 

TGGATTAAGCATTTAGTGATTGAAGTTAAAATGTGATGATT TTCTC CAGGGATATTATGT 

GGAATAAGAGGGTAAGAGATAGAGCCCTGAAGTATGCACATTTTACCTTGTGGGGAGGGG 

CTGATTGTGGAAGAACCCGTGGAGACTAAAGACCAGTGGTCAGAAAAGGGAGCTGAAAAT 

CTGGGAGGATTAATGGAAGAGTACCTACTCCTGAGGAGTTCATGCATTGGCATTCCCCAA 

A ATG ATT AT ATTTTCCTCT AG CC ACCCT AG A ACG C AC A AC AC AGTTC ATCT ATT ATTGTT 

TTATTAAAGTTCATGTAAAATGACTACCCATTACTTTGTT AACAAC AGAAATCTTGATAT 

TTATGTTTTAAAAATATTTTTTAAAAACATTTTTAAACAAA I I I ! I 1 A 

>SEQUENCE:7698:prostate_MPM2000-004P6_Table5 

AAATAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAAT 

TAAGGGGGGACTTACAAACAGGTGACTTCTCCATTCACCAGAGATGGGACATTATACACT 

GACCTACTTCCATATTCACTTTCCCTGCTTGATTGGAGGTGAGGGAGAAAAATTAGTGTA 

TAAGGCCGGGCGCGGAGGCTCACGCCTGTAATCCCAGGACTTTAGAAGGCTGAGGTTACA 

GGCATGAGCCACAGTGCCCAGCCCAAGAAAACTTCTTAAAGATGTAATAATAACGCACCT 



Table 7 
2713/3129 



TATTATTTTCCAAGTACTTCCATAGATAGTGGCCCACTTCTGAATATGAATTAAATTTCC 

CTTTGTGGCCCTTTGTTTTTTAATAAATCTTCATTTCTGGGGGGACTTACAAACAGGGGA 

ATTTTCCTTTCACCAGAGATGGGACATTTTTCACTGACCTACTTCCATATTGACTTTCCC 

TGGTTGATTGGAGGGGAAGGAAAAAAATAGTGGAT 

>S EQ U ENCE :7699: prostate_M PM2000-004P6_Table5 

TCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAA 

TT AAG GCG G G AAG AG G AG A A ATG G AA AT AT AC AGCTTTAAG GTCATTGTGTGTG AAAT AG 

GATAATTATACAAATAAACCAGGAGAGAAGATAAAAAGAAGTATCAACAAATAATATCAA 

ATAATATAGAAAAGGAAAAAAAGTAACAAAAAAACAGATGTAACAAACAGAAAAAAATTG 

GTAAGCTAGTATCCTTAATTGCATATACATTAAAATATAAATGATAGAAACAACTTAAAA 

G GTAAG G ATTGTTG GTCCAG CG CAGTG ACTC ACGCCTGT A ATCCCAG C ACTTTGG G 

>SEQUENCE:7700:prostate_MPM2000-004P6_Table5 

ACTGGCCGTCGTTTTACACCCCGAAATAAGTGGAACACATGCTGGGTGCCGGGCCCCCCC 

TCGAGAGTACTTCTAGAATTAATTAAGGCGGGGTTGCTGAGAAGATAAAATTTATACCAT 

ATATGCACAGTGTCTGACATATAACAAGAATGTTATCAATAATATCATCAACACTATAAT 

TAGTTTGCATGAAAGCTTAAAATGCATATATATTTTTAAGGCAGGTCACJGTGGTAAGGG 

CACACACGATGAGGATACAACAAAACTTGGTAAACTGAAGCCAGACTTTTTGTTTCAACC 

TTCAAAGATTCATTTAGTCTGGATCTCTCTCTCTCTTCTCAGCTAGGAGAAAACATTCTG 

TAAGCCTTACAATGCAAAGTTAAGTTCATAATTAATTCAGTAAAGTAAGATTACCTTCAG 

CGGGGAAAAACGTGAAAAACTGCGTATCGACATTATTTCCTTCTCAATTTCTATAATAAG 

C AGT A AAN AAAAA AAAAAAAA AAAA AAA AAAN N G CG G G CCCCCCCCCG G GGGG G ACCCC A 

ATTCCCC 

>SEQUENCE:7701 :prostate_MPM2000-004P6_Table5 

TAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAA 

GGCGGGGGCTTTAATTGTGAGGTTAGGATCTGAATAAGAATCCTGGAGAGCTGACTTTGA 

CACCAATACACAC I I I I I I I I I CTCTTATCCTCATGCTCAACTCAATCTCCTCTGAAACT 

TGATGTCCAACAGCTAGGTTTTAAGGGTTGCAGATTATCTACCTTATCACAGTGGCCACA 

CGTGTCAGCCTGGTGATGATGGTGTTTCACGTTCCTCAAGGACCCCTCACGGTGCCTGGA 

TGTCAGTTTGCATAAAGCTTTAAATAAAGCTGCTCCGTATACATCAGCCCAAGTAGCAGC 

CACCCATAAACGGTGTGTGCTGTGCTTTTATGTCACTTTGACACTTTGGTGACAACTCTT 

GGACCATTTCACTCTTCTCTAAAGAGTCATAAAAACTGATACCAACAAAAA 

>SEQUENCE:7702:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 
AGGCGGGCAGATCATTTGAGCCCAGGAGTTCAAGACCAGACTGGGAAATGCAGTGTGACT 
CT ATCTTT AC AAA AAAG ATTTTT AATTT AAA A AATTTG AG AG C A AATCATTA AG AG AAAA 
GGAGCCTCCCAATCCTGTCCCCAAAGCCAGCATTACTGAATGATTTTAACCTCCCTTATC 
ACATACAAGCCTCTAGGCTATTGTCATTTCAGAGGATCATCTGACCAAGACTTCAGCTGA 

AGGGACCATATGATTCCT 

>SEQUENCE:7703:prostate_MPM2000-004P6_Table5 

GCTGGGTGCCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGTTCAGAGC 
ACGATAATCAGACAAGTGTTTTTGATTAATAAACACTTAATAATAAGCAGTGGG I t I l l G 
ATTAATAAAACACCACACAGGTATCAAAGGAAAAGTAAAGGGGAGGGTAAAGTAAAAAGA 
AATGAAATTTAGTATCAGACAACAGATTTCAGAGCAAAAAATATTATTAGATATTACCCA 
GGATCAATAAAAGTCATTTCCTAACAATAAAGGAGCCAATTCTTAACAGCCCTACAATGC 

TG CTC ATTC ACAG G AAA A A AAATG G G C AA ATG AAAAT AATAAATC ATCTG CTTTG AGTT A 
TCTTTGGTTTATGGAATTAAAAATAAATTTTTAATAACGGGGAAAATACTTCGTTGGGAG 

AGAATCTATATGAATATTTTGATATTTCTGCAT 
>SEQUENCE:7704:prostate_MPM2000-004P6_Table5 

TTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTA 

GAATTAATTAAGGCGGGAACTCAGGCTCTGAAGTTAGGATTTCTGGTTTGAAACCCAACT 

CAACAAAATGCGCTTGGGGTATCACCTGCAAAGGGCATCAGAAGTCTTTGTATGGTGATG 

GAAATGTGCTTATGTAGATTGGGATGGT AGTT ACATG AGT ATACATTTGTTAAAACATAA 

AATTGGCTGGACAGTGGCTCACTCCAGCACTTTGGGAGGCCGCGGCAGGTGGATCACCTG 

AGGTCAGGAGTTTGAGAGCAGTCTGGCCAACATAGCGAAACCTGTCTTCTACTAAAAATA 

TAAAAATTAGCCAGGCATGGTGGCACACACCTGTAGGCTGAAACAGGAGAATTGCTTGAA 

CCCAGAAGGCGGAGGTTGCAGTGAGCCGAAATCGCACCACTGCACTCCTACCTGGGTGAC 
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AGAGCGAGAC 

>SEQUENCE:7705:prostate_MPM2000-004P6_Table5 

AAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGGGGGACTTAC 

AAACAGGTGACTTCTCCATTCACCAGAGATGGGACATTATACACTGACCTACTTCCATAT 

TCACTTTCCCTGCTTGATTGGAGGTGAGGGAGAAAAATTAGTGTATAAGGCCGGGCGCGG 

AGGCTCACGCCTGTAATCCCAGGACTTTAGAAGGCTGAGGTTACAGGC ATGAG CCACAGT 

GCCCAGCCCAGGAAAACTTCTTAAAGATGTAATAATAACGCACCTTATTATTTTCCAAGT 

ACTTCCATAGATAGTGGCCCACTTCTGAGTATGAATTAAATTTCCCTTTGTGGCCTTTGT 

TTTTTTAATAGATCTTCATTTCTGGGGGGACTTACAAACAGGTGACTTCTCCATTCACCC 

AGAGATGGGACATTTTACACTGACCTACTTCCTTATTCACCTTTCCCTGCT 

>SEQUENCE:7706:prostate_MPM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAG 

GCGGGAGAAGATGGTTAAGTATAAGGGTTGTTAATTCAGTAGAATTGACATATTTCATTA 

CCAAATGAGAAGAAAAAGGCGATATTTTAAGTAACTCTACCATGTGTCATGCATACATTA 

ATCTAAGAAGGTAATATAGAAAGGAAAATTAAAGAAGAAAAAAAATTAAATATTAG GTAT 

TGGAAGTACCTGTTAAAAGTTCAGAAGTTCTCAGTAGACAGATGTATTTGTAGAAGTTTT 

AAAGAAATAAGTAGTAACAAAAGTGATGTGTGATAACCAAAGAAGACCAATTTCAGAACA 

CTGGTAAAAATAATGTTTAATGAGCGAATCAAGCAACTGAAATGTATATGTTCTGCAAAG 

ACTTGTACAATAAT 

>SEQUENCE:7707:prostate_MPM2000-004P6_Table5 

A ACCCTC ACTAAAG G G AAC A A AAG CTGGGTACCG G G CCCCCCCTCG AG AGTACTTCT AG A 

ATTAATTAAGGCGGGCTTTAGCTCACCCAGGAACATGATTCCCTTCCTCCTCTCCCACAT 

TCACTGTCAAAGTCAGCAGGCTGTTTTCTTAGCAGGAAGAGTGTAAAATCCAGGGCGGCA 

TTTGATTTTTCTTGGATTTTTCATTCAAATTTACCCTCAAGGATAAGAAGGGAAGCAAGG 

AGGGAGAGAGGCCAAGCTTGGGCCACGCACAGCGTGAGCAGTCCTCAGTTCCACTCCTGC 

TCACTGCATCCAGACTGCAGTCATCGTACGTGGAGCTGGGCTTCACACAACCAGATGACC 

AACCTGGTTGAGCCACCGTGAGATCCACATGTGGGAGGGCACAGCCCCATGTGTAGGGGC 

CAGGGAGTCACTGGAGGCTGGTGCCTGGAGCACCCACAGTTCCCTGTCCTTCCCCAGCAG 

cc 

>SEQUENCE:7708:prostate_MPM2000-004P6_Table5 

GGAACAAAAGCTGGGTTCCGGGCCCCCTTCTCGGAGGTTTTCTAGAATTAATTAAGGCGG 

GGGAATGATTAGAATAGCACAGGAATGCCTCACCCTGCCAGAAATAGACACACAGCCGCT 

GCCTACCTGTCCTGTCTTGTCGTTCCCAGGAGCACAGAACAACT AGAA CCCGTCATCTTC 

GTAATGCCAACAGACATGTTTTATAGGTTCATGTAGATAACTAGGTTTTATATAGAGGCT 

GAGGCATGAGAATCGCTTGAACCCAGAAGGCAGAGGTTGCAGTGAGCCACGATTGCACCG 

CTGTGCTCCAGTCTAGGTGACAGAACAAGACTGTCTCCAAAGCAGACAGACAAACAAAAA 

AACTCGTTTACAATTCATAATCTCTTGACAACTTCATGATCCTGCTT 

>SEQUENCE:7709:prostate_MPM2000-004P6_Table5 

AATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTC 
TAGAATTAATTAAGGCGGGGTTTGCAGTAAGCCGAGA TCATGCC ATTGCATTCAGTCTGG 
GTGACAGCGTGAGACTGCATCTCAAAAAAAAAAAT I I I I I I I I I I AAATATCAAAATTGA 
AAACTAGTATTGTGGTCATCTGCCTCAAATTGTGTTACCACACGGGAGACTTAGCAACTC 
AGCCAGATTCTTCTAAACACATTTTTTATAATAAAAGTGGTAAAACT ACATTACCAAAAA 
GAAAATAGTAAACTTACCTAAAATCCACTATGCTAACCCACCCTTTG I I I I I I I I 1 I I I I 
GG AG AC AGCCTC ACTCTTGCCCGG AG G AGTG GTG 

>SEQUENCE:771 0:prostate_MPM2000-004P6_Table5 

CTGGCCGTCGTTTTACATCCGGAAACAAGTAATACCTTTGATTCTTGCCGGTGGTTTTCC 

CTAGAGAAAAAGAAGAACCCTTAACGCGGGGCGGGGGGGGGGAAAAAAAAAAAAAAATTG 

TGTTGAATGCTGGCCTGGAGCTTATTAAATGAAATTTGGGCTGTGATATGGATTTTAGTC 

ACTGGAGTGAAAAAGATTATTAAATTTATGTATGTGGAAGATATCTAGGGAAAATATTTG 

AAGAGAAACAGCTCCAGGAAAGCATATTAGGAAAAAACACATGCATAACTACTATTGAAG 

GAATGTAAATCTATACAGCCAACTTTAAAAACACATCCAGAAAAGCTGAAGAAGAGAAGA 

ATACTTTACAGAAAAAAGAGAAAGAATTTCAAGAAAGTCAAAGTCATTTAAGATATTTGA 

GAACTACAGAGAAGTAAATTAA 

>SEQUENCE:771 1 :prostate_MPM2000-004P6_Table5 

CTCAAGGGAACAAGAGAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTAGTACAATTAAA 
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AAAGGCGGGGGCGGGAGGTGCTGAAAGGGAATAGTTTGTGTTATTTTTGTTTCTCGTTTC 

TTCAGAAGTAGAAGTGTGAGTTGTATCAGCAACATATTCACTGTAGCATATTAATTCCTC 

ATGTTTGCAAGACCCTTTTCAAGGTGCCTACTTTCACAGATGTGAAATCTCAAATGCCTA 

CACAACAGCCCTGTATGACATGTAATCCTATTTCTGGATGAGAAAATAGAGACTTAAGAA 

GATAAGTGAGCAACCTTGTAGAGGTACCGCTGCTTAAAAACAGCAG AACG TTGAAACTGG 

GGTGTGCTGAGTTGGGCATACTTCTTCACTGCAATGCCTCTCGGGGTTTTGATATCATTG 

GCTCCAAAACTTTCTAGTTCTCTTACTGTGCGGCTGTTTGGA 

>SEQUENCE:7712:prostate_MPM2000-004P6_Table5 

GCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 

TACTTCTAGAATTAATTAAAGCGGGGTGGTATACTCAGCCTATGTCATCTGTGTCCTGGC 

TAGGGCATTTGATGAGAAACTCTCAATTTCAACAACCGTAGAAGGTCTTGTCTATTAGGC 

TGAACATATACTCCACAACTCTACACAATTTCCTTCTGAGAAAAGTCCGATGGTGGGCAA 

TGAAGAGATAGATGACAACACTCCATATGCATTCATTCCCACACTCCCTATCTTCAACAC 

AGAAATGTGGCTCTCGCTAGGCGTGGTGGCTTACACCTGTAATCTCAGCACTCTGGGAGG 

CTGACTTGGGCAGATCACCTGAAGTAGGGAGTTTGAGACCAGCCTGACCAACATGGAGCA 

ATCCCGTCTCTACTAAAAATACAAAATCAGCCGGGCGAAGTGGC/ CATGCCTGTAATCCC 

AGCCACTT 

>S EQ U E NCE:77 1 3:prostate_M PM2000-004P6_Table5 

TCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAA 

TTAAGCGGGCTCAGAAATTAATCTTGGCTTTAGGAAGTCTACCATAAACCCGCAAAAGGA 

AATAAGTGAAAATCTAAATAAATGTGTTGAATATATGCAGT GAGT GTTTGCAATAGTGTT 

ATAAGTTGGTTCCAAAGATTTCAATATAGACGGATGTTTCCTTTTGCTGAGCTGCACTCC 

AGCCTGGGCGATGGAGTAAGACCCTGTCTCTTAAAAAAAAAAAAA AAAAAA AAAAAAAGG 

GGGGCCCCCCCCGGGGGGGACCCCCAATCCCCCTTAAAGGGGG I I I I I IAACCCCCCCCC 

CTGGGC 

>SEQUENCE:7714:prostate_MPM2000-004P6_Table5 

TTAACTCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCT 
AGAATTAATTAAGGCGGGAGTGAAACTGGAAGGGGGCACAAGGCTTTCTGAGGTGTGCTC 
ACAATTTTCTACTTCTTAAGCAAGATAGTGGAATGCAGAGGTATTCATT TGTGAT CATTC 
ATCAAGCTGTACATTTACAATTTGTGCCCCTTTCTGTATGCATATTACACl I I I ITTAAA 
AAAAATATTAAAATATCAGGTCACGCAAGGGAGCTCAATCCTGTAATCTTAACACTTTGG 
GAGGTTGAGGCAGGAGTATCACCTGAGCCCAGGAGTTCAAGACCAGCTTAGACACCATAG 
CAAGACTCTGTCTCTATAAA I I I I I I I I I AAAATTAGCCAGGTGTGGTAGTGCACACCTG 
TGGTCCCAGCTACTCGAGAGGCTGAGGTGGGAGGACTGCCTGAGCCCGGGAGGTCAAGG 

T 

TGTAGCAAGCTTG AACTCCTG G GCTCAGG CAATCACACCACTGCACT 
>SEQUENCE:7715:prostate_MPM2000-004P6_Table5 

CTGGGTGCCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGAGGGAATGG 

ATTTGGCAGTTTGAGGAGCTTGGAGAAGACTTGAAATAGTTGTAGAAAATGAGAGTAAGT 

GTTACTGGGGAAATGTGGAATTATATATTAAGTAAAACAAGCTGGTTGTAGCAATAACTA 

GTTATTATTTTTACAGATAAGCNAAAAAAAAAAAAAAAAAAAAAAAAAGGGGGGGCCCCC 

CCCGGGGGGGGCCCCAAATCCCCCATTAAGGGGGTTTTTTAACCCCCCCTCTTGGGCCCT 

TTTTTTAAAAAGA 

>SEQUENCE:7716:prostate_MPM2000-004P6_Table5 

CCTAAATAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATT 

AATTAAGGCGGGGTTAGTGAGGGAACGGAGGGCAGGACATAC GGCT GCTCTCCAGAATGG 

GAGCAAAACACACAGATTTGGATACTAACACTGTTTTTAATATCATTTTGTCTTATTACA 

AGTAACAGCTACTGCTGGAGGAGACAGTTCTGCCCAGTGGGTAAGAGTTAGATGGCCTGA 

GCCTGCTGCACACAGCTGTGTGTTATTGGGACTTGAGTTTCCTCATCTGTAAGTGGGGAC 

AACTGACAGTACCTCCCATGTAGCATTGTCATGAGGATTATATGAGCCGGTTCATCTCCA 

CAGCTTAAATCAGTGCCTAGCACATTATAGGCACCTGATAAAATAACATCTTGCAATTCT 

ATTTTTAA I I I I I I I I I AATTTATAGAGATGGGTCTTATTATGTTGCCCAGCTTGGTCCC 

AAACTCCTGGGCTCAAGGGATCCTCCTGCCTCAGTCTTCCAAAGTGCTGGGATTACAAGC 

ATGAGCTACCACGCCCAGCCACA 

>SEQU EN CE :77 1 7:prostate_M PM2000-004 P6_Table5 

GGGTGCCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGTGGATCACCTG 
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AGGTCAGGATTTCAAGACCAGCCTGGCCAATGTGGTGAAACCCCGTCTCTACTAAAAATA 
CAAAAATCAGCCAGGTGCGGTGGCACACGCCTATATAAT CCCAGC TACTCAGGAAGCTGA 
G G C AG G AAAGTAAA AG AA A AA ATT ATA A AAAT AAA A AG AATTTTTTT AAAAGTTTA A AC A 
AACACATCTTTAAGAACTAAAATGATGACAACAACAAAGGACAAAAAGACAATGAAAATA 
ATGAAGAAATACAACTACCAAAAATGGGAAAGGTTCTACTTTGAC ACCAAT CCAAAAAAA 
CCAATTAAAACAAGCTACCATTTTAGATTACTCAATTAGCAAAGAA I I I I I I GCAAATGA 
TAATACCAAATGCTGAAAGGGTTTTAG 
>SEQUENCE:7718:prostate_MPM2000-004P6_Table5 

GCGCG C AATTA ACCCTC ACT A AAG G G A AC AAAAG CTG G GT ACCG G G CCCCCCCTCG AG AG 
TACTTCTAGAATTAATTAAGGGGGGAGGTTAGAGTCAGCGACATAAATACCACTAGATGG 
TATTTAAAATTAGGAGAATGAAAGACTAACTGGGAGTAAGTGTAGAGAAAGAATATAAGG 
TTATTTCATATGGCTTCTTGAGGAATCCCAGCCTTTGCAAGGTGGGATGTGTAAGCCAGC 

TG C AGTAGTGTG C ATCTGT AGTCC AGTT ACTCAG GAG G CTG AGGTGGG AG G ATCATTTAG 
CCCAAGGAGTTTGAGCCTGGCCTGGACAACATAGAGGGATTACATCTCTGAAAAAAATAT 
TTAAATTACATTTAAAACAAATAGGATTGACTGTGAGAGGAAGA CCAGG CAAATAAAAAC 
AGAAATTAGCAACCAGTGAAATGGGAGGGAACAAATNNNTATNl mm iCAACCAAAAAA 

AGCG 

>SEQUENCE:7719:prostate_MPM2000-004P6_Table5 

CTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGGCAAGAAAG 

AATTCTGAGGAAATCAGTTAAATATTGGATTTTTAAATATATG ACAC TGCTCTCAATTAC 

TAGGTGCTAATAAGACATACATAACCTACCATATAGCCAAGGTTTTAATTATCAGATTTA 

TAATTTGAAACTGAAGGAACTTTAGTTCATAAAAGTGAAAAAGA TAAAA TGAAGTCCAAT 

GAAAGTAAAATATTATCTTTGCTTCCTTGATTAAATCTATAGTTAI I I I I ACTAAAGTAT 

GATATATGTTCCCATTATTTAATTTTGTTTAGGGAAG 

>SEQUENCE:7720:prostate_MPM2000-004P6_Table5 

GAAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTC TAGA ATTAATTAAGGCGG 

GTGATTTGATATATCATTAATGTTTTGATATACTCACTATACAAATTTTAATGTCTTGGT 

AGACTCAT7TTTATGTTTTGATATACAAAATTAATGTTTGATATACTCAACTTTCTCTTT 

TAGAGGTCAAAAAACCATTACAATATCTCAATTTTTTGTCCTTCCTTCCCCCCAACCGAA 

T AATC AATTTTC AACCTTTTG A AAT AA ATG ATT ATTTAG AG G AAG AAGTTTCTTACTTG G 

CCCCACCAAAACTGGTGAAAGTTACTGAACTA 

>SEQUENCE:7721:prostate_MPM2000-004P6_Table5 

CG G G CCCCCCCTCG AG AGTACTTCTAG A ATT AATT AAG G CAG GTT ACTCTTCT A AG G GTT 

TTATTTCATATCATCTTCTGAATGAATGATATCTTATTCCAACGGGGCAACCCAGTATTC 

TACTACTGAAAATTAAATGTTGATATGAGCTATGTGTAATTTAATCCTTTGTCCACACTA 

AAACTACGTGAAATTTCAAAGACAGATTTTGGCCAGGCACAGTAATCCCAGCACTTTTGG 

GAGGCCGAGGCGGGCAGATCACAAGGTCAGGAATTCGAGACCAGCCTGGCTAACATGGTG 

A AACCCTGTCTCT ACT AAAAATGT AAA A ATTAN CCGGGCGTGGTGGCGG ATG CCTGT A AT 

TCCAGCTACTCGGGTGGCTG 

>SEQUENCE:7722:prostate_MPM2000-004P6_Tabie5 

CTGGCCGTCGTTTTACATCCCGAAATAAGGTGGAACACATGCTGGGTGCCGGGCCCCCCC 

TCG AG AGTACTTCTAG A ATT AATT AAG GCG G G AG AC AG C AATAA AG G A A AC A AG GTACT A 

AAAGAGACTCATTAAACGGTTAAAATGGTAATGGTAGCTATATCACTATCAATAAT TACT 

TGAAATTTCAATAGACTAAATACTGCAATCAAAGGACATATGTAGCTGAATAAATCTTTT 

TAGAAAGACCCAAATACACTGTTCACAAAAAAACTCACTGTAGATTTAAAACCACACATA 

GGGTAAAAGTGAAGACATGGGAAAATATATTCTATCCAAATGGTAACAAAAAGAGAGCAG 

GGATAAATTTTCACCATACACAAAAAATTAGCTCAAAATAGATTAGAAACTTAAGTGTAA 

AATCTGACACTGTAAACATATTANNANAAAAAAAAAAAAAAAAAAAANGGGGGGCCCCCC 

CCCCGGGG 

>SEQUENCE:7723:prostate_MPM2000-004P6_Table5 

TAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAA 

GGCGGGGAAGGGTGTGAGGGGACAGAGGACTAAATTTACTGCTAACATGAATGTTGTTTA 

ATATCAGGCTATGATTAACATACATCTGAAATTTCAACTGTGAATTGTTGTTACGCTACA 

AATATGTATACCCACAGAACAGTACATGTCCTGGGGCAAGGTAAATGGCAGGAAATTTCA 

CAATCCACTCCCTGCTCCCTCATCGAATCTACAGCAGAGGAAAGTGTTGAAACAAGTTTT 

AGGTGCCAGGCTTAGCCTTTTGCTTTTCAGTTGAATATTTATGTTGACACGCCAACTTTC 
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TCCT ATT AGTT ATTTAGTGTT AG NNNNTNTN t I I I I I I I I I I GGCGGGGCAGGGGTTGGC 
GGNGGCAGTCCTTTGAACTA 

>S EQ U E N C E :7724 :prostate_M PM2000-004P6_Tab Ie5 

TCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAA 

TTAAGGCGGGACCCAGTGTTCAGGTGATTGATTCTGATGCACACTGAAGCTTGACATCTA 

ATAGTGTCTTCCAAAAGAGGAATGTTGCCAATATTTCATTCAGCTTTCTCTTCTACTTGT 

CACTGACTTCGTAGCTATCTTTTTAAAGTGTTTCAG TAAC CATGTGAACTGTAATCACTT 

GGCTGGCAGCGAGTGCAAATTTGAACAACTTTCTGTTTTGTTCTCTTCTCCAACTTCATT 

GACAATATCACTCAATATAATACATTGGAAACCATTATGTTGCATTTGTTCCAGGAAAAT 

TCAATTGGTTTACCACAGAGATCACTTTGATTTGTTAGGAAGTGACCTAAGAGCTTCATA 

TTACAATTTAACCAAGTTTCACAGCAAAAACAAACA AACA ACAACAAAAAAAAACATGGA 

AAATTAG CG GT AG ACTCTTAGGCC ACT AC AAATTTTTTTTCTG ATATTCATTATCATGCA 

TACAATTTGCCCTTTACA 1 1 I l l 
>SEQUENCE:7725:prostate_MPM2000-004P6_Table5 

CCGGGCCCCCCCTCGAGAGTTCTTCTAGAATTATATTAAGGCTTTGACTGCTTTGTAGGG 
TGGGGTGCAGGTTTGGCTCATTTTCTAGAAAAGGCGTAGCATCGTTTTCAGATCAGTAAC 
TTTGGGTCAGACAGAGCCAGGGTTAGACACTTCCTCTGTGACCTTGAGCAATGTAACCTC 
ATCATGCCTCATTTATCTCAGTGACCAAGTGGGGCTAAAAATAGTGCCTACCTTGTGGGG 

TCCTT AAAGTAT AA AAC A AACCA AG CTTATG C AG C AAAGT ACCT AGTG AAGTTCCCAG C A 

CAAATAAGTGCTCAATGCATAGTAGGTAGAAGTAGTAATAGCAGTAGTGGTGGTGGTGAG 

AGTATTTTGATTAGTGGGAAGAATATGAAACTTTTATTTTGACAACATTCTAGCCTAGGC 

CTGGAATATGACGGCTAGAATTCGGGTGGTGACAACGGT 

>SEQUENCE:7726:prostate_MPM2000-004P6_Table5 

G CG G GTTG AT ACTC AGGTTTG G AT A AACC ACACC A AGTG AC ATATT AATTTCTCT ACJG G 

CTTCTTAGAAGAAAGATTTGAGGTCAGAAAATAAAGGAACTATAGGTACCCACTCTTTTA 

GTCATCTGACTATTTGATTTATTTGATGAGTGATCTCAGTTGACCCTCCCAGGCACTGAA 

CCATCAGAGAGTTATGCTGCTTTGTGATAAGAAACCT TGAGAG ATACCTAAATCTTCTTT 

TACCACTGGGAGTTTCATCTATTCTGGAATAAAGAACATTTTTATGTATGGTGTGTCTAT 

CTAGATAGCTGTAGAAATATTCAGAAAAGATTCACAGACTTAAATTCATTCTGACAAAGA 

TCTTAAAATTGTATAATATTTACCAAGAATATATTAGATAACACCTTATT 

>SEQUENCE:7727:prostate_MPM2000-004P6_Table5 

GCACGTGGTTTTACACCCCGAAATAAAGCGGAACAAAAGCTGGGTAGCCGGGCCCCCCCT 

CGAGAGTACTTCTAGAATTAATTAAGGCGGGGGAAAAAGTAAAAGCTTTGACTGTGGAAA 

ATATCAGTGTAACCAAAAGATAATATAACTTTTATAATCGGGGCACACACTTTACTCTGA 

GTTTCCGGGCAGCCACAGCAAAAAAAAAAAAAAAAAAAAAAAAAAAGGGGGCCCCCCCCC 

GGGGGGGGACCCAAATCCCCCCTAAAAGGAAATTTTTTCCCCCCCCCCTTGGGGGGGTTT 



TAAA 

>SEQUENCE:7728:prostate_MPM2000-004P6_Table5 

AAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGG 
CGG G G G G ATGTGTG AAATTT A ACT AACTTTTGT AT ACTTTGC AATTTTATGTC AGTATCT 
TTTTTTGTTTTTATTGTTATCACTGTAGGGAATGTTTATAGTTTGACTAGTTAGAGTGTA 
TTTATTAGCTCTGATTTGGAGTCAGACAATAGACTATTGTCATGGGAAAATAGATGJTTT 
AAGTGTGTCGTAAATTTCAGATAACGTTACAGTTTGACCCAATCTGTTGTTAI I ! I I I iC 
TTGTTTTCTGAATTATCTGCATTTAATATATAACCTTGGTTTGAGTTCTCCTTACTGAAG 
GCATAGCTTTGTTTTTTGTTTTTTCAATTGATTTTAAGAAGAAATTCCTATTATTGTCAT 
G A AC ACTG G AC ATACTAG A A ACTTTCTTTTC ATG GT AAC A A AG GT ATTTGG AATTCTTT 
>SEQUENCE:7729:prostate_MPM2000-004P6_Table5 

GCAATATAACCCTAACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTAC 

TTCTAGAATTAATTAAGGCGGGAGAAACCCCCTAAATTGTGACAATTAACAATGATTTCA 

GGGAATCTCTGAGCCTATTCTAGTTGCCCATTTAAAACAAAACGAAAAAAAAAAAAAAAA 

AAGGGTAAAATTGGCCCGGGCAAAGGGGTTAAAAAAAAATTTTACCTGGACCAGGGATTT 

CTAAACCACCGGGGGAAAAATGGGAAAACCCCTTTTTTCCCAAAAAATAAAATTAAAAAT 

TTTTTTCCCCGGGGCCAGGGGGCCAACCCTTGGAATTCCCCCCTCTTTAAAGGGTTAAAA 

G G G AA A A ACCTTTTC ACTT AAAAG G GTG G G GGTTGTTTTG ACCCTT ACTTA ACCC ATG GT 

TCCCCCCCTTGGGCAAAAAAAAAAAACCCCCCCTTTNNAAAAAAAAAAAAAAAAAAAAAA 

ANNGGGCGCCCCCCCCCGGGGGGGAACC 
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>SEQUENCE:7730:prostate_MPM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAG 

GCGGGGAGGCAGCAGTATGTTATGATAGTGGCTATAAATAGCAACCGTACTCTAGCCTGG 

GCAATGTAACAAGACCCCATCTCCAAATAAAACCAAAAATTTAAACAAAAAAATAAAATT 

TAAAAAGAAAGTGTGCTTAAATTTCTAAATGTTTCCACTCA CATTC GCATGCTGCCATTT 

AAATTATTTGAAATTCTAAATTAAAAGCTGGATATGAATGGTTTTTGAGTACTAAAATAA 

CTGTAGAAGTATTTTAACTTCATAAAAGATGACTGAAAACCAGCAACAACAATAAAAAAA 

TAATGGCATGCCAGGAGGAGCCTAGCAAAAATGGTTTGCAAGCTTAGCCTGAGAGTCATC 

TAATACCAGTATATGAACTTGTGATCTACCTCATTCTCCAAAAGTAGTGTGCAAAAAAAA 

AAAAAAA 

>SEQUENCE:7731:prostate_MPM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAG 

GCGGGATGGCTGAGTTCAAGCTAAATAGTATTTCAAGTTTCAAATTGTTTGGATTTCTTT 

TTGGTTACATAGTCCTAATATATAAATCAGCTGCCTTCTGAAAATTGGAGTTTTAAGCAG 

AATCTCACTAAGACTTCTCTTGTTATCTAAATCTAAATAAAAAGGGATTTACATACTGTC 

AGTATATACTGAACAGAAAACCTTGTAAAACAGTAGTAAACTGGAGGGATGCATTAGTTT 

TAACACAAAGCAAAACCTTGTAAACTCAGGAGATAGATAAACCTGCCAATAGAATCACAA 

TTCTAAATGTGAATCTTTATCGAAGTGGTAACTCAGTGTAAAGAAGGGTTTTAAATCAGT 

TCATTAGTCTTTATGGTCGCTTCCGTTGACTAGAAGTTAAACCACCAGCAGAAAGGAAGA 

TAAATTAAGGAGTACCCCCAGAAAAGAATTGCAATTCATGGTAAATAAGAAAACAGAATT 

TCTCTCGTTTAAAACTAAACAAAACAAA 
>SEQUENCE:7732:prostate_MPM2000-004P6_Table5 

AGGGAACAAAAGCTGGGTGCCGGGCCCCCCCTCGA GAGTAC TTCTAGAATTAATTAAGGC 

GGGGTAATCAACGTAAATACTAGATTTTCAAAATCCTGTTTTTATTGTTGAATTATTTGC 

TTACTAGTCTTCTCACTAGAAATACCATAAATATAGTAATATCTAAAAGAAGAATGTCTT 

GGTACAAGAAGATGAGATTTATAAATAAGAACTAGATATAATTAACATAGATTTTTTTCA 

ATTGACCAGAGCAATATTTTGTATATGCATGCATCTGTGTGTGTGCGCGCGCCTGTGTAT 

ATACATAGCTGTAAATCCATAATCCCAGCTTCAAAGATGAGGAAACTAAGGCTTAGGCTA 

AGGCTAAAAGAAATTAAATAATTTGTCTGAGACTATTCACCTAAATCATGCTGCCTCCCT 

CTT ATCTG GGTG AG ATTAATTTCTAGTCGTACCCT 

>S EQ U ENCL:7733:prostate_MPM2000-004P6_Table5 

ACCCTGACTAAAGGGAACAAAAGCTGGGTACCGGG CCCC CCCTCGAGAGTACTTCTAGAA 

TTGATTAAGGGGGGTAAGAATATTCTTTTTGCTTCCATTTTCTTAAGTTTGAAACTAGAT 

CTTTAGCAATGATGGAGGGAAGACAGTATTAGGATTTTGAGAAGAGAAGGTATGAAATAG 

TTGTGTCAAGAACTTAAATTTACTAAGGAAACAGTGGGTTAGG ATAGTGT TGAGTACCTG 

TTTGAAGTTTGTGCTTCTCAATTTAAGTCAACCTGATTGTATGAI I I l l l iCTCCAATGT 

TTAGTTGCTCATTTTCAGGCTGAGAACAAGTGTTAT 

>SEQUENCE:7734:prostate_MPM2000-004P6_Table5 

AAGGGAAACAAAGCTGGGTACCGGGCCCCCCCTCGAGATACTTCTAGAATTAATTAAGGC 

G GG ATG CG G AGGTTG CAGTG AGCCG AG ATCACG CC ACTGCACTCCAGCCTG G ATG ACAG A 

GCAAGACTCTGTTTCAAACAAACAAAAAAAAAATTCAAATTAAAAAATGGACAAAAGACA 

TCAACAGACATTTTACTGAATAAAATATACAGATGGCGAATAAGCACAAGAATAAGCACA 

AGAAAAGGTGTCCAACTTCATCCACTATTAGAGAAGCACAATTAAAATCACAATGAGGCC 

CAGTACTTTGGGAGGCTGAGGCAAGTAAATCGCCTGAGGTCAGGAGTTCAAGACCAGCCT 

GGACCAGCCTGGGCAACACGGCGAAACCCCACCTCTACTAAAAACACAAAAATTAGCCGG 

GCATGGTGGTGCACACTTGTAATCCCAGCTACTAGGGGAGGCTGAGGCAGGAGAATTGCT 

TAAACCCGGGAGGCAGAGGCTGCAGTGAGCCAAGACTGTGCCACTGAACT 

>SEQUENCE:7735:prostate_MPM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAC 

GCGGGGGGATGTGTGAAATTTAACTAACTTTTGTATACTTTGCAATATTATGTCCGTATC 

TTTTTTTGTTTTTATTGTTATCACTGTAGGGAATGTTTATAGTTTGACTAGTTAAAGAGT 

ATTT ATT AG CTCTG ATTTG G AGTC AG AC AAT AG ACT ATTGTC ATG G G A A A AT A CTATGT T 
TTAAGTGTGTCGTAAATTTCAGATAACGTTACAGTTTGACCCAATCTGTTGTTATTTTTA 
ACACGTTATCTGAATTATCTGCATTTAATATATAACCTTGGTTTGAGTTCTCCTTACTGA 
AAGCATAGCTTTGTTTTTTGATTATTCAATTGATTTTAAGAAGAAATTCCT ATT ATTGTC 
ATGAACACTGTACATACTAAAAACTTTCTTTTCATGGTAACAAAGGTAT 
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>S EQU ENCE:7736:prostate_M PM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AATCAGTTTCACAGTATTGTGTTTTGGTTTTGGAAATCACTTCAGACCTATAACCAATAT 

TGAGTGAGTTGAAAAGAATTAATTACTTCCAAATACAAGGCACTTTACATTCTTCTAAGG 

AGAGGATGCAACACAAAGCTATTTGGTCAGCTTGATACAAAAGCTCTT AGGTG TGCTCAT 

GAAGTAAGTCAAATGTATACATTTTACAACCACATATTAAATAGAATTAG I I I I l TCTTT 

TTCCTTCCCATTTCTTTGAACAGTCTTATTCAGAATCTTCATCATTAGCAACTTTGTCAT 

CATTGGAGCCCTTTTCTCTAGAACACATCAGCCTGGGTGACAGAATGAGACCCTGTTAAA 

AGAATC I I I I I I I I I I I I I I GGGNAAAAAGGACCTAAAAC 

>SEQUENCE:7737:prostate_MPM2000-004P6_Table5 

CCCCCCATCGAGAGTACTTCTAGAATTAGTTGAAGCGGGAGGAGAGAGTCTTCCTTGAGA 

AATTCTAAACACAAGCACATGTTTATATGATTTTGGGGTCAAAGACCATATTATCTGTGT 

GGCCGAAACACCCTTCACTTTAGTTTGGAACAGTTTGGGTTATTAGTATACACAAGTGCC 

TGGAAGAACTGACACAAATCTTCTTTAGAGAAGAGTATTTTAAACACAGACTTCCCAGAA 

GTGTATATGAGCTCATAATTTAAAATCAATAAAAAATTAAAATGAGATGCCATTGTGCAC 

CTGTAAGAAAGAGTAGCTTAAAATCTAAAATACCGTCACCACCAGATGCTGGCGGGGATG 

TG AAA A AAAA ATC ATC A AT ACGTG G G A 

>SEQUENCE:7738:prostate_MPM2000-004P6_Table5 

TAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAAT TAATT AA 

GGCGGGAAGGTCAGGAAGGATTTCTTAGGAGAGAAGGGTGTGAAATGGCAGGATTTTGAA 

AATGCAGAATGGAGGGAAGGCTAGGAGCCAAGACAGAGACAAGAAGTTCTGCCTTTGACA 

GTAATTTGTCAAGCCACTTTGCCTGGAGCATATTCCAGAAAATGATTTATGCTGGACACT 

TGGGTAAATAGACCCAGCTGCTGGAGGGTGGGAAGCAACAGGCCTGCAGAGTGTCCCTCC 

CCAACCCCACAGCCTCCCTAGCTCCTGCCCAGCCCCTGCCCATCCCCTCTGCAGGCTGAG 

GAGAAAAAAAAAAAAAAAA AAAAAA AAAAAAAAAGGGGCCCCCCCCCGGGGGGGGCCCCA 

ATTCCCCCTTTTGGGGGGTTTTTTACCCCCCC 

>SEQUENCE:7739:prostate_MPM2000-004P6_Table5 

AACCCTC ACTAAAG G G AAC AAAAGCTG G GT ACCG G G CCCCCCCTCG AG AGT ACTTCTAG A 

ATTAATTAAAGCGGGGTGGGGAAGCAGCCCGGTGGGCGTGGAGCTGAGTTTGAAAGGGAA 

GGGTTTTGAAAAGCCTGAGGGCTGGAGCCAGTGATTTAGAGCATCTGGAAGCCACTGAGC 

CTGTGGCCTAAGTGGAAGTATAGATACTAACAGAATTCAGAAAACGTTGTCCACTGCCTC 

TAGTCTGTGGGAATTCCAGTAGATGAAAGCCAAGGGGTCCATTAAAATGGATTCCACCCA 

TGTAAGAAACCTGCACATGTACCCCCCAAACCGAATAGCTGGAAAACAACAACAAATCGA 

ACAAACAAAAAAACATAATACACCAACAAAAAGCTAACAATAAAATGGATCCCTAGAGCC 

TGTAAAGAAGCTCTAAGCTGTTCCCACCGGTGGCCTGGGAGAGAGAGATCTAG 

>SEQUENCE:7740:prostate_MPM2000-004P6_Table5 

AACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGA 

ATTAATTAAGGCGGGGGTCTTATTAAAATCCAGAAAATTCATGTCTTAAAGTTTGATAAT 

TCAATGTGACTTTATAAACTAAGTCTTTTAAAATGTAATTTACATAAATACATATTTTTA 

GTGGAAAGGGACTATAATTTGAAAGAGTGTTGATCACTGCTCTTTAAAAGGAGACAAAAT 

ACCTTTGCTCTGTAGTTGGCTATAATATGTGATCATTCACAAGGTTACCAATTTACTTGC 

CAGTTTATTTCTTCTTTTCAATAATCAAGACCCTGTCATTTTAAGTCTCCAATAAATCCA 

TCATTCTAGAGAAGTACTTCCTTTTTTAAGTCAACAAGACATCATTTTGAAACTCATGCC 

AATCATTACTAAAAATATTTAATATTTGTTATCAAATATATGTACTGTACAAAA 

>SEQUENCE:7741:prostate_MPM2000-004P6_Table5 

CCTAACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATT 

AATTAAAATCAACTACTAGCATGATTACATTGGAATGGCAGGAAATGACATCTCAGCCAT 

TTGAGGGCTTCCCTCACAAGACATGACTCAGGATTCTAGGATCTTGCCCAATGTGCCAAA 

GCATGGAGAGTGCCTGTCCTGTCATCTCTCTTCCGTCTGCATGAGTATCTGCGGGATGCC 

CAGAAAAGCTTACTCTAGATGGGGCTGCTCCATGGCTTCTGTCTGACCTACAATGCCAAA 

AATATTTGAGAGGTTAGGAGAACACAGTATCTCAAGCTATACCTCAACACATAGCCCTCC 

TGTCTGAGCTTTCTCTTCTGGCCACTATACCAAGGGTATTCAAGATCACAGGAATCCTGT 

CATCCTCACACACCCCCTTTTTAGTGATAGGGAGGTATTTGTCTCATCCTTCTTGTTGCT 

CTCAACGTGTCTTTCTCCTCTTCTGGGAACACCTAACAGAATCTTGAAGAGTTTGAAC 

>SEQUENCE:7742:prostate_MPM2000-004P6_Table5 

AAAGGGAACAAAGCTGGGTGCCGGGCCCCCCCTCGAGATACTTCTAGAATTAATTAAGGC 
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GGGCGGACCACCTGAGGCCGGGTAGTTCGCAGGCCAAACTGACACACCGTGGATAGACCC 

CGTCTCTACTGAAAAATACGAACTTAACTGAGCTTGGCGGTGCATGCCTGTAATTCCACC 

TACTAACGTAGGCTGACGCAAGACAATCGCTTGAATCCGGTAGGTGGAGGTTGCAGTGAG 

CCGAGATCATACCATTGCACTCCAGCCCAGGCAACAAGAGTGAAACCCTGTCTCAAAAAC 

GGAAAAAAAAAAAAAAAAAAAAAAAAAACCGGGCCCCCCCCGGGGGG 

>SEQUENCE:7743:prostate_MPM2000-004P6_Table5 

TAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAA 

G G CG G G G GTTAT A AACTGT AG AG AC ACCTTG ATAAGTT ATTGTG C AC ATGTATG GAG AG C 
ACACGCACAATATTGATCACTGCTAGATACAAAGTTCAGACTTCAACAGAGATCTGATTC 
TG ATTTTTCTCCATC ACTCTTC AGTCTATACTC AC AGTTTC AT A ATTAAAG CCTTATTAT 
TTCGTATAAGGACCATACCTTATGTTTATCCTTTGTTAAATGTGTGTGTGTGTTTATGTA 
TGTGTGTCTGGAAGGATAGAATTTTATCGTTATTACTCATTTAACACTTAGTACAAAAAT 
ATTGCAGACCCTTCCCTATAAAAAGGTGAGAGGAGAAGGTAGGGAGAATAGAAGAGAAGG 
AAA AG G G G G AC ACTG GTCTCATG AAAATATT AAAAG AC AAG A AA AATT ATC ATG AG A 
>SEQUENCE:7744:prostate_MPM2000-004P6_Table5 

TCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAA 
TTAAGTGGCCAGTATCATACAT AATT AATATTAGCTGTGTACACACGCAAGGGGCTT ACT 
CACCTGCTACTTAGATGCTGCTCTCTTAGGCTGATTAACAAGCTCTTTGCATTGGTGTGT 
GCATCACTCATTTGCTACTTGCAGAAGACATCTTTTGCCTTTACGTTTCCTACCTGTATT 

TCTTTTTCTTTTCTTTCTTTC I I I I I I I I I I I I GAGACAAAATCTCACTCTGTCACCCAG 
GGAGTCTAGCTCTGTCTCCCCGGCTGGAGTGCAGTGGCACGATCTCAGCTCACTGCAACC 
TCTGCCTCCTGGGTTTAAG C A ATTCTCCTG CCTC AG CCTCC TG AGT AG CTGG G ATT AC AG 
GCACCTGCTACCACGCTCACC I I I I I I I I I I I I I GTATTTTTAGTAGAGACGGGGTTTCA 
CT ATGTTG G CCAG G ATGGTCTTG ATCTCCTG AC 
>SEQUENCE:7745:prostate_MPM2000-004P6_Table5 

TACATCCCTGAATAAGAGGAACACATGCTGGGTACCGGGCCCCCCCTCTAGAGTACTTCT 

AG AATT AATT AAG GCG G G G CACCC ATTCCCCC AGT ATCCCC ATCTC ACCG ATG GT ATCCC 

TGTCCACCTGGTGTTTCACCCTCAGGCCTCAAGAATTATTCTATTTCTTTTATCCCCCAA 

CACACTTCCTAATTTAGTGTTGCAGCTTCTACCTCGGGAATGTATTTCCAGTGGGCCCTC 

CTCTTTCCATCTCCAGAGATACCCTCTGACCCGGCCTCCCTCTCCGGGCTGGAGAGCTGC 

AGGAGCCCCCTTCCTGGGCCCTGCTAGTCCTGGGCTCCTGTAAATAAATCTGTCACTTGT 

CAGCGTGGAAAAAAAAAAAAAAAAAAAAAAAAAAAA 

>S EQU ENCE :7746:prostate_M PM2000-004P6_Table5 

AGCGCGCAATTAAACCCTCACTAAAGGGAACAAAAGCTGGGTA CCGG GCCCCCCCTCGAG 

AGTACTTCTAGAATTAATTAAGGCGGGGGTAGAGCAGGAATTGGTTTTCCAGCATTGTGT 

CCGTAAACCTGAGTTAGAATAAGATGTAACGGAAGCCACGATAAAGACTCGGTCAAATCC 

TGCNNAATAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAATCCAAAAAAAAAA 

AGCGGCCGCCACCGCGGGGGAGCTCCAATTCGCCCTATAGGGAGTCGTATTACGCGCGCT 

CACTGGCCGTCGTTTTACAACGTCGTGACTGGGAAAACCCTGGCGTTACCCAACTTAATC 

GCCTTGCAGAACATCCCCCTTTCGCCAGCTGGCGTAATAGCAAAAAGGCCCGCACCGATC 

GCCCTTCCAAACAGTTGCGCAACCTGAATGGCAAA TGGA AATTGTAAGCGTTAATATTTT 

GTTAAAAATCGCGTTAAATTTTTGTTAAATAAGCTCATTTT 

>SEQUENCE:7747:prostate_MPM2000-004P6_Table5 

ACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 

TTAATTAAGGCGGGACCATCCCTTGAGGCCAGGAATTTGAGACTAGCCTAGGCAACATAA 

CAAGACCTTTGTCTCTTGGAAAAAAATAAATAAATAAATATTATTAGAAGTGAAAATGGG 

GATGTTGTTACAAATGCTGTGGAGATTGATGAGAAATTAT GAAC AACTTAATAATAAATG 

GGAAAATATAAATGAAGTAGGCAGTTCCAGAAAATGTAACTTTTCAAAAGCCATGTAATG 

GAAAATATAAATGGTGGGATGTTGATGTAAGAAATCATGATGCCCAGAGACTTTTGCCAA 

ACCTTCAAAGGACAGATCATTACAATTTTACACAAACCATTCCACAGTATATTCCACTTA 

TATACTGTGGAATTGGCCCTTACTGCCCTTATCAAATTTAAC 

>SEQUENCE:7748:prostate_MPM2000-004P6_Table5 

ACAACCCTGAATAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTA 
G AATT AATT AAAGCGGGTGGATCACGAGGTTAGAAGATCG AG ACCATGCTGGCAACATGG 
TGAAACCCTAAAATACAATAATACTAAATTATTTTTTATAAATTATTTCTTATAAATTAT 
AATTATTATAAATAATACTAAATTATTATTTTTGTATAGTAAATACTAAAAATACAAAAA 
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TTATCTGGGCGTGGTGACAGGCGCCTGTAATCCCAACTACTTGAGAGGCTGATGCAGGAA 
AATAGCTTGAACCTGGG 

>SEQUENCE:7749:prostate_MPM2000-004P6_Table5 

ACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 

TTAATTAAGGCGGGGAAGTGATAAGTGGTAAAAAGAGACATTTCCTAGGGGTAGAGGTAC 

AAAGCTAATATAGACGGAAACCCAGACTGAATTTTACGTCTCTTATTTCCAACTCCTCTC 

G ATGTCTACCTGG AAAACTTTCCAATCTTTAAG C ATTCAG CTG CAGT G AAATATCCTCTG 

GGGACCTTCTGTGACATCCCAATGACAGAGTTCATCACCCI I I I I I AATAGAGTCCTGTA 

CTTTTCTTATCTTTCTATTGTTGCTTTTAAAACATATTTTCTTGCAATTACCTTCACATG 

CACTGTGAACACCGGCAATTTAATGTGTTTTTGTGCATGTGTATGCATGCACGCTGAATA 

AGTTCCTTGCATGCTAAAAAATGTTTCAACCTACNNAAAAAAAAAAAAAA AAAAAA AAAN 

GGGCGGCCCCCCCCGGGGGGGGCCCCCAACCCCCCTTTTAGGGGGTGTTTTTCCCCCCC 

C 

>SEQUENCE:7750:prostate_MPM2000-004P6_Table5 

AATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTC 

TAGAATTAATTAAGGCGGGACGGCAGTGAGACGCAGTGGGTCATAAAAAGTGAGAGCTTT 

GGAGCTTAAAATACCTACATGTGATATCAGCCATCTATCTAAGTGATATTGGGCAAGTGA 

CTATTCTGAGGCTCCTTAGCTTCTTATCAGAAGAAATGGAAACACCACCTCCATTACAAA 

GGAGGTATTATTTCCATTATGAGATAGCACAACTAAAGTATCTAGTTATAGTAGGCATTC 

AGTAAACAGTGTATCTTTCAGTTCTGTTTTCTATATCATCTAAATGAAATCACACGAACA 

CAATTCTGTACTACCACTCTACAGTTTCTAAGATAGAAACAAC ACAGG CATAAAGGGTTC 

TTAATTTACAAATGTACCTCAATATTAGAGTTGGATTACAGTGATTTTGTTAAATAAAGC 

CAATGTATATTCAATGGCCTGAAGGATCTTTATTTTAA 

>SEQUENCE:7751:prostate_MPM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAG 

GCGGGCAGATTGAGCTCACGAGTTCAAGACCAGCCTGGCAAATATAGCAAAGCCCCATCT 

CT ATT AAAAATACAAAAATTAGCCAGGCATGGTGATACATGCCTGTAATCCCAGCT ACTA 

GAGAGACTGAGGCAGGAGAATCACTTGAACCCAGGAGGCGGAGGTTGCAGTGAGCTGAGA 

TCATGCCACTGCACTCCAGCCTGAGTGACTGTCTCAAAGCAAAAAAAAAAAGGAGAGAGT 

CCTCAAGTAAAAAGATACATAAAATGTGAATATTACATATTAGAATTTCTTTCTTTGGCC 

GGCCATATCGCTGGAATTACTGTCTGCTTAAGACACTCTCCAATGCTGCCCACTAATTTT 

TTTTCAACTGGAGCATATAACATAACTTTCCTAGTGGAAC 

>SEQUENCE:7752:prostate_MPM2000-004P6_Table5 

CTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTA 
ATTA AGG CG G G GTTG CTTTAATGTGTC AGTCACT ACTG C A AATTTCTTTCT ACTG CTG G C 
CTCAAAAAGATGACCATCCCAATAGTCACAGGTTCTTAGGATAAGCTACCCATATTATAA 
CT AAAG G G G G AAAATCCTG A AATTTCCAC AGC ATCTTTGTTGTAAG G A ACTC AA AATG G C 
TCATCTGCATTATTAGACTCATCTTTGAAAGTATCTTGTGAAAATAAATTGCAACTTTTC 
ATTATCAGATGAGAAAACAGACAGAAGTCCAGCCTGAGCAACATGCAAAACCCCGGTCTC 
TACAAAAACTNCCAAAAAAAAAAAAAAAAAAAAAAAA 
>SEQUENCE:7753:prostate_MPM2000-004P6_Table5 

ACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGGT 

GAGAGATAAAAGTCTACAAATATGGTGTGGTGTATACTGCTCAGGTGACGGGTGCACCAA 

AATCTCACAAATCACCACTAAAGAACTTACTCATGTAACCAAATACTACCTGTACCCCAA 

TAACTTATGGAAAAATAAAATTAAAAAATAAAAATAAACATTTCAAAAAATGGTACTTCA 

AAAACACTAAAATATTTTAACCTCATAACCACCCTATGGGATGGTATTATTATGATTATC 

CGCAG 

>SEQUENCE:7754:prostate_MPM2000-004P6_Table5 

TTTACACCCGGGAATAAGGGGAACCACATGATGGGTGCCGGGCCCCCCCTCGAGAGTACT 

AGTAGAATTAATTAAGAAATATGACCTTTATTTAAGTTATGGATAGTATCCTTAACTGTA 

TTTTCAAAAAATTAAGTATAAAATTGTGATAACAGCCTAACAGTCATTAATTCAAACCAA 

TCCCTAAATTGGCAGAAGTTCAGCTGGTATCAGTAAAACAATCAAATATTGCTACCCAGC 

TGCTCCTATTCCTATCTGCTCCACAAATACTGAGACATACAAGTCATTCTTTCATTTAAC 

AAATATGTATTAAACACCTATGCACCTACCATGTACAAGACTGCCTACTAAATGATGGGA 

ATACAGGTGTGAATAAGAGACAAGGTTTCCGGACTCACAAAACTTAAAATCTAGCTGTAG 

AGACAGACAATAAACAAAAGAAATTACAAAATGTGGTCAATGCTATGAAGGAAATACAGG 
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CTGCTCAGACAAAGAATAACAAGGGACATCTCATTTAATAAATGACAGCAATTAACATTC 

ACTGAGCACTTTGGATAGGGTAGTGAGAGAAAACCTCTCTGAAAAAATGACGGT TAAG TT 

CTATAACAAAAGAACAACAAGGAGACACCAATGTGATGACTGGGGAGAAAGGCTTTTTAA 

GCAGAAGGAATTTCGCATACCAGATCCTAAGTGGTAATCAAAAACCTAAA 

>SEQUENCE:7755:prostate_MPM2000-004P6_Table5 

CGCGCAATAATCCTACTAATAGCGGAACAAAAGCTGGGTACCGGGCCCCCTCTCGAGAGT 

ACTACTAGAATTAATTAAGGCGGGGGGAAATTACAAAAACAACACTTACAAAATGATAGC 

CGCTTAGCAACTTCAAGTATATATACCTTTGTTTGTACTAACTACTAATGTCTACCACTC 

TCCAATTGAGATCACTAAGTTTCATGGTCAAACTATTATTTTAATTACAGTGATAAACTT 

TTAAAACATCTGAAAAACTCCTATATATTTAGGCTACAGTTTAAAATATATACTCTGTTT 

AGTTAAATACATAACACACAAAAAAAAAA 

>SEQUENCE:7756:prostate_MPM2000-004P6_Table5 

GGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGGGGGGTGAGT TCATG GGA 

AAATGCCTGGGACTGTCTTTGCTGTGTGCCAAAATAGCCGTGGACATATTTATATTTTGA 

GGAATGAGGGCTGATTTTTTGGCTTGTTTCCTCATGAACTGGCTTGAACAATTGTCAAGA 

TATCCCCTGCCATAAAAACATGTTGAACTTGAGAACCAAGAGCAAACAAACCCCTGAGCT 

AGCAGACAAGAAATAACCAAGCTCAGAGCTGAACTGAAGGAGATAGAGACATGAAAAACT 

CTTCAAAAAATC 

>SEQUENCE:7757:prostate_MPM2000-004P6_Table5 

CGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTAC 
TTCTAGAATTAATTAAGGCGGGTGATATTCTTTTGGAATAAGGACTTAAAAACA CTTG TG 
AGGCAATCTGAGTTCAAGATCACTCCAGATCGTTGCAATTTCCCATCCGCATGTTTTACA 
ACAGTTTTTCAATTTTTTTAAGTGGTTTGCTTTTATCA 

CTTAGTTTTCCTATAAGCAATGTTTTTCTTTTTATTATCCTATTCAAGAAGTGTATATAA 

TATTTTATCAAATTAAATAATTACAAATAAAAATCAGTAACACAACTGACTCCAGATGGT 

CATACATGCTAACTTACAGGAGGAGTAATGTACATGTGTATTATCAGAGAAAAGCCTTTA 

AGCTATGAGCACTTAATGTCTTTTGTAGAGGAAATGGAAA 

>SEQUENCE:7758:prostate_MPM2000-004P6_Table5 

ATTAAGGCGGGGGCGAAAGGGGTCTCTAACAAAGTTACTTTGCAAAATAAGAAGTTGAGT 

CATAAACCTAGTCTTTCAATGCTGTGTATGTGTGTGTAATCAGAATAATGTGAAACAGAG 

CTCTATACCCACAGAGAACCCAGTCAAGCTCTGAATGATCAAATAATATTCTAGAGAGTT 

TCTCATACAGAGAAGCATAAAGACAGTATCTGAGTATGTTTCCAAAAATCAGTATTAATG 

AATTTTGTCCATAATCATTGTGATGGTCACAAGTTTGAGCATA 

>SEQUENCE:7759:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 
AGGGGGAAGGGAGGGAGAAAGCCGGGAGGGGAAGAGAGGGAGGGGAAAGAAAGCTGAA 

GA 

TTGGTTTCATCAATTTTCTGGCTTAGTACTATTCTCTTGTGTGGGGATGG AAGG AACTAC 

TTGAAATCAGGGAAAGAACCCTCCTACATGCTTTCCACACAAAACCTACCTTTTAGACAT 

ATATCTGTTAAAAATAAAAGAACTAAAAAATGGCAGAAAAGATAGCAAGAGTGGCTGCCT 

ATATTAATATTAGAAAAAGCAGATTTTAGAACAAATGACGTTGTCAGGAATAAAGAGAAA 

CATTTAATAATGACTAAGGGGTCAATTCACCAAAATATCATAATACTCCTAAGAATAGGG 

CTTCAAAATGTACAAATTAGGAACTGACTAAGCGGAA 

>SEQUENCE:7760:prostate_MPM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAG 

GCGGGGTAAAGGCATTTAGTAGTCATTAAACTTTGATTTCAGTTAGCATGCAGGTATTTA 

TCTCTGTTTCCCTGTCTCATTACCAGACAAATATAGTAGTCATCTAATAAATGTGAAGAA 

GAGAAGCAGTGACAGAATCAAAAGGTGGTAATATTGACAATCAATGGAAACAGTAGGGAA 

TTGGACTAAGCATAAGCCTTGCCACTGCCACTGTTGGTGTTGAGACTTTGGATGAGTTAT 

TCAACCTTTGTTAGGCCTCAGTGTTTTTATATGTAAAATGGAAATGTTATTCCATTTACT 

CTGTCAGGGCTTGAGCAAACAATTGTCAAGCAGTAGCTAACGATAATGCTTGTATTGGCT 

TTCTCATTTCTTGCCTTATTTCCCTTGTTTCTCAGTCTTTTTGACATT 

>SEQUENCE:7761:prostate_MPM2000-004P6_Table5 

CGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGAGAATTGCTTGAACATG 

AAAGGCAGAGGTTGCAGTAAGCCAGATAGCGCCACTGCACTCT AGCC TGGGCGACAGAGT 

GAGACTCCTTCTCCGCACCACCCAAAAAAAAAAAAAGTGCTACATTTTCCATAAAACATT 
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ACCTTGAACAGCTTTCACCTTTGTATCTTAGAGTGGAAACTACCACATAAAATAAC TCGC 
TAGGACAGAGGTTCACAAGCCTTCCTGGTATATAGTGCCCTTGGTGTCTGAGGAGTTTTG 
TTGTGCTCTTAAGCCAAAAGGAGTAACTAGCAGTTGCTTTGATGACATAGCTGTATCCAA 
G C A AC AT AACTATATTGTCTTAG C AG CCTAGTAG CTATTG G AAAA ACG AATTT AC ATT AT 
TGGAAAGAAAA 

>SEQUENCE:7762:prostate_MPM2000-004P6_Table5 

AAAGGGAACGAAAGCTGGGTACCGGGCCCCCCCTCGA GAGTAC TTCTAGAATTAATTAAG 

G CG G GCTATTG G CAATTCTTCCTCTGT AAATT ACTTTG AATTTTTCT AAC AG AAAACTG G 

TTTGGCTAATTATCAAATTTGTATACTTAGCTAGAAAAATGGAAACTATTCCTATTTATT 

GCCACAAAAACCATGTCCCTACTTTACTTCATAGAATGCACAAGCAAAAGCCAGCTCAAC 

CCCTGGGATTATTTATACTTAAAAATTAATAATGGAGAGTATTTTGCCAGGGCAGCAGTG 

GTGGATAGGAAGAAGAGTAAGAAAAAGATCTGCTGTTCTAGAGCTGGGCCCAGTGGCTCA 

AGTGAGGTCCTCCTGTCTGCCCATCAGTCCACACTCAGGCCTTTCTGGGGAAAGAAAAAC 

AGTCAGAAGAAAAGAAAGTTGGATTTAAGTGTTCTC 

>SEQUENCE:7763:prostate_MPM2000-004P6_Table5 

AGCTGGGTGCCGGGCCCCCCCTCGAGAGTACTTCTNNAGGGGGTGGGCAAGCNTCNNCTT 

GAGAGCCATAATTAATGATCTTTTTGTCCCCNGTGCTGGGTCTGGGCTGCCTGCCATTGC 

AGCGGGTGGGCTAATGGTTAGATCAGGGGAGGGACTTCCCATGGAAATAAGTGCATGGGG 

TAATGAGGAGTGTGGGCCCCTGGCCAAAGGAAGAGCAGGCTGAAGAGATAAAAATGGAGA 

GAGGCAGGCAGCAGACAGTCTCAGAAGGGCATTCTCTTCCTGGGCAGTGTTCGTCCCCTT 

TTTTAAAGCAGCAAGATCCTTTCTTCTCACCCACAGCACTGAGACAGGGCTGCTCTGGCT 

GAAGCAGATGAAGGGGGTCTGAGCCCTGATT GCTGG GAAAGCTTAAAAGTCACTTACATC 

TCTGAGACTCAGTTTCCCAATTCAAAAAAACAGTTTTA 

>S EQ U ENCE:7764:prostate_MPM2000-004P6_Table5 

CTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGAGGTAGACA 
TTGCAGTGAGATCGCACCACTGCACTCCAGCCTGGGTGACGAGTGAAACAGGCCAGGCTA 
TTTTC ACACTCAC ACTTCTCTG GCCTCTG CCTTTTC ACTCTCCCTCTC ACGTG CTG CG GC 
ACAGACCCACAGAGGCTGCTGGGCGCATGGTGTCGCAAGAGCAGGAGGGCAGGAGAGGA 

G 

AATCCTG CTG GAG G AATCT AAAACATCACTC AGC ACT AA ATTGTTTTTGTC TG G G AC AAA 

CTAGTTTCCGTAAAGATGTGATTTATGATAACATGTAATGGGATTATTATTCTTTTAAAA 

TAAATTTGGCTACAGTGGCTCAGGCCTGTAAGCCCAGCACTTTGGGAGGCCAAGATGGGT 

GGATCGCTTGAGACCAGGAGTTCGAGACC 

>SEQUENCE:7765:prostate_MPM2000-004P6_Table5 

CCGTCGTTTTACCCCCGGAAAAAGGGTAACACTGCTGGGTGCCGGGCCCCCCCTCGAGAG 

TACTTCTAGAATTAATTAAGGCGGGGGGAAAAGGAATTAGAGAAGGTAGTCTAGAGACAG 

TGAGAAGACTTACCTGAAAAACAAGGCTTGCTTCCTGTAAATCATTATTTACCAGGAGAC 

TGCGCAGGAAGAGAGGAAACAACATGAGCAAAGGCATGGCTTCAGTTCTCATTTGTGTGT 

AAATT AACACCACATGGAAATGATTGCTGATGATGATGTTCATTCTATCACTTTGTGACT 

T AGTGTTCTCTTTAT AAAATCCTTT AC AC ATC ATTG CTG G CATTG C 

>SEQUENCE:7766:prostate_MPM2000-004P6_Tabie5 

GCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 

T ACTTCT AG AATT A ATT AAG GG G G C AAA AG CC A AGT AT AAATCCC AG C ATC ATT AGTG AT 

GATGATAGAAATCTTTTATCTCCCCCCAAATCCTCCTTGCCACTTTTAAACAATCTGAAA 

AACAGGAAGCAGAGTTGTTGACTTAGGAACCCACAGCCTTCCATTCCCATTATTGGGGGA 

AGCCCTTAAGGAACTCCCCCACCCCAGTGGGATTAACCACCAATGTTGACTACATGTCCT 

GAAAACTTTTCTTCTGTAAAAAGTTTAGACCAATTTGTCCATGTTAAACTCTAGTATAAT 

TTCAGAATTCCTCCACTGATATTTCTTGATTACAATTTAAATGGTCTGTTTCTCATGATG 

AGACAACTGCATTTGAGGAGCAGTTTCACTTACCTGTGACATGTTCTTAAGTCTTCGAGC 

TG CTCTCATG CTT 

>SEQUENCE:7767:prostate_MPM2000-004P6_Table5 

CTG G CCGTCGTTTTAC ATCCG G AA AC AC AGT AAT ACCCTT AATG CTGGCCGCG CCTTTCC 
TCGAGAGAACAAGTAAAAAACTTAATGCGGGGAAGTGTTTTTATTTCAGCAATGTACATG 
TAGTAAAGTTCTACAATTTTAATTCATTCTAGCTCTAAAAATTCTATGATTTTATCCTTT 
TTTCTGTTCTTTTAAACTTGTTCCTGTACAATTTATAGAC 1 I I I I 1 I CTGAGAAAAATCT 
TCCTGGAGAAAAGATTGTTAGGCCCTTCAATAATAGGGAGTTTCTCTTAAAATAAGTTTA 
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GCCGTTTTGTTATTTAAGAAATGATTTGGCCGGGCGTGGTGGCTCACGCTTGTAATTGCA 

GCACTTTGGGAATCCGAGGCGGGCGGATCATGAGGTCAGGAGTTTGAGACCAGCCTGGCC 

AACACAGTGAAACCCCATCTCTACTAAAAAAAAAAAAAAAA AAAAAAA AAAAAAGGGGGC 

CCCCCCCCGGGGGGGACCCCAAATCCCCCCATAAGGGGGTTTTTTACCCCCCCC 

>S EQ U E NCE:7768:prostate_M PM2000-004 P6_Table5 

CGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGT 

ACTTCTAGAATTAATTAAGGCGGGCGCCAGTAATCCCAACTACTTGGGAGGCTGAGGCAG 

GAGAATTGCTTGAACACAGAAGGCAGAGGTTGCAGTGAGCCAAGATCAAGCTACTGCACT 

CCAGCCTGGGCAAAAGAGCAAGACTGCATCTCAAAAAATAAATAAATGTTCTAATTGTGT 

ATTAGTTTACTTCCTTCTTTCATTACATCTATTTTAGGAAACCTAACTAGCAGGATTCAT 

TCACCTAGGTGTTGCTTCTGCCTTACTTTCCAATCTAAATTTGCTTCTTAGGGTTTTCCT 

CTTTGAGAGAAACTAAAAGGTTAGGAATAATTCCTGACAAAGGAGGCTTTCAGATAGCTG 

GGCCATGGCTATGGTGAATAAAACAGGGGAAGAGGCCTAAA 

>SEQUENCE:7769:prostate_MPM2000-004P6_Table5 

CTGGCCGTCGTTTTACACTCCGGAATAAGAGTGTAACCATGATGGGTGCGCGGGCCCCCC 

CTCGAGAGTACTTGTAGAATTAATTAAAGAGAAGATGCCATTTATAATAGTCTCAGAGAA 

CATCAAGTATCTCAAAAGAAATTTGACAAATAAAAATTTTAAACAGTATTAACAGAATTT 

TGAAAATCTACATAAATGGAGAGTTAGCTAGAAGATAATATCAAAAACTTACCAATTCTC 

CCCAAATTAAGCTATAGAGACAATATTATGCCAGTGAAAACCTGAGTAAGGACTTTCTTA 

AAGTACAGTAAGATAATTCTAAAATTTATATGAAACTTTAAAGGACCAAGATATTGCTGA 

AGAAGAAGACCGGGAGGAGGAAACTTGCCCTTCAAGGAATCGGGGCTTATTATGAAGCTA 

TTGTAATTAAGGAAAGGCAAAATGAGACAAACAGACCTATCGGACAGAACAGGCAGCCCA 

TG 

>SEQUENCE:7770:prostate_MPM2000-004P6_Tab!e5 

ACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 

TTAATTAAGGCGGGGCCCAGTGTTCAGGTGATCGATTCTGATGCACACTGAAGCTGGAGA 

TCTAATAGTGTCTTCCAAAAGAGGAATGTCGCCAATATTTCATTCAGCTTTCTCTTCTAC 

TTGTCACTGACTTCCCAGCTATCTTTTTAAAGTGTTTCAGTAACCATGTGAACTGTAATC 

ACTTGGCTGGCAGGAGTGCAGATTTGAACAACTTTCTGTTTTGATCTCTTCTCCAACTTC 

ATTGACAATATCACTGAATATAATACATTGGAAACCATTATGTTGCATTTGTTCCAGGAA 

AATTCAATTGGTTTACCACAGAAATCACTTTGATTTGGTAGGAAGTGACCTAAGAGCTTC 

ATATTACAATTTAACCTAGTTTCACAGCAAAGACCAACAAACATCAACAAAAAAGAACCT 

G G AAA ATT ACCG GTTG ACTCTTAAG CCACT AC AAAT I I I I I I I CTGA1 ATTCATTATCAG 

GCCTACAATTTGCCCTTTACATTTTTGACTGTTGGATGA 

>SEQUENCE:7771:prostate_MPM2000-004P6_Tabie5 

AACTGGCCGCGGTTTCACCCCGGAATAAGGGGAACACATGCTGGGTGCCGGGCCCCCCCT 

CGAGAGTACTTCTAGAATTAATTAAGGCGGGAATTGTTCTTCACTGAGCCGTGACCTAAA 

TTTAG CG GTG CTG AAG AGTG AGCCCCAGCCAAC AG G ATTTCCCTG AG AACACGAJGAAGT 

TCCTGTATCAATTCGATTCATTAACTAGAAAGAGGGAACAAG CAGC CAGCl I I I I l l l iC 

TGCCCCCATTCTTCAGTGAATCATTTGTTAGTTTGACCAGAATTTTTGTGAGATCCAGTC 

TACAATTCTGTAAGAAAAAAAGACAGCAAACCTCATTCAAATACTTCTTGCGACATTAAT 

TCCG AG G C AG A AACC AA ATTAC ATT AAG C AG ATCTG ATTGTCTTG CT ATT A AAG ACCTTG 

GGTTTACTCACTGAGTATTTTCAGCCTGAAGAGAAGAAATGCTCTCAATTTGGGTAGGGT 

GTTTGGTAACTCGGGATAAAATGAATAAGAGCCAACTTGGCTCACAAGTGGATTTNNNNN 

NAANNNANAAAAAAAAAAAAAAGGGGGCCCCCCCCGGGGG 

>SEQUENCE:7772:prostate_MPM2000-004P6_Table5 

ACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGGCGGGG 
AAG ACAATTACTTAACACCATCCTTTTTATTGAACAAAAATT AAAT AAAGCAAATAGCTA 
AGATTGAACAGGAGCTCATATACGGGAGCAATTTTAGCCCATGTG 
>SEQUENCE:7773:prostate_MPM2000-004P6_Table5 

GGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGG 

GG G C AT AG ATTT A ATTGTTTG GTTC AACTG G G AAG CC AT AT ATT A ACTTCT ACTTC A ACC 

CATCCTGATCTCTCCACAGATGCTAGTTTTATACAGGCCTATTTTTCTCTGAAATTGAGC 

CTGAGAGACAAAAATCCACACTTGGGCTGTCATAGATTTTGGTAAATTGAGTCTTGTGAC 

TGATTGGTGCCTCCTGCCTGCCCCGTGATCCTGTATGTAGTAACCACGTCGTGATCACAG 

GTCATGGATTGGGGAAAGTTGCCTCCAAAGATGTGGGTGTCTGTTTTTCACTCCACTTTC 
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CATTTGGCCAAAAATTCAACACTTCAGTTTCTGTTTCTTANANAAAAAAAAAAAAAA AAA 

AAAAANGGGGGCCCCCCCCCGGGGGGGGCCCCAAATCCCCCCTTTGGGGGGGGTTTTAC 

C 

CCCCCCC 

>SEQUENCE:7774:prostate_MPM2000-004P6_Table5 

CTGGCCGTCGTTTTACTCAGGGAACACAGTATTACC TTTAT TTCTGGCCGGTG I I I I I CT 
TTAGAGAAAAAGAAAAAACTTTTATGTTTGGCGGGGGTTTTACTGTAAAGAAAAAAAAAA 
AAAATTTTTTTGATGAGCCTGTTTATGAAAATTCTAAAATAAATGCTAAAAAGGCCACCA 
GTAAAAACAGAGATTAAGACATATTTACTCCAGATGAAATTAAAGT AATACA ACAGTCTG 
G AAATTACTTTA AA AC A ACTTTCTTCC ATAAG AAAAAG G AAGT A AT A I I I I I CTTAAAAA 
GAACAGAAAATTGTTGAAGAAAAAAAAAAAATTATATTGGGGGCCC CCCCCG GGGGGGAC 
CTCCAATCCCCCTTATGGGGAGTTTTTTTACCCCCCCCCATGGGCC I I I I I l 
>SEQUENCE:7775:prostate_MPM2000-004P6_Table5 

CTGGCCGTCTGTTTACCGCCCTAAATAAAGGGAACACATGCTGGGTGCCGGGCCCCCCCT 

CGAGAGTACTTCTAGAATTAATTAAATTTACTTGTTGGTTGGGATTCCTGAATTTGTTTG 

TATTTCTTTGTATGTTAATTTTAATTCATCAGATTGTAAACTCACAAATATGGAAGGACA 

AGTTAGTTCCGCAGAGAAAAAAAAACCCAGGTCTCAGCAGTATGCAACTCAGGTCTCTTT 

AGCTGTGTAATAGGAGGTAATCATGGCATTTAAAAACA TTGAC TATGGAGTTCTCTGAGT 

AAATGAGAATATTAGCTCCACCACCTTTATCCGTATGACTTT TGGCT AATTACTTAACAT 

G G ATG AGTC AGTTTCTTCCTTTCTAAG ATG GG AATAATAGTATTTTTACTTTATG G G ATG 

TGTAAGCACAAAATGAGATAATTGTTTTAAAATACTTACCGTAGTGCCTAACAGGTAA 

>SEQUENCE:7776:prostate_MPM2000-004P6_Table5 

AAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGG 

CGGGAGGGATAGCATTAGGAGACACACCTAATGTACATGACAAGTTAATGGGTGCAGCAC 

ACCAACATGGCACATGTATACATATGTAACAAATCTGCACATTGTGCACATGTA CCCTA G 

AACTTAAAGTATTAAAAAAAAAAATCTTGGTGATGGCTGACAGAAGCCACACTG I I I I I C 

CGAACTCATTGACTCCCAGCTTTATATTGCCTTATCCCTGTTTGACTACAACAACAGTAT 

TATAAAGGGCAGTTATGATGTTTGCTCACGTTTCATCTCTCCTAACAGATTTTAGGTGAT 

C AATTCC AAG G G AG C ATT ACT AAGTCCT ACAT AAACCTGTTT ATTCC AC AG CT ACTAAC A 

AAATGGTCTGTACACAGTACAAAGTCAGCAAATAACTCCCAAACCACCCTAATTACACAA 

A 

>SEQUENCE:7777:prostate_MPM2000-004P6_Table5 

AGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGA 

GTACTTCTAGAATTAATTAAGGCGGGATAATGGTAGGTGGAGAAGCCAGCTTA TAGTT CT 

GAGCAAGATTATATCTTTAGCTTTTATTAGGCATGTAAATGAAATACTTTTGAGATTTTC 

AGCTGGAAAAATGAAACTAATGTGAAATGCATTATATTGCCAGAGATGACTTCCATTGCC 

TGGTGGGGAAGAGACTGGAGGAAGGATGGATAATGGCAGCACACAGATGCTGCTGAGAAG 

CTATTTTAGTAGTTCATGTAAGAGACAATTGTCAAATTTGCAATAAACTTCCAGGTGAAA 

TGGAATTGACTTTCTAATGGCTTGGAATGGTGTATATAAAAC/* JCTGGTAATGACTCCAT 

GTNTTGAAGCTTTAGAAAATAGATTAATAATGGCTCAAATTACTGAGTGAAAAATTACTG 

GGAAAGAAG 

>SEQUENCE:7778:prostate_MPM2000-004P6_Table5 

CACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAAT 

TAAGGCGGGAAGAAAATAAATATATTGTGTTGAATGCTGGCCTGGAGCTTATTAAATGAG 

ATTTGGGCTGTGATATGGATTTTAAAGTCACTGGAGTGAAAAAGATTATTAAATTTATGT 

ATGTGGAAGATATCTAGGGAAAATATTTGAAGAGAAACAGCTCCAGGAAAGCATATTAGG 

AAAAAACACATGCATAACTACTATTGAAGGAATGTAAATCTATACAGCCAACTTTAAAAA 

CACATCCAGAAAAGCTGAAGAAGAGAAGAATACTTTACAGAAAAGAAAAAAAAAAATAAA 

AAAAAAAAGCGGCCGCCACCGCGGTGGAGCTCCAATTCGCCCTATAGGGAGTCGTATTAC 

GCGCGCTCACTGGCCGTCGTTTTACAACGTCTTGACTGGGAAAACCCTGGCGTTACCCAA 

CTTAATGGCCTTGCAGCACATCCCCCTTTTGCCAGCTGGCGTAATAGCGAAAAGGCCCGC 

ACCGATCGCCCTTCCCAACAATTGGGCAACCTGAATGGCGAATGGAAATTGTAAGCGTTA 

ATATTT 

>S EQ U ENCE :7779: prostate_M PM2000-004P6_Table5 

AAAGGGTAACACAGCTGGGTGCCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAG 
GCGGGGGGGGTCTCGCTTTTTTGTCCAGGTTGGTCTTGAACTCCTGGCCTCAAGCAGTTC 
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TCCAGTTCTCCCACCTTAGCCTCCCAAAGTGCTAGGATTATAGGTATGAGCCACCATACC 
TGGCTATAACTGACATAACTATTTCTTATATTCCATGATACTACAAACAAGACATAACTG 
TATTTCTTATATTCTATAATACTACAAACAAGACAAAAAGTTAAATCAGCCTGGAGAACA 
AATACTAAGATA 

>SEQUENCE:7780:prostate_MPM2000-004P6_Table5 

ACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 

TTAATTAAGGCGGGGGATACTGTAATTTTGGAGCAGTCATCTGCAAATTAACTTATTTGG 

CAGATACCAATGTCAAATTGGTATGAAACAACAGGAAAGTAAAGCATATTATAATATTTT 

CCTTAAAAATCATGGAAAGGTGATATAACACCCTGAAGCCTGAAACTGCTGTCGTTAGTG 

CCAATGACTATACTGATTTTTAAAAATCTGGCCGGGTGCGGTGGCTCACACCTGTAATCC 

CAGCACTTTGGGAGGCCGAGGTGGGCAGATCACAAGGTCAGGAGATCGACACCATCCTGG 

CCAACATGGTGAAACCCGTCTCCACCAAAACACAAAAAATTAGCCAGGCGTGGTGGCACA 

CGCCCGCAGTCCCAGCCACTCGGGAGGCTGAGGCAGGGGAATCACCCGAACCCAGGAG 

>SEQUENCE:7781 :prostate_MPM2000-004P6_Table5 

ACCCCGGAATAAGAGGAACACATGCTGGGTGCCGGGCCCCCCCTCGAGAGTACTTCTAGA 

ATTAATTAAGGCGGGAGGAATGCTTGAACCCAGGAGTTTGAGACCTGTCCAGCTTCCTAA 

AGTACTGGGATTATAGGTGTGAGCCACTGTGTCTAGCCAAGAATACCTTGTTCTATTGCA 

GAACATCTTGTCATACTGGGATTAGATATACTTTAATGACTTAAAACATAAATTGGTGTA 

CAGAATGAAGATAGTTTTTATTGATAAGCATATACACATAAAATTTGTATCAACTCAGTA 

ATTGTCAAGGAAGTTTTAATTCCTGAAAGATTTTTTTTCATAGAAAAATATTTCTCAAGA 

TTCTTAGAGAGTGTCTAAGTCAATGCCAAGAGAAGTTTGGAAAGACTTTGAGAGAAGGCT 

AGCCCAGCATCTTGGAAGTAGAGGTGGATTTAGTTTTACATAGTTCTGTTGGAGGTGATA 

AAAGAGAAGAATTCCTTAGGAATCACTGTAGTGTAAAATACTATTAAAATCTCTCAAAAG 

CCTAGAACTGGGCTGGGTGCAGTGGCTCATGCCTGTAAATCCCAGCACTTTGGGAGGCCA 

AGGCAGGATGATTGCTTG 

>SEQUENCE:7782:prostate_MPM2000-004P6_Table5 

ACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATT 

AAGGCGGGGACGAGGGTGCACATCAGTAACTCCATGTACAGCTGGAAAGACTGAGGCACA 

TAGCACTCGGATGACTTCCACGGTCACACGACTGGTGAGTGACAACATTCACACGGACAC 

ACAATTAACTCCCAGCCCTTATAACTTTAATTAGATCTTTTGAAATACTATTCTAGTTCC 

AAAAGGCAATTCTACATAGACTTCCCCACTCTTTTTCAGGGGAAGGAGATAGAGATGGGG 

TGAGATAGAGGAATCTACAAATTATCCTTAGTCTTTCAAAATAAATTTGTGTCTGGATTT 

CTAAAGTGTGTGGAGATTTAAGGGCAGGGCCTCTAGTCTCTTCTATGTCAGACTTAATGA 

AAACAACCATGATATAGGACACAAAGTTTGCTACTTACAT 

>SEQUENCE:7783:prostate_MPM2000-004P6_Table5 

AAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGGGGGATGTA 

AGATTGAAGCGAATGATTCAGAGCAAGGATATGACAATTTTAAGAGACTATATGCTCCCA 

AAGTGGAGCTCCCACAGTCTTTGGGCGATTATTGCTCACACCTAGTGAGAGAGACTGCTC 

GCAATACAATAATAGTGGAGGAATTCAACACCCTACTCACAGTATTAAAACAGATAATCA 

GTACAAAAAAATGATAAAGGCTGGACTTAAACTGGACTTTAGACCAAATGGACCTAACAG 

AATTTACATAACATTCTGCCCAACTGCAGAATATACATTCTTTTCATCAACACACTGAAC 

ATTC 

>SEQUENCE:7784:prostate_MPM2000-004P6_Table5 

AAATAAGCCTGGGCAACTTGGTGAAACTCCATCTAAATTTTGTTTT TTAATAAC AAAATT 
CAGGCTGGGATTACAGATGTGAGCCACTGCATCCGGTCACATTTG I I I I I I I AATTGCTA 
TAAATTTTTACTGTTGGTCCTAGATCTGGGGCAGATGAGAGGCTGTTTCTTCACAGTGGA 
GCCAGTAATTACAGGATCCTTAAGGAATGAGGACATCGGTATACCCACTTGAAAAAATAT 
CAGTGTTTCAT 

>SEQUENCE:7785:prostate_MPM2000-004P6_Table5 

AAATAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAAT 

TAAGGCGGGTGGATCACCTGAGATCAGGAGTTCGAGACCAGCCTGGCCAACATGGTGAAA 

CGCTGTCTCCACTAAAAATGCAAAAAATTACCTGGGCATGGCCGGGCGCGGTGGCTCACG 

CCTGTAATCCCAGCACTTTGGGAGGCCGAGGCAGGCGGATCACGAGGTCACGAGACCGAG 

ACCATCCTGGCTAACACAGTGAAACCCCGTCTCTACTACGAATACTCAAAATAACAAAAA 

ACAAAACACAAAAGGCCCCCCCCCCGCGGGGGGCGATCGCTCCCCCCTGTGGGGGCCAG 

T 
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TACTCCCCCCGCTTAGGGGGGAGGATTTAAAAGAACCTGGGACATCGAGGTTGCAGTGAG 
ACATGATTTGCCGCTGTACTCCAGCCTGGGCAACAGAGTGAGACCCAATCTTGAGGGANA 

AA AAT AATA AAAAAAAA AT A AAG G GGCCCCCCCCCGGGGG 
>SEQUENCE:7786:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGCGGGGCAAAATACATAATTAAAATAAAGTGAGAGGAAAATTTAGACTGAGATTTCTA 

CATGGCCAATTTCTAAAATCGGCATTTGGAAATGCATTTCACTACTT GTTGC AAAGACAT 

AATAACAGACATCATGTCTTTCTCGAAAACTCAGAAAAATCTCACTTATTTTGCACATCT 

TACTGTCTTCAAGTAATATTTACAGCTTTTAATGCATACAAAGAACATTAATCAAAAACA 

CCATTATACCTCACCAGTGTTTGTTGAGCTCCTACTCTATGCTGAGCACTTTATAAACAC 

TTTCTGCTTTCCTATGGTTCTGGGGACCTCTTCCCAGTTGGGCACACCATACTAATTGCA 

CTTAAGAGAACCATAGGATTGTAGATGCAGACACCCATATCCTAATACTTAGCCACCATT 

TCCTTCCTCACTCCTCTTCCATCTGCCCCTCATCCAACAAACAGCTCTGAAGTGCAATAC 

GCCCANNNNNNAAAAAANNAAAAAAANNNCGCGGCCCCCCCCCGGGGGGGACCCCCAATC 

CCCCCTAAGG G GGGGTTTTTACCCCCCC 
>SEQUENCE:7787:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 
AGGCGGGGGGTGTCTGCTCTCAGCCTGGGCTCCCGCAAGCGGGAGAAGCAGCTCCAGCT 

Q 

GGGGGAAGCGAAAAAGGGACAGGACCTTCAGAGACAGCCCACTGAGGGCTGAGTGTGCAT 

TGCTGGGCTTCTGGAATCTGTGGTGAGGGTGCTAATACCATGAAATTTCATATCTGCCAA 

CAGTTGTCCAAATGAGTGATGTTATTACTGTGAGCTCACCCCACAGAC ACTGAG AGGGGC 

ATGGGAGTGGTAACCCAACTGGTATTTCTCCTCTTTTCCCATGGTAATGTTTTTCAAATT 

GCAGATTTGACCCCACAGTTAGGAGATAAATTAAGAAGGTTGATCAGCATTAAAAACCAA 

AAAAG A AAAAATG AAGTATATTAC ATGTNNTN N N N N AAAAAAAAAAAAAAAAAAAAAAAA 

AGGGCCCCCCCCCCGGGGG 

>SEQUENCE:7788:prostate_MPM2000-004P6_Table5 

AACCCTTCACTAAGGGAAACAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGA 

ATTAATTAAGGCGGGCTATCAAAACAAGTTAGCTCTAAAGCATGTCAAGTTGAATGAGTT 

TATCTAAAAAATAATACTATATTTGTTTTAGAACCATAGATAAAAATCCAGTATTATGTC 

TTTATAATCAGCTAACAGATATGGTTACTTCATTGGAGTAATGCTAATATGATAATAATA 

TCATATTCAATATAGGAAATTCTTCATTGCAATGTGACCTTGTCAAGCTATATAACCTCT 

GTAAAT ATC AAATTT AG C ACCTCC AAA ATG G ACAT AT AATG AG CTTC 

>SEQUENCE:7789:prostate_MPM2000-004P6_Table5 

CT AAAG G G A AC AAAAG CTGG GT ACCG G G CCCCCCCTCG AG AGT ACTTCT AG AATTA ATT A 

AGGCGGGAGCCACCGTGCCTGGCCTGAAAGCATTGTTTTTAAATTAACTGCAGTTTACTA 

AATGAGTAAACCAGTAGTCAGGACTTACTGATAAATCTCATAGTCTTTAACTAGGACCTC 

TTATAGGCAATTATGCTACTAAGTTCATTTTCTCTAGTTTACTGAATGTTTAATAGAGAA 

TGGAAATGTAATGGGTAAGTTAAATGAGCCCTTCCCAAAACATGTTCAGAACTTTTGGCT 

TAGAGCAAAAGTCAGCTTTCAAATGTTGAAAAGGTGAAAAACACAAAAAANAAAAAANAA 

NAAAAAGGGCCCCCCCCGGGGGGGGCCCCCAATTCCCCCTTTAGGGGGGTTATTTACCCC 

CCCCCCTGGG 

>S EQU ENCE :7790: prostate_M PM2000-004P6_Table5 

CCCAGCACTTTGGAAGGCCAAGGTGGGCAGAACACCTGCGGTCAGGAGTTTGAGACCAGC 
CTGACCAACATGATGAANACCCCTCTCTACTAAAAATACAAAAAAATTAGCCAGGTGTAG 

TGGTCAGTGCC 

>S EQ U ENCE:779 1 : prostate_M PM2000-004P6_Table5 

ACAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGGCT 

TGGTAGCACAGGATCTGAGGCCAGGAGCTTGAGGCCACAGTGCAGTGCACTATGATTATG 

CCTGTGAATGTGTGAATAGCCACTGCACTCCAGCCTGGGCAACATAGCAACATCCCGTAT 

CT AAA A A A AAA A AAA A AAA AAA AAA AAA AN GGGGGGCCCCCCCCGGG G GG GG CCCC A A AT 

CCCCCCTTAGGGGGGGGTTTTACCCCCCCCCCCTGGGCCCGTTTTTA 

>SEQUENCE:7792:prostate_MPM2000-004P6_Table5 

ACAGGGACCGGGTGCCGGGCCCCCCCTCGAGAGTCCTTGTAGAATTAATTAAGGCGGGGT 

TTGTGTTCTTTCAGTTTCTTTATTCTTCAGTACCACCCCTGCCTCCCACACACAAACCCC 

ACTTAATCCAGCCTTGAGAAAATCAGACTTTACACTGAGCATGTTCTTTCTTATAAATTG 
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GGTCACTCAACAGTCAGCTTCTGGGCTATCGTCTCATTTTCTTTGCAAATGCTTTACTCT 

CCTTTAAAGCTTAAAAATTTCCCAGAGAAGAGTCCTAGAGNTTCCGTNNAAAAAAAAAAA 

AAATGGCGGCCGCCACCGCGGTGGAGCTCCAATTCGCCCTATAGTGAGTCGTATTACGCG 

CGCTCACTGGCCGTCGTTTTACAACGTTGTGACTGGGAAAACCCTGGCGTTACC 

>SEQUENCE:7793:prostate_MPM2000-004P6_Table5 

CCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAAT 

T AATTAAG G CG G GG G CTC ATCC AGG ACACCT ACCTG C ATTTTTCC ATC AAG GTTG A AACA 

AAC ACTG CTTGTTCGC AAAG G AGTAG ACATTT ACTCC AAAA ATATATTTGCCTTCCTTG C 

CTGAAATGCTTCTGCCAAACCCACCATCTGTGAACTTGAGGAATGCCTTACTCATGATCA 

TGTTATTACATACTCCTGACCAAGGAATTCATTTTACCAAACATAAAGTGCAGAGATACT 

CATGAAATGTATTGCTCTTATCATGATCTTCATCACTCTAAAGCAACTGGCCTGAAACAA 

AGGTGAAATGAGCTTATGAAGCGTCAACTGAGTGACTAAATTTTGTGAAGCTAGGATAAC 

ATTCTCCACAATGTGGCATATGGCCTCCATCAGCAACCAATCTATGACCCTGTTTCTCTC 

ATAGTCGAG 

>SEQUENCE:7794:prostate_MPM2000-004P6_Table5 

CTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCACCCTCCAGAGTACTTCTAGAATTA 

ATTAAGGCGGGAGGAAGAATAGAATTAGAATAGCAAATAAAAA TTGA TATCTGGGCATAA 

TCATTAATAGCTACTAAAATCATTAGGAAAGAAGCTGATATGGATTTTCCTAATGAATAG 

ACAAAGCTGACAGTACCTAGATTCACAGACCAATATTAACATCACCAAAAAGGAAACAAG 

CAGGCGTTAGGTGTCCAACCTCAATTTGATCAAGTCTCGATTACTGTGCAGTCTAATATG 

GTTGCCACATGTGGCTGTTGAGCACTCTAAATGTGGTTAGTCTTAACTGAGATGTGCCAT 

AAGTTGTAAAATGCTCACTGG ATTTG G ATTAAT 

>SEQU ENCE: 7795: prostate_M PM2000-004P6_Table5 

GCCAAGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTC 

GAGAGTACTTCTAGAATTAATTAAGGCGGGAGGATGGTTTGGGCCTGGGAGATGGAGGTT 

GTAGTGAGCCGGGATCACGCCATTGTATTCCAGCCTGGACGGTAGAGTCACACCCAGTCT 

CAGAAAAATAAAAATCAAGAAATTAATGTAATACAGCTACTATGAACCCACAAAAACTTT 

AAAAAAAATTTTTAATTATTAAAAAAATGTAATGCTGCTACTGTTATGCTTATGTAGATT 

GTGGGCTAGAATAGGAAATATAACTATCATTTTTAACACTTTTCTGGGGGGAAATATTAT 

TCGAATTTCATAACACTTAGCTCGATGACCTTTTAAAATATATATGGTAACCATTGTGAT 

GTTGGGGCTGCCTGGTGCAAATAGGA I I I I I GTGAGCTTGATTGTACAAAATTGAAATTT 

GCCT ACATCTTACTG AGTTTG CTGTTTCCTTCTGG GTGTT AG G CCTACT 

>SEQUENCE:7796:prostate_MPM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATT AATTAAG 

GCGGGCTGCATCTGGGCCAAGAAAATGTTCTATTTCTTGATCTAAGTGGTAATAATGTGA 

GTGTTCACTTGATAGCTATTTGTTAAATTGCACATATAAGTTTAATGCACATTACTATAT 

ACTTTATATTTCAGCATAAATGCAGAAAAAAATGTAAATACTGGATTTGACATTCATGAA 

GTCACCAGTGATTTTAACAAGGGTGGTTTCAATTAGTGGTGTAATGGCAGCTGAATTGGG 

TTGCAGAACAAACGAACAATGACAATAAAGGTGTCAAATGCTCTACCCTTGAGCTAGTCA 

AGTAATCTATACAACAAACCCCCCACCGTGACACCAGTTTACCTGTGTAACAAACCTTCA 

CATGTACCCCCGAACCTAAATG 

>SEQUENCE:7797:prostate_MPM2000-004P6_Table5 

CTACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAA 
TTAAG G CG G G GG AG G GG AAGTG A A AATATTCTTCAAAG ATG AAG G C AAA AT AAA A AT ATT 
TTCAGAAAAGCAGCAACCCAAAATATTAATTGCCAGTAGGTCTTTACTGTAGGAAATACT 
CAAGGGACTTCTTCAGGCAAAAGAAAATGACCCCAGAAGGATAACTCAAAAGGCAGGAGT 
GAAAAAAAAAAAAAAGGAAAATTCCCAAAAAAGATTTGTTTGGGAGTAAATAACCAAATT 
I I I I I I I I AAA I I I I I I I G GGG GTTTG C AAGTTT ATATG G G CTTGT A AAA A ACAGTT AT A 
AGG ATG I I I I I GGAAGTTCAAAATCCTTTTCCACCTA I I I I 1 I I I AAAATACCAATTAAA 
AAAAAAGGGCTTCACCTGAGTTAAAAAGGTCTAAAAGTTTTTGGGAAGGGGAAAAGTTAA 
AAA 

>SEQUENCE:7798:prostate_MPM2000-004P6_Table5 

CCCTACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATT 
AATTAAGGCGGGGGGGGGACAGATCTCCAATTGAGTTGAATAATTCAAAACTCCTGTTTG 
GGTAACTGACAGAACAAGCAAACCTTACCATCACTACCAACCAACTTAACTTGGCTGACA 
TTTACAGAACATTCCACCCAATGACAGCAGACTACACATTCTACTCAAGTGAACATGGAA 
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C ATCC ACT A AAAG AC ACC ATTCTG GG AC AT AAAAC AAG CCTTG GT A AAT AAAAAA AAA A A 

ATGAAATAATGAAATTAAATTAGAAATCACCACCCGAAAAAAAAAAAAAAAAAAAAAAAA 

AAGGGGGGGCCCCCCCCGGGGGGGACCCCCAATCCCCCCTTAAGGAGGGGTTTTTCCCC 

C 

CCCC 

>SEQUENCE:7799:prostate_MPM2000-004P6_Table5 

TAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAG 

AATTAATTAAAGCGGGCGGATCACGAGGTCAGGAGATCTAGACCATCCTGGCTAACACGG 

TG AAACCCTATCTCTACTAAAAATACAAAAAAATC AACCGG G CGTG GCAGTG G GCACCTG 

TAGTCCCAGCTGCTGGGGAGGCTGAGGCAGGAGAATGGTATGAACCTGGGAGATGGAGCT 

TGCAGTGAGCCGAGATTGTGCCACTGCACTCCAGCCTGGGGAACAGAGCGAGACTCTGTC 

TCAAAAAAATATATATATATATAAATAAATATATATGTAAATATATATAATGTATAAAAA 

TATATGTAAATATATTAATATATAAATATACATGCAAATATATATTAATATGTATGTAAA 

CATTAATGTATATGTAAATATATATTAATATATGTAATATATATAATTATATATATTAAT 

CAGT 

>SEQUENCE:7800:prostate_MPM2000-004P6_Table5 

CTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTA 

ATTAAGGCGGGGTAGAAAATAATTATACTGTAATAATCTGGAAAAAAAAATGTTCACACA 

GTATTAATGTGTGATAATCATCTCATACATTCCAGAAATGAGG TTTGA GAGCCTTCACTG 

ACCATGTGTCATATCCATTTATTTTGGGATCCCTTTCACCCCATT TTTAACT TCCTCCCA 

GTTGCCCAATGTCCTCTGGAGTTTTCCATCCAAGACCCCC ATCTl I I I l l iCCCTTTCCC 

CCCTTTTTAGCTTCCTCCCAGTTGCCCAATGTCCTCTGGAGTTTTCCATCCAAGAACTCC 

AGCTTCTTTTTTTGGGGGTGGGGGAGGACGGGGTTTCACTCTTGTTGCTCAGGCTGGAGT 

GCAATGGCGAAACTCCCTCTCAAAANAAAAAAAAAAAAGAGGGGGGCCCCCCCCCCCCGG 

GGGGGGACCCCCAAGCCCCCCTTAGGGGGG 

>SEQUENCE:7801:prostate_MPM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAG 
GCGGGAGGCTGAGCGGCCCCCGACGGAACGCACACCTCCAAGGGGCCCCATTACCGCCC 

C 

CAACAAATAAATGTAGAATCTACACGGACAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 
AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAATAAAAAAAAAATTTAAACCCCCC 
CCAAAAACAAAAATAAAAAAAAAAATTCCCCCCCTCCCCCCCCC 
>SEQUENCE:7802:prostate_MPM2000-004P6_Table5 

CGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGT 

ACTTCTAGAATTAATTAATGCTGAGTAGCTAATGAAGAAAAATAAGAAAGAACAAAGGAA 

AAATTGGAGCAGAGAGGAAGCACAAGATAAGATAGTAGACAATAAT CCATT TATATTAGT 

AATTATATAAATGTCAATGTGGTAAATACCCTAATGAAAATGCAAATCTTTTCACAGTGG 

ATTTTTAAAATGTCCACAATTTTCACTTTAGAAAAGATAGTGTCTTGGGCTGTTTATAGG 

GATCCAGAATAATTCAAAGTAGAACGATGAAAATAAAAAAAAAACCCGCTCAATATGAAG 

CGGCCGCCACCGCGGTGGAGCTACAATTCACCCTATAGTGAGTCGTATTACGCGCGCTCA 

CTGGCCGACTTTTAAAACGTCGGGACTGGGAAAACCCTGGCGTTACCCAACTTAATCGCC 

TTG C G AC AC ATCCCCCTTTCG 
>SEQUENCE:7803:prostate_MPM2000-004P6_Table5 

TACGCCAAGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCC 

CTCGAGAGTACTTCTAGAATTAATTAAGGCGGGAGGGAGAGCNTTAGGAGGGATACATAA 

TATTTATTGATTAGTTAATGGGTACAGCACACCAACATGGCACATGTATATATATGTAAC 

AA ACCTG C ACGTTGTGC AC ATGTACC CT AA A AG T AT AGT AA A AAG A AAAT AT ATAT AT AT 

TAAAAAAAGACAATCATATAAGTAAGACTTCTCTTAATTCAACTTCTTACACAGTTTTGA 

CTTTGGAATTAAAAATATTTAACACAGTCAAAAATAATATTAATTCAAAAAGAAAAGAGC 

AATTTCTAAAAACCCCGTTACAAAGATGAAACTGAAAAAACACAGCGGCCGCCACCGCGG 

TGGAGCTCCAATTCGCCCT 

>SEQUENCE:7804:prostate_MPM2000-004P6_Table5 

CAACCCTGAATAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAG 
AATTAATTAAGGCGGGGTGTATAGTATGAGCAAAGGCCCTGAAGTGGGCCAGAGTATGGC 
AAGTACAAATGACTGAAAGAAAGCCAGGGTAGTGAAATTGCAGTGTGTGGTCTATAAGAT 
AAGGCTAAAGAGGTAGGTATAGCCAAATGGAGCCCATTATTGGGCTGGGGGTGGTGGCCC 
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ATACCTGTAGTCTCAGCACTTTGGGAGGCCAAGGCAGGACAATAGCTTGAGGCCAGAAGT 
TTGAGACCAGCTTGGACAACATAGTGGGACCTTGTCTCTAAANNAAAAAAAAA AAAAAA A 

AAAAAAAGGGGGCCC CCCCCG GGGGGGACCCCCAATCCCCCCTTTAGGGGG AAC 

CCCCCCTTTTGGGCCG I I I I I 
>SEQUENCE:7805:prostate_MPM2000-004P6_Table5 

GGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCG 

GGAAACTAAAAACCCATATAAATATTGGCAAAGAAGCAGCAAATTACTTTGTTTGTAGAG 

TACAGTATTACGTGTTTAGAAAATCCAAGAGACTTTGAAAAAACACAAAAACAAATAACA 

CCCGCACACACACAGAAAAAACAGGTTTTAAAGAACAGTGTGACATATTTGGAAATCAAG 

AATATAAATAAAAAGCAGGTTCCCAAAAGATAAATGGAAACAGAAGACAAAAAAGCGGCC 

GCCACCGCGGTGGAGCTTCAATTGGCCCTATAGTGAGTCGTATTACGCGCGCTCACTGGC 

CGTCGTTTTACAACGTAGTGACTGTGAAAACCCTGGCGTTACCCAACTTAATCGCCTTGC 

AGCACATCCCCCTTTCGCCAGCTG 

>SEQUENCE:7806:prostate_MPM2000-004P6_Table5 

TGATTACGCCAAGCGCGCAATTATACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGC 

CCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGTTACATGGCAGAGAGGGGTGTA 

AAGGACGAAAGACAGGGAAGTAGAAGCTAAGCAAAAGCTTTAATATACTTCTCTAAATAA 

TATATAATTATATGTGTGAGATAACATATATGCATTTATGCAAAAACTATATATATGCTT 

GTCTATATGAGAAATTAGAACAAGATTGAAAAGCTAGTCTAAAAGCATGCTCAAACCATG 

ACATCCAAGGTGGAACTCCAATTCACCCTATAATGCGGCCGCCAC CGCG GTGGAGCTCCA 

ATTCGCCCTATAGTGAGTCGTATTACGCGCGCTCACTGGCCGTCGTTTTACAACGTCGTG 

ACTGGGAAAACCCTGGCGTTACCCAACTTAATCGCCTTGCAGCACATCCCCCTTTCGCCT 

GCTGGCGTAATAGCAAACAGGCCCGCACCGATCGCCCTTCCCAACAGTTGCGCAGCC 

>SEQUENCE:7807:prostate_MPM2000-004P6_Table5 

T AACCCTCACTAAAGG G A AC AAAAG CTG GGT ACCG G G CCCCCCCTCG AG AGTACTTCT AG 

AATTAATTAAGGCGGGGGAAGGAACAGAAAAAAATCTAAAGAAATAGTGGCTGAAAAATA 

TCCAAATTTGCTGAAAATCATCATCCCACAGACCCAAAATTTCAATAAGCTCCAGTTAGA 

AGAAAGTGAAAAAAACTACACCAAGGCACATAATAATCAAAAGCAGTCAGAGACAAAGGA 

CATTATGCACAGAACAAAGGTGATATTGAGCGAACTCCTTGTTGGAAACAATGCAAGTCG 

G AAG AC A ATG GAG C AG C ACCTTTAAG G CACTG AAAG AAA AAAAACTCTC ACCTAG ACTTC 

CAAATTAAAAAAAAAATAAAAAAAAAAAAGCGGCCGCCACC GCGG TGGAGCTCCAATTCG 

CCCTATAGTGAGTCGTATTACGCGCGCTCACTGGCCGTCGTTTTACAACGTCGTGACTGG 

GAAAACCCTGGCGTTACCCAA 
>SEQUENCE:7808:prostate_MPM2000-004P6_Table5 

GAGTCGACGCNTCATATAACTCATCAGTAACAGAAGCTGGGTACCGGGCCCCCCCTCGAG 

AGTACTTCTAGAATTAATTAAGGCGGGGTAATGATGGCAAAAAGATAGAAATATAGATCA 

CAGGAATGGAATAGACCATTCTGAAATAGAACCACACACATTGCCAACTAATTTTCAGCA 

GAATGCCAGGTCAATTCGATAAAGAAATAAAAATCTTTCCAACAAATGGTGCTAGAATAA 

CCAGAAATCCATAAGAAAAATTAAAAAAACCTCATGCCATATGCAAAACTTAATTTTAAA 

TAAGTTATAAGCCTAAATGTATAAAATTGTAAGGCTTTTAGAACAAGACATTGCAGAAAA 

TTTTTACA A ACTTG AAT AAG C AGTT ATTTGTT AG G C AG G AC ACC AC AN A AAC ACA ATA A A 

AAAAAAAAAAAGCGGCCGCCAC CGCG GTGGAGCTCCAATTCGCCCTATAGTGAGTCGTAT 

T ACG CG CGCTC ACTG G CCGTCGTTTT AC A 

>SEQUENCE:7809:prostate_MPM2000-004P6_Table5 

CGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGT 

ACTTCTAGAATTAATTAAGGGGGATTATTATATAATTTGTGCATTGTTCACTAGAGAAAA 

ATGTTATCCAGTCTTAAAAAGTGATAGTAACAGAAAATATGTAGATATATTAAATAATAT 

TTATGATATGTAAAATGAAAAACCAAGATGGCGATT TGTAT ATACATCATAACTATTTAA 

AATATATATTTAAAAGACAAAAAAAAGATAGTATTCATTTTTATAGAAGAAAATGATTGT 

GTATATTTATTTCCTAAATCGTCATAATATTTATAACATATAATATATTGAAAACAAATA 

AATAAGCAAATCAAATTCTTGGAAAACTTTTTTTTATATAAAGCGGCCGCCACCG CGGT G 

GAGCTCCAATTCGCCCTATAGTGAGTCGCATTACGCGCGCTCACTGGCCGTCGTTTTACA 

ACGTCGTGACTGGGA 

>SEQUENCE:7810:prostate_MPM2000-004P6_Table5 

T ATTT AAG G CG G GTT AGTTGTTTGT AG GGCTCATGGTAGGGGAAGG CG AAA AAA AG A AT A 
GAGAAGATAGGGAAATTAGAAGATAAAAACATACTTTTAGAAGAAAAAAGATAAATTTAA 
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ACCTG A AAAGTAGG AAG C AG AAG A A AAA AG AC A AG CTAG G A A AC A AAA AG CTA AG G G CCN 
ANNAAANAAAAAAAAAAAAANANCCCCCCCCCCCCCCGGGGGGGACCCCCAATCCCCCTT 

TTAGGGAG I I I i ! I I ACCCCCC 

>SEQUENCE:781 1 :prostate_MPM2000-004P6_Table5 

AGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGA 

GTACTTCTAGAATTAATTAAAGCGGGTAAATGGAATTAATGCTCCAAGATCCTAGTATTG 

TCGTGGAAGTGGTAATAGTAATCATTGAAATTAGAGAGTAATAATTCATTTCTGTATAAT 

CACTAAAAGGATTATAAAATCTAACAAGATCAAATGGCAGAAAAATGGAAAAATAAATAC 

TTG ATTG AGTCTT AAAGC AGT AAAG A A AA ATAAA A AG AAC AA AG A AC AG ATG G G AC AA AA 

AAAAAAACAAAAAACATAAAAAAAAGCGGCCGCCACCGCGGTGGAGCTCCAATTCGCCCT 

ATAGTGAGTCGTATTACGCGCGCTCACTGGCCGTCGTTTTACAACGTCGTGACTGGGAAA 

ACCCTGGCGTTACCCAACTTAATCGCCTTGCAGCACATCCCCCTTTCGCCA 

>SEQUENCE:7812:prostate_MPM2000-004P6_Table5 

TAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAG 

AATTAATTAAGGCGGGAGGGGAAAAAT ACT ATTTGGATAGCTATTCACT AAAG AACAACT 

CGGTTAAGCTGCATGGTACTCTTGCTTGCTATCAGGATGGGGGTAATCTTTTAGATATTA 

GTTATTTTACTCTGTTACATTGCTAACAGGGTAAAACAGGTTAACCATAATTTATGTAGA 

AAATATAGAATGTGAGAAAATAAATAACACAATGAGAAATACAAAGACTAAACAAACATT 

AAATAAAAAAATACCAAACACATGCATAAGATACAAACTCATACAGTAATACTCAGCCTT 

GAAATAATCTTCTAAACTTATGAAAATAGCAAAACATAATACAAAAGAGAAAATCTCAAC 

ACTGTTATTGTAAAGTTGTTTTAAATTTTGTGTGCTAAATCATTGATATTAATATTATAA 

G 

>SEQUENCE:7813:prostate_MPM2000-004P6_Table5 

AACCCTGAATAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGA 

ATTAATTAAGGCGGGAGGATTGCTAGAGCCCAGGAGTTCCAGACCAGCCTGGGCAACACG 

GCGAAACGCCATCTCGACTAAAAATACAAGGTAAAAAAAAAAAAAAAAACCCGGGCGGGG 

GGGTTCGCGTTTGGGGCCCCAACAACTCCCAATTTGAGGCCGGGGGAGGAACCCTTGACC 

CCCGGGGGGGGGGGCTTAAGGGAAAGGAAATCGCCCCCTTGCCCTCCACCCTGAGGGAC 

C 

GACCAAAACTCCTTTTTAAAACCAAACCAAACCAAAAAACCAAAAAAAAA AAAAA AAAAA 
GGGGGGCCCCCCCCGGGGGGGGCCCCCAATCCCCCCTAAAGGGGGG I I I I I ACCCCCCC 
C 

CCCGGGGCCGGTTTTTAAAAAA 
>SEQUENCE:7814:prostate_MPM2000-004P6_Table5 

TTACGCCAAGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCC 

CCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGGAAAGGACAGACTATTGAACAACAGT 

TATCCTGAGACATAAGTTAACTATAAGAAAATAAAATCATTATCTCACATCATAGAGACA 

C ATTTTC AAG CT AT AG G CTT AAATGTAAAAAT A AAATTTTG AC AATTTTT AG AAAA A A AA 

TGCTCTTTAGGTAATGATTTTTAAAATAACATACAAAAGTAGAAATTATAAAGTAAAAGA 

CTGATAAATGTGTTACTATGTTGAAGTTTTTAAAAATTCTAACAAAAGGTTCTTCAAACA 

AAATGAAAAACCAAACCACAGACTACAAGATATTAACAAAATACATAACAAAAAGGTATT 

AATTTTCAGGATACATTAAGTCCTAAAAGTCAGTAAATAAATACAAACAACTGTATTGAA 

AAAAATGAGGCAAAAAATT 

>SEQUENCE:7815:prostate_MPM2000-004P6_Table5 

AGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGA 

GTACTTCTAGAATTAATTAAGGCGGGAGGATTGCTTGAGTCTGGGAGGTCGAGGCTGCAG 

TGAGCCACTGCACTCCAGCGAGTGATGGAGTGAGACCCTGTCTCAGAAAAAA AAAAAA AA 

AAGAAGAAAAAATATATTAATTCACAAAATTGTCAACCACATGTTGAGAAATACA I I I I I 

ATACTTGCTGTATATTTTTCAATAGGTAATGGTTCAAAAATTTTAAAGTAC AAAGG GTAT 

ACAGTAGATGGTAGATTTCTGCCACAACTGTGCCCACCCAACCTTTTGTATTTTTCCAGA 

AACATTCTATACATATATAAGGAAATGCATATAAATATATACATATATAAAAACA TATGC 

ATTTT AC ATATGTGTT AAT ACC ATTGG C AC A ACC AC AG AC ATT ATG C ATG CCG G I I I I I I 

TC ACTTG ATGT ATCTG G GTTCTTTTTTCCTAT AC ATT AATCTTTTTGTTTCTTTG G AGTC 

AGAAGAAGTTATGAAGGGGAAGGAAGACATGC 

>SEQUENCE:7816:prostate_MPM2000-004P6_Table5 

ACTGGCCGTCGTTTTCACCCCGGAAAAAGGTTTACACCATGATGTCTGGCCCGCGCGCTT 
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TTCTACAAAGAAAAAATAAAATATTTTATTGCGGGGAGAAGATTATTATCCAGAATACAT 

AAAGAATTACAAGTCAGTAAGAAAAGGACAACCCAAAAGAAAA ACAA ACAGGATATTTCT 

G AAC AATTC AC AG AAC AG G A AACCC AAGTG G ATT AT AG AATG ATTTTCTCTGTGTT AGT A 

GTTACCTAAAAGATCATTGAAATTTTATAGCTGTCAGTTTAGAAAAAAAAAAAAAAA AAA 

AAAAAAAAAGGGGGCCCCCCCCCGGGGGGGACCCCAATTCCCCCTTAAGGGGGGTTTTTT 

TCCCCCCCCTCTGG G GCCGTTTTTTAAAAAAAAAAAAAAAA 

>SEQUENCE:7817:prostate_MPM2000-004P6_Table5 

AATTAACCCTC ACT AAAG GG AAC AAAAGCTG G GT ACCG G G CCCCCCCTCG AG AGTACTTC 

TAGAATTAATTAAGGCGGAGGACTACAGAAGCCATAAAAGTTCTGAAAGGCAGACATACA 

AAATAAAGACTGTCAAATGAAAACTTCAAAATATTTTTCAAAGATGAATGCAGGATAAAG 

ACAATTTTCCAAGAAACAAACCTGAGATAATCTCTAGCAGACTTCACTACAAGACATGTT 

GAAAGAAGTTCTTAGTACTAAAGGAAAATGGCAGGGAATGGAATCCTCGATCAA CCACAA 

GAAAGAGGAGTCTCAGAACAGGTAAACAGACAGGTAAATGCAAGATTACTTTCAl I I I I I 

ACTATCTTTAAAATATGCTTAACTACTTTAAACAAAAAATAGTAATGCACCATATGTCTG 

ATAATACGTAGAAGTAAGATACACAACAAATACAAAGGATGGGAAGGAAGCTGTGGACAT 

CTACTGTGCACGACTTTGACACCATAAGTGACACAGAAAAAAGATTGTGATAAGTTTAAA 

ACATA 

>SEQUENCE:7818:prostate_MPM2000-004P6_Table5 

AAAGGGAACACAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAG 

GCGGGAGTTATTTAAGAATAATTTCCATTACCTAATACCTTGATACTAATGTGAAAAAAA 

TTATGAAAATCAGAGGTCAAACACTTAAAAAGATCCACGAAAAATCTCCTACAAAGACAC 

TTAAATAAGTAAAATCATCAAATTTTCATAATGTAACAGGGAGAAGATTGAAGAAACCAA 

ACAAAAAAAAAAAAAAAAAAAAAAAGGGGGCCCCCCCCCGGGGGGGAACTCCTATGACCC 

TTTAGGGGGGGTTAATACCCCCCCCCTTGGGGGGGGTTTAATAAATGAATAGCACATAGG 

GGTTAACAACCATCCTGCATCTTCCCCCTCCCTAAAGCATTCCCTCCTTTAAAAGGAAGT 

AAGCAAGCCAAGTGAGTTGTAACTATGCA 

>SEQUENCE:7819:prostate_MPM2000-004P6_Table5 

CCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTNAGGG 

GGGAGGCAGCCGGGNTCACAAAAACAAATCACTAGTTTTTATCCNGGGCAACACAGCAAC 

ACCACCTCTCCGCAAAATACGAAAAAATTTTCCCTGCGTGTGGGCGGTCGCCCGCGCCTC 

CGGCTCCTTCTGCTGCTGAGGCTGGAAAGTGACGCTCCCCCTGGCTGCGGAGCTGGCGGC 

CAGACCGAACTCCGACAGTGCTCCTGCACTCCAGCCACGGCACCAGGCCCCGACCCTATC 

TCTAAAATTTAAAAAATAAAATATATACCTTCCCTCCGCCAAGTGCCTCCC AAAA TCCCC 

CTCTTTAAAAAAAATAATTCCCCCCCCCCCCGGGGGCCCTCTTTATCCCATTTTGGGGGC 

I I I I I I CTCCCCCCCCCC 

>SEQUENCE:7820:prostate_MPM2000-004P6_Table5 

AC A AAAG CTG GGT ACCG GG CCCCCCCTCG AG AGT ACTTCT AG A ATT A ATT A AG G CG G GG C 

CAGCTTGGGCAACATAGCAAGACCCAGTCTCTAAAAACAATTTAAAAAGTTTACAAAAAA 

GAATAATAAGGCATAAAAGGGTTTCTTAAAAAGCACAAACAATAAAG AAAAT CCTGATAA 

ATTCAGTAACATTAAATTTAGAAACTCACGTCTAACAAAAGACACTAATTTTGAAAAGTC 

AAAGATGGGCCACTGACCTAGAGTAAACATTTGCAAAA 

>SEQUENCE:7821 :prostate_MPM2000-004P6_Table5 

AAGG G A AACAAAGCTG G GT ACCG G GCCCCCCCTCG AG AGTACTTCTAG AATTAATTA AG G 
CGGGTGGTAATCAGTCAAAAGTGTATTTGTAATCTCTAGAGCAACCTCTAAATGAAAAAA 
G A AT AT AT A ACG AA AAG CT AAT AG AGG AG AA A ATG G AAT AGT A A A AAA AT AACTG ATTAC 
TCCAAAGAAAAAAAAAAAAAAAAAAAAAAAAAAAAGGGGGCCCCC CCCCGG GGGGGACCC 
CAATTCCCCCTTAAGGGGGGTTTTTTACCCCCCCCCCTGGGGCGG I I I I I I AAAAAAA 
>SEQUENCE:7822:prostate_MPM2000-004P6_Table5 

CTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTA 

ATTAAGGCGGGCCCTTGAATGCCTATCTTCTCTATATGCTAATGCGTGCAAATGGCGGAA 

TCATATGACGCGTATCTTGCCATAAGCCAATATTTTGCCTCTGCTCTAAAAACTGGGCCA 

CTTATCGAGACTATGTTGCTAAATACCAGATTAATTATTCGCAGCGGGGCGCGGAGGTTC 

ACACTGGTTTTTGAGTTACTATGAGAAGCCATGGCGGACGAATAATCTTGTTAAGAAATC 

CAAACCATGCTGGTTAACTCTGAGAAACCGCCTATGATGCTGAGGTGGTTGCT CGGC CTA 

ATGGCCCTTTCCACTGTTGTGTGTGGCTATGAAAAGCTTATGAATCTTCCCAGGTTTTGC 

CAATGCCG G G CTTTTTTTTAAA ACTCTCCCTG ATTCC AACGCTCTG G AATCTGTG GTAAT 
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CCATGACTTCCTCCACTGTGCTTCCACAGCGATTCTGACTTCTAACTACTTGTATCTGAC 
T 

>SEQUENCE:7823:prostate_MPM2000-004P6_Table5 

TATGTACGCATGATGTACGCCAAGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTG 

GGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGGGACGTTGTGTT 

TTCACCACAAAATTGATAACTATGTGATGTAACGCATTTATTAATTAGCTAGATTTGACC 

ATTCTATGATCTACATATAGTTCAAAATATCATGTTATACCCAATGAATACATATAGTTT 

CATGACAATTTTTAACAAACAAATAAATTTGTAAAAAGTTTATGGATTCAGTTTATGAAA 

TAACCTAGGAAACAAGATATTTCTAAAAAAAAAAAAAAAAAAAAAAAAAAAAAGCGGCCG 

CCACCGCGGTGGAGCTCCAATTCGCCTTATAGTGAGTCGTATTACGCGCGCTCACTGGCC 

GTCGTTTTACAACGTCGTG ACTG G G AAAACCCTGGCGTTACCC AACTTAATCGCCTTGC A 

GCACATCCCCCTTTCGCCAGCTGGCGTAAT 

>SEQUENCE:7824:prostate_MPM2000-004P6_Table5 

ACTGGCCGTCGTTTTACACACAGGAAACAGCGTGTGACCATGATGGGTGCCCGGCCCTCA 

GTAC ACAGTG CTT ATAG AATTAACTG AG G CGGGG G G GTC AAGTCATTTCCCAAG G G AGTA 

CAGGACAATTCTGAAACCTCTCTTCATGTATACCAAAGCACAACAGGTAAGTAAGTAGAT 

TGTCGACAGTGGGAGCCAGCATTTTCTCTGCTGGACAGACAAGTTACAGATAAACTGGAG 

GGGAAGGCTAGAATAATCCCTATAGAAATGGATTATAGTrGGAGATATAAACATGAACTC 

ATGTAGAGCTTAATAGGGATGCTGATGAATATATATCAAATTACAGACGTGTATATGCAC 

GCATTTGTATATACACACCTGTTTCCCAGCTCTGTCCCTTGAGGGGGCCAAGAAGCCAGG 

ATATCCCAGTAATGATGAACACACCAGTGCCCAGATCTTGAGATCTAATTCCATTCTCCC 

AAAAAAGAAACTAGGGATCCTT 

>SEQUENCE:7825:prostate_MPM2000-004P6_Table5 

ATAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGCGGGCAGATCACGCG GTC AG G AGTTCG AGTCC AG CCTGG CCAAC AT AGTG AAACCCC 

ATCTCTACTAAAAATACAAAAAAATTAGCTAGACAATTGTGGCATGCGCCTGTAGTCCCA 

GCTACTTGGGAGACTGAGGCAGGAGAATCACTTGAACCCGTGAGGTAGAGGTTGCGGTGA 

GCCGAGATCACGCCACTGCACTCCAGCCTGGGCAACAGA GAGAG ACTCCTCTGTCTCAAA 

AAAAAAAAAAGCTTCATACCTCCTTATGGGAACCAACCCCATTTTTGAAAAACTGTTTAC 

TTTTATTTCCCCCCAAAAAATTCTTTTCAAAAATTTAAACCGGGCTGGCCCCGGGGGCTA 

ACACCTGTAATCCCACCCCTTTGGGAGGCC 

>SEQUENCE:7826:prostate_MPM2000-004P6_Table5 

GGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTT CTAGA ATTA ATTAAG GCGG 
AGGGAGGTGATACATAAAATTCAAACATGTCGTACAAAATTGATTTTTATCAI I I I I ICT 
T A ACC AT AAAG GT ATCTTTTAG AAATT AGTATTTCTTGT AG AAA AAG C ACCTC AAG GTC A 
GCAATTCCTTAAGTTTAACAATGATTTGTTACGTTTAGGTAAAACCTGGCCGGGCACAGT 
CGCTCACGCCTGTAATCCCAAAAATCTGAAAGGCTGAGGCGGGTGGATAGCTTAAGCTCA 
GG AGTTCAAG ATCAG CCTG G GCAACATGGCG AAACCCCGTCTCTACC AAAAAAAAAAAAA 
AAAAAAAAAAAAAAGGGGCCCCCCCCCGGGGGGGACCCAAmATCCCCCTTTTAGGGGGGT 
I I I I I CCCCCCCCTTAGGGGGGG I I I I I AAA 
>SEQUENCE:7827:prostate_MPM2000-004P6_Table5 

TTTCAACCGGAAATAAAGGGAACACATGCTGGGTGCCGGGCCCCCCCTCGAGAGTACTTC 

TAGAATTAATTAAGGCGGGGGAGGAAAAACATTAGGAGAAATACTTAATATAGGTGACGG 

GTTGATGGGTGCAGCAAACCACCATGGCACGCATATACCTATGTAACAAAACTGCACGTT 

CTTCACATGTACCCCATAACTTAAAGTATAATAAAAATAAATAAATAAAGATGGATCTTT 

CACAGAGAAGTTTTGAAAATGACTGATCTAAATAACATTATGTAAAATGATAGGAAAACT 

CTAAGTTAAATAAAAAGAAACAAGTTTATTTCTTGCAGGACTTTACAAACTCCTTAAAAT 

GGAAATTCACAGTGTGAATCTCCAGATAACAGTTAATAGAATCATTTATTTTCTTTTGGG 

TATACACCCAGTAATGGGATTTCTGGGTCGAATAGTAACTTTAAGTTCCTTGAGAGGTCT 

CCAGACTGCTTTCCACAGTGGCTGGACTGGTTTGCATTCCCACCAACAGTATAAAAGCAT 

TCAI I I I I GTCCACAGCCTCATCAGCATCTGCTG I I I I I I I GAG I I I I I GATGGCAGTCA 

ACCTGGCT 

>SEQUENCE:7828:prostate_MPM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAG 
GCGGGGAAAATGAGGAGATGTTGGTCGAAGGGTACAAAGTTTCAGTTATGCTGGATAGAT 
AAGTTCCAGGGATATAATGTACAATATGGTAACTACAGTCAGTAATACTGTATTGTATAC 
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TTGAAATTGCTGAGAGAGTAGACATTAATAGTTCTCAACA CATAG AAAATAAATGGTAAC 

TATGTGAGGTGATGGATATGTTAATTAGCTTGTGATA ATTAT TTTGCCATGTATACATAT 

ATCAAAACATCATGTTGTGCACCTTAAATGTATACAATTTTTATATGCCAATTATGCTTT 

AAAGAAGCTGGAAAAAATTAGCAGAAAGCACAAAAATAAATTATGAAAAATTTAAAAACT 

AAAACCCCACAACAAGCAAAAACCAAACCAAAAAAAAAAAC 

>SEQUENCE:7829:prostate_MPM2000-004P6_Tab!e5 

AACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGG 

GGCTTTTGTGTGATAACGGTTGTAATGTTAAGTTTTGTTGAAATGTCTGTAGATTAAGTT 

AAATAGTATCTGACATTTGCTTTGAAATAATCAAGGAGGGAAGGGGCAGAAAAAGGATTA 

TCCATGAGATGATAACTGGTAGAAGCTGGTGATGGGCTCATGGGGTTCATTATGTAATTT 

TGTCTTCTCTGGTATAAGTNTGAAATGTTTCATCTTAAAAAACATTTTAGGCTANGTGCC 

AT AG CTC AC ACCTG 

>SEQUENCE:7830:prostate_MPM2000-004P6_Table5 

AACAAAAGCTGGGTACCGTGCCCCCCCTCTAGAGTACTTCTAGAATTAATTAACGCGGAG 

AGGTGACGTTATATCTCTTGGAGAATACAGCAAAAAAAGAAAGATATGAAAAAACTACTA 

GAGCAAAATATTTGAAAATTAGAGGACAGATTTAAAAGTCTAGGAGGTACAACATTCAAA 

TAATTGAGTTCCAGAAAAAGAGAACAGTGAAAATGAAGGAGAGAAATAATTATCATACAA 

TTTG GT AAAATTTTCTG G AATTTAG AC ACTTG AGTTTCCAG GTTG AAAG AACCTAG AG AT 

GTCAAGTATAATGGATGAAAATGGACACACAATAAGTCACAGTGAAAATTCAGATCATGA 

ACAAGAAACAAAACACTGTATTAAGCTTTCAGAGAGAGGGTAGAAAATTCACTTACAAAG 

CATAACAAATTGAAATAGGCTTAGATTTTTCCAAAATAACACTGACAATT 

>SEQU EN CE :7831 :prostate_M PM2000-004P6_Table5 

AGGGAACAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCT AGAAT TAATTAAGGCG 

GGGAGTCTTCATTCTCTAACCCTGTAGTCAGTGAGCATTAAGTATC III I I GTTATTAGG 

ACTAATAAAATAATAATGTTATATTTATTTGTATATTGCTTATAATTTTCAAAGGCTTTC 

ATGTAGGTTATCCCATTTGATCTTGGCAATAATACTGTGGGATTAATATTATTAACATCT 

TCATGATACAGATGAAGATGCCAAGGCTCAAAGTCAATAATTTCATTGCCAAGGTCTCAA 

AAAGTTATAGTAAGT 

>SEQUENCE:7832:prostate_MPM2000-004P6_Table5 

AAATAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAAT 
TAAGGCGGGGGGCGGGGGATGATTTTTGAGTCCCAGTTTCACCACTTGTTGTCTGTCTGA 
AGTTGAGGCAGTTACTTAACTCTCTGGGACTCAGTTTCCTCATCCATAAAATAAGAGTCA 
TCATGAGACCTACTTCCAAGGTGTGTTGTGAGAATTAAATAATTTAAAGCAGAATCATTT 
GATTTAGATTCATTTGTAAAAAGTCTGGCCCATAAATATATACAAACATTATTACTGTTT 
TTTTTTCCTTTGAGACTGTGTCTCACTCTGTGGCTCAGGCTGGAATGCAGTGCGAGACTC 
TGTCTCAN AAAAAAAAAAAAAAAAAAAAAGG G GGGCCCCCCCCGGGGG G GGCCCCC AATT 
CCCCCTTATGGGGGGTTTTTTCCCCCCCCCTTTGGGGGGG I I I I I AAA 

>SEQUENCE:7833:prostate_MPM2000-004P6_Table5 

TGGCCGTCGTTTTACACCCCGGAAACAGCGTATGACCATGATGACTGGCCGTCCTTTTAC 

ACACAGGAAACAGATATTACCATGATGCCGTGGTCCGAGGTTGTTCACACAGCAAACAGA 

TTTGCTGCTGAAAATGGTGGACTTGCTTTGGACCTGAATCAAAAGCTCGTGTCTGAAAAA 

AAGCACTGTTTTCGGTAAAAGCAGTGAACTCAATAAGAAATGAATGAAGCACGCCTGCAC 

CTTTTCTAGTCTAAGGTTGCAGTCCTGGTTGGGATGAATGGCAGGCTTACAGAACAACCA 

GAAATGTAATAGGGAGATCCTGGAAGTGAGAGAGCCATAAAGGGGTTGTATACATTCTCC 

ATGCATCTCTGACTAACTAGGGACTCTCTGTACACCCAAAAAGACTGTCAGGAAAATAAA 

ATCTGGGCAGATATGGAAACTATATAAACTTTGGATGTCATCTTCAAATCACACACAGAT 

CCAATGGTAGAAGGTAGGTTTTATGGGCTTAAGGTGTTTGAACACAATCTTTGACCAGTC 

ATTG G CTG ACCATTA AGTT ATGC AG ATG ATG CT AG AAAG CC AA ACT AAA A AGTAA AAATA 

TAAGAATTTTAAAAATTTTAAC 

>SEQUENCE:7834:prostate_MPM2000-004P6_Table5 

TTTACGCCAAGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCC 

CCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGAGATAATCTTTGATAAATGGTGTCT 

GGAATTTTTCTTAGGCAGAAGAAAATCATTTAGATTCTTACCTAAATGATTAGAGAAAAA 

TAGGTCCCAACTGGAAATAGTAAAATAAAAAATCAAGCCACTGGTAAATTAGAAAAAAAA 

ATTGATATTACCAAATATATGGAAAGAAAAGGAATTTCAAAGTCTAAAAGAAAGGGAACC 

GGTCATTAAGGAAAAGATGAACTGACTTGATTAAATAAAAATAATTCTTTACGTAAAATA 
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ATTAAAAGTGACAAAAATAAAACATAGAAATTAATAAAAAAGCGGCCGCCACC GCGG TGG 
AGCTCCAATTCGCCCTATAGTGAGTCGTATTACGCGCGCTCACTGGCCGTCGTTTTACAA 
CGTCGTGACTGGGAAAACCCTGGCGTTACCCAACTTA 
>SEQU ENC E:7835:prostate_M PM2000-004 P6_Table5 

CGGGATTTCTCAGTTATGTGACTGCATTGGTACTGCAGTTCAGGGAAACTTAATTCTTAC 

TGGTTTGTTTTGTTTTGTTTTGTTTTTAGTTTAATAAGAGATAATGTCTGAAAGGACATG 

AGCAAAAGTAAAGAAACAAAAATCTAGTCCTGCTGCTTGACAAAATAGTATGAGAAAAAA 

GCAGACAAGCACCAAACCAAACAATAATAGCAAAAAAAAAAAAA AAAAAAAA AAAANGGG 

GGGCCCCCCCCCGGGGGGGGCCCCCAATCCCCCTTTTTGGGGTTTTTTTTCCCCCCCCCT 

TGTG G CCCGTTTTTT 

>SEQUENCE:7836:prostate_MPM2000-004P6_Table5 

GAAAAAGGGAAACAAAGCTGGGTGCCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATT 
AAGGGCGGGNAAAAATGCAAAAAAGAAAACCATACCTAGGCATATCTTAAACTATATAAA 
CAAAGACTGAGAGAACATTTAAAAGCCAAAAAAAAAAAAAAAAAAAAAAAAAAGGGGGGG 
CCCCCCCGGGGGGGGGCCCCCAATCCCCCCTAAGGGGGGGGGAAAAACCCCCCCCCCG 

GG 

GGGGGGTTTTAAAAAAAG 

>SEQUENCE:7837:prostate_MPM2000-004P6_Table5 

AGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGA 

GTACTTCTAGAATTAATTAAGGCGGGCAGATTACTTGAGGTCAGTAAAGTTTGACACCAG 

CCTGGCCAACATAGTGAAACCCCATCTCTACTAAAAATACAAAATTTAGCCGAGCATGGT 

GGCATGCATCTGTAATCTCAGCTACTCAGGAGGCTGAGACATGAGTATCACTTGAACCCA 

GGAGGCAGAGGGTGCAGTGAGCCAAGATCATGCCACTGAACTCCAGCTTGGGTGACAGAG 

TGAGACTCCATCTCAAAAGAAAAAAAAAGAAGAAAAGAAAACAGAAAACACAGGAAAATA 

TCTTTGCAACTTGGGGATAGGCAAAAGTTTAGTAGGGCAGCAAAGCAGTAACAATAGAAG 

AAA A AAATAG AT ATTCATC AAATTTTT AAAATTCTG CTG ACTG AAG AC ACTATTG CGT AA 

AAAAAAA 

>SEQUENCE:7838:prostate_MPM2000-004P6_Table5 

AGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGCA 

TAGTAGGATAACAGGAAAGCCTTTAACCTGGTTAAAAAAAAACAAAAAAACTTATCCACA 

ACCCTCCATCATTCAGCATCATCAGTCCTGATGCCTGAAAGGACTTTAAAAATCTTTAAT 

GATGCATCTAAAAATAAGGCCTAAAACACAAATACCCAAGAAATAGAACAAAGGACTTTC 

AATTAGGAACCGTGGGATTTTCTCTTAATTACAAGTGGGTTGGAATTGGCTTTACAGGAT 

AAAAGATGAAATGATAACAGAATTGAAAAGTCTATGGTAGCAGCGAGCAAACTACAGCCC 

G C AGGCC AAATCTG G CCC ATCTCCTATTTTT AT ATG G CCTGTG AG AT AAG G ATGTG AT AT 
GGTTTGGCTGTGTTCCCACCCAAATGTCATCTTGAATTGTAGCTCCCATAATTCCCATGT 

GTTGGGGG 

>S EQ U ENCE:7839: prostate J\4 PM2000-004P6_Table5 

TAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTAC TTCTA GAATTAATTAA 

GGCGGGCATTCTACAAAACTTGGAGTTGTATAATTTATAGTCGGGATTTTGATTTGACCT 

AGCAAAAGAGAAGATCAAAATCGTAACAAAAATCATGAGTCCTCTCATTAAATAAAATAA 

GAATCAGCAATGTCATAGAATGCTATTAAAAGATTATATGACTAGCATTAAACTTGGCTG 

TTTTTACTGTGATAAATTTAGTGTGTAACTAAAAACCACAATTTGAGACTGTAGATTTGA 

TAAATAACAGAAGCCTAGCATAACAATGAAATTAAGAAATAATTGTTAATTTATTACATA 

TAGGTAATTTAAATGAACTAGTTAAACATGGTCTGCGTGCCTTAAGAGAGACGCTTCCTG 

CAGAACAGGACCTGACTACAAAGAATGTTTCCATTGGAATTGTTGGTAAAGACTTGGAGT 

TT 

>S EQ UEN CE :7840:prostate_M PM2000-004 P6_Table5 

GGGAACAAAATCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCG 
GGTGAGGGATAAAAAACTACATATTAAGTACAGTGTGCACTGCTCAGGTGACAAGTGCAC 
TGAAATCTCAAAAAACACACTAAAGAACTTATCCATGTCAT GGAAAA CCACCTGTATTTC 
CAAAACAATTGACACTTAAAAAAAAAAAAAACCTATTGACG I I I I I I AA 
>SEQUENCE:7842:prostate_MPM2000-004P6_Table5 

GCGCGCAGCTCACTCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGA 
GT ACTTCT AG AATT A ATT AAG G CG G G G AG GG CCTGTTG AG AG C AG ATTC A TTTTG G AAAT 
ACTGTTGCTGTGCTCTTCAAAGTGAAGGAAAAGGCGCTGTGCCTCATTTTTAAAAGACCT 
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ACATAAAAGACAAGGAGACTTGACACTTGTTACTTTTATGACACTTTGTCCCAGGGTATT 

GCAGTAGAAAGTAATGTGGGACAGCTTCACAGGGTGTCTGCCAGAAGATAATGTGTTGGA 

ACTGTG G G CTG G CCTAAGT AAG AC ATTTTGTG AATTG AAA AAAG GTATAGTG ATCATTTC 

TAGCAAATTCATTTAATCATTTAGATAAATGAGGCATTATTTTCTTCATGCTTCCATCCA 

ATCCTGGAGGTGAATTTTTTCCGTCAGATCATTCTATAAGTCACCAATTCAAATTTTCGC 

TTGGTGATAATGGAGTCTAAGATGA 

>SEQUENCE:7843:prostate_MPM2000-004P6_Tab!e5 

CT AAAG G G A AC AAAAG CTG G GT ACCGGG CCCCCCCTCG AG AGTACTTCTAG A ATTAATT A 

AGGCGGGGTAAGATTTGCCGAGTTCCTTTTACTTTTTTTAACCTTTCCTTATGAGCATGC 

CTTTCTTCAAGTTAAATATGTCAAAATTATGTCCCCTATTGTTCATATGTATTACACACA 

CACACACACAGAGGAATGTCCATCCCTCCAGAGTAAACAGGTATCACTATTCCAAAAAGC 

AATGGAATAGTCTTTATCTGCTACTGAGATCATTTTTGTTTTGTTTTGTTTT 

>SEQUENCE:7844:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTATAGAATTAATTA 

AGCGGGGGCGCACTTGAGAAGTGAATAAATGGGGCGGTTTCGGAAGCGTCAGTGTTACCA 

TGTTATGGATCATCTGCTGCGTTTGAATAAAGACTATCTCTGCTGGAGACTGCGCAGGAA 

AAAAAGGAAACAAACATGAGCAAAGGCATGGCTTCAGTTCTCATTTGTGTGTAAATTAAC 

ACCACATGGAAATGATTGCTGATGATGATGTTCATTCTATCACTTTGTGACTTAGTGTTC 

TCTTTATAAAATCCTTTACAACATCATTGCTGGCATTGCTGTTCGTC TTTCA TATTTCCT 

TAGCCCAAATAAGAACTGATAACAGTATATTGCAAGTCCTACCACATTTTTAAGGATACA 

TAGCCATCACATTTCAAGGAATCTATCTTATAGAAATAGCAGCAT 

>SEQUENCE:7845:prostate_MPM2000-004P6_Table5 

TACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAAT 

TAAGGCGGGGATGGGGTAGGGAGAGGAGACAGGCAGGGTGGCTTCCCCCAGCTCAGGAG 

T 

GACCACAGCCTGTGAAGATGCTGCTCCTGCTCCAGCATCAACCCTCCTCCAAATGCTTGG 

ATG CCTGTCC AGGGTCTC A ACTG ACCTCCCTG C AGTC AG AG GTTG CTCC AAA A AG G G ACC 

ATCTCCAAGCCTCTCTTGAACTCCCTTCTCTACTCAGCAAGGCCTTGGGCATCAAGCTAA 

GATCACTGCCAACTACTGATGCCTTGCCCCTGAGTACAAATGCAGGAGCCCACCTAGGGG 

TCAAGGAGCTATCGTCAAACAGGATTCCTGGGTTCAAATCCCAATCTCCACCTCCTACTG 

GCTGTGTGACCTTGGTCAAGTTACTTAACCTCTCTGAGTATCAG 

>SEQUENCE:7846:prostate_MPM2000-004P6_Table5 

TAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAA 

GGCGGGGTTGAATGCCTGCTATGTGCCATGTACTCTTCTAGGTGTTAGTGACATTGTGCT 

GAACAGGACATGGAGCTTATACATGTTCTCCTGAGTGTATGCTCAAGTCACCTCATTGAT 

TTGGCTGCTCTATTTAATCTTTATAGGGAGTTCTCTGTTTTTCTTCCTAATATTCCAAGA 

T AACTTTTTTCTTG A ATTT ATG A AGTC CTGTTT ATAT AT A AC C CT ACCTTATG ATC ATAG 

CATTTAAATAATTTTCTCCTCCCCCAAGTAGTAGTGTTTCTGGTTGCTACTTTTTAATGG 

CTGCATAGTTCAAGCAAGTGTACCGTAATTTTACTTAGCAAGTATTTGTTAAACATTTAG 

GTTG CTTCT AGTC ACCTTTTAAA 

>SEQUENCE:7847:prostate_MPM2000-004P6_Table5 

GGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCG 

GGGATGGCTAATGGGCTCAGAGAACCAAGACTAATGAATAAGATCTGGTATCTGATAGCA 

CAACAGGGTAACTATAGACAATAATCATTAAATCGTACAGTCTGAACACCTCTCACAGAG 

TATAATAGGATTGTCATATGATAAATGATTGACTTGATAGATACCCTCATTTACCTCGAT 

GTAATGCTTGTGCAACATATGCCTGTATCAAATATTCCATAAACTCCATAAATATATGCA 

CCTACTATGTACCCACGAAAATTAAAACCTTTATGTAAATCCAACACATGCTCAAGTTTT 

CTCCTGTATGTATAAAATTTCCAGGCTGGTCTCAAAAATTATAAAAAGAGTCTTCTTTTA 

AAAAATTATTTCAGTGTTTTGAACTTAAATTA 

>S EQ U E NCE:7848: prostate_M PM2000-004P6_Table5 

ACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 
TTAATTAAGGAGGGAGGCCTCTGTGAGCCCCTCGAGGACGGCTGGCCGAGAGATACACAC 
GTGCATGTGTGG G CCG G ATCCC ACCCTG ACTATTG G C ATG ACCTTG CCGTCTGTATGCG C 
CTGTCTCCGATGCTTATTCCTGCACTCCCGCCTCTATGAGAGCATGCGGGGGGCTGATCA 
CAATGTCTGGACATACACACTCTTGCGCCT AT ATCTACAGTAACCCTACCTTT ACTATTG 
AGT AATC AG CCTCCCG CCTT AATT AG GGCGGCGGACTG C AA AG G CC A ATGTTG GTG CTG G 
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CAAAAAGTGAGCTGGACATCGGATCACAGCCGAAGGAGTAAAGGTGCTGCAATGATGTTA 

GCTGTGGCCACTGTGGATTTTTCGCANGAACATTAATAAACTAAAAACTTCATG 

>SEQUENCE:7849:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGGGGGTATTAGCTATGGCTCCTATTGCAGAGGCATAGGGCTGATAACTAATCCTATCC 

CTGAAGCCAATGTGCAACTGTGTTAACAATGCTAACATGCCTTGGACCCTGTGGAAATAA 

ACCTGACTGATGCTCCAAAAAACAAAGGAAAAAAAAAAGCTTTAGGAAATTATGCACTCA 

GCAATTAAAAAAAGGGGATGTGAGGGATGTCTTCAAGTATTTAAAAATACCTGCAATTCA 

CAAATTCCTTATTATGTGGGATAAAAAATTATTCTTCATTTGTCCAATTTCTAGCCTGTT 

TTTATTGACATAAGCTAATTTAGTTTTTTCTTTTTTCAGAAAATGAGAAAGAAACTAAAT 

TAGCTTATGTCNNANAAAAAAAAAAAAAAAAAAAAANCGGGGGCCCCCCCCCGGGGGGGA 

CCCCAAATCCCCC 

>SEQUENCE:7850:prostate_MPM2000-004P6_Table5 

CT AAAGGG AACAAAAG CTGGGTACCGG GCCCCCCCTCG AG AGTACTTCTAGAAJTAATTA 

AGGCGGGAGTGATGTACCACTTTTAGAAGATACCAGATGCCTCTGTACTCATTTTGTTTC 

CTATGATCATCCTCTAGATACCAGATAGAGGCCCATTCCTGCATTTGAGATAGGGTGGGA 

ATATAGTACTCTAGATGATGAATGTGTCTGCTTTGTGTTTGGTATTAAGCATGTCCGATT 

TCCTGGACAACATTTCTAGACACACCCTAGGCCGCCACGCAACGGGGGTGCCTTGAAAGA 

CCGGACCCAGGGCTGGCATGATCCCCCACCTGGTGACTAAATATCCTTTGAGCCCTGAAT 

AACCAGCAGCAGTACCCAGGTAGCATATCATGGGCCTTGGGTGACCCTCTACGATGTGCT 

GGTTTAGGTGTGACCTANCACGTTCCTAGCTGTGGTGGCTATAGTGAGAGATTCTTTCTG 

CTTGAGAAAGCAGAGGGAGAAGTAATGGGGACTTTGTCTTGCA 

>SEQUENCE:7851:prostate_MPM2000-004P6_Table5 

TACGCCAAGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCC 

CTCGAGAGTACTTCTAGAATTAATTAAGGCGGGGGTGGAGCGCTGATCATTTCAAGGATC 

TTCAGGAACTGAAATGATCAGAACTTGGGAATGACTGCATGTGCGAATAAGGGGGAAAAG 

TCAAGGAAATGCCCAGGTTTGGGGCCCAAGGAACAGGTTTGGGAGGCCGAGGTGAGGAGT 

TCAGCTTTGGACATAATGAGTTTGAGATGCCCACAGGACATCCAAATACAAATGTTAAAG 

GGGTAACTGAATATATGTGACTGGAGTTTGCGTAAAAAAATAAAAATAATAAATTAAAAA 

AAGCGGCCGTCACCGCGGTGGAGCTCCAATTCGCCCTATAGTGAGTCGTATTACGCGCGC 

TCACTGGCCGTCGTTTTACAACGTCGTGACTGGGAAAACCCTGGCGTTACCCAACTTAAT 

CGCCTTGCAGCACATCCCCCTTTCG 

>SEQUENCE:7852:prostate_MPM2000-004P6_Table5 

AATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTC 

TAGAATTAATTAAGGCGGGTATGTTCACCACATTGATGTGGTGATGATTTATG TGTGT AT 

GTATTTGTCAGACTTATAAAATTGTACTATGTCAATTACATCTCAGTGAAGCTGl I I I I A 

AAAAACAAATATTTGTGGGCTCGGCATGGTGGCTCACGCCTGTAATCCCAGCACTTTGGG 

AGGCTAAGGTGGGCAGATTGCTTGAGCTCAGTATGTCAAGAACAGCCTGGGCAACATGGT 

GAAATCCATTTCTACAAAAAAATACAAAAATTAGCCAGGTGTGGTGGTGGGCACCTGTAG 

TCCCAGCTATTCAGGAGGCCGAGACAAGACGATTGCTTGAGCCTGGAAGGTGGAGGCTGC 

AGTGAACCAAGATCACACCACTGTACTCCAACCTGGGTGACACAATGAGACTCTGCCTTC 

AAAAATAAAATAAAAAACAAGTATTTGTGATTTGGAATAAGTAAAGATTTCTCAGCTTGG 

GACATAAAAAGAGACAAACCAATATTTGTGATTAGGAAATAGTAAATTTTTCTCAGCTTG 

AACAATGAAAGAAAAAATTGGG 

>SEQUENCE:7853:prostate_M PM2000-004P6_Table5 

AAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAAG 

CGGGGGGTGTATGGGAAATTGTCCCCGCAGAAAGTAAAGGCTGGCCAGGCCGCCCCCAGC 

ACGTAGAGGGAATGAGTCAGGCTCCGGCTCCACACTGGCACGTAGTGGGCGGAT CGCG CC 

GGCGCTGAGTAAGAAGGAGCTTCAGCCGCCAGCCCGGAACGCATCATAGGTTAGCTTTTC 

AAGACACTTCCTGCATCTCTGACCTGTTGCACCTCTGTTATCTTGGCACCTCTGTTATCT 

TAGCAGCAAGCACCTGCCTCAACTGACCCTTGAGCCATAACCCCATAGCTCCTGAAAAGT 

ACATCAAGTCTAAAGTGAACCAGCTAACTCATTAAGACTGGA ATCAT GAGCAACAATGGA 

GCAGACCTAACCTTTGGTTACATCTCCTGTTTTGTAGCTATCCTTTTGTTTGGCT 

>SEQUENCE:7854:prostate_MPM2000-004P6_Table5 

TAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA TTAATTAA 
G G CG G G G AGTC AAA ATGCAG G A ACT A A ATGTTTTG GCCTG G A "\ AG ATC AG ATG ACAGTTG 
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GCTATTGGCCAGACTAATCACATAACCCCACCTGAATGCAGGGAGGCAAGGAACTTCAGT 

CTTTCGTACGTGCAGGAATCAGAAAAGATCCAGATACTGGTGAATACTCGTGGGTTTCAA 

TAAAAATACCATTGAATTATTGGGAAGAAACTAGACAAGCTATAAAACTT TATAT GATCA 

CGCCTGTAATCCTGGCACTTTGGGAGGCCAAGGCGGGATAGAGACCAGTTTTCTCTGGAA 

GTTTGTTTAAATGACAGAAGCGTATATGAATTCAAGAAAATTTAAGCT GCAAA AATGTAT 

TTGCTATAAAATGAGAAGTCTCACTGATAGAGGTTCTTTATTGCTCATTTTTTAAAAAAT 

GGACTCTTGAAATCTGTTAAAATAAAATTGTACATTTGGAGATGTT 

>SEQUENCE:7855:prostate_MPM2000-004P6_Table5 

ACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATT 

AAGGCGGGTAACCCCAAACACTTAACAGTTGTATCTCTGATTCCTGTTTTTGGTAAAATT 

ATCACAGATTTTTAACCCTGCATACAGCCACACACAAAATCTTTAGT GAATATTG CCATT 

ATTATAAAATATCTATTTACTAAGCCTAAGGTGGAAATAAAAGTAACT I I I I I I I I CAGA 

TTATTACTAGGGAGATAGTACTATTTTGGTGAAAAGCGTTGTTTGTGTCCC TGTC CAAGA 

TTTTCATCTTAGTTCT AATACTTATTTGTG G AGTG ACTTGG CATATTG CT AGT TTTCT CG 

GTCTCAATTTCATCATCTATAACGTGGGTATAATAATACCCACCTCGAACACTTTTTGTT 

AGAACCGAATGAGGTAATGCACGTAAAAGCTTAACATAGTCCCAAGTATATAGTGAGCAT 

TCAGTACATGGTACCTTATCAAGTTTAATAGCATTATGTCATTGGT 

>SEQUENCE:7856:prostate_MPM2000-004P6_Table5 

CAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGGCA 

GCTCGATCAAGCAACATTTCTACCACCTGCTCGTGGCCACTCCTTGCTCCACAGTGCAGT 

GGTGTCAGACCATTCTGTTGAACAAAGGAAACATCACCAATTAAATTTGACAATAAATTC 

TATGAGTGCAGTGTACTTCTTCAAGATCCAGCATGGCACCC AACA TGCTGTGGTCAAGCG 

GGCTTCAAACATTTGCTCATTTATTTCATAAAATAATTCCTTATTTTAGGTCGAAAACTA 

CATTTTTTCATATGTTTAAGTAGCTGCAAAGTATGTAATTTCCCACAAGTATGAATATTG 

ACGGTTAAATATATAACTTTTTCACTAGTCTTTTGAATAGCCAATAAAATCTAAGTACTA 

CAAGTTATTTGATGCTCACCAGAGAAAGGACTACATAACC 

>SEQUENCE:7857:prostate_MPM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAG 

GCGGGGGTTGCAGTGAGCCTAGATTGTGCCATTGCATTCCAGCCTGGGTGACAGAGCGAG 

ACTCCATCTCAAACAGCAACAACAGCAAAAAAACCCTCTGTGTCTCTTTCTAATGTATAT 

TTCCTGTCATAAGTGCAATCAATATTCAGATTCTCCATGAAATGTTAACATCATCACTCT 

ATTTCTTAAAGAAGAGTGAGGTGATAGAGCATTTTATTGCCAAATGG CTCAGAAAAAA AG 

TTCCTTGTATTGTATTTGTAATTTCTCTGTAAGTATGAGATTGTTTCAA I I I I I I I I I I I 

TTTTTTGAAATAGGGTCTTGCTGTCTCCAGGTTGGAGTGCAATTTTGGTTCACTGAAACT 

TCCGCCTCCCGGGTTAAAGCAATTTTCCTGAACTCAAA 

>SEQUENCE:7858:prostate_MPM2000-004P6_Table5 

CGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGT 
ACTTCTAGAATTAATTAAGGCGGGGGGCCAACCGCTGCGTCGTCCCTGGGCCCGAATAAC 
TGTCGCCCGCTTCCCTCAGCGTGAGGTAGGAGAAGGGCGCTGGGGCCTAGTGCCTCAGG 
G 

CCCCTGGCAGCCGTGCCCCTGCGGCGTCCTGTGTGGCGCATCCCGCCGAGGACCTCTTCG 
CCCGTCTCCTGCCCGCCCCTGTCGGCCCCGGGGCGGTCTGAGGCGGGGCCCCAGATGGA 
C 

TCGGCCTGCCCCTGCTTTTCTTCCTCAGGCTCCCGAGTTGTCTACTCAGAAACGCGGGCG 
TTGTTTCTCACATCGGTGTCCCCAGCTCACAGGCTTTTCTTGCTCCTCTGAACTGGGACG 
GGCGTCGCTGGCCGCTTGGCGATGTCCCAAGTCCCAGTCACGCCTGACGGGGAAACTTAA 
AACCCAGTTAGATTAC 

>SEQUENCE:7859:prostate_MPM2000-004P6_Table5 

TAAAGG G AACAAAAG CTGGGTACCG G GCCCCCCCTCG AG AGTACTTCTAG A ATTAATTAA 

GGCGCGTAGGCCTAGGATTGTGGGGGCAATGAATGAAGCGAACAGATTTTCGTTCATTTT 

GGTTCTCAGGGTTTGTTATAA I MM I ATTTTTATAGGCTTTGCTAGGCAGAGAAGTGGA 

AGAGTACAAGAAATTAACACCACCTGTAAGGTTCGAAGTGTTATCTCCCTTGGCTAGCAG 

AGTGTTCCTTTATAAAGAAGCTACTCTTTGATTAATAGACTTATTGAATCAGGTGAACTA 

ACATAGTTTTAGTAATTAAAGAATTGCAAAATGTTCCAAGAAAAAAAAACAGACATTTGT 

AATTATAACAACTCTAGTAGCATTGCAGGAGTATTTATCAGTTCTTGTAGTCAGTATGTT 

GACCTCAGAACCCCTGAATGTTACCCAAATAACTAAATACATGGCTTATTTTAGGAAACT 
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TACTGTACT 

>SEQU E NC E:7860:prostate_M PM2000-004 P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAG 

GCGGGAGGATCGCTTGAGCCCAGGAGTTCGAGGCTGTGGTGAGCTATGATTTCGCCACTG 

TACTCC AGGCTG G GTG ACAG AGCCAG ACTCTG CCTCTAC AACAAACAAACAAACAAAAAT 

TTGATTCCTGTATATGGCACTTTCTATGTAGCTGTGCAGCTGGTGGAGGAGAATTCCTGG 

AATTCCTAATAACTCCACTGAAGATGGTCTGGAGTCTTCCCTCAGAGCTCAGCGCAGAGA 

AGGTTTGCTCAGCAGAGCAGGTATGCAAGGCAGAAGGCCTGGCTTTGCAGGCCGACCAAT 

TCGCTTCTGTGACTTTCATGTTGTTTGATTTGGTTTCTTCATCTAAGCATTGCAGTGTTT 

AAGAGCAAGGACAGGGGATAGAGCTAGGGTTGGGTCCTG CCTT AGCAACTAGCCACATTT 

CATTAAATCTAGGACATCATGGTTTGCAAGATGAACCATTATTTTATGTATCCCCAAAGA 

AAAAAATACTGCCAAACTATGACAATGATCTC 

>SEQUENCE:7861:prostate_MPM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAG 

GGGGAGGGGCTACATATAGTGCAATTCATCGGATGTAACCTGTATACCCGAAGAGGATTG 

GCAGCGTGTGAATCCGTAACTCATTAGGTGGTGAACTCTGAC ATGGT CAAGCCAGAGGTA 

AAGCTGTTTATAATCATTACTTATCTCACTTAATATGTTCATATGT TTTGC TGC CAAAA T 

ATTAATGCCCAAAATACTACTAGAGTGTTAACATATAATACATATATTTTATTACTTTTA 

CATAATCTGAAAAACTTGGAATTCTAATATATATAT GGCCCCA AAAGCTTCAGAAAAGAC 

ACTGTG AAGTGTATT AG G G ATCTC ACAT AAATC I I I I I I I I I I GTATGATATAAATTCAT 

TACCCTCACTGGGAAAATGAGATCGTAGTACTTTATGCTTGAATCGTTAGCTATTTGTAA 

TGCT 

>SEQUENCE:7862:prostate_MPM2000-004P6_Table5 

CCTACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTA 

ATTAAGGCGGGCGGATAGCTAGAGCCCAGGAGTACTATACCTGTGTGGGCTTTATGACGA 

GACCCTGTTCTACAGATTCTGGTTACTACTAAAGAAATAGATAAGCAATAATGTACAATT 

TTTATTGAATATTTTGACATCACATTCAGTAAGGATATCTCCAAATGATCAGTAAAACAG 

TGAGCTAAAACTAGAGTTTTGAGTGGTGAGCGTGTGTGAAATGCAGAGACCAAACCTTAG 

TTCAAGGGCAAGGTGAGCAAATTGAATCTGAAGCTCCCGCGTTAAAATACTGCACTTGGA 

TGTGGACAAAATGATACACATACATACACAGCTCCCTGCATAAGCAAATATATATCCTCT 

AGAGGAAACATACTGCATTTAGGCACCCAGCTATTTTCACCGGTGGCTATCATGCAAATA 

GAAGTTTAGGAGCAAA 

>SEQUENCE:7863:prostate_MPM2000-004P6_Table5 

ACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 

TTAATTAAGGCGGTAGGGCTACGTCGGGCCATGCGCCATGCTGGATAGGCACTGCCGGTG 

ATGGTGCATGAGCTTGCTATTCTAACCCACCTGACTGA GTAAC ATTCATACAGCGACCTG 

GTAGCTGCTTGCATGCTCTAGTGTTGATTATATGGAATATTTTCTTACCTAGATAATCTT 

GTTG CCCTT ATC ATGTACTACT ATTG ATATCCCCG AG G G CAAG C ACTCT AGTCTG ACCTG 

GTCCCACTTCCTTACGAGTTGCCCGATGGCCAAAGAGTAGCTGATATCTAGAACTACTAC 

ATGATCACTATTGCGCATACTGTATTAGCTCTGACTCACTCAATATCATTCACCTAGCAG 

TGAAACACCTTGACCATGTGACAGTCAAACTATCTCCTGATATTGTGCATACCAGTTTCC 

ACGGGGTTGGGCTGCCGGTCAGAGCTTAAGAGGACTAGCACCCTGCAATGCCCCTCTTCA 

CTCTAAAATGTACACTGACTGCTTTAGAGCCCTTGATAATAGTCTTATTCCCACCACATA 

CTAAGCACTCCATAAA 

>SEQUENCE:7864:prostate_MPM2000-004P6_Table5 

ACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 

TTAATTAAGGCGGGCACGCTGGTGGAAGCGCGTGCCACCGCATGGGAGGACATACGCCCG 

TATATAAAGTGCCGATGGCCTGAGGCATCGGTGCAGAGGGTGGGAAAAACCCAGGATGTT 

GATTCATAGATACGCGGCCTCCTTTGTCCCTGGAGAGCGCCATTCTCACGAGCGCCCCTC 

CGGATACGGTTGGAGGTCAAACTGGCCTTCCTAAGCGCAGCACCTTTTCAGGAATTACCT 

TAAACTGTGCTCTTGAGTGTATGCCATGTAATTCCCCTTCGTCGCTTTAAATATCTGCCC 

TATTGGCAACCCGGTCTACTTATAAAACGGGTACATATATAATCCTGGGTCTATATACCT 

ACTACTAACCGGCAATCGGACCAATCTATCACCCTATAGAAGAACTAATGTTAGTATAAG 

TAACATGAAAACATTCTCCTCCGCATAAGCCCNAGGGGAAAATAAAAAAAATATATNNNN 

AAGGGGGCCCCCCCCCGGGGGG 

>SEQUENCE:7865:prostate_MPM2000-004P6_Table5 
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CAAGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGA 

GAGTACTTCTAGAATTAATTAAGGCGGGGTGGCTGGGATTTGCTGGAAGAGGCATAGGTC 

CAG A AAAG AATGTAAAAAAG GT ACT AG AAAG A AAG AATA AG G CCTATAG CCAJ C AGG CTG 

CTAGAACCTTTGGACAAGTCACTATCTAAAAGCAGGTAAAGACCCAGCTTTTTGTCCATC 

TGGTCAGGCACCTGGTGGCGTGAGTCTTTCAGAACATACTGGTCAGGCGGTGGCTCACGC 

CTGTAATCTCAGCACTTTGGGAGGCTGAGGCAGGAGGATCACTTGAGGTAAGGAGTTGGA 

GACCAGCCTGGCCAACATGGTGAAACCCTGTCTCTACTAAAAATACAAAAATTAGCCAGG 

TGTGGTGGCGGGCATATGTAGTCCCAGCTACTTGGGAGGCTGAGGCAGGAGAATCGCTTG 

AACCCAGGAGTCGGCAGTTGCAGTGAGCCGA 

>SEQUENCE:7866:prostate_MPM2000-004P6_Table5 

CAGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAG 

AGTACTTCTAGAATTAATTAAAAAAAGGAAGCAGAAAAGGAATTTGTGGCTATAGGTCCA 

AATTAAATAGCTATAAATGGACCACAGAATTATTTTAGGCCCTTTGGGAAACTCTCAAGA 

AGTTCAGTGATCTACTTCATCTGGTCATACATCCAAGGCTGACTCACCGAGAGAATCTCT 

TTGCTAGCCCCCCGGAGGAGAATGGTGCAGGCCTTGGGGTCTTTGCAGTCAGTGATGAAA 

GTAAAGTATTCATCTCCAATTTTCTTGATTTACAACAGGCCTGCTCCTGTTCCAACATCA 

TCTTCTCTCAGTTCCTCTGGTCGGCTGACTATCCGGGCCCCACAGGCTCTAATGGACGGA 

AGAGGTGGGGAGAATCAGATGATTTCAGATACTTGTACCCATTTCCCTAATCTCTAGGGT 

CTGTAGCTAGGGATAAGGGCAAAAGTGGATTGTCGGAAACATCAC 

>SEQUENCE:7867:prostate_MPM2000-004P6_Table5 

AAG G G A AC AAAAG CTG G GTACCG GG CCCCCCCTCG AG AGTACTTCT AG AATTAATTA AG G 

CGGGGGAATCACTTGAACCCAGGAGGCGGAGGGTGCAGTAAGCTATC ATGCC ACTGCACT 

CTAGCCTGGGCAACAGAGAGAGACTCCGTCTCAAAAAAAAATTTCAGAGTTTTGGCCTCT 

TGAGTCTGATGATGTAAACGAGATCACTTCTTAGCTTCATTTGATTGTCCTAGACCCCTA 

ACAGTTGCCTTCTCTTCC I I I I I I I CTTCTG CAGTG G ATAGGTCATTTACATCTTTTCTT 

GTTATTTGGCTAGGTTCTGAAGCCAGACACAAGATGAAAAAGCTAACTCCAAAACAGAAA 

TTTTCTGAAGATTTAGAGTCATATAAGATATCAGTGGTAATGCAGGAATCAGCTGAGAAA 

CTTTCAGAAAAGTTACATAAGTGTAAAGAATTTGTGGACAGTTGCAGGCTTACTT 

>S EQ U EN CE :7868: prostate_M PM2000-004 P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAG AGTACTTCT AGAATTAATTA 

AGGCGGGAACTGTGACTGTGTTAAATATGGAATATTTTATATGTAATACCATGTCATATA 

TACTTGCAATATCATACCTTGCGTTCAATATACAATGCAATTGACTCTTTGCACACCTGC 

ATTTTTCAGTGAACAATAAAAAGATTGTCTGAGAAACATCTATTA CAAGT TTAAAAAAGG 

CG CCCCCCCCGG G G G G G AA ACTC AA A ACTCCTC AC A AC CG CTGTTTTCTG GCCCCCATC A 

AAGACTTAGTATCATGGGGGTTGGGAAATGAAAAGTAGGAGAAAAGTGAGATTTTACTAA 

G ACCTGTTTT ACTTTACCTCACT AACAATG GGG GG AG AAAGG AGTACAAATAG G ATCTTT 

GACCAGCACTGTTTATGGCTGCTATGGTTTCAAAAAATGTTTATACCATTATTTCTACCG 

AAAATTAAAACTTCAGATTGGTCAACATGAGAGAAAGGCTCAACAACGTGAAATAACGCA 

AATGGCTTCCTCTTTCC I I I I I I 

>SEQUENCE:7869:prostate_MPM2000-004P6_Table5 

TGATTACGCCTAGCGCGCACATGTAACTCCTCACTAAAGGGAACAAAAGCTGGGTACCGG 

GCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGGTGCTCGCTCTTGTCGAGTC 

TGTTCAAACCTGCACGGACTGATCCGGAAATATGGCACTCAATATGTGCCGCCAAAGTTT 

CCGTCACTTCTCGAAGGATATTGGTGACATTGGTTGGGACTACATGCTATTACTCTCAAG 

GATTATCACGGGGCATACTACTCAGTGAAGAACCATGATGCCTTCTTTGTATATAAGATA 

ACGTACATGGCATAAGAGCCACATGGGACGTGTCCTAACGTGGTGACATAATACTATCTC 

TGTGTGGATATGTACTCTATCCTCCTCGTATGAGTAGGTTATAAAGAGAAGAGAAACATT 

TGACAAAATCAATATTTTAGAAATACCAAATTAGTATTTTTCAAAACTTATGAATATCGA 

TCCCCATGTTTAAAAAACTCAGAACCTCAAGCAAGAGAAACACAAGCAAAACCACAAGCA 

GGCAAATCCTAGTAAAACTGTTGAAAAGTGAAAAGAAAATCTTAAAAGCATCCAGAAGCA 

AAAAAAA 

>SEQUENCE:7870:prostate_MPM2000-004P6_Table5 

ACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 
TTAATTAAGGCGGGGACAAGAGCCACTTCAAGTGGTCTCCGCCTTATCTGGAGTGCGAGA 
ACGGGAGTTACAAGCCCGGGTGGCTGGTTACTCTTTCCTCTGCCATCTACGGGTTGCAGC 
CTAACCTGGTCCCGGAATTCAGGGGTGTCATGAAAGTTGACATAAATCTTCAGAAAGTGG 
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ACATTGACCAATGCTCAAGTGATGGCTGGTTTTCAGGAACTCATAAATGCCACCTCAACA 
ATTCAGAGATAAGAAACCTGACAATGAGAATCCACAGAAGTGACACTGCAGCGGGATAAT 
TAAGGAACCAGAGAGACCGAGGGGTTGAGGAGGAATTATTTAATTATTTAGGTGCACAGA 
CCG AGTCC AATG AAC ATCC AAAG G ACTG AG CCCTG AAC AAAG A ATC AAG C 
>SEQUENCE:7871:prostate_MPM2000-004P6_Tabie5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAG 

GCGGGGGAATCGCCTGAACCTGGAAGGCATAGGTTGCAATGGACCGAGATCGCACCACTG 

CACTCCAACCTGGGTGAAGCTTTATCTTCTTCAAAGCCTTTCCTAATCATGTCAATGCAA 

TCTGATCTTCTAAATCTCTGATGATATCTCTTTTTAATAACTATT ATTTA TTTCCATGAA 

GTATAAATATCATGAGCAGCCATAATTCTAAGGGTACACGCAAATTTTGCATAAGACAAA 

TGTACTGTTTGACTGTCAGTTCTAAGAATCAGGTCTGAGTTGCAATCATCCATTTGCTCA 

ACATAGTTTTTAGACACTATGCAAGGCAATAGAGATAGGAATGATACTCATACTTTAAAA 

GGAGAAGAAAGGAGGAATGCAAAAGGAGGAAAAAAGGAAGAAAAAGGAAGGGAGGAGGAG 

AAAGAAAGGAAGAATGAAGATTAGCACTACTGGAAAGGTNAAAGAAAGAAGAAAGAGGAG 

AAAGGAGGGGAAAAAAGGGGAAGGAGGAGGAAGCAGTANTAGTGATAGTGGTAGTGTTGC 

TGAT 

>SEQUENCE:7872:prostate_MPM2000-004P6_Table5 

CCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAAT 
TAATTAAGGGGGTAAGAAAAGGTTGTGGTCGAAGGATGTGTTAATATTCTGAGCCTCCGA 
ATTCT AGG CTTTTG C ATTCTTGTC AATAT ATCTTCATACCAT AG AGTG AAAG G CATCTTA 
TAAAACAATCAAATATCTTTTAGAGTATGGACAACTATTATATATCCTCAAACAAAAAAA 
AAAAAAAATTAAAAGTTGCCGGCCCCCCACAGGGTGGCACCCCCATCTCCCTTAAAGGAG 
ACCATCCCCCCCGCCCCCAATAGACCTTTAAATCCATGACGCAGGGAGAATTGCGTCATT 
TA AAG CCTAGTTAACG C ATTTACT AAACG C AG ACG A AAATG G AAAG ATT AATTGGG AGTG 
GTAGGATG 

>SEQUENCE:7873:prostate_MPM2000-004P6_Table5 

ACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 

TTAATTAAGGCGGGGTTAGACCATTGCCAAGTCCCAGACTGGCAACAGGGTGGGTGGTGC 

ATCTGTGGGACAGATCCAAAAAGCACTGCAAAGACTTTGAAAACTTAACTGACATTGGAG 

TTCTGGCTGGGGAACAGTGCAAGGATGTCCTCTCTGGCAATTTCTATTGGTATTGAAGTT 

CTGGCCAGTTAAATAAACCAAAGAAAAAAACATTAGAAAAAAAAAAAAG GGGC CCCCCCC 

CGGGGGGGGCCCCCAGGTGGCCGATTTGGAGATTATTTTAACCGCCCI I I I IGGCCCCGT 

TTAAAAAGGATAAATATACTGCCCAGGTGGATGCCGAAAAAAAAGAAGATGTGAAATCTT 

GTGCTGAGTGGGTGTCTCTTTCAAAGGCCAGGATTGTAGAATTTGAGAAAGAGATGGAGA 

AGATGAAAAACTTAATTCCATTTGATCAGATGACCATTGGAGACTTGAATGAAGCTT 

>SEQUENCE:7874:prostate_MPM2000-004P6_Table5 

ACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 
TTAATTAAGGCGGGGGCTGTGGCGGGGCAGTCTGGATCGGCCGGATTGAGGCAGGGGCG 

G 

TCCATGTAACCATGACCAACCTCAGCCTTATTCAGCATTTCCTCCCAGCTGTCCACTTGA 

TAGTTTATTTTCTTTAACTCTTCCAGGAATTCCAAAGGGTCGAAGTTTGTCCACCGCAAA 

GGAGGTTTACCTCTGCAAAAGAAATTAGGAGACGAGACCATGAAAAGAGCCTTCT AAACG 

CATCGTAAAGTAACACGGCTGCGCCCACTGCATCCACCTTGTAGGAGGTTCCTGGCAATG 

CTGCAATTCTGGGACTCTGGCATCAAAACAAATGCTCCTTTCCAGCATATCTGCATAAAA 

ACTTAGGTCAGGAAAATAATTCATGACTGAAGATGCTAAGCAGAGAGAGGACTCATAAGT 

TAATGAGGGCACTGAATAATCTTTAATTGCT GATATTGTATATT TAATATCTACATACAA 

AATTAGCCAAAAAGACAGATCCAAAATTCAA I I I I I I A 

>SEQUENCE:7875:prostate_MPM2000-004P6_Table5 

ACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 

TTAATTAAGGCAGGGGAATCATTTAGGTAGGAGACTGTGCCAAGCAGTATTGGGAATGAA 

GAGAAATCGGAAGAAGTATTGACAAGGACAAATCAAATATCTGACTGGATATGGAATTGA 

AAGAGGAAATCAATGATAACAAGGTTCGAGGATCAGTTATGCTGCAGGTCTACCTTGTCT 

TCAGTATTTTATTGAAGTCATTCCTATAACATCTGTGCTAGTGCTTGCTTCAGTAGCACA 

TATACTAAAATTGGAATGATACAGAGAAGATCAGCAAATAAAAATTTAAGTACAAATTTA 

AAAAAAAAA 

>SEQUENCE:7876:prostate_MPM2000-004P6_Table5 
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GAACAAAAGTCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGG 

GGTGAGATTTGCCGAGTTCCTTTTACTATTTTTAACCTTTCCTTATGA GTAT GCCTGATT 

GGGTGCTGGTTGCTGCGTCTTGACTGTAAATAAACTCCTATCATGCCTTTTGACATAAGA 

CAAAAAAATCAAAAGTATTTGAATTTTATGGAGATAACCAAGAGGCATTCCGACCTGGAG 

CCATTGTGTCTCCATGGAGGCTGAAGAGTGGGACGCCTCACTGCGGCTGCCTGGAATCCA 

GCTGGAGGAAGCAGGAGAGTACCGATGTGAGGTGGTGGTCACCCCTCTGAAGGCACAGGG 

AACAGTCCAGCTTGAAGTTGTGGCTTCCCCAGCCAGCAGATTGTTGCTGGATCAAGTGGG 

CATGAAAGAGAATTGCGTGAACCCGGGAAGCAGAAGTTGCAGAAAGCCAAGATT 

>SEQUENCE:7877:prostate_MPM2000-004P6_Table5 

AGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTA CTTC TAGAATTAATTAAGGC 

GGGGTAGATAATACATATCAATGTGACAACTTCATGCTCTCGTTTTATTAATATAATGCT 

AAAATTATAGCTAACATTTATTTTCTTTCTCAGTACGTTATATAGATATATTTATTCTTT 

ATTTTCACAAAGTAGATATATTCTTTCTCATTTTAAGGAAGATGACTTGGAGATATGACA 

ACCGGCACAAGAACAGAGACAGTAAGTGATTGACCTAGGATTTGAACCAAGAACTGAAAC 

AAGAGCCACAGCTTTTAACTATTACACAAGAGCTATAGAAGCAAAAACAAAAGAGACATT 

AACCTGCGCTTAGTGTGGCTCCAGGTTTTACAGGTGGCAACAAAATATGATGATTCAACA 

CGCTTAGGAGTGGCATATATAATAATCAAGGTACTGTATTTGACATCACACCTTCTGCTA 

CTACTACAAACTCTCATTTAGTAAA 
>SEQUENCE:7878:prostate_MPM2000-004P6_Tabte5 

CT A AAGG G A AC A AAAG CTG G GT ACCGG GCCCCCCCTCG AG AGT ACTTCTAG AATTAATT A 

AGGCGGGGTATGGAAAAGTACCAAGTATTGGGCCAGGC CTACA GTA GCTC CTCAAAAATG 

CCAGGTCCTTCTGCCTTCCAGTCACCACGACCTTTTATACTTTTGTTCTTTTGCAGTTCC 

CAGTCCTTAAGGTCAGTGGTGGAGCCGAATTTGCTTTGTACTCTATGACTTTCTTGGAAA 

GGGCCCTTTATTGATTCCCTTATGAATAGGTCTCTGGCCTTTCTGCAATGCTGGGGAATA 

GTTGGGCATAATTTACATGTAAATAATGCCAGGAAAAAACAAAACAAAAAGGCCCCAAAG 

AATCCTAGAAAGACAGAGCTGGGCAAACTCTGAGGGTTCCTTTAATGCCAGGACAAAATT 

TAACTGGCTTGTAATGAAAGGAAAAAAAAAAAAA 

>S EQ U ENCE:7879: prostate_M PM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGGGGGGTTATAAAATAAGAATTATTTGCAGTTGACACAACTTTCTCTTTGAAAAAATT 

CAAGATAACTGAAAAATCTAATCTAAATTAAAGGTGCATTCACAGATGTAACTGTACAAA 

AGAGCACTGGCTTTCTTATATGCCAGCCATAACCAGTCAGAATAAGCCTAACAATAAAAG 

TTCAGGACCTTGGTGAAGAAATGCATAAAGCCTCAATATAAAAGAAAATGAACAAACAAA 

ATGCTTGCCATGCCTTTGGATGGTAAGGCTCAATGGT GTGA ATATGGCAATTCTGTACAA 

ATTCATCTACGGAATTAACACACACCGTAAGAATTTCTTTTTCTAGAACTTGACAAAGTT 

ATTTCTGAAGTTCATTTGGAGGAATAAACATGCCCAACTTGCCAAGAAAATTTTGCGGAA 

GAACAAA 

>SEQUENCE:7880:prostate_MPM2000-004P6_Table5 

GCCAAGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTC 

GAGAGTACTTCTAGAATTAATTAAGGCGGGACATCTCTTTGCTCCTTCAGTCCTAGCTTG 

AGACTGAGTCTCAACCTGATACAGGTTCTAAGATTGGGGCAGGCAAAGGAGGTAAGAGAT 

GTCCCGCATTGTCTAATGTAGTTAATACCAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAG 

CGGCCGCCACCGCGGTGGAGCTCCAATTCGCCCTATAGTGAGTCGTATTACGCGCGCTCA 

CTGGCCGTCGTTTTACAACGTCGTGACTGGGAAAACCCTGGCGTTACCCAACTTAATCGC 

CTTGCAGCACATCCCCCTTTCGCCAGCTGGCGTAATAGCGAAGAGGCCCGCAC CGAT CGC 

CCTTCCCAACAGTTGCGCAGCCTGAATGGCGAATGGAAATTGTAAGCGTTAATATTTTGT 

TAAAATTCGCGTTAAATTTTTGTTAAATCAGCTCATTTTTTAACCAATAGGCCGAAATCG 

GCAAAATCCCTTATAAATCAAAAGAATAGACCGAGATAGGGTTGAGTGTTGTTCCAGTTT 

GGAACAAGAGTCCACTATTAAAGAACGTGGACTCCAACGTCAAAGGGCGAAAAACCGTCT 

ATCAGGGCGATGGCCCACTA 

>SEQUENCE:7881:prostate_MPM2000-004P6_Table5 

TTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTA 

GAATTAATTAAGGCGGGCATGGGGACGGGCGCCTGTAAAACCATCTTCTCATGAGGCTGA 

GGTAGGAGAATGGTGTGAACCCAGGAGGCGGAGGTTGCAGTGAGCCGAGATAGCGCCACT 

GCACTCCAGCCTGGGTGACAGAGCAAGGCTCCATCTCAAAAAAAACAAAACAAAACAAAA 

AAAAAACAGTCTTCTGGCTACTCATTAGGGAACTCTGAGCCAATTACTTAACCTCTCTAA 
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GCCTCATTCACAAAATATTCAAACATACCTCGGTATAAAAATGAATGATCCCCTATCCCA 
CGATGTATACAATTAAGATCTGTCCATCAAAAAAAATAATACACTCTGGGCCACCCATGC 
AGTGGCTCAAACCTGTAATCCCAGCACTTTGGAAGTCGAAGTGAGAGGACTG 
>SEQUENCE:7882:prostate_MPM2000-004P6_Table5 

TAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAA 
GGCGGGGGCTGTGGCGGGGCAGTCTGGATCGGCCGGATTGAGGCAGGGGCGGTCCATGT 

A 

ACCATGACCAACCTCAGCCTTATTCAGCATTTCCTCCCAGCTGTCCACTTGATAGTTTAT 

TTTCTTTAACTCTTCCAGGAATTCCAAAGGGTCGAAGTTTGTCCACCGCAAAGGAGGTTT 

ACCTCTGCAAAAGAAATTAGGAGACGAGACCATGAAAAGAGCCTTCTAAACGCATCGTAA 

AGTAACACGGCTGCGCCCACTGCATCCACCTTGTAGGAGGTTCCTGGCAATGCTGCAATT 

CTG GG ACTCTGG CATC AAAAC AAATG CTCCTTTCC AG C ATATCTG C AT AAA A ACTT AG GT 

CAGGAAAATAATTCATGACTGAAGATGCTAAGCAGAGAGAGGACTCATAAGTTAATGAGG 

GCACTGAATAATCTTTAATTGCT GATATTGTATATT TAATATCTACATACAAAATTAGCC 

AAAAAGACAGATCCAAAATTCAA I I I I I I I I I I I I IAAAAA 

>SEQUENCE:7883:prostate_MPM2000-004P6_Table5 

TAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAA 

GGCGGGTATGGCGAGGTTAGCGAGGCTTGCTACATGTCATC AGAAAG CTATTCTTGGGAG 

TTG AGTGTG AAGTG CTTG AAATGTG AAATGC ATGTGAACGTTA I I I I l ACCGTGTACTGG 

AAGAAGATATAGATGTTGTTGTCTTCCTTTATTCTTCACAATTAAGTGCATCTAACTGTG 

AATTGTATATGGAATTACGTTATCCACCTTATACATATATTTACCTGCTTTGATGATTCT 

CTGTATCCCAAATAATACTGATGCATGCTGATAACCACTCGAACGAGTATATATATTTAC 

ATACATGGAAGAATAATATATTATTCTGAATACTGCTTGAGTTTGACCAGTACTACTGGA 

GTCAGCAACTTTTTTAATATAAGAGAAGGTAGTAAATATTTTAGGCATTGTGGACCATAT 

G G G CTC AGTTG CAACT ACTT AAACTGTG CT ACAG GAG C AC AAA AACAGC C AT AG ATA A AT 

TATAAACAATGGGCATGACTGTGTTCCTATTAAACTTCATTTACGAAACTAGGCCGCAAA 

CC AG ATTTG G CCCACAG G CTTTAGTTTGCC AACCTCTG CAATG GTG CATG 

>SEQUENCE:7884:prostate_MPM2000-004P6_Table5 

AGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGA 
GTACTTCTAGAATTAATTAAGGCGGGGGCTTAGTGTCGACTTCAATAATTGGAAAGACTG 
GGAAGATGATTCAGATGAAGACATGTCTAATTTTGATCGTTTCTCTGAGGTAAGTTCCTT 
TAAATGGACCTCTCCCCATTCGAAGCACACGGTACCTGT CTATGT AGTCAATTTAATATG 
GTTTTGGGCACCTAATGGTATTCATGATGCATGTTATTTTATTTTTAAGACCATTTTGCA 
GTCATAGTAAATAGATGTTAACAATGGCAATTTTAATCCTGAAGTTGAACCATTTTAATG 
ATTTTAAA AG G AATT AGTGTT AG CTACAAAAGTT AC AA A AGTTA ATG C ATTA AG AC A AAC 
TAACACAGCTAGTTTGCTAATTTCATCATTGGGACTTTN I I I I I I I I I I I I I AAAGCATG 
ATTG C AGTAGTTG ACTT 

>SEQUENCE:7885:prostate_MPM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAG 

GCGGGAGGGTAACGAGAATGCATCTCTACAAAAATAAAAATAAAAAAGTTAGCTGGACGT 

GGTGGTGCATGCCTGTGGTCCCAGCTACTCGGGAGGCTGAGGCAGGAGGCTTGCTTAAGC 

CCAAGAGATTGAGGCTGCAGTAACCTGGGATTGTGCCACTTAACTCCAGCCTGGGCAACA 

CAGTGAGATCCTGTCTCTCAAAACAAAAACAAAGAAAAAAAAAAACGGGGCCCCC CCCGG 

GGGGGACCCCAATTCTCCCCTATAGGGGATATTAACACCCCCCCTTACGGGCTGG I I l l l 

AAAATAAGGACATCCCGATGGTGCAGCCGCTATTAAAGGTTCGTTTGTTCAACGATTAAA 

GTCCTACGTGATCTGAGTTCAAACCGGAGTAATCCAAGTCGGTTTCTATCTACTTCAAAT 

TCCTCCCTGTACGAAAGGACAAGAAAAATAAGGCCTAC 

>SEQUENCE:7886:prostate_MPM2000-004P6_Table5 

TACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAAT 

TAAGGCGGGGGCTGCAGTAAGCCAAGACCTCACCACTGCACTCCAACCTGGGCAACAGAG 

TGAGACCCTGTCTCAGAAACAAAAATAAGAAAAGAAAAGAGATATG GAAGAG TTGCCTGT 

TTTCTACAGTACATACTAGAGGAAATAACTAAAACGTTGGTTAAATA 1 I I I I l GAACTTA 

AAAAAAAAACCTGCAGTACATGCAAGAGGTGGCAAGATACTAAGGAATGCTCAGATCAAA 

AGCTAAGTCATAGCAGGAACCCAGAACAAGTAAGCAAGGGCTCCAAAGACAGCTTTCATT 

TCCAATGCATTTGCTCAACCCCAGTGAATTTGACCTTTTCTCTGCGTGAAGAAATGCAAG 

GCCGGGCACAGTGGCTCACACCTGTAATCCCAGAACTTTGGGAGGCCAAGGTGGGTGGAT 
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CATGAGTTTAGGAATTCAGGAC 
>SEQUENCE:7887:prostate_MPM2000-004P6_Table5 

CCCTACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATT 

AATTAACGCGGGGGGGGGGAGGGAGAAATTCATGGGAAATACCTGGGGCTAATGTACAAA 

TTATACGTTGCATAGTACCAACCTGCCACATGTATACAT CGATT ACTAA CCTGAA CAATG 

TGCACATGATCCCTAGAGCTTCTAGCATGCTTAAAGATGTTTTTATTTAG I I I I I AAACT 

AATGAACTCATTAGGGTGAAAATGATTTTTTACATTCTGTGCCAGTCTCAG GTCG AACAT 

TGTTTGTCCTAGAGTCTGGAATCAGCCACTTATGCCAATAACCCTGATTACTTTTGGTCA 

GAAATGATATTTAGAGATCAGAATATGATGCCAGTAGTACAAGGGATGCCGTTGCTTTAG 

TTCAGTGGACATTAGTAGAAAAATATTATTTCACTGAATCT AAGA TGTGGTCAATTATAG 

TTATATGTGTTACTAGGAAAGAAAAAAACAGTGCCAATTAATTTTAA 

>SEQUENCE:7888:prostate_MPM2000-004P6_Table5 

CCCTACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATT 

AATTAAGGCGGGCTTAGAGGGCCCCGCCTGGGGGTCAAGGTCCGCGTGAGGCTGTGGCAT 

GAGAATGACATGGACCCATGATATGAAGGTGGTAGGGAGCCAAGATCACGCTGCTGCGCT 

TAACACTAAACTGCGTAGCTACTACTCCATCTCAGGAAAACACAAGCATGGTGGCGCACG 

TCTGTCATACCGAACTGTCTTGATGCTGTAGCACGAGGACACACTGAACATGCCCAGGTT 

GAAGCCGCAAATAACCTAAATGCTGCCTTGGCGACTGAATGAGCCTATGATTCTTAACAA 

AAGAAAACAAGATAGAAATGAAGAACTACTGATACACACATGACTCACATGCATGATGTT 

AAACACAAGATGTCAGACACAAAGACTATATATTATATGAGTCCATTTAGATGTCATTCA 

ACAGACAGACCAAGCCATAGTC 

>SEQUENCE:7889:prostate_MPM2000-004P6_Table5 

GCCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGTGATCCCACTACCGATC 

AGCACGGGAGTTTTGACCTGCTCCGTTTCCGACCTGGGCCGGTTCACCCCTCCTTAGGCA 

ACCTGGTGGTCCCCAAAATACCATTAAGACATTTAAAAATGTCAGTTGTCCCTTACACTG 

CCTTTCTAGTAACAAAAGGGAAACCTAACAGAGTTTGGGAGAGTGGGGCAGGAGACAGTA 

G ACTGTCTG ATTTAAAG AAAATTAATCTAGTAAAAAAAA AATTAG CCGGGCATG GTG G CT 

CACACCTATAATCCCAGCACTTTCAGAGGCCAAGGCAAGAGGATTACTTGAGTACAGGAG 

TTTG AG ACC AG CCTG G GT A AC AT AG AG AG ACCCCTGTTTCT AC A AAAAATAAAAA ATT AG 

CCAGGTGTGGTGGCACATGCTGTG 

>SEQUENCE:7890:prostate_MPM2000-004P6_Table5 

TAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAG 

AATTAATTAAGGCGGGAGGATAGCTTGAGCCCAGGAGTTCGAGACCTGCCTGGGCAATAT 

AGCGAGACCCCCTTCTTCACAAAAAGGAAAAACACAGCAAAACAAAAAAACAAAGGACAA 

AGACCAGTTTGGATAGGATAACAAAAATTCTAGTTGGTAATTGAGAAATACTAATAGTTT 

AGAAAGATATGAATACCACTTTTAATATTTCTCTACCTTTATTCCAAGATAAATCATTTG 

GGTTTCAATGGGTAAGGTTATTCATAGGTCACCTATCATCATAGC CCTAC CCATGAGTGG 

G AT ATAGGCAAG AATACTATTAGGTTG GTG CAAG AATTATTG CTGTTTTTGT ATC AC AGT 

TACTTTTGCACCATCCTAATAGTATGCACAAAGTAGTTCTCTT 

>SEQUENCE:7891:prostate_MPM2000-004P6_Table5 

CT A A AG G G A ACA A A AG CTGG GTACCGGG CCCCCCCTCG AG AGTACTTC T AG A ATTAATTA 

AGGCGGGGGGAGGTGATACATAAAATTCAAACATGTAGTACAAAATTGATTTTTATCATT 

TTTTCTTAACCATAAAGGTATCTTTTAGAAATTAGTATTTCTTGTAGAAAAAGCACCTCA 

AGGTCAGCAATTCCTTAAGTTTAACAATTTTTGTTACGTTTAGGTAAAACCTGGCCGGGC 

ACAGTCGCTCACGCCTGTAATCCCAGCACTTTGGGAGGCCAAGGCGGGCAAATCACTTGA 

GGTCAGGAATTCGAGACAAGCCCGGCCAACATGGTGAAACCCTGTCTCTACTAAAATACA 

AAAATTANCTGGGCGTGGTGGTGCGTGCCTATAATCCCAGCTACTCGGGAGGCTGGGGCA 

GGAGAATTGCTTGAACCCGGGAGGTGGAGGTTGCAGTAAGTAGAGATTGCACCACTGCAC 

TCCAGCCTGGGC 

>S EQU ENCE:7892:prostate_M PM2000-004P6_Table5 

TAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAA 

GGCGGGTGTGCTCTTTTAGCTGTTCTTAGGTAGCTCGTCTGGTTTCGGGGGTCTTAGCTT 

TGGCTCTCCTTGCAAAGTTATTTCTAGTTAATTCATTATGCAGAAGGTATAGGGGTTAGT 

CCTTACCTCCGAGGGTTATTATGATGGTTAAGCAAGTTCATACTTCTAAAATGTTTAGCA 

TG CTTTCC AG C ACT AAT A AG C AC A AT ATGTTTGTTT AG AAA AGT AAA AT A A AT AG TCTT A 

ATTTGTAAAAATGAGGAAAACTGTGTACCTCATAGAGTTGTTGCAACCATTAAATAAGGT 
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AATAATTACAAACTACTTATGTAGTATTGTTACCTGATAAT AGGAA GTGTACCAAAGTAT 
TACTTATAAAAAAGTAATGAGAATATAACTCCAGAAATATAI I I I I AAAATTGAAAATTA 
I I I I I AAATTTT 

>SEQUENCE:7893:prostate_MPM2000-004P6_Table5 

TAACCCTTACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAG 

AATTAATTAAGGCGGGGTAGCTAGTTCAACCTAATTTGAATAATATCAATTTAGTTTCAA 

TAATATACAAACGCTCTGCTCCTATATGTCTCTCCCTCC CACTTC ATTATGGCATGAGCC 

ACCGCATCCAACCTTATGATGCATAATTTTAGAGATTGCTTTTTTAGACAA ATATT GAAC 

TCATGTATTAAACAGTTTAATGAAAACTCAGACTCTATCTGAATATGATCT CTTTT ACTT 

TTATTCTTAAGTTATACGTGTTTATTATAAAAATATTCAAATTAGTAGGGAATTTTTAAA 

AATGTAAAATTATCTTGTTCATCCTAAATCCCATTTTTCAGTAGTAACTACTGTGAACAC 

TCTTTGGGAGGGGGGAGGGGACAGGGTC 

>S EQU ENCE :7894:prostate_M PM2000-004P6_Table5 

ACCCTACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAAT 

TAATTAAGGCGGGGGGGTCATGGATATGAGATATGACTACTTTGCCCACTGCCTTACCAT 

TCTAATGGCTGACTGACACACCTGTCTGGCTGGATCACTGGCCCCATATCACGAAACAAG 

CTCTATGAACTTCATGAGATGGTACAAAAGCATTTGAGCACACGACCTATACAAAAGTCA 

GTTACCACGCCCGGCGCGGGCCTGTAAATCAGCGTGATGGGAACCATGATAGACAATGCC 

AGTCGAGGTCCTGTGGTCCCTGAAGAATATGAATGAAATCACTAAACACATACTGCATAG 

TGGATGGATTAGTTTGTGGTTCCTGGGATCTTCTGTGTATTCTGTTGAAGCTCAATAATC 

ACATTACTGCGGACCTCCAAAATTTTACAAAGGACTGCACACTTCCTCAGGTCCTGGGTC 

CTACGCCATCATCT 

>SEQUENCE:7895:prostate_MPM2000-004P6_Table5 

ACCCTACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAAT 

TAATTAAAGCGGGCGTCCTTTCATTG CTG ATATTCTCATTTAG GTG CTCAGG AATAG ACG 

GAAAGGAAGGTTGATCTCTATGGTAACATATATTGATTCTAA ATTCCA AACTAATGGAAC 

CAACCTTTCCATAGATACTTCCAAAATAGGTTTCAATCAAATGTTTTTAAGCTAATTAAG 

AGATGATCCATAAAGAAACCCAGACCAAGAAATAACTTTAGAGCAGGTTCTTATTTCTTC 

ACTTTCGTATTTTTCTTTTCTATTCCTTTCTTTTGTGGGGGAAGATGGGGATTAAAAAAA 

GTGAAAGGTTAAATTAAGCAAGCTAATAGTATTTTTGGGAAAAGGAAAGGGGGAGGCAAA 

ATTCCCTGCAAGAGAGGCACAGCCATAAAGTAGTTCCATAAATGTGCCATTTCTACAATG 

TACTTTCAAAT 

>SEQUENCE:7896:prostate_MPM2000-004P6_Table5 

CCCTACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATT 

AATTAAGGCGGGCATCTATAGGAGGCTGAGGCAGGAGAATCACTTGAACCCAGGACATGG 

AGGTTACAGTGAGCTGAGAGCACGCCACTGCACTCCAGTCTGGGTGACAGAGCAGGAAAA 

AAAAAAAAACTTATATATTGATATTTATA I I I I I I I I GTATAAAAAAAACAGCAAAGGGT 

TCCCCGTGAAAAGGGGAAATGCTGGGATCTATAATTTACTATATGAAAAAAAATGGCAAG 

CTGGCGTTAATAATACAAATGTAAAAGATGTGTCCCCGCCCCCGGACGGGGATGACACTT 

GGGCCCCTCAAAGGATTTAAAGGACACCCCCCCCCTGTGTCTAACAAACATGATGGTGCC 

TTGAGGAATACAGAATATTTCAATCAACTAAAAGACAATAGTAACATAAT 

>SEQUENCE:7897:prostate_MPM2000-004P6_Table5 

TAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAA 

GGGGGCATTGAAACAGAGACAAGCTGCCCGATGAAGCAACACCATCCAGTGCAGCTGGAC 

TGTGGACACCTGTGTCCTTAGGTTTTCATACATTGTGAGAGCTTCGTTTACAAAGTGCAT 

GGGATAAGAGGAGGGGCACCCCAAAAGAAGGAAAGCAGGAAAAGGCAGGGACCCCAGAG 

G 

CTCAGTCTCTGCAGAGGGTATTACTGCCTCACAGATGTTGGCCAAAGAAAGTTACTCACA 

GAAGTGGAAGGTGATGGGATGGGCTTTGGGGATGGAGGAGAAGCTGGATGGGAGGGGCT 

T 

ATGCCCATGTTCATTGAGTCAACGCTGTGGTGCTGTAGGTACCACGCTGAGCACCAGGAA 

CTCAGTGGAGAAAAAGACAGAAGTA 

>S EQ U EN CE: 7898: prostate_M PM2000-004P6_Table5 

CCCTACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATT 

AATTAAGGCGGGAGCTATAACGCAGACCTCAGATAACCTAAGAGCTGCAGAAACAATTTT 

AAAATCTTATTATAACCAGTATCATTCACCAGGTAATTAAGAGAATTTAATTTTCACATA 
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AG CCTC AA AG C AAC ACT AAG AAG A A AATG AAAC ATCTTT A AC ATGTA AG A ATTT l l l l l A 
TTCTTTTGGCI I i I I I I I I CAAAATTAACACAAAGCTAATAAGCTGAATACACAATGCAA 
AGCATCCTAAATCTTGGGCAATAACAAAATCTAAGATCCTAAGATCATGATATTTAAGGT 
AGGAAAAAAGTAATCAGACTAGACTGGGCGCGGTGGCTCACGCCTGTAATCAATCCCAGC 
ACTTTGGGAGGCAGAGATGGGTGGATCACCTGACGTCGGGAGTTTGAGACCAGCCTGACC 

AACATGGAGAAACCCCAT 

>SEQUENCE:7899:prostate_MPM2000-004P6_Table5 

TGATTACGCCAAGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCC 

CCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGTGTCACTCCTTGCCAAAGCTTTA 

GAAAGCCTTCCTCTTCAATGATCCCTAGAGCTGTGCGCACCATTCCCCTATAGGGGGCAG 

ATTCTCTTGCACCGTCTCCCAACCGAGCAAGAGCTGCTTCTCCTTGCATTTGGAGTCGAG 

TTTTTGTGAGATCCAGGGGAAAGGTTGCTAACAAAAACACAAATGCAGGGAAAAACCCAC 

AACATTCAGAGAAACAAACAAAAATCTAAAATCATAGGAGTAATATTTTCCCAAGACTGG 

TTGTTCTCAAATTTTAGAATATATCAGAATCAGCTAGGGAGATTTTAAAAATTAGAAATT 

TCCTAGCCCCGTGCCCATGGATTCTAATTCAGTAGGTTGAAGAGGGTTTAGAAACTTGAT 

TCTCACACAGTCCCAAATTTAAGAATCACTACGCAAGAGCATCCTGGATCACTAGC 

>SEQUENCE:7900:prostate_MPM2000-004P6_Table5 

GCCAAGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTC 

GAGAGTACTTCTAGAATTAATTAAGGCGGGGGGGTGGGATTCTTAGACCTAGCCATGCAA 

CTCTAATTCGGTGTGCCTTGTTTTTCTTTCTCCCTTAAGTTGATTGGCTGCATAATCGGG 

CGTCAAGGCGCCAAAATCAATGAGATCCGTCAGATGTCTGGGGCGCAGATCAAAATTGCG 

AACCCAGTGGAAGGATCTACTGATAGGCAGGTTACCATCACTGG ATCT GCTGCCAGCATT 

AGCCTGGCTCAATATCTAATCAATGTCAGGTAAGATTGCTCTACCTTTTGTCTTATTTAT 

GCCAACACAGTAATGTGTGTGTTGGGGAGAGCTGCAGTGTGAGAAAAATGGGTGTTTCCA 

GAATAAATGGTAATTGCTGCCTCCCAGAAACTGCCTTGCTGTCCTTATTACTCCAATGTC 

CTTATTACAATTAAGGGTGCTTTGGACTTCAAATCAAATCAGTGAAAGAAATAGTAATCT 

ATATGCTATGTAGAACA 

>SEQUENCE:7901:prostate_MPM2000-004P6_Table5 

CTACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAA 

TTAAGGCGGGCATTCTTTTGAGATCAATTTAGTAAATTAACTAATTTCATAAATTGCAGA 

CCAAAAATAATTTGGAATACTAGGGCAAAAATCTTTTCAGTTGTTAACTCTTTTAAAAAT 

CTGAATTAAAAGTCATATTAATTTATTGAGTAGTGCTTATTTCACTTCCTAC I I I I l l AT 

ATAGAGAAATATAATTTGCGATCACTGATTTATAACATTCTTTTCTCAGACAGGAGACAA 

TTTATCCAGCATGTTGCTAGAAAATCTAACTGATAATGAAAGTGAAAATACTAATCTTAA 

GAAGAAGGTATTTGAAAAGGAGGCCCATATCCAAGAACTTTCTTGTTTGTTTCAGAGTGA 

AAAGGTAAGCAAAATTTGAGCTTTTGAGCTTAATTCATTATATTAATATTGACTCCCTTT 

TTTTTCCCATCCTGGCCCCAACTCCTCAGAAATAAACACAGAAAAGTGTT 

>SEQUENCE:7902:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGCGGGGTGTGTGTATATATATATGTATATATATGAGAGAATAAGCATGCATAATTACC 

TTTATTACTGAATACTTTCTGACAGTGCAGGAGTTTTTCAAAGAGGAGAAATTGTGCTTA 

GTCCAGCCAAGCTGTCATACTTAAAAGAGGTTTATAATGAAATCTGTTGCATCTAATTGT 

CCTTTAAAGTAGACATGATTTACTGGAATCCAAAACTGGAAAAGTTAAGATGATGCTTTG 

GGCACACATAAAAACTTGGTTAAAATTTCATTTTAAACTAGTAT ACTGA AGTGGTAAGTG 

ATGAATGATTTCATGACTTGTTAATGGACATTCTTGGTACTAAG Mill CCTAGAAATGA 

TTCTAAATATGTAAATGCTATTGGGGTAACACTTTAATACCCCATTTCAACAAGGAGTAC 

C 

>SEQUENCE:7903:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTA CTTCTAGA ATTAATTA 

AGGCGGGGTATGAAAGCAACGCAATCACAATTATAATCTGGCCATA AAAAGGA 

TACAGACTTCTTATTAGTAAAGCCAAAATCACTAATCACACATCCATGAATAGTTATGCT 

G ACTTTTTAAAAACTG AG CAAAATTGTCA AG G G AGGTTAGCACCAAG CCTACC AGCATTC 

AGACACATTAAAATTCTTAAATGAGACAAGATTATAATCTTTAAATAAAAGTGTGTGTGT 

GTGTGTGTATATATATATATATATATATATAGAGAGAGAGAGAGAGAGAGATATATACAC 

ATCAATGTGTATTTTTTTGTTGAAAAAAGAAGATCCTACACAGAGTTCTCAAGTGATGAC 

TATATAGAATATATTTGCTATATCTAACACTTGACAAGATAGAGATACATGGGGGGGG 
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>SEQUENCE:7904:prostate_MPM2000-004P6_Table5 

CT A AAG G G AAC AA A AGCTG G GTACCG G G CCCCCCCTCG AG AGTACTTCTAG AATTA ATTA 

AGGCGGGTGCTGGTAATAACGGCGTCACGTTTGCGATGGACATCAAGAATCGAAAGGACT 

ACT ACGGTATCTTAATCTGTCCCAATCTCTAACTTTTGCATTTGATGAATGAAAAT ATTA 

TACACAAAGGACTCTAGGTCATCTGTCCTGACTTCGCTCCCGTATCCATAGAATCTAAAC 

CTCTCATG G CG CGTTACCAATG CCTGCG A ACG AACCTCTATATT ATG G CCTA A ACCTCG A 

CTAAGTTATGCCTGCCTTTTTTTACTCCCTGCTTTCTTCTACAAGCCACACAACATTGCT 

TATAAAAGGTACTTTTATTACTATTTTTAGAATATATACACCCCATATGTAAATTACCCT 

CACTTTTAAAGTAATAATAGTTCCTTCACGGNAAAAAAAAAAAATAAAAAAATAAATNCG 

GGCGCCCCCCCCCGGGGG 

>SEQUENCE:7905:prostate_MPM2000-004P6_Table5 

AGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGA 
GTACTTCTAGAATTAATTAAGGCGGGGGCTACTGTGAGTGACAGCAACAGAGACCAAGGA 
GTAGAAAGAGGGAAGTTTGAGGGGCACAATGGGGCAACTGAGGGGCAAGGAGATGGGAG 
A 

CTGAATAAGTATATAGATAATTTGAACAGTATGATTAACATACTCTATTTAATGGTCATA 

TATGGAATGTTGCACCCAGTATCTGAAAAATATAGAATCATTTCAAAAGACATACAGCTA 

CCAGAATGGCTAAAATTGAAAAGAATAACAGCATCAAGTCTTGGTTATATCTACAGCAGC 

TGTAACTCTCCTACATTGCTGGGGGTAGGGGGTAAAATGCTACAACCATTTTGGAAAACA 

GCTTGGCAGATTCTTAGAAAGACAGGCATACATCCACATGACGGCTAGCAATTCTACTCA 

TAGGTATTTAGGTAATA 

>SEQUENCE:7906:prostate_MPM2000-004P6_Table5 

GCAATGTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTAC 

TTCTAGAATTAATTAAGGCGGGAGGATAGCTTGAGCCCAGGAGTTCGAGACCTGCCTGGG 

CAATATAGCGAGACCCCGTTCTCCAGAAAAAGGAAAAAAAAGAAAAAAAAAAAAAAAAAA 

AAAAAAAAAGGGGGGGCCCCCCGGGGGGGAACCCCAAAACCCCCAAAAAAGAGGGAATTT 

AAGCCCCCCTCATGGGCGGGGATTAAAAAAAANGAGGGAGCGGTAGGAGTACTAACCTAC 

AT AAA ACG AG AC AACG ATCTTCT AGTG AA AAAAG ATG CAATCTG GGCTGGTGCTG CTCCT 

GGGTACCAGCAGCTCTTTCTCCCCGCGCCGTAGCTGGAAGTTCACTCCACTCAGGAGGCT 

GAGGCAGGAGAACTGCCTGAACCCAAAAGGCGAAAGTTG 

>SEQUENCE:7907:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATT AATTA 

AATAAAAGCACTGAATGAAATGATACAAAAAACATTTTATCACTTCAAGTGGTAAAAGCT 

TTTCTAACTAAGAGTTTTTAAGATTTCTGGACTTCATATTGACATATTTAACTATATAAT 

AATCAGAAACTCTATATGCAAAAAAAAAATCAAAAAGTAAATTAAACACTTAGAAAAATC 

ATTTGCAACCCATATCACTACATAAGCACAAATAGCTTCCTGAAAAAAAATTTTT AAAAG 

AAAATATATCTGCTTGTGGGAACTAGGGCGAANNANAAAAAANNAAAA AAAAAA AAANNG 

GGGGGCCCCCCCCGGGGGGGGCCCCCATTCCCCCCTTTTGGGGGGTTTTTTCCCCCCCC 

C 

CCCGG 

>SEQUENCE:7908:prostate_MPM2000-004P6_Table5 

AGGGAACATAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGC 

GGGGCCGGGCTATGTGGAATGATTGTGCGCATCGGCGACAAATATGTCGACCTGT CTGT C 

TACACCAATATTCAAAAGCTGTGCAGGGCTATGCAGGAGATGGCTAACACTGTCTGTTTT 

CTACCATACACTGAAAATACTTAAACTTGTACAACACTAAACATCTTCTGACACAGACAT 

TTTTAAGACCAAATTCTTTGGAACTACCAGACATGGAATCTAAAATAACTGTTCAGTATG 

TTAAAATCTCTAGTTGAAAAGGCAGGCAACTTGTATGGTCAGGTAGGATATTTCAGCAGA 

GAGATAGACACTGTATGAAAATAAAATAAATGCGAAGAAAAGAAAATAAATAGTTTATTG 

GCCCGGCCCCCCCCGGGGGGGACCCCCATTCCCCCTTT 

>SEQUENCE:7909:prostate_MPM2000-004P6_Table5 

GCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCC TCGAGAG TA 

CTTCTAG AATTAATTAAGGCG AGTG GCGTTG CG GTTGTAAG G AAAAAATTCTG I i I I II I 

TCTGCCCCTAATAATACACTTTGGAGGTAGACCCCTGGTTTAAATCTAAGTCTAGTTTGA 

GGAAGTCACTTAACCTTTATTGAAAAGACTCTGGATTTAATAAGCTGTGTAACTGGTACT 

CGATAGTTACCCAAAGTTCAGTCTAGATGGCACAAACCACCTCTCAGGGAATAAACCCTA 

AGACATCACTTAAGGAGGACTTTCATTATTTAATTTTGAACTTGGTTTGTCCTCTCTGGC 
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C AT AAAACTTG ACAGTCC ATG AAAGGTAAG G C AAAATTTTT 
>SEQUENCE:7910:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

ATGCGGGGAAGGGGCCGTTGGCCTGCCGAGCACTTGCTATATCTAGAGTATAGGACACTG 

AGCCTTGGGCCTCTCGTATATGCTAGACCGGTACATATCCATCGTAGACTTATAACCGTC 

TTTATTCCACAGCCCATAACAATTATCAGCCACGACTATCTGGCATGAAAAGCATATCCC 

AGATCTGTCGATCATCCACCAATTAACCTGCCATTACCCTGGTTCAAACCACCATTATCT 

CTCACCTGGATTACTATAGTAACCTCCTATCTTGTCTCTCAGTTACCCTTTTACACATCC 

TTTTGCAGTCTTTTCCAAACAGCCTGAGTGATCCCTTCAAAAAGTAAGTGAAATATTTTA 

CTACTTTGCTGAGGACTCTCCAGTGGCTCTTCATTTCACTCAATTTAAAAGCCACTGGCC 

TAAAAGGGCGTATAGGATCTGACCACCTG TTAG TTTTTTCTGTGTTACCTTTCTACTTTT 

ATTCTTTTCTTTAGGCTTTCCACTTCTATTCTTTTCT 

>SEQUENCE:791 1 :prostate_MPM2000-004P6_Table5 

ACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 

TTAATTAAGGCGGGACACGTGGACATCATGGCCTACACTGCGAGGCACCAGGAGGAACTC 

CTCTGTATCTTTAGCTTAAAGGCTGAGCCCGAGCCTGATCAGCTATAACTGCACACGCCA 

CTATTTGGGAAGCTGGAGGAAGAGACAGCCAACCACTCGCCACTCCCAGCGCAGTCTCTG 

GAGCATCACTGTCAGTGCCCATGCCCCGTCCTCACCTCCAGATCAGGGCGTGAGCTCAAA 

AAGAACCCCCAGAGATTTGCAGTCACAGCGAAGGTGTGCTGAGTCCAACGGCACCTGAGG 

ACACTTTCACCACATCTGGGATGCCGGCCGCCAAGAGCAAGGGCCCCAGGGCCTCCAACA 

AATTAGTGGGTTAAGAAAGAGACTTGTGTGGGGAAGGCAGACCCTATAAATAAAAGAGTT 

TTAACAGTATAAAA 

>SEQUENCE:7912:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 
AGGGGGGGGAAAAAAGGAAATTTAAGAAATTAAAATCTTAATATCAAACACAGCGAAGAA 
AG A ATTAG C AAACTG G AAAATAT AT AC AAAG AGG AAA ATG G A A A AT ATA AAG G AC AT ATT 
AAAAG ATATT AAG ATAATAAG AAG GCCTAATATATATATCTAATCTG AGCCCAG AAG C AG 
AATGCAAAGAATGAAGAAAAAGCAATATTTAAAATGATAATTTTAAAAATTGCTGTATAT 
TTTTCTGAACTGATGATAAACATGAATACAGAGATCCAGGAAGCACAACATATACCAGTA 
GGTTAAATAAAAAGAAATCCAGCTGGGTGCAGTGGCTCACGCTTGTAATCCCAGCACTCT 
GGGAGTCTGAGGTGGGTAAACTGCTTGAGTCCAGGAGTTCGAGACCAGCCTGGTCAACAC 

A 

>SEQUENCE:7913:prostate_MPM2000-004P6_Table5 

AAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGA GAGT ACTTCTAGAATTAATTAAGG 

CGGGGCGTCCACTTGGTGCCCTGGGCGGTGCTGCTCTTTTCATCTGAAATTAACATGTCA 

TCTGCCTCTTACTCACACCCTGCATTACTTGTCCTATGCCCTGCGTTCGCGACATTGCAC 

ACCTCCTCGATTATCTGCCTTCAGTTCAGAGATTTGTACGTTTTGGTGTCCGCGAGTCTC 

ATCTATACTAATGTTTGCACATGGAATATCACCTGAAAACTTGTGTTAAA GTTCT ACAGC 

G CG C ACTGTT AACTG AACGTCTTTTTCTTCAGCCTATACG CG G ATCCTTGTTTTG AG CTC 

TCAAAATCACTCCCACCACATTTTGTAACTGCTGCTGTTGCTTTCTACATACACCTTATA 

AAGTGACATTTCAAAAGAAATAAGGTGCCACAGTTNTAAACCAGAAGGTGGCACTCTGTG 

GCTCCTTGT AGTATTATAGCT ATACTG G G 

>SEQUENCE:7914:prostate_MPM2000-004P6_Table5 

TGATTACGCCAAGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCC 

CCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGGAGGACTTCTTAAGTGTGCCGCT 

CGGGAGCCTCCCGCTCGTCCCGCCCCGAGGGGCGTGAGGAGGGGAGGGGCTGCGGACT 

TC 

GGACTCGGGCCTGGAGACCGCCTCCTACCCAGAGCCGGAGCCCGCAACCCGCTCAGGCG 
G 

CGACGGAGCCATGTCGCCGCTGCTGGGGCTCCGGTCCGAGCTGCAGGACACCTGCACCT 
C 

GCTGGGACTGATGCTGTCGGTGGTGCTGCTCATGGGGCTGGCCCGCGTAGTCGCCCGGC 
A 

GCAGCTGCACAGGCCGGTGGCCCACGCCTTCGTCCTGGAGTTTCTAGCCACCTTCCAGCT 

CTGCTGCTGCACCCACGAGCTGCAACTGCTGAGCGAACAGCACCCCGCGCACCCCACCTG 

GACGCTGACGCTCGTCTACTTCTTCTCGCTTGTGCATGGCCTGACTC 
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>SEQUENCE:7915:prostate_MPM2000-004P6_Table5 

TAAATAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAA 

TTAAGGGGGGAAGACAAATATGGAAACAAATACTATGATGACAACATGCAATTTTTTGGC 

CGTCACCGATGGGTTGTATATACTACTGATATGAATGGCAAAAACACATTCTGGGATGTG 

GATGGAATCATGGAGCCTGCTGAATGGCATAGACGGCTTGACAGGATGACTGATGATACT 

GCAACAACAAAACCACTTACTGCTCGTAAATTCATTTGGACGAACCATACATTCAACGTG 

ACTGGCACCCCAGAACAATATGTACCTTATTCTACCACTTGAAAGAAGATTCACGATTGG 

ATCCCACCTTCAACACCTTACATGTCAAGACAATGAATAACATTTGACACATGCTAAATA 

TGGAGCTTTTCATGTAATTACTCTTTAACTGTGTACCATTCACTATAATTTACAGTTAAA 

ACTGGGTGACTTCTGCTACCATCGCCTTTAAAAAATCAACATTCCCTTAGGAATAAAAAT 

AAAA 

>SEQUENCE:7916:prostate_MPM2000-004P6_Table5 

ACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATT 

AAGGCGGGGTATTTGGAGCTTCTATAGGAGTGGAGAGGGGCAGCTCATTGTTGAGAGTTG 

CATGCTGCAACCTAATGGTCAGCAATGAAATAAATACTTGTAGAATGTTCACTTCCATAT 

AGTAATCTATACTTTTTTCTCTCATTTCCTTCATTTTTTGAGCCGTAAGTGTAAGGCATT 

TTGCTGGTATTATTACAATGGTTATGAGGAGTTACTTTGCTTGCCCAAGGTCACATAGCT 

CGCAAGTTAAAGTAGATTCAAATCCAGGCCTGCTAGATACCAAATTATTATTTAAGAGTA 

CTTTTCACTACTCCTAAATAATGACACAGATATGTTTGTCTTACAC ATTTC ACTTTATTG 

TCAAGTTATTAGTATGTTTATTTTCAAAAGGTATTTTTTGCAATTTGTTTTT ATTAIN 

GTACTTTTTAAATTTACTTCATTATCACGT 

>SEQUENCE:7917:prostate_MPM2000-004P6_Table5 

ACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 

TTAATTAAGGCGGGGGTGGTACGTTGAGACTATTCGGATATTATACTCCTCTGCTGTGGT 

AATCTGCCTGACTGAACCTCTGCATGGCGATTATTCAAATATAGATGATAGGTCCCATGG 

AAGATTCCTACGTTCTTTTCGATCAGAGGACATAAATTCAAGCCCGAAGAGTGGACTCAA 

AGCCGAATAGACGGGCCATGCAACGTTCTTCTGAAGGCCTGATGTTCATCCTTCAAGGCC 

TTAAAGTCAGAGGTAAGGTAGCAACAGAGCTCGAATGGGGCAATGCACTCTTACCCTCCT 

TCTGAACTTTTATTTAAGCCGCGCTAAATGTTTTCTTTAAGGGAACCAGATTTAGTTCTT 

TACAGAATTTTCCAGTGAAATAAAACATGTTGTNNTNNANAAAAAAAAAAAAAAAAAAAA 

AGGGGAAAAAAGGAGGG I I I I I II I GAATAAAAATAGAATATTTTGCCCCCCCCCCCCCC 

GGGGGGACCCCCCCCCCCCCCTTTAGGGGAA I I I I I I CCCCCCC 

>SEQUENCE:7918:prostate_MPM2000-004P6_Table5 

AGCGGGGGCAGGAGAATCACTTGAACCCAGGAGGAAGAGGTTGCAGTGAGCCGAGATCAT 

GCCACTGCACTCCAGCCCAAGCGACAAGAGCAAGACTCCATCTCAAAGAAAAAAACAAAA 

CAAACGTTAAGTATCAGGAAGACTCTTACCTAAACAATTAATTTATATTATGTGTCTTCC 

TTTTCCCCTTCTGGAATCCAATTTTCTTCCCAAAAGTTGAGGAAGTGTAAGTAATATAAA 

GGCCACATCAATTGTAGAAAGGAAGAGCTGCTATGCATGTGCTA ATAGTA ATAATGATTA 

ACAATTGCCATATATAGTAAAAACAGTGTAAAATTAAAGACCAATC I I I I I AAAAAAAAA 

AAAAAAAAAAAAAAAAAAAGCGGCCGC 

>SEQU E NC E :79 1 9:prostate_M PM2000-004 P6_Table5 

ACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 

TTAATTAAGGGCGGGGGTCTATACATTCCTGAGATTCTGGGAAAGGTGCTCAAAGATGTA 

CTGAGAGGAGGGGTAAATATATGTTTTGAGAAAAATGAAAAAAAAAAAAAAAAAAAAAAA 

AAAAGGGGGCCCCCCCCGGGGGGGGACACCAAATGCCCTTTTAAGGAGATTATTAACCCC 

CCCCTCAGGGGAGGTTTTTAAAAGAAANNANAGAATGGATGGTATAGTCAAAATGCTGAA 

AGAACAAAACCTGTCAGCTAAGAATACTGTACCCAGCAAAGCTATCCTTCAAAAATGAAC 

GTGAAATAAACTCTTTCCCAGACAAGGAAAAGCTGAGATAATTCATCACCACTAGATTGG 

CCTAACAAGAAATGATTATGCTGAGTCCTACAGCAAGAAGTGAAAAGCAGGTAATTACTG 

TCATGAAAACATCAGAAATTATAAAACTCACAGATAGAAATAAATTTGTAATCAAACTCG 

TAATACTCCAATACTATGATGATGCTTGGTAAATCTT 

>SEQUENCE:7920:prostate_MPM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAG 
GCGGGGGGTGCTAAGGGCATTAAAAAAAGTATAAGCAAAAGGACAACAGAAACATAAACC 
TTCCTAAATACCAAATTTAAGATTTTGTTTTTAAAGAAGAGCACAGTAAACACATTATAA 
CGAAAAACAGACTAAATGTAATAAATATAATAATTACAGCATAAAATAATCTGGCAGGGT 
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TGACAGCAAACATATTCATCTTAACACATGTGAAAGGGCTTACTTCACTTATTAAATGGA 
AAAGATCTTCATTTGGGTTCATAAAGAACCAACTATATGCTCTATTCAAGAGAAACACCT 
AAAACAATTATTTAGAAAGGCTAAAAATAGGCCGGGCGCAGTGGTTCACGCCTTTAATCC 

CA 

>SEQUENCE:7921:prostate_MPM2000-004P6_Table5 

GAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAAT TAATT AAGGCGGG 

GTGGGGCCAGGCTAGAAAAAAAGCAATACAACAAAAAAGGAAGTCTGATTTTCCCAATTA 

TAATTCTCAATTTTCTTAAGAAAGGACAAAGGGGCTTTCTGAGCTTCCTGTCATTCACAG 

CGCTCACCTGTTCAAACAAGGGCTGCTATGGCTCTCCCTCCTTCCCTATCTCCACTGACT 

TCTACCTCCTTTCCATGTCTGCATTCTCCAATCTGACTGGCCTCAGGTGCTTATTATCAG 

CTTCTGATTCCATCTCTAAGTTCTTTCTCACTTTCCTCTACACTCCCTCAAGTTTCTCTT 

CAGTCTCATTTCATTCAAGATTGTCAGGTACCATCTGTCTACATCTCTATTATCTACTGA 

GCATTTACTAGGCATCATGCTAGGTGAGGTGCTTTAGATAAATTATCTCAC 

>SEQUENCE:7922:prostate_MPM2000-004P6_Table5 

T AACCCTC ACT AAAG G G A AC AAAAG CTG GGT ACCG G G CCCCCCCTCG AG AGT ACTTCT AG 
AATTAATTAAGGCGGGGGTTGCATTCCTAGCGGCTGATGAAGCACACGTTGGACCGGCGC 

TG AT AT AG ACC AG ACG G CTG ATGCCATTG CATC ATGTT AAG AG G ATG ACGTCCACAG C AC 

GAGCTAACTTTACTCTGTATGGGTGCACCCACTACAGGATCCTCCAGATTAATCAGGTAG 

GTCCTTAAGGACCTACAGCCATACTTATACTCGCACACTCTAACACTGGCAGACTTATTC 

ACCCACCTGTCAACATGCGACAGATGACCGAGACAGAAAGTTAACAAGGATACCCAGCGG 

TTGAATTCAGCTGTGCACCAAGCAGACCTAATAGACATCTACAGAACTCTCCACCCCAGA 

TCAACAGAACATACATTTTTCTCAGCACCACACCGCACCTATTCCAAAACTGACCACGTA 

GTTGGAAGTAAAGCAC 

>S EQUENCE:7923: prostate_M PM2000-004P6_Table5 

TACT AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGT ACTTCT AGAATTAAT 

TAATG CTTGT AG G AC AT AAT A AT AAC AATTG AATGTCTG CAC AGCCG CTTTCC AC ACAG A 

CATCATAACAAAAAATTTCCACCAAACCCCCCCTCCCCCCGCCTTAATTAAGGCGGGCAG 

AGCTCTTGCGACTTACTCACCTCCCAATTGCTACACCTTTTAATACTGTTACATTGGGGC 

TTACGTTTCAATGTGAATTTTGGAGGAGATGACATGATTCAAATCGCAGCACATGCTTTC 

ATTTCTTTGGGGTCGATATCTTGGAGTGAACTGGCTGAGTTATATTG TGGG TA TGTGTC T 

AACTTTTAAGAAACTGACAAAGTTTTTCCCACCAG CAGTG TATATGAGTTTTAG I I I I l l 

CATATGCTTGCCAACACTTTTATGATCACTCTAGAATTTTAGTTATTCTAGTAAGCGTGC 

AGTCGTATCTCATT 

>SEQUENCE:7924:prostate_MPM2000-004P6_Table5 

AACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGA 

ATTAATTAAGGCGGGAGAAGAAACGGCAGAATAGCATGTTTACAGACAATAAAAGCACAC 

TAGAAAGACACACCTACAGATCAAAACCTTAACTGTTTCAAAATGTGATGAAAGACATTA 

AGAAAATGATAACAGATATGAAACTACATAAATCAGAAGTAGAAAAATTCAGAAATGAAG 

TGACAGAACTCAGAAATGTATTAGAAATGAAAGGAAAAATCATTTCAGAATGAAGATTAA 

AGGATAATAAGCGATTGAAAAATATGCAATGAGCAAAAAAAGGGGCCCCCCCCCGGGG 

>SEQUENCE:7925:prostate_MPM2000-004P6_Table5 

AACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGT ACTTCT AGA 

ATTAATTAAGGCGGGTTTAATAGTATTCTTAGCTGAAGAAAAAATTAGTAAACTAGAAGA 

TAGATCAGAAGACAATATCCATACCAAAGCACAGAGAGACAAAAGGATGGAAAATGAAAA 

GAAAAAGAAAAATATGTAAGAGACAAATGGGACACTGTTAAAAGTCTAAAATACTTATAA 

TTGGAATCTCGGAGAGGAGAAAGAATAGGTCAGAAGCAATAGTAAAAGACATAATAACTT 

GAGAATCTTCCAAAACTAATACAGACTTGCATATTTGAGAATCACTGTAGCTCTAAGCAG 

AATCAATACCAAAAAAAAAAAAAAAAAAAAAAAAANNGGGGGGCCCCCCCCGGGGGGGGC 

CCCCAATTCCCCCTAAAGGGGGGGAATTACCCCCCCCCCCGGG 

>SEQUENCE:7926:prostate_MPM2000-004P6_Table5 

TACT AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATT AAT 

TAAGGCGGGGGAATGTGGGATAATGTTAGGAATGCTGTATTCAACGATGAGCCATATGTA 

TTAATACATAATTTCTTAAGAAAAATAATTTTTTTAAAAAATCAAACCTTAACATTAACA 

GAACCAAATTGCAAAGATCAGAAATACCAAAGTGAAACTGAATGTTAGTACTGAAATTTA 

AGCTACATTTAAAAAAAAAAGGCTGTCAAACCAATGAAAACTAGATTTCAGTGTCTCCTT 

TTAGTGACTAGTTCTATATATTATGTTTCTCTATATCTGGAAAAATGTTCTTAATATAAT 
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ACACGTGCAGTCTGAAGTAATTTCAGTTCTCAAGTTTATGAAAGGATTGGGTTTAAAAAA 

ATACTACAAAAATATGCACTTATATTTCCAAAATTATGTATTTCTAACCTCTGCAGTGAT 

ATAA 

>SEQUENCE:7927:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGCGGGGGGAACCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTC 

CAGGGTTCAAGTCCCTGTTCGGGCGTTTGTAGTTTTCGTTACTTTAACCTGCTAAATTAT 

CCCATCAAGTCCCAAGAGCGGACATCGTAAACCCTTACATTTCAAGTTGAATTCAAATCA 

TTTTTCACTGGTTTCAGAATATGCTAGATAGACGTGTTTTCAGGGAGGAAAAAAAAAAAA 

AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAACCCCCCCAAAAAAAAAAAAAAA 

AAAAAAANNNNNCCCCCCCCCCCCGGGGGGGACCCCACCCCCCCCCTAAGGGGGGGGGA 

A 

TCCCCCCCCCCCCTGGGGGTT 
>SEQUENCE:7928:prostate_MPM2000-004P6_Table5 

TACATAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAA 

TTAATTTACTCTTCATGAAAACCACATAAGGTAGTTACTATATTATGTCCATTTTTACAG 

ACGAGGAAACAAACGATTGTGTTGCCTGCCAAAGATCAGCACACAACTGAGAAGCTGCAA 

ATCCAGGATTTGAACTCAGGCCATCTCACTCTAGAATGTCAGC^CCTAGCTGCCCTGCAT 

ACTATGTCCTGAAGGAGAGCTCTTAAGAAGGCCAACTGAAGCCTATGGGGAACAGTATCC 

TGGTCATTCATTTCCCAAATTGTTATTGAGTGTCTACTATATACCAGGTGCAGGGAATAC 

CCCCAACAGCCATGGTCACTGTTCCTGTCTAGTCAACATTCCTGTTGCTTTCCTAATTGC 

CATTTGTTATAGCTCCCAGAGAGTAAGCATGCTGAATCCATTAGAAAAGGAAACTCAAGA 

GTGAGTTCTTCT 

>SEQUENCE:7929:prostate_MPM2000-004P6_Tabie5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGGGGCTTATGAGGTAAGTGATAATGAAAAGAGGAATCAAACAGACTAAAAGAATGCTA 

TAAAAAGAACGAAAACTGATAGAGTGCATGAAGCAGAAGCAGGATAATGTGCTTGTTAGG 

AGAAAACCCACATAGGAGTGTGACCTTAGGTGAGTCATTTTACTTCTTTACATTACTTTT 

GCCCATTTGTGAAACAGCTATAATAAAAGTACCTTTCTCATAGCTGTAGTTGTGAGAGTC 

AAATGGGCTATTACATGTAAAGCGCTTAGAACAGTCCCTGACAGTGAGCATTCTGCTGAT 

GTTGGCTACTACTGTAATTATATTAGATATTCTGTTAGGTAGTCTCCATTCAAGCAAATC 

TTTAATTCAAGAAATACTCTGTAGGTCTCTGTATTACACTGAGCTGACTAATGCCTATCT 

TA 

>SEQUENCE:7930:prostate_MPM2000-004P6_Table5 

CAGGGAACGGAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGG 

CTGGCATTGCTGCAACTGAGTAATGTTAAATAAAGTAGTGCAAGTAGATGCTTTTAAAAA 

GGAAACAGCAATGATTTTACAAATAATTAAATGTTTTCTCTATGTTAATGGTTTGCCCCA 

TTGAGAAATGG I I I I I AGAGGACTATAAGGCATTGTTTGCATTACAGTAGGAAATACTAT 

CAATTTTCTCATTGTCTCTCAC I I I I I I CTTTTAGGTCATGGAAAATGGAAGATTTGCAA 

AATACAAATATTTTACCCATGTCATGATCAATAAGACAGATATGCTAATGATAACCAGAC 

GTGGTGTATTGTTTGTAACAAAGGGAACATTTGGACAACTCACGTGTGAGTGGCAGTATA 

GTTTTGATGAATTTACCAAAGAGCCATTCATTG 

>SEQUENCE:7931:prostate_MPM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAG 
GCGGGTGCCGGTAGTCCCAGCTACCTGGGAGGCTGATGCAGGAGAATGACATGAACCCAG 
GAGGCGGAGCTTGCAGTGAACGAAGATCGGGCCACTGCACTCCAGCCTGGGCGACAGAG 
C 

AAGACTCCGTCTCCAAAAAAAAAAAAAAAACCAAAAGGGTGGGACCCAATTCGGGAAAAT 
TTTTAAAACCCCATAAAAG I I I I I I I I ATGCCCGGGATTTTTTCCATATAAAAAAATTTT 
TTTTCCCTGGCTGGTCAAAAAAGGGATACCTAAAACTTCCCAGGGGAAAACAATTTAAGG 
GATTCCGGATTTTCCCAC Mill GGAAAAAAATCAGG I II I I AA 
>SEQUENCE:7932:prostate_MPM2000-004P6_Table5 

ACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 
TTAATTAAGGCGGGGGTTTCAACTACTTGCCTCATTTCCTCCTGGAAGCCTGTTCATGTG 
GACCATCTGACCTTGATCATCCAGTACCAGTTCACTGTAAGTCAGCATGTCAGAACGCAG 
AGGGGGAGATGGAATAAATGCTTGAATGGACATAGACTCCCAGAGTTTGATCAGGGACTA 
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GTGGAGAAAAGAAGTTTGACTAATCATTCACAATAATTTCAATATAGACAAAAATAATTA 
TTAAGATTCAGTCAATCTGGTTTTGCCTTCTTTTCCAAGTGTTCTGCAGAGTGTAAACAT 
TACACTA AATTCTCCAG CTCCCATTCTCAGTTAAAATAG ATTTGTAATTAC I I I I IACAT 
GCCAAAAGTCAGGCACTTTTCCAAAAAGTCAAACTACTGAGTGATTCCAAATCAGCACCA 
GAGCATTAACAA 

>SEQUENCE:7933:prostate_MPM2000-004P6_Table5 

CTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTA 

ATTAAGGCGGGGGAACACGCTGGATGCCAATGTAACTGAGATAAAGTTGACGAAAATATT 

ATAAGATGTTACGAAATGAAAGTTGAGGAAAATGCCTAGAGGTGAACAGGAGCTAAAATA 

TTTAGAGCCGTATAATTGAAATTACAGTACCCACAAGCCACATGTGC Mill GAGCACTT 

GAAATGTGGCTAGTCTACATTGAGATATGTGTCAAGGATAAAATATGCACTGGATTTCCA 

AAGACTTGTCCCTTGAAACGAGGGTGAATAATCAAAGAGGCCCCCCCCCCGGGAGGAGCC 

ACCATCGCCCCGCTGCCTTCCCAGTCTGCGCCCCCCACCGCACCTTTGTTTCCACATATA 

AAACGTGTCTCCTTTGTCTCTACCAGAAAATGAAAGGAATTAAAATTAAGAGAAGGGAGA 

GATTGAAGTGTGGCGCCAAGATTGAA 

>SEQUENCE:7934:prostate_MPM2000-004P6_Table5 

TAAAGGGAACAAAAGCTGGGTTCCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAA 

GGCGGGTCAAGCTATATACAAAAAATTATTCCAGATTACATACTTGAATGGTAAAAGCAA 

ACATTTGCAATTTTTAGAAAACAACAGAATACATCCTTTGAAAGATGTTGTAATGACATA 

AAAAGATTAATAAACTTGACAACAATAAAATGAACAACTCCTG7TCTTTATGACACCTGA 

GAATAAAAAATCAAGAAGAAACTCAGAATACATGTTTAACACGTATGATGAATAAGCAAT 

TTATGTCTACAATATTAAATTACTTCTAGAATTAATACTAAAAAGAAAAATAATCCAGTA 

GAAAAATTTGCAAAACACTTTGGAAGGCAGAGGCAGGCAAATCAGGAGGTCAGGTGTTCC 

AGACCAGACTGTCCAATATGGTGAAATCCCATCTCTAGTAAAACAGTACAAAAATTAGCC 

AGGCGT 

>SEQUENCE:7935:prostate_MPM2000-004P6_Table5 

AGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGC 

GGGAGAATCATTTGAACCTGGGAGGCGGAGGTTGCAGTGAGCCAAGATTGCACCACTGCA 

CTCCAGCCTGGGTGACAGAGTGAGACCCTGTCTCAAAAGGAAAAAAAGAGAAATCCTACT 

AAGAGTCGTTGATTCAATCATTATTTTATTTATAAATTCAACAGCTATATTTATAAGTAT 

CATTTTCTCCTACTGTCTGTCAAATTTTGGAACTGGGTTATTCTGATCTGGCTAACATGA 

ATTAATGATGTCCTACCATTTTCAATGTTTGGAGATAATT7TCTACAGGAACTGGCAGTT 

CCTTGAACGTTTATGAGACAGAACTTACCCATAAAATCATCCAGTACTTTTTGGGGAAGG 

AGTGGAATCTTTTACTATATTCACCATA I I I I I CTGGTTATG G GTTT ACTCTATTTTTCT 

ACTTCTTCTTG AGG G ACAAT 

>SEQUENCE:7936:prostate_MPM2000-004P6_Table5 

TAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAA 

GGCGGGGTAAGACTGAAATAATAAAATAACTACTTTTCACATAGATATTTCCAAGGCACC 

CTGTAGTGCTACAGTACATTGATTTAAAAGAAGACTATATTGTATTTAGTAGAG I I I I I A 

TT ACTA ACTCTAT AT A AATC AG G AACTAT AT AG AGT AT ATGTG ACTA AATC AAATAG TTT 

ATGAAATTATTTGTGTGGAATGACCTTTCTCCCCTAGACATAATCCTAGTGAAATCAAGG 

AACCTGTTTTATTTGCTTCCTTATACTCAGCACCTAGTGCAGTGACCAGCACGTAGCACA 

TATTTAATGTGTTTCCATGTCAAAATACTATTTAAGTTAAGACTTGATTGAGTCTGTTAG 

GTACCAGAGTCACTCACTCATTAC 

>SEQUENCE:7937:prostate_MPM2000-004P6_Table5 

GCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTA 
CTTCTAGAATTAATTAAGGCGGGCCATTCATAGGA I I I I I I I CCATCCATG CCCAAATAT 
ACTGTTCCAGCATGGAGTGAACAGATTTACTTTCACTCCTCTGGTTGGCAAAAGATGGAA 
AAAAAGACTATGAATGGCTCGCTTCTTTTTATGTTTTCCAAAGAAAGCAACATTGGTTTG 
CATTCTTTGCCACACTGCTTTGGTGCTGGAAACCGGAAGCCAGAGGATGTCTCATAGTGT 
GATGAGCCTCTGTCACCTGTTGGATGTATACTGTCACCATTTCATGTACCTTCTGTTCAT 
TGGCATCCAGTGTGCTAACCAGGAAACATTTGAATGTGGCAAGTTATTTAAATTATCGTA 
TTCCTG G C ATTT ATTC AC CC 

>S EQ U ENCE :7938: prostate_M PM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 
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AGGCGGGAGAATCGCTTGAACCCGGGAGGCAGAGGTTGCAGTGAGCCGAGACCGTGCCA 
C 

TGCACTGCAGCCTGGGTGACAGAGCAAGACTCCGTCTCAAAAAAAAATTATATATGTAGT 
ATATATGTAAATATATATGTAGTATATATGTATATATATATAGTATATATGTAAATATAT 
ATAAATTGAAGAGCTAACAAAATGTAGTCAAATAGTGGTTTTACTGGCCATACTTCTAAT 
G ATTTGTATGT AAATT A ATTCTG GT AAGTTTTTAG ATTGTTC AAG A AC AGTTGTTTTTCC 
TGTTTATTTATATTATCCACAATGGGTTTTTGTTTATCTGTATTTTATTCAGAGTTCCTT 
GGTTTG AACCTG GTGTCCTGTTCC AG G CATCCATCCAG G ATACTACATTATGTTTAGTC A 

TTGTGTGTTCTTAGG 

>SEQUENCE:7939:prostate_MPM2000-004P6_Table5 

AACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCTCCATA GAGAG TACTTATAGA 

ATTAATTAAGGCGGGGGAAGGGGCCTCTGGGTGGCAGCTCTGGGC TTTT GGGTGTTGGAC 

AACCATAGGCAAAACTGAAATGGAACAGGGGCAGAAAATAGCACACTTTTACTCTACGCA 

ACTGTTGCTTTTTCATGATCTTCAGGAATTTTACTGGGATAATTATCCAAATAAATTGCA 

AGCATTCTATCCAAATGTGAACATGACTCCTAGTAGGAAAAGCAAGGAAGAACACTAATA 

AAAATATGCTAAGATATTATTGATGGTTAACTCTAGATGGGAAATCTGGGAAGAAAGAGA 

ATAGAATGAGGTACATGTTAGAAATGGAAATGGCGAAGAGCTCTTTCTGAGATGAAGAGA 

ATTCTCAATGTCAAGATTTGAACAAGAAGAGAATGGAATACACAATAT 

>SEQUENCE:7940:prostate_MPM2000-004P6_Table5 

GCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 

TACTTCTAGAATTAATTAAGGCGGGGAAGCCGAAGACTGGAGAGGTGAAGCAATTTGCCC 

CAGGTCATTTGACCACTGGGTGGTAGAGCTGGGAATCCAGGCCAGGTCTCTCAGGCCTCA 

GAGTCTCTGCCCACACCTGTATTTCAGGTACCTCCAGGTGGTAGCCAGTACACTGTAGTG 

GGAAGAGCCAGGAGACCTAGGTACAGGCCCAGCACCGTGGTCCAGCCATGTGACTTGGAA 

GGGTTGTTTAACATCCCTGGGGCTCATCTGTTAAATGAGGAGCCAAGATTGAATGACCTC 

TCTCCCAAATTCTACTCTTAAGATTCTACTGGGCCAGGCACGGTGGCTCACGCCTGTAAC 

CCCAACGCTTTGGGAGGCCGAGGCGGGCGGATCACGAGGTCAGGAGATTGAGACCATCCT 

G G CTAAC ACG GTG A AACCCCGTCTCT ACTA 

>SEQUENCE:7941:prostate_MPM2000-004P6_Table5 

GCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 

TACTTCTAGAATTAATTAAGGGGGGAGCAGGAAGATAAAAC ACCT GATAGAAAAATGTCA 

CCCACAGTCCCTTTACTTTGAAGGTGATAAACAATGTTAACATTTTGTTTATCCTTTGAG 

CCTTT ATTCCCT ACT AATGTTT AAAC AAA ATTAG G AT A ACC ATGT AC ACG CTGTTTT AC A 

ACCTGCTCCCCCCTTAATGTTAAATAAATTTTCCCATTTGATTAACATCTTCTTACAAAA 

TGGAAAACTGTGTTCATTAAGACCTTAGAGAGGATGATGAACTGTTTCATACCATAGAGT 

ATGTTATCAAAGAGAGTTAAGTGCATGTTATCACATCACTTGCCATTTGGACTGATTGGA 

AAAAAAAAAA 

>SEQUENCE:7942:prostate_MPM2000-004P6_Table5 

GAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAAGCGGG 
GCTGGGCGGCGGCGGCGGCGGCGGTCATGGAACGCCAAGAGGAGTCTCTGTCCGCGCG 
GC 

CGGCCCTGGAGACCGAGGGGCTGCGCTTCCTGCACACCAGTGAGGATTACTGATGTGGAC 

AGTTGATGGGGTTTGTTTCTGTATATTTATTTTTATGTACAGAACTTTGTAAAAACGAAA 

CTATTTAAAAAACAAGAATAACATTTTTAGCATCTTTATTCAAGGAGATTTATGGACTTC 

AATTTGTCT ATC AAAC ATT A A AT AG CTTTTT ATT AC AAG A AA AAN N NNNNNNNNNNAAAA 

AAAAAAAAGGGGGCCCCCCCCGGGG 

>SEQUENCE:7943:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGCGGGGATTGTGTGTTGAAGGATAAAGGTTGTACCTATAAAAGAGTAACATAAGGAATC 

CTTTTGGTGATGGAAACGTCCTGTTTCTTAGCTGTATCAAGGTCAGCATACTGTTGTGAT 

GTTGCAGCAGTTTTGAAAGATGCCTCCATTGGAGGAAACTGAAAAACTGCATATGAAGCT 

ATAATTAATTCAAAAAAATGTTAAACTAAAACACACACACGCAAAGTTATTATCCTTGCA 

AAGAGTTAAAATAATGTTTATAAGTAGTGTGACTAAGAATATAGCATGTAAGTTTGTGGT 

AAAATTTTGTCTAATTTAGTACTATATACCTCATTTTCCATAGAGTGCTCAGAAGCCAAG 

TTTCTACTGCTCTTTAGGGAGATTTGGCCAGCTAAAAAAAAAAAAAAAAAAAAAAAA 

>SEQUENCE:7944:prostate_MPM2000-004P6_Table5 
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G G AAC AG AAG CTGG GTACCG G G CCCCCCCTCG AG AGT ACTTCTAG AATT A ATT AAG G CG G 

GCTCATGATAGGAGTTGTGACCTCGAACCTGGGACCTTATCCTAAGAATCATAAGATACC 

TGGAGGTCCTATCATGTACATTTCTCACCCTATACACAGCATGGGAACTGATGCCTGATG 

ATTATGGACCGCCCCGGGCCTAATTTTAGCCCGATGGACTCTGCCTTTCTTGACACCAAC 

TATCTCTTGCTGCCAGGTCATTAGACACGGAGTAGAATGTTATCCTG CCCT GTTCATTTG 

CCCTGTTATCAGCTGAATATGGTTAAACACACTCAATTTTTCATGCTGTTTTGAAATTGA 

T ATTTTGTTG CATTT AAAA AATTTAAATG ATG GTCAAAG G GT AC AA AATCTCCG AC AGG A 

AGAATCCATTTTATAATTTTTTTGAGGTCTGTTGCACAGTGTGGTGAATATAGTTAGTAG 

AGTATTATACATT 

>SEQUENCE:7945:prostate_MPM2000-004P6_Table5 

CCCTACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATT 

AATT A AAG CG G G ACTCCTTAAAATT AAC AT ATGTTG AAAT ATCTAC ACT AAT GTTG TCAG 

TACAAGTGTTGGATAGTGTATCGCAAACATATTTTTGCAAATTTCTGATTCCTTTTAGTT 

TCTGGATTGCCTCCCAGTTTTAAACATAGGGTAGGTGATGAAATTGTTGGGCATCAAATG 

CATTTGAAAGTTGCAAATGCGTTCTATTTTCTTTTAAAATTATTTGACAGACTCTCATTA 

GTGTTTGTTTTACAATAACAATTGTATCTTCTAGTGT TTGC CCCTCAAATGAAGTTCTCC 

TTAGAAGAGAAGATCTTTTGGGATCAGTTCCCCCCATTTTCTTATATGTTCACTAATCAG 

CTGGGGTTAACATTTAATTATTCCTCATATTCACAACCACTTAAACATTTAATAGAGTTT 

TTAAAAATCCA 

>SEQUENCE:7946:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGCGGGTGGATCGACGTACGGTGTGTTACACCTGTCGGGTCAACGTTGCTGAATGCAGA 

TGTTTACTCAATATACAACAATTAGTGACGTATGGTGGCGGGCGCCTGTACTTACCGCTA 

CTGGGGTGGTTGTAGCATGAAAATTTGTCTAACTTACACGCAGACGCTGCGATAATGTCA 

AGATAAGCCACTGTGCTGGATTCTAGACAACAGATCAAGGACTCATCTTTCATTCACTAT 

TTCATCTACCATTTAGCTATCTGCAAGAGACACCAGCACGAGCTTGAAAATCCCACCATT 

TTAAATGGTTTCTCGTTCTGCTCATATTTAATTTAGAC TCTTC AAAGTGAATAATGATAT 

CAAAATCACAAAAAGTTACAGAGGCATAAAAATTGTAATTTTGCAAACTCAACTAAAGTT 

TT 

>S EQU ENCE:7947: prostate_M PM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGCGGGGACTGGGTATGAATGTATCAAGGGAGAGACCCTGTTTAGGCAGTCTTAGCACG 

GGTAAACCGAGCTGGCATTTTACCAACTATCTGAAATTCAGGGACTGGGAATATTTCTGG 

GCTTCATTACACCCTCCAGATACTGCACATAACTGTCTAGCCATCTGAAGTCCAGGCCAC 

CATTCATTAACTTAGTAGAGAAAAAGAGACTAGCCTACTGAGCACAACATAAACTCAGCT 

CTAGAGTGCCTGTGGTAATAAAAAGCAGTATAACAATTCAAAACGTATTTGTATTTGACT 

TAATTATCATTTAAAGTAAGTTTCAATTCCTTGGCCACAGCATCAAGTGACAATGAAAAC 

CATTAAAACATAATTCTGTTAATG AG AAAG G CA AAGTTAGCTGGG G AG G AA AAGTTTG GC 

ATGTCATGAA 

>SEQUENCE:7948:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 
AGGCGGGGAGAAGCCTGGGTGGCTCACCATGCTACACTGGCTGCACCGTGTGCTAACAGC 
TGATCTGGCAGTATCCATTGGCGAGTTCTGGTTGAATAGTGACAATGAAATCTAAAAATC 
CTAGGAGGCGGTCACTACCACCTGAACCATCCCTGGCAGTAATTACATATCCACCGTGAC 

GT ACG CCCC ACC ACTG G C AC ATTCT ATG AAC A AT ATG A AATC ACC ACG CG AAG CG AT A AT 

CATGCTCTGACAGCTTACTGCTGCCTTGGGCTCGGCTAATAAGACTTTGTTGTATATGTG 

GACTAAAATCAGTTATCTCTGCTCTGGACATTTCATATACCTGGTATCACCCTTTCCCCT 

G G AAG G CACTTCTTTACCCTGTATATATTTTCCTCTATTG AACACATAATG CATGCATGT 

TTAGCAAAATATACAGGGACACATTAACAGACTAGTAATTACTTAGCGTAATGCTTTCTG 

ATTCC AG ATT ACTTCTT ATCTT AACTTCATTTTT ATTTC 

>SEQUENCE:7949:prostate_MPM2000-004P6_Tab!e5 

CT AAAG G G AAC A A AAG CTG G GT ACCGG G CCCCCCCTCG AG AGT ACTTCTAGAATT AATT A 

AGGCGGGGTAAATACGAATAGAGGCCTCTTTACTCTGAAAAGTGTCTGGTTTTTTGAACA 

GCTGGTTCAATAAGTAAAGCTGAAGAAATGGTAAAGCACTCCACAGGGTTCATGGGCTCT 

CAGGTCTTCCACACATTCAAGAAAAAGAGAAAACTATTTCTGTTGAAAACTTTGGCCACA 

CTGGGCCAGGCATGGTCACACCTGTAATCCCAGAACTTTGGGAAGCCAAGACGGGTGGAT 



Table 7 
2755/3129 



CACCTGAGATCAGGAGTTCGAGACCAGCGTGGCCAACACGGTGAAACTCTGTCTCAACCA 
AAAATACAAAAATTAGCCAGGCATGGTGGCGGGCGCCTGTAATCCCAGCTACTCANGAGG 
CTGAGGCAGGAGAATCACTGGAACTCGGGA 
>SEQUENCE:7950:prostate_MPM2000-004P6_Tab!e5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGCGGGTAGGGAAAATATTTATAGTTTTAAATTCATTTGTTAATAAAAAAAGATTAAAA 

AATCAGTAAACTATGCTGTCAAGTTAGGAAATAAACCTATTTGAGGTATAAGAAGGGATT 

AATAGAGAAAAAGTAGAAACTAATGTAATAAAAATGAAAGAATAGAGTTAACAAAAGAAG 

AAACCTTAACAATAATAAAATAATAATAAATAAACTTTCTGTTGTTATGACAAAAAAGAG 

ATATGGAACAAATAAACAATGTTAGAAATAAAAGTATGGAATAAGTACAGATACCAAGAA 

GACTAATTGTAAAAAAAAAAAAAAAAAAAAAAAAAAAAAGGGGGCCCCCCCCGGGGGGGA 

CCCCCAATCCCCCTAAAAGGGGGTTTAATACCCCCCCCCC 

>SEQUENCE:7951:prostate_MPM2000-004P6_Table5 

GG AAC AAAAGCTG G GT ACCGGGCCCCCCCTCG AG AGT ACTTCT AG AATTAATTAAG G CG G 

GCCTCTTTGACACTGCCATATCACTCCGTCAGA CTTTTAAG CTTCCCTTAACGCCAGTCT 

TTG AAG G G CTTGCCTTCAAGTATGTATA AAATT A I I I I I I I ATAGTCTTTTCTAATGCAA 

ATATATTATCCTCTTGCTCAGTGTGAAACAGTCGTCATAAGCCAAGTAGCCCATATACCA 

TTTATGATTTGAAGAAGTGTTTTGTTTAATCCATCCAAGCATTCTTAAAAAGAATTTCAG 

GCTGAGCGCAGTGGCTCACGCCTGTAATCCCAGCACTTTGGGAGGCCGAGGCGGGCGGAT 

CACGAGGCCAGGAGATCAAGACCATCCTGGCTAACAAGGTGAAACCCCGTCTCTAC 

>SEQUENCE:7952:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGCGGGTATCTCAATTAGCCTTTGCTGTATAACAGACTACCCTAAAACTTAGTGGCTTA 

AAATAGTGATGTTTAT7TCTCATGATTTCATGAGTTGGGCTCAGTCGGGACCATTCATGT 

GGCTATAATCATTGACAGCTCAACTGGAGCTGGAGGGGCTAAGATGGCCTCATTCATGTG 

TCTGGGGCCTTGCTGCTTTTTGTTGGCTTGGGCTCTCTTTATCACTCAGTAGTCTAGCCT 

GGACTTCCTTGCATGGTAGCAGGAGCATTCCAAGAGGGTGAATATGGAAGTCTAGATCCC 

TAAACTTGG ACAACATCACAG CCTTTACATT AAATT AATCAAAG CATATCATCAATCC AG 

TCCAAATTCAAGGGATGAGGCAACAGGCCCCACCTCTTAGGAGGTGCAGAATATCGTCAT 

CATATTTTTTCCATCTGTCATAGATAATTACAAATTATAATTTTAATCCTTGAATTTCCT 

I I I I I I I I I IA 

>SEQUENCE:7953:prostate_MPM2000-004P6_Table5 

TAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAA 

GGCGGGAGGATTGCTTGAGCCTGGGAGTTGGAGGATGCAGCAAGCCGTGATTGCCACTGC 

ACTCCAGCCTGGGCGATAGAGCAAGACTCCGTTTCCAAAAAAAGGTAAAAAATAGTTCTT 

CCTGATTCACATTGATTTTTGTTTTCTTGCCAAAGTTTTTTAAATGAGAATAGTACAGGC 

TTGTAAACAAGTAAACAAAAAATATAACAAGAATTATTTAAATAATGGATAATAGTTTCC 

TATTTGTCCCCCTCACCCCCGCCCAATCTACTCCCTAGAGGTGGTCATTGCTAATAATTT 

GTTTTTATCTATGCAGACATCTCTCTGCATATAAAGATATAACGTGGTATATATATGAAT 

ATGTATACACTTTTTTACATAAAAGGAATAATACTGTACATACTGTTC TGTATT TGGTTT 

TTCACTTATGTACATCTTTCTGTGCCAATATATGTAGGTGTGCTTCACl l l l lAAATCGC 

TGCCGCCAATTCTATTGTGTGGATCTACAATATTTTAATGAGTCCTCTATTGATATACA 

>S EQ U EN CE :7954 :prostate_M PM2000-004 P6_Table5 

TAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAG 

AATTAATTAAGGCGGGTACATGGTCTGTTCCAAGTACCATCAATTCAGGGGACAAAGTAG 

ATTTCTCTTTATCCTGAATTTATCTGGTTTGGATGTTAGCAATAT TAACT GGAGAAAGAT 

CATTTTCTAAATTTCTTTTGAGGCTGCCGTGAACTCAGTTTAATGTTTTGGTTTCAAATG 

GAAGAGTTTAAAATATATGCGTAAAATGTTATCCTGTTTGAGATAGGATAAAGACCCACT 

TCAGAAGTTAGGAAAGTAGCCATAAATTCATGCCCAGTTTCATCTTTCTTGGAGTCTTTC 

ATTAATGTTG ATGG GTTTACCTTCATTTTG CTTGCCTAG AAG GTG AAAGTACAG GTAG AG 

ACAGAATTGTAATATAGTTTTCATGTCTAAACTCTATTGACTCAAAATTCAAAGAGCTC 

>SEQUENCE:7955:prostate_MPM2000-004P6_Table5 

TACTAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATT 
AAGGCGGGCAGGCAGAAGCTTGATGATGAAGTGGCCTTGTCAAAGAGGCATCTGCAAGAA 
AAATATTTTGAGTATGTTACATAGGCACCATGCAGTTGAACATATATTGCTATTATACAT 
TCCTAGTGTACTTTTAAACATATTAGTATTTTATTTTTATGAATACTTTATCAAGTAAAG 
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TATTCAAGCAACTGCTCAAGCAACTTGCTCCCTTCTTACAATAATCTTGGATATCTTATG 

TCAATATATATATTATAGTTTAACTTCACTCACAGCTTCACAACATTCTATTATATGAAC 

ACACCAAAATGTACTGACAAAATCCCCACTACCTAAAAAATCCCAAAGNGNAAAAAAAAA 

AACAAAAAAAAAAAGCGGCCGCCACCGCGGTGGAGCTCCAATTCGCCCTATAGTGAGTCG 

TATTACGCGCGCTCACTGGCCGTCGTTTTACAACGTCGTGACTGGGAAAACCCTGGCGTT 

ACCCAACTTAATC 

>SEQUENCE:7956:prostate_MPM2000-004P6_Table5 

GGGAACGAGAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGC 

GGGGGGAGTAGAGTGAGATCCTGCCTCACAAAGACCCCACCAATTCTTTATGTCCTGCGT 

CAACTACAGACCATGTAAGCGAAGAGTGCATTCCTGGGCCCTCTGAGTATCTGCCGACTC 

GTGTCTGAGAGATAGATACAACTGCCGTGATCCTATTATGAAGTGAATCTGCCTGCTTGT 

ATGTGATTTAACTCTGTGTCAAACTTTTTTTGTACAAAAGATTCATACCTCTTTCCTGTT 

TGAAATTATTTTACTGTGTTTCATCAATCTAATGTTTATTTTTATTACACCAGTAATTTC 

CTCATTGTGTTGAATCTTACAGTGGCTTATAAATCTACATGTACCTAGAAATGTTTAGCC 

AGTCCATGTATATTTGATGTGGC 

>SEQUENCE:7957:prostate_MPM2000-004P6_Table5 

CAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTT 

CTAGAATTAATTAAGGCGGGTGGATCACGAGGTCAGGAGTTCGAGACCAGCCTGGCCAAC 

ATGGTGAAACCCCATCTCTACTAAAAAGATAACAATTAGCAGGTGTGGTGGTGCACACCT 

GTAATCCCAGGGAGGCAGAGGCTGCAGTGAGCCGAGATCGCACCACTGCTCTCCAGCCTG 

GGAGACAGAGCGAGACTCTGTCTCAAAAACAAACAAACAAAAAAACCCTAAAATCCGAGC 

ACTTTGGGGCTGGACGCGGTGGCTCACACCTGTAATCCCAGCACTCTGGGAGGCCGAGGC 

GGGTGGATCACGAGGTCAGGAGTTCGAGACCAGCCTGGCCAACATGGTGAAACCCCATCT 

CTACTAAAAAGATAACAATTAGCAGGTGTGGTGGTGCACACCTGTAATCCCAGGGAGGCA 

GAGGCTGCAGTGAGCCGAGATCGCACCACTGCTCTTCAGCCTGGGAGACAGAGCGAGAAC 

TCTGTCTCAAAAACAAACAAA 

>SEQUENCE:7958:prostate_MPM2000-004P6_Table5 

T AAAGG G A AC AAA AG CTG G GT ACCG G G CCCCCCCTCG AG AGT ACTTCT AG A ATT AATTAA 

GGGGGTCCTATCAATAGGAAACATAATGCTTTATTTAGTTCTTAAAAATCATATTTTATC 

TTTGCTTTAATAATTTTCTCCCATTATTTTTTTCTA CTCTTTCTGA AACATCTG TTAG CC 

ACATATTATTGTTTCTTAATTGACTGTACACTTTTCTTTTC I I I I I ATTGTCCATTTTGC 

TGTCTTTTTGTTCTACTTTCTGGGAGATTTCCTAGATCCTG TCTTT AAACATTCCATTAA 

AGACTCTATTTCAGCTTTCCTATTTTTAATGTTCAGAAGCTC TTTTG ACTCTCTGATATT 

TGTTTTTGTTGCATTTATTTATTTATTTATTTATTTATTTATTTATTTTGAGACCGT^ 

TTGCTCTTGTTGCCTAGGCTGGAGTATGATGGCGTGATT 

>SEQU ENCE:7959: prostate_M PM2000-004P6_Table5 

CCTACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTA 

ATTAAGGCGGGGGAATTGCTCGAACCCACGACGTGGAGGTAGCTGACACCCGCTATCCCA 

TCTCTGGCCCCGAACCTGCGCGACAAGAGTGAAACTCCCATCTCAAAAAAAAAGACCCCC 

CCGGGGGGGGACCTAACTTTGCTGACAAAAAAAAGGGTGCAAACGACGGAAAGATATAAA 

ATGTCCCCTAATATATGTTAGGGAGTTAAATGGAAAAGTCTAGGACCATGTCAGTAATTG 

GGTGTTTTTATTAAAGAGGAAAAAGTAAGCTCCTGACCCCT AAAATA TACCCA AATTA GC 

ATCCTAATTTTGCTCATAAAATTTTTTCCTCAAAGATTAAAGAl I I I I AGTACCCTTTTA 

AAAACCTATTTTGCTGGGATTACAGGTGTGAACCACCGCACCCAGCTCTACCTG 1 I I I I A 

AAAAAAAAAAAAAAAAAAAAAAAAAG 

>SEQUENCE:7960:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGCGGGGTATGATTGTTGGCTAATAAAATATGTCCAAATACCATGGACATAGTCCCCTA 

GGAATAGTCTCAAAATATTGTATTTTACAAAATAACTGGTCTGAAATCTTTAAAAACAAA 

AACAAAATTAAAAAAAAACATCATGAAAGCTGGAAGAAAGGAAAAAGAAAAGAGGCAGTG 

GGACTGTTTCAGATGAATGGAGTTTAAGCATGATAGCTAAATGCATTCCATGATCCCTGC 

TTGG ATCTT AA ATTT AG G G AAAA A AAT ACTAG AA AG G AT ATT ACTG AG AC A ACT AG AG AA 

ATTTGAAGAAGCGGTGTATGCTAGATAATATTGTATCA ATGCT AAAGATATTTTGAGTGT 

AATAATGGCGTTGGGGTTATGGAGGAGAATGTCCTTGTTTTTAGGAGATACATGCTGACC 

TTTAGGAAGTGAACAGTTGTTTGCAATTTACTCTCCAGTGTTTAGGGGAATAACG 

>SEQUENCE:7961:prostate_MPM2000-004P6_Table5 
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AACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGA 

ATTAATT AAAG AG CA AAG CTTTTTT ATT ACTTTGTA ATTT AAAAAACTG A AAA A AA A AAA 

ACTG A AA AACTTTG G G G GG AATTTTGT ACTTTTTTCCTGTGTAA AT ATTG G ACTTTTTTG 

AGCTTT ATCG CG GTTGTTAATTTG AAGTAATAACGTG CAAAGG ATTA A AG AATAA A AAA A 

AAAAAAAAAAAAAAAACACAAAAAACTTTCACCATGTTCTTTCACAGCCTGGGCATATTT 

TGACTGGAATAACCGGTGTGTTTTCACCCTTTGAGTTAAGGCTGAGGGAGTGAGATGACA 

AAAACATTAAATCTGTGACTTTGAAAGTAAATGAGAACCGAATGGCTTTAAGGGGGGAAA 

ATTGACTTCCGCCACCCCCTCCAGTCACACAAATAAGATGGACTTACTTCAGAAAATTTG 

GAAAATGGCTCCATAGTCACTTTCTTGACTGTTGTACTCCCCCTTGA 

>SEQUENCE:7962:prostate_MPM2000-004P6_Table5 

CGGGCCCCCCCTCGAGGTACTTCTAGAATTAATTAACGCGGGGTCAACAAACGGTTAAAT 

CTGATGATACCTAGTGGGCTGATATAAGTAATCTCATAGGAAACAAGAAGAGTATTGTTG 

CATAAAGAACTAAAGGAGTTCTATTATTAAGTAAATAATGAGTGGGATCTTGTGAACAAA 

CGGAGATGCTGGTGTTATGTAAGAGCAAAGAAACTATGATGTCAGGATCCTTTACACTGT 

TACGTTACTGAAGCCCCCCAAAAAGCCTCTGTGTATCCAAGTTATATCTGTCAGTATTTG 

CCATACTGAAATTAAAACTAAAATAATTTTAAATAGTTTAAAATGTTACATGTTAATAAC 

ATGACTTTCTTTGAAAAATAACTCTTCAAAACAAAAATTTGGTAAGAATAGTGGCACTGT 

TTTACATTTTTACAAATCTCCTAAATGTCTGTTAGTAGAAGAGAACAGGATTTTCATATT 

CACTACTCTACCGTGTTTTCTTTTCATTAAAGTACAGGAATATCTGACTTGATACAGATA 

TGTAGTTGGAAACAGAATATTTAAACAGTCCTTTCAGATAACTGGATATTCTTCTGTTAC 

C 

>S EQ U ENCE:7963: prostate_M PM2000-004P6_Table5 

AACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGA 

ATTAATTAAGGCGGGTGGATCATCTGAGGTCAAGAGTTCGAGACCAGCCTGGGTAACCTG 

GGGAAACCCTGTCTCTATTAAAAATACAAAAAACTTAACTGGGCGTGGTGGCAGGTGCCT 

GTAATCCCAACTACTCAAGAGGCTGATGCAGGAGAATCACTTGAACCCCGGAGGCACAGG 

TTG CAG AG AG CCG AAATTGTG CCATTG CAACAAG AGTG AAACTGTCTCAATAATTAGCAT 

TGGTTGACTATTTGGAAAAATAGTCTAAAATAATTTATTATCTCCTGGCCCCC CTCATG G 

AGGAATGTTATGTATATTATTTTGTTTCAGTTGGACACGCCCCAGTGAGCGGA I I I I l AC 

CAATNTGCAAGCAGTTATTAATGAAGTTTGTAGGCACAGACCGCTGAATTTGGGTCCCTT 

TGTGGTACGTGCTTTCCTTCGTAGTTCAACAAATGAAGGTTTATTACTGAAAAATGATCC 

ATTGTTGCCAAAAA 

>SEQUENCE:7964:prostate_MPM2000-004P6_Table5 

TAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAA 
GGGGGTTTTATATTGATAATTGTTGTGATGAAATTGATGGCCCCTAAGATAGAGGAGACA 
CCTG CTAG GTGTAAG GAG A AG AT AG G G AAATTAG AAG AT AAA AACAT ACTTTTAG AAG A A 
AAAAGATAAATTTAAACCTGAAAAGTCGGAAAAAAAAAAAAAAAAA AAAAAA AAAAACGG 
GGGCCCCCCCCCGGGGGGGGCCCCCATTCCCCCTTAAAGGGGG I I I I I IACCCCCCCCCC 
GGGGGCCGGTTTTA 

>SEQUENCE:7965:prostate_MPM2000-004P6_Table5 

CCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAAT 

TAATTAAGGCGGGGCCTAACTGGTAGGGTGGGCACTGCTTACAAAAGCTGCAAAGAACCA 

CAGGTGCATGGGTGTAAACATAAAATAGAACAACTAAGGCCCAGAGGAGAATCTGGGGTA 

AGACTTTGGGGAATTAAGAACAGTTACATATACAGGGGGGATTTAAAATGCGACATGCAT 

GCCCAGGGAAAACACTTGCCCGGAAAGTTCTAAGACCCAAGCTTTCACCTTGGTCTGGTC 

CCTAAGCCCAAAAGCAGGCCAAAGTAAGTATTGAAGGATTACCTGGGACAAAGCTGATTT 

GTAAAATCTAGGATTGCTCCTAGCATTCAAGGGAATTTATGTCAAAAT AGCT GAACGTGA 

CATAAAAGGAAGAGAGACTTCAGTGATCACACACAGAAGGAATAGTCTTTTATAAAAATA 

ATTTGGAAAACTCTCAAAA 

>SEQUENCE:7966:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

ATGCAAGATTTACAATAGCACATCGCTGGATCACACAGTAACTAC AATA GGTTACATAGA 

TGTGAAAAGATCGGCAATGCCATTGCAAGATGAATCACTTGTCACTTTTCTTCTGCGCTG 

GGAAAAATAAATCAACAGTGTGGGTCTTTCATGAGCAGTGACAGATAGTTTATCTTACTA 

TGTATCCCCCCCAATTCAATGATCTATATCAACAGAACAAAGACTATGCTCATTTGCCTA 

CTGGAATCATTAAGTAATTGAATAAAGCAGATTGTAAAACATGATATCACAAGTTTGAAA 
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ATTCGGTGCTGGTGAAAAAAAGAAACTCTAAATGATG ATAATT TTGTACAGTTTTATATA 
AAGCTCTGAGAACTAGAAGAAATTATTAACTTTTTTTCl Nil I AATTCTAATTCACTTG 
TTTATTTTGGGGGAAGAAGACTTTGGTATGGAGCAAAAAAATACCAAAACTACTTTAAAT 

G G AATCAAACC AACTTTA 

>SEQUENCE:7967:prostate_MPM2000-004P6_Table5 

AAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGG 

CGGGGTAAGATTTGCCGAGTTCCTTTTACTTTTTTTAACCTTTCCTTATGAGCATGCCTG 

TGTTGGGTTGACAGTGAGGGTAATAATGAGGATTATGTCGAAAGACTTCGGGTGTTTGAC 

AAGGAAGGAAATGGCTCCGTCATGGGTGCTGAAATCCGGCATGTTCTTGTCACACTGGGT 

GAGAAGATGACAGAGGAAGAACTTTAGATGCTGGTGGCAGGGCATGAAGACAGCAATGGT 

TGGATCAACTATGAAGAGCTCGTCCGCATGGTGCTGAATGGCTGAAGACCTTGCCAGACT 

TCCCAGAGTCCGCGCCTTTCCC 
>SEQUENCE:7969:prostate_MPM2000-004P6_Table5 

ACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 

TTAATTAAGGCGGTGATGTCACTTGAACCTCATAGGGGTAAAAAAGGCTCCTTAACGGAG 

GGATGGGGGTCTCTGGAGTCTCGCCTACAAAGATGAAATCCATTTTGTATGATCTGAACA 

TATGGAATGGGAGGCTTAGTTAGAACATCATGTGTGCAGCCATTATTTACATTAAAAGCC 

TCAAATTCACCAGTGTCTCATATCAACCTAACATCATGACTGACATCTTAGCTGAAAATG 

TACCCGCCCCTCATTGCGTCTAGTACTGACTCAGATTCATTTATTATAGCACCTCATTTA 

AATGCAAACTCAATTGGTATTTCTCCCACAGGTTTTTTTCAGTACCATATCTGTGTGAGC 

CTTTTTACACACAATCCCCTTAGAAAAGGAATGTTGTCTAAAAATAGGTGAAT 

>SEQUENCE:7970:prostate_MPM2000-004P6_Table5 

CCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAAT 

TAATTAAGGCGGGAGGATGATTAGAGCCCAAGAGTTCAACACCTGGCTGGACAAGCTGAC 

GAGACCACGTGCTACCACAAAGGCTGCACCACTTCTACAAAGATAGGGACTCCTAATTTA 

TTATTGTGTTTACTTAGAGAATGAAAAAAACACCCCATAACAAAAAAAAACCTTTTACAG 

AGGTCAAAGGGCTCTGTAATTCAGGGACAAGGGATATGAAAGGCAAAAGAAGGATGGTTT 

TGGAGCTAAAAGCAGGGACTAGGAATGATTTCTCCCCAAGGTCACCTGGATCCATCTTAT 

TTCTGCACCTTCCCCTCTTTCATGATGGATACTGGACCCTTGAACCATTCAAGAAGAAAC 

ATTCCACCTTATTGTATCCCCTAAAAGAAAACACAACTGAAGGTTAATTTTGATTCTCCA 

AGGAGAAAAAGAATAACTATTTA 
>SEQUENCE:7971:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGCGGGGAAGCCAAGGGCCTCAGGGAGCACAGAATTCA GTCCTT GGTTCCTGTAGCTTT 

TCTTTTGATCCTTTGAGCTATCCCAGTATATCCCAG TAGTT GTTTTTAGCTACATGAGCC 

ACTAAATTACCTATTTTTGCTTAGGTTAGAGCTGGATTTTTG TTGCT TCTGAAATACTTT 

TATTAACAACTGAGAAAAGTAAACAAAGTGCTGTGAAATATCTTTTGTAAAATGAATAAT 

TTTGAAATTTTGTCTCTTCTAGATTGTTGGACCTTCAGATGGAAGTAGTTACATTATAGA 

TTACTATGGAACCAGACTTACAAGACTGAGTATTACTAATGAAACATT TAGA AAAACGCA 

ATTATATCCATAAATATTTTTTAAAAGAAACAGATATGAGCCTCCTTGATTTTAATAGAG 

AACTTCT 

>SEQUENCE:7972:prostate_MPM2000-004P6_Table5 

ACTGGCCGTCGTTTTACACACAGGAAACAGCGTATGACCATGATGTACTGGCCGTCGTTT 

TACACACAGGAAACAGATATGACCTTAATGCGGGCCCGTGGTTTGCTTTGAAGTGAGAAG 

AG AAG CCATTG G GGCTTTTG A ACAGGGG AG C AACC AAATCTG ATTTAGGTTTTAAATGTA 

ACCATGGTCACTGAAGAACAGACTGTGGGTTGGAGTGTTTGTCTGCACGAAGCAGCCACT 

GTCCACAGTTTAATATTTCCTTCCACACATTTCTTGTGTGTGTGTCCACAAGCATACAAC 

TGCAAATAGATATTTTAAGAGAATTTTTTGCATGCATAGAATTATATTGCCTTAAAAATT 

GCTTTTTACAAAAGCAGTATGTCATATATTTACATATTGGTACCAGTAAATCTTCATTTT 

CTAATAGAGCCTATAGGTAGGGTCAGCACACTTTTTCTGTAACAGATCAGATAGTAAGTT 

TATTACGCTTCATG 

>SEQUENCE:7973:prostate_MPM2000-004P6_Table5 

CGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGT 
ACTTCTAGAATTAATTAAGGCGGGTGCCTGTAATACCAGCTACTCTGGAGGCTGATGTAT 
TATAATTGCTTGAACCTGGGAAGTGGAGGTTGTAGTGAGTCGAGATCACACCACTGCACT 
CCAGTTTGGGCGACAAGAGTAAGACTCTTTCTCAAAAGAAAGTGGAAATTATATCATAGT 
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TTTTCTAAGAGAATCAAGAAATGTATTTTCATCTCTGTATTTTGTTT ACTTG CATGCATA 

ACAGGTAAAGAAGCTTCTTAATAAAGTAGTGCTCCGTGAATCTTGCTTTTACCGGAAATT 

AACAGACACCTCAAAAGATGAAGAGAACCATGAAGAGTCTGAGTCATTGCAGGAAGATAT 

GCTAGGTCTGAGTAATAATAAGATTTTGCTTTTTAATAAATATACTAGTAATTAAAGAAG 

AAAAATAACTTACTAAAATATGGAATATGTTATATTATAGGAAACATATTATTACTT 

>SEQUENCE:7974:prostate_MPM2000-004P6_Table5 

ACCCTACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAAT 

TAATTAAGGCGGGGATGTCTTTACATATTACAGTACAGAAACTATAACATTCAATAGTGT 

GCTGTCAAAGTGTGCTTAGCTCACCTGGATATACCTACATTGTTAAATGTCTAAACAGTA 

ATCATTAAAACATTTTTGATTACAACTCAAAGGCTCAAAAAGGTGTGTAATGAAACGAAA 

CTACTTCAATCC AACT ATCC A AACGTTCATTCTCTCTG CCATTTG G CACG G G GT AT ACCC 

AGGATATTATCTAACGTTTCTAACAGGGGTGTTAATGACATTAGC AGCA AGAGCTATGAG 

AAATAACTTTAGACATTATTTCATTGAACCTTCCCAACTGAAATTATTTTATGATGTTAT 

AACATGGATAGTAACTCAAGTAGCAATAAGTTACACAGTTGTGCCATTTGTGCTTCTTTC 

TATAAAACCATCACTCACGTTTTACAGCTCCTGG 

>SEQUENCE:7975:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 
AGGCGGGTGGGTCCGGCCATTAAGCCTCCCACATGAAGTTGC1 CATGTGGCCGGCAGTGT 
GGCCGGGCGTCAAGAGGCAACGCAACGTGGATGGCCCCGAACTGCGGCGGAGGATAAGA 
A 

AGTGGAAGCAAAGAAAGAAGAATCCGAAGAGTCTGATGATGACATGGGCTTTGGTCTTTT 
TGACTAAACCTCTTTTATAACATGTTCAATAAAAAGCTGAACTTTCTCATGCCAAAGGAG 

TG CCCAATA AAAAAAA AAAAATA 
>SEQUENCE:7976:prostate_MPM2000-004P6_Table5 

TACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAAT 

TAAGGCGGGGAAAATACAAGATTAGTTTGAAATATTTTGTCATGTTAGGAAGTAAGGAAA 

TGCTCACAAAATGGGGAAAATGTGAAAGGGAAACAGATCCACTTTGAATAAACTTCCATA 

GCCAAATTTGAGAAAATTGGGGCAATAAAATAGATAACAATAGTAATATATTACAATCTA 

CAGAAGAAAATTTTCAATTAATCCAGGCCGGGTGCGGTTGCTCATGCCTGTATTCCCAGC 

ACTTTGAGAGGCAGAGGCGGGCAGGTCACTTGAGGTCAGGAGTTCGAGACCAGCCTGACC 

AATGTGGTGAATCCCTGCCTCTACTAAAAATACAAAAATTAGCCGGGCATGGTAGCACAT 

GCCTGTAGTCCCAGCTACTCCGGAGACTGAGGCAGGAGAATGTCTTGAATCCCGGAA 

>SEQUENCE:7977:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGCGGGGATCCTGCAGTTTGGACTGCTTGCCGGGTTTGTCCAGGGTTCCGGGTCTGTTC 

TTGGCACTCATGGGGACAGGCATCCTGCTCGTCTGTGGGGCCCCGCTGGAGCCCTTACGT 

GAAACTGAAGGTATCAACCTAAGGGGCTCTAAGGCAATGGGACCATTATCCGGAACTAGC 

AAGGGTCTGTGAGAGGCCTATTGGGCTATGTGGGATGAACTTGCAACAAAATTTCTGTTG 

GAAGAACATGACGTATCTACTATGGCTTTGGGACTCATTGCAC TGAATG TATATTCTAGC 

TG ATG AATGGTCTGCTG C ACGCTATCCAATG AACG GTAG GTG GTTTTTCT AATAAC ATCA 

TACCTTGAAATCGGAGATATCCTCTCAATGCTGGGCTGCTCTTGCCTCCTC 

>S EQ U E NCE:7978:prostate_M PM2000-004P6_Table5 

ACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 

TTAATTAAGGCGGGTGAGTATAGTCTAAATTCACATATGTAGCTGTACCAGCGCTTAGAA 

TATCCGATAGCACTGATGGAATAGCAGATGTCAGCTATGACGGTGGATGTGTGCACACAA 

AG CCTTTC AG ATG CTT ATA AG GT AATG CTTACGTG CTTGT AG AGT ATGTC AG ATTTTCTT 

TTCATATGTGTCATCTTCCCAGTAATCAATACTGGTTTACCTCATAAGGAGATCCTTGGG 

TAGAAAGCAGTTGTGGCACCTCTGGTTTCCCAGGTAGTTATTTCATGCATATAAATTTCA 

TAAGTAAATTCTGTTGTTCTCATTTCTAGTACTTTCTTGGTGTACTAGGTTATATATAGA 

CAGTTGTATTTCACATGTATGGTTAATTGGTATGGGTATGCTCTTTAATGAAGTCACTCT 

AATGCCTCATAAAATCTAGTTAGAC 
>SEQUENCE:7979:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 
AAGCTGCAATTGGCAGTAACTAAATTCTCCGAGGTTTCTTTCCTCTCCTCT TTGC TACTG 
AAAGGTGCAGAAATGCTTTTGACAGCATCTTTCCTACTGACAGATGAATTGTTTTGACAG 
GAGAATTTGAAACCTTCAACTGAAGACACATTCAGATGTCAGGCCTGGTACAGGGCGATC 
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GTGTTCATAGAAATAAGTGAGATGCTTTAGATGTGTGTGCATGTCAGCTGCCACCTGAAA 
GAAAGGCCTCATTAAAGATTTTCACTGATTAACTCTTTGATTGT TCTTG GGATCTCAGAT 
GGGAATTCACGCTGCTTGCTGCAGAGCTCTTGGGCTAAGTGTATTTTCTTAATTACTGAG 
AAATGCGTGTTATCAGTAAGCAGTGAAAAGTCTTGAAAAAAAAAAAAAAAAAAAAAAAAA 

AGGGGCC 

>SEQUENCE:7980:prostate_MPM2000-004P6_Table5 

CCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATT 

AATTAAGGCGGGAGAGTGGAAAGCTGATGGA AGCAC TGGATTATGGGTCCTCCGGATGGA 

AAAG GTAAG ATG G CCG AG G AC AG A ATTCTAG ATTTTGTCAAT ATTTAATG GT AAAAG AAT 

TAGCAAAGGAGATGGATAAAGAGAAGTCTGAGTGTAGAGCAAAAAGGCTTATGAAAAAAA 

AAAAAAAAAAAAAAAAAAAGGCGGCCGCCACCGCGGTGGAGCTCCAATTCGCCCTATAGT 

GAGTCGTATTACGCGCGCTCACTGGCCGTCGTTTTACAACGTCGTGACTGGGAAAACCCT 

GGCGTTACCCAACTTAATCGCCTTGCAGCACATCCCCCTTTCGCCAGCTGGCGTAATAGC 

GAAGAGGCCCGCACCGATCGCCCTTCCCAACAGTTG 

>SEQUENCE:7981 :prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

ATGCAGCTGTCCATATCATGGAACATTATATACGTATGAAATACGATCCAGGTTCATGCA 

GAAAATCTGGAAGGACGGTAGGCAGCACTCATTTTAAAATTCTCCTTACCAAATCTGTCT 

ACTCTGGCATTACAGGTTTAGCAGCAGAATTTAGAAGAATTCTATATGATCCAAGTAAAT 

ACAACATTTTTTTCAACTCAGGCTTTACTAGTGATTGGCTCAACTCACAAGGTAGAATGA 

AGACACTATGCTGGTTACAACAGAGTTAACTTAGAAATATTCATACACACACACA CAGT T 

GCACACACACTGTCACACACACATACTGTTGCTCACACAAACTTA TTTCT CTAACTTTTA 

CTTGATCTTTCTGAATTCAGCTGAGGTGTTCTTTATACCAAAAGTCTTTTAAGATCTTCC 

TGGTCTGGTTCAGATGC 

>SEQUENCE:7982:prostate_MPM2000-004P6_Table5 

TAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAA 

GGCGGGTGGGGAAGAGGTTAACAAGACCACAGATGCTGCAGATGGGACTCACACGAAGAT 

GTCCTTCCCACCAGCCAGGCCATCGCTGGCTTTGTAAGACGCAGCCAACTGCCACCAGGT 

GGCAGAACAAGATGAGAAAACCGTGCCCCACGGAGTCCCTGAGCCCCTGCTGCTGCAGTT 

TTTGAGGACATTTGGGTAGCAGGGAGGTCTCTTCTTCTCTGCACTGCATGCACCCAGGAA 

AGGCCATGTGACGTCTTAGCAAGAAGGAGGCAAACCATGAGGAGAGCCTTCAGCAGAAAC 

CAAATCGGCCAGCACCTTGATCTTGGACTTCCCAGCTGGCAGAACTGTGAGAAAATAAAT 

GTCTGTTGTTTAAGTCAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAGCG 

>SEQUENCE:7984:prostate_MPM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAA7TAAG 

GCGGGTGTTTCTCTTTCTTCAAGTAGACTTAAGTTCGACTTTCCTACAACATGTAGCTGG 

TAAATACAGGCTTGATTTTTGCCAAAAGATAGTTTGACTTCCTGAAACTAACAGATAACT 

CTTGTATTCAAAAAATAAATGTAATGGATTTAAAGACTGGTAAGAAGTATTTTCTTTTCT 

TTTC ATTTTTG AG AC ACAGTTTC ACTCTGTCG CCCAG GCTG G AGTG CG GTG GTG CG ACCT 

TGGCTCACAGCAACCTCCGCCTCCTGGGTTCAAGTGAT TCTCCT GCCTCAGCCTC CTAG C 

TGGGATTAAGGTGCCCACCACCCCTGGCTAATTTTTGTGTTTTTAGTAGAGACAAGTTTT 

TGCCATGTTGGCCAGGCTGGTCTCCAACTCTTGACCTCAGGTGAGTTGCCCGCCTCAGGC 

CTCCCAAAGTGTTGGGATTAGAGGCGTGAGCCTCTGCGCCCAGCCAGAAGTCAGAAATAT 

TTTC ATTTTTG CATTTCAGTTCAG ATTTG G G CCATTTAG ATTT ATTTTG CCATG G TAAAT 

AAAAAGTTAGAGACTTAAGATTCATTAAATACCCATGACTACCTTGTAAGCATAG I I I I I 

ATTTTCTGAAACTT 

>SEQUENCE:7985:prostate_MPM2000-004P6_Table5 

AACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTTCTTCTAGA 

ATTAATTAAGGCGGGCCATTCATAGTCTTTTTTTCCATCCATGCCCAAAGAACTGCTCCA 

GCATGGAGTGAACAGATTTACTTTCACTCCTCTGGTTGGCAAAAGATGGAAAAAAAGACT 

ATGAATGGCTCGCTTCTTTTTATGTTTTCCAAATAAAGCAACATTGGTTTGCATTCTTTG 

CCACACTGCTTTGGTGCTGGAAACCGGAAGCCAGTGGATGTCTCATAGTGTGATGAGCCT 

CTGTCACCTGTTGGATGTATACTGTCAGCATTTATGTACCTTCTGTTCATTGTCATCCAG 

TGTGCTACCCAAGAATCATTTGAGTGTGGCAAGTTAGTTAAATTT 

>SEQUENCE:7986:prostate_MPM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAG 
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GCGGGGAGAGAAGGAAGGAGGAGAGGGAGGGATTCCATGATCTGTTGAGGACTATCCCTG 

GAGTCTTTGGTTAAGTAAAAACTGATCTGTGTGTGTAAAAAAGGAAACTACTCAAAGCTA 

AGGAAAGAATCCGAAAAACACAGAACTCAGAATAGTTTGTATTCCCACCAGTGAGAGTGG 

AAAGACCTTCTATTGCATAAGACATCTGGTATAGTTCTCAAAAGGAAACCATTCATAAGT 

AATTATTACCTAAGTAATGGGAATATACTATAACCTTACACTAAAACTNTAAAAAGCCTG 

TGAGTAAGCCTCAAAAAAAAAAAAAAAAAAAAAAAAAAGGGGCCCCCCCCCGGGGG 

>SEQUENCE:7987:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

ATGGGGCAGGAGAGTGGCAAGAATTGATCCACTTTGACTGCAGAAAACACAACCCACTTC 

TGGCAGGAGCCTGAGAACAGCGTGTGGTATTGTGGCAAAAAGATTAGCCTCAAAGGTAGA 

CAGATCTGACTTTTCTGTTCTGGCTCTGCTGTTTATTAACTGTTTAACCTCAGGTCAGTT 

AT AT ACT ATTTCCT AG CCTTAG CTTTCTTATATTTC AC AATG G AGT AATAATTCCTGTCT 

TACTGAATTGTAAAGATTAAATGAAATGAAATTTAGTGAAACCATCTAGCACATATAGTA 

TGTACTCATTAAATACTGTATCTCCAGTGCCACTTTTTAGTGATAGTGGGGAAAAACTTT 

TTGCTTCTCTGAATTTTATTTTAGTATTTATAAGTGG 

>SEQUENCE:7988:prostate_MPM2000-004P6_Table5 

TAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAA 

GGCGGGCTTTGGAGTTGAACTGCCTAGGTTCAAATCTTA3CTCTACCAATTACTAGCTGT 

GTGTTCTCAGACATGATATTTTACATCTCAGATTCCTTATCTGTAAAGTAGACATAAGTG 

CACCTATAAAGGGTTCTGAAAAAAGTAACTGATAAAATATGTAAAGCCCTTAGGAACAGA 

GTTTGTGATATTAAATGTGCAATAAATGTTAGCTACTGTCTGTTGTGCACTGTAGTTCTT 

GGGTGTCATTTCAAAAATCCTTTAAAAACCTGAATAACATACATCCCAACATTTATTACA 

CAATTCAGTTAACAACATTTATATCTTCAAAGAATTCATTCTCTAAAATGCTACCCATTT 

AACATACTAAATGGAAATTAGTCACCAGATTTGTCAGAGACTGGTGTCATGAAATATTTT 

TTCTATTCTCTTTTATTATTAAAAAAAATCTGAATC 

>SEQUENCE:7989:prostate_MPM2000-004P6_Table5 

TAAATAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAA 

TTAAGGCGGGGGACATTTCAAAAAAAAAAGCATTACAACAGAAAGATATCCATAAAAAAA 

TTAAACAGAATGAAAGTGCCACTGATGAAATTAATCACCAGAGTCTGATACAGTCTAAGA 

AAAAAGTCCACAAACCAAAGAAAGATGGAGAGACCAAAGATGTAGAACACAGCAGAGAGC 

AAATTCTCCCACCTCAGGATCTAAGCCATTATATTAAAGATAAAACTCGCCAGACAATTC 

CCAGGATTAGAAATTATTACTTTTGTAGTTGGCCCCGAAAATATAGGCAAATAAACTCAC 

AAGT fAGACGGAGGCCGCATCTGGGTAGGCGGTATGCTATTAATCTGGATGTCCAAAAGG 

AGGCAATTAATCTCTTAAAGAATTATCAAACGTTGAAT GAAG CCATAATGCATCAGTATC 

CGAATTTTAAAGAGGAGGCACAGTGGGTAAGAAAATATTTTCGGGAAGAACAAAAGAGAA 

TG 

>SEQ U ENCE:7990:prostate_M PM2000-004P6„Table5 

CCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAAT 
TAATTAAGGCGGGTGAGCTGAGGGAGGCAAGCTGCCTCGT r AGCCTCCAGAACACAATAG 
AGGCTCGGTGAGTGTTAACGCCCTGCTGATCCTCTGCACAAGGTGGTTTAGAAAAATGTT 
TTTCTCCTCAGATTCATTCACTCAACAAATATATTTATTAGGCCTTTACTACAGATGAAG 
AACTGCTGTAGATGCTATAAATATACCTATGGACAGAACACACACAGTTCCTGACCTCAA 
AGAGCTTCTATTCTAATGAGGGAGACAGGTGTTAAATTTAAAAAAAAAA GACG TCACCTA 
TTAAAAGCGGCCGC I I i I I I 1 I I I I I I I I I I I I I I I I I I H CGCTTCCTACTTTTCAGGT 
TTAAATTTATCT II I I I C 

>SEQUENCE:7991:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGCGGGGAAAATACAAGATTAGTTTGAAATATTTTGTCATGTTAGGAAGTACGGAAATG 

CTCACAAAATGGGGAAAATGTGAAAGGGAAACAGATCCACTTTGAATAAACTTCCATAGC 

CAAATTTGAGAAAATTGGGGCAATAAAATAGATAACAATAGTAATATATTACAATCTACA 

GAAGAAAATTTTCAATTAATCCAGGCCGGGTGCGGTTGCTCATGCCTGTATTCCCAGCAC 

TTTGAGAGGCAGAGGCGGGCAGGTCACTTGAGGTCACGAGTTCGAGACCAGCCTGACCAA 

TGTGGTGAATCCCTGCCTCTACTAAAAATACAAAAATTAGCCGGGCATGGTAGCACATGC 

CTGTAGTCCCAGCTACTCCGGAGACTGAGGCAGGAGAATGTCTTG 

>SEQUENCE:7992:prostate_MPM2000-004P6_Table5 

ACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 
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TTAATTAGCGGGGGAAATGAACCGAACTACATAAATGTCTACGACCAGTGATCTCTGACC 

ATAAAGCCTGGTGTATCGAAGACCACAGGAGACGGTGAATGAACATTGTCAGGGGATTGA 

ATATCCCATCTCTACACATGTGGATAAGGACCTGGATCTTTATGCCCACGATGACGATGC 

GGATTAAGGCCATGACATGGACCATGCTGACGAACTTGAAGAGACTCAGTCGGATGACAG 

GCCTGAAATGGCTGATGGACCCTCTGACCAGGAAGAGGATCTTAACGAAGGTGGCCCGCT 

CAAATTAAGGCATCGTGCGGCTGGTCATCACTGGCATTGCTGGTTGCCCCCAGGGCGGCA 

CACACCAGTGCTCACAGCCGGCACTTGTTAAGAATGGTTGAGCTGGACCAAATGGTATAC 

GTGTCTTTCATCAATATAAACATGGACTGCATTCATCTGGACACGGGCCTTTCCCCCCTT 

AATTAAGGCGGGGTTAAATGGAAAAAAAACTTGTTT TTATTAA ACATTTTGAGATTTAGA 

TAAACTACATTTTAACTGAATGTCTAAAGTGGTTATCl I I 1 I I I CCCCCAG 

>SEQUENCE:7993:prostate_MPM2000-004P6_Table5 

CCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAAT 

TAATT AAG GCG G G GT A AT AG ATTTT ACTT AT AAGTG AT ACTCAGTTG G CTT ATTTT AT AG 

ACACTTCTCTGGTTACTATCAAGGATTCACTGCCATTGTAAATTCCCAACACTCCTCAGA 

AGTAAGACAATCACTGGCGTGGTTCCCAGGCTAGTATTTATTCAGTGCCACAGTCCAGAA 

GACACTGTATAATGATTAATTGGGCTGTGGATCACAGTATAGGGATAGAATTAGATATCT 

GGAAGTCATAATTGATGCAATAAAGAAGCTGAAATATAACAACATTGTAAGGGAGAAGAA 

AGAACATTCCTCCAAAGCCATAG 
>SEQUENCE:7994:prostate_MPM2000-004P6_Table5 

CAGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAG 

AGTACTTCTAGAATTAATTAAGGCGGGAGTTTGAAGTAGCCACATTTCAGGTGCTTAATA 

GCCATATGTAGCTAGTGACTGCTGAATTAGCACAGCTAATAAAGCTTTCAGGATGTGCTT 

CCACCTGCCTTTTCTCCTGTTTTCATTGCATTTCAGCCAGTTTGTATTGTCTCTTCCCCT 

ACCCTCAAATATCACTGGCTCTTTCTTCCCCTTTTTGAACCTTTGCAAATGCTGTTAATG 

ACAATGACATAATGGCCAATATTTATTGCAGGCATGATTTATAAGGC ATGATGC ATTATA 

TTTTTTTAAAATGTCACATAACTTTATGATGAAAGCACTATTATTATCC I I I I I I I AAAA 

AAAAAAAATAAAATAAAAATTAAAATGCGGCCGCCACCGCGGTGGAGCTCCAATTCGCCC 

TATAGTGAGTCGTATTACGCGCGCTCACT 
>SEQUENCE:7995:prostate_MPM2000-004P6_Table5 

TAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAA 

GGCGGGCGCCTATAGTCTCAGCTACTCAGGAGGCTGAGACTGGAGAATGGCGTGAACCTG 

GGAGGCGGAGCTTGCAGTGAGCCGAGATTGCACACTGCACTCCAGCCTGGGCGAGAGAG 

C 

GAGAATCTGTCAAAAATAAATAAATAAATAAATAAATAAATAAATAAATAAATAAATAAA 

TAAATAATAAAATGTTTTAAAAGACAAGAGCATTGCCAGATATTTGGATCAATAGCAGAT 

TTTATGCAAGGCTCATTTATTTAAAGATATATAGAAATCTTTAAATATAACAATATAATC 

ATTTTTAAAATAATATTAGAAAACATTTAAAACTTACCAAGCTGAATATTTCTTATCCAC 

ACTGATTGTTTTGTTTCTTTTAAGATTTTCTCAAAGTAAACCC 

>SEQUENCE:7996:prostate_MPM2000-004P6_Table5 

CCCCCCCTCGAGAGTACTGATAGAATTAATTAAGGCGGGGATCATCAAACATCTGTAGTC 

TCTCAGAAACATCAGATGATGGATTAAGAAGATCAAAAAGCTCTTCATTATAGATCTCCA 

ACAGAGACACTTTGACTGAAAATTCAGTACCATTATCAGTAAGTTTCTCAAAAATTTGAT 

GAAGGGTACGTGGAATTATACCAGCCAAGGGATCCTGAAATTATAATAAGGACTAATATA 

AAGGAAGAATGCCATTTACTGTGGCAGTTAAAATACATGGGCCTCCTTTATAATATATTT 

AAACATAAGTATGGCAAAGCATGTTAAAACAAAACAAGAAAAGAAACAACTAACCTAATG 

TTAGAGAAGTCATTTACAACAGTCTGTTCTACAGTAGTCTTCACACCCTCCATAAACCTG 

TCACACTTCTTAGCCATCTTCATCCCTGAGCATTACATAGAAACCAATGGAACCTATCTA 

CTTAAAAAGCCAAGTTCGGCCAGGCACGGTGGCTCACGCCTATAATCCCAGCACTTTAAA 

ATTTANNANANNNNAAAAAAAAAAAAGGGGGGCCCCCCCCGGGGGGGACCCCCATTCCCC 

C 

>S EQ U EN CE:7997: prostate_M PM2000-004P6_Table5 

AATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTC 

TAGAATTAATTAAGGCGGGGCAGCAGAACATCGAGTGTTGGATAACTTCTCTGACATAGT 

AGAAGGGTAAGCATTAGTATTTGTTCTTTTAAAACTCTAACTTGTGCCGTGAAATAACTC 

TAGCCTTGACTGAACCCAATGGGATTCTTAATTGTAATTATACTCAAAAGTGATAGATCC 

TTAGCAAAAATAGGACCAGCAGAAAGGACTCCATAAACTGCATAAACCACATGTTGCCAT 
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AAGATACATCTGAGGGTGAAAATGAATGTCACTTGTAAATGGCTTATTTGATGTTCTATT 

TGGTTTGGTTTACAACACTCTTCTGTACAGCTACAGTAGCTGAAAGGATAACTGGTCTCT 

TGAAAGATAACAGCCAGCAGCTCTCATACGTTGCTTCTGTGGAAGAGCCTTAAGCGCTTT 

CAGCCCTGGTTTATCATCTCCCAATGGTACCTGACA 

>SEQUENCE:7998:prostate_MPM2000-004P6_Table5 

GCCAAGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTC 

GAGAGTACTTCTAGAATTAATTAAGGCGGGGGGAAAGTGATCCCAGTCAGGCTAGTCAGA 

ATCTCTGGAATGTTCTCAACTCTAAACTATTAAGCTTGGGGTTTGTTGATGTTCCTGCTG 

GTCTACAGCAAGAGAGGCTGAAGCCAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAGCGGC 

CGCCACCGCGGTGGAGCTCCAATTCGCCCTATAGTGAGTCGTATTACGCGCGCTCACTGG 

CCGTCGTTTTACAACGTCGTGACTGGGAAAACCCTGGCGTTACCCAACTTAATCGCCTTG 

CAGCACATCCCCCTTTCGCCAGCTGGCGTAATAGCGAAGAGGCCCGCACCGATCGCCCTT 

CCCAACAGTTGCGCAGCCTGAATGGCGAATGGAAATTGTAAGCGTTAATATTTTGTTAAA 

ATTCGCGTTAAATTTTTGTTAAATCAGCTCATTTTTTAACCAATAGGCCGAAATCGGCAA 

AATCCCTTATAAATCAAAAGAATAGACCGAGATAGGGTTGAGTGTTGTTCCAGTTTGGAA 

C 

>SEQUENCE:7999:prostate_MPM2000-004P6_Table5 

TG G CCGTCGTTTTAC ACCCG G G AAA AC AG CT AT A ACCATG ATTATGG CCGGTG GTTTTCC 
AAAAAGAAAAAAAAAAAAACTTTATTGGGTGGAGACGTGAGATCATTCTTTACAAAACAA 

AAC A A AT AATTG AAAC AC AG CGTG CTAAA ACCT ATG GT ATG C AGTTAAAG C AAT ACT A AG 
AGGAAAGTTTATAGCTATAAGGGCCTACATAAAAAAGCAGAAAAACTTTAAACATCCTAA 
TTATGCATCTTAAAAAGCTAGAAAAGCCATAGCTGACCAAACCCAACATTAGTNGTNGAA 
AA A AAAA A AAA AAA AA A AA AAAAAAGCG G GGCCCCCCCCCGG G G GGG G CCCC AATTCCCC 
CTTATGGGGGGTGTTTTACCCCCCCCTTTGGGGCG I I I I I I I AAAAAAAAAA 
>SEQUENCE:8000:prostate_MPM2000-004P6_Table5 

CTGGCCGTCGTTTTACACCCCGGAACACAGCGTGTACACATG ATGGG TGCCGGGCCCCTC 
CTCGAGAGTACTTGTAGAATTAATTAAGGCGGGGGA GAAGT TATTTTGGATATATGGCTT 
TAATCAGGATAGACTAGTTTATATTACTGCCTGATTACTTTTGAAATTCCAGAAGATGTG 
TAATCCTAACTGCATGATCACAGTGAATCTTATATAAAGTGAA AAATA CCACTATTACTG 

A ATT AT AAT ATG CT AG AAAAG CTGTTG ATG GTAATGTG GTCTA I I I I I AATTTACTTCAT 
TTGGACCATCACCATGAAAATAAATCTCAGGATGGTTTGAACAAATGAAT AACC CACTTG 
CCCAGCCTATCCTCCAAGAAAATATATTGTGGCAAATTCCATTCTTCAGCTTTTGCTGAC 
CCTGTTGTGTTATTCTCCCCATTCCCTCCCTCCTGCCAGTCAAATATTTGTGT ACCCG AT 

GTTACGTGCCAGACTCCGG 

>S EQ U E NCE:800 1 :prostate_M PM2000-004P6_Table5 

AGAAAGAAACCTGGACAGATCATAATGTTTGCAGTGATTATTCCTCAGTGGTGGGAGCAT 

GGATGATTTTCAGTTTCTTTGTATTTTGGTTATTTTCAAATGTTCAGCAAT GAGC TCAAT 

TACTTTTACATAATTACAGAATATTTGGAGTCAAACATTCACCTATTTCCCTTTTACTAA 

AACTTATTGGAATTAACATCATTTGATATAGTGACTATTTCTGAGTTAAGAAAACATAAT 

TAAGACCGCAAAAAAAAAAACTCGTAATATTTTAAAAAAGCGGCCGCCAC CGCGG GGGAG 

CTCCAATTCGCCCTATAGTGAGTCGTATTACGCGCGCTCACTGGCCGTCGTTTTACAACG 

TCGTGACTGGGAAAACCCTGGCGTT 

>SEQUENCE:8002:prostate_MPM2000-004P6_Table5 

CCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATT 

AATTAAGGCGGGGGCCACTTGAAATGTGAATGATTAGTGCGGCACTAGAGACTCAGAATG 

TTCCATGTATAGGATCGTATTTGCGTAAGTTTAAAGACTATATCCTATGGTCACGAATTC 

AATAGATGGCCTTCAAAGTAGAAGACAGGCTTAGTGAAATAAAAGACAGGTGATTTTAAA 

A ATTT AAAATTGTCC AG GTGTAGTG GCTCATCCCTGT AATCCC AG C ACTTTTG G AG G CT A 

AGATGGGAGAACTGCTAGAGGCCAGGAGATCGAGACCAGCTTGTGAAACCTAGCAAGACC 

CCGTATCTTATAAAACAAAAACAAAAACAAAAAAACAAAAATCAAAACTGTTGCACATAG 

AACTAGAAAAAAAGAATAGAAAATATGGGAACACAATGAAAAGATTAACATATATGTAAT 

TGAAGTCTC 

>SEQUENCE:8003:prostate_MPM2000-004P6_Table5 

ACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 

TTAATTAAGGCGGGGCCACCAGCACGGCCAGGAAGCCAGTCTCTAGCAGCAGGGAGTCCC 

ACTGGAAATAAAGGAACACCAGCTAAGTGAATATGGTGATTTGCATACACTTACATTGAT 



Table 7 
2764/3129 



TC AG A AATTGTGTTTAATTCC AC AC AAG AA AAAG A ATGTG G ATCTTTTTC ACTG G AAA AA 

AAAGTCGCCATGTATCATCTTAATCATGTTTTCCTGGGATATAATCTATACGTGACGCCC 

ATTTAAGCCTTCATTGCATCTATGCACGTAGTTTGCTTTCCTCTTGTGGGAAATAATGTT 

GGACCACACGGGTTTGGGCCACAGCCCACGAAGACACAATCCTGAACGTCATAATCCCAA 

ATGTTGAAGTCCCATAAGATCTAAATCTGTACAG 

>SEQUENCE:8004:prostate_MPM2000-004P6_Table5 

CAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAG 

AATTAATTAAGGCGGGGGCTTGCGCACGGGCTGGGGGTTAAACGGCCTTGGGGAATGTCT 

ACGCAGACTGAAATTTTCTAATTGCATTTAACGATACCTGTCTTTATCCTTAAATGTTGG 

AATATTCTCAAAAACCGATGCCTCGGGCACTTAAAATGACTGTCCTTGGTGGTGCATGAA 

ACTGTGTCTTTATAACACCTTCTCAAAAAGAATAAATGCAGAGGTTCACACACTGTTTCC 

CAGCACTTTGGGAAGCAAAGGAGGGCCGATCACCTGACATCAGGAGTTCGAGACCAGCCT 

GACCAACATGGTGAAACCCCATCTCGACTAAAAATACAAAAGTAGCCGGGCGTGGTGGCA 

CATGCCTGTAATCCCAGCTAGCTGGGAGGCCGAGGCAGGAGAATTGCTTGAACTC 

>SEQUENCE:8005:prostate_MPM2000-004P6_Table5 

CACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAAT 

TAAGGCGGGGTAAGATTTGCCGAGTTCCTTTTAC I I I I I I I AACCTTTCCTTGAAAATAT 

TTTTAAATTAATAAGCAAATGTAACTCACAGTGCTCGTAGTGTTGGGGATTGTGTGCGTG 

TGACI I I I I I I I ACAAATACTGTG I I I I I CCTGTGTG A ATCTG C A A AAGCCC AG ATCTG G 

TCAACTGAATGAAATTTCATTTGCTAAAGGGATCTCAGATATTCAAAACGATGATTTAAT 

GTCTACAAACTATAAGAGTCTCTTTTAAATAGGTTTGAGGATACTTCTGCCTGTTTGTCC 

AGCAGAATCTGAACTACAGTCATTCTCTGCCCATCATTCCTACTCCTTAAACTATAGCTG 

AGAGAATAGCATAGTCCTTAGTTTGGGCCATTCTGGCATTGCCACTATGATGGCCTGTTG 

TCTTACA I I I I I AGAAACTTGCTTGCATCTTGA 

>SEQUENCE:8006:prostate_MPM2000-004P6_Table5 

TGGCCGTCGTTTTACACCCCGGAACAAGAAATAACCTATGATTATTGCCGGTGGTTTTCT 

TTAAAGAAAAAAAAAAAAACTTTATTGCTGGAAGGGAGGTTTGTAAAGAATAAATATTTT 

TGTTCTGA I I I I I ATGAGTTTATACACATCTTAAGATGCTGTATTATTCATTATTTTGAA 

GTATATTGACAAGAACAGTGTG Mill G G CATGCCCTTATTTTAAG CATGTG ATGCC AG G 

TAATTAAGGTGAAGCAGCCAGGTGTGGTGGCTCACATGTGTAACCCCAGCCCTTTGGTAG 

GCTGAGGCAGGAGGATCGCTTGAGGCCAGGAGTTCAAAATCAGCCTAGGCAACATGGCGA 

AACCCCATCTCAAAAAAAAAAAAAAAAAAATAACCGGGGACCAGGGGGGGGCAATTGTGT 

TTTAACCTCCTGGGGGGGTTAAC 

>S EQU ENCE:8007:prostate_M PM2000-004P6_Table5 

AACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGG 

TAAGATTTGCCGAGTTCCTTTTAC 1 Mill I AACCTTTCCTTATGAGCATGCCTGTGTTG 

GGTTGCATTAGGGATTAGGTTTTAATGTGAGTTTTGGAGGGAACAAAAACATTCAAAGCA 

TAGCACTGTCCATCTTTGTATTTTCAGTATTTGTCACAGCACTCTG CAC AG AGTAGG CAC 

TAACTAATTACTGTATACCTTAACTGACTTTCATTCTTTCTATACCACTCAGAAAACATC 

AAAGCCATAGAAACACAAAGCCTCCCTCCCACTAGGTTTTTATTTTAATCAGCAGTTCTC 

AAAATTTTAAGAAATGGGATTTCTTGGAAAAATTCAAAATATTTTGGGGAGAAACCACAA 

CTGGGTTTGCTAATAAATGCTGATATCT 

>SEQUENCE:8008:prostate_MPM2000-004P6_Table5 

CCCTACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATT 

AATT AAG G CGG G AG G CC ATGT ATGT AATTT AG G AAGTGT AAC AC CTGTG G C ATATT ATTG 

AAGCATGACAACTGAGTTTAAATATTAAGCTCATTGTTTAAATTCACTTGTTTAAAAAAG 

GCCTATACTACTTCTCCCCATATTAAAGATTATTTAATGTGTAATTAATCTTAGCTGCTA 

CTTTCAGTCAATAGCAACAATTTCTTAGTTCAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 

AGGCGCCCCCCCCCGGGGGGGCCCCCAATTCCCCCTTTAGGGGGGTTTTATCCCCCCCCC 

CCCGG 

>SEQUENCE:8009:prostate_MPM2000-004P6_Table5 

CGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGT 
ACTTCT AG A ATT A ATTAAG G CG GG G A AG A AAG GGTCTG CT AGTG CTCT AAAC AGTG GTTT 
GGCCCCCCAGGGACATTTGGCCATGTCTGGGCCA I I I 1 I GATTGTCATGGCTTGGGAGAC 
ACTACTAACATCTAGTACGTAGAGGCCTGGGATGCTGCTGAACATCCTATAATGCACTGA 
CAGCCCTCATCACAAAGAATTACTCAACCCCAAATGTCAATCAATACTATCTAGGCTAAG 
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AAATCCTGATCCAGAAATTTTTTTTCAAAAACAGGAGCTAGAGTTGTCAGAAAAGGTTTC 

AAAGACAAAGTGAGCCTTGGTTTGGACTTGGTTTGGGGGCAGATCATCTGAAAGGCATCT 

TTTGCCTGACTTTTATTTTCTCTGACAAGAATTTTAACCTACAAAGTTTCCCTTACTGGC 

CAGGTGCGGTGGCTCATGTGTGTAAT 

>SEQUENCE:8010:prostate_MPM2000-004P6_Table5 

TAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTC GAGA GTACTTCTAG 

AATTAATTAAGGCGGGAGAATATAGGAGTAGATATATATTTGCTTGTATTTTAAAAAACT 

GGAAATAGTAAAACTAACAAAATGGTCACATAGAAAAAGGAAGGGAATAGGTTGAAAAGT 

ATAAGAATGAAAGTGAGACTTCTATTAATGTACCTTATTAGTCTAGTTTGGACTGTCAAA 

GAATTTAAAAGTTTTACATAATTAAAAACAATAAATTGGCTGGGCATGGCGGCTAGAGCC 

TGTAATCCTGACACTTCGGGAGGCCAAGGCAGGAAGATCTCCTGAGCCAGGGAGTTCAAG 

ACAACCCCGGGCAAAATAATGAGGCAATATATTTAAAAAAAAAAAAAAAAAANAAAAAAG 

CGGCCGCCACCGCGGTGGAACTCCAATTCGCCCTATAGTGAGTCGTATTACGCGCGCTCA 

CTG G CCGTCGTTTTACAACGTCGTG ACTGG G AAA ACCCTGGCGTTA 

>SEQUENCE:801 1 :prostate_MPM2000-004P6_Table5 

CCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAAT 
TAATTAAGGCGGGAAGTTTTAGTAGTTGAAATAATATAATTTCATTTAGGAAAAGGAAGA 
AGAATATGAAGAGACAACAGAGGGTGAAAATTAGTGATGATTTCTAAACTT 
>SEQUENCE:8012:prostate_MPM2000-004P6_Table5 

CGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTAC 

TTCTAGAATTAATTAAGGCGGGGGGCAACCTGTATCAAACTCTGGGTCCATATAGGGGCA 

CAGAATATTTTCACCATAGTGATTTGGTTAGACCTACCTTTAGGCTCTCAACC TCAG GTT 

CATAAAGACTGTCATTTGGTATCTCATAATTTGATCTACCAAATATTCTCCAAATTTTAT 

TTCTTTCTCCTCTTCCCATTCCTCCCCACACTCATCGCCCTTACCACGCTACTCCTACCT 

ATCTCCCCTTTTATACTAATAATCTTATAAAAAAAAAAAAAAAAAAAAAAAAAATTAAAA 

AAAAAAAAAAAAAAAAAAAAAAAAGGCGGCCGCCAC CGCG GTGGAGCTCCAATTCGCCCT 

ATAGTGAGTCGTATTACGCGCGCTCACTGGCCGTCGTTTTACAACGTCGTGACTGGGAAA 

ACCCTGGCGT 

>SEQUENCE:8013:prostate_MPM2000-004P6_Table5 

AGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGA 

GTACTTCTAGAATTAATTAAGGCGGGGGATAATAACATGGCCAAAGATGTGAGGGAGAGA 

GAGC I I I I I I I I I I I I AATATATAACAGATCCATTCTTGTTAAAATTAGCCCATTCCCAT 

AATAAGAACATTAATCCATTCATGAGGGCAGAGTGCTTATAGCTTAATTAAGGCGGGAAA 

GTGAAAAAATCTCCATTTGTTTGAAAACTAATGAATATGCTTCTAAATAACCCATGTGTT 

AAAGAAGATATAATACTGGAAATCAGAAAACATGTAAATAATGAAAATACAAATATCACA 

ACTTGCAGGAAGAGGATAAAGTGATACTTAATAGTCTTCAATGGATAAATTAGATAAGAA 

GGCTAAAAATCAATAATCTAAGCTTATC 

>SEQUENCE:8014:prostate_MPM2000-004P6_Table5 

TTAAATTATGCAGTTTTTCTTGAAGGAACTAAAAGCAACTAGCTCCCTAATGGTCTATAA 
TTTTATTTCTTTTGGGTTAAAGCGAAAAAGAAGAAATAGAGAATTGCAGCAGAATTCAGT 
GGTTGTCTACTATCCATACTTCTTATCACTTTAGTTTTTCATCAGACAATCACAATTAAT 
>SEQUENCE:8015:prostate_MPM2000-004P6_Table5 

GCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 

TACTTCTAGAATTAATTAAGGGGGTCATATCTACTGGTCTAAAATTCTAGTTTCCTTTCT 

CTATGCATTTAATGGCATTGCTTACCTTTTTTGATATAGATGATCTTACTTTCTTGAAAG 

CTTCTTCAAAATGCTTATGACTAACCTTGAGTTCACCTATGGAGTAAATGCACAAATATA 

CACATCTCAGTATCGTATGGTAACTGACTTAGAACTTAACTTCCTTTGAA AGACT TCAAA 

ACTTTCAAGGGGTCCACTAAAGAGATCAGTGATGAGATGGGCTCTGTTCl l l l iCAGAAC 

AGTATTCTAGCCAGATATATTCTGCTCATCAGATTTTAATCCAAAACCACCCAAAGAGAT 

CTGCCACTCATAAGTTGGTAATTTTTTGTAGGCCTCTTTGCATTGTTTAACTTAATGGTG 

ATGCCTATGAACAAGAGCCAGAATTATTCAGATAATTCAAATAAATGTAACTGGAATAGA 

AAGGAGGATTCCATAGTATTAATATTTAAGAGTATGGCACACACAATGAGATCTTATGGA 

G CC AT AAT ATC ATAG AAAT ATTTT ATAT AT AAT ATATCT 

>SEQUENCE:8016:prostate_MPM2000-004P6_Tab!e5 

GCGCGCAATTATTCCTACTAACAGGGAACCATGCTGGGGGAACA AACG CTGGGTACCGGG 
CCTTCTCTCGAGAGTACTTCTAGAATTAATTAAGGTAATGGAAAAATTTTATAATCAAGC 
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CACTATGTAACCTTAAAGATTAGCCACTGGAGAACATTTCCAACAACTGTGCTGTTGTGC 

A I I I I I I A! ! I I I GAGGTGCTTTGATTTTCCTTAGCTGCATGGTGCAGAAGCAGCAAACC 

ATATTTCTCAGTACTTCCATCTGGGTTCTTCATCAGCTCTTCTGTTGGCTCCTCAGGAAG 

GGCATGACTCCATCAGTCTGCCTGCCTGCCTGCCTGCCTGCCTGCCTGCCTGCCTGCCTG 

CCTG CCTGCCTG CCTGCCTG CCTG CCTG CCTG ACTTA ATT AACTCTG CGTTG ATACCGT A 

CATGCTTACAGAGCTTCACTAACAGATATGTGATTCAGGAAGGGATACATGTTTTGTAGA 

TG 

>SEQUENCE:8017:prostate_MPM2000-004P6_Table5 

GGGTGCCGGGCCCCCCCTCGAGAGTAACTTCTAGAATTAATTAAGGCGGGAGAATCGCTT 

GGACCTGGGAGGTGGAGGTTGCAGTGAGCCGGGATCACGCTATTGCACTCCAGCCTGGAC 

GACAGAGCAAGACTCTGTCTCAAAAAAGAAAAAAAAAAACCCCTTGAAAAAATACCCAGG 

CATGGGGGCATGTGCCTGTATTCCTACCGGAGGCTGGGATAAAAGGATTGCTGGACCCCA 

GCCAGGGCAACAGAGGGAGACCCTTTCTCCTTAACCATGTAAAAATAAAAAAAAAACGCG 

GCCCCCCCCCCGGGGGGGACCCCCCACCCCCCCTTTGGGGGGCTTTAACCCCCCCCCCC 

T 

GGGGCGA I I I i I I AAAAATAAATGTCATTTAAGTGTAGAT 
>SEQUENCE:8018:prostate_MPM2000-004P6_Table5 

AGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGA 

GTACTTCTAGAATTAATTAAGGCGGGTCATGGGCCTCACCAGCAAACTGTTGTGTGACGT 

ATAACACATTCACCAGGGTATCGTCATTCATTAATTTGAATTTATTTGTAGCTAAATTAT 

GMGAGTMGAAATTGAGGATGGTCTCTGACATACTCAGCATTTTTTAACAGGCTGGTCT 

TCTGCTTTTGAAGCTTCCAAAGCATATCAAATGCACATCCCACTTGCTTTTCTGAAAGTA 

TGGCTTTGTTTCTTTCAATAAAACCAAACATTTGCTCCTCATCTGTACACTTATTCATCT 

GAATAATTAGTGGTTCACAACTGATGGGTCGAAATTGAAACACTCTCCAGGAGAATGGAC 

AA ATAG CTCTTAG ACG A AG CGTATTTGTAACC AATG ACTCTAG G AAA ACAG G GTGTTTTT 

TCATTTATATCACAAGTTTTC 

>SEQUENCE:8019:prostate_MPM2000-004P6_Table5 

GCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 

TACTTCTAGAATTAATTAAGGCGGGTGTAATAGCAAGGGAGTCACTGAAAGAGACTTTAA 

AGAATAAGTGTAAGTCTACACCCTTCAAATGTCAGGAACAAATATGGGGTGACGAATTTG 

GTCTCATTTATTCAACCTGNNACTCAGCGAAGCTTTATGGGAAATAACNACCACACNAGT 

GATGCCGGAAGAATAACAAATATAAAACAATAATAAAAGAAATAAAGGCTGGCCGGCCCA 

CCCGCAGGTGGGGAGCCNTCCATATTCCGCCCCTATTAGGTGATGTCGGTATTTACCGCG 

CCG CTC ACGTG GCCTGTCGTTTTAC AACGTCGTG ACTG G G AAAACCCTG G CGTTACCC A A 

CTTAATCGCCTTGCAGCACATCCCCCTTTCGCCAGCTGGCGTAATAGCGAAGAGGCCCGC 

ACCGATCGCCCTTCCCAACAGTTGCGCAGCCTGAATGGCGAATGGAAATTGTAAGCGTTA 

A I I I I I I GTTAAAATTCGCGTTAAATTTTCGCTAAATCAGCTCA I till I AACCAATAAG 

CCG AA ATCG GG C AAATCCCT 

>SEQ U ENCE:8020: prostate_M PM2000-004P6_Table5 

TGGCCGTCGTTTTACACCCCGGAACAAGGGAACCATGATGGGTGCGGGCCCCCCCTGAAG 

TCTAATAAATAATTACATATTGGGTAGATGTTTAAATGTTCATAGAGAATGCATAAGCTC 

TAGAAATA I I I I I GCTGATTTCAGATTGCGATATAAAGTAATCAATGATATAAAAGAAGT 

CACAATAGTCATTTAATTCCTCAGCCTGTGTCACTGTTTCCCTCTGCTTTGAGACTCTTA 

TTTCCTTTCCACCCAGTAACTGCTGATTGCTGTGGGTCCATCCCAGGCCTGTCCAGTCAC 

GGGGAAAATTACTTTGACAAACATATGCACAGTAAGGCATTGCTTACATACTGAGTAACT 

TCTCCCAGGATTATTTATAAAAACTCCCGCCTTAATTAAGGCGGGAGAATGCTCGCTGGG 

GTATCTCATTGGCCAATATCTTGATCTTGGACTTTCCAACTTCCAAAACTGGANAAAANA 

AAAAAAAAAAAAAAAAAGGGGGCCCCCCCCCCGGGGGGGACCC 

>SEQUENCE:8021:prostate_MPM2000-004P6_Table5 

GCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 

TACTTCTAGAATTAATTAAGGCGGGGTAGCTCTGACCTGATATCCCAGCACTCTGGGAGG 

CCGAGATGGGTAGGATCATCTCAGGCAGGGAGTACTGACACGTAGCCTTGACACAACACT 

GGAGAGAACCCCAACTCTATTAAAAATATCCGGGTGCGGCACCGCATGCCTGTCATCTCA 

CCTACTCAGTACGCCGAGGCAGGAAAACTGACTGAACCCCATAGGCAGATGTTGCATGAG 

CCCAGATTGTGCCACTGCACTCTAGCCTGGGCAACAAGAGCACAACTCCGCCTCACCGTG 

GGTGTGTCCAAGAAGAAATAAGTCTGTAAGCCTTGTCTGGAAATAATAGTTTATATACCT 



Table 7 
2767/3129 



AA AAA A AAA AG CG GCCG CC ACC 
>SEQUENCE:8022:prostate_MPM2000-004P6_Table5 

GGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGG 
GCTGCGGGCAAAGAGAGAGAGGATCAGGGTGGGCAGAAAGATCAGGGTAGGCAGAGCTA 

GGACGCCCCTGACAGACATTGAGATCACGACTCCCAGAACCAGCAGTCATCCCCTCCCCA 

AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAGCGGCCGCCACC GCGG TGGAGCTCCAATTC 

GCCCTATAGTGAGTCGTATTACGCGCGCTCACTGGCCGTCGTTTTACAACGTCGTGACTG 

GGAAAACCCTGGCGTTACCCAACTTAATCGCCTTGCAGCACATCCCCCTTTCGCCAGCTG 

GCGTAATAGCGAAAAGGCCCGCACCGATCGCCCTTCCCAACAGTT GCGCA GCCTGAATGG 

CGAATGGAAATTGTAAGCGTTAATATTTTGTTAAAATTCGCGTTAAATTTTTGTTAAATC 

AGCTCATTTTTTAACCAATAGGCCGAAATCGGCAAAATCCCTTATAAATCAAAAGAATAG 

ACCGAGATTGGGTTGAGTGTTGTTCCAGTTTGGAACAAGAGTCCACTATTAAA 

>SEQUENCE:8023:prostate_MPM2000-004P6_Table5 

ATGATTACGCCAAGCGCGCAAGTATCCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGC 

CCCCCCTCGAGAGTACTTCTAGAATTAATTAAGCGGGAGTGATTATTGTAACCTTTGATT 

TAGGTTTCCTGTCCTATCCACTAATTAAGTTGCCGTCTTCCTATTATGTTCAATTTTGAA 

GTGTAGAAGTGAGAAATGTGGACTATATATATGGTTTTCTACTATTACAGTAAGAATTAT 

AAGCATTTCTATTTTCTACATAAGTACTGCTGTTTTTTCTTTCACAOAGCCAGGAAGAAA 

G CTC AG GCCCATT AGTG ATG ACTCTG AAAG C ATTG AAG AAAGTG AT ACA AG G AG AAAAGT 

TAAATCAGCCGAGNAAAAAAAAAAAAAATAAAAAAGAAAAGCGGCCGCCACCGCGGTGGA 

GCTCCAATTCGCCCTATAGTGAGTCGTATTACGCGCGCTCACTGGCCGTCGTTTTACAAC 

GTCGTGACTG 

>SEQUENCE:8024:prostate_MPM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAG 

GCGGGTGTCACTCCTTGCCAAAGCTTTAGAAAGCCTTCCTCTTCAATGATCCCTAGGGCT 

GTGCGCACCATTCCCCTATAGGGGGCAGATTCTCTTGCACCGTCTCCCAACCGAGCAAGA 

GCTGCTTCTCCTTGCATTTGGAGTCGAGTTTTTGTGAGATCCAGGGGAAAGGTTGCTAAC 

AAAAACACAAATGCAGGGAAAAACCCACAACATTCAGA GAAA CAAACAAAAATCTAAAAT 

CATAGGAGTAATATTTTCCCAAGACTGGTTGTTCTCAAATTTTAGAATATATTAGAATCA 

GCTCGGGAGATTTTAAAAATTAGAAATTTTCTAGCCCCGTGCCCATGGATTCTAATTCAG 

TAGGTTGAAGAGGGTTTAGAAACTTGATTCTCACACAGTCCCAAATTTAAGAATCACTAC 

GCA 

>SEQUENCE:8025:prostate_MPM2000-004P6_Table5 

GCCGTCGTTTTACACCCCGAAACAAGAGAAAACCATGGCTGGCTGCCGGGCCCCCCCTCG 

AGAGTACTAATAGAATTAATTAAGGCGGGCGCCTGCGTTCCCAGCTACTTGGGAGGCTGA 

GGCAGGAGAATGGCCTCAACCCTGGAGGCGGAGCTTGCAACGAACGGAAATCGCTCCACT 

ACCCTCCAGCCTGGGCCACGGGGCGAGACTCCATCTCAAAACAAAACCCTGCCACAAAAG 

AATCAAAGAAAAAATAGCATGGGCATAGGCTCTTTATCTAGAGAAGAGCAGGCCACAGCC 

CAGAGGCTAAATTCTTCCCACTACATATTTTTGGTAAATAAAGTTTTACTGGAACATAGT 

CATGCCCATTCATTTATTCATTGATAATGGCTGCTTTTGTACTACAAAGGCACAGTGGAG 

TACTTGTGACCGAAACTACTAGACCTGTAGATTCAAAAATATTTACTCTATGACACTTTT 

CAAAAAAAAAAAAAATTAAAAAAGTAAACCCCCCCCCCCCCCGGGGGGACCCCCATATTC 

CCCCTATTAG GGTCTTTTTCCCCCCCCCTTAGGG G G G 

>SEQUENCE:8026:prostate_MPM2000-004P6_Table5 

GCCAGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCG 

AGAGTACTTCTAGAATTAATTAAGGCGGGGAGGAAGAAGGTAAAGAGAGAATTTCAGGAT 

ATAGCACATCTAGCTTAGCACTACTTGACTGAACTTCCTGTGATGATGTGGAAATGTATA 

TTTGCAGTGTCCTGCATAGTAGGCACTAGCTATACGTGGCTACTGAACACTTGAAATGTG 

GCCAGTATGACCAAGTAACTGAACTCTTTATTTTAATTAAACAGTATCAAAATTGCTTGC 

TTAAAACCTAAGCAATATGCATTTTGCTTGAACTGCTTACTGTAACTTTAACCTAAGATT 

ATAGTGACCTTATTCAGGAAAAAAAAAAATTTAGTGTA ACTTC AAAGACTTGACATTCTT 

GTCAGAGGAAAAAAAATTTCTAGATACTGTTTGCTTGTTTTTTGTTGTTTGTAGAAAGAT 

AA A AT ATTTTG GT A 

>SEQUENCE:8027:prostate_MPM2000-004P6_Table5 

CTGGCCGTCGTTTTACACCCACGGAATAAGAGTGTACCCATGCTGCCGGCCGGGCCCTCC 
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CTAGAGAGTACTTATAGAATTAATGAAGGCGGGGGACTTTAATACAAAAAATAATTAAAA 
CAATTATTACAGAGTTCCTCAGCAGAAGGGCATACCGATGCTGTCCTTGACCTTTCATGG 
AATAAGCTAATCAGGAAAAAAAAAAAAAACAAAAGAAAAAAAGGGCGCCCCCCCCCGGGG 
GGGCCCCCAATTCCCCCTTTTGGGGGGTT TTTTGG GGCGCCCCCCGGGGCCGi u l uAA 
AAAGGAAAAAAACCCCCCCCCTGGGGCCG I l l l l I 
>SEQUENCE:8029:prostate_MPM2000-004P6_Table5 

TGATTACGCCAAGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCC 

CCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGGGGAAAGGCATTATCAGGGTTAA 

AGTGAGAAACATATTAACAGCACATCTGGACCAATGAATTAACTCAGAAATAAGGCTGAA 

AAATCAGGATAACCACCCACACTCTTCCTTCTGAATGGAGATTTGTCAGATTTGAAGCAA 

AGAACCTTCCTCTCTTCAAGTTTTCTGGGGAAGAAAGTCTAAGAAATGTAAAAGCCCAGG 

CTCTGAGGACCCAATGCTCCTCACGCCATCCCCATGGCCTGATGATGGGGGCACTACAAG 

AATAATAATTTGAATGCCTTTTGCTTAAATACTGCGTTCTACTTGTATCTCATTATCTAT 

CCCATGATAACACAGTAATCCAGGAAAGGCAGGAATTAACCCCACTTTAGAGATGAGGAA 

ACTGAGACCCAGAATG 

>SEQUENCE:8030:prostate_MPM2000-004P6_Table5 

AGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGC 

GGGAGGGAACTAGGCAAACCCTGGATTGACTTGTGTGAAGTCAGGTAGTGAAGATGACCA 

ATATGTAATAAACTGGTGACTCTGGGCCACGTGCCATGCAATGGCACATCCTCATCATCA 

CAGCTGATCTTGGGCACCACTACTTGGTAGAAATCTCCAGAAATCTGGAATCCTGGACCT 

GGATTCTCTTAGTATGCTGTAGGGGCTATTATATGTAGCCTGTCCTCACCATCATCCTGA 

AGGGGTAGAACAAGAAATCAACAGAATTTACTTGGAATTTTGGTTCCAAATGGCTGTTAA 

TTAAAGCGGGGTGTGTGTGTGCATGGAAGATGCCTG GGCTG TCTTTGCTATATGTAAATA 

GAGCCATTGGATCTTTATTTTTGATTAATTTGTTCTGATTTTT 

>SEQUENCE:8031:prostate_MPM2000-004P6_Table5 

AGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGC 

GGGGGAGATTGGGTGATCAACTGCCAAATGGTACCCAGAAAAAAAAAAAAAAATTAAATG 

GGAAAAAAAAAAAAAAAAAAAAAATTTAAAGGCGGCCGCCAC CGCGG GGGAGCTCCAATT 

CGCCCTATAGTGAGTCGTATTACGCGCGCTCACTGGCCGTCGTTTTACAACGTCGTGACT 

GGGAAAACCCTGGCGTTACCCAACTTAATCGCCTTGCAGCACATCCCCCTTTCGCCAGCT 

G G CGTAAT AG CG AAAAG G CCCG CACCG ATCGCCCTTCCCAAC AGTTG CG C ACCCTG AATG 
GCAAATGGAAATTGTAAGCGTTAATATTTTGTTAAAAATCGCGTTAAATTTTTGTTAAAT 

CAGCTCATTTTTTAACCAATAGGC 
>SEQUENCE:8032:prostate_MPM2000-004P6_Table5 

ACTAAAGGGAACATAAGCTGGGTACCGGGCCCCCC CTCG AGAGTACTTCTAGAATTAATT 

AAGGCGGGGTAAGATGTGCCGAGTACCTTTTACTTTTTTTAAAAATCCCTCATTAGCATG 

TGCCAGTGCATCTTTTCTAAATGTGGACAGCGAACTAATACTGGTAAATTGGAAAAATCA 

AATTTGTTTGCCTAACATACAATAAAAAAAAAATATAAAATAAAAAAAAAAAAAATAAAA 

AAAAAAAAAGCGGCCGCCACCGCGGGGGAGCTCCAATTCGCCCTATAGTGAGTCGTATTA 

CGCGCGCTCACTGGCCGGTTTTTTACAACGTCGTGACTGGGAAAACCCTGGCGTTACCC 

>SEQUENCE:8033:prostate_MPM2000-004P6_Table5 

GGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTTCTTCTAGAATTAATTAAGGCAG 

GAGAATGGCCTGAACACTGGAGGCGGAGCTTGCAGTGAGCTGAGATCACACCACTGCACT 

CTAGCCTGGGCGACAGAGCGAAACTGTCTCAAAAAAAAAAAAAGAATTAAAAATTAAAAA 

AAAGAAAAAGAAATGTCAGTTGAGACATTTCTAAGTTTATGTGAAACTGAGGGGAAACCC 

ATTCTTCACATGCATTGGTATATCCGAAGTATTCCTGTAATGTAAACAACAGCTACAATA 

ATGTCATGTACAATACATTTGGCCAAATACCTGACTGTACACTAAGGCCTGAACTAAATA 

GAACAAAATCTTGAATTCTTACATAAATGCCAAAGTACAATGAACATTCAAGAGGCATTA 

ACCAGGCCACACAAATATCTGAAAGGAAAACCTGGGGAGATGGCACAGAGAACAGTCATG 

TGGAATAGGATCCTGGGTGGAGAGTTCAGAGTAAACCTGGGACTGTTTCAAATAGCCAAG 

GAATCTAGACAGGAGGGGTGAATTAG 
>SEQUENCE:8034:prostate_MPM2000-004P6_Table5 

CAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTT 
CTAGAATTAATTAAGGGGGCCCTACCAAAATTGTAAGGGTGTAATAGAGTTACAGTAATA 
AAGAAAGTATGCCTGTGCAAGAGTAGACAAAGTAATAGAACAGAAGAGACTATTCATGCT 
TAGACTTGTGTAGAAGTAGAATTTGATGGTTATGACCACAATGGCGATGACATTTCATAT 
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CAGTAGATGGAAGAAATGGATTATTTACCAAATGGTCTTGGA AAACTG GCAAGCTCCTCC 
AGTAGGGGAAAAAGCAAAACAAATAAAACTGGGATTTCCTACl III! I CTGTAGCCCAAA 
ATAAACTCTACATGGGCAGTGGAACTATAAAAGTACTGGAAAAATTCACAAGGTCAGTAT 
ATTTATTATCTTATGTGTGAAAGTAATTTCTAAGCAATGCACAAAAACTAGAAAACATAA 
AGATATGAAGGAATTTGATTATATAAAATTTTAAATTGCACATGGCAAAAAGCATTCTTT 

AG ATTAAATT AATAG ATAT AGTCTGG G A AAA 
>SEQUENCE:8035:prostate_MPM2000-004P6_Table5 

TT ACG CCTAGCGCGCAATT AACCCTCACTAAAGGG AACAAA AGCTG G GTACCG G GCCCCC 

CCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGGGGGGCTTAATTTAGACCCAGTTGAG 

GAAATTTGTAAAATTCGGTTGAAATGCGTAATATTGTGTAGTGGCAGTTTCTCTTATATT 

TTGTCTGACGCTGCTGAAATCATCTCATATTTTTTCATCTTTCACACTTCTTCCATATTC 

TCTATCAGTTAACCTTTATTTGAAGAAAGAAGAAAAAAAATTAAGTAGGTAGTTGGTAGT 

TACTGAGACAGTTAATAGGATGAAGGGAGAGTTGGGGCTGTTTGGGCATCTGTGGAGGGT 

GGTGCTGACAGGGCTAGGCCTGCACCTCTCTGGCCTCCTCAAGAGCTGCTTGTTAAATGT 

TTCCGTGTAAATAGAATGAATAGAGACCGCCATTTCCACATGGCAGGCCTAAAAAAAAAA 

AAAAAAAAAAAAAAAAAAGGGGGCCCCCCCCGGGGG 

>SEQUENCE:8036:prostate_MPM2000-004P6_Table5 

TGGCCGTCGTTTTACACCCCGGAACAAGCGTATAACCATGATGGTTGCCGGTCCTTTTCT 

TTAGAGAACTAGTAAAATACTTTAATGCGGGGCCGGCCGGAAGCTTAAACGAATAAACAA 

TTGACCAATCATGCATCACCCATCACATTAT CAACA ACCCACAGGACAAGTATTAGTATC 

AGAATTGCTATAATGTTATCTGAAATGTCCAGTTTTCAACAACAAAACAAAATATATAAG 

ACAGGCAAAGAAATAGGAAAGTGTGACCCATATACAGGGCAGAAAGCGAGCCATAGAAAT 

ATCTTTTTG AAG GG GTGTC ATTG GTGGCCTCAG G AG ACT AAG ACTTC AAAG C AGCT ATT A 
TAACTCAGTTCAAATAACTAAAGGAAGCCGTGAATAAAGAATTCAAGGAAGGTGTGATAG 
CAGTGTCTCTTCAAATACATAATATTGTTAAAGATATGGAAAATATTACGACCAAATAGA 

AATTAA 

>SEQUENCE:8037:prostate_MPM2000-004P6_Table5 

G CG CG CA ATT A ACCCTC ACTAA AG GG A AC A A AAGCTG GGTACCG G G CCCCCCCTCG AG AG 

TACTTCTAGAATTAATTAAGGCGGGTGGATGACTTAAGGCCAGGAGTTTGAGGCTAGCCT 

GGCCAACAGTGAAACCCCATCTCTATTAAAAATACAAAAACTAGCCAGGTGTGGTGGCAG 

ACTTCTATCTGGCAAATTTCTATTAATTTCTCAAGGCCAGGTTCAAACATCACTTCCTCT 

GAGGGAGCTTTCCTCTCTCTCAATCTATCTGCTGAACTTGTCTTTCAAACTAAATTGTGG 

GCAGCTGTCCCACTCCAATCAGTTCTAGCACTGGCTTAAATCTCTGCTTTCACCAAAAGC 

TTTAAAAAATAAAAATAGGCCGGGCGCGGTGGCTTGGCCTGTAACCCCAGCACTTTGGGA 

GGCCGAGGCGGTCAGATCAGCTGAAGTCAGGAGTTTGAGACCAGCCTAACCAACATGGAG 

AAACCCGTCTCTATTAAAAATACAAAATTAGCCGGGCGTGGGGGCACATGCCTGTAATCC 

CAGCTACTCTGGAAGCTGAAGCAGGAGAATCACTTGAACC 

>SEQUENCE:8038:prostate_MPM2000-004P6_Table5 

TCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAA 

TTAAGGCGGGTGGGGAACCTTGTTTTCTTGCAGGAACCTTGGGTGCCTGTAGAGCGGCTC 

AGGCCTTGATGATTTGAGCTTGTGTTTTCTTTCTGTGTCAGCACACTGTGGGGTTGAATA 

GAAGATGCTTGCCTTTTAAAAAATGCGATAATTTGACATACGAAAAAAAAAAAAAAAATA 

AAATAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAATAAAATATAAC 

>SEQUENCE:8039:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 
AGG CG G G AGGCAACTG AAG AAAAAAC ACGTCCAACTTCAG G ATG GGTCCTAG ATCAG AAA 
AAGGATATTAAAAACTAGTGCATTTAAAAATTCATTAATTAAGGCGGGGCAGCCGGAGCT 
GTTGACGGAAAGGAGTAGCCCCAAAGGAGGGCATGTGAAGTCGCACGCGGAGCTCGAGG 
G 

GAACGGCGAGCACCCAGAAGCCCCCGGGTCTGGAGAGGGAAGCGAGGCGCTGTTAGAGA 
T 

CTGTCAGAGAAGGCATTTCCTAAGTGGAAGCAAGCAGCAGCTTAGCCGGGATTCTCTTCT 
GAGTGGGTGACAGAGCAAGACCCTGCTTCAGAAAAAAAAAAAAAAAAAAAAAAAAANAGG 
GGGGCCCCCCCCCGGGG 

>SEQUENCE:8040:prostate_MPM2000-004P6_Table5 

GGCCGTCCGTTTACACCCCGGAATAAAGGGAACACATGCTGGGTACCGGGCCCCCCCTCG 
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AGAGTACTTCTAGAATTAATTAAGGCGGGAGGATTGCTTGAGCCCAGGAGTTTGAGACCA 

GCCTGGCCAATATAGTGAGACCCTGTCTCTACAAAAAATAACAAATTGGCTGGGTGTGGT 

GGCACACGTCCTGTGGTTCCAGCTATGGAGAGGCTAATGTGAGAGGCTTGCTTGAGCCTG 

GGAGGTCAAGGCTGCAGTCAGCGATGATTGCACCACTGCACACCAGCCTGGGCGACAGAG 

TGAGACCTTGTCTCTCTAATAAAAAGCCTTTATTATGATGCGCGCCCCCCCGGGGGAATC 

CCCAATTCCCCATAAGTGAACCCTTTTTCCCCCCCCCCACGGGCTATTTTTAATCAGCTT 

TTTCTTTTGCTACCAAGAGTTTCAAAAAATAAATGCAGTATTTGATTTCAGGCTGCTAAA 

TGGGCTCATTTAACTTCATTCCTTTGAGTAGACATTTAAAAAAAAACTGAA 

>SEQUENCE:8041 :prostate_MPM2000-004P6_Table5 

GCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 

TACTTCTAGAATTAATTAATGAGAAAACTTGAATTGTGATGTTTAAATATTAGTCAGTGA 

GTATTCTTAAGTCAGTATTTCTTTCAGTTTTCTAGTAGTGTG GATGA AATGCAAATACAG 

AGAAAATGATATAGGAAAAATAAAATCTTCATAAAGAGGCTATTTTGAGTTGTGGATATT 

GTAGTATTTATTAAGTGAAAAAACGAAAAAGCTTTAAGTGAAATACAGATATTGTCTGTC 

CATACTGTCAATATGTAAAGGCAGAAAGGGCCTCCAATATAACACTACGATGCTTTAATT 

TTAGTCGACTTTATGTACTACAAGGTGGCCTTGCCCAGCAAGAATGGAGAGTGCCTGAAC 

TATTGCACAGACTACTGAAGTACTTGGAACCCAAACTCACCCAGGTTTACAAAAATGTCA 

GAGAAAGAATAGGAAGGTAGGTACTGTTTTCTCTGTGGTGTACCTCTC 

>SEQUENCE:8042:prostate_MPM2000-004P6_Table5 

CGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGT 

ACTTCTAGAATTAATTAAGGCGGGGGAAACAGAAGACAAAGCTGGGTTCCACATTCAAGT 

TCAATTTCCTGTCCATCACGTCCGATCTTTACTGGTTTATGTTCATTCCAAGGATTGGTG 

AGATGAGCCGACTTAGTGAAGGGTAATTCACGCCTAAATACAAAGTAATATCAATTACAT 

TCTTCTGCAGAATCCTTTAAGGACCTTATACTACTTTTAGTAGTGAATTCCTGTATTAAC 

TGTGACTTAAATGTGACTAAATTTTAAAAACCACTTACAGTGGTTAATTCCCTATAGAAA 

GCCTCTTCAGAGACTTTTTCCATATTCTCCAGTTTTCTAAAAAAGAGCTTAAGAGCAAGG 

GCTTGAGAACCAAGATAACTTGGGGCTTAAACCCCAGCCTGCTCTCTTCTCTGAGCCTGA 

ATCTATTTCTTTGATAAACAAGAATATCACCATCTACTTTATAGTTGTTTTACGCAGTTT 

GCAAATGAAATGACACAAAAAATATTTAGTATATCCCTTTCTTCTATGAACTCAAAAAAC 

TTAAAAACTGACCAAAAAG 

>SEQUENCE:8043:prostate_MPM2000-004P6_Table5 

AGCGCGC^ATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGA 

GTACTTCTAGAATTAATTAAGCTTATAGTTCCTAAATAAACCAGGAAACGGGTTTATAAT 

TTTTAAGGGACTCGCCCCACCCTTACACTCAGGATCTTCCACATCTAGAAACTCCCCATA 

GTCTCTTGCCCCCATGCAAAACTTTATCCACAGAATTGGGAGCCGGACCTCTAGCCTTAA 

ACCAGCGTGAAAAGGCTCGGCCGGAACCACAAGGACCATGCCTCTGCGGCTTTCTCTACT 

GCCGGCCAACTCACGGCTGGGCTTTGGGTTCTGTAACGTCACCCACCACGAGTGCCCCTG 

GCCCCTGACCGCTGCGCAAGGCAGACGCACATCAGATGGAGAACCGGTACAGCTGCTCTT 

GATGAAAACGGCAGTGGCTCTGAAAAGAGCCTTTAGATCGACCACTTAAAAATATACCTT 

AAGCCCGCTCCCCGCGGATGCGGCTGACCAACTGGATGTCCTTGGGCATGATGGTCACCG 

CGCTTGGCATGGATGGCGCACAGGTTCCTGTC 
>SEQUENCE:8044:prostate_MPM2000-004P6_Table5 

AATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTC 

T AG AATT AATT A AATTGT AATT AC AG G CC AG G C ATG AT AG CTC ATG CCTGT AATCTCA AC 

ATTTTGGTAGGCCAAGGCAGGAGAATCACTTGAGGCCAGAAGTTTGAGATCAGTCTGGTT 

AACATAGTGAGACCTGTCTCTATTTATATGTTAAAATAATAATAATAGTAATAATAATCA 

ATTGTAATTATAGTTATTCCTAGAGAAGTTGATTTAGATATATTACTTAAATAAGGTTTT 

AAAAGTGATAATTTAGCTAAAATCATTATTTTAAAAATGTACATTTTCAG ATGATA CAAC 

TTTTACAGAATTACATTAGAACGTACAGTTCGTTATGTCTATGAAGGTG t l l I I I TTCCC 

TTTTCATCTTGTTAGGCACGTACCATGTTATTTTAGATGAAAGCCATTACAAAGAGTTGC 

TCACACATCATGTTAGTC 

>SEQUENCE:8045:prostate_MPM2000-004P6_Table5 

CGCAATTAACCCTCACTAA AG G G AAC AAAAG CTG GGT ACCG G G CCCCCCCTCG AG AGTAC 
TTCTAGAATTAATTAAGGCGGGGGGGAAATTTTATACTATAATGAACTGTTCTCCAGTAT 
GAAGTTCGTTAACTCCACCAATTACGTAGCCAACAATTAGAAACCTAAAAGCAGTAATTT 
TG AAATAATTTAGTG CTTTG CA AC AGTG CATTTACCTCACATAGGTG ACTGTTTTTCTG C 
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TGTAGGCCATTTTCTAGGTGAGGTTTCCGTAGGGCAAGGAAAAAAAAAAGAAAAAAAAAA 

AAAAAAGGCGGCCGCCACCGCGGTGGAGCTCCAATTCGCCCTATAGTGAGTCGTATTACG 

GGCGCTCACTGGCCGTCGTTTTACAACGTCGTGACTGGGAAAACCCTGGCGTTACCCAAC 

TTAATCGCCTTGCAGCACATCCCCCTTTTGCCAGCTGGCGTAATAGCGAAAAGGCCCGCA 

CCGATCGCCCTTCCCAACAGTTGCGCAACCTGAATGGCGAATGGAAATTGTAAGCGTTAA 

TATTTTGTTAAAATTCGCGTTAAA I I I I I GTTAAATCAACTC AT I I I I I I 

>SEQUENCE:8046:prostate_MPM2000-004P6_Table5 

TAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAG 

AATTAATTAAGGCGGGGTTTGGTATTGGAATTGGTCAAGTTCAATAATGGATTGTTTCCT 

TCAGGCCCGACAGGAGATGAACTGCCTTTGCTGCTTTTCTGCCCAGTTTTATACTCACTC 

TTCTCGTAAAAGTGTTGCATCAGGAACCTTTTAAGAAGTGCTTAAATTCAGATTCACTTG 

TCCCTAGTAATTCATTCATAAAGCACAGGGGTTCATTTAAACGTATGTTGTAATCCATTC 

GCAAAAAAAAAAAATTAGAAAAAAAAAAAAGCGGCCGCCACCGCGGTGGAGCTCCAATTC 

GCCCTATAGTGAGTCGTATTACGCGCGCTCACTGGCCGTCGTTTTACAACGTCGTGACTG 

GGAAAACCCTGGCGTTACCCAACTTAATCGCCTTGCAGCACATCCCCCTTTCGCCAGCTG 

GCGT 

>SEQUENCE:8047:prostate_MPM2000-004P6_Table5 

GATTACGCCAAGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCC 

CCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGGTAAGATTTGCCGAGTTCCTTTTA 

CI I I I I I I AACCTTTCCTTATGAGCATGCCTGTGCCGTTTCTGGAAGGCACCGAGCAAAC 

ACATAAGTCCTGCAGAGCAGGAATGACACAGCCCTCTGGGCATGTGGGTAGACTGGCAGC 

AGTGTTGCTGGTGGTAGAGGGTGTACAGAAATTGGTGGTATCTCCTTAAGACCCTTGAAT 

GGCTGCAAACTCAAAAAAGGTTCCTAGCTGGAAAACTGTCTGAAATTGGTGGAGTAAACT 

CCGAGCATATAACAATGCTCAGATTATACCATAATAAATGAATGTATTCTATTTTCAAAA 

AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAGGAAAAAAAAAAAAAA 

AAAAAAAAAAAAAAGGCGGCCGCCACCGGGGGGGAGCTCCAATTCGCCCTATAG 

>SEQUENCE:8048:prostate_MPM2000-004P6_Table5 

GGAACATAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGTTTG 

AGGGGTTTCCTTTCCTATATGCTTTAAAAGATTTATTTTGC I I I I I AAATAAAGATTGTT 

TGTTTATTACCTGAAAGTTGATACTGATTTAGGAATATATTTTCTGTGATTGGAATCCTC 

AACAATATATTTTGGAAGCTTGCAGATGGCTAGGTTTGAAATTGAAATTTGTGTTTTTCT 

CCTTCTTTTCTCATACGACTTCTAAGTCATCCTTTCTGACATAAGGCAACTTTAGTGTAG 

TCTG 

>SEQUENCE:8049:prostate_MPM2000-004P6_Table5 

CGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGT 

ACTTCTAGAATTAATTAAGGCGGGGAATCTTTGTAAAAATTGATATTCTGTATAACAGAG 

TGCCTCTCTGTTACTTTTGGCCTATGTTGTTAGAAATAAGATGCTATCTTGCATAGTTAG 

AATTAAGCATTTATCCAGGTTGCGTTATCCAAACTGATTTGTTAAAGCTCCAGGTCACGT 

TCTTACACTAAGAAAATCATTCAGTAAACATGAGACAAGTTTAGGAAAAACTAATAAAAT 

AAACCTGTCTTAAAAAAAAAAAAAAAAAAGAATTTTAAGAAAAGCGGCCGCCACCGCGGT 

GGAGCTCCAATTCGCCCTATAGTGAGTCGTATTACGCGCGCTCACTGGCCGTCGTTTTAC 

AACGTCGTGACTGGGAAAACCCTGGCGTTACCCAACTTAATCGCCTTGCAGCACATCCCC 

CTTTCG 

>SEQUENCE:8050:prostate_MPM2000-004P6_Table5 

ATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCT 
AGAATTAATTAAGGCGGGTGAAACTGTACAGTCTGTGAGTTAGCACGATGGCAGCAAAGG 
TGCTGACTGCCGAAAGGGGCAGAGGGTCAGGGTGGGGTGTCGGTAGGGCTGCTGTCTTG 
G 

CAGCCGAAAACTAGAGGCCACAGGTTGGGTCTGAGGTGAGAAAAATGATAGGGACAACAC 
TGCACG ACTCTCCCTAG ACTGCTTG GTGTTTGATTTTGA I I I I I ATAGCTCCTTGCCCTA 
ATGACCAGAGAGCAGAGTCATACCCCCCTTGCCCATGCCTCCAGCTACAAAACAATTCAA 
TTGCI I I I I I I I ITGGTCCAAAATAAAACCTCAGCTAGCTCTGCCNCAAAAAAAAAAAAA 
ATTACAAAAAAAAAAACAAACAAAATGG 
>SEQUENCE:8051:prostate_MPM2000-004P6_Table5 

AGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGA 
GTACTTCTAGAATTAATTAAGGCGGGCGACTGAAGCGTTGATCCAGTGCCATATCTACAT 
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CTTCTTCATCAGTAAGCAATGATGCTTTCATGATCTAAAAAGGCAATATCTATAGAATGA 

ATGTGCTTCCCAGAATCAAAAGGCCATACCAAAAAAAAATGCAGTTTACAACAACCAAAA 

ATATTGTTCCTCCTCAAGGCTGTGTACAGAGCTAGTATATTTGTGTGATGGATGGACCCC 

ATTACACTGTGTGTGCCTGAAAGGCAGAATTCATATAATACTTCTCTTCTTTGTATCTAT 

AGCGTCTCACCAGAGCCTGGCACACAGCAGTTGCTATGTTTGCTGATAAAATAATTTTAA 

AGTCAAACATAAGCCAAAGGTTAAACACATAACACACCAAAAGGCACTGGGATAAAGGGA 

AGT 

>SEQUENCE:8052:prostate_MPM2000-004P6_Tabie5 

GCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 
TACTTCTAGAATTAATTAAGGCGGGGTAGAAGCAAAGAGAGGCGACGGAGCCGCTCAAGA 
AGTCG AG ATCG AAG ATTTAG AG G CCG CT AC AG A AGTCCTT AGT ATGT AACT AT AGTT ATG 
ATTTTGGTTTGAGGGTTATTCTCTGGGTATTCAGATGGCAGTTTAACTTGAGTGATTTGA 
ATTGTG AATTTTT ATTTTTTTA ATG ATTG GTT AAAAAGTATTG AATT AAG G ATATTGGC A 
TTGAATACTAGTAAAGTGAAAATACAGTGCATAGACAAATAAGTAAAAATTTGCTTTTAC 
TAG G CATACTG ACTATTTTCTGTTAAACTATCAG AGTTTCT AAATTGTATGCCAGTCAAC 
GCAAACTGGATGAAAGCACTAGAGTGCTTGAAAAAGATGACATTGTAGTGCCCAAATACC 

TAAGAAAGCTTAACAAGTGTCTGGG 
>SEQUENCE:8053:prostate_MPM2000-004P6_Table5 

CGCGCAATTATTCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGT 

ACTTCTAGAATTAATTAAGGCGGGCTGTTAGTGTTGTAAACTACATGCGCTTTAAATACC 

TTTTACCGAGTGCTAGAGCCGTTCATCACCACCCCACGCAGAATTTCAGCTGCTTACGTT 

GAACAAATTCAACAAGTTTATCCTCAAGTTTATATGCAGCAACAAAGGTCTATGAATTTG 

GGCTCATAAAACTCAGGCGAATTAAAGAGGAAACAGCCGCNCAAAAAAAGAAAAAAAAAA 

AAAAAAAAGGCGGCCGCCACCGCGGTGGAGCTCCAATTCGCCCTATAGTGAGTCGTATTA 

CGCGCGCTCACTGGCCGTCGTTTTACAACGTCGTGACTGGGAAAACCCTGGCGTTACCCA 

ACTTAATCGCCTTGCAGCACATCCCCCTTTCGCCAGCTGGCGTAATAGCGAAGAGGCCCG 

CACCGATCG 

>SEQUENCE:8054:prostate_MPM2000-004P6_Table5 

AAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAATG 

CGGGAGAAACACTTCAACCCAGGAGGCAGAGGTCGCAGTGAGCAGAGATTGCACCAAAAC 

TGCACTCCAGCCTGGGTGACAAAGCAACACTCTGTCTCAAAAAAAAAAAAAAAAATTAAA 

GGTTTGATTTTTGAAAAAATGGATCTGTCTAGTTCAAGTGGCTGTTTAAAAATGCTGAGG 

CAGGAAAAACATTTAACCCCAGGAGGCAAA 

>SEQUENCE:8055:prostate_MPM2000-004P6_Table5 

CCTACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTA 

ATTAAGGCGGGGTGAGTTCAGTGACTGCTATTAAAAAAGTAT AGTAC ATAGAGCAAAAAA 

CTAAAACATTGAGAAGATTTAAAAAATTGAAAGCAACAGACTGTTTTCTCCACTTCTAAG 

AATCTCTGAAACACCATACATACTACCTGAAAAGGTAAT GTAGT TGTAAGTTTCTTTCTC 

ATAAATTATTG CATTCAG CCATAAAATCTGGTCCTTTG ACTTTTACCCCTC AC AATCATG 

GCAAGCCAACGCCACTTATCCAGTGAACCACTATCACGAANAAAAAAAAAAAAAAAAAAA 

AAAAGGGGGGGGGCCCCCCCCGGGGGGGGCCCCAAATCCCCCTTAGGGGGGGGGGTTTA 

C 

CCCCCCCCATGGGGCGGGG 

>SEQUENCE:8056:prostate_MPM2000-004P6_Table5 

GCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 

TACTTCTAGAATTAATTAAGGCGGGTCATTTTAATCCTTGAAAACTGAGTTTACTTCCTA 

CCTAAGCTTCCATCCGCTTAATACCAAGGTGATCAAGTCTGTGTGCTAAATACAGGAAAA 

GCCTTGATAGGAGACCCTGCTACCAATTTGTAGGAAATAGGACAAAAAAAAAACAAACCA 

CAACACTTTGAACTTCCACTGTTGAGTATGCAAACAGCAAAATCCAGACTATAGGGAAGT 

C AAC A AGTC AC A AG G CCCA AGTTTTTCAAC AG AT AAAGT AG AAG C A AAA A ACTGTAAG AA 

AGGAATGAAGAGAGAACCTACAGATTAAGAAACTTAAACGACTTACCAGTATAGCCACAT 

GATAAATACCATTAAAAGAAAAAGGAATGAACTTTCGGCTGGGCGCGGTGGCTCACGCCT 

GTAATCCCAGCACTTCG 

>S EQU E N CE :8057: prostate_M PM2000-004 P6_Table5 

AGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGC 
GGGAGAATCATTTGAACCTGGGAGGCGGAGGTTGCAGTGAGCCAAGATTGCACCACTGCA 
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CTCCAGCCTGGGTGACAGAGTGAGACCCTGTCTCAAAAGGAAAAAAAGAGAAATCCTACT 

AAGAGTCGTTGATTCAATCATTATTTTATTTATAAATTCAACAGCTATATTTATAAGTAT 

CATTTTCTCCTACTGTCTGTCAAATTTTGGAACTGGGTTATTCTGATCTGGCTAACATGA 

ATTAATGATGTCCTACCATTTTCAATGTTTGGAGATAATTTTCTACAGGAACTGGCAGTT 

CCTTGAACGTTTATGAGACAGAACTTACCCATAAAATCATCCAGTACTTTTTGGGGAAGG 

AGTGGAATCTTTTACTATATTCACCATA I I I I I CTGGTTATGGGTTTACTCTA I I I I !CT 

ACTTCTTCTTGAGGGACAAT 

>SEQUENCE:8058:prostate_MPM2000-004P6_Table5 

G CG CG C A ATTAACCCTC ACT AAAGGG AAC AA AAG CTGGGTACCGGG CCCCCCCTCG AG AG 

TACTTCTAGAATTAATTAAGGCGGGTCATTTTAATCCTTGAAAACTGAGTTTACTTCCTA 

CCTAAGCTTCCATCCGCTTAATACCAAGGTGATCAAGTCTGTGTGCTAAATACAGGAAAA 

G CCTTG ATAG G AG ACCCTGCTACCAATTTGTAGG AAATAG GACAAAAAAAAAACAAACCA 

CAACACTTTGAACTTCCACTGTTGAGTATGCAAACAGCAAAATCCAGACTATAGGGAAGT 

CAACAAGTCACAAGGCCCAAGTTTTTCAACAGATAAAGTAGAAGCAAAAAACTGTAAGAA 

AGGAATGAAGAGAGAACCTACAGATTAAGAAACTTAAACGACTTACCAGTATAGCCACAT 

GATAAATACCATTAAAAGAAAAAGGAATGAACTTTCGGCTGGGCGCGGTGGCTCACGCCT 

GTAATCCCAG CACTTCGGG 

>SEQUENCE:8059:prostate_MPM2000-004P6_Table5 

CTGGCCGTCGTTTTACACCCGGGAACACAGCGTATACACATGATGTATTGCCGCGCCTTT 

TCTTTAGAGAACTAGTAGAATTACTTAATGCGGGGCAGAAGAAGCGTCTGGTAAGACAAC 

CAGCAAGTTAACAATGGTCACCTCCAGAAATGGGCTGGGTAAACCAAAGAATTTTTTTGT 

TTTTG I I I I I I I I GAGTCAGGGTCTAGCTCTGTCACCCAGGCTGGAACGCACTGGTGTGA 

TCACGGCTCACTGCAGCCTTGACCTCCCTGGCTCAAGCAATCCTCCCAGCTCAGCCTCCT 

GAGTCGTTGGGACTACAGGCACGTGCCACCACGCCTGACACATTTTTTAAATTTTTGTAG 

AGACAGTGTTTCACCATGTTGCCCAGGCAGGTCTCAAACTCCTGGGCTCAAGTG 

>SEQUENCE:8060:prostate_MPM2000-004P6_Table5 

CTGGCCGCGTTTTACACCCCGGAACACAGCGTGTACACATGATGGTTGGCGCGCCTTTTC 

TCGAGAGAACTAGTAGAATTACTTATTGCGGGGGACAAAGCCTGGGCCGGGCCTGCGCTT 

ACGTTCGCTTGACTGGCTGCGCTTGTTTTCAGGGTTTTGGTCTGAAAACGGATCTTACCT 

GCGCAGAGCAAAATCGGTTGTAGATTATATCCACGAAAATTCCTTCTATTAAAATGAATT 

TCAAGTCCCACCTACCCTGGAAGCAGAAAGAGAGAGAAGAGAGAGAGTNTAGAGAAAGAG 

AAAAGAAAGAGAAGTTGAAAAAGAGAAAGAAAACCAAGAAAGAAAGAGAAAAAAACCGAA 

AATAAATGGACAAGAAAGAAAAGTCACTGGGATCCTGGACTACGGCACTGCTCCAGGCAG 

G CCTG GTTATCCTG CTTG AG G GAG CAATCCTCTTG AGCCT AGTG AAATG C AACTG G CTGT 

ACCTCAATGATGTTGCCCT 

>SEQUENCE:806t:prostate_MPM2000-004P6_Table5 

CCAGCGCGCAATTACCCTACTAAGGGACCAAAAGCTGGGTCCCGGGCCCCCCCTCGAGAG 

TACTTCTAGAATTAATTAAGGCGGGTAAACTGTCATGGAAGTGGTCCCCCATCCCCACAG 

TGCACCCTCCCCACTGAAGCCTGACTGACCTTCGTGGAAGAGTCATATCACAGCACTCTG 

CTG CTTC ACATCTTTGTGTG CTG CCC ATCTC ACC AG AG C AAG AG CCA AG GTCTTG CCCTC 

TGCCCGTAAGGCCACTCTGACCTTCCTGTTCTTCCTACCACTCACCCTAGCATTACTTAT 

ATGATATGTCTCCATACCCATTACAATCTCCAGCATTCCCCCTCAAACCGAANAATAAAA 

AAAAAAAATTTAAAAAAAGCGGCCGCCACCGCGGTGGAGCTCCAATTCGCCCTATAGTGA 

GTCGTATTACGCGCGCTCACTGGCCGTCGTTTTACAACGTCGTGACTGGGAAAACCCTGG 

CGTTACCCA 

>SEQUENCE:8062:prostate_MPM2000-004P6_Table5 

ATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCT 

AGAATTAATTAAGGCGGGTGGATCATTTGAGCCCAGGAGTTCAAGACCAGACTAGGGGCC 

AGGCACGGTGGCATATGCCTGTAATCCCAGCTACTCAGGTGGCTGAGGTGGGAGGATAGC 

TTAGGCCCAGGAGGCAGAGGTTGCAGTGAACTGAAATAACACCACTGCACTCCAGCCTGG 

GCAACAGAGCCAGATCCTGTCTCAGGAAAAAAAAAGAAAACAATAAATATACAAAGGGGT 

GGAAATTGTGAGAGAAAATAAGATAAAGAATTAGTTCAACAGGACTAATATTATGTGAAA 

AAG AG AAAAC AAAGTTAATG AAG G AC AG AA A ATT ATTG AAA A AAT A ATG C A AG ACAATTT 

CCTAGAACTGAAAGAATCCACTAGTGCAGAACCAAAAGAAAAAAAAATTCAACCATGTGA 

AATGTTTGAACTCTAAATATAAAGAAGATTCTAAGTTTCCAAAGAGGAANNNAAAAAAAA 

AAAAAGAAAAAAAAAAAGCGGCCGCCACCGCGGTGGAGCTCCAATTCGCCCT ATAGTGAG 
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TCGTATTACGCGCGCTCACTGGCCGTCGTTTTACAACGTCGTGACTGGGAAAA 
>SEQUENCE:8063:prostate_MPM2000-004P6_Table5 

CGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGT 

A CTTCTAG AATT AATT AAG G CG G GG AGG G GTTG AGT AG G ATTTT AAATTT AGT AAACT AT 

TTTGTGCAAATAAGACTTGGTTTCCTTTGTCTTACCTTAAAGTGGTGTGAGACTTCTTTT 

CATTTCAAGGAAGGGTTATA I I I I I ACATTTGTGCACCGGCGAAGATAGAATTAAATCTG 

TACTCCAATACAAGAGTATACAGAAAGTATTGTCCTGAATTTAGTGATTTTATCACAAAA 

TATTACTCGAGTGAATATTAGAAAAGCAAATTTTGCCTTAATAAAAATCAAGGAATATTA 

TATAAATGATGTCTAAGAAGCAAATAAAATCCTAAAGTGAGACTCCCTACGTCTTAGTAC 

AGCATATA AA AAAAG ATAG G AG AAAG AA ATG AA ATG CG G CCGTC ACCG CG GTG G AGCTCC 

AATTCGCCCTATAGGGAGTCGTATTAC 

>SEQUENCE:8064:prostate_MPM2000-004P6_Table5 

TACGCCAAGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCC 

CTCGAGAGTACTTCTAGAATTAATTAAGGCGGGCAGATCACTTGAGGTCAGGAATTCGAG 

ACCAGCCTGTGCAACATGGTGAAACCTCATCTCTACTAAAAATACAAAAATTAGCTGGGT 

GTGGTGGCATGCACCTGTAATCCCAGCTACTTGGGAGGCTGAGGCAAGAGAATCGCTTGA 

ACCTGGGAGGCGGAGGCTGCAGTGAACTGAGATCACGCCACTCCAGCGTAAGCAACAAAG 

CGAGACCCTCTCTCAAACACACACACACACACACACACACATACACACAAACACACACAC 

CCACAAGAGGGTTTAGACCTGGTGCCTGCTGGTTTCAGCCACTCTAAAACCAATGGGAGG 

ATTTT ATT ATTTT ATTTCTTTGCAAAATAATTGGTTCTGTGGACACCATCGCCCTTCATT 

AAGGCTGAGATTCTGACTTC 

>SEQUENCE:8065:prostate_MPM2000-004P6_Table5 

ACCCTC ACT A A AG G G AAC AAA AGCTG G GT ACCG G GCCCCCCCTCG AG AGT ACTTCTAG A A 

TTAATTAAGGCGGGATGCCACACGCAGACTGACAACGTTTCTAGCATGATCAGGTGAGCT 

GTGTCCAGAAAACCAACTAGAGGGAGTGGAAGGAGGAATGAACGTGTCATTCTCGTTAAT 

AAAGGCATTATGCGAAAGAAAGAATCTAAAATGGTTAAAGTGGGGGTCCCACCGCCTGGG 

GAACACTCTGATCCTGGTCGGTGATGAAGCTTGCCCCCCCCCTGAGGTCCTAGATGAATG 

TGGAGGTTTGGAGAAAATTGAAGTTTTACAGCAACATGAAAATGAAGACATATATAAATT 

AGCATTTGAAATCATAGATCAGTATTTCTCTGGTGATGATATTGATGAAGATCCCTGCCT 

CATTCCTGAAGCAACACAAGGAGGTACCTACAATTTT 

>SEQUENCE:8066:prostate_MPM2000-004P6_Table5 

CACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAAT 

TAAGGCGGGGGGAGAGAGAGAGAAGGCAGCGAGGGAAGGAGGACCCCGGCAGGCAGCA 

GC 

ATGAAATTCAGCCCAGCGCACTACCTGCTGCCTCTCCTGCCTGCGCTGGTCCTCAGCACC 

AGCCCTGCTTTCCTAATTAATAGTCTCTTGATTGCAAGATGACTGCTTCTGCTGGAACCT 

CCATATCCATATTCAAGGAAGAAAGACTGGTTGAGTTTGTCAGGTATCAATGATTTTCAT 

TCATTCCTCTTTAATCAAGAAAGCAAATTATTTCCCACAACTCCCCAAAAGACTGTTGCT 

GATGTCTCATTGGCCATAACTGTGTCCAGTAGTTTCTCCAAACTGCAAGGTAACTTGAAA 

TGCAAATATTTCGCTGGATAACATGCTTCTCATGTCACTGGTCTGTGTCAGCAGAAAAGA 

AGTGGGAAGGAATGAGTGTCAGATGAGCTACTTTTAGTGCATGCCA 

>SEQUENCE:8067:prostate_MPM2000-004P6_Table5 

CCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAAT 

TAATTAAGGCGGGAGAAAGAACACAGAAGCAAACAAGAACTTTTAAGTGCTGCAGGTATT 

AAAATAAGGCACAAAAGTGGGGGAGGTGTGCTCTGAAAAGCTTCAGGGTGAAGATAAATT 

TGAAATGCCAGGAACTCAAAGAGTGAACTATTCTGGAAGTGATCACTAGGATTCAAAATC 

TTATACTTTCTAATTTTATCGTATTAGCTTTTATATGTTAATATTTGATTTTATTAATCA 

CAGAATTTTATAAAAAGAAAAAATTATGGAAGAAAAAATTTTATCCTTCTCCATTAGATT 

TATTT ATTTT AAATGTATTAAAATAAAATCA 

>S EQU ENCE: 8068:prostate_M PM2000-004P6_Table5 

GCCAAGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTC 

GAGAGTACTTCTAGAATTAATTAAGGCGGGGCTTCGTGAACTGTCCAATCAGAGGCGCCA 

CGTGGAAGGTGGGTGGGGCAATGCGGCATAAAAGAGGTGGGCGTCGTACGTCGTTACGCA 

GCGCGGTTGCTGGGCACCTCGACTATCACCTGACCGTAGTAATATCTCCCGCTACGCGCG 

TTGTGACCAATGCTGCATACAGGAGATGAGGGAGGACGGCCAGACACCTGGAAGCCGAAA 

AAAACACAAAAAAAAAAAAAAAAAAAAGCGGCCGCCACCGCGGTGGAGCTCCAATTCGCC 
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CTATAGTGAGTCGTATTACGCGCGCTCACTGGCCGTCGTTTTACAACGTCGTGACTGGGA 

AAACCCTGGCGTTACCCAACTTAATCGCCTTGCAGCACATCCCCCTTTCACCAGCTGGCG 

TAATATCGAAGAGGCCCGCACCGATCGCCCTTCCCAACATTTGCGCATCCTGAATGGCTA 

ATGGAAATTGTTAGCG1TTATATTTTGTTTAAAATTCACGTTACATTTT 

>S EQ U EN CE:8069: prostate_M PM2000-004 P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTAC7TCTAGAATTAATTAAG 

GCGGGAGGGATGGGATATTATTGATGATAGGCCTTCTGACGTCTGGCAATAGATTCCAGA 

GTAACATCGGTCATGGATAAA 1 I I I I I I I I AACTAAGTGAC TGAGACC AAAGTTAATTGT 

CTTTTGAGTGATTTTGCACAAGATCTCAAAATGAACTGTAC I I I I I I I CTTGTGAGAACC 

GAAATTGACCACTGCATTCAGCCTGGGAGACAGCAAGACTTCGCGTAAAAAAAATAAATA 

AATAAAAAGCAATTTCTGGCTGGGCACAGTGGCTCATACCTGTAACCCCATCACTTTGGG 

AGGACAAGGTGGGCCAATCACTTTGGCCCAGAATTTCGAGACCAGCCTGGGCAACATGGA 

GAAACCCGCAGCTACTCGGGAGGCTGAGTTGGG 

>SEQUENCE:8070:prostate_MPM2000-004P6_Table5 

ACCCTC ACT AAAG G G AAC AAAAG CTGGGTACCG GG CCCCCCCTCG AG AGTACTTCTAG AA 

TTAATTAAGGCGGGCTGCAAACCTTTATAAGAAATGAAGCTTTCCTTTCTAAATTTGAAT 

TTCATCTTTCTTCAGTTGACATGATAGAAGTTTCAGGCCAGCAGATCTCTACATTCCTTT 

CCAGTGCTAAGATTCTCTGAAACCTAGACCCATGTGTTTTTAAAGAAGGAGACCCCTTCT 

CCTTGACTCTCCACCTGCAGATGCGTCTGCATTTAAGTGATACATGACCTGACAACCAAA 

GGAAATTTTAGGATCCAAAAGCAATCGGAATCTCAAAGAAATTATTCTAATTATATATAA 

TATCACCTTATGTAAACTGACTTTAAATGGAGGTTGTTGTCATTATTACCCTCACTGTCA 

ACCCAACACAGGCATGCTCATAAGGAAAGGTTAAAAAAAGTAAAAGGAACTCGGCAAATC 

TTAAAAAAA 

>SEQUENCE:8071:prostate_MPM2000-004P6_Table5 

CTGGCCGTCGTTTTACACCCCGGAAAAAGAGGTACACATGATGGGTGCCGGGCCCCCCCT 

CGAGAGTACTTGTAGAATTAATTAAATTCCTATAAGAAGCCCCTAGCCGCCCTCCCTGTT 

CCCACTCTCACCGCCACTCTAGTTTCTATTCAGCAGCCAAGAGTGATCCTTTACAAACCT 

GAATCAGGTTTCATCACTCCTCTCAAAATCCTAAACCAGCTGAAGTCTCATTCGGAGGGA 

AAGGTGGAGTCCTGAAGTGTCCCGCGAGGCCCTTGGGAGCAATCTGACTTTCACCTCTCT 

T ATCTC ATCTCCCC ACTC ACTCC ATACCAG CCTGG CAG CCTCG CTG CTGTCCTG CAAG CA 

CTTTAGGACTTTTGCACTGACTGTTCTTTCTGCCTAAGGCACACTCTCCACCGACATGTC 

CACACGGCTGCTCCTTCACCTCATTTGAGTCTTTACTCAAATGTCACGTTCTCAAGGAAG 

CCAGCCCTGACCACCCTATGTAACACTGTAACCTGCTCCCCAACTCTACCCTGCCCTATG 

CACAGCAGTACCCGTTTTCCTTAACCATAC I I I I I ACTTTTATAGATAGCACTAATTATA 

TTT AACTTTCTT ACTC ACT ATGCTTAC 

>SEQUENCE:8072:prostate_MPM2000-004P6_Table5 

TAGGAGGAACACAATGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTGTAGAATTAATTA 

AGGGGGCAGGCGGAGCTTGAGGAAACCGCAGATAAG I I I I I I I CTCTTTGAAAGATAGAG 

ATTAATACAACTACTTAAAAAATATAGTCAATAGGTTACTAAGATATTGCTTAGCGTTAA 

GTTTTTAACGTAATTTTAATAGCTTAAGATTTCTGACATGAAAAAAGAGAAAAATAAATG 

TGGGCGCCCCCCCCGGGGGGGGCCCAACATGCCCCTTTATGGGGTTATTTACCCCCCCCT 

CATTGGGGGA I I I I I GAAAAATTCTCCTTTCCCAAGGTTTTCTAATTATAATTCCCTAAA 

TTCCACTTATAAATATCCATTACTTTGGATTTAGACTTTCTGTCTTTGGGGCCTTTTTGT 

TAATATGAAGATTAATCTTTTGGAACAATGGGTAATAACTGGGAGGGGCCTCTGTGGAGC 

TGGTA 

>SEQUENCE:8073:prostate_MPM2000-004P6_Table5 

TACGCCAAGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCC 

CTCGAGAGTACTTCTAGAATTAATTAAGGCGGGGCAGCCCCTGGCCCGGCGCCGGGAAGT 

ACACAGCCACCTGATCTTTTTGTAAGAAGAAAAAGAAAAACGACCCTGATGAGCTTTTCT 

TCTCCAGGAAGGCTACCTGTGTCCTAGTCTGTCGATGCAGTCAACCAACAGTCACTGTGC 

ACCT ACT ATG CGTC AG G C ACTGGG CC AG G CG CTG G G G ACGC AG AG ATG G AAACAC ACACA 

CACACACACACACACACACACACACACCCTACACACCCTACCCACACACACCCTACCTGG 

AAGTCCTTGCCCTCGAGGTATCTACATTGTAGAGGGAATTGGGGGCCGGGACAGACAATA 

AACATGTAAATCAAATGAAAATAGTAAAAATATTAAAATAAAAAAATAAAAAAAATAAAT 

A 

>S EQ U ENCE:8074: prostate_M PM2000-004P6_Table5 
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CAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTT 

CTAG AATTAATT AAG G CG GG GTTT ATACTAT AT AC ACTGG AG AC AG AATG G C AAATAA AA 

TTAGTCCACCTCCAAGAGGCTATAATCTAGAACACAATCCTGATTCTTGACAATGTTTAA 

TACTAAAAACTTCAATGA I I I I I I I CTCTAATTGGTCCCCTTCCCATTCTTCTCTAATCC 

AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAGCGGCCGCCACCGCGGTGGAGCTCCAATTC 

GCCCTATAGTGAGTCGTATTACGCGCGCTCACTGGCCGTCGTTTTACAACGTCGTGACTG 

GGAAAACCCTGGCGTTACCCAACTTAATCGCCTTGCAGCACATCCCCCTTTCGCCAGCTG 

GCGTAATAGCGAAGAGGCCCGCACCGATCGCCCTTCCCAACAGTTGCGCAGCCTGAATGG 

CGAATGGAAA 

>SEQUENCE:8075:prostate_MPM2000-004P6_Table5 

TGATTACGCCAAGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCC 

CCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGCAGTTGAAAGAGTAGAAATAAGG 

AAAAACATGAACTTGAGGGTAGAGATGAGAGCCAAATTGATAACAAATAGATTACTAAAT 

G G G G AG ACTCCCTC AGTCTCAGTCTCACC ACCCTTTAG CTCCT AAAA AAA AAAA AAA AAA 

AAAAAAAAAAAAGCGGCCGCCACCGCGGTGGAGCTCCAATTCGCCCTATAGTGAGTCGTA 

TTACGCGCGCTCACTGGCCGTCGTTTTACAACGTCGTGACTGGGAAAACCCTGGCGTTAC 

CCAACTTAATCGCCTTGCAGCACATCCCCCTTTCGCCAGCTGGCGTAATAGCGAAGAGGC 

CCGCACCGATCGCCCTTCCCAACAGTTGCGCAGCCTGAATGGCGAATGGAAATTGTAAGC 

G TTAATATTTTGTT AAAA TTCGCGTT AAA I I I I I GTTAAATCAGCTCA I Mil IAACCAA 

TAGG CCGAAATCG GCAAAAT 

>SEQUENCE:8076:prostate_MPM2000-004P6_Table5 

TAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAA 

GGCGGGCGGCTGAGGCGGGAATGGCTGCTGTACTGCAGCGCGTCGAGCGGCTGTCCAAT 

C 

GAGTCGAGCGTGTGTTGGGCTGTAACCCGGGTCCCATGACCCTCCAAGGCACCAACACCT 
ACCTAGTGGGGACCGGCCCCAGGTAAACGTCCCTCTCCAACCTCCCCAACGTTCGCAGCC 
GGCCCCGGAGCCCGGGCTTTGACTGATCGCGGCTGCGCGGGCAGTGGAGAGCGCCGCGT 
C 

CTGTCCCTAGCTGGGCAGCCCCGCGCCTAGCATCCCCGTCAGGACTGCACGCAGACACTC 
GGATCTCGAAGCTAGCTAAAATACGACCACCCCAGGTGATAGCTCTCTAATTTAGGGAGA 
AATG G A A A A A A AAA AAA A A A A A A 
>SEQUENCE:8077:prostate_MPM2000-004P6_Table5 

AGCGCGCAATTATCCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGA 

GTACTTCTAGAATTAATTAAGGCGGGGGTTGGAGGATGGCCTGGGCCTGGGAGACTGAGG 

CCGTGGTGAGCTGAGGTCACACCACTTTGCTCCAGCCTGGGTGACAGAGTGAGGCCATGT 

CTCAAAATAATAGGAGACTATGATGAACAATTTTAGGCCAGTAAATGTAGCAATTTCAAT 

GCAATGGATAAACTCTTGGAAGAATATAACTTGTCAAAAGCAATGGAAATCTGCATGGTC 

CTCTTTCTGTTCAGGAAATTGAATTAATTACCAGAGAACCTACCTACCAAAAAAAAAAAA 

AAAAAAAAAAAAAAGCGGCCGCCACCGCGGTGGAGCTCCAATTCGCCCTATAGTGAGTCG 

TATTACGCGCGCTCACTGGCCGTCGTTTTACAACGTCGTGACTGGGAAAACCCTGGCGTT 

ACCCAACTTAATCGCCTTGCAGCACATCCCCCTTTCGCCAGCTGGCGTAATAGCGAAGAG 

GCCCGCACCGATCGCCCTTCCCAACAGTTGCGCAGCCTGAATGGCGAATGGAAATTGTAA 

GCGTTAATATTTTGTTAAAA 

>SEQUENCE:8078:prostate_MPM2000-004P6_Table5 

TGATTACGCCAAGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCC 

CCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGGTATTTCAGTATTATAATTTTAT 

AACCACATATCAAGTAGATGCTATAATTTCATGCCTTACATGTACCTAATTTAATCATTT 

ATATTATTAAGGCCTATATTTGTCTCTAATATTAGTATATTCTAAGAGTATGCTTTATGA 

ATTTTAATCATAAAAAATACATTATATATGGCAAAGAGGAGAAAAATAAGGTTCCTTCCA 

TCTGGGGCAGGGTTTCAACCTCAGCATTATTTACACTTTGGGCTTGATAATTCTGTGTTG 

TGGGGGGAGTTCTATGCATTGTAGGATGTTTGGCAGCATCTCTGGCTTTTACTCACTAGA 

TACCAGCACTCTCTTGCTAGTTGTAGCGATGAAAAATAACTACAGACATTGCGAAACCCA 

CCCGCTTCCTGCACCAGAAACCAAAAAAAAAAAAAAAAAAAT 

>SEQUENCE:8079:prostate_MPM2000-004P6_Table5 

TTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTA 
GAATTAATTAAGGCGGGTGTCACTCCTTGCCAAAGCTTTAGAAAGCCTTCCTCTTCAATG 
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ATCCCT AG AG CTGTG CG CACCATTCCCCTAT AG G G G G CAG ATTCTCTTG CACCGTCTCCC 
AACCGAGCAAGAGCTGCTTCTCCTTGCATTTGGAGTCGAG I I I I I GTGAGATCCAGGGGA 
AAGGTTGCTAACAAAAACACAAATGCAGGGAAAAACCCACAACATTCAGAGAAACAAACA 
AAAATCTAAAATCATAGGAGTAATATTTTCCCAAGACTGGTTGTTCTCAAATTTTAGAAT 
ATATCAGAATCAGCTAGGGAGATTTTAAAAATTAGAAATTTCCTAGCCCCGTGCCCATGG 
ATTCTAATTCAGTAGGTTGAAGAGGGTTTAAAAACTTTGATTCTCACACAGTCCCAAATT 
TAAG AATCACT ACG C AAG AGC ATCCTG G ATCACTAG 
>S EQ U E NCE:8080:prostate_M PM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGCGGGCTGTGCCACCCAACATAGAAAAATGATTATATACCATAGACCTACTGGGACTC 

ACCCTAAGAACACCAGGGTGGTTCAACATCATTGCAATACACCTTATTACCTTACCCTTC 

AGATATGGCATGGGAATAAAGAATGGGTCCTCCCAACTGGGAGCATGATTTCCACGCTCC 

ATATGTTCTACATGGAAAATATGTCAAGAGAGCATGATCAATGACTTCACCTGAGAACAT 

CCCAGCGGGAGGACAAGAGAAATCATGTTTATTCCTCAGGAATACTGAAGTGCCCTGGAG 

TAAGCTGCCATTCTTCTGTAACAATGTTATCAGTAATGCTGTAAACTCCAGCACCTGGTT 

ATGCATTTGAAACCAAGTCTGTTTC 

>SEQUENCE:8081:prostate_MPM2000-004P6_Table5 

GCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTA 

CTTCTAGAATTAATTAAGGCGGGGTAGAGACGGGGTTTCACCATTTTGGCCAGGATGGTC 

TCAATCCCCTGACCTCGTGATCCACCTGCCTCGGCCTCCCAAAGTGTTGGGATTACAGGC 

ATGAGCCACTGTGCTTGGCCTGTTATTTTATTTTCTTATAACTACAACTTTTCTTCTTGA 

ATTTTCAGGTCAGAGGCAAGAAAAACTCTTTACAGGI I I I i AGTGGGGGGCTTATGGAGT 

ATTTCAGGAGTTCTTTGCAATTAAATCATCTTTTCACTTGTATTG I I I I I CAAAACTTTG 

TTGATTTATAAAATGTGCCAACTGTGAGTAAACTATGGTATTTGCAAGTGG I I I I I ACAT 

AATATTTGAGATGAGGAAGTGAGATTGTGCATGACATACTTCTCCTTTGTATTCTCTCAG 

TGCCTTACAGCAGGTTACTCCATTCTGCTATGACAACTTGTTTCAAATGTTAATTTACAT 

AGGAT I I I I I AT AAG CCATTAAGG C ATATGTAT AATAT ATCAGT A 

>SEQUENCE:8082:prostate_MPM2000-004P6_Table5 

CGCAATTAACCCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTA 

CTTCTAGAATTAATTAAGTCTATTATAAATCACAAATAACAAAGCCCTTTAACTTTATAT 

ATATATAATGTTGTTGGTTTCTGTCCTATATTAAGAATAAAGCAAAGCAATGTAAATATT 

TTAAAAGTCATTTTGTAGAAGATAAAACTGAAAGCTAATGTTGACTGAAAGTTCTCTGCC 

GTGTACTTAAAACCCAGTAATAACTGAAATGTCAGGAAATTGAAATATTAATATTTTACC 

CTCACAAAATATTAACTCCTTATGTTCAATAC I I I I I I I I I GATGTTTAACTTTGGTATT 

TCAAGGAAGAATGAATGTACTAAAAAACACACACACACACGTCTTTCCTTTTGCAATGGG 

TG AAAATTTCTAGCAATCTTGTTCCAAG GTAATTTATTGTA I I I I I I AATGGATGCTTTA 

ATATAAGGATAAATAATACCAAAGGCATTGTTTTAAAAATATTTTATATTTTATGA 

>SEQUENCE:8083:prostate_MPM2000-004P6_Table5 

TAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCC^CCTCGAGAGTACTTCTAG 
AATTAATTAAGGCGGGAGAGAAGAGGAACATAATTGAACTTCGCTGTTAAAAAAATGCGA 
GCATATATTGCAACTAATAATTTGTCTGAGACAGGTGGATGTATATAATGAGAAGTTTAT 
G GTG G AT AATC AG G AAAG C A ATA ATCC ACCT ATTTCAT ACCCTA AG A A AAATG AA ATA AC 
CCTATAAAATAAATTGGGGGCCGACCCGGGGGGAGCCTTAGTTCACCCTTTTAAGAGTTT 
TTTTAAGCGCCTTCGGTGCCGAGA I I I I I I ATAGGTGTGCCAAAACAGAAAGACTGTTCT 
G AC ATCTC AGTGTC ATTTTG AT AG GAG CGTTTTGTTATTTTT AC A AG G C AG A ATG G GGTG 
TAACAGTTGAATTAAACTT 

>SEQUENCE:8084:prostate_MPM2000-004P6_Table5 

AATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTC 

TAGAATTAATTAAGGCGGGAGAGTGATATACATATCATTATAAAATAGTGGGTTCTCAGC 

CTTCTGAGATTTTTGACAATTCAATAATGATCTTGAAGATCTCTAAAATGTAATCACAGG 

TTATTCTGCAGAGACACTAATTCAAAATATATGTATTAAACTTAACTATTGGTGACGGAG 

CATCTTTGTTATTCTCTCCTCACACTCCCATATGCATTTAACAGAGAAATAATACTGTAC 

ACAAAAGTGGTATTTAGGACCTCAAACTTTTCCTCATTAACACAAGATCTAATGACATAA 

TTTAGTGTCAAAATAAAAATACTGGGGGAGGGATGTATAAGTGAAATAAACATCCAGTTA 

GAAACCACAAGCATAAAGTTTAATAAGAAAATGTAAGTGAAATAGACTGGGAAAAGAGCA 

TTCCAGTTACAGCTATGATTCCGCTTCCAGGCTATTTACATTTATAACATACTCATCAAT 
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AACTCTCTCTTTACAGTGATTTACAAAAAGCTAAGAGGTGGCTATTTCCCAATGGAAATG 

CATTAGAATCTCAAAAGAACTCTGTGCTTTCCTACTACAAAATCACTGAGTTC 

>SEQUENCE:8085:prostate_MPM2000-004P6_Table5 

CAATTATCCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTT 

CTAGAATTAATTAAGGCAGGCAGATCACAAGGTCAGGAGTTCAGCCTAACCAACATGGTG 

AAACCGTGTCTCTACTAAAAATACAAAAATTAGCCAGGCGTGGTGGTGCACACCTGTAAT 

CCCAGCACTTTGGGAGGCCGAGGCAGACGGGTCACTTGAGGCCAGGAGTTCGAGACCAGC 

CTGGGCAATATGGCGAGACTCCGTCTCTACTACAAATCCAAAAAAAAAAAAAAAAAAAAA 

AAAAAAAGGCGGCCGCCACCGCGGTGGAGCTCCAATTCGCCCTATAGTGAGTCGTATTAC 

GCGCGCTCACTGGCCGTCGTTTTACAACGTCGTGACTGGGAAAACCCTGGCGTTACCCAA 

CTTAATCGCCTTGCAGCACATCCCCCTTTCACCAGCTGGCGTAATAGCAAAAAGGCCCGC 

ACCGATCGCCCTTCCCAACAGTTG 

>SEQUENCE:8086:prostate_MPM2000-004P6_Table5 

GCCGTCGTTTTACACCCCGGAAATAAGGTGACACATGCTGGGTGCCGGGCCCCCCCTCGA 

GAGTACTTCTAGAATTAATTAAGGCGGGGGTCTCAGGCACCATCACATGCATACATACCC 

AATGGATGTGTCACCCGCTCACCCATACATAACATTCCTTACAGAACAATCTGTGAGTAG 

A CGCT TTCTCCAGCAAACTTTCTATTTTAGAATAACTAAAGAGTAGGGTTCATGTCTAAA 

ATTTTCCCTTGGGGTGGGAGTAGGTGAGTACAGAAACAAGTAAATACAACTCTGCATTGC 

CATGTGGGGGTGAAAGCTGGGATACATTGTAAAGATCATTTTCGTAAGCCTGTACCTTTC 

TTTTGCTATCAATGACGTGTTCCCATATTCATTCTCAGTGT 

>SEQUENCE:8087:prostate_MPM2000-004P6_Table5 

GCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 

TACTTCTAGAATTAATTAAGGCGGGATATGAATTAACTTACCCAAGATCGTGTTGCTTGT 

AAGTATCAGAATTAGTGTTCAAACCTAGGCAATGTGGCTCAGAGTCAATGCTCTTAACAA 

TCACACTATAAGAACAGATATAATAAATATCTACTTACCTGGAGGATATAAATTCTATTT 

TTATTCCGAGTTCTGAATCAAAATGGTAATTCAAAGGCAATGAGAACATTAACCTCATCA 

CCATCATTTAGGCTCAAAAGAAAATGGTACATATTCTATTGCAACCAGTCAGGATTAATT 

CTC A AATGTTTG AAACTTG AAG AG G GAG G AC AATG C AA AG G A AACCGT ACTTAGT AG C AG 

AATAGTTATTACTATAAGCAGACTTCAAAGTATGTTGGACAAACCATCACTTATGCTGAA 

AGTGACAATAAAAGACTTGGGAAAAAAAAAAAAA 

>SEQUENCE:8088:prostate_MPM2000-004P6_Table5 

TACGCCAAGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCC 

CTCGAGAGTACTTCTAGAATTAATTAAGGCGGGAGCGAGCTGAGATAACTCCACTGCATT 

CTAACCCGGTGATAGTGTGAGACTCCATCTGAGAAAAATAGAAATGAAAAGAAAAGAAAA 

GTTATCCAGTTATGGCGGCATGCATTTGTGATCCCATCTACTCTAGAGGCTGAGACAGGA 

GGACTGCTTGAGCCTAACAAGTCAAGGTTGCAGTAAGCCATGATCATGCTACTGCATTCC 

AGCTTAAACAACTGAGATGCTATCTCTTAAAAACAGAAGTAGAAGCAAACAACTATAGGG 

GAAAATGAGGGATACATACTTTAAGAATTTTTAAAAATTTACATGGAAAAACACCAGGAT 

TCTATAG AAAATAAAACAGTATTAAATAACTATTTATAAAATAG AT ACTAG CAAATTACC 

TTACGTAAAGATTCAAGTCAGTAACTTAAAGGATCTT 

>SEQUENCE:8089:prostate_MPM2000-004P6_Table5 

AGAGTACTTATAGAATTAATTAAGGCGGGAGGATGACTTGAGGCCAGGAGTTCGAGACCA 
G CCC AG G C ATGTTTACAGTTTTG ATG AA A A AG GT AAT ATC AATTTAT ACT ACC ATC AGC A 
ACGT ATTAAT AC ACTG C ATACTC ACAAG CACT AG G TATT ATAATATTTAA ATATGTTTG C 
TAATTTAGC AGCACAAA ATTTTTCCCTTT ATTGATTTGTACTTTTCTTCTCTC I I I I I M 
I I I I I I I I I AAAAGGGGTI I I I I I I I I I I CCCAAGGTTTTTGAATTCCAGGGGAAAACTT 

A AN AAAA AAA A AA AAA A AAAAAAACC ACG CCCCCCCCCCCGGGGGGGGACCCCAA 

ACCCCCTTAA AG G G G G GTTTTTTACCCCCCCCTTG G G GG GCTTTTTTAAAAA 
>SEQUENCE:8090:prostate_MPM2000-004P6_Table5 

G G AAC AA A AG CTG GGT ACCGG G CCCCCCCTCG AG AGT ACTTCTAG AATT AATTAAG G CG G 

GTGATGGTTGCTATGATGGTGGGGATGATGAGGCTATTGTTTTTTGTGAATTCTTCGATA 

ATGGCCCATTTGGGCAAAAAGCCGGTTAGCGGGGGCAGGGGGAAGGGGCCCTTGGCCAC 
A 

GGTGGAATTAAGAAATCTGGCAAAAAGTAAGCTGTTCCTTGTGCCTGAGGAGATGGTGAC 

CCTTTATTTCATCTGTATTTAAACCTCTCTATTCCCTGCCATAACATCTTTTGCCACGTA 

TAGCTGGAATT 
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>SEQUENCE:8091:prostate_MPM2000-004P6_Table5 

ACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 

TTAATT A AGG CG G G G ACCTCTTG ATTC AT AG ATTT AAAATATTCTG G CATAAAG G G CCTT 

GTCCCAGATCTCAAGTGTTAGGGAAGCACTTGGTCATTTTCTTCCCTTTCTGGCATATTA 

GAGAAAATGATGTGTACATAAAATTTCCTCATAATTTTCAGCTTCACAATTTATACTACG 

GTAATGAGCGCCGGTAGCCCAGACAAGTACATGACTAGGATCAGAAACCCGAGTAGAAAG 

TAAGTCAGCAGAAGAGCGAGTTCGCCCGTGCTGTGAAAGATGATTTTTTAAAAAATGAAA 

TTCTTGAAGAGCTGCACCTTAAAAAATAAGACAAAGTGAAAGTATTGTATTATGTTACAA 

AC A ATG C AG G CTCCTTCCTCATTTAACTTTAC AACCTTG CG A AGTG G GTCC AGG AG ATTT 

GGAGTTT 

>SEQUENCE:8092:prostate_MPM2000-004P6_Table5 

AGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGA 

GTACTTCTAGAATTAATTAAGGCGGGTAGGCAGGAAAGACAAGCTGATAAAAAGGAGAAA 

GAGAATAAGGAAAGAGATTATAAGTCCCATTACTGATAGACCAGTCTCGTTTCTTCCCAT 

TAGGGGATCTGCTTTACATGGTAACTAGTATCTAACTGTATTTGATCATATAATTTATGG 

AAACTAAATATAGTCAGATTCTCTCAATGGAAGCTAGGTAATACTACTATTACTAACAAC 

AAAAACCCTAAACTTGTACCGAGTACTCATTTTCAGGAATTGTTCCAAGTGCTTTGTTTA 

CATTAACTGATTTAATCCTTATACAAGTCCCAGGAGATAGGTTGCAATATTTTCCTGTTT 

TTACAGATGAGGAACCAAGGCTTAGGGAAGTTAAGAAACTTGTATAAGTCCGAGGTCTGG 

AGATTGAGACCATCCTGGCTAACACAGTGAAACCCCATCTCTACTAAAAAAAAAAAAAAA 

AAAA A AAA A AAA AA AAG CG G CCG CC ACCG C 

>SEQUENCE:8093:prosiate_MPM2000-004P6_Table5 

CTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTA 

ATTAATGCGGGAGGGGCCTTCGTGTGAAAATCCCTTGTGGGGTTTGGTGTTTCACTTTTT 

AAAGGCATACAACTTAGGATTCATAACTACATATATACGGATAGAAGTGCATGAACAGAA 

AATCTG CCCTTCTGG AATACCAA ATGCAAAA ATTAAG G G ACTTCAGGC AAATTTGG AAAA 

AAAAATTAAAAGATGCATTATAGTTTTTAAAATCATTGTTAAAATATAATGAGTCTGTAC 

TTTGCTTAAACAATAAAAAAGTCTTCGATTTACTCNAGAGGATTTGAAATAAAAAAAAAA 

AAGCGGCCGCCACCGCGGTGGAGCTCCAATTCGCCCTATAGTGAGTCGTATTACGCGCGC 

TCACTGGCCGTCGTTTTACAACGTC 

>SEQUENCE:8094:prostate_MPM2000-004P6_Table5 

GCCGACGCGTTAGACGTGTTTTGCGACCCGGCTCCGGCAACAAAAGCTGGGTACCGGACC 

CCCTCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGAAAGACAAATTTTATTCTTCATA 

AAGTGATGAGCATATAATAATTCCAGGCACATGGCAATAGAGGCCCTCTAAATAAGGAAT 

AAATAACCTCTTAGACAGCGCCGGCGCAGGCGCAGGGAGGCCCACAGCGCCGGAGCAGG 

T 

GCAGAAAGTCAGAAGGTCCATGAGGGGAAGGTGAGACACCTGGGGTAAAGAAAAAAAAAT 
GCGCCACGAAGCGGTGTCTGGGTCATCCACAGACCAAAGTTTTTTGCCATCAGCCCTTGC 
GCTGGGCCCCAGGGACCCTGGCATCCGTGGTTCGCGCCCAGGGTGCGCCTTGGGAGACT 
A 

GGGGTACCCCAACTCCGACAGAACCCCTATGAGTGGAAGTTGAAGTTTGTGGGAGGAGAG 
GTGA 

>SEQUENCE:8095:prostate_MPM2000-004P6_Table5 

ATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCT 

AGAATTAATTAAGGCGGGACAGTTTGTGTAGGGCTCTTGTAAGTTAAGGTAAGGGCTTCA 

GACTTTACTATCGAGTCCTATAGAAGTCTATATACAGATTCATTTGATTGTTCCATACAC 

CGTCTTGCCTGTAAATATTAATTTGGATGTTGATTTTTATTTAATATAAAAACAGAAAAG 

GGGTCAGGCGCGGTGGCTCACACTTGTAGTCCCAACACTTTGGGAGGCCGAGGCAGGCG 

G 

ATCACTTGACGCCAGCAGTTTGAGACCAGCCTGGCCAACATGGTGAAACCCCATCTCTGC 
TAAAAATACAAAAATTAACCAGGCATGGTGGTGCCTGTAATCCCAGCTACTCGGGAGGCT 
GAGGCAGGAGAATCACTTGAACCTGNGAGGCGGAGGTTGCAGTGAGCC 
>SEQUENCE:8096:prostate_MPM2000-004P6_Table5 

G CG C AATT A ACCCTC ACT AA AG G G AACAAAAG CTG GGT ACCG G GCCCCCCCTCG AG AGTA 

CTTCTAGAATTAATTAAAACTAAAAATTCAGTTCCTCAGTAATATTACTCACACTTCAAG 

TGCTGCAATAGCCACATGTGGCTAGTGGGTACAATAATGGACCATGAAGGTTTCCATCAC 
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CACAGAAATATTAGTAGACAAGTCTGTTCTAGAGCCTAGAAAAGTATGTGACACTATAAT 

TATTGAATGAAGAAATATAAAAACTATTAGCATTCATGGTTCAAGAAGAATAACACGAAA 

ACATCAAGAAGAATGAGTATC TTCAA TTTTGGATCTTTGTAAAAGATCCAAAAGAATCAC 

A AC AC A AG ATTATCTTATTAACTTTTATAAAG G CAGTAA ATTT AG G G CTAG G AA AATG CC 

AATTAAGAAATATTTCTGTAGCCAAGTGTGGTGACACGTGCCT 

>SEQUENCE:8097:prostate_MPM2000-004P6_Table5 

CGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGGGTGGAGCGCAGCTTCT 

ATAGTCTTAATTGTCCCCGACCACATACGGCTGATCGGTCCATATGCACAGAACGCTAGA 

TTGTGCCCGTCTATACAAGGATGCGTGATGCGTGGACATTGGACCTACACTATGGCTACC 

TGACGCCCTCTGATGGATGCATTATAACATACTCTCGTACGACGAATCCGTGCTCCAAGT 

CCCCACCCGACCCAGAGGTCCAGCTGGCTTCACCTCTCAATATGATGCGTTGAGTACACT 

TTACATATGTGGTATTCTTCCCTAAAACACATAACCACAGTCTAATCATCAAAAAAAAAA 

AAAAAAAAAAAAAAAAAGGGGCCCCCCCCCGGGGGGGCCCCCAATTCCCCCTATGAGGGG 
GTTATTACCCCCCCCC 

>SEQUENCE:8098:prostate_MPM2000-004P6_Table5 

GCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 

TACTTCTAG AATT AATTAAG G CG G GTGTCACTCCTTGCC AAAG CTTTAG A AAGCCTTCCT 

CTTC AATG ATCCCTAGGG CTGTG CG C ACC ATTCCCCTAT AG G GG GCAG ATTCTCTTG C AC 

CGTCTCCCAACCGAGCAAGAGCTGCTTCTCCTTGCATTTGGAGTCGAGTTTTTGTGAGAT 

CCAGGGGAAAGGTTGCTAACAAAAACACAAATGCAGGGAAAAACCCACAACATTCAGAGA 

AACAAACAAAAATCTAAAATCATAGGAGTAATATTTTCCCAAGACTGGTTGTTCTCAAAT 

TTTAGAATATATCAGAATCAGCTAGGGAGATTTTAAAAATTAGAAATTTCCTAGCCCTGT 

GCCCATGGATTCTAATTCAGTAGGTTGAAGAGGGTTTAGAAACTTGATTCTCACACAGTC 

CCAAATTTAAGAATCACTACGCAAGAGCATCCTGGATCACT 

>SEQUENCE:8099:prostate_MPM2000-004P6_Table5 

TTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTA 

GAATTAATTAAGGCGGGACAAGAGGGGTAGAAGGCAAGAAGTTGAGAGAACTGATTTCTC 

AAAAATATTAAAATAACTGACCTAAAGATCCCTAGATAATAGACAGGGAGTGAAATCTGA 

AGGAAGCTCATAAACTCAATAGGGTAGGGACAAGATATTGGGGGCTTTAAAGAGTGGATT 

TGGTGGAAAC CAGG AAGAGAGGTAGAAGGGTCAATAAGGTGGAAGAACTGGAAATTATGG 

TCAGAGTATTATTTTAGAGTTGAAGTACATTTCCAGGAGAGTCTTCTTGGGTAGGAGACC 

TAGGTACGGCCAGGAAGAGTAGACTGCTGCAGCAATAAGAAGGCAGGACCTTTTTGAAGA 

AATTAATACAATTGTGAGACCACAATTAACAGCAAGAATTAGCTACAAATGTTTTTAACA 

TAAGAACACTTGTTTCGGTAAATAATATCAAGAGCAAAGAAGAGAGTTTTTGAAGAAAGG 

TTGATGAAACAAGGGTATAGAAACAAGAAGTTAAGAGTATTAAACTTCCTGTACTCCCTA 

CCATAAAAAATAAGGAGGCATGTGAAAACAAGTATTTAAC 

>SEQUENCE:8100:prostate_MPM2000-004P6_Table5 

CTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTA 

ATT AAGGCGGGGTGAAATAAGTTGGCTAAGTTTGAGACAAACTTGATTCATGTCCT AATT 

AATGTCCTATAAGGAAGTAAAACATAACCTTTGGGATGTTCTTTTCTTCTGGAAAGATGT 

AATTTGAATCTGCCATGGACAAAAGCATACAATTTAGCATGCAATTTCTATAGTTAAGCT 

CTAACCAATNNAAAAAAAAAAAAAAAAAAAAAAAAAAAAAGCGGCCGCCACCGCGGTGGA 

GCTCCAATTCGCCCTATAGTGAGTCGTATTACGCGCGCTCACTGGCCGTCGTTTTACAAC 

GTCTTGACTGGGAAAACCCTGGCGTTACCCAACTTAATCGCCTTGCAGCACATCCCCCTT 

TCGCCAGCTGGCG 

>SEQUENCE:81 01 :prostate_MPM2000-004P6_Table5 

CGCAATATAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTA 

CTTCTAGAATTAATTAAGGGGGACTGGTCACATAGCTACATGAGAAGCATGGTGTGGATG 

CCAGACCAGGCACCAGATGCACATCATGAATCTTCATGTTTACCTTAGACACTGATAAGC 

TGGTTCATCTTGACCCACCACTTTGGGCCTTTATAATAAGACTATCATTAAGCAGTAACT 

ATGTGACCATTCCAGGAGTTTAGTTTTCAGGACTTGGCCAAAGATCCTTGTCCTGGCTAC 

AGGGATACGCAAGAACTGAGTAAAATAAGCCTATTGCATTGTTTCCTGCCCATACCTCAA 

ACTAATATTCACTGGATAGAATCAGCAGCAGACTACACAGTGTTTATGAATGAAAAATGT 

TATGCTGTATAAAAAAAAGCGGCCGCCACCGCGGTGGAGCTCCAATTCGCCCTATAGTGA 

GTCGTATTACGCGCGCTCACTGGCCG 

>SEQUENCE:8102:prostate_MPM2000-004P6_Table5 
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GCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 

TACTTCTAGAATTAATTAAGGCGGGAGACTTCATCTTTTACATAGCATTTCTCATACAAG 

CCACATTTTATTGACAAGTTAAAAATGGTTTTGCACAGTATCCTCTTTGATTTTAGATGA 

ACAGACATTCTCGTTCTCTAAAATAGTGGTTCTCAATGAGGGTGTTTTATCCCACAGAAC 

ACATTAGCCAATGTCTAGAGACATTTTTGGTTGCCACACTGCACATGGATGTTGGGGTGC 

CAATAGTATGTAGCAGATAGAGACCAAGGAAGCTGCTAAATATGCTACAGGGAAAGCACC 

TCCACCCTCAACGAAGTGCAAAATATTAATAGTGTCCAGACAGAGAAATTCTGGTCTAGA 

AGTTAAAGGGCTGTAATGTTGGAGCAATTATTTGATAATATGTTAGCTCCGATATGGAAA 

TGTCTAACCCTGTGGATTTAGTATCATTATAATTAATGATGTGA 

>SEQUENCE:8103:prostate_MPM2000-004P6_Table5 

CGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGT 

ACTTCTAGAATTAATTAAGGCGGGAAACAGGATGACCAAACTGGCTTGTGCCCATTGATG 

CCAACTTAAGAACACAGCTAGTCTTCTGATTATTTAAGAGATCATAGAATATGTGAAAAT 

GCCCG t I I I I I AGTATATATATCATGACTTTTAAAAAATCAACTTTATTGTGGTAGAACT 

TACATGCAGTAATACAGTGCATACATTTTATGTGTACGGTTTTGACAAATGTATACTCCC 

AACCACCCAACTG I I I I I I I I ICTCTAAGAGACAGGGTTTCACAGTGTTGCCAGGCTGGA 

GTGCAGTGGCGTGATCATGGCTCACTGCAGCCTCGACATCCTGGGCTCAAGCTGGAGGCC 

AGCTAA I Nil I AAA I I I I I I GTAGAGACAGGGTCTCACTCTATTGCCCACCCCAATTTT 

TAAATTAAACTTCAAAAAAATCTCTGGGCCAAGACTGCATCCTCTGTTTGAGAATG 

>SEQUENCE:8104:prostate_MPM2000-004P6_Table5 

GCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 

TACTTCTAG AATTA ATTA AG G CG G G G AG CTAAG AATTCCTG CCCAG CAAGTTG GTTTGC A 

G ATCAG AG GCAGTGTGTG AG AAGTACTTAACCC AG C ACCTGG CATATAGTAG ATGTTCAG 

GACATCGTAGCAGGAATAAGGGAGACATCTCACAAAACATTTTGTGAGAAAGGATCAGTT 

TCTATCTAGTCAATGTCTTAAACATTCATAGGTTGTTCATGGTGGGAGCTGCTCGAGGAA 

TCATCCTAGTTTTATGGAGGAGGAATCTGAAGCTGGAGGAAATGTCTCCTTCAAGATTAC 

TTAGTTAAAGGCAAACAGGTTCATAGCCAGTGGCTCTTCACCAACCCACAAAAAGGCCTC 

AGATTATAATTTTGAAGATTAAGTATATGAAAGTGCTATTTGAGTGATTAAGTGTAAGCA 

TCAGATCATTTTGAACTGGTGAGAT 

>S EQ U E NCE:8 1 05:prostate_M PM2000-004P6_Table5 

GCCAAGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTC 

GAGAGTACTTCTAGAATTAATTAAGGCGGCATATTTTTGAGTTTGAGGTAATCAGTTAAA 

ATAAGTCTTTCATATTTTAATCCATGTGATCAATTTATTTAGATCCCAAATGCGTTTCAC 

ATCTCAAAGTAAATACTAAAAAGCAAGGGGTGTGGTAGTGGAGGGGGTGTAAGGGAGATC 

ATTATGAGTACTAACTCTTAAGTTTAGA I I I I I I I I AAAAAAAGAAAAACCAAAAAGCTG 

TGCACATCTTAGGTCCATCACATCCACGAGTCAGAATTACATCATAGCCGACTTGGTAGA 

GCAGTGTTTGTGGAACAC 

>S EQU ENCE:81 06: prostate_M PM2000-004P6_Table5 

CCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATT 

AATTAAGGTGGGGGCGGGCCTCTGTGTGAGCGGGAGTGGTTCTGGGCTCATGTTACATTT 

TCCACTGGAAAAACAGCCCCATTTTGAATGTTGGCTCTGAGCGTTTTAAAAATTGCAAAT 

ATATCCAGTTTCCCAAACGAGTGCTCACCAGGAAAGAAAAAAAAAAACACCTCACAAAGA 

TAAAGAACAAAAATATAAAAACACACCACTGGTAAAAAAAAAAAAAAAAAAAAAAAAGGC 

GGCCGCCACCGCGGGGGACCCCCAAT 

>SEQUENCE:8107:prostate_MPM2000-004P6_Table5 

AAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGAGGCTA 

CTCAAACTATAGTTACAGACTAAATCAGCAACAGCATCACTTGCAAGTTTGCTTGAAACA 

GAAATTCTTGGGC CCCA CCCCAATCTAACTGAATTTGAGACTTGGGAAGGGTGTGGAGAG 

ACAGGAAACTATGTTTTAATGAGCTCACCAGGCAATTTTTCTGCTTTGGACTATAAGAGA 

TCATGTAATTGATTTCTAAAAGTTCCTTCTGGTTATAGGGTCTGTGACTACAGCTCTGCA 

AAAATCTGAGCAAAGAACCTCATAATCAACAGATGAAAACTGGTAATTCAAGTCCTTAAA 

G AG ATATTTAACCATTTAACCTAAAC AG G ATATTTAAAC ATTCT AG CACACCCTAATG AA 

ATTATGG ATTAACAAATCTTTTCAG CCTGG AAG 

>SEQUENCE:8108:prostate_MPM2000-004P6_Table5 

CCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAAT 
TAATTAAGGCGGGGGAAAGAAAAACAGAACAAAAAGAAAATTACAAACAAAATGGAAGAC 
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TTAAGCCCTAACATATCAATAACTACATTTAATAAAGTGAACTAAATACAGCACTTTAAC 

GATGGGGAATGGCAAAGTGAATTAAAAAGCATGACCTAATTGTGTGCTATCTATGACGCA 

TGATTTCAAATGTAGCAATATAGGTATGTTGAAAGTAAAGGATGGAAAAATATATCTTGT 

AAATGTTAATCGAAAGAAGCAAGAGTTGACATATTAATGTCAGATACAGTAGGAAAATCT 

CCAATGAATTAGAAGCAAACTANAAAAAAAAAAAAAAAAAAAAAAAAAAAAAGCGGCCGC 

C ACCGCGGTG G AGCTCCAATTCGCCCTATAGTG AGTCGTATTACG CG CG CTC ACTG G CCG 

NCGTTTTACAACGTCGTGACTGGGAAAACCCTGGCGTTACCCAACTTAATCGCCTTGCAG 

CACATCCCCCTTTCGCCAGCT 

>SEQUENCE:81 09:prostate_M PM2000-004 P6_Table5 

GCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 

TACT TCTAGAATTAATTAAGGCGGGGATCAGGGCTTAGAGTCTGGGAACCCGGTTTGGCT 

TTTTGCCTTCAGCAACCACCCAGCACCTGCAGGTGACAGCAGCACTGAGTTAAGAGTTTT 

CACTGAAGACGAGAGTGATGCGGGTGTCCACTCTGCCCTTGGCACTGTGAGAGCATGAGG 

CTGTTTATGGCACTCCCTCTGCCCCCAGGGAGCTAGTTTCCTTGGAGAGACACTGGGAAC 

AGAAAAAAAACAAAAATGGACGAAAAAAAAAAGCGGCCGCCACCGCGGTGGAGCTCCAAT 

TCGCCCTATAGTGAGTCGTATTACGCGCGCTCACTGGCCGTCGTTTTACAACGTCGTGAC 

TG GG AAAACCCTGGCGTTACCC AACTTAATCG CCTTG C AG C AC ATCCCCCTTTCG CCAG C 

TGGCGTAATAGCGA 

>SEQUENCE:81 1 0:prostate_MPM2000-004P6_Table5 

GCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 

TACTTCTAG AATTAATTAAGG CG G GTGCCTGTG ATCCCAGCTACTTCCG G AG G CTG AGG C 

AGGAGAATCGCTTGGGCCCGGGAGGCGGAGGTTGCAGTGAGCAGAGATCACACCATTGTA 

CTCCAGCCTGCACAACAAGAGTGAAACTCTGTTTAAAAAAAAAAAAAATCAAGTCTGTAA 

TTGTTACTGTTGCTGAATCCTGCTAGCAAATCACCAGGCTAGAGGTGAGGGTTGAGTGAC 

CCCTTTAGAACACTTTCAGAGGGGGCTTGTCAGCAGGTGGAGCTGGCTGTAGGAGCAGGG 

TTGGAAATACGTAAGTAGATTTAGAGAAAGAAAAGCTGGTGAACTGGAATCCCTAGGATA 

ACTAGACTCGGACATCCTGTGTGATAGGGGAGGGGAGCATTTGGCTTTCTCCTGTTGGTC 

CTAAATTAAAGGGAGTGGGGAGCG 

>SEQUENCE:81 1 1 :prostate_MPM2000-004P6_Table5 

CTGGCCGTCGTTTTACACCCACGGAATAAGCGTGTACCCATGATGGGTGCGCGGGCCCTC 

CCTCGAGAGTACTTGTAGAATTAATTAAGGCGGGGGGACTGCAAAGGCCAATGTTGGTGC 

TGGCAAAAAGAAGTGAGCTGGAGATTGGATCACAGCCGAAGGAGTAAAGGTGCTGCAATG 

ATGTTAGCTGTGGCCACTGTGGATTTTTCGCAAGAACATTAATAAACTAAAATCTTCAGA 

CCAGCCAAAAGTGGAGGAAAAAAAATCTGGGGGCCCCCCCCCGGGGGGGATCCTCGTCCC 

CCCCTAAAAGGCTGGGATTGACCGCCCCTTTTGGGCGGGATTTTAAACGTACTCAAATTG 

CACCAGGCTCTCAAACTGTCCTAGGGATTGGGCCAGGACCAGCAGACCTAATTGACAAAG 

TCACTGGTCACCTAAAACTTTACTAGGTGGACTTTGATATGACAACAACCCCTCCATCAC 

AAGTGTTTGAAGCCTGTCAGATTCTAACAACAAAAGCTGAATTTCTTCACCCAACTTAAA 

TGTTCTTGAGATGAAAATAAAACCTATTTCCATGTTCTAAAAAAAAAAAAAAAGAGGGG 

>SEQUENCE:81 1 2:prostate_MPM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAG 

GCGGGGGTTATTAAAGAGGAAATTTGAGCCAGCTGATTACAAACACATAATCAAAGCTTC 

TGAGCAGTCACAAAATGAGATAAAGGTTTCAGTGTTTTCACGAAAAACTGATATACTAAT 

TCCTGTGAGTAAATGAGATCTTCAAGAAAGAGAATGTAAAAATTGAAGAACTTAGGACAT 

GTTGTTCAATCTTAGGGAATAGACAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAGGCGGC 

CGCCAC CGCG GTGGAGCTCCAATTCGCCCTATAGTGAGTCGTATTACGCGCGCTCACTGG 

CCGTCGTTTTACAACGTCGTGACTGGGAAAACCCTGGCGTTACCCAACTTAATCGCCTTG 

CAG CACATCCCCCTTTCGCC AGCTG GCGT 

>SEQUENCE:81 1 3:prostate_MPM2000-004P6_Table5 

G G AAC A A AAG CTGGGTACCGGG CCCCCCCTCG AG AGT ACTTCTAG A ATTA ATTA AG G CG G 

GAGGGAACTAGGCAAACCCTGGATTGACTTGTGTGAAGTCAGGTAGTGAAGATGACCAAT 

ATGTAATAAACTG GTG ACTCTG GGCCACGTG CCATG CAATGG CACATCCTC ATCATCACA 

GCTGATCTTGGGCACCACTACTTGGTAGAAATCTCCAGAAATCTGGAATCCTGGACCTGG 

ATTCTCTTAGTATGCTGTAGGGGCTATTATATGTAGCCTGTCCTCACCATCATCCTGAAG 

GGGTAGAACAAGAAATCAACAGAATTTACTTGGAATTTTGGTTCCAAATGGCTGTTAATT 

AAAGCGGGGTGTGTGTGTGCATGGAAGATGCCTGGGCTGTCTTTGCTATATGTAAATAGA 
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GCCATTGGATCTTTATTTTTGATTAATTTGTTCTGATTTTT 
>SEQUENCE:8114:prostate_MPM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAG 

G CG G G G G ACG AAAAAAAAAG GAG AG ATTC AGTC ATAATGTG AT AG A ATTC AC AAA ACTTT 

ATTGACTAAGTGCAGTGAAGTCAGAAAAAAATTCTATCAAGTCTAAGTATTATCCTTAAG 

TATGCCTTCCCTAGTTACACATACAAACATGCCAACAGGGAAAACAGAGAAAGTATATAA 

CATGATTCTCTCTAATATATTTAAAGTGTAACATTAACATACATAATCCAGAGAAGCCAG 

CCATTTCTGATCACCACACTCGAAATAAGCAGAGGAI I I I I I I I AGTTGAAAAAATACTT 

AATAGTCCATCAAAAAAAAGAACAAGGTTTTTCTGAAGTGATACACTATTCACTCACATG 

AAACAGACACATGCAACAAGATGGCAGTTAAAATTTATTTAATATATAATTGCATTCCAG 

TTTTCTTAAAACAAAAA 

>SEQUENCE:81 1 5:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGGGGAGGGGGAAGAAAAAAGAAACCTATTGGTATTTTATTAGAATTACTTTAGAACTA 

TGAATCTATCGTGGGTGGTGATTGGCTATCTAGGCAATGTTGTTTTCTTATTGAGAAACA 

GCCCAAGTTGGCTTTTTCCCTGAATCTTCCTTCACGTACCCTACACTTTTGTTGCTAGGA 

TT ATCTTAGTTAATATTTTTGTTATTG CAAGG GTG CAAGTATAGTATTTTATTCTAATTT 

TATGATAGCTTTTTGATCTCATAAAGAAAAAACATTGATTTTTAAAGTACACTTATGTAT 

TCCTATATGTATACTTGTCACTATTCAGCATTATAATTATTATAAAAACAGTAATGTTTC 

TATTAAGCTTAAGCACCAAACTGGCAAAAATACTATTAATAAAAATAATTAATTTGAGGC 

CGAAAAAAAA 

>SEQUENCE:81 1 6:prostate_MPM2000-004P6_Table5 

AAGGGAACAAAAGCTGGGTACCGGGCCCTCCCTCGAGAGTACTTCTAGAATTAATTAAGG 
CGGNGAGGAATGTGGGTCCAGGCCCAGAGGAAAAGGTTGAAGTTATAGCCAGGCCTGTGG 
GCGAGGCCGCAG CAGG GCGGCCATAGGGGAAGGAGCCAATGTGTTATGCATGTAGAAAAT 
AGGTAACTACGTCTTTTGCTCTGTTACTATTCAACATTTGATGTAAAAAACATTTTCTAT 
G CAGCTAAAAGAAT TGTTTTTAAAAATAATTTCTAGGTTTTCTGCCTTGCTTTAAAACAT 
CTTTTCI I I I I I I I I GAGACAAAATCTCACTCTGTCACCAAGGCTGGAGTTCAGTGGAGC 
CATCTCAGCTCACTGCAACCTCCACCGTTCAGGTTCAAGCGATTTCTCCTGCC 
>SEQUENCE:81 1 7:prostate_MPM2000-004P6_Tabie5 

TTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTA 

GAATTAATTAAGGCGGGTGTGTGTGTGTGTGTTTGTGTGGGTGTGTTGAGAGAGACATTT 

TAACCCTCTCATAACAAGAGTATAAATACAAACTGGCCTGTGTTGGCCATAAGGTAGCTG 

ACC TTCT GCTGTTCCTTTTATATGGCCCAGTTACAAGAAATCAAAGAGTATGCAGATACT 

CTGT TTTCCAGGGACTAAATCTATAATCTTTATCATAGTCTAAGACTCTTGACCCTTTTC 

TTTTAGGATAGCCATTATACAAAAGCAAAGCCAAATGTAGCCACAAGATGAATAGGGTAA 

TGTGCTGTAACTATGAAGATAGCCAGGAGTAAGAAGTCAGTTCACTACGTTTGTTCACTT 

GTCCCCACCTCACCATTCTTTTCTAAAATTGGCTTGGTCTATTAATGAAAGCACTAGGAA 

GGG AG AAG A A AA A A AG AAGTG G G ACTTTCTTTTTATTTTTTCC AT 

>SEQUENCE:81 1 8:prostate_MPM2000-004P6_Table5 

AGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGA 

GTACTTCTAGAATTAATTAAGGCGGGGGGTTTCTCATAAAATATTTTTTACAGGGGTTCA 

ACAGAAATATTTGGTGGTTACCTGCAACTATGAAGCTAGGAAACTTGGAGTTAAGAAACT 

TATGAATGTCAGAGATGCAAAAGAAAAGTGTCCACAGTTGGTATTAGTTAATGGAGAAGA 

CATG ACCCGCT ACAGA GAAATGTCTTATAAGGTTACAGGTACAAATGATAAGCAATGTAC 

TTTTAGCATTAATTTTTATGTAGGATGCCTGTTCATTACATGAATTTTTTAATAAATGTA 

AAATAACATAAGTCAAGATGCTTTTTCCTAATAACTTCTTATTTTGGGTCTTGTCAACTT 

TAAAAATTAT GTGA AAGGATAACTGTATGCTATGAATAGTATTTTTAAGAAGATGTATAG 

TTGGAAGTAATTTTAACTCTTATTATTGATGTTTATATAACAGGGAAAAGTGGAAAACAA 

AGTTTAAAAGTGAGAAAATGGGAAACTGTACTGTAAAAGATGCCAGGTCTTTAAA 

>SEQUENCE:8119:prostate_MPM2000-004P6_Table5 

ACTGGCCGTCGTTTTACACCCCGGAACAAGAGATAACCATGATGCTGGCCGCGCCCCTCC 

TCGAGAGAACTAATAAAATAAATTAAGGCGGGGTGATCTTTGGATGACAGGAAAAAGGTG 

TGAACTTACACTGCGCGGTTTCCATTCCATCTCCCTCTGAGAATACTGATTCCAAATGAA 

CTGAGCACTATCGTATTGGAGGTGTGTATCATAAAAGGCAAACTATCAAATGACAACTAA 

ACCTCCAATGGGTCATGTGGTTACCATTCTCAGACGTACTCAACTGGACCATAACTGCCT 
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ATATG G ACC ATG ATGCTTGTTTTCATCTGTCG G CCCAAAAG GTTTG G GGTG GGTCAAG AA 

TCCCATACCCCTACCAGATTTTAAAAGAAACACGTATCACTCACAGGAAAAATCCCCCCC 

GGAAATATATAAGGTCAAAGCTGCTTTTGTGGCCAAATTCATCTTTTAGAGAACCTGAAA 

G GTAAGTTTGGTATTAG G AACATCTCTTACTCCCAAG G AGTTTACCTACTTCTTAAGTTA 

CAGAAACAAATATTCATTTATAGAAAACCGAGGAAAGACTTCTCAATTCGCCACTCAATA 

AACACAG 

>SEQUENCE:8120:prostate_MPM2000-004P6_Table5 

GCCGTCGTTTTACACCCGGGAACAAGCGTGTAACCATGATGGGGGCCGGGCCCCCCCTCG 

AGAGAACTAGTAGAATTAATTAAGGCGGGAGCTGTCGGGGCGGGGCGGCACCGCCGAGCT 

CCGAGCTTTCCAGAAGCAAAAACAAAAAAAGTTCGGGTACAGCGGCTCACACCTGTAATC 

CCAGCTCTTAGGGAGATGGAAACTGGAGGATCACTTGAGGCCAGGAGTTCAAGACCAGCC 

TGGGCAACATAGCAAGACCCAGTCTCTTAAAAGAAAATTAAAAAGAAAGAGTAAATAAAG 

TTCCAGAAGCCNNNNNAAAAAAAAAAAAAAAAAAAAAAGGGGGCCCCCCCCGGGGGGGAA 

CCCCAATTCCCCCCAAGGGGGGGTTATTAACCCCCCCCCCTGGGGGGGTTTTTTAA 

>SEQUENCE:81 21 :prostate_MPM2000-004P6_Table5 

CCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAAT 

TAATTAAGGCGGGCTGAGAGGGCCCCTGTTAGGGGTCATGGGCTGGGTTTTACTATATGA 

TAGGCATGTGATTGGTGGGTCATGCCTTACAATTCAGGTGGGACAGATACAAATGAAATA 

GTTTCTTAATGAGGTAGAAAGAGGAAGTTATTAATTCCTGTTCTTGTTGGATTCTAACAT 

ACAAGCTAATTTGAATTCATCAGCCTAAGCAAGGTTGCCTTGGATTTTGAAGTTTTCTTA 

AGGAATAAACTGTAGAGAAACCATAGGGCCAACCAGATGGATGATGAAATGGAAAAAACA 

GCAATTAAATACTTTTAGAAAGTATTACAAATTAATACCTTAAAAACCCTGTATCTTGAG 

CTAGTAGCAAAACTAACTGGAATTCCTGACCTCTGCAGGGCCTTCTTGCAACATTTTAGA 

AAAAACATCTGGGAA 

>SEQUENCE:8122:prostate_MPM2000-004P6_Table5 

TG ATACG CC A AG CG CG C AATT AACCCTC ACT A AAGG G AAC A AAAGCTG G GT ACCG G GCCC 

CCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGTTACATGAGTCAAATAAATCTTAT 

TGGGGGACAGAATTCAGCTTGTGGACTTAACAATTTCCAGTCTTTATTCTAGAGCCCCCG 

CCTTAG G CATTG ATT AC AG AG G AATGCTTTTG AATTTCTAACTCT AG AAATTATTAG AAA 

TCTAAAAGATCTCCAGATGGATAAAATGATGCCCTGTACTTTTATCAGAAAGCAAGGGAA 

AGTACCCAATGATCTCCTTTTTTGATTACTTTTAACTAAAAAAAAAAAAAAAAAAAAAAA 

AAAAGGCGGCCGCCACCGCGGTGGAGCTCCAATTCGCCCTATAG1 GAGTCGTATTACGCG 

CGCTCACTGGCCGTCGTTTTACAACGTCGTGACTGGGAAAACCCTGGCGTTACCCAACTT 

AATCGCCTTGCAGCACATCCCCCTTTCGCCAGCTGGCGTAATAGCGAAAAGGCCCGCACC 

GATCGCCCT 

>SEQUENCE:8123:prostate_MPM2000-004P6_Tab!e5 

TAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAA 

AATTTTAAAAAAAATAATTATAAATAAAAAACACTGGCTCTATTGGAACTGAGCCTGGCT 

AATGACATTGTCTTTTCCCACTCACCCAAACTAGGCATTTAAAAATCAAACTTGACTCCC 

CCACTCTGACTCTATGCCAATTCTATCAGTCGCTGAGTCACTGTTTGACCCTACTCCAAG 

CTTTCCAATCTTCTCAGGAACCATGCTGATATCAAGACTGTGTCCTGTGGAATATCTAAT 

ATATGTGACACCCGGAGGAGTCA I I I I I I AACACCTCCCTTCTCTATACAACAAAATTAT 

TCTCAATAATGGCCATGAGTATGATGATAATTATGTCTTTATAATACGTGTAATTGACAA 

TATCATACATAATTATGGATTATATATATACACAAATAATGCTCAGA 

>SEQUENCE:8124:prostate_MPM2000-004P6_Table5 

AAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGATAGAA 

AGTGATAGAAGTGGGACCTCACAAAGACAATCACACTAATGTTAACTGAGAACATACCCA 

TTTAGTCCTCACAGCAGCCCCTTGAGGTAGGTGCTGTCATCATCCACATTACACAGCCAT 

TTAAAATGAGTTAGGGGCCTGGCGTGGTGGCTCATGCCTATAATCCCAGCACTTCAGGAG 

GCTGAGACTGGAGAACTGCTTGAGCCCTGGGAGTTCATGACCAGCCTGGACAACAGGGAG 

ATCTCTTCCTACAAAATAAAAATTAAAAAAAAATAAAAAGCGGCCGCCACCGCGGTGGAG 

CTCCAATTCGCCCTATAGTGAGTCGTATTACGCGCGCTCACTGGCCGTCGTTTTACAACG 

TCGTGACTGGGAAAACCCTGGCGTTACCCAACTTAA 

>SEQUENCE:8125:prostate_MPM2000-004P6_Table5 

CTGGCCGTCGTTTTACACCCCGGAACAAGCGTATAACCATGATGACGGGCGCGCGCTTTC 
TAGAGAGAAAAAGAAAAAACCTTTATGGCGGGCGGGCACTTTGCTGCAGCAAAACCATAC 
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ATCTGAGCTTCCCTTAGCCTCCATTATCCCAACATGTTGAATAAAATTATTGGGAGGCAA 

AGATTTATAGCGACTATATGGACAGAGAAGCCATCCGGAAGCCACAAAAGCTCTGTCTGA 

GCCAAAGAAACATTTTCATAAATGGTAAGGTGAGAAACTTAAAATGAAAACTAAAAAGAC 

TGATACTTTGGAGGTCTGCAAATAGCTACAGAATCAGTTTCAAGATCTCCATCTCAAAGT 

GTCAGTCACTTCAAAAACGCATCCTGCTACGATGGTGGCTCAGGACACTTGTGTGCCAGG 

GCAG TGGCCATGCTGTGCAAGTCAGAGGTCACCGCTTCCACATTCCGACATCTGTCTGTA 

TTTTCTTG CCCTG AAAC AAT AG AAGG GG AACTAG G CTCATTTG CTCCCACTTTGTTTA AC 

CTAATTGTTAGACACAAAAGATAATTTCCCATACTTAGAATTATTTTTTCCTTTTCCCCC 

CATTCTCATTTGTCTCCAAAAAAAAAAAAAAA 

>SEQUENCE:8126:prostate_MPM2000-004P6_Tabte5 

CGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGT 
ACTTCTAGAATTAATTAAGGCGGGAAGACGCTGCTGGGGGAATAGGCGGGAAGGTGGAGA 
CTGGAAGCCAGCGGGTGGAGAGAAGGAGATGGAAGGAAAAGCTGCCGCCACAGGAACCC 
G 

TGCTGCGAGGAATGGGAGAGACTGAGGGGAAGAAAAAAAAAAAAAAAAAAAAAAAAAAAA 

AGGCGGCCGCCA CCGC GGTGGAGCTCCAATTCGCCCTATAGTGAGTCGTATTACGCGCGC 

TCACTGGCCGTCGTTTTACAACGTCGTGACTGGGAAAACCGTGGCGTTACCCAACTTAAT 

CGCCTTGCAGCACATCCCCCTTTCGCCAGCTGGCGTAATAGCGAAGAGGCCCGCACCGAT 

CG CCCTTCCCA AC AGTTG CG CAG CCTG AATGGCG A ATG G AAATTGTAAG CGTTAATATTT 

TGTTAAAATTCG 

>SEQUENCE:8127:prostate_MPM2000-004P6_Table5 

AAAGGGAATCAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAA 

GGCGGGAGGCAGAGGTTGTAGTGAGCCGAGATTGCGCCACTTCACTCCAGCCTGGGCGAA 

AGAGCGAAACTCCGAATAAATAAATAAATAAATAAACAAACAAGCAAACCAAAAAAAAAA 

AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 

AAAAAAAAAAAAAAAAAAAAAAAAAAAAGGAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 

GGGGGCCCCCCCCGGGGGGAACCCCAATTCCCCCTAAAGGGGGGTGTATTAACGCCCCC 

C 

ATGGGGGGGGGTTTAAAAAAGGGGGGGGGGGGAAAACCCGGGGGTGACCCAAATAAAAA 

C 

GGTTGGAAAAAAACCCCTTTTTCCCAGTGGGGGGAAAAAAAAAAAGGCCCC 
>SEQUENCE:8128:prostate_MPM2000-004P6_Table5 

GCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 

TACTTCTAGAATTAATTAAAAATAAAATATCTAACGGAGTATTAAGTAACTATTAACACC 

CATTACCCTGTTGGACTGAAACCATTTTGCTAAGTACTAACCAGTGTCACACAATCTGAA 

AATCCATGAGGCGTCATCCCTCACCTCCCCCGCCTTAATTAAGGCGGGACAATGATCGGG 

ATATAAACCA GGCAT TCGAACTGGCAGTGGCAACCCCCTTTGGGTCCCCTCCCGTTGTAT 

GGGAGCTCTGTTTTCACTATATTAAATCTTGTAACTGAGAAAA/.AAAAAAAAAAATATAA 

ATAAAAAGCG G CCG CCACCG CGGTGG AGCTCC AATTCG CCCTATAGTG AGTCGTATTACG 

CGCGCTCACTGGCCGTCGTTTTACAACGTCGTGACTGGGAAAACCCTGGCGTTACCCAAC 

TTAATCGCCTTGCAGCACATCCCCCTTTC 

>SEQUENCE:8129:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGCGGGGGGAGGTGATACATAAAATTCAAACATGTAGTACAAAATTGATTTTTATCATT 

TTTTCTTAACCATAAAGGTATCTTTTAGAAATTAGTATTTCTTGTAGAAAAAGCACCTCA 

AGGTCAGCAATTCCTTAAGTTTAACAATTTTTGTTACGTTTAGGTAAAACCTGGCCGGGC 

ACAGTCGCTCACGCCTGTAATCCCAGCACTTTGGGAGGCCAAGGCGGGCAAATCACTTGA 

GGTCAGGAATTCGAGACAAGCCCGGCCAACATGGTGAAACCCTGTCTCTACTAAAATACA 

AAAATTANCTGGGCGTGGTGGTGCGTGCCTATAATCCCAGCTACTCGGGAGGCTGGGGCA 

GGAGAATTGCTTGAACCCGGGAGGTGGAGGTTGCAGTAAGTAGAGATTGCACCACTGCAC 

TCCAGCCTGGGC 

>SEQUENCE:8130:prostate_MPM2000-004P6_Table5 

CGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGTGGATCACCTGAGGTCA 
AGAATTTGAGACCAGCCTGGCTAACATGGCAAAACCCCGTCTTTACTAAAAATACAAAAA 
AAATTAGCCGGGCTTAGTGGCAGGCGCCTGTAATCCCAGCTACTCAGGAGGCTGAGGCAG 
GGGAATTGCTTGAACCATGGAGGTGAAGGTCGAAGTGAGCCAAGATCGTGCCACTGCACT 
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CC AG CCTG G G CG ACAG AG CG AG ACTCCGTCTCAAAAAG AG AAAAC AAACAAAC AACAACA 

ACAGCAAAACAAATTACCCGGGAGTGGTGGTGCACACCTGTAATCCCAGCTACTCGGGAG 

GCTGAGACACGAGAATAGCTTGAACCCGGGAGGGGAGGCTGCAGTGAGAGCCACTGCACT 

CCAGCCTGGGCGACAGAGCGAGACTCTGTCTCAAAAAAAAAA 

>SEQUENCE:81 31 :prostate_MPM2000-004P6_Table5 

ATTAATTAAGGCGGGAGAGAGTCATGGTCGGGCAGCTGGACCAGGAATTAAGGCAGTCGA 

TTGATGTCAGAGTGGGATTCAAAGTAGAACTCCAGTGACTCCAAGGAGCACCAAGTCACC 

AAAAGTTGGCCTTCTGTATCCATGAGTTCCATATGAGTGGATTCAACCAACTGTAGATTT 

TTTACAGTCCAGAGATGTCTTTCTCAAGTACCTGGAAGCCAGCTCTTTGAAATGTAACAT 

CAAGAATACAGTGCTCCATTATGGAAAACAGTATGGAAGTTCCTCAAAAATTTAAACATA 

GAACTACCATCTGACTCAGCAATCCCATTTCTGGGTACATATCCNANNNAAAAAAAAAAA 

AAAAAAA AAANGGG GGGCCCCCCCCGGGGG G G ACCCCCATTTCCCCCTTTAG GGGGTTTT 

TTTCCCCCCCCI I I I IGGGCI I I I I 

>SEQUENCE:8132:prostate_MPM2000-004P6_Table5 

TAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAG 

AATTAATTAAGGCGGGGATGCTCGATGCCCACCAATGAGTACTGCACCAAGTTCATTTCC 

ACTAGCCTGTGTTACAATTTGTGTTTCTGTATGTTTCCCTTACTTGTTATTCTTTGTCTT 

CCCCATTAGACTGAAAGCACCGCCACGGGGACCGTGTCTAGGACATAGGAGGTCCTTAAT 

AAATATTTCTTGAGTGGATAAATGGTGAACCATAGGGGTGGCATAAGAGCAAATAGAGGG 

TAGATGAGCACTAATCCATTCACCACCCTGTTTATGGGTGGTGGACCTTGGATGGCCTTT 

TTC AT AGTC AAAAC ATACTTTTTAG ATCTG CCTTCTTG GG ATGT ATTCAAG G ATG CT AG C 

CGTGTTTG AG ACTGTA AATATGTCTAGTG A AT AG G G CTTC ACG CTGTGTGTGTTTG CC 

>SEQUENCE:8133:prostate_MPM2000-004P6_Table5 

ACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 

TTAATTAAAGGCGGGGCATGTTCCACATTTAGATAGTATCTGCAAATAGTAAGGGATCCA 

CCAGTTTAAGTTTTAGCTATTATCTATTAAATAGAGGCGTTTGGTTTACCTTGTAGTTTA 

AGGGTTTAAATTTAGATTTTATTAGCCCACTTGTCCTTTGCCACTAGGGGGTGCTATTGC 

CTCCCTACACTTTAAAGAGGTCCTCCCAAGGTCACAACAACCTAAATTCTCAGCCTTCTC 

TCCCTTGCCCCTTCAAGTTCCCAAGCACTTAGTTATACCTGGACCTAGAGCTCACTTGGC 

TGCTTTATTCATGCCAATCTTTCTTCCTTAACATTCTCTCCAACCTCCCCAGGTCCCATC 

AGTGTTGAGAAGGAATCTAGGCCAGCTCCTGGGAGATGCCAGTTAGC 

>SEQUENCE:8134:prostate_MPM2000-004P6_Table5 

GCCAAGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTC 

GAGAGTACTTCTAGAATTAATTAAGGCGGGAACAATGTTAAACAGCAGTCAGAGGGTTTG 

AAATCAGAAGGGTGAAGTGTTGAATAATTAGAAGTGTCAATTCTGCCACCAGCCCCACAA 

CATTGGCAGTTATTTACACTCCAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAGCGGCCG 

CCACCGCGGTGGAGCTCCAATTCGCCCTATAGTGAGTCGTATTACGCGCGCTCACTGGCC 

GTCGTTTTACAACGTCGTGACTGGGAAAACCCTGGCGTTACCCAACTTAATCGCCTTGCA 

GCACATCCCCCTTTCGCCAGCTGGCGTAATAGCGAAGAGGCCCGCACCGATCGCCCTTCC 

CAACAGTTGCGCAGCCTGAATGGCGAATGGAAATTGTAAGCGTTAATATTTTGTTAAAAT 

TCGCGTTAAA I I I I I 

>SEQUENCE:8135:prostate_MPM2000-004P6_Table5 

ATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCT 

AGAATTAATTAAGGCGGGGGCAGGAGGAAGTATTTTAAGAGCCACTATGGGGTACTTATT 

TATTATTTCAATTTATAAAACTGTGCCCACTGCCAAGCCTTCTGGGTACACGTGGAACAA 

TAAATAATATATGCCCATCTCTACTTCCAACTTTGTAI I I I I CCTTTCTTTTATTAGTTG 

CATTCCCCATCTCCCATTTCCCATTATCAGCTATCACTCCTAATCCCCTGCCAGGAAGAC 

AGATGAGTGACTCCCACTAGATCCACAGGATGCTTTCTGGACAACTTGGTCAGCATTTCA 

CTTCTACACACATTCCACCTCCCCCTTGTAACAATAAAATCTATTTAAACCAAAAAAAAA 

AAAAAAAAAAAAAAAAAAAGCGGCCGCCACCGCGGTGGAGCTCCAATTCGCCCTATAGTG 

AGTCGTATTACGCGCG 

>SEQUENCE:8136:prostate_MPM2000-004P6_Table5 

AGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGA 
GTACTTCTAGAATTAATTAAGGCGGGGGTTCCTTGGGCAGAAGGAATATGAGATAAACCT 
CAATTGGATACATATAAAAATATGAAGTGTTGAAAATAAAGGTAAAATATCTATTTACAA 
ATATTTAATTGCTCCAAAAGATAAATGATGCTAAACCAAACATTTAAAAAATGTATTGTG 
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TGTTTTTAACACATGTAAAAGTGAAATATATGCCATCAAAGGCACAAGAGATGAAAGGGA 
GGAATTG G AAATATATAATTTTTAAATTATGT ATGTACATGTAATACCATTTG AAGGTAA 
TCTCAGCTTACATTACAATGTACATTATAAATCCAATGTAACAACTCATATTTTTAAAAA 
AAAAAAAAAATAAATAAAAAAAAGCGGCCGCCACCGCGGTGGAGCTCCAATTCGCCCTAT 
AGTGAGTCGTATTACGCGCGCTCACTGGCCGTCGTTTTACAACGTCTTGACT 
>SEQUENCE:81 37:prostate_M PM2000-004P6_Table5 

ACTGGCCGTCGTTTTACACCCAGGACCAAGAAATAACCATGATTATTGCCGCGTCGTTTT 
CTAGAGAGAAAAAAAAAAAAACTTTAAGTGCGTGGGTTCCAGACTAGATGCTTGGGTACT 
TAGTAAGTCCTGAGAAAAGATAATAAAGATTAATTTGTAACAAAAAAAAAAAAAAAAAAA 
AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 
AAAAAAAAAA AAAG GG GGCCTCCCCCCG AG GGG AAAATCCCCCCCTTTTATTTTG G G ATG 
GGCCACACCCCCAGACTCGGGGTGAAAAAAAAAAAAAAAAAAAAAATTTTTAAAACACCC 
GG G G G GGG AAAAA AAATTCCCCAAAC 
>SEQUENCE:8139:prostate_MPM2000-004P6_Table5 

ACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 

TTAATTAAGG CG G GG G AG CATCACAATGTGTG AAAAATAAATATG CTG ACT AAAG AAAGC 

CACCTGCTATACACATATATAAGAATAAACGTTATAGAGCATATTGAAAGAAAAAAGTGG 

GAAAAGATACCTCATGCAAACACTAATCAAAGACAGCTGTGGTGTATATATAAAAAAATC 

ACACAAAGTAAGATTTGAAAGCACTAGAAACTTTTCAGGAATAAAGACGGCTGCTAAATA 

ATTATGATAGTCAATTTTCCAGGGGAATATTGTCCCAAGCGGCTATGAGAACATAGAGCT 

TGAACACTCATAAACAAAATTGGATTCGCAAGGTAAAAACACAAAAATCCAATTAAAGTT 

GCCTTCACTAACAGCTATCTCTACGTTATAGGTCGACTTACTAGAAAACAAATAAGTTAA 

CATATTGGAAAAATAAACCATACCATCCTGTAATGGACCTATTAACTTCATAATGCAAAA 

TAAAAAATT 

>SEQUENCE:8140:prostate_MPM2000-004P6_Table5 

AGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGA 

GTACTTCTAGAATTAATTAAGGCGGGGGTCAAACGACGAGATTGTGAAGAATCTAATATG 

GATATATTTGATGCCGACAGTGCCAAAGCACCTCACTATGTGCTTTCTCAGCTTACCACG 

G ACAACAAAGG C AACTCAA AAGCG G GAAATGGGTTGGTATTCACA I I I II I AAAATTCTA 

TCATCATTATGCAAAACAAACAAACAAAAAAAATTCCCAATTTTTCCTAATTGCTGAGCT 

CAAGTTTGCATATAAAGCAACAGTGCTAATTTTATCATTGAAATACATGAAAATTTTAAC 

TTAAAATTACCAACTTTTACTAGATAGAAAATAAAATAATCATAGATTCTAGCAATAGAT 

ATCTTATTATCAGTATAGTTAGGTAGTAGAAAATGAAAATAATCTGTTCTGAAATAAAT 

>SEQUENCE:81 41 :prostate_MPM2000-004P6_Table5 

AAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGGGGTGAAGGG 

AACATTTTAAACACTGCAGGACACAATCAGTAAAGTATAGAATGTGAATAATCCTTCAGA 

AGAAATGAGTCAATTTCTACAACAACAAAAAAATAGTGCAAAGAAAAATAAAAACAGGTG 

GAGGGGGATCCTATAAGTTAAATGAGATTCAAGTGACATATCAATTAATGGCTTTATCAA 

TCATCC ACT AACT ATTG ATC AATC ATCTTATTTG ACTTCCAATTCAAG CAG GTAAG CTGT 

AGAGTGTGTGTTTGCGTGTGACCATCATGGATGTGTAACACTAATTATTAAGAAATTACT 

GTCAAGCGTGGTGGCTCACGCCTGTAATCCCAACACTTCAGGAGGCCGAGGCGGGCGGAT 

CACAAAGTCAGGAGTTCAAGACCAGCCTGGCCAATATAGTGAAACCC 

>SEQUENCE:8142:prostate_MPM2000-004P6_Table5 

CGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGT 

ACTTCTAGAATTAATTAAGGCGGGTGACACTTGGTGACACAAACATCTGACAAAAGAGCT 

GTACCCTTTATATTTTCAAAGACTTTCTACAAATTAAGGAAGGCAGAAGACCCATTTAAT 

GGGCAATGGACTTGAAGAGACACTTTACCAAGAATATCCAAATGGCCACATACACACACA 

CATACACACACAAATGGGAATGTGTTCAACTTCATTAGTCATTATGGAAATTAAACCACA 

AGGAAGCACCAGAACACTGCAGCAGAAGAACTAAAATGGAAAAGACGAACAACCAACTAT 

CTGCAAGAATATGGGGCAAATGAAGCTTCCTCACATTGCTGGCAGGATGATAAACTGGTA 

AGCTGC 

>SEQUENCE:8143:prostate_MPM2000-004P6_Table5 

AGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGC 
GGGTCAGAGGACTGTAATGATAGAATTAAATTAGTGTCACTAAAAACTGTCCCAAAGTGC 
TGCTTCCTAATAGGAATTCATTAACCTAAAACAAGATGTTACTATTATATCGATAGACTA 
TGAATGCTATTTCTAGAAAAAGTCTAGTGCCAAATTTGTCTTATTAAATAAAAACAATGT 
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AGGAGCAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAATTTCAAAAAAAAAACCA 
AAAAAAAAAAAAAAAAAAAAAAGAAAAAAAAAAGTAAATAAAAAAGCAAAAAAATCCCCC 
CTTGGACATAAAAAATTAAAAAATATCGGGGCCCCCCCCCGGGGGGGGGCCCAAATTCCC 
CCTTTAGGG 

>SEQUENCE:8144:prostate_MPM2000-004P6_Table5 

TTACGCCAAG CGCG C AATTAACCCTCACTAA AG G G AACAAAAGCTG GGTACCGGG CCCCC 

CCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGTTACAAGTGACTTTTGGAAAGTACAC 

ATTGGGGTGTACAAATAAAGTACTTTCTCTGAATTTCATTAGCTACATTAAAAAAAGAAA 

AGATCAAATGCAATAGATAGCACTGTAATAGATTTTGCTACATTAAAAAAAATCCATTTG 

AATACACAGTGAACTAAAACACCAGAGTGGCTAAAAAGTCCCTTCATGCATATTTACTTA 

GCAGAGAGCTCTTGAGAAAGACCCAACCAATAAACCCCAACCAAAGCAAATCCAGCTACT 

TCTCTAGCTGAGAGGGTGGAATGACTCCAAAATATTGTTTCAAGCTCAAAAAGCCTAAAA 

CAACTCCACATAAAAAAACAAAAATCTATCTAATTGGACATTTACCTTTTTGGAAATAAA 

AGGCCCAGT 

>SEQUENCE:8145:prostate_MPM2000-004P6_Table5 

CGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTAC 

TTCTAGAATTAATTAAGGCGGGGGACAGGGTCAAACCACTGTTGCGGTTTGTCTGTGTGT 

GCCAGGAAAAGCGTGGGTGGATACAGTAACAAGCTCTGGAAATGATGTTGGATGAAGAGT 

GAGGGCTCGAGTCAGGTCCTAGGGAGTAACCATGGGACTGAGCAGCTGAGGTAGGAAGGA 

AGAGAAGACTGTTGGCAGAGGTTAAGTCCAAGAATTAAACTTTAATCATTCAAATTTAAA 

AAAAAAA AAAA AAA AAAAAAAA AA AAAA AG CG G CCG CC ACCG CG GTG G AGCTCC AATTCG 

CCCTATAGTGAGTCGTATTACGCGCGCTCACTGGCCGTCGTTTTACAACGTCGTGACTGG 

GAAAACCCTGGCGTTACCCAACTTAATCGCCTTGCAGCACATCCCCCTTTCGCCAGCTGG 

CGTAATAGCGAAGAGGCCCGCACCGATCGCCCTTCCCAACAGT TGCGC AGCCTGAATGGC 

GAATGGAAATTGTAAGCGTTAATATTTTGTTAAAATTCGCGTTAAATTTTTGTTAAATCA 

GCTCA I I I I I I AAC 

>S EQ U ENCE:81 46: prostate_M PM2000-004P6_Table5 

CCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAAT 

TAATTAAGGCGGGGAAAAACAAACCCTCACCAGACACCAAACCTGCCAGTGACTTGATCT 

TGGACTTCTCAGCCTCCAGACCTGTAAGAAATATGCTTCTATTAGTTATAAATTTCCCAG 

TCTAAGGTATTTTGTTACAGTAGCACAAGCGGACTGAGATGCCAATTATACAAAAGCATG 

CAAAACGTGCTCTGGTGTTCAGTTTCACTGTCATAAAGGCTGAACTATTTAACTTACCAT 

TGTAGGAGAGATTCAGTCTGCTACTATTGATGTATTGCCTTTGAGGCAGCAAATATCTTC 

ACACACTCTTTTACCTCTGCCTAAAATTTGTTCCCTGCCCCTCTTATTAAGATTTAACAC 

AAATGTTAGGTCTTCTAACAAGTCTTCCCTGAACTGCAGTTCTCTTTCTCAAGAGA 

>SEQUENCE:8147:prostate_MPM2000-004P6_Table5 

AATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTC 

TAGAATTAATTAATTCTGTATTTGTTTAGTTGACTAATACTTGCCATTTTCCCAGGTTTC 

TTGTTTTGGCCAAGATTCTGGCAATAATCCATACTTGAAATCATTTGAAGCACCTGGTAT 

CAATCCATACTTGAAATCATTTGAAGTACCTGGTATCAATCCATACTTGAAATCATTTGA 

AGGACCAGGCATCAAACCATACTTGAAATCATGTGAAGTACCTAGTACAAGTAAAAATTC 

TGAATTAATAATGGTAATAAAGATCTGTCTCTCATCAGAGTCAGAAAACAGAAATTATAT 

TTATATCCTACAGGCATTATGATAGAATTTCATAGTATGAGTTAAATAAAACTGTATTTT 

AGTCTAAAATTGAGATGTCTTCCTACTTTATTATCACAATTAAACAAAATACCATTCAAC 

TATAGTAGAAGAAATTCAGTTAAAAAAATTAATCATGGGCCAAGCACAGTGGCTCATGCA 

T ATAATCCCAG CACTT 

>S EQU ENCE :8 1 48: prostate_M PM2000-004P6_Tabie5 

GCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 

T ACTTCT ATAATAATT AAG G CG G GGTTTCTAAAAT AAAAAAAA AAA AAA A AAAAAAA AAA 

AAAAAAAAAAAAAAAAAAAAAAAAAATTTTAAAATTTTAAAAAAAAAAAAAAAAAAAAAA 

AAAAAAGCGGCCGCCACCCCGGGGGAGCTCAAATTCCCCCTATATTAAGTGGTATTACCC 

CCCCTCACTGGCCGCCGTTTTAAAACATCGGAATTGGAAAAA 

>S EQ U ENC E:8 1 49: prostate_M PM2000-004P6_Table5 

GCGCGCATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGT 

ACTTCTAGAATTAATTAAGGCGGNGGGTGGGAAATCAAACAACACAGGGATGGGGTAGCT 

GCCACAGTCCCCACCAATGGGGTCTCCTGGGCAGTGACCCGGCATTCTGCCTCCAGTGGC 
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TGCAGTGGGAGTCCTGATCTCAGGCCAGGGAGGGGACGTGCAATGGTGGTCCAGACCTGG 
TCCCATTCCTGGCCAGGCTCAGTAAAGTTACTGGCCAGTTTCTGGGCCTCGGTCTCCCCC 
AGGTTATTCAGCCTTGAGAGTTAGTCACCATGCCTGTGATTCTGCCTCATCTTCTTGTGT 
CAAAT 

>SEQUENCE:8150:prostate_MPM2000-004P6_Table5 

CCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATT 

AATTAAGGCGGGGGGATAGCAGGAGGAGTTATCTTCTTACAAGGTCACTGCCCTATCTAA 

TTAGACCCCTCCACCCTTTGACCCTCATTTAAACTTAACTTCTAAAGACCCTCTCTCCAG 

ATAGTTACATTGGGGGTTGGGCTTCAACATAGGACTTTGGGGGAGGTGGAGGACACAATT 

CAGTTCTTAAGTATATATTAAAC I I I I I AATGTGGATAGTTGGTCTTCCACAAAATAGAG 

AACCAGAGTACCTACTGAAAAATTAGAAGGCAGTGGAGGAAAAATCTAATAAGCTATCTT 

AATTTAG AAAAAG ACAACTTCTGGCTGG ACATG GTG G CTTATGTCTGTAATACC AGCACT 

TTGGGAGGCTGAGGAGGGAGGATGGGTTAAGACCAGGAGTGCTGACACCAGCCTGGGCAT 

TATTG 

>SEQUENCE:81 51 :prostate_MPM2000-004P6_Table5 

CG CG CAATTAACCCTC ACT AAAGGG AAC AAAAGCTG G GTACCG G GCCCCCCCTCG AG AGT 

ACTTCTAGAATTAATTAAGGCGGGAGAATCGCTTGAATCCTGGAGGCAGAGGTTGCAGTA 

AGCCAAGATCATGCCACTGCACTCCAGCCTGGGCGACAGAGTGAAACCCTGTCTCTAAGA 

AAAAAAACAACACTTTTTTGGCTAGGTATTGATGAATGCTAAATCTTTACAATTTTACAC 

ATCCAATAATTGGAATAATTTCCCACAGATTAGCTTCAGGTTCCCAAAATTTCAACCCTG 

CTTCTCTTCTACTATTCACATAG I I I I I GATGCTAGAACATTGGACACATTAAAATAACT 

TCAAGAGTTCTGGCCCTGCTTNAAAAAAAAAAATAAAAAAAAAAAAAAAAAGCGGCCGCC 

ACCGCGGTGGAGCTCCAATTCGCCCTATAGTGAGTCGTATTACGCGCGCTCACTGGCCG 

>SEQUENCE:8152:prostate_MPM2000-004P6_Table5 

CTGGCCGTCGTTTTACCCCGCGGAACACAGCGTATACACATGATGATTGGCGCGCCTTTT 

CTTTAGAGAACATAGTAGAATAATTTAGGCGGGTCTCTATCCAGTTAGCACCTGCCTTCT 

TTCGTGTTACGGATTAATGCTGGAACGTGGCACGGAAACTTTTCCAAAAAATTGATTAAA 

ATCG ATTG AGG ATT AAA A AC CT ATTG AGTG CTAG G CAAAAAA AAAA A AAAA AA AAA AAAA 

AAAAAAAAAAAAAAAAAAATAAAAAAAAAAAAAAAAAAAAAAAAAN G GGGCCCCCCCCCC 

GGGGGGGAACCCCCCCCCCCCCTTAGGGGGGGTTTTTCCCCCCCCCCCCGGGGGGGTTT 

T 

TTTAAA 

>SEQUENCE:8153:prostate_MPM2000-004P6_Table5 

CTGGCCGTCGTTTTACACCCCGGAAAAAGGTTAACTATCATGTGGCCGGCCCTTCTCGAG 
AGAACATAGTAGAATTACTTAATCATTGACTGCGGAATTAAAGTACCTTCAATGGATAAG 
ACAATTGATTGAGTCGTGAATTCTACTTGGTGCCCTCATCTCCTGATTTATTTTCCGCTG 
ATACAAGAGATGCTTATAGATTCCTAG I I I I I ATGTGTTTGGGTTGATTTCTGGGTGGTG 
GG AGCAG AGCACATTG NG G AG G AATATATCCGCCAGTCTACTCACACTG G ATGTTTACTA 
>SEQUENCE:8154:prostate_MPM2000-004P6_Table5 

GCCGTCGTTTTACACCCCGGAACAAGCGTGTACCCATGATGGTTGGCGGTCCCTTTCTAG 

AGAGTACTAGTAGAATTACTTAAGGCGGGAACAGCACGAGGCACTGGGAGCTGCAAACGC 

CCGCGATACTGTCAGAGACGGAGAAAGGTATGGCCATGGCTGACACAAAATGTTACTCAA 

CATTTATCACAGGCCTAAATGGAGAACATAACGCTATAAAACCCTTAGATAAAAACACAG 

GAAAATTTGTATGGCCTGGGGTTGGGCGAAAAGTTCTTAGACATGACACCAAAAGCATGA 

TTCATAAAAGATTGACAAATTAAATTGTCATAAATTTAAAATTATAATGCTATAAAGCAA 

TATAAAAATCTAAAGAGAATGAAACACAAACCATGGTCTAGAAATAAACATTTGTGAATC 

ACACGTCTCACAACGTACTGGCACGCAGGATATGTGAAGAACCATCAAAACTT 

>SEQUENCE:8155:prostate_MPM2000-004P6_Table5 

CACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAAT 
TAAGGCGGGGATGGACCACCACTTATAA I I I I I I ATCATGGAGCTATTCCTATAGATTTT 
TACTATTTCATGGCTAAAATATTTATACACAAAGGCAGAACTTGCCGAGTAGTAGCTGAT 
CACTTTGTCTTTAAAATTCCAGGGTTTAGTTTATTACTGGATGTGTTGTGTGCTCTACAT 
G G ACC AAG AG AAAAATGTGTTG AAATTCTG AG G AGTG GCCACTTGTT AG CTATCTCACCA 
GGTGGAGTTCGAGAAGCCCTAATTAGTGATGAAACTTATAACATCGTATGGGGTCATCGC 
AGAGGCTATGCTCAGGTTGCAATTGATGCAAAAGTGCCCATTATTCCTATGTGTACACAA 
AATATTCGAGAAGGATTTAGATCACTTGGAGGAACAAGGTTATTTAGGTGGCTGTATGAA 
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AAATTCCGCTATCCATTTGCTCCAATGTATGGAGGTTTTCCAGTGAAGTTACGGACCTAT 

TTATGCGACCCCATTCCGTTTGACCCACAGATAAC 

>SEQUENCE:8156:prostate_MPM2000-004P6_Table5 

GCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACT 

TCTAGAATTAATTAAGGCGGGCGCCTATAATCCCAGCTACCCGGGAGGCTGAGGCAGGAG 

AATCTCTTGAACCTGGGAGGTGGAGGTTGCAGTGAGCCAAGATCGCACCACCGCACTCCA 

GTCTGGGTAACAGAGTGAGACTCTGTCTCAAAAAATAATAAATAAATAAATAAAGTCAGC 

AAAGGGAAAGTTCACCTCCATCTCAAAAGAATTTAATAGACTATAATATCTCTGTTATCT 

ACTAGCC AAAG AG ATAACTC A AAACTG G CAG AG G CTTGTTTTCTG AATC ACCCTGTTAGG 

AGTGAGTTACCCACTACTGCTCTGTAAGGACAGAGGAACTTTTACCTGGCACGGAGGTCA 

GCCACTTGATCAGTCATCTGCCCTAGCATTTTGCAAGTTCCCAGAATCTCCCTGCGTTCT 

TTGCCTGCACAG 

>SEQUENCE:8157:prostate_MPM2000-004P6_Table5 

CGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTAC 

TTCTAGAATTAATTAAGGCGGGGTAAGATTTGCCGAGTTCCTTTTACI I I I I I I AACCTT 

TCCTTATGAGCATGCCTGTGTTGGGTTGACAGTGAGGGTAATAATGACTTGTTGGTTGAT 

TGTAAGGAATAATCAAGGAAATTAACATGTGGTCATTTCCTTGAAAAGAATGGATAATTC 

TATAGCAGCCATGGTCACAAATAATACAAGGTGAAGAATTAGTCAACTAAGGAATGGGAA 

TAGGATAACAGGGATAGACTATGGACTAGCCAAGCAATATTTTTGGTAATAGATACTCTT 

TCCAGTTTGGGGAGCAGANGAAAAAAAAAAAAAAAAAAATAAAAAAAAAAGCGGCCGCCA 

C CGCG GTGGAGCTCCAATTCGCCCTATAGTGAGTCGTATTACGCGCGCTCACTGGCCGTC 

GTTTTACAACGTCGTGACTGGGAAAACCCTGGCGTTACCCAACTTAATCGCCTTGCAGCA 

CATCCCCCTTTCGCCAGCTGGCGTAATAGCGAAGAGGCCCGCACCGATCGCCCT 

>S EQU ENC E:8 1 58:prostate_M PM2000-004 P6_Table5 

CAAGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGA 

GAGTACTTCTAGAATTAA TTAA GGCGGGACGGGAAACAGCTGAGCTCCATTTCTGTTTGC 

ACTGAGGTGAGGGAGTGTTTTAGGGGAGAACCCGGGCTAGGGGAGCTCAAGTGAAAAATT 

ACAAAGGCTGGTCAGTGTGAGATTAAGCTCGCTGTGTCTGCTAGCTGATAATTACAGTAG 

TTAGGATTCTACCTTACCAGAGAGACCAGAACAGAGGCCATCCTGTCCTTTCTGATATCT 

TTTCAAAGACACT CCTG AATTGCAGATTTAGAGACATCTCAAAAGGACAGAGAAGGATTC 

ATAATTTAAG CCCTTTT AAACTCTCTTC AG AAAG G ATGTCAG GG ACCTATCCCCAG GTGT 

TGGCTAAAACAAACAGTAAATTATTCTGACAGCCCTGAGCTCTTTCAGACAACACTGAGC 

TGGGTTGTCCCAGAGGTGGCCTTACACTGCGAGGAG 

>SEQUENCE:8159:prostate_MPM2000-004P6_Table5 

CAATTAACCCTCACTAAAGG G A ACAAAAGCTG G GTACCGG GCCCCCCCTCG AG AGTACTT 

CTAGAATTAATTAAGGCGGGGTGGGGGCAGTGGAATCTGCTTATGCAATAAAGGGGAAGC 

CCCTGGAAGACCTAAGTGTCCAGCAGGTCATTGACTGTTCGTATAATAATTATGGCTGCA 

ATGGAGGCTCTACTCTC AATGCT TTGAACTGGTTAAACAAGGTGACTAGTCTCTCAACCT 

CTTAAACTCTTTATTTCCTTTTTTGCTTGTTTACTGTGTGTTCAAAATTCAAACAGTTTG 

TTCACATATATTAAATAATGTTTCCACGTTCGGAAATGTATATGATCAAAGCATGAAGTA 

ATTAATCAGAATATTTAAAAATGAATCACTTCTAGGCAAAGCAGTTGTCAAGAAATC 

>SEQUENCE:8160:prostate_MPM2000-004P6_Table5 

CGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTAC 

TTCTAGAATTAATTAAGGCGGGGGAAGGGAGGGGAGTGGAGTTTTAAAGCACATTCCAAG 

GCTGTATTTAGAGACAAAAGAAAACACATCTGTAGTTTGTCTCAAAGCTGTGTCTTGAGA 

CTGGGATGAAAAGAGGAAAGGAAAAAAAATTTCTAAAAGCAGTTTGAAGCTAAGCTGCTT 

GGTTACAGTCATATAATCACTGAAGTGATCAACCAATTCTTATAGTAAACTTTTTCACAG 

AGAAAGCACCAGACCCAGTTTTTTGATGATAGAGATTTACTTTTAAGATGTTTTACCCAA 

TGCATAAGGAACAGATTCTTACAATCTTATACAGACAGTTCCACAGGATAGTAAAGTGAG 

AGTTTACTCCTAACTCATTATTTCAGACTAGTGTAATCTTTATACCTAAATCCGAGAGAA 

ACAATGGAAGAAAGGAATAGGAGGAGACAGCCTCACTTGTGAGCATACATGAAATCCAGC 

AGATTGTAACAAAAGACCAAATTGGGCTTTCCCAGGAAGGCAATGGTGGTTTCCACTGGA 

AAATATTAAATTTTAACTCATGATGTTAGCCAATGAAAATAAAGTCATATGTGTATCTCA 

ATAGATTGAGGAAAAAGCATTTGAGAAATATCAACATGT 

>SEQUENCE:81 61 :prostate_MPM2000-004P6_Table5 

CGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGGGGAAGGATGTCAGCAGCAGA 
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AAAGCTGTGGGACCAAAATCAGATTAGTCAAACTGAAAAATAATAAATAAATAAATAAAT 
AAATACACCAATTGGAGAATCTTGTAAAATATCCCACACAATTGTTCAATTTGGTGTTAA 
AG CTTAAGTG AATTTTTC AGTG AAAC ACTG ATTCT AACC AGTCC AATTCAATCAA ATTTT 
ATCTTTCTGTCTGTATTAGTCTGTTTTCACCCTACTG ATAAAG ACATACCCAAG ACTG G G 
CAATTTACAAAAGAAAGAGGTTTAATGGACTCACAGTTCCACGTGGGTAGGGAGGCCTCA 
C AATCATG G CAAAAGGTG AAAGGTGTG G CATC AG G CAAA AG AAG AG AG CTTGTG CAGG G A 
AACTTCCCTTT 

>SEQUENCE:8162:prostate_MPM2000-004P6_Table5 

AGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGAGAGGAA 

CCAGGAGAGAGCATGTGGAGAGGTGCCACGCTCTCTATGACACCCAGCTTTTACAGGAAC 

TACTAGAGCAAGAACTGGCTGACCCCTGTCACCTAAGAAAGGGCATTAACGTATACGTGA 

AGGATCCACTCCTGTGACCCAAACACATGCCATAACGTCCCACCTGCAACAATGGGGATC 

ATGATCTCAACATGAGATTGGAGGACACAAACTTGCCTCTATAGGATGTTTAGGCTTTCT 

ATTTCTTCCTGACTCAGTTTTGGTAGGTGGCATGTTTCTAAAAATTTATGCATTTCTTCT 

AGATTATCCCATTTGTTGGCATATAATTATACATGATAGTCCCTTATAATC I I I I I I ATT 

TCAGAGACATTCATTTTAATACCTCTTTTAAAATTTCTGACTTTATTTATTTGAGCCTTC 

TCTC 

>SEQUENCE:8163:prostate_MPM2000-004P6_Table5 

GCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 

TACTTCTAG AATTAATTAAGG CG GGGTAAG AAG AG GCT AG ATTG GTG CCTCTTATAG CAC 

TGTTGAAACTACCTTTGAAATTTAGTTCACAATCATTGACCTCCCTCTTC I I I I I CCCAT 

GCTACACGCATACTTACCTATACTTAGTTTCTGTTGATCATTTATTCAAAAATAAATGCC 

TGCTATGTACAGATAAAATACAAAGATGAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAGC 

GGCCGCCACCGCGGTGGAGCTCCAATTCGCCCTATAGTGAGTCGTATTACGCGCGCTCAC 

TGGCCGTCGTTTTACAACGTCGTGACTGGGAAAACCCTGGCGTTACCCAACTTAATCGCC 

TTGCAGCACATCCCCCTTTCGCCAGCTGGCGTAATAGCGAAGAGGCCCGCACCGATCGCC 

C 

>SEQUENCE:8164:prostate_MPM2000-004P6_Table5 

ATGATACTGGCCGTCGTTTTACACCCCGGAACACAGTGTGTACCACATTGCTGGGTGCCG 

GGCCCTCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGGCATCATTGGCTATGATGT 

TTGAAGACCAATCTTTAACATCTGATTATATTTGATTTATTATTTGAGTGTTGTTGGACC 

ATGTGTGATCAGACTGCTATCTGAATAAAATAAGATTTGTCAAAAAAAAAAAAAAAAAAA 

AAAAAAAAAAAAAAAAAAAAAAAAAAAAAGGGCCCCCCCCCCCGGGGGGGGCCCCCCCCC 

CCCCCTTAGGGGGAATTTATTCCCCCCCCCCCCGGGGGGTTTTTATAACAATTTTAGTGG 

TTTCTCTTACA I i I I I AGTATTCATCTTTAA 

>SEGUENCE:8165:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGCGGGCAGGAAACAAATGTTTGAATCACTTAAATAGAAGGAAAGACAGAGAAGTGGGG 

CTGCAGCCAAACCAGAGAACATAGCACTACCTCAAACTTTCCTTGGCACTCAGTTCAATT 

TGTGGTCCATGAATCTAAAGCCGAACATTAAAACAAAAAACAGCAGTTCTAAATGGTGAA 

ACTGTC AATATG GTATTATTCA AATCCAAG CCATCCCCTTCTACCCTTCATTGTTAAAGT 

CCTTGATTATCTCCGTCATCTTAGGGTATTCAGCTTTTCCTGTGTTTATGCAGCAAACTT 

ATTTCCAAATGAACATATAGCTGACCACAATGTAGGGGCTCACTGCTGTATCTTGCTCTT 

TCTGACCACCAAGTAAA 

>SEQUENCE:8166:prostate_MPM2000-004P6_Table5 

ACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 

TTAATTAAGGCGGGGCCGCCAGTGTTTCCGTCAGTACGCGAAGGATATCGGTTTCATTAA 

GTTGGACTAAATGCTCTTCCTTCAGAGGATTATCCGGGGCATCTACTCAATGAAAAACCA 

TGATAATTCTTTGTATATAAAATAAACATTTGATAAAAAAAAAGAGAAACCAATAAATAT 

TGCTAAAACCGGAAATAAATACAGAAAAAAAAGATACTTGGTGTTTTTTGGAAATGAGAA 

ACAGACGTACCANCGCTGGCTGGATCCCTAGAACACTCTCTGTTGAAGGCATCTTTCAAG 

CCCTCCCTCTGGTTCTC AGG G CATCATTTTCC AG G CG GGTTTGTTTTGCATTTCTTGG AG 

CCTCTCCGAGCAGCAACCAGACGGGAGATTTTTATTTTAAGCTGTTCATGCTGGGACTGA 

CAGCCTGCAAGGTTTCCTTGGG 

>SEQUENCE:8167:prostate_MPM2000-004P6_Table5 

ACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 
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TTAATTAAAGCGGGGGAGGGCCGCGAGGGGGGTGCATGACAGATACCAAAGCTCAAGTGC 

TGGTAACCTCAAGCAGTTACCTGCCATCTCCATGCCTCAGTTTCCCATCCTCCTTTGTAA 

AGGACCCAAGTTCACCCTAATGAACGTGGTTCCCCTTCCTCTGTGTGACCTTGGGCAAGT 

GACTTTGCCACTCAGTGCCTCAGTTTACCCCTGGGGTAAAATCAGGATAATAATAGTGCC 

TACTTCAAAAGTTGCTGGGAGAGCAGGCGCAGTGTCTCACACCTGTAATCANGAGGCCAA 

GGCGGGAGGATCGCTTGAGGCCGGGAGTTCAAGGCCAGCCTGGGCAACATAAGGAAACC 

C 

TGTCTCTGCCAAATTAAAAAATTAGCCAGTGTGTTGGTGCGTGCCTGT 
>SEQUENCE:8168:prostate_MPM2000-004P6_Table5 

AAGGGAACAAATGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGG 

CGGGGGGAGCGCCCGGATAGCTCAGTCGGTAGAGCATCAGACTTTTAATCTGAGGGTCCA 

GGGTTCAAGTCCCTGTTCGGGCGTTTGTAGTTTTCGTTACTTTAACCTGCTAAATTATCC 

CATCAAGTCCCAAGAGCGGACATCGTAAACCCTTACATTTCAAGTTGAATTCAAATCATT 

TTTCACTGGTTTCAGAATATGCTAGATAGACGTGTTTTCAGGGAGGAAAAAAAAAAAAAA 

AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 

AAAAAAAAAAAAANNNNCCCCCCCCCCCCCCGGGGGGGGCCCCCCCCCCCCCTTTAGGGG 

G G G GT ACCCCCCCCCCCCCCGG G G G GTTTTTAAAAAA AAA 

>SEQUENCE:8169:prostate_MPM2000-004P6_Table5 

CCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATT 

AATTAAGGCGGGTTATTATGGTACAGTTTTGCTTTTAGTTTAGACTAGCTCCTTATTTAA 

TCAAAGATACTCCTGTTATAAAAGTTCAGTAGTTAGAAATTGCCTCTCAGAATCCATTTT 

AATTCCTAATCTCCTCTTACATGTTCTAATTGCAGACCAATTTTAAATAGAAAAAAAGAA 

AAAACAAACCATTTGTAAATGGCACTAAGCAGTTGCTGTTTGACTTTCTGTATTAI I I I I 

CAGAATAAAATAGGAGTAGAAGGATCGTTTAATGACTAAAGTTTGATGAATTGTACTTGC 

TTCTGATTTACAAAG AAATAATGTTGA I I I I I GCTTTCAGAGCATTTCATGTGGTTATTT 

ACATTTTAAAAAGATACAATTTATGCTCATGTAAACACAAAAGTGTTACATGTTTTGACT 

AAAAGTACATATGTTCTAAAAGGGATATAAAATAATTTCAAGATAATTTAAATTTAAACC 

AATCTCTATTTTGTTATAATACCTAAGTAATACGAAGAGATGATAATATTTATAACTAGA 

AGTGGGAGTTTGGGTCGTACCAGGACCCTTGNCAACTATCACAT 

>SEQUENCE:8170:prostate_MPM2000-004P6_Table5 

ACATAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAAT 

TAAGGCGGGGAGGGTGGGGGCGGGGCTTGGAGTAAATGAGACCG7GCAGGGAGAAGAAA 

A 

CTAAAAATTAAATAAAAATTCATCAATAATATCCTCAAAGATATAAGAAACTGTATTATA 

TCCATGAAACAAGAGAATGCTATCAAAAAGGAAATAAAAGTGTCAACAGAAGGGTCAGAA 

AATAAAGATGAAGACATCTGCTAGGGAGGCTGGGCAGGGTGGCTCATGCCTATAATCCCA 

GGACCCTGGGAGGCCAAGGTGGGCAGAGAGGTCAGGGGTTTGAGACCAGCCTGGCCAAC 

A 

TGGTGAAACCCCGTCTCTACAAAAATACAAAAATTAGCCAGGCGTGGTGGCACACACCTG 
TAATCCCAGCTACTCGGGAGGCTGAGGCAGGAGGATTGCTTGAACCCAGGAGGCAGAGGC 
TGCAGTGAGCTGAGATCATGCCAGGGCAGCAGAGTGAGACTGT 
>SEQUENCE:81 71 :prostate_MPM2000-004P6_Table5 

GCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 
TACTTCTAGAATTAATTAAGGCGGGGGTTGGTGTGGCTGAAGACCCAGTGACAGGTACGA 
AGACTAAAAATCAGGATGAATCCAGAAAATTAACACAAAAAAGTATGTATTAGGCTACTT 
CCTGTCATAGTGAAATTAAACACTCAAAGTAATGTAATCTCAGCTGGGCGTGGCGGCTCA 
TGCCTGTAATCCCAGCGCTTTGGCAGGACAAGGCAGGAGGATCACTTGAACCTAGGAGTT 
CG AG ACC A G CCTG G G CA AC ACG G CG AG A ACTTGTCTCT ATTAAA AA AAA AAAG G AATGT A 
ATTTCAATCTTTTTCTTGATATATGGCTTGAGAATGATAATGTAAAAGGAATTCTTCTCT 
TACTTC AATAAA ATG G GTTTTAAC AT AACTTT A A ATTC AG GT A A AT ATAC AATATTG AAT 
ACCT ATAGTTG ACTT 

>SEQUENCE:8172:prostate_MPM2000-004P6_Table5 

TAAAG G G AACAAAAGCTG GGT ACCGG G CCCCCCCTCG AG AGTACTTCTAG AATTAATTAA 
GGCGGGGAGCGCAGAGGGTTCACCAGGGACATGCACTTGCTTGGACGTGGGATAACGTGC 
CGCATACCTGAGCAGGCAGTAGGCCCTATGCTGAGGTACAGCTGCATCCAATGGTCCTTC 
CATTGGGGTCGTGCCCTACGGCCCGAGCATGTGGCTGTGGTACATGGCCCAGGTCTGAGC 
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ACTCGCCTTCC AGG AGGTG CCAG AG CAAGGGG GTAGTCTTG CCTATAAATACTGCCCTCT 
GTGGCTCAAGTAGGTGTGTTTGTTTATAGCCCTGTGAGTGTTCCTTTCATACTTGCCTCA 
G CCCATTCCAGCAG CTTATGTCCAGCTG AG AACCCCTG G GTGCTCACGTGCTGTCTTTTA 
AACAATCTAGATGAGGACGGGGACTTGGTTGCCTTTTCCAGTGACGAGGAATTGACAATG 
G CCATGTCCTACGTG AAG G ATG ACATCTTC 
>SEQUENCE:8173:prostate_MPM2000-004P6_Table5 

CCGTCGTTTTTCACCCCGGAAAAAGGGTAACACAGCTGGGTGCCGGGCCCCCCCTCGAGA 

GTACTTCTAGAATTAATTAAGGCGGGAGATGGTAAAACAAATGTGGAGAAAGCAAGTCCA 

GAGTGCAGAGCTCAAGCTAAAAAAAAGCATTTGATTTTGTGTTTGAGAAGATAACACTTG 

ATATTTAAGATTTTCATGCCTTTAAAGTGAAGTTGCAGGCATTGCATTGAAAAAGGTTTA 

TGCAGCTATAGCATTGACGTATAGAGTTAGAAGTTAAATTGAAAAATAAAGTTAGAAGTG 

AA AATAATTTATGCC ATCCGTC AT AATATTAACTTG GTTTTAAT ATTTTTTTCCTCTG GT 

TTTTCAAAAAGTTGTGGAAATTGACGAAGTATAATTATTCTAAGATGGAATAATTAAAAT 

GGCATTTTATAAGCAAATGTTCAAAAAAAAAAAAAAAAAAAAAAAAAAGGGGGCCCCCCC 

CGGGGGGGGGCCCC 

>SEQUENCE:8174:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGCGGGGAAGTCCTGATCTGCAGAACTTGCCAATTTCTTTGGTGTGAATATTCCTGTTA 

TAGGTGATTGCAAGTGAGTAGCTCACAAAATTCCTGGAGATTTAATAATTGGCTCTAACA 

TGCAGTTACAGAATAGCTCCAGCATACCACTAAAAATAGGTATTAAATTTGTTTTATATA 

TTATAGGGAAGATCCAGTATTCTTTAACATAAATTGAAACTATAATACAAATTCAATGGC 

TATTCTTCTAATTATATGACTACATGTATACACAAATAAATGAACAGGTGTGCAGAAAGA 

AGTTAATGTAGCAGGCCTGAGACTGATATCCAGAANAAAANNAAAAAAAGGAAAAAAAAA 

GGCGGCCCCCCCCGGGGGGGACCCCCATTCCCCCCTATGGGGGGTCI I I I I CCCCCCC 

>SEQUENCE:8175:prostate_MPM2000-004P6_Table5 

TAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAA 

GGCGGGGTCGAAGAAGGTGGTGTTGAGGTTGCGGTCTGTTTTGCTGCAGTAAGCTGGGTT 

GTTCATGTCAGTTGGCACTAGTATAACAACAAATAAAAAGAATCAGACAAAAATTTCAAC 

AGATTATGTTTTAGAACTAAAACATAAGATCTATGGTAAAATATTTCAGTGATACATAGG 

ACAAACTAAAGCTGAAAGAATGTGTATTCTAGTTTAAATAGAATTGCCCCGTTACATGCT 

GAGGTAATACAAGACTGTGAAGATGAAAGTGTACTGTGCACTCTCAGTGGAAAATCTGAT 

GTGCTCTGCATTACTCAATTGTGTCAACATAGAATCTTGACAAAAGAAAGTTTTAACACA 

AGTAAAGAAAATGATAACATACTAAACACAATGGATAGATTGAAAACAAATTGCTTTGGC 

AGCTCTTCATATAATTTCAGAGTTTTAGTTTATTTTGACACTTCATAAGTGGACAATATA 

CCTTACAATAGAGTTAAAAATAACCATTTTCTTTGAI I I I I GCCTCTTGTATTAAAGAAT 

TTAAAACCAAAATAAAAATTCATCAT 

>S EQ U E NCE:8 1 76:prostate_M PM2000-004P6_Table5 

CGCCAATCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCT r ,GGTACCGGGCCCCCCCT 

CGAGAGTTCTTCTAGAATTAATTAAGGGGGGGACAGGTGGGGTAAGATCTTTTAAATTTT 

TCATAAATCAATGAAACCAAAATAATTTGGGTGAAAACTGGGGAAAAAGTCTTTATTTGA 

GTGCTAGCCATAATTATACAGAAGATTTTGGCAGTATGCTAATTTGCTAGTTTAACAATA 

AATGATAATCACTTTTATTCAAAAAAAAATAGATGTTCTTTTATGCTTTTGAATGACTGT 

GTCAC I I I I I I GGTGACAATCAATGCAAAAGACTACATTTATGTATCAGCGACACTTCAG 

A A AAT AAATCTGTAG CTATG GTTTCC AA AGT ATTATG G G GTTTGTTTTCTTTG A AAT A AT 

GAACAAAAAGAACAGCACACACACACACTGTNNAAAAAAAAAAAAAATTAAAAAAAAAAG 

CGGCCGCCACCGCGGTGGAACTCCAATTCGCCCTATAGTGAGTCGTATTACGCGCGCTCA 

CTGGCCGTCGTTTTACAAACGTCTGACTGGGAAAACCCTGGCGTTACCC 

>S EQ U E NCE:8 1 77:prostate_M PM2000-004P6_Table5 

CCTCACT AAAG GG A ACA A AAG CTGGGTACCGGGCCCCCCCTCGAGAG T ACTTCTAG AATT 
AATTAAGGCGGGGTGGGGGAGAGGTGTTCTTCCCTTCCTCTGTATGAAACGAGGCTTTCC 
TGAATCGGAAATAAAGTAAAAATGGAAATCTGCGGGTACCCTGGTTACCTGGCAACCCAA 
ACCC ATG G GCTG CGTCTATTG GC ATCCTAATGTCCCCC AG C ATG AAAG ATG CTGTCGG AA 
GGGATTCCTTTTATGTGGAGCCTCTTTACTCTCGTCCATTCATTTATCCCCAATTATTTG 
GTTTCCAAGTCAGTAACCCAGATTTCTGAGGGCTCTAATGCTTGTCTCTGTAGGGAAGGA 
G G CTTCC ACT AGG G A ATTTACTATA AC AC CTTTTAAA AG G A ATC AGTGTTTTG C A ACCCC 
CCGGGAACATTTGTGTTAAAAGGAAAAAACAAGGAGGGGGCTGGCCTGATGGAACTGTGT 
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ATTTATTT AAAACTCTG GTG ATAAAAT AA AGCTGTCTG AACT 
>SEQUENCE:8178:prostate_MPM2000-004P6_Table5 

CGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGT 

ACTTCTAGAATTAATTAAAGCGGGCGGGGCTTGGGGAAACCGGCGATTAG I I I I I I I I CT 

CTTTGAAAGATAGAGATTAATACAACTACTTAAAAAATATAGTCAATAGGTTACTAAGAT 

ATTG CTTAG CGTT AAGTTTTTAACGT AATTTT A AT AG CTT A AG ATTTTA AG AG AAA AT AT 

GAAGACTTAGAAGAGTAGCATGAGGAAGGAAAAGATAAAAGGTTTCTAAAACATGACGGA 

GGTTGAGATGAAGCTTCTTCATGGAGTAAAAAATGTGTTTAAAAGAAAATTGAGAGAAAG 

GACTACAGAGCCCCGAATTAATACCAATAGAAGGGCAATGCTTTTAGATTAAAATGAAGG 

TGACTTAAACAGCTTAAAGTTTAGTTTAAAAGTTGTAGGTGATTAAAATAATTTGAAGGC 

GATCTTTTAAAAAGAGATTAAACCGAAGGTGATTAAAAGACCTTGAAATCCATGACGCAA 

GGAGAATTGCGTCATTTAAAGCCGAGTTAACGCATTTACTAAACGCAGACGAAAATGGAA 

AGATTAATTGGGAGTGGTAGGATGAAACAATTTGGAGAAGATAGAAGTTTGAAGTGGAAA 

ACT 

>SEQUENCE:8179:prostate_MPM2000-004P6_Table5 

AGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGA 

GTACTTCTAGAATTAATTAAGGCGGGGTAAGATTTGCCGAGTTCCTTTTACI I I I ! I IAA 

CCTTTCCTTAATCCAAGCCTACGTTTTCACACTTCTAGTAAGCCTCTACCTGCACGACAA 

CACATAAAAAAAGGTAAAAAAAAAAAAAATGAATATAAACAAGCACAAAAAGGAAAAAAA 

AAAAAAAAAAAAAAAAAAAAAAGGCGGCCGCCACCGCGGGGGAGCTCCAATTCGGCTTAT 

AGGGAGTCGAATTACGCGCGCTCACTGGCCGCCGTTTAACAACGCATTGACTGGGAAAAC 

CCTGGCGTGACCCAACTTAATCGCCTTGCAGGAAATCCTCTTTTTGCCAGCTGGCGAAAA 

AGCGAAAAGGCCC 

>SEQUENCE:8180:prostate_MPM2000-004P6_Table5 

TCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAA 
TTAAGGCGGGGTAAGATTTGCCGAGTTCCTTTTAC I I I I I I I AACCTTTCCTTATGAGCA 
TGCCTGTGTTGGGTTGACAGTGAGGGTAATAATGACTTGTTGGTATTGTATATATCTCCA 
TCTAGATAATTTATTCTAAGTATCTACTTCTCTTAATGATTTAI I I I I ICACCAGTACAT 
ACCAATTTAATTATCTTATCTA I I I I I AATGAATATCAATATTTAAATTATAGTTAATTA 
TATAACTGGCATCTTTCTAATTTCATGTAAATTTCAAATATTCCTTAGACTGTATCTGTT 
TGTTTCCAAAGATTGGTAAGATCCACTGGACTCTTATTTCATTTGGAATTACAAAATCCT 
TTGCAGAGGTAAGGTAAAAGAGGAATTTCATATTGTCAATATTGCTGCTTTCTGTGAGCT 
CTTGCTTTTACTGAATAAATTCGGTTTAGAGATC I I I I I GTCATGTATGCTTGCTGAATG 
I I I I I CCATTGTGTTGTTCCAGATTTGAAATTCATCTTCATTTACAAAATCTACCC 
>SEQUENCE:81 81 :prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGCGGAGGAATGTGTGGGACAGGAGACACTATCCTATTTTCTGACTTAGGTGGTGGTTA 

CTTTAGAATTAAAAATATATGTATTTTAAAATAATTATAAATTCACAGGAAGATGCAAAC 

ACTGTGCATAAATGTCCAGCATACCTGTCACTCAATTCCCCCAATAGTTGGATCATGCAT 

AATGATAGCACAAATTGACATTGGTCCAATGTATGGATCTAGTTCTGTGTCATTTGATTA 

C AC AT AC AC AA AG CTCCTCGTGTG CGTCTCCTTC AT AGTTTCCTTCCTCCAG CCCCTCC C 

TGCCATCCCTAGACCCTGGCAACAACCACTAGACTATTTTCCTCTTCTGTAATTTTGTCA 

TTGGAAATGTTATATAAATGGAATTGTGTAATGCATG 

>SEQUENCE:8182:prostate_MPM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAG 

GCGGGGTAAGATTTGCCGAGTTCCTTTTAC I I I I I I TAACCTTTTGATTGCACAAGCCTT 

TGTTTTCAGTCCTAGTGAATAAAGTTGTGTTTTCTGGAAACTGAAATGAATAAAACATGA 

AAAAAAAAAGAATGAAAAAAAAAAAAAAAAAAAAAAAACAAATGGGGCGGCCCCCCCGGG 

GGGAAGAACTACGCCCCTTAATAATGGATTTGTCCCCCACCCCGCACCTGAGTTTAATTA 

AAAAGGAAGGAAGCATGGTGTGTGACACAGTGTCTGTTCTTTTGTGCCAGCTCTGTATGA 

TGTTTGTAAAACCATGTTTGTAAGACATGAATAAATTGCTGCTTTTGCTCANANNNAAAA 

AAAAAAAAAAAA 

>SEQUENCE:8183:prostate_MPM2000-004P6_Table5 

CTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGATGAAGGAG 
ATGGTGCGGTCGTTGTCAAAGCGAGAGAGCCGCACGCACTGGTGGAATTTTACATCCTCC 
AG CTCT ACTG ATTTGTTCTTG CTG CCTG AA ACTC AG AG TG G AG AGTG CAG AGTG ACCCTG 
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GGAACCAGGAAAGGATCCCTATCCCCACCTTTCCTGCCGACCACTGTCACCTATTTCACA 
TATGGGGAAACTGGGGCCCAGAGAGAATGAGCAAAAACTG GCACAGT AGAGCTGGAATCT 
G A ACCTAGT ATCTGT ACAG G ATCTG G CTTG G I I I I I I I I I I I I I I I I I I I NNNGGAAAAA 
NTGTTTNCNAAAAAAAAAAAAAAAAAATANCCCGGGCCCCC CCCCGG GGGGGGACCCAAG 
G CCCCTTTTTG G GG GTTTTTTCCCCCCCCCCCCGG G G G G GTTTTTTAAAAAAG G AT 
>SEQUENCE:8184:prostate_MPM2000-004P6_Table5 

AACAAAACTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGGG 
TTCAAGGGCACGGCACCAGTGATTGCAGCAGGCTCCCCTAAGGTCCAATAACGTATATGA 
TAAG G GGGTCATCTCTTCTCTCCCATCTCCCCCACC ACAG AGCACTACTG CAAAGGTGCT 
GAATCACAAAAGAGGTGCTAGGCTAGGAGCCAATCGGCCAGCCATTACTAI I I I I I I I I I 
TTTTTTTGGAAACCAAAGTCTCCTTGCGTTCCCCAGGCTGGAGTGCGGGGG CCCCATT CC 
GGCTAATTGAA I I I I t I GCCTCCTAAGCCC I I I I I I I I I I I CCCCCCCCCCC I I I I I I I I 
T 

>SEQUENCE:8185:prostate_MPM2000-004P6_Table5 

ACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 

TTAATTAAG G CG G GG ACTC AAGTTATG AAC ACCCTTTGGACTCC AAC AAG AAAT AAA A AT 

CTCTAGAAGAAAGCACACACTTTTTGAGCTAGCAATTTTTCAACCCCATGGCTTAATATT 

AAAT AAAT AT AAGCTCAAAATCAAAGACCATCAAACAAACAAAT AAAT AA G AGA ACAT AC 

GTAAAAGAAGAAATAAGATGTATGGCTATCATGTATTTCAGATATGTGAATTTTCAGATA 

CGTAATATAAAATTATTCCACATAAGATGTTTAAGAAAATG AAATT CAATTAAAAACATG 

CACAAATATTTTTTAAATGTAAACAAAACGAACAGGTAGATTTTTAATAAGAACTAAGTA 

GTATCTTTTACATTGAAAAATATATATATTTTAAAATGTAAAATGTGAAGGATGGGTGAA 

ATACCAGATTAGACATAGCTAAAGAGAGAGCCAAATATACTAATTTATATTAGTAAAATG 

G 

>S EQU ENCE:8 1 86:prostate_M PM2000-004P6_Table5 

CTTCTAGAATGTACTTAATCTCCCCAAATAGCAAAATGGAATATGTTACTAAAGGGTGGA 

AATTTAGCGTATTGGAGTATGAGATATGTTT ATT ATTCATGAAGTCAAGAGTTTTT AAAT 

GAAAACATTTGTGTATTCTCATGCTTCGAAAATTGCAAAATCT GCAAAAT AAAATCTTAA 

ATTACAAAAAAATTAAAACTATTGGTAATAGGGAGCTATTAATATTTTTTGATTGGGAGC 

AAATTGATTAAGACTGAGTGATCTCCAGTAGTCTATACAATAAAATGGAGACACAAGAAG 

AACATTCATTCAACAGTTGTACTTTATGTGCTGGGCCCTGCAGATGCAGAAAATTTCAAT 

GAACTGTAATAAATAATATGCTAGTGTTAGGAAACTTGGACTGTAGTAACAAGCAAGGAC 

ACA 

>SEQUENCE:8187:prostate_MPM2000-004P6_Table5 

ACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGGCGGAA 
AGAGAGGGCTGGCACCCACGATCCCATGGTTTTATACCCCGTGTATTAGTCCATAACTGC 
ACGTG G AATG ACC AGTTCTCCTAGT ATGTTG ACG AAATAGTCTTTTTACG GT AAAAATTA 
AGAAAAATTCTGATAATAGTGCAGAATAAATGAATTAATGTTTTACTTAATTTATCTTGC 
ACTGTCAATGACAAATAAAAATTC I I I I I GATTATTTTTTGTTTTCATTTACCAGAATAA 
AAACT 

>SEQUENCE:8188:prostate_MPM2000-004P6_Table5 

AAAGGGAACACATGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAG 

GCGGGTGCCTGTAGTCCCAGCTACTTGGGAGGCTGAGGCAGGAGAATGGCATGAACCTGG 

GAGGCGGAGGTTGCAGTGAGCCGAGATCACACCACTGCACTCCAGCCTGGGTGATAGAGC 

G AG ACTCCGTCT AAA AA A AAAG AAA AG AAA AG A A AAG AAACC AAGT A A AATACTTG GTG A 

ATTACTAATCCTCCAAAGAGCCTTCTGACATACATACTGTTTTACAGATCAGGAAACAGG 

CTCAACTAGGTCAGGTCACTTACACAAGGCCCCCCACCTAGTGCCACAGGTGACTTGGCA 

TGTAGCTGGGCCCAGGCACAAGCCTGACTCTAATGTCCTCTGCAGTCCACTTCCCTAGCC 

CTGTCCCTTTCCATTTAAAATGAATATGTCCAGCCTGGGCAACATAAGGAGACCCTGTCT 

CTACAAAAAAAATTTTTTTAATTACCCAGGCATGGTGTGCACCTGTAATCCC 

>SEQUENCE:8189:prostate_MPM2000-004P6_Table5 

AAATAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAAT 
TAAGGCGGGAGAATCGCAGAGGTTGCAGTGAGCCAAGATCATGCCATTGTACTCCAGCCT 
GGGTGACAGAGCAAAACTCAAAAAAAAAAAAAAAATTACTGGGGGGGACCTGGGCCCGGG 
GGTTC ACTTTTGT AATCCCACC ATTTTGGG AG GTTG AGG CAAATCCTTCATTTG GG GTC A 
GGAGTTAAAAACCAGCCTGACCAACATGGAAAAACCCCGTTTATTAAAAATACAAAAGTT 
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ACCCGGGCTTGATGGCACATGCTTGTAATCCCAGTTACTCGGGAGGCTGAGGCAGGAAAA 
TCCCAAAGGTTGCAGGGACCCAAAATCATGCCTTTGTACTCCACCCTGGGTGACAGACCA 
AACCCN AAAAAAAAAAAAAAAAAAAAAAAAAAAG G GGGCCCCCCCCGGG GGGGG CCCCAA 
ATCCCCCTTTAGGGGGGGTTTTTACCCCCCCCTTTGGGGGGGT 
>SEQUENCE:8190:prostate_MPM2000-004P6_Table5 

G AAC AAA AG CTGGGTCCCGGG CCCCCCCTCG AG AGTACTTTTAAAATTAATTAATTCTTG 

TGAATGTGTTGATACTGCTACACCTAATTTATAAGAAGTATTGCTACACTGTATGCGGAC 

ATGCCACTATAGGTCCTGG AG C ACTAATAATTG CAGTTTTTGCTGTTAACTGTAATTACT 

TTT GCACC AACCTAATAGATCACACATCGGCTTGTTACTTGAGCATATAAAACAAACTAT 

TTATTTTTCAT GAGCC CTACATGGAAGGTGTCAATCCATTCATCAAAAGCAACAAACATC 

GTATGATCATGTTTTTAGATGAACTTGGGGTATGTATATAGCTTTCAGGTACTTTTTTTA 

>SEQUENCE:81 91 :prostate_MPM2000-004P6_Table5 

TTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTA 

GAATTAATTAAGGCGGGGTTCCAAGGCTGCCCAAACCCCTTATAAGTGATACCTGTTTAG 

CTCAGTTAATTATAACAACAGTAGGAGGCATAGCTGTCACTCATTGAGTACTTCCTGGGG 

GCTAGACATGCTAAGCTCTCTTCTTCCGTCTTCTCAATCATCATGACAGCTCTGATGTTG 

AGACTGTTATTGAGCCCATTTTGTTGATTTGACCATTGAGGCACTGAGAGGTGGTTGTAG 

AGCTATAAAGTGGCTGAGTGGGGATTAGAACAGGTTTTCCTTGGGCTCCAGAGCCTGGCT 

TCTTGATCACCTCACGCCTCGGTCTGAGGAAGGGGCTGTGAGTCTGCCCACCTGCGAGCT 

GCTCTCTGTCCAATGACTTAGTCCCTCTGTTCTGACTCACCCTAAATTGATGTTCCCGGG 

AGCCCTGTTTCTTTTATTCACTGTTTCACAGGGGGCA 

>SEQUENCE:8192:prostate_MPM2000-004P6_Table5 

AACCCTGACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGA 

ATT AATTA AGGCGGGGGAGGGAAAGAAAACAAACAGTTTCAGAATTGAATAGGCAAGTGA 

CTGTTTTAAAGATTAAGTAATAAAGATGTCTTATCTAGAAAAAAAAAAAAAATAAAAAAA 

TAAAGAAAA AAAA AAAAAAAAAAAGGCCCCCCCCCCCGAGGGGAGGAACCTACTCCCCAA 

AAAAGG AATTTTTACG CCCCCCCCCC AG GAG AG CTTAA AAA AAAACTTCATGTAATATG G 

AAGTTTGAAAGAA GTTA ACCAAATTTTCCAGAAGGCCAACATTATACCATGTACATATCC 

TTGAATCTAGGAATTTTATGCCTAGAAATTTAACCGAAAAAAAAAAAAAAAATAAATAAA 

TAGGGCGGCCCCCCCCCGGGGGGGGACCCCA 

>SEQUENCE:8193:prostate_MPM2000-004P6_Table5 

TACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTATCTTCTAGTAATAT 

AATTAGAGTCGCCAGTCTGACCAGATACCGCCACACCGGGAGTGACCAGTAGTGAAATAG 

AAGACACAGGATCACAATTCCTCCTAGGAGTGGAAGAACCAAGAAAAACAAAGAAACCGG 

GCCGCCCACGGGGGGGGGACCGGACACACCCTTTACCGGGAGAGAACGCCTCCCCCACC 

T 

GCCTAAAGATTATAAAATATCCCACTCCCTGCAGGTCGCAGAAAGAGTGGAGAACTGGTG 

CCACTCGGACACCTTANCTCACCGAGAGAAATGGAGACGGCCTCCAGGACATCTTAGGAC 

CCTGGTTGATTCCGAGAATCNCNNNNNNNNNANNNNNNNANNNNAAAAAAAAAGGGGCCC 

CCCCCCGGGGGGAACCCCAATTCCCCCTTAAGGGGGGTTTTTAACCCCCCCCCCCGG 

>SEQUENCE:8194:prostate_MPM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAG 

GCGGGGGACGGGCAGGGGCTGCGGACCGCCCGGCCTTGGACCCATCCGGAGCCACAGG 

TT 

GGAGGAGATAAGTAGCTGTCCCCGTGCTCATCGCCCTGTGGAGCAGATCCTGTCTCCTTG 

CTGACGGTGGAGCCCGGGAGTTCCAGGGCTTGGGAAGGGGAAGGAAACCTCTCTGAAATC 

TGACACCTGCTCTCCCGGCAAGGAAACTTCGCAGGCTGCTGGAGTCCTGGCAGAAAGGAT 

CTAANAAAAAAAAAAAAAAAAAAAAAAAAGGGGGGCCCCCCCCGGGGGGGACCCCCATTT 

CCCCTTTTGGGGGGCGGTTTTCCCCCCCCCCTTGGG 

>SEQUENCE:8195:prostate_MPM2000-004P6_Table5 

TTCACCCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCT 

AGAATTAATTAAGGCGGGCTGGATGTCCCGCAGGCTTATCGTCGAAGCTGCTATGCCGAC 

CAAATCCCAGAGGCTCTTGGCCGCTGCCGGCGAGAGGGGTGAATCCAGACAAAGCCTGAA 

C ACTGG ACTG AAAG CTGGG CG GTGTCTGG CTTTTCCACTGTCTATCAAG AGTGCCG AAAC 

TTCCTCTTTGCCCCTGGTGTGAGATTCCTTCCTGCTGGTGTGCACTCCTTTCACTTGACT 

ATCTCTGATGGTGTCTTCCTGTCCATGTCCCACTACATTCGTCTGCTGGCATCAGATGAG 
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GACTGCCCAAGCGTGGTTGACCCCCTGGACCACACCAATGTCACTGCGCCCCAAGCCTCC 

ATGATGTTCCAGTACTTTGTGAAGGTGGTGCCCACTGTGTACATGAAGGTGGACGGAGAG 

GTACTGGGGACAAATCAGTTCTCTGTGACCAGACATGAGAAGGTTGCCAATGGGCTGTTG 

GGCGAACCAAGCCTTCCCGGAGTCTT 

>SEQUENCE:8196:prostate_MPM2000-004P6_Table5 

AACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGA 

ATTAATTAAGGCGGGGGTTATAAAAAATGGTTCAGAATTAGACTTTTATTTCATTCTACT 

TATAAAAGAAAAAAGATAAATATAAACCTGAAAAGAAAGAAGCAAAAAGAAAAAAGACAG 

GCTCGGCCCCAGGGGGCTAAGGGCAAAATGTACAAACTTAGAAGAAAATCGGCCGCACTC 

G AA ACG G G ATATAAAATG AAAATATTGTC AAG AGTTTCAG ATAG AAAATG AAAAACAAG C 

TAAGACAAGTATTGGAGAAGTATAGAAGATAGAAAAATATAAAGCCCAAAAAAAGAAAAA 

AAAAAAAAAAATCGGGGGCCCCCCCCGGGGGGGGCCCCAAAACCCCCTTTAGGGGGGTAT 

TTACCCCCCCCCCCCGGGGCCTTTTTTTA 

>SEQUENCE:8197:prostate_MPM2000-004P6_Table5 

GCGCTTTCACCCTTACTAAGGGAACAAAACTGGGTACCGGGCCCCCCCTCGAGAGTACTT 

CTAGAATTAATTAAGGCGGGTGAATTGTATAGTATGTGAATTGTAGCTCAATAAAGCTGT 

TATTAAAAAAAAAAAAACTAAAAGAGAAAAAGGGCGGCCCCCC CCCGG GGGGGAGACATA 

TAACCCCTTTAAAGGGTCTTTTAACCCCCCCCCCTCTGCCGTTCTTTTAAAATCGGGAAA 

TCTATCCAGGCAGCAAGATCACACACTTTGAGAGGTTGCAGCAGAAGACTGGAATTCCTT 

TCTCCCAGATGATCTTCTTTGATGATGAGAGGCGGAATATTGTAAACGTCAGCAAACTGG 

GTGTTACCTGCATTCACATCC 

>SEQUENCE:8198:prostate_MPM2000-004P6_Table5 

TGATCTGATGGCCATCCTTAGGCTGTTCTTATCATACTGATTGTAAGGTGAAACCCATGC 

AT ATACTAT AATAACCG CTGTTCTGC AT ATA A AG AC ACC AATAG CTTAA AA GTAAA AG G A 

AGGAAGATGATATACAATGAGAATACTAGTCAAAAGAAAACTGGAGTGACTTTTTAAATA 

TATCAAAGTAGATTTCAGAGCAAAGAACATTACCAGGGATAAAGAAGGTTTCAT GAGG GC 

CAGTCTGCCAGAAGACCATAACACTCGTAAATGTTTATGCATCTAATAACATGGTTTTGA 

AATATGTGACCCCAAAACTG 

>SEQUENCE:8199:prostate_MPM2000-004P6_Table5 

AAATAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAAT 

TGGGGGGGGGGAGGGGCTTTAGGAAATCTATCATCCTATTCCTCTTCTTAAATTTACAAG 

AGACATCAGAAAAGCCTGAATAGTTACTTTAACATTAAGTCCTAAAAT AGGTTA TATAGA 

ATTT ATTTTAAG ATATATGG CATAAA A AGTTAC AG CCTG CT AAATTTTATTTTTTG AT AC 

TTACTTGCAGAGCTGTAATTCTGACATAGTAACAATTGCACTCTGGATAGCCGGTGCCTT 

CTATCATCCAGAACTTTCTATATACAAAATTAGAAGTAACGAAAGCTATCTTTGGCTATC 

AAGCAATAGCTGAAAATAATCAAAGAAAAAGTAACTGGCTGATTTATCTATTAAAAAAGA 

CAAGTTCTCATCAGCTGGTGATAGCTACAGAAGCCAACTAGAGCCTCCCCAAATCCAAAG 

GAAAAGAAATAAAAAAGAAAAAAAAAGATGAAAATATCAAGGGACAGAGGTGATAGACAA 

CCCAATGATAAAGGAAGAAGTTAAAATGAAAAA 

>SEQUENCE:8200:prostate_MPM2000-004P6_Table5 

ACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 

TTAATTAAGGGGGATATGAAGTTGCAAGGTTTCAAGATTCTTATTATTTGGGGAGAGGCT 

AGAGATACTAATTTTAGCCCTTGTTGAGAATGAATGTTAAAAATTTAAAGACAATCTAGG 

AAAAACAAAGAGTTTTTAACATTCAAACTAAACTCTTACTCAAATAGAAGTTATTGGCAA 

TGTTCTAGATCTTGGATTAGGTGGTAGGTTCAGCGGTATTCATTACGATGTACATTATAC 

TGTATTAATAATTGTTAAAGAAAAGAGAGAAAACAAGAAAAAAGAATAGGAGGCAAGANA 

AAAAAAAAAAAAAAAAAAAAAAAANGGGGGGCCCCCCCCGGGGGGGGCCCCCAATTCCCC 

CTTTAGGGGGG I I I I I I ACCCCCCCC 

>SEQUENCE:8201:prostate_MPM2000-004P6_Table5 

CTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGTATACGATT 

CTTCATGTAGGCTCCTGGGTCCTGTTGATAACCAAGTCATCTCTGATAATTTCTTTGACT 

TTTGTTATGAAAAGATGATCATGGCTAATCTTATATAAACATTTCTTCTCCTGGACCTGA 

AATCAGCCATTTCTCCAGTGGGCCACTTTAGTGGAAAATAGTATTTAGAAGTCATAATCT 

AGGTCTTTTTAGTAGACAAAGCTAGGAAATGTTTGTTTTTTTGAGAAAATACATTGTGAG 

TT C ATTCCG AT ATTT AC ATTC A AATT AA A AG CTTTA AG GTTTT ATT ATGTATCTTCTTTT 

ATATCTGAATCCCTTTTCTCTTATGCTGAAAAACTGTAATTACATTAACGTAACTACTTG 
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G 

>SEQUENCE:8202:prostate_MPM2000-004P6_Table5 

GAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGG 

AAGCTAACCACTATGCTTGCAGAAAAGCACAGCCTTGGTATTTACCTGGAGAGTTCTATC 

CTTGTAACACTACAGAAGGATATGTTAGGATTAGAGAATTTTAGCACTGGACAAAACTTT 

AAAGTTTTAACTGTAAGAAAAACTACAGAGAAGTGACTTGCACAAGTTCACAGAGTAAGT 

GACTATTAGAGTTGAACCCAGGTCTTCTGACTCCTAAAGGCTTCACACCTATTTCGCAGG 

C AC AG AGTAG CC AC AAG C ATG I I I I I CTTCTTTCTAGTAGTTTCACCACAATGTGAAAGA 

CCTGCTCTGCCCTGAGAGTGCCAATGTCCTTTCCCACACTTCTTAGATGCCTTCCTCTTC 

CTGAACCCCAGAAGAAGAGGGCACCTGAGCAGGAAATCTCAGGTGACTTAGTTTGCCAGT 

GCCTACTCTACTGAAGAACTAGGTTTTCATTCTTGAGAAGAAACTCATGGAAGGATGTGT 

TTCCTATCACAGGTATACATGCTAA I I I I I I I GTTGAATTTTCTTGTTGCGACTTATGCC 

AAGTAATTATAAAGG I I I I I I I I I I I 

>SEQUENCE:8203:prostate_MPM2000-004P6_Table5 

CTGGGTGCCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGGGCAGTGGC 

TCACTGTAATTCCAGTGCTTTGGGAGATCAAAGCAGGTGGATCACTTGAGGCCAGGAGTT 

TGAGACCAGTTAAAGATAACAAATATTTGTAGTTTTCCTCAAAAATAAAGATTTTTAAAA 

ATTAAGTAAAAATTAGGTCGGGGGCAGTGGCTCACTGTAATTCCAGTGCTTTGGGAGATC 

AAAGCAGGTGGATCACTTGAGGCCAGGAGTTTGAGATTAGTAAAAATTATTGTTATTAAG 

ACAAAACGGATAGAAGAATGGAAGAATGGAATAATGGCAGAGTATAATCCAGACATAAAG 

ATCTGGGATTCAACAATATTGTGACC I I I I I I I I I I I AAGAAACGGGGTCTTACTCTGTT 

G CCCG GG CT AG ATTCTT AAAAA A A AAAA AA A AA 

>SEQUENCE:8204:prostate_MPM2000-004P6_Table5 

GCGGGCGTATGACCTGAAGTCTGGAGTTCGAGATCAACATGGCCAACATGGTGAAACCCC 

ATCTCTAGTAAAAATAAGATAATTAATGTATTAAAATTACCCGGGCCTGGTGGTGCGCAC 

CTGTAATCCCAGATAATCGGAAGGCTGATGCAGGACAATCTCTTGAACCTGGAGGCAGAG 

GTTGCATTGAGCCGAGATCGCGCCACTACATTTCAGCCTGGGCGACATATCAAGATTCCC 

TCTCAGAAAAAAAAAGAACACCCANAGAGGGGGCCCCCCCCCCCGGGGGGAATCCCAATC 

CCCCGTC AATGGTGTTATATTACCCCCACCGTGG G G CCG I I I I I I AAAAATTTANTTTAA 

AAGTTGGAAGTGATTAAAATAATTTGAAGGCGATCTT 

>SEQUENCE:8205:prostate_MPM2000-004P6_Table5 

CGCAATGTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTA 
CTTCTAGAATTAATTAAGGGGGGCTGCCACCCCAGGTCCTCCAAGCAACCCTTTTCCCCA 
TAGTGGGAGGTCAGCATCCCTCAGAAGCATCTCAGGAAAAAATGATAAAGCATTTAGAGA 
ATTGGGAAGAAAATAGAGGGATACTATCAAAGAGTAAAGGACAGTCCTGGGGGATGAAGG 
GGGATTTTCi I I I I I CI I I I I I I I I I I GGGAAACAGAGTCTTTCAATACTTACCCTATCT 
GCGGG G CCATACTTTGG ATGGGTG AATC AG ATG ATTCCATTCTCCG ATTGG CCAG G G CCG 
ATG G C ATCGTCTC A AAG AACTTTTG ACTG G AG AG AATC AC AG ATG CGG AATATTTGTC AT 
AAATAAATAATGAAAAC 

>SEQUENCE:8206:prostate_MPM2000-004P6_Table5 

CTAAGGGAACAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAG 

GCGGGAAGAAGTAAGACTGGAGAGACTAATGCCATTCTTGTCGAGTCCTAAAAGCAGACT 

T AG G ACTTAATTC AAT AAGC AAT AG G AAG CCATT AC ATCTTTTG A ACTGC AATGTG G CAT 

AGTTACGGACGTGCTTTAGGAAGGCTGCTTTTAGAACAAGTGTAAGAAACCACTGAGCCA 

AAGTGAGAGGTAGGGACATAAGTTAGGTAATGAGGACCCCTGCTAGCGAAGCAGTGGCNG 

AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAGGGGCCCCCCCCCGGGG 

>SEQUENCE:8207:prostate_MPM2000-004P6_Table5 

AA AG G G AACAA A AGCTG G GT ACCG GG CCCCCCCTC G AG AGT ACTTCT AG AATT AATTAAG 
CAGGTAAGTGAATGAAGTTTCACAGATTTAGGCTGGTAATATCTGAGATTCATTTTACCC 
AG GT A AAAT ATTTTCTGTA ACTAA AA AA AA A AAA A A AA AAA A AAAAA A AAGG G G G G CCCC 
CCCCGGGGGGGGCCCCCATTCCCCCCTAGGGGGAGCCTTTTAAGCCCCCCTCGCGGGGC 
G 

TTTTTAAAAAAGCCACTGGCACTCCAGCCTTGAGTGACAGAGCGAGGCTCTGTACCTTAT 
A A AAA AAA A AAA A A AAA AAA A AAG GGGGGCCCCCCCCGGGGGGG A ACCC AATTTCCCCCT 
AAAGGGGATGTTAAAAACCCCCCCCAGGGGGAGTTTTT AAAAA 
>SEQUENCE:8208:prostate_MPM2000-004P6_Table5 
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AACTCTCTTC ACTAAG G G AA AC AA AG CTG G GTACCG G G CCCCCCCTCG AG AGTACTTCTA 
GAATTAATTAAGGGGGAACAGCGTTTCCGTAAAATTGACTTTGTACTCTGAAAACGTCAA 
TTT ATATTG AACTTG G AG G AGTTTGGCAAAGTCTG AATAG GTC AACCTGC AGGCGTAACT 
A I I I I I GACCTAGTCAG I I I I I AAACAATGTG CATTTG AAG G AGTT AATTA AG G CG G GTG 
CTTAAGCATAAACTATAAAATGAGAAGAATAAGGTACTTTATTCTTCTGTGGCAGGGAAC 
CCAACACTTGGGTTTACGTTGCAGGGCAACACCTGTGATGAACAAAACACATGGTAGCGA 
TAG CCC ATTCATG AA AAAN A AAA AAAAAAAAAAAAN AN N G G GGG G CCCCCCCCGG G G G GG 
GCCCCCAATTCCCCCTTAAAAGGGGTTTATTACCCCCCCCT1TGGGCCCGTTTTTT 
>SEQUENCE:8209:prostate_MPM2000-004P6_Table5 

TAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAA 

GGGGGAAAAACCCTTCCTATAAGGAAAAGTTTCAGCTTGATGGCTTTACCACAGATACTT 

AAGTGAGAAATAATTCTGATCTAACCCAACTCGTCCAGAGAACAAAGAAGCTTGTTTTAT 

CAAACTAGCGTAACTTTGACACAAAAATCTGACTGAGAACATTATAAAATAGGAAGATAA 

CAGGTCAATCTCTTCCTCTCCCATCAACACTTGCAAAATACTAAACAAAATAGTAGCAAA 

TTAAATCTAGTGATACATGAAAAGGGTATGTATGACAAGTTACTAAGTTGCAGTGATTTC 

AGAATGCAGGGTTGGTTTAACTTAATTCGAATAAATTTATTCACTATATCCCAATAGATG 

GGAAATTCTGTTTT 

>SEQUENCE:8210:prostate_MPM2000-004P6_Table5 

AGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAATTGTAATTACAG 

GCCAGGCATGATAGCTCATGCCTGTAATCTCAACATTTTGGTAGGCCAAGGCAGGAGAAT 

CACTTGAGGCCAGAAGTTTGAGATCAGTCTGGTTAACATAGTGAGACCTGTCTCTATTTA 

TATGTTAAAATAATAATAATAGTAATAATAATCAATTGTAATTATAGTTATTCCTAGAGA 

AGTTGATTTAGATATATTACTTAAATAAGGTTTTAAAAGTGATAATTTAGCTAAAATCAT 

TATTTTAAAAATGTACATTTTCAGATGATACAACTTTTACAGAATTACATAGAACGTACA 

GTTCGTTATGTCTATGAAGGTG I I I I I I I I CCCTTTTCATCTTGTTAG G C ACGTACC ATG 

TTATTTTAGATGAAAGCCATTACAAAGAGTTGCTCACACATCA TGTTAG TC CTCCT CCTG 

CT AG CTCA AGTTCTG A ATG CTC ACTT ATTCGTATG G GTAAGTGTTTTTATGTTTTTAA AA 

AATACATATCTAGGCTC 

>SEQUENCE:821 1 :prostate_MPM2000-004P6_Table5 

TGGGTGCCGGGCCCCCCCTCGTGGATACTTCTAGAATTAATTAACAAACTTTACCATGAA 

TCTTCTTAGCCATGGGGACCTGATGACAGGACGAGGTGGATAAAGAACTAAAGAACTAAA 

CCAACAGTGAAGTATTACAGCATCAATTATGATTAACACAAAACAAATTCCTCAATTCTT 

CCAGTAATTAAAGTCAGTCATACGATGTAAAAAGATGGGAAAGAATTCTTGCTCATAAGT 

AGAACTCCAATCCTGAGCTAGGAACGTGAAGTTCTCGTCCCATGTTCTCACTCCTTAAAA 

TATTTATATTTACAGTACACTAGGGGTAGGTGCTGAGAATTCAGCAGAAGTGGATTTGAA 

GTCTAAACAAATACACTTGAACCCACTAAACATTAAGTTATCAATTTATTAGCTGTGTAA 

CCTTGGGCAAATTTCTTAGTATCTCTGTTCCTCATTTTCTTCATATAAAAATGAGGATAA 

CAACACAACCTAATTCATGTTAATTCACTTATAATTAACTTACAACAGTTCCTGACACAT 

ACTA 

>SEQUENCE:8212:prostate_MPM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAG 

GCGGGCGGGTACCCTTCGACTGGGCGTTGCCGCTGTTCCCTGCGCGGCATGGAGGGGAC 

G 

GCCGTGGCCGTGTTCGAGTTGCTTCTGCAGGAAGCCTTTTTGGTGGCATGGTCCTCAAGA 

AGTTCCTAAAAGAGACAGTCTCAAACTCCTGGGCTCAAGTGATTCTCCTGCCTCGGCCTC 

CCAAATTGCTGGGATTACAGACTTGAGCCACTGCACCCAGCCTTCTCCATGTCTTTAGGG 

ACAAACTTCTAGGATGAAATTTAGGATGAATTAAGTCATTAGCTTGACACCATGATGTAC 

AAATCCCTGAATTTCAGTTTCATTGTTAAAATGCCATTGTTTCAAGATGCTC 

>SEQUENCE:8213:prostate_MPM2000-004P6_Table5 

ACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 

TTAATTAAGGCGGGGGAAATAAGAAAATATGAATGAAGCAACCCAGGTCTTGAGCCAAAG 

AATTACCTGGGGTCCGTTGAGTTTCAAATCTGAAAATTTCTGTCTTTCAAGGTCAGCATC 

GCCCACAAACCGGCCGTTCTGAAACACAGCCCACAAGAGGACAATTCATTTTGTGGCCTT 

CTTTTGCTCTATCAAATACAAACGATC I I I I I I I C A A AC AG G A A A AG G G CTTTC A AG AAG 

ATATGTGTGGCCTGGAGTCCTTGTGTCAGTACTCATAAAAGAACCATTCACTCTTTAGTC 

TTAGCACTTTCCTCAAAATTGAAAATCAGGCCTGGAACTCTGGCAGACAGGGTCTCTGGA 
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ACATAAGAACGTAAACTCCACGAGGGCAGAGGGTTTTTTGGGATAAGT 
>S EQ UENCE:8 21 4:pr ostate_MPM2000-Q04 P6_Table5 

CTGGCCGTCGTTTTACACCCGGAAATAAGGGGAACCAATGCTGGGTGCCGGGCCCCCCCT 

CGAGAGTACTTCTAGAATTAATTAAGGCGGGAGGATAGGGGGATNCAACAGATATATTTA 

AAAAGTGAATGCCCTTCACCCATAATCCCATTCCCTGAAGAGAAACTTGAGAAGATTTAT 

TTTCAAATATCATAAAATTTATATGATCTATTAAAACCTAAAGCTATAAAACTTTCAGAA 

GAAAACAGATGGGAAAAAAAAGTTTACAACCTGGGGGTAGGCAAAGGTTTCTTATCTAGA 

ATA CAAG CATGAGACATTAAAGAAAATATTGACAAATTGGATCATATCAAAATTAAAACA 

TGATTTTCAAAAGACATCATTAGGAAAATGAAAAGGCAAGCCACAGACTGAAATAAAATT 

TATAACACATATATCAAAGTACTTGTATTCAAAATAATATAAAGAACACAGCACAAGAAA 

ATAACCAACCCAAAANAAAAAAAAAAAAAAAAAAANNNAGGGGCCCCCCCCCGGGGGGGG 

CCCCCAATCCCCCCTTAGGGGGAG I I I I I IACCCCCC 

>SEQUENCE:8215:prostate_MPM2000-004P6_Table5 

TGATGGGTGCCGGGCCCTCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGTACGTCT 

TAATATATAGTAACCTAACAGCTACATATTTAGATAAAAGTAATATGTATTAATTATAAT 

AAATTCACACTACCCATGCTGTATTTGGAATTGAGCCCAATCTCTCTCCCCCATGGCAAG 

ACCCTACCATTGCAGTGGTCTCTATATCTATAGTGATGGGCCTGAATAAAGCCTGCCTTA 

CAGTGCTTTAACAACTGTCACTGAATAA I I I I I I CTTG AACATCTTTTTG G ACTACCCAT 

GGCCACTTCTTGATCCCAACCTGAACATAAGAATCTTCTAGAAGTTCTTCAAAACTCAGT 

GCAAAACACACATCCTGACTCCATCAAGCAGATTTTGAGATCCCTTCATAAGGTGTATTT 

CACACTTCAAAAG ATATTCATTTTCATGTTTG CTA 

>SEQUENCE:8216:prostate_MPM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAG 

GCG G G AATTAATTAG AC AAA A ATGG AATCCTG GTCTTCCTGTTT AG CTCATCCTTCCCCT 

CTGATCTAATTTAGACACACTGAGCCTCAAAGCTTCTTTATTCAATTCATTGAACTATCT 

TATTCTCTTGAAAACAGCCAGTAGAATGAACTATGAATCTGTCATCTCTGAGAGTTAATA 

TGCTATTCATTTAAAGATTCTATTCCAAGCCTAAAAATAAATCAAAGAGGCAAATATTAC 

ACTGGTCAATGGAATGTTTCTTGGAATGAAATCAACAACTACCAAAAAAAAAAAAAAAAA 

AAAAAAAAAGGGGGCCCCCCCCCGGGGGGGACCCCCATTCCCCCCTATGGGGGGG I I I I I 

ACCCCCCCCCCTGGGGGGGTTTTTAAA 

>SEQUENCE:8217:prostate_MPM2000-004P6_Table5 

CTGGGTGCCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGGGGAACGTG 

CTTCTTAAACTGCAGTTTCCTGGGCCCTAATTTCAGTCTGGGTGAAGCTCAAGAATCTGT 

ACTTTCAACACCCCTCACACAGTTGCCGTAGCTGGCACTCGCACTGCATTGAGCACTCGC 

CTGAGGTGGGTTAAAAGTATCTGGCCTGAGGACACCTCAGTACATAAGTCCTTAGGGTAA 

TGAACTGCAACCTATCTTAGTATGGAACTAACTGAATGCCCAATTTAGGCATACAGTCAT 

GCATGGCATAATGACATTTTAGTCAATAGCAGACAGCACATAGACAGTGGTCCCATAAGA 

TTCTAATACTAG G CCAG G CACAGTGGCTCACGCCTGTAATCCCAG CACTTTCG GAGGCCA 

AGGCGGGCGAATCACAAGGTCCGGAGTTCAAGACCAGCCTGACC 

>SEQUENCE:8218:prostate_MPM2000-004P6_Table5 

CCTCACTAAAGGGAACAAAAGCTGGATCTCCACCGCGGTGGCGGCCGTCCTGGCAGGTTC 

ACACCTCGTGCTTGCCTAGGGATGCTGGAATAAGCCTTTGAATGAAAATTTGTCCTTGAA 

GCTTGTATCTGATATCAGCACTGGATCGTAAAACTTGTTGCTGATTTTTGACCTTGTATT 

CAAGTTAACTGCTCCCTTGGTATATGTTTAATACCCTGTGCATATCTTGATTTAGTCCTT 

AGTTCATGTGGCTCGGTCACTTGGGGGCTGGGGAGAGCACGCTGTAGATGAGAAAGCCCC 

AGCCTGGTGGATCTCTGTGAGCACCACTGAGTGATCTGTGCAGGGTATTAACCAACAGCA 

GACTTCCAGGATTTCCTGAGGCTGGCAAGGGTTCCTGAACCAGTTACCACTCCTTCTTGC 

C AGTCTAACAG G GTG GG AAAGTCCG AGCCTTAG G ACCCAGTTTCAGTTCTGG GTTCTTCC 

CT 

>SEQUENCE:8219:prostate_MPM2000-004P6_Table5 

ACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 
TTAATTAAGGCGGGGGAGAAAAGCAGAATGAGATATGCGATGTTCCTTTTATGACCAAAT 
ACCCTACT ATTG CT AG AG AT AG CCT AAAAGT AGTTG AG G CAAACCG AC ATT ATT AG G G GT 
ATTTGGAGCTGCTTTCCACTATTTTAACATGTGTTTATGTGTGAGCCTGAAAGGATTACA 
AATGTGTGTG TGTGA GTGTGTATATACATGTACATATAACTACACATATCTTTCTTTATC 
TCATAATTATG I I I I I GAAAAGTTGAGTATAATAAAATACTTACAATCTAAATACCATTT 
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TAATAGGACAAGGGAAGCTGACTTTCTAAATACAATGTCACATTCTAAGTGATGAACATA 

ATTTTGTTAATGTAAAATTTAGAACAGTATAGATAAAGTGTGTCACTCAGCCT 

>SEQUENCE:8220:prostate_MPM2000-004P6_Table5 

AACCCTCACTAAAGGGAACAAATGCTGGGTACCGGGCCCCCCCTCGTGAGTACTTCTAGA 

ATTAATTAAGGCGGGACATATCCTCATTCAACCTCAAGAACACATGTAACAGGCAACTTA 

AAI I I I I I GCCTTTCTGCACATTTCTATAAACAGCCATGAAATCACTGTGAGTATTGATT 

TGAAAGTTACAAATAACCTTTTGTGAGTTGGCAGATCTGCAAATACCTCCCCCTTGAATA 

ATGATCAACTATGCAAGTGAAACTATTAAGTGCAGAAATTACATTGAAATCAATGCAGTA 

AGAGATGTTACTTGGTGGAATAGCGAAAGATGAAATCCCAAAATGGCCATATTCCTCTAA 

TTTCTCTGTTAATAATGCATAGAATGCTTTCTCCAATTTGACCACGAAAAAAAAAAAAAA 

AAAAAATAAGGGGCCCCCCCCCGGGAGGACCCAAAATTCCCCTTTAAGAAAGGGTTATCC 

CCCCCCCCCCC 

>S EQ U ENCE:822 1 : prostate_M PM2000-004P6_Table5 

TCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAA 

TTAAGGCGGGTGTCACTCCTTGCCAAAGCTTTAGAAAGCCTTCCTCTTCAATGATCCCTA 

GAGCTGTGCGCACCATTCCCCTATAGGGGGCAGATTCTCTTGCACCGTCTCCCAACCGAG 

CAAGAGCTGCTTCTCCTTGCATTTGGAGTCGAG I I I I I GTGAGATCCAGGGGAAAGGTTG 

CTAACAAAAACACAAATGCAGGGAAAAACCCACAACATTCAGAGAAACAAACAAAAATCT 

AAAATCATAG G AGTAATATTTTCCCAAG ACTG GTTGTTCTCAAATTTTAG AATAT ATCAG 

AATCAGCTAGGGAGATTTTAAAAATTAGAAATTTCCTAGCCCCGTGCCCATGGATTCTAA 

TTCANTAGGTTGAAGAGGGTTTAGAAACTTGATTCTCACACAGTCCCAAATTTAAGAATC 

ACTACGCAAGAGCATCCTGGATCACTAG 

>SEQUENCE:8222:prostate_MPM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAG 

GCGGGAAAATCAAGTTTTAACTAAGATTAACCCACAGAAGTAGATATTAATACTAAGGTT 

TCGACCTAATAATAACTAACCTGTATTAATTGTGTGCAGTGTACCAGACCCATATGAGAT 

CCTGCACCAACATTTGCTATGCACTAACTAGTTTAATTGCCATTACCAGGGTCCTCCTGG 

CTCTGCTATTTACTAGCTGTTTGACCTTGGGCAGGTTTCTTAACCTATGTCTCATTTTCT 

TCCTCTTCAAAATGAGAACAGAAATAGTGCCTACCTCATGGAGTTGTTGTGAGGATTAAA 

TGAATTAATGGAAAGCATATAGAATAGCGCTTAGCACATAATAAGCTCTCAGTACTTAGA 

ATTACCATTATCCCAGTTTTTCCCGGGGGGAGAAAAAAAAAAAAAAAAGG 

>S EQ U ENCE:8223: prostate_M PM2000-004P6_Table5 

TAAAGGGAACAAAAGCTGGGTACCGGGCCCCACCTCGAGAGTACTTCTAGAATGAATGTA 

AGGGGGCAAAAGATTTGAACACAGAAAACTACAAAACACTGTTAAAAGAAATTAAACACA 

AATAAATG A AAAG A AAAG CTG G GTTTG CA A ATT AG ATG ATTTC ATCTTG AAATG ATGTC A 

ACACTACTCGAAGTGACCTAGATTCAATACAATCCTTATAAAGATTCCAATGACATTTTT 

GATAAACAGAAAAACCTATCCTAAAACTCATATGGAATCTCCAGGGCCCATGAATAGGCA 

AATCAATCTTGAAACAGAACAAAATTAAAGGTCTCAAAGCAAT~ACAAAACTGCAATAAG 

CCAAANNAAAAAAAAAAAAAAAAAAAAAAAAGGGGCCCCCCCCCGGGGGGGACCCCAAAT 

CCCCCTTTAGGGGGGGTTTTTCCCCCCCCCCCCGGG 

>SEQUENCE:8224:prostate_MPM2000-004P6_Table5 

AACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGA 

ATTAATTAATGCGGGGACTTGCTGGAACTTGCTGGAACTAACAGGTACCATAGGGACAGA 

CAGAGACAGATAGGAATAGATAAAGACTAGCAATATAAGGTCAGTGCCCTGAAGAGGTAC 

TGGTCTGTGTCCTAAAGAGGTACAAAAGTATAGACTGGCGAGGAGGGCAAAAGGAACCTG 

AAAAAAACCTTCGCCCACCCGGGGGGGAACCACTGTTCCGCCCTTAAGAGTGCCAATCAT 

GACGACTCGGGCGAAGAGCCTTTTACACACACCTCTGAAGCCCAGCCTCTGCAGGACCTG 

AGACGCGGTACCTGGCCGGGCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGGA 

A 

TTCGATATCAAGCTTATCGATACCGTCGACCTCGAGGGGGGGCCCGGTACCCAATTCGCC 
CTATAGTGAG 

>SEQUENCE:8225:prostate_MPM2000-004P6_Table5 

CTGGCCGTCGTTTTACACTCCGGAATAAGAGGTACACATGATGGGTGCCGGGCCCCCCCT 
CGAGAGTACTTCTAGAATTAATTAAGGCGGGAGGATCGCTTGAACCCAGGAGGTTGTGGC 
TACAGTGAGCTATGATTGTACCACTGTACTCTAGCCTGAGCAACAAAGCAAGACGCTGTC 
GCAAAAAAACAAAAAAGATGTGTAATTCCTTTAAGCCTCCACAGTTGAATCAAATGrATT 
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TTTTCATTTTATTTGGCTGCCTTTTCCTGAATCCTCCCAGAATTATTCGAAATATTCTTG 
TTTCTGTCAAGATGTAGTTATAAGTATTATTTCAGAGAATGCATTTCAACTGTATCTTGT 
CC AAA AGG G GTTAA AATG ATG CTG GC AG G ACAG AG CTACTTTTCC AG G ATGTG G CCCA AA 
CACATATCTGTCTTCTTAATTCCTATATGAAACGTTGGAAAAGACTTTAGAAAAAACAGT 
AAATATGTCAT 

>SEQUENCE:8226:prostate_MPM2000-004P6_Table5 

ATAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGCGGGGTGGAATGGTATAATTAAAAAAACAAAATCTTTTCCCAAAAGGCAAATATGAG 

ACTATTTTAAAAGAACAAGAAACAGGTGTCATCTATAGAATAGTAAATAACAAAACATAG 

AAATATATACAAATATATTGCAGTGACAGTAAATGTAAATAAACTGTTTCAATTTGAAGA 

CAGTAATTTTCAGGTTAAAAAAATACCACTTCTCCTTAGAGACATACATATAAGAATTCA 

GGGAGCATAAAATTAAAAGATGGAAATAGATATACCATATTAACATGAACCCTAATCAAA 

AGAGATCTGTTGTAGTTATATTTATTCACAACAGAAAAGGTTGACTTTTAATTTAAAAAT 

CATAATGATTATAAAGTGTAGTGATTGATCATAATAAAATTGAACTAAAATCAAACAATA 

TAAATGTAACAATAAAAGTCTCAATATATGTAACACTAAGCCATAGGTTATCTTCTAAAC 

AATGTATGGTTTAAATAGAGATAACAGAAATTAGAAAAGTTTTTGAACTAAATGATAATT 

AAAATATTGCTTATCAOACTTTTTAAGATATTACTAAAATTA 

>SEQUENCE:8227:prostate_MPM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAG 

GCGGGTGAGCGGTGACAACGGTCATTATGTCGCTTGGGGGCATAAATGGGATTAACCCTA 

TGATTTTCCTTGGATATAATATACTCTATATAAAAAATTTTGCTATATGACTCAGGGGGA 

TACCTCTCTATATG ATACTAAATTAATGTCTATAATTTTTCCCTTG CG GTAACT ATATCT 

ATTGCGCCAGGTTTCAATTTATAATCGCCTATGCTTTATTTGGGTAAATGGTTTGGCTAA 

CGTTGTCTGGTAGTAAGGTGGAATACGTTTGGTCCTAGCCTTTCTATTAGCTCTTAGTAA 

GATTACACATGCAAGCATCCCCGTTCCAGTGAGTTCACCCTCTAAATCACCACGATCAAA 

AGGGACAAGCATCAAGCACGCAGCAAAAAAAAAAAAAAAAAAAAAAAAAAAAACGGCCCC 

CCCCCGGGGGGGGACC 

>SEQUENCE:8228:prostate_MPM2000-004P6_Table5 

GCCCCCCCTCGAGAGTACTTCTAGAATTAATTAACGCGGGGGTCACTTGCTTCTTTCCGT 

AAGTGGTCAAATTTAAAGGAAATTTTGTTTCTTGGATCTAAAAATCTGCTATTACACAGG 

TCACCGTGCTCTGTAATTAAGACCTTCCAAAGAATCATTAAACATATGAGTAACTGTAAA 

AAAGACAATTCTTACTGCCTTTTATGAAACACATCATTAAAAATTCTGAGGCAGTTAACT 

TTTCATTTAGTCAGATTTCTTTCATATTAA I I I I I CAACCAAGTCCCGTATTATTAAGAA 

TATTGTATTTATGAATAAGTCAACTTTAAACTATAAAATATCCCCCATACTAATAATATG 

CATTTCTTGGTTTCTAATATATACTTATACATAACTATATATGTACTTTATACATAACTG 

AAATAACTTTTATG 

>SEQUENCE:8229:prostate_MPM2000-004P6_Table5 

AACCCTCACTAAAGGGAACAAAAGCTGGGTCCCGGGCCCCCCCTCGAGAGTACTTCTAGA 

CTTAGTTAACGCGGGTGGTGACGGGTACATGCTGG i I I I I GCATGCCCTCGACTGGAATA 

TGGCCGCACCCTGTCAGACTACAGCATCCAGACAGATGTTCACCCTGCACACTTGGTCTC 

TCTCCTCTCATATGGTGGTATGCGCATATATGTGAATACCCTGACAGAGCGCAACCGTCA 

CCCTGGACTGTAGAGCCCAGTGTTACCACCAAGACGGTCAAACAGGACGACAGACGTACC 

TGCCCGGGCGGCCGCTCTAAAACTAGTGGATCCCCCGGGCTGCAGGAATTCGATATCAAG 

CTTATCGATACCGTCGACCTCGAGGGGGGGCCCGGTACCCAATTCGCCCTATAGTGAGTC 

GTATTACGCGCGCTCACTGGCCGTCGTTTTAC 

>SEQUENCE:8230:prostate_MPM2000-004P6_Table5 

AGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGA 

GTACTTCTAGAATTAATTAAGGCGGGTGAGATGAAATTACAACTTGAAAATGTCATCAAG 

GAAAATGAAAGGTCTTTTGAAGCCAGTCTTTAAAATCTGCCTTCACCTATTTAACGGTAA 

TTCAGTCATGTCTCATGAGTATGTTTATTCCTAGTACAATAGGAAAGTGTAAAAAAATGG 

ATTCTAAGTTTATTAAAGACACTTTTGGTAACTTGAAAGTGTTAATCAGGTTTTAAAGTG 

AACTCTACTAATTATGTCATTAAGAAACATCCTACTTTTAATTATATATTGTGGCTAAGG 

ACTACAAAATCAAAAGAATGTATTATTTTTAAAGAAAATACCTTATATATACATGGACAG 

GTTTAAATAATGGAAGGTAGCAATGGTGTGGATTATGTAAAAGTATACAATTTCAGATTA 

CTGAATTTTGGAAAAATTTTAATACTTACATT 

>SEQUENCE:8231:prostate_MPM2000-004P6_Table5 
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AGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGA 

GTACTTCTAGAATTAATTAAGGCGGGAGGATGCCATTCCAGGCTGGTTCATTCTGCCAGC 

TGATGGGCTCTGGTTGCATGCTGAGGGCAGGCTGAGTGTCCTCCTGACCTGGGGCTGGTG 

TCCGAGAGCAAATATCCATGAGGGAGCAGGATAGACACTGTAGTATCTTTTGTAGCTGAG 

TCTTGGAAGTCACCTACGGTCATTCTCACATATGGTGGTCACACCGGTCAGGCCAGGTCA 

GCGTGGGAGAGACCAGGAGTGAACACCAGGAGGTGGGTTCCTGGGGATCCCATTGTCTTT 

ATGGTGTCGAGCTGAATCCATGAGCAGAGCCTCTCATTGGGTCAAGGCTTCTTCATGGTC 

TTCACGAACCTCTTAGAGCTTTCTTCACAGAGATGTGGAATTTTTGAAAGCTTAATTCTA 

AGTATATTTAGCTCTTCATGTCCATGGG 

>SEQUENCE:8232:prostate_MPM2000-004P6_Table5 

ACAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGTGA 

CTGAATGAAGTAAAACCCTAGAGAGACCCAATTTAAAATTGAAGAAATGAGATGCCCTGG 

GTATAGAGAGCTATCACAATTGACATTTTCTTGAGGGAAAAATTGGGAGAAAAACATAAA 

ATAAGTACCTATATATAAAGCCGCCCCCCCCCGGGGGGGCCCCCAACCCCCCTCCTTATG 

G AGTT ATGTACTCG CCCCCTTG AGGACG AGTTTTTATATGTG G G ACACTAAATATTAAGC 

T ATTT AG AG G A AT A A A A AAA AAA A A A A A A AAA AA AAA A A A 

>S EQ U ENCE:8233: prostate_M PM2000-004P6_Table5 

GCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTA 

CTTCTAGAATTAATTAAGGCGGGGGCCTCTCTGGGACCCTTCCCTTGTTATCTACCTAAG 

GCAAGCTAACTAACTCCTTTCAGTATATGAGGTAAGGCATATATTAATTATCTTGATCTG 

GCCAC CCCACAATGTATACTTATATCAAAACATCATGCTGTACACCATAAATATATACAA 

ATTTTGTCAGTTAAAAAAATTAAAAAGACATTGAAAAGAAGCATTAAAAAGTTATAATTT 

T ATATGCTG G C AATG AAT AATCTG C AAATG AAAT AAAG G A AAACCTTTC ATTT AC ATT AT 

TATCAAAAATAATAAAACATTTATAAATACATTTAACCAAGGATCACTGAAACCCACAAA 

ACATTACCGAAAGGAATTAAAGAAGACCTACATAATGAAAAGGCATCCACTATTCA 

>SEQUENCE:8234:prostate_MPM2000-004P6_Table5 

ACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 

TTAATTAAGGCGGGAGCACGAACCTTCTATTTCCTGTCCTTGGAGTTATGTGTGAATATA 

GTTGGGGGTAGGAGACAGGAAGTAGAGAAACAGACACTCAAATTGCAAAGAAGGAAATAG 

AAG GTTCG T GCTC CCCCTTCCCGTGTGTGTGTGTGTGTTTGTGTGTGTGTGTGTGTACTA 

TGTATTTTCCTTTTCCTATTTGGCCACGAATAAGGTCTGGCCCACTACCCAAGTTTTAAA 

AATATTCCCTCCTG CTACAACA AAATTACCTTAG G AAAAAAAAAAAAAAATAATTAAAAT 

GGGGGGGCCCCCCCCCGGGGG 

>SEQUENCE:8235:prostate_MPM2000-004P6_Table5 

CTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAATGTGGGTAGGCCTAG 

GATTG TGGGGGCAATG AATGAAGCGAACAGATTTTCGTTCATTTTGGTTCTCAGGGTTTG 

TT AT AATTTTTTATTTTT ATG G GCTTTG GTG AG G G AG GT AG GTG GT AGTTAG CAGTGTGT 

CACCTTTTAACATGTCCAGAGTAA ATACA TTAGAACCCAGGAAATATTGTTAGAAAACTT 

TGTAATTAGTTGTGTGTATTAAAATTTTTAAAGGAACTGTGCAAAAATAAAACAAAAATA 

TTAATGGACCCAGTGATTTCAAAACAACCAGAAAAAAAAACCTAATGAAATATGAAATAT 

TACTAATCCACAAGGAACAACATATATAAAAAAAAAAAAAGGCGGCCGCCACCGCGGTGG 

AGCTCCAATTCGCCCTATAGTGAGTCGTATTACGCGCGCTCACTGGCCGTCGTTTTACAA 

CGTCGTGACTGGGAA 

>SEQUENCE:8236:prostate_MPM2000-004P6_Table5 

ACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 

TTAATTAAGGCGGGCTGTTAGTGTTGTAAACTACATGCGCTTTAAATACCTTTTACCGAG 

TGCTAGAGCCGTTCATCACCACCCCACGCAGAATTTCAGCTGCTTACGTTGAACAAATTC 

AAC A AGTTTATCCTCAAGTTT AT ATG CAG CAAC A AAGGTCTATG A ATTTG G G CTC AT A AA 

ACTCAGGCGAATTAAAGAGGAAACAGTCAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 

AGGCGGCCGCCA CCGC GGTGGAGCTCCAATTCGCCCTATAGTGAGTCGTATTACGCGCGC 

TCACTGGCCGTCGTTTTACAACGTCGTGACTGGGAAAACCCTGGCGTTACCCAACTTAAT 

CGCCTTGCAGCACATCCCCCTTTCGCCAGCTGGCGTAATAGCGAAGAGGCCCGC 

>SEQUENCE:8 237:pr ostate_MPM2000-004P6_Table5 

CTGGCCGTCGTTTTACACCCGGGAACAAGTGTTACCTTTGATTCTGGCCGGGCCTTTCCT 

TTAGAGAACAAGTAGAATAATTAATGCGGGCTGTCACAGACCCCTCTTTAAACACTGGTA 

AGACCTTTGTATAAATCTAACATAATCATTCTACTTATATTAATTACATACAATTGTTTT 
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AAATTCCTATGAAGAAAGAAAAAAGTAGACTTGCATAAATTATTCTAAGAACATGAGAGA 
AAAAATAAACTGGCAGGGCCAGATCTATTTCTCTGTTGATAAATTAGAATCAGTATATGT 
TTTCTTTGCATATAGTTATATAATCAAGGGAATTATGGAATATAGCCCATTGACCCTTTT 
ATGTG G GTTATAATAG AG ATG G ATG ATGTATATTG G G G CAG AG G AATTG G GTC AGG ATAC 
ATTAAAAAAACTGAATTTCTTGTCTTCTTGTCTTCCAAAAAGTGCTATAI I I I I AAAGCT 
CAGTTTCTTGATGAAAGAAATAACTTTCTGATTGAGGAACTTGGTTTTCATGTATGGTAA 
GTGTTCATTTAAC I I I ! I GTGAAAGATGTACATAACCCAATAAGGACTAATTAATTATGT 
ACTACTAAAATAATAACTC I I I I I C I I I I I I I I I I I I I I 
>SEQUENCE:8238:prostate_MPM2000-004P6_Table5 

AACAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGGA 

CTTCCAGCCTACAGAACTGTTAAAAATAAATGCTTGTTGTATAAGCTACCCATTCTATGG 

TATTTTGTTACAGCAGCCCAAACTAAGACAATAATGTTTTATGTATGAAACACAATATAT 

AATTCAATATACATTATACATGTTTCACATATATATATATAI I I I I I CAGATACATTTAA 

TTTCAAAATTTTGAGTTGACATCTAATTGTTCATATCAGGCTCAGTTGTTGATATGAGCT 

GCTGCTGTCATTTAGTGAGTGGATGTCAAGAAAGTTGCTAAACATCCCTAAATGCCCCAG 

GAGAGTC 

>SEQUENCE:8239:prostate_MPM2000-004P6_Table5 

ACAACCCTG ACTAAAGG G AACA AA AG CTG G GTACCG G G CCCCCCCTCG AG AGTACTTCTA 

GAATTAATTAAGGCGGGGGAGGGAAAGAAAACAAACAGTTTCAGAATTGAATAGGCAAGT 

GACTGTTTTAAAGATTAAGTAATAAAGATGTCTTATCTAGAAAAAAAGAAAAAATAAAAT 

AATAAAGAAAAAAAAAAAAAAAAATGGGCCGCCCCCCCCGGGGGGGGGAACCTCCTCCCC 

CTAAAGGAGTTCTTTATGCCCCCCCCCCAGGGGAGCTTAAAAAAAAACTTCATGTAATAT 

GGAAGTTTGAAAGAAGTTAACCAAATTTTCCAGAAGGCGAAGATTATACCATGTACATAT 

CCTTGAATCTAGGAATTTTATGCCTAGAAATTTAACCGAAAAAAAAAAT 

>SEQUENCE:8240:prostate_MPM2000-004P6_Table5 

TGGGTGCCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGGGAAGGACAG 

AGAAAGAACAGACAAGAGCTAGCATTATATCTCTTCTGGTGGCTTCCAGACAGACTGCCA 

TTCTTCTCAATCAACCCTTCCCTTCTTTCTTC I I I I I CTTCTTCACCAAATTCCAGGATA 

CCTGGGTAGGTGATGAACATGAGGAGAAAGGAGAAACGGTAAATCCACCCAAGCAGGAAG 

GAG TAAT TTCCAACTCTATCCCCCATTCTCCTCCTATCCCTCAACCCCGACATCATTACC 

GGGTTTTCCTCTTAAAAAAAAAAATAAAAAAGAAAAAATAAAAAAAAAAATTTTTTATTA 

GAAAAAAATAAAAAAAAAAAAAAGACCCCCCCCCCCCGGGGGGGCCCCACACCCCCCCTA 

TAGG G GTGTG ATATCCCCCCCCCCCCC 

>SEQUENCE:8241:prostate_MPM2000-004P6_Table5 

AACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGA 

ATTAATTAAGGCGGGAGTTAGAGACCAGCCTGGCCAACATAGTGAAACTCCTTCTCTACC 

T AAAAT AC AAA A AAA AATTAG CC ACG CGTG GTG G CCC ATG CCTGTAATCCC ACCTACTCG 

GGAGGCCAAGGCAGGAAAATCACTTGAACCCAAGAAGTGGAGGTTGCAATGAGCTGATAT 

CTTGCCACAGCACATCCAGCCTGGGCAACCGAGCCTGGGTGACAGAATGAAAACTATGTC 

TCGGGCCCCCCCCCTGGGGGAAGCCCACCTCCCCCCGTAATGGGTAATTATAACCCCCCC 

CGAGCTGCTGTAGATTAACAGAAATGCCCCAAGATCAACACACACCGTTAGATAGTACTT 

TTATATTATCGGAATAAGCAAAATAAGAGTTAAATTAAAATTTCATTAATAGTA 

>SEQUENCE:8242:prostate_MPM2000-004P6_Table5 

GGGTGCCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGGTGATATGACA 

GCATAACACTAATAATTGTATCTACATTAAAATGACAAACGTGATACTGCTGCTTGTCAT 

ATTAGAAATGAATGATGGATTAAAGTGAGAGACTTAGTTTATTCAGGAATAAGAGCAAAA 

CCAACCACATCAAAAAATGTATT 

>SEQUENCE:8243:prostate_MPM2000-004P6_Table5 

CCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGGTTTAAGCTCCTATTA 

TTTACTCTATCAAAGTAACTCTTTTATCAGACATTTCTTAGGTTTGAGGGGGAATGTATT 

TCAAGGTATGATAACAAAGATTTGGCTACAGCAAAACTAAATACTCAATGTTAAAAATAA 

CAGAAACAAAACAAAAAGGCAAATAAACAGAAAAATACTTGCAGGATACATGAGAGACAA 

AGGCTTAATGTCTTTACTGTATAAAGACTTAAAAAAACAGTGGAAAGGCAGACAAATACC 

TTAAGAGAAAAACAGGCCAAGGCCAAAAATCAGGGAACTCATGAAAGAAGAAAAACAAAT 

TTCCATTAAACATATTTT AAAATG G CATACCTGGCT AATATTCAAAC AAACACAGTTTTA 

AACAGGAAGATTCCCCTTTT 
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>SEQUENCE:8244:prostate_MPM2000-004P6_Table5 

CTGGCCGTCGGTTTCAATCACAGGAAACAGCTATGACCATGATGTACTGGCCGCCGTTCT 

ACAGAGTCAGGAAACAATTATTACCGTGGGAGAATGGCTTGAACCCGGGAGGCAGAGGCT 

GCGGTGAGCGGAGATTGCGCCACCGCACTCCATCCTGGGCCACAGAGCCTGAACCTGTCT 

CATAAATAAATACAGTTGTACAAACAAATCAAACTGAAGTACAGAAAGAAAAAAGCTTGC 

AGAAAGTAAGCAGAGCCTCGGTGAGCTGTGAGAAAATCTAAGCTAAGGAACGCACAGGGA 

GCTG GACAGCAGGAAGAGGAGAAAGGAGAGCACAAAAATACTGGAAGAACTGTCTGAAAA 

TTTTCCAAATTCGATGCAAAGTATAAACCAACAGTTCAAAGATGCTCAACAAGTTCCACG 

CAAAATATACACAAAAAAATCACACCAATACACATCATAACCAAACTGTTAAGTGCCAGT 

GACAATGAGAAATCTTAAAAGCATAAAAAAAAAAAAAACCCCCCAAAAATATTTTT 

>SEQUENCE:8245:prostate_MPM2000-004P6_Table5 

AACCCTCACTAAAGGGAACAAAA GCTGG GTACCGGGCCCCCCCTCGAGAGTACTTCTAGA 

ATTAATTAAGAGCGGGG GGGA A I I I I I I I 1 AAAAAACAACAAAAAAAAAAACCTTCCAAA 

GTGGGGTTTCTAAATAAATTTTGTGGGGTTAAAAAACAAAAAAAAAAAAAAAAAAAAAAA 

CCCCCAAAAAAAAAAAAAAACAAAAAAAATAAATAATAAATAAAACCCTCCCCCCCCCCC 

CCGGGGGACCCCCCCCCCCCCCATAAATAATCAATTCTCCCCCCCCCCCCCGGCCCTTTT 

T A AATG CTCCTTAAG G GTG AACGTG G CCCCATTTTCGG CAC ATG 

>SEQUENCE:8246:prostate_MPM2000-004P6_Table5 

AAAGATGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGGGGGA 

AGTGATGGTGTGGCCAGGCAGTTATAGATTAAAGGCCTGTGAGTACTGCTGAAAAAAAAA 

AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 

AAAAAAAAAAAAAAAAAAAAAAA 

>SEQUENCE:8247:prostate_MPM2000-004P6_Table5 

CTGGCCGTCGTTTTACACACAGGAAACAGCGTATGACCATGATGACTGGCCGTCCCTTTC 

CACAGAGGAATCAGAATTACTTGAGCGGGGCGTCTCTTCCCTCCAACTAGGGCACCTGAA 

GGGCTAAGTGTTCCAAGACAGCAGTGTCAGCAAAGGCTGCGCAGATTTGAGGAGTGGGAC 

CGGCAGAGCTGGATGAAACCTGACTATGCTGAAGGGGAAATGGAGACCCCGGGAGGGGCA 

GGGACCTGCTGAGTGCCTCCCCCAGGCAGTAGCTGACCTGGACCGCATCCCGGTACTCCT 

GCTGAGAGATCCTGACTAATACGCCAAGGCCCAGGGCTGCATGCCCAGGACTCAGGAAGA 

GTCTCGAAGAATCCTCTGCACACAAAAGCACTGGTAT 

>SEQUENCE:8248:prostate_MPM2000-004P6_TabIe5 

ACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 

TTAATTAAGGCGGGTATTATTATCCCCATTTTGCAAATGGAGAAACTGAGATCCGAGAGA 

TCAGCTGATTAGGCCAAGATTACAGAAAAGAGTAAGGCCAGACATGAACTCATATCTGAG 

TCTATGTCCAGTGGTCTTTAAAAAGATCAACTCTATTAAAAACACACAAAAAATAAGTAT 

TACATAGAC AGGA GGATGAGTAGCTGTATCAGGCAAATAATAATAATAATGATGAAAGTT 

TGATAGTGATTTTAAAAACTGAAAATAGCATCTCTATACCTTTAGTGACTCAGAGTCTCA 

GAATAAAAAAATAATAGAATGGCCAGGCGCAGTGGCTCACACCTGTAATCCCAGCACTTT 

GGAAGGCGAAGGTGGGTGGATCACGAGATCAGGAGATCGAGACCGTCCTGACTAACACCG 

TGAAA 

>SEQUENCE:8249:prostate_MPM2000-004P6_Table5 

ACAAAAGCTGGGTACCGGGCCCCCCCTCGAGATACTTCTAGAATTAATTAAGGCGGGCAG 

ATCACCTGAGGTTAGGAGTTCCAGACCAGCCTGGCCAACATGGTGAAACCCCATCTCTAC 

GAAAAATACAAAAATTAGCCAGGCGTGGTGGCAGGCGCCTGTAATCCCAGCTACTCGGGA 

GGCTGAGGCAGGATTGAACCTGGGAGGCGCAAGTTGCAGTGAGCCG 

>SEQUENCE:8250:prostate_MPM2000-004P6_Table5 

CAGCGCGCATTACCCTACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGT 

ACTTCTAGAATTAATTAAGGCGGGTCATTCTTCAGGTAAAATTATAAAGCTTAGAACTGT 

G AACTAAAG AATG ACCCG CTAAAGTTG AGTTTATTTTACTG CTTATC ATTACTC ATATTT 

GTACCCACTAAGATCAACTACAGGAGGCTTGTAGTTTATCATTAGAAACCTAGATAGCCC 

ATAATGAAATAGTATCCAAAATATCATATAGCAAGTGGCTACTTTTAAAGTAAAAGCCAT 

CTTTTCTC AN AAA A AAA A AA A A A A AA AA AAA A A AAA A AG GCGGCCGCCACCG CG GTGG AG 

CTCCAATTCGCCCTATAGTGAGTCGTATTACGCGCGCTCACTGGCCGTCGTTTTACAACG 

TCGTGACTGGGAAAACCCTGGCGTTACCCAACTTAATCGCCTTGCAGCACATCCCCCTTT 

CGCCAGCTGGCGTAATAGCGAAGAGGCCCGCACCGATCG 

>SEQUENCE:8251:prostate_MPM2000-004P6_Table5 
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AAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGTGTG 

CTCTTTTAGCTGTTCTTAGGTAGCTCGTCTGGTTTCGGAAGCGTCAGTGTTTCCATGTTA 

TGGATCTCTCTGCGTTTGAATAAAGACTATCTCTGTTGCTCAAAAAAAAAAAAAAAAAAA 

AAAAAAAAAAAAAAAAAAAGGAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAGCGGCCGCC 

ACC GCGG TGGAGCTCCAATTCGCCCTAATAGGGAGTCGTATTACGCGCGCTAACTGGCCG 

TCGTTTTACAACGACGTGACTGGAAAAACCCTGGCGTAACCCAACTTAATCGCCTTGCAG 

CACATCCCCCTTTCGCCAGCTGGCGTAAAAGCGAAAAGGCCCGAACCGATCGCCCTTCCC 

AACAGTTGCGCAACCTGAATGGCAAATGGAAATTGTAAGCGTTAATATTTTGTTAAA 

>SEQUENCE:8252:prostate_MPM2000-004P6_Table5 

ACAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAA 

GGCGGGGGAGATTTTACTTACACCTGGTCTCCTGGTACACAATAATATCTAATATTCTTT 

TCATTGTTGTCTTC I I I I I CTTCATTTTGTTGTTGTTATTCCTCACTTATCTTCCCTGCC 

CCTAGAAAATCCACATATAAAGTAAACCCCTCCCACCAAATATATCCAATTTTATGAGCA 

GCATAGCTATTGCTGCTGACAAATATTCGTAAAGCTCACGTATCGCATAACGCAAAACTT 

CTCTATTTAAGGAATAGATACTATTGGGGTAGGAACAAGTACAGCAGAAGATGAGCAAAT 

GTCTTAAATAAAAGTTTACAGTTTATTATTATTTCTC I I I I I I AAAATATCTTCTATTAA 

AGCCTATTTACCACCATCAGTGATGCTTCCCCCACGGCGTTTACAGACTCTCCTGCGGCA 

GGCGGTGGAACTACAAAAGGATCGGTGCCTATATCACAATACCAAACTTGATAATAATCT 

AGATTCTGTGTCTCTGCTTATAGACCATGTTTGT 

>SEQUENCE:8253:prostate_MPM2000-004P6_Table5 

ACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTGTAGAATTAATTAAGGCGGGGG 

AAAGAGAGAGCTCCTTTCGCCATGTTTTACCAGTCTGCTGTTATAACCTCTTAGGTTGTA 

TCCTTTAATTTCCAGCCTTTTAGGTTAGTTTCTGTAACAGAACAAGTGAGTCTGGGATGA 

AGTCCTCAAAGTACTTCAAATGGTAATTGTTTTG I I I I I GTAATAG CTTA ACA AAT AAAC 

CTAGGTTTTCTATAAAAAATAAAGGGGCGTTAACACCTAATTATACACCAAAAAAATTTA 

A AAA A AAAA AAAA AG G CG G CCG CC ACCGG GGTG GAG CTCCAATTCGCCCTATAG G G AGTC 

GTATTACCCGCGCTCACTGGCCGTCGTTTTACAACGCCGGGACTGGGAAAACCCTGGCGT 

TACCCAACTTAATCGTCTTGCTGCACATCCCCCTTTTGCCAGTTGGCGTAATAGCGAAGA 

GGCCCGCACCGATCGCCC 

>SEQUENCE:8254:prostate_MPM2000-004P6_Table5 

CCTGAATAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATT 

AATTAAGGCGGGTGTGGCCATCTTTA I I I I I AGAATCTGAGTCACTGTTGTTGATATAAC 

TTGTTCAG G GCTAC AAAT AAATG G CT AGTG G G ACCAG G A ATC ACTGT AT ATTC ACCCC AT 

TCCTAAAATTTATTTCTTACCTGACGCTATATACAATTATAACAGATAGGTGAAACTGTT 

TCAAATGAAACAGC I I I I I I I I I CAGATATTTAACAG I I I I I CTTC I I I I I I I GAAGGCA 

CGCTATTTCTTAGAAGAATAAATAAAATAAACATTATGATTGAATATACATTATAAAGAC 

TGAATGCAAATTATTTTACATATATATTTTAATAAAAGAGACATCTAAAGTTTATAAGAA 

TTCCATCAGAACTCACAAATGCAAACTGAATATTAGCCTTCAAAGTAGCTATCTTTAAGA 

G ATTG CATATTTATTCC AATT A AAA ACTATTTTGG A ATCTATTTTG G A ATG GCCTTTAG C 

ATCAGAAAATCACATGAAAACAGACCTTCAAACAAGTAAATAGCAAA 

>SEQUENCE:8255:prostate_MPM2000-004P6_Tab!e5 

TCAATAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAA 

TTAAGGGGGAACAGCAATCACATTGATCAATATTTCAAAATCTACTCATTCATACTTTGA 

GACCCATAAAGTACTATTTCCTTCTTCTCTTCCTACTTGATTGGCTGCTGCTTCTCAGTC 

TCCTTTGTTGGGTCCTCCTTACCCTTTTTTATGTCATCCAAAGGACCACCAGGATGGCTA 

GATAGTATAAAAGAAAGTTGGCCGGCACAGTGACTCACACCTGTAATCCTAGCACTTTGG 

AAGGCCGAGGCGGGTGGATTGCCTGAGCTCAGGAGTTTGAGACCAGCCTGGGCAACACGG 

TGAAACCCCATCTCTACTAAAATACAAAAAATTAGCCAGGCATGGTGGCGTGCGCTTGTA 

ATCCCAGCTACTCAAGAATCTGAGACAGGAGAATCATTTGAACCCTGG 

>SEQUENCE:8256:prostate_MPM2000-004P6_Table5 

AACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGA 
ATT AATT AAG GCG G G ATGGTCTCG ATCTCCTG ACCTCGTG ATCCG CCCG CCTCG G CCTCC 
CAAAGTGCTGGGATTACAGGCGTGAGCCACCGCGCCCAGCCCAAGTAATCCATTTTTATC 
TGCCATCTCTCTCCATTGATTTGTGCTGCCTGCATTTATTGTAI I I I I GTGTCTAACTTG 
TCTCATAGCCCTCACCGCCCCATTCCATCCTGTTGTTCAACCTCTGTCTCTTTATGTTAA 
CTGGATTTCTGCATTAAATGACTGCCCCCTT 
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>S EQ U ENCE:8257: prostate_M PM2000-004P6_Table5 

AACCCTCCCTGAAGGGAACATAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGA 

ATTAATT AAGG CGG G CTGTTCTGTTCTAATTAG CATTTG CCTG G A AG AG C ACC ATGTTCA 

CCATTAGACTAGGACTTGTTTCTCTGGGCATTATAATCATTCCTCAACTCTGACAATCGT 

TCCTAATCTCACTTGCATTACTTTGAAATTCCAACCTCAAAGACTCCCCGCAAACTGGTG 

TCACCATCTCTCTTCCTGCTGGTGCCATCATTAGTACCCAGGGAAGGCCCTGCTTGCCTT 

CAGCTTACTTAAGAGTATATGGCTAGGGAGTTATGGATCCACTGCACAGTTGTTCTGTGA 

CCAGAGGAATTAACCCATCTGTGCCTAGCATTCCATTATTGGAACACTAAGCTTGTGGGA 

GTTTATATTCTACTGTTCAACCTCATCGCCAAGGTCTGATCTTTCACACACAAGAAAAAT 

TGGCAACCTCCGG CATAAGTG G ATCAAAAAAG GCCTG AAAGTCATCACAG AAGCTTTTTA 

CTAAATGC 

>S EQ U ENCE:8258: prostate_M PM2000-004P6_Table5 

GCAATTAACCCTCACTAAATGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACT 

TCTAGAATTAATTAATGCGGGGGAATCAGAGGCAATGAGCCCGTATATACTTCAACTCAA 

G AAG ACTG C ATTAATTCTTG CTGTTC AACAA AAAACAT ATC ATGTAAATAGTG GTTTCTT 

GGCAATCCTTTGTTCCATGTGTTTTGTGGCTTCAGGAGCTGGGGGATGTAGCTGAATAAC 

TTATACCAGTGATTCTCGACAGGGTATGAATATAAGTGACAAAATOACTGGAGAATTTTC 

TACAAGTGTGCCCTTCCCTCTCCTAAGCTGAGTCAAAGTTATTGATGAATGTATGTATAT 

ATCCCTCAGGTGACTGGGTATACAAGATGTTGAGAATCACTGGTGTTATATCCCAACCGG 

TATCTATAATATTGAAAACAAAAATCCTATTGAAATGGTTAGCTGCCATCAGCATGGAGT 

ATTGGAATACAGTGTGATATTACAAAGAAAATGTA 

>SEQUENCE:8259:prostate_MPM2000-004P6_Table5 

TAA AG G G AAC AAAAG CTG G GT ACCG G G CCCCCCCTCG AG AGTACTTCT AG AATTAATTAA 

G G CGG G G G A AG GCTGTGTG ACCCTG G AA A AGTC ACTTC ACTATTCTGG CCTTTGTGTACT 

CATGAGTTAAGAAAGGGAGAAAAGGTTGGGCATGGTGGCTCACGCCTGTAATCCCAGCAC 

TTTGGGAGGCCGAGGCAGGCACTTGAGGTCAGGAGTTTGATACCAGCCTGGCCAACACAG 

CGAAACCCCATCTTCATGAAAAATACAAAAATTAGCTGGGCGTACACCTGTAATCCCAGC 

TACTCGGAAGGCTGAGGTAGGAGGATGACTTGAGCCCAGGAGCTGGGGGATGGATGGGAT 

GGATAGCATGGATGGAGAGCAATATTGCAGTGAGCTGAGATTGTACCACTACACTCCAGC 

CTGGCTGGGCAACAGAGCCAGATCCTAAAAAGACAAGATGACAAGACCAAAGACAAAGAC 

CAAGACAGAAAAGAAAAGAAAAGAAAAGAAAAGAAAAGAAAAGAAAAGAAAAAGGGAGAG 

GGGCCATGGCTAGATGTTTAAGGCCACTACCAGATGTATACACATTTCTCAAGTTCAACC 

TGAGAGAACTGATTGAAAAAGAAAAAAAATTCTAAAAGACATAAGCAAATTTTCTAAACA 

TTTCTCTGTTCTTA 

>SEQUENCE:8260:prostate_MPM2000-004P6_Table5 

GGGAACAAATGCTGGGTGCCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAACCTA 

CATATATTTGTGTCTGCAACAAAAAAGGAAAAAGAGAATGAAGAAAACAAGAAAAATAAA 

GAGAAACGAAAAAGCAGAAGACACAAAGACCAGAAAGCTAGAACAGAACTAAAATAAGAT 

CATGCATGTCACAAAAAACAGAAGGAAAAGACCACTGCTCACAAAGGAACTGCAACTTTA 

GCG ATGT AGTCCTCCTG CTTTG CCCCATTTT ACACTTG AG G AA ATG G AAGCTT AG A ATG G 

TTAGATAACTGCTCAAGGTCGCCCAGTTTATTAGTGGTCATCAGGATTAGAATCTAAGCC 

TCCTGAGTCATACTTTGGTGCTCTTTCCATAACAGCATAGTTGTACCGATTACATTAATG 

GTAGTAAATG ATACTTTAAAAAG G ATTCCATAG 

>SEQUENCE:8261:prostate_MPM2000-004P6_Table5 

AAATAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTTCTTCTTAAAATTAA 

TTAAGGCCGGGGAAAAAAATTAAAAAATATAAAAAAATTATAAGATCAAAACATTCTTTT 

ATAATATCAAAGATGAATTTAAACCTGAAAAGTATGAAGCCCATTAAAAAAGACAAGCTA 

G G AA AC AA A AAGCTA AG G G C AA A ATGTCC AAATTTT ACCTTG C A AAC AG A AATG GCCCGC 

CCCCCCCGTGGGGGGGAATCAAATCCCCTTTATTTGCTCATGTATAACCCCCCTATGATG 

CCGGTT ATTTAACAAGCTGTG G ATG G GTTTCCAT AGTCTTCCTTTCTGTACATTGCTATA 

TCTTCAGTCCTTTGGAGCAAGTGGACCTAACAAGTTGAGCAAAATGAATATTTGGATCCA 

TGTTCCTCTTGTGACCCTGAGTCTTCATGCAAGGAGATCTGAAGCTGAACAATGAAAATC 

TTCAGCAGAAATAGAAATGGCCGTGGATTGTAATAGACACTGAAATTCTGACTTTCTGAA 

TTTAAATGTAGAATAAATTTTACCAAC 

>SEQUENCE:8262:prostate_MPM2000-004P6_Table5 

ATAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 
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AGG CG G G CACATA ATTTTG CAATTGT ATTTTT ATTTATATT AC ACAGT AAG AAA A AC AG A 
ATGTTCTATATTTATAGTCTTCCTGTTACAAATATGCGATTAGAGCTTAAAGAGTCATAG 
TATCAGAATTAGAATGTTAATATTCCCACTCAATATACTGAGGTCTCATTTTCATTATGG 
TG GGTTTACTAACTG CCCCATATACTTCG C AGG G CTG CTTTG AAG CTAAA ATG AG ATCAT 
TCATATGGGATCACATTAAGCTGCTAGAAATTAGAAAATGTACATGAGATAGTATAAATT 
TTACAGTCACTAATTTAAGTTTCTTTTCATTAGACGCTGTTGGAAGCTCTGACTGTGGCA 
GTTGTTGGTAAGCCGTAACTGCATTTCTATATGTTATAATAACI I I I IAATGT 
>SEQUENCE:8263:prostate_MPM2000-004P6_Table5 

CCTTCCTAGGAGGAACATATGCTGGGTACCGCGCCCCCCCTCGAGAGTACTTCTAGAATT 

AATTAAGGCGGGGGAATCATTTAGGTAGGAGACTGTGCCAAGCAGTATTGGGAATGAAGA 

GAAATCAGAAGAAGTATTGACAAGGACAAATCAAATATCTGACTGGATATGGAATTGAAA 

GAGGAAATCAATGATAACAAGGTTCGAGGATCAGTTATGCTGCAGGTCTACCTTGTCTTC 

AGTATTTTATTGAAGTCATTCCTATAACATCTGTGCTAGTGCTTGCTTCAGTAGCACATA 

TACT AAAATTGGAATGATACAGAGAAGATCAGCAAATAAAAATTTAAGTACAAATTT AAA 

AAAAGAAAAAAAAAAAAAAAAAAAAAAGGGCGGCCCCCCCCGGGGGGGGCCCCCATTCCC 

CCCTTTAGGGGGGTATTTTACCCCCCCCCTTGGGCGGG I I I I I A 

>SEQUENCE:8264:prostate_MPM2000-004P6_Table5 

AAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGG 

CGGGTGTCTGTAGACCCAACTACTCGCGAGGCTGACGCATGAAAATTGCTTGAACCCTGG 

AGCACAGGTTGCATTGAACCTATATCACCCAATTGTACTCCAGCCTGGAACAGGAGCGAA 

ACTCCGTCTCAAAAAGGGCCTGGCCAACAGGGGTCTTAGGCCCCTGCCCAATGAGAGTTT 

CCTTCCCG GCCCCCAG G G AAACCATCA ACCCCCCC AG AG GTG ATAG CTG ATG AAG AGCG G 

GGATTTGGACGAGAGACACAGGATGAGTACCGGGGGGCAGCCCCGTGATCAACAACTGCT 

GCAAGAGGGGCCGTTTGTTCGACTCGCTAGTCTTTTGCGGCTCTATGCGGTACTAAAGAG 

CATAAGACAGAAGATACAAAAACCACAAAAAGTAGCCGGGCGTGGTGCTGCCCGTTAATA 

ATCCCAGCTACTCG 

>SEQUENCE:8265:prostate_MPM2000-004P6_Table5 

GCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 

TACTTCTAGAATTAATTAAGGCGGGGAGGGGTTAACTAACCACAGTCAAAGCATCTAGAA 

AATTAGAGAAGAGAACCATATATGTGATCTTGGAGGTATCTGAGGTCACATTCCTTCTCT 

TTAGGTTTCTTTACTAAGATAAGGAACATTATAAAGATTCAGAAACTATATTACCTTTAA 

TTGTTGCTGCAATTCGCTATTCAATCTGGCCAAAACGGTGTTGGTTTCCTTATTACGTCT 

AATTGATGCCTGAATAGCTTTCTTATCTTTCCCAACAGATCTGAGAAGATAAAGAAGGCA 

AAAAAAACCCATAACCTTCATTTCTTATCTTAAATCCTCTCTATTCCTTCCTGATCTATT 

TCTAAACATGAGAAGCAAAAAGAGCATCTTTTTCCTTACTAGCACAGCTCAACCTCACTT 

GCTCAGTTG 

>SEQUENCE:8266:prostate_MPM2000-004P6_Table5 

ACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTCTTCTAGAATTAATTAAGGCGGGAGA 

ATTGCTTGAACCCAGCAAGCAGAGGTTGCAGTGAGCTGAGATCATGCCATTGCACTCCAA 

CCTGAGCGACAAAGATTCCATCTCAAAAAAAAAAGACACTGTGATTCCATTTTCCACTGG 

AGTAAAGGTAAAGATTTTATAAAGCTAATGTTCATAAAATGATTCTAAGATAAA 

>SEQUENCE:8267:prostate_MPM2000-004P6_Table5 

ACCCCTGACTACAAGGGAACCCATGCTGGGTGCCGGGCCCCCCCTCGAGAGTACTTCTAG 

AATTAATTAAGGCGGGGAGGGGGGAGGGTTAACATTGCGCGAGATACGTTTTGTAGCCGA 

CAAGCTCTTGGGTGCGACACACCAACGCAGAACATGTGAACCTATGACTCTGTCCTGCCC 

CTTGTGCTCATGTACCCCAAAGAGGAAACTATGCCAAATGTGACTTGTGGAAATTTATTT 

AGAAATTCAGTGGATCTCTATATGGAACAGTGAATAAGACAAGAACATGTATGTAAAAAT 

AAACTCTCTCGCACATGTATGGAATAGTTTTGCTGAAGAAGGTGGGTGAAAAGTTGCTCA 

CCTAAGTA ATTTTGG AAATTGCTAAACTTGTTTCCCATG G GGGTACACGTTAATAATTCT 

GAAGCCACTGTAACTGTATAATGGAATTGAAAAAATTGCCGGGCGTGGTGGCTCA 

>SEQUENCE:8268:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGCCCCCCCCTCTAGAGTACTTCTAGAATTAATTA 

AGGCGGGATAAGCTGATAAAGGAAGGAAAGTACACCCCTCCACCTCACCACATTGGCAAG 

GGGGAGCCTCGGCCCTGAACAGAGCAGCTGCTGATGTCTGGAGGCTGATTTTCCTGTTCT 

CTGTTCTCCACTGGAAAGGTTGTTTACAACAAACCTCCTTGTCAAAGTGTGTGAAAAAAA 

AAAAAAAAAAAAAAAAAAAAAAAGCGGCCGCCACCGCGGTGGAGCTCCAATTCCCCCTAT 
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AGTGAGTCGTATTACGCGCGCTCACTGGCCGTCGTTTTACAACGTCGTGACTGGGAAAAC 
CCTGGCGTTACCCAACTTAATCGCCTTGCAGCACATCCCCCTTTTGCCAGCTGGCGTAAT 
AACGAAAAGGCCCCGACCGATCGCCCTTCCCAACAGTTGCCCACCCTGAATGGCAAATGG 
AAATTGTAAGCCGTAATA I I I I IGTT 
>SEQUENCE:8269:prostate_MPM2000-004P6_Table5 

CTAAGGGACAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGG 

CGGGGTTAGAAACCTATGGCCTAGGCACCCAACACTCATCGTACAGATACTTCTCACCAG 

CCTGCCAGCACATAACGGTCGGCTGTATTGCTTCACATCAATCATCGCTACCAAGTACTA 

TTGTTGACTAGGCGTGATCTATATGCTGAAATGTTGGCCTATAGACGTAAGAGGCCTCAG 

AGAATCGCCAGGAACACTTAGCGAGGAGACTCAAACTCTCCTACTCTGCGAGCTTGAACG 

CTTAAAGCTGAATCCAGTATTTATCATACATGCTTATGTTAACGAACACATATGATCCTA 

CTGCCTATGACCATAATACACTGTTGGCGGGTATATAAATGGGTCTGACCTCCACACATG 

ACAGTATGACAATATCTATCACAATTTGAAATGTATGTTCCCTTTGATTCAGCTATTCTA 

CATGGACATGCTCACACATCTACATAGGGATTTACGACAGCACATTGTTACTGCTCAGGG 

TCTGAATTCTTAAAATACTGGACATAACTTAGATAACCTATCACTCAGT 

>SEQUENCE:8270:prostate_MPM2000-004P6_Table5 

TAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAA 

GGCGGAGATTCCATTTTGCCTGGCCACCTGTGGGGTATTAGCTTGTGGCTGTCACTCATT 

CATCCAAACAATCTTGATTGAGCGCTTACTATGTGCCAGGTACTGGTAGGACAGCAGTGA 

ACAAAATGGGATCCCCGCCCATGTGGAACTTAAATTCTAGCTGTTGCTGCTTGCCCTTGA 

AGCCCTGAGTTTGTCCACCAAGCCCTTTTTCTGCACCCAGCTCCTTTCCTCTCTCTCCGT 

CAAGACCTACACAGGTCTTTGGGCAGCCTGACCAGCAAGTGTCTGGAAATTGAGAACACG 

GTATTGCTGGCCTAGGCCTTTCCTGCTTATCCCTGGCTCTTCGGGATAAACGTGGCTTAC 

TGTGGCTCTCCAG G AGCTG ACCTCTG ACTTCACTTG G C 

>SEQUENCE:8271:prostate_MPM2000-004P6_Table5 

TA ACCCTC ACTAAAG G G A AC AAA AGCTG G GT ACCG G G CCCCCCCTCG AG AGT ACTTCT AG 
AATTAATTAAGGGGGCTCCATTTATTCAACAAATATCTATTGCACATCCACTATGAGCTA 
GTCATTTAACAAAAATTAACAAATATTTATCATATGTATAAATGAACTAATAC I I I I I GA 
TAATTGGAGCAAAACAATATGCATTGATCTAATTAACATGTAATTTGAATCTAAACTTTA 
TGTCTAGATCACTGAAATATAAGCATATTTTAAATTCAGAATGTATTCATTTACTTATTC 
A I I I I I I CAACAAATATTTATTGAGTGCCTATTTTGCATCAACCATTGTTCTAGTTGTGA 
AGAGTACAACACTGAACAAAGCAGACAAGGTCACTTTCTATGTGTAAGTGTACATTCTAG 
TG AAG AAG ACTG ACCG N N AAAAA AAAT AGC AAAA AAAA AAGG G G G CCCCCCCCG G GG G G G 
GGCCCCATTTCCCC 

>SEQUENCE:8272:prostate_MPM2000-004P6_Table5 

CCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCAGGAATCTATAACTATTTATCTAT 

CTGCATATGTGTATATAACATCAGAGCTTTAAAATATATAAAGCAAATATTGACAAAAGT 

GAAGCAAGACATACATAGCAACATAATAATTGTAGACATCAAuACCCCATTTGCAGTAAT 

AAATAGAAAATTAAGGTNAAAAAAAAAAAAAAAAAAAAAAGGGGGGCCCCCCCCGGGGGG 

GGCCCCAAATCCCCCTTAAAGGGAGGGTTTTAACCCCCCCCCATGGGCCGGGTTTTAAA 

>SEQUENCE:8273:prostate_MPM2000-004P6_Table5 

CGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGCAGGATAGTTCAGACGG 

TTTCTATTTCCTGAGCGTCTGAGATGTTAGTATTAGTTAGTTTCTGTTTTAGCATGTTTT 

ACTGGAAAAAGCAATGGCCAATTTGTTTTAATAAATCTTAAACATCCTATATTTAI I I I I 

AAATATTCTTCTAGGTTATTTGCATGACAAGAAGGAAAATATGTATTTTCTCTGATCTTT 

ACTGTATTTATTGATAGAAGGCAGAGAATGCTGAAGAAATTGAAAAGGGTGAGGTTAAGA 

GCTAGCACATAAACCT 

>SEQUENCE:8274:prostate_MPM2000-004P6_Table5 

AATAAGGGGAACACATGCTGGGTGCCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATT 

GAGGCGGGAGGTGCCCGGCAACCCTAGGAGCCCGGCGCGGGGCACGATGGGACGCCCC 

CG 

GGAAGAGGCGGAGCTGGGTTCGAGCGCTGGGGCTGCGGTTGGGAAACTACTGGAGGATG 
T 

GGTGCACCAGAATAAGAGAATAAACCAAGAAACAGGAAGACGTGATCCAGGCAACAGGAT 

ATTCCAGTATAGAATTTAATTCTGGAGTGTGAGCAGGAACCAGTTAACTACATTCATTGT 

CCAACCCCCACTGGTTTGAAAGAAGACTCCAAATTCTTGGCATATGAATCAGCTGTTCGG 
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TAGCTCCACCTTATCCCTGCGGCGAAGCAGCAGAACCGCCAA1GGCGGCACCTCTGGATT 
CACACTGTGGGTGGTGAGGCCTTCCGCTGAAGGAGGTACTGGTGGATGCTCTCACCATCT 
CGCTTTACCCAGGCAGCATTCAGCAGAATATTTTCACAACACTGCTGGATGGTACGCTCA 
GCTGAAGGAGCTGGGTGAC 

>SEQUENCE:8276:prostate_MPM2000-004P6_Table5 

CTGGCCGTCGTTTTACAACCCTGAATAAAGGGAACAAAAGCTGGGTGCCGGGCCCCCCCT 
CG AG AGT ACTTCTAG AATTAATT AAG G CG G G GTTATAG AAATCTAG AA AAAGTTCCC AAG 
TTACATTGTCAACATTCAGTTTTGTAACCAACCTGGAAATGGCTAATAGTTTATTTTAGC 
T ACCGTTTACTG AAAGTCTGTGTG GTC AG AC ACTCTACTG AC AG CTT T AAAT G ATTG GTC 
TTAGTTAATCCTCACAATAATTCTTCAAAATAGATGATATTATTTCTGATTTTTATCAAT 
TAAAAAAAAAACCATGGACTCAGGGTTATGTGGCTTTCATGGGGACAAAGCTAGTAATGA 
AGTATTAAT AG AT ATT AAAACCTG AGTCTG AATATCCTCAA AG C AAAN N N N AAAAAA A AG 
AACAAAAANAAAAGGGCCCCCCCCCGGGGGGGGCCCCAATTCCCCCTT 
>SEQUENCE:8277:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGAGGGGCGGAATGGTCTCTTTTCGGACTTTTGAAGATTTTGTCAGGTAAGACATTGTG 

GAACTATGTCTGTACAAGGGGAGCCATGGACATCTGTGTTTTGGGGTCTCATCTTTCTGC 

AAAATGAATAAAGGTCTCCCGAATAGCCATGAGCCAGCTAAAAAGATGTAACCCTTGCTG 

TATATGCCGTTGGAGAGGTATATATCCTTGCATTTCTACCTCTCATTCAGATTC TACAA G 

CCTCTACTTGTAGTATGGGCCTGGTCAGAAAAAAAGAAACAAACAAAAACCATCTTTTCC 

TGTGGAGCTAACAGAAGAAGCTGTCTGCTCTGTGATGA GTGAA ATGTCAGGAGAAATTAA 

AC ATAAC ACTAG AGTG AG CCCC AC AAG AG AC A AT AC ATCTTTTG ATTAAATG 

>SEQUENCE:8278:prostate_MPM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTC TAGAGTA CTTCTAGAATTAATTAAG 

GCAGGTCGATAGAAAATATCCAAACAGAGAAAAAAA I I I I I I I CAACATGTGGAACATGA 

TAATTAAGTTTAATATATGTGTAATTAGGATCCAAAAAGAAAAAAGGGGCAGAATATATG 

AAAAGGTGGTAACAGAACTTTCCAAAACTAAAAGGCATCCAGCTAGATTCAAAAAACTCT 

ATAAACATAAAGCAACAAAGAAAACCACATCTGAACACATCAAAGTGCTTTAAAAGTAAC 

ACAGAGAGTCTTAAAATTAGCCAAGGAAAAATAAAAGACACATTATCCTCAGCAAGAATA 

TAGCTAATACATTGCCTTCAATAAGACTGGTAGCTGACTTCAACAAAAAGAAAGGAAGAC 

AGAAAGCAACCAAACATTCTTAATGTGTTGAAAGAAAATAACTACCAACTTAAAACTTAA 

TTCCCAG TGAAAACACA 

>SEQUENCE:8279:prostate_MPM2000-004P6_Table5 

T A AG G G A AC AA AGCTG G GTACCG GGCCCCCCCTCG AG AGT ACTTCTAG AATTAATT AAG G 

GGCGGGGGGGCTCTAGAAACATTGTCCTGGACACATTAGTATGGCCTCTCACTAAGATAC 

TGTGATTTGCTTGATAAACACTAATAAAGGAATAAGAATAAAAA AAAA AAAGGAGGCGCC 

GGCCACCGCCTTGGCTAAATCTGGACCTACCCTAATGAGTTAATTTTGAGCCCCCCACAT 

ACAAATCGAGTTATTCACCTCCCAAAGAGAGGCTTCAAGCATC T GCAGGAACTGTGGCAG 

CAGCAGGAGATTAGAGCGTTTTGTGCCATAATTCCAGAATGTGCGCCGTAGCTGCTTAGT 

TGAGACAAGGACAGGGTTAGATTAAATACATAGTATAATCTGTGCTGAGTGTGGTGGTTC 

ACACCTGTATTCCCAGCACTTTGGGAGGCTGAGGCAGGTGAATCGCTTGAGCCCAGGAGT 

TCAAGACCAGCCTGGGCAACATGGTGAGATCCCATCTCTAC 

>S EQ U ENCE:8280:prostate_M PM2000-004P6_Table5 

ACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 

TTAATTAAGGCGGGGAAGGGTGCATAGCTGTTTTAGCTGAGGGACGTGGTGCCGACGTCC 

CCAAACCTAGCTAGGCTAAGTCAAGATCAACATTCCAGGGTTGGTAATGTTGGATGATGA 

AACATTCATTTTTACCTTGTGGATGCTAGTGCTGTAGAGTTCACTGTTGTACACAGTCTG 

TTTTCTATTTGTTAAGAAAAACTACAGCATCATTGCATAATTCTTGATGGTAATAAATTT 

GAATAATCAGATTTCTTAGATAAAACAATAAT AT AT AAAAAA AAAGCCGCCCCCCCCCCC 

GGGGGGGCCCCAGATCCCCCCTTTATGGAGTTTTTTTACCCCCCCCTCGGGGGGCTTGTT 

TAACAAAATNAACGTTGGATACAGTTTAAAATAATGGGTCATATTCCTTT 

>SEQUENCE:8281:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 
AGGCGGGGGCCACTTGATAAGTGAATCAATGGGGCGGACTCCGAATCTTCAGTGGATCCA 
TGTTAAGGCTCTTTCTGCGTACGAATAAAGACTATCTCTGTTGCTCGCAAAGCAACCAAC 
ACTTTACAACGAAATATGAATACCTTACCAATCCTTAATAAAGGACCAACACTAGTCTAA 
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TTG G CCTGGTG C AAG G AAA AAG AC AGGGT ATCT AAACCGTGACG A ATGTCT A AAAA A AAC 

ATATTCGCGGAGAAAATATCTGTAATTGTGATAAAAATTGGTTTTACATCTACTTTAATT 

ATGTGTGAGAATGTTGACTTTTATCATAAGGCCCTCTGCATTAAGTTGATCAAATAATTT 

TTCTCCTTTAATTTATTAATGTAGCAAATTACACTAATTGATATTTTAATATTAATCCAA 

CTTTACCTTCCTG GG ATAAAT AG AACTTGGTCATCACATATTA ATTGTTATTG CATTATA 

ATCCGTTATACATTATACATTACTATATTTA 

>SEQUENCE:8282:prostate_MPM2000-004P6_Table5 

AAAACTGGGTACCGGGCCCCCCCTCGAGATACTTCTAGAATTAATTAAGGCGGGGTAAGA 

AAAGCTGGTCTGGAGTTGCTGAATGTTGCATTAATTGTGCTGTTTGCTTGTAGTTGAATA 

AAAATAGAAACCTGAATGAAGAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAATA 

TAACAAAAAAACCAAAAAAAAATAAAAAACAACTCCTTCTCGCCCACGGAGGGGCTCTGC 

TTGGGGTCTACCAAATGAGGCCTGACTACCCCCCTTCCCTCATCAGTCAAAACCAGACCA 

TG AG CCTAG AGG G ATAG ATG AC ACCGTTC AG ATAA 

>SEQUENCE:8283:prostate_MPM2000-004P6_Table5 

TAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAA 

GGCGGGCGGATCATGATGTCAAGAGATGGAGACCATCCTGGCCAATGTGGTGAAACCCCG 

CCTCTACTAAAAATACAAAAATTACCTGGGTGTGGTGGCGCGTGCCTGTAGTCCCAGCTA 

CTCAAGAGGCTGAGGCGGGAGAATCACTTGAACCCGGGAGGCACAGGTTGCAGTGAGCCA 

AGATTGCGTCACTGCACTCCAGCCTGGTGACAAAGCAAGACTCCATCTCAAAAATAATCA 

AATAAAATAAAATATTGATAAAATTTAATTTCTGAAGACCAGTGTAGTGTCAGTTATGGT 

GCTAGGCTCTGGAAATATGAATATAAACCAAAAATAATATTCTAAGGCCCCCCCCTAACT 

ATCTGAATGGACTTTCTTCTCAGCCAGGGCTCTTTTAAAATGTAACCTGAGAGACTGGTT 

CAGGCCATGACTGAAAGTGGGAGTCAGAC ATGCC TCATTATACCTTTCTGGCATTGACAT 

CAACATAGACTGTAAGTCTGATAAGAAACATTTTTACAACCTGTTCTCTCTGAAACCTAC 

TACCTGAAAG 

>SEQUENCE:8284:prostate_MPM2000-004P6_Table5 

ACCCTAAATAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 

TTAATTAAGGCGGGATGGCACTAGAAGAAATAGCTATTGAAAATGATGAGTCAATGGGAG 

CGGCACACCAACATGGCACATGTATACGTATGTGACAGACCTGCACATTGTGCACATGTT 

CCATACAAGTTAACGTGTAATAATAAGAAAAAATGAACCACCTAACAACAGATTTGACTG 

AACAGCTGAAAATATGAGTTGGCACAGATTCTCTTTAGAAACTTATGGCCAAATGTTTAA 

C ACCTATGGCC AATTTG G AACTTG CTCCAG G CTC ATT ACC ATTCTCTG CGTTT A ACCCTA 

AATACCTAACTACTCGGGGCTCACACCTGACTAGACTGTGTCATGGAAAATTAGGCTGTT 

ATG A A AC ACG AC ACCTGTG CTCTATAATCTTATG C A A AAG AAG A A ATTC ATC A AAAG G G A 

CCATGTCTCTTACACACACAGGTACATACGCGTGTGCACACACACAAACACACAGAGAAA 

GAGAGAGGGAGAGAGAGAAAGAAACAGGGATATTCTAGGACAGCGCTTACAATGTTTACA 

GTGTAAGCTCTGAAAACAAATGGACTGTGTTCACATCCCA 

>SEQUENCE:8285:prostate_MPM2000-004P6_Table5 

CTGGCCGTCGTTTTACACACACGGAAACAGCGTGTAACCATGATGGCTGCCG CGGC CCTT 

TCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGGTAAGATTTGCCGAGTTCCTTTTACT 

TTTTTTAACCTTTCCTTATGAGCATGCCTATCTAATGTTGCTGGGAGGTTGGATGTAAAT 

CCAGTTCTTTTTCCTATATATGTTTGTCTGTTTCTCCCTTTGGAAGTGTCTGTCTATATA 

CTTG GTGCTCTG AAAG CTCTCTCTG GTGTGTCT AG G GG AGG ATCCTTTATCTCTTCCATC 

TGGCAGGCCTCAGTGTATTCATTCAACTGCAAAATCCGTATTTCTAAGTTGTGGGAAATT 

TTCATTTGTTATTCCCTTAAGTATCTTCTCTCTTCCATTTTTTTCCTTT GGGAGC TCCTA 

TTTG AT AG ATTTTG AAACTTTG G G GTCTTTTGTTTC ACTTTCTTTC ATGTTTTTTG CCTC 

>SEQUENCE:8286:prostate_MPM2000-004P6_Table5 

CCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATT 

AATTAAGGCGGGCAGCATTATAGCTAAAATAGGCAAGGGATATTTCTTGAAAAGGAAGTA 

AGATATATCTACTGATGGCAATGCTTGCTTTTTTTATCATCAAGAGTTTTGTTTAGATGT 

CACTATTCCCAGAAAATAACAAGAATAAAACTGTCCATATTCATATTCACT CTTTG ACAT 

GCAGATTTTTAAAACTAATGGGCCCCTAGGCCTATTGACATTTTCAGTATGTTTTAGTGT 

TCCCAATAGAAAATGACCTGGTATCTTGCCAGGGGGCCCCCCCCCCCGGGGGAACCCCCC 

ATTCCCCTTATGCCATTACTGTTGGGCCCCCACTGACTGGCAGTTTATAAAACTGNACCA 

CAAGGTAACCAACCATTAAAAAACTCTAAATGATATTTAGTTAAAGGGACTCTTGGTATC 

CAGACTTAAATTTCAGGATATGCTGAAACAAACCAGCATTCTTAAGGAACTGAC 
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>SEQUENCE:8287:prostate_MPM2000-004P6_Table5 

GGAACAAAAGCTGGGTTCCGGGCCCCCTTTCGAGAGTATTTCTAGAATTAATTAAGGCGG 

GAGGATCACTTGAGCCCAGGGTTTCGAGACCAGCTTGGGCAATATAGTGAGACCTCATCT 

CTATAAAAGAAAGTAAAAAATTTTTAATAAGAAAAAAAGAA AAGA AAAAAATGTATTAAA 

CAAAATTTGAACTTTGTAACAAGATAGGGTAAATCAGGGATTTTA AAATTA GGTTAAAAA 

TTCTGTCTTTCTTTTTCTCTGTTGGCTTCCTGTATGTGT CTTTCT CTTTTTTCTTATCTT 

TTAGGAGAGTGAAATTTAGTTTGTTTTGCTATGAGATTCTTTTTCATTTCCAGTTAAATA 

ATGCAGCTCATCCTATTGCTCCTGTAACCAGTGGGTAGGGAAACAAAAAAAACAAAAAAA 

AAACAAAAAGCGGCCGCCACCGCGGTGGAGCTCCAATT 

>SEQUENCE:8288:prostate_MPM2000-004P6_Table5 

ATAAAGGGAACAAAAGCTGGGTGCCGGGCCCCCC CTCG AGAGTACTTCTAGAATTAATTA 

AGGCGGGGTGGTTTTTTTCCTTCTTCCTGATACATGTTTTAGATACTAGAAATATATATA 

ACTGACAAAGCTTGATCATGTGTTTTGTGGTGAAAATATAACATTTATTAAGAATAATGT 

TTTATCTTTTAATATTGAAGGTAAAACTTGATCTTCAATTTTTCTCTTTATAGATGTTAC 

CAGACCTAAAAGCAGACAACCAGAGGCTAAAGGATGAAAATGGGGCCTTGATCAGAGTTA 

TAAGCAAACTTTCCAAATTANAAAAAAAAAAAAAA AAAA AAAAANGGGGGGCCCCCCCCG 

GGGGGGGCCCCCATTTCCCCCTATAGAGGGTGTTTTTCCCCCCCCCCCCGGG 

>SEQUENCE:8289:prostate_MPM2000-004P6_Table5 

CTGGCCGTCGTTTTACACCCCGGAATAAAGGGAACACATGCTGGGTGCCGGGCCCCCCCT 

CGAGAGTACTTCTAGAATTAATTAAGGCGGGTGGGGTCGGTTCTGCCCTGCAGTGAGGGC 

CTTGGGGGTCACTGGCTGATTGGTCACCGGAGCTGCAACAGAGTCACAA CTGAT TACCCC 

TCCACCCAAGACCCTGATTTCTACAGATTATGGTC TCTCC CCAAAGCCTCCTTTTCTCAA 

AAAAATGCCAGACCTCAATTTTCTAAACAAGTTGCATTTTGTATTTCAATCGATAAAAGG 

TCTTTGATGGCTTACAATGCCCAGCCCTGCTGGCTAATCTTGGTTGACGTTCCCTTTGAC 

AACAATCTGCCCACAAGCCTCTTAGGTAGAGGTGGGTGGCTGTGGCCA CAGTA ACTACGT 

A A AAC AG C ATG CTG AG G AG CTACGC AG GTTACATG G G CTGCTG GTTCTCTTTTC AG AG AC 

CTTGGATAACAAAAAGGAACAATGAGCTGGGGACATTAAGTGTGA GCTTA ATCATAACAA 

GAGGGGATTGAAAATGGCACCTTCCACTGCTATGTTGAAAGGGAG I I l l l AAAAAAAATG 

CCAACAAGAAAAAAGTGACTTTAAAGAAGAAATCCAGGCCGGGTGCGGTGGCTCACACCT 

GTAATCCC 

>SEQUENCE:8290:prostate_MPM2000-004P6_Table5 

AATAAAGGGAACAAAAGCTGGGTGCCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATT 

AAGGCGGGGGTGGAAATTATTTGATGCTTGTTGTAGCTCAGTACAGTTAAAAACTCTCTG 

ACAGTTGTTGCTGCTCAACAGCCCACTGAGCAGCTTGGAAACAGTAGTGAGCTCTCTTCA 

TGGAGGCGAAGGATCTGTCACCAGAGTGAAGGATCTATACTGTTGCAGGAGCCAAAGAAC 

AGAATCCTGCACTGGGAAAGAGGTTGGTCAAGATGACTTTGATTATAACTACCAAATTAA 

CCAACATCCGAGTACTTACTAAGAACTAGGCACGTAATAGATAGCTAAGTGCTTTATATA 

CAGTGTCTCATTTATTTCCTACATCATCTTTTTTAATCTTTAGAATAAGCCTGGCAGCTA 

AGAACTCTGGTTCTCCCCATTTTACAGATGAAGAAACTGAGGTTTATTGGTAGGAAACCT 

CAGTTTCTCTAAGGTCACACAGCTGGTAAGTGATAGAGCCACATTCAGATCCTGGAC 

>SEQU ENCE:829 1 :prostate_M PM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTATAGAATTAATTAAG 
GCGGGAGGGAGGGGCGGCTGCTGCATGGTGACGGCACACGGAGGCCCACCATGACGCG 

cc 

ACCGGTGAATGTGCCTCTGGTGGCTGCTGAGAAAAATACACTGTGCAGCTCAGTGATT 
>SEQUENCE:8292:prostate_MPM2000-004P6_Table5 

GCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 

TACTTCTAGAATTAATTAAGGCGGGTAACCCTTTCATTTTATAATTAAGA CTATTG AGTC 

ACAAAGAGGTCAAGCAACTTATCCAAAGTTAAAAAGATATTTATTGAGAC Mill AAAAA 

TTGAAATTGCCAGACTATAGGAAGAGATCAAGCAACTTATCCGAGGTTAAAAAGGTATTT 

AATGAGACTTTTTAAAAATTGAAACTGCCAGAGTATAGGCACTTTGCGATTATTTCCTTC 

TTCCACTCTGAATATTTCCTGCTTTCTTTCTTTCATGGCATTGGCAGTCCTGCAAATCAG 

GTCTGTGCAAATTTTGTCATCTACTATTTCATCTCTAATACCTAATATATAGCCAGCCAA 

CTTCAGTGTGTT I I I I I I I G CTAAG G AATTACTCTAAATTTG CAGCCCTGTCCCGTGGCA 

CTAAG AT AGTG AAAG ATTTTG CATCAG 

>SEQUENCE:8293:prostate_MPM2000-004P6_Table5 
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ATAAAGGGAACAAATGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGGGGCATATTTAAAGAAGTACCAGGAGTTTACCAAGTATTGATTCACATTAAAATGAT 

TATTAAAGTGTGTGTTTAGCCTGAGGAAATGTAAGTCCAGAGGACAGTCATGAGGATATA 

AGAAACAATGGAGTTGGTAAAAATATGCTGGTAAATTGAATTACATTGATCTTAAAAAAA 

ATGCTTGTA I I I I I I I I AAGAAGAGAAAATGACAACAAAACAAGATGGATGGGGTACAAG 

G AC AGTTC AGTG G GTTGTT AAAACTTGTTAAG G G CCTCCTTGTTTAAG AGCCAACT A A AC 

AACCACTATTGGAAAATTTTGGATTGTATATACATGTTAAAAAATTAAGGATAAATACAC 

ACCCACACAGGGAGTGAATTTTCTTGCTTCCATAGCAGCAGACATTTAAACGTTACCATT 

CAAACTCTGAGGGAAGGAAAATAGGAAAA 

>SEQUENCE:8294:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGCGGGGGTG G AGTTTAGTTTTAG GTTTT ATTGTATAT AAA ATCCTGC ACTG AATCTGT 

GTCTCCTCTGTTACCTACTTTTGCCAGTGAAATTTAAGTTTTAAAATACTTTCAGAATGT 

ATTTTTACTACTGCAAGTTTTTGGTCTTTAAAATGTCAAGTAGCATCTCTCTCTTTCTCT 

CTGTCTCTTTCTGTTTCTCTCTCCAG I I I I I I I I I I I I I AATTTCCATTTGGACTAAAAA 

ATCCAAATTTTTTAAAAATCTGCCCCTCTTTTCTTCTCTCATAAAGGGAATTATCCCTTT 

TTTTTGTTTTATGTAAGGGTATATATTCTTAGTTTTTCT TGAA ATCATTGTAATGTTAAC 

TTTGTTGTTTCAAATATCTGGGGGATGGCTTCATTATCTTTTCAACA 

>SEQUENCE:8295:prostate_MPM2000-004P6_Table5 

CTGGCCGTGCGTTTTACAACCCGGAATAAAGGGAACACATGCTGGGTGCCGGGCCCCCCC 

TCGAGAGTACTTCTAGAATTAATTAAGGCGGGCGAGGATAACCGTAAAGATAACAAGAAC 

GCTATGGGTAACAACAGATATCCCAATTTATCCAAACACATTGGAGGCTGGGCCTAGCTG 

CTTGACAGACGACCTGTTACAGACCTATTCTCATAGTGTATAGGCCAGAGAAAACTGGCA 

GTGACTCGTGTTGAGGTACTAAGGAGTATAACAGCTTATTTAACGTCTTGTTCTCCAGAA 

CGGGCAACGCGTATCAACCTGGGTCTTAATGTAAA I I I I I I I I I I GAACCCCATGCTGGC 

CATCGCCTTAGGTAACCTCTATTATTGCCACCCTGAAAAAAAGTCTTCCTTTAAAAGAGC 

GGTGTAAATATATAACAACTCTTAAGCCATCTTGGTAAATTTCCCCAACAGTGTGAAGTT 

AGAATTCCTTCAGGGTGATGCCAGGTTCTATTTGGAATTTATATACAACCTGCTTGGGTG 

GAAAAACCATTGTCTTCGGAAACCTTGGTGTAGTTGAACTGATAGTTACT 

>SEQUENCE:8296:prostate_MPM2000-004P6_Table5 

TGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGGGAAAAGGAT 
CAATATCTGAGTACCTTGTTTATATAAGAATAACTTC I I I I I I I I CTGCTTAG GGAAG C A 
TTCAGTGGAGATCTTAATAAGGATTGACTTTTCTTGGTAACAGAATTGATATCAGTGGTA 
CATGACATCTATGCAGCCAGACACAAATCTGAACTCGTTGGACCCTAAATAAGTGTTTAA 
ATATTTGTTATATTTCCCAAAATGATTGGTTTGTAAGATGGTTAATAGTAACTTATGCAA 
AAGTCCAG AAATTAG GTGTTCTTATTCACTG AG AAAAGTCTG CCTTAAAAATT A AACTTT 
I 1 1 I I I I CTGATCCCAAAAAAAAAAAAAAAAAAAAAAAAAAAGGGGGCCCCCCCCGGGGG 
GGGCCCCCAATCCCCCTTTAAGGGGGGTTATATCCCCCCCCCCC 
>SEQUENCE:8297:prostate_MPM2000-004P6_Table5 

CCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATT 

AATTAAGGCGGGGGAGCGAACGAAACACCATTGTTAGACTGACTACTTACTGTCCGGCGT 

TTGTCATGGCGAAGTATAACTATTCGGCGTTGGAAAACATCTGATATGCTCTATGAATGA 

GCCTTCTCGCTTTTCGTCATGTTCTGCAATGAACTATTTTTAAGGTCTA ATCTGA AGATT 

ATTCTGCCCGCTCCCCGTTTCTTTCACGAATTATTTCACACACGGACCATTTTTATCAGG 

CTCCTCAAAGACGGACTATCATGACTGTGAGTCATTATGCCTCTGACGTCCATTGACCAA 

CTAAACTTACACATGGTGAAAAAAAAGAAAAGAAAGAGAAAAGATCCCCTCTCCCCTTCA 

ATG CTTTGTTTC I I I I I I I CTACGCCTGTCCCACAGTGGGATGTACAATAATGAGTGACA 

TCGTATCCTAGAACTCCCCTTCTCAAAATTAACAAAGAGGTATTAAAAATTAATCCAAAT 

TTACTCCATTTTGAGTTAGGAGAACTCATATTTGGAAAAGCATCACTGGGCATGTTTCAT 

TTC AG G ACTG GG ATTTG A A AG C AGTG CCTG G G G ACC 

>SEQUENCE:8298:prostate_MPM2000-004P6_Table5 

CTGGCCGTCGTTTTACACCCCGAAACAAAAGAAACCAATACTGCTGGGCGGGCCCTTCCT 
CCAAAGAACAAATAGAATTAATTAAGGCGGGGGGAGGCAGCAGGCNAGAAAAAAAAAACT 
TTCTTTTTT AC AC G GTG CTG CCCCGTCTCCCCT AA A A AT AC A A AAA ATTATC ATG G CGTG 
GTGGCAGGTGCCTGTAATCCCAGCTACCTGGAAGGCTGAGGCCGGAGAATGATGTGAACC 
CGGGAGGTGGAGCTTGCAGTGAGCCGAGATTGCGCCCCTGCATTCCAGCCTGGGCAAGAG 
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AGCGAGACTCCGTCTCAGAGAAAAGGATCAAAGTAAGAATTAAGGCCTACGCC CCCCGG G 

CGGGGCTCCCATGTCACCCCTTGAACAAGAGCTTTTCCC GACCC CTATTGCGTATTTTTT 

TAAAAAATCTAAAGTTCAAAAGAGAATGTATCACTGCTGACTTTTATTCCAATATTTGGA 

TGGAGTAAGTTTTAAGGTAGAATTTTGTTCAGTTTGGATTTAATCCTTTGAAAAATAAAT 

TCCCTGTTTACTGGTTTGACTATAAATCTCTGGTATC TTTAC GAAGTAAAAACTGCAAGC 

TGACTAGCATGTTCTGTGAATCTGCCATTCCTAAAAATTTTATAAACAC 

>SEQUENCE:8299:prostate_MPM2000-004P6_Table5 

CGTTTTACACACAGGAAACAGCGTGTAACCATGATGACTGGCGCGCCTTTTCTCGAGAGT 

ACATAATAGAATAACTTAATGCGGGAAGCAAAGAGTT ATTC TAGAGAGAAGTATGTTGAA 

AAATACCTGTGGCTTATTTTCCTAATTTCCAACTATACTTTTGCCGATAGAAATCAATGA 

GAAAGTATAGTGCTTTGCCAGCCTCAGACGGAGAAGTTACTTGATCAAGCACACTTCTAA 

ATATATTTTAAAGTATCATTAGCGTCCAAAAAAAAAAAAAAAAA AAAAA AAAAGGGGGGC 

CCCCCCCGGGGGGGGCCCCCAATTCCCCCTAAGGGGAGGAGTTTTCCCCCCCCCCCTGG 

G 

CGGG I I I I ! I 

>SEQUENCE:8300:prostate_MPM2000-004P6_Table5 

ATAAAGGGAACACATGCTGGGTGCCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGCGGGGGCCTCTCTGGGACCCTTCCCTTGTTATCTACCTAAGGCAAGCTAACTAACTC 

CTTTCAGTATATGAGGTAAGGCATATATTAATTATCTTGATCTGGCCACTCCACAATGTA 

TACTTATATCAAAACATCATGCTGTACACCATAAATATATA CAAA TTTTGTCAGTTAAAA 

AAATTAAAAAGACATTGAAAAGAAGCATTAAAAAGTTATAATTTTATATGCTGGCAATGA 

ATAATCTGCAAATGAAATAAAGGAAAACCTTTCATTTACATTATTATCAAAAATAATAAA 

ACATTTATAAATACATTTAACCAAGGATCACTGAAACCCACAAAACATTACCGAAAGGAA 

TTA AAG A AG ACCT AC ATAATG AA AAGG CATCCACTATTC A 

>SEQUENCE:8301:prostate_MPM2000-004P6_Table5 

CCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATT 

AATTAAGGCGGGGGAGGGAACTGGAGCATTACTCTTAAAGTCTTAGGGTTAAACCTCAAA 

G GTCTT AT AG AG AC ATTTCCTGTTC AGTTCAG CT ATTC ACTTATTC A AC AAATATTTACT 

GAGCATGTACAATTTGCCATACACTATTATAGGTGAGGACAACAGTAGTGTAAAAACCAG 

TTTGTACCCTCATAGAGTTTATGTTCTAGTAGGGAAGATGGTCAATGAATTATGAGGTCA 

GATGGTGATAGGTGCTTAGAAGAAAACCAAACTGAGATCAGGGGTGAGTCTAATCAGGAA 

GCCCTCCCCTTAATTTATTCATTTGTTGATGTATCTGTTCATTTATTTGTTTAATGAAAT 

AATTGTTGATCTTAAGCAAGACAGTTTACTTTCTGCTTTCAGTGACTTATGTAAGTGAGT 

TGTATGAACTCAGAACTAGTTTTC 

>SEQUENCE:8302:prostate_MPM2000-004P6_Table5 

CTGGCCGTCGTTTTACATCCCGAAATAAGGGGAACCAATGCTGGGTGCCGGGCCCCCCCT 

CGAGAGTACTTCTAGAATTAATTAAGGCGGGGACGAGGCAATAGATCAAACAAGAGCAGC 

AATAAAGCTGACGTTTGCTAAGTTTGAGTGGTGGTTCAGGGAGTCCACTGTGCTAGTCTA 

TATTTGTGACTAAAAATTTCCATAACAAGTTCAAAAAAGAAAATGTATTTAAAAATTAGA 

AG CAGTT ATCAG CC AA AT AT AG GTTAAG AA AC ATTAGT AA A ATAAA AATCCTTTC ACTTG 

CCGTTAAAAATAAAAAACAGTAAAAACACATTTTATAAAT ATATG AAATCTGAG AGCCT G 

CCAAGATTGCAGAGATGTGATTGTAAGGCACAGATGAGATTTTAAACCTGGGTTTTTAGA 

GATTAAAATAAAATGTAGGATGGTTTAAGCACCTACTTTTAGCT CTTG AGAAAACAGGTA 

CAGTCCAAAGTGAAGCTGCCTTTAGTCTCTAGCCTTCATG I I I I I I I I CTAGTCTCTATT 

CTGAAGTCCAAATTTGTTGGTTTTTTTGGGGGGTGAA 

>SEQUENCE:8303:prostate_MPM2000-004P6_Table5 

TAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAA 

GGCGGGCTCCAAGAACACTTAAATATATTTGGCTATGAAATTTCTGTTGCAAATTTCATG 

GTGCACGGTGTGATTTGTGGCTACTTTCTCATATTCTCATCAAAATATAT CCAG AATTGA 

CATTCTAAAATTAATTTTCTGTACCTTCCATTTTGTTTTATATCGATATCTATTTTAAGA 

TCTATCTTAGAAAACATCAAGTAATGTTTAAATTCTATTCTACAGCCCTTGGCATTACCG 

CATAATAATCATTTTAACTACTGGTGGTGTACTACACTTCCTAAAGAAACTGCCTTAGGG 

CTCCATTAACCTTCCCTCTACACTTATCATCTTCACAATTCTAATTCTACTGACTATCCT 

AGAAATCGCTGTCGCCTTAATCCAAGCCTACGTTTTCACACTTTTAGTAAGCCTTTACCT 

GCACGACAA 

>SEQUENCE:8304:prostate_MPM2000-004P6_Table5 
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CTGGCCGTCGTTTTACATCCGGAAATCAAGGGGAACACATGCTGGTTGCCGGGCCCTTCC 

TCGAGAGTACTTATAGAATTAATTAAGGCGGGGACAGGACCAGGTGCAAGGCCAAGGAGA 

GCAT AGTG AAAA AAGT ACCG AAA AAG AC ATG AG AG A AAG G ATG AG AG AG AA AG G AAA AG G 

GGGGAAATGCAAGAGAAGGAAGGGAAAGGAATGGAAGGAAACGTCCTAGGCTGGGACTTT 

TGTCGGAAAAATCACCTACAGATGTGCATCTATCGGTATGCAAAGCATGCTCTAGTTTCA 

CTCATTAAATGCAACACATTTCAACTCAGTTACTGCCTCAAGACACACTCAATTATCCGA 

TAAACCACAGGAAGGTTGTGTAAAAACATCAATGTGGTAAGCAGTCTAAATTCGAATTCT 

AGCTAATGTCAACATTAGCTCAAAAGGCTGGCTGGGTTAAATCCAGAAGGAGGAAAANAA 

ANNAAAAAAAAAAAAAAAAAAGGGGCCCCCCCCGGGGGGGGACCCCAATTCCC 

>SEQUENCE:8305:prostate_MPM2000-004P6_Table5 

CGTCGTTTTTCACCCCGGAAAAAGGGTAACACTGCTTGGTGCCCGGCCCCCCCTCGAGAG 

TACTTACTAGAATTAATTAAGGCGGGGAGGCATTGTATGCGCCAACGCAGGGGCTTCTGA 

CTGAGGGGGCAGGCCGAGCTTGAGGAAACCGCTAGAAATTATGATTGTGTTTGAAAGATA 

GAGATTAATACAACTACTTAAAAAATATAGTCAATAGGTTACTAAGAATTGCTTAGCGTT 

AAGTTTTTAACGTAATTGTGATAACTTAAGATTCTCAGAGAAAATATGAAGACTTAGACG 

AGTNTTAAATAAAAAAATACCAAACACATGC 

>SEQUENCE:8306:prostate_MPM2000-004P6_Table5 

GACTGGCCGTGTGTTTACAACCCGAAATAAGGGGAACCATGGCTGGGTGC CGGG CCCCCC 

CTCGAGAGTACTTCTAGAATTAATTAAGGCGGGGTAAGATTTGCCGAGTTCCTTTTACTT 

TTTTTAACCTTTCCTTATGAGCATGCCTGATACTGGCATTTTGTAGATGTGGTTTGACTA 

TTTCTGTATGTCTCCATCTATTGATGAGGGTCAAAAAAAAAAAAAAAAAAAAAAAAAAAT 

GGGGGGCCCCCCCCGGGGGGGGCCCACCACTCCCCTTTAAGGGGTTCAATAACCCCCCC 

C 

CCGGGGCCGGTTTTTCTAAGGATAACAGCGCAATCCTATT 
>SEQUENCE:8307:prostate_MPM2000-004P6_Table5 

CAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCAGGGTAG 

CCTGAATTGCTTTCTGCTCTTTACATTTCTTTTAAAATAAGCATTTAGTGCTCAGTCCCT 

ACTGAGTACTCTTTCTCTCCCCTCCTCTGAATTTAATTCTTTCAACTTGCAATTTGCAAG 

GATTACACATTTCACTGTGATGTATATTGTGTTGC 

>SEQUENCE:8308:prostate_MPM2000-004P6_Table5 

TACAACCCTAAATAAAGGGAACACAAGCTGGGTTACCGGGCCCCCCCTCGAGAGTACTTC 

TAG AATTAATTAAGGCGGGAAAATGATGGAGAAAAACAAGGGTTTAAAAACTACCT AGTG 

GGTACTATGTTCACTGCCCTAGTGACAGGTTAAATCATGCCACAAACCTCAGCATCATGT 

AATATACCCATGTAAAAAATCTGCATATTATACCCCTTGAATCTAAAATAAAAGTTGAGA 

AAATAATGTGTGGATAAAATGAAAATATCAATAAAGAGGCAGAGAACCTAANAAAAAAAA 

AAAAAAAAAAAAAAAAAAAGGGGCCCCC CCCCG GGGGGACCCCCAATTCCCCCTATAGGG 

AGGTTTTTTACCCCCCCCCATGGGCCGGTTTTTAAA 

>SEQUENCE:8309:prostate_MPM2000-004P6_Table5 

CAATTAACCCTCACTTAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTT 

CTAGAATTAATTAAGGCGGGCGCCTGTAATCCCAGCTACTGGGGAGGCTGAGGCAGGAGA 

ATCACTTGAACCCAGGAGGCAAAGGTTGCAGTGAGCCGAGATTGCGCCACTGCACTCCAG 

CCTGGGCAGCAGAGCAAGACTCCATCTCAAAATAAATAAATA CATA AAATCCTGCATTCC 

TAGTTCACTGCCCAAGAGATCAGCGTTAGATGGAAAAGAGTCTTTTGAGGAAAACACAAA 

TACTTGAGACCTGATGAACCACGCTGGTTATCAACAATTCAGTGAATAATAGAAAACTTT 

T ATT AG CAG C ATCTTA AA AAGT AG G G AA AC AAAC ACCC AGTCTCTTG ATAAA AATG AGTC 

TCTTGGGCCAGGCGTGGTGGCTCATGCTTGTAATCCCAGCACTTTCGGAGGCCCAGGTGG 

GCAGATCACAAGGTCAGGAGTTCAAGACCAGCCTGGCCAAATGGTGAGACCACGCCCCCC 

C 

>SEQUENCE:8310:prostate_MPM2000-004P6_Table5 

CTGAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGCGGGACGATTGCTACAGCCCACGAGCGCGTGACCGGCTTGGACATCATAGCGATACC 

TTATGTCAAGACTATATCTAGAAATTGGCTGTTTCAGGTGGCACATGCTAGTTCTTCTAG 

GTCCTGGGGAGGTCTTTAGTGAAACGATGCTTCGCGCCTCTTAGGTTGAGGCTGTTCTCA 

ACCATCAACATGCGGCTGACCTTGCCCTTTGGCTACACAGCCAGAGCTTATCTCTCTGCT 

GACGCCTCGAGATCCACAGAAGCCACAGCGGTGGACTCTGCCAGGACGGGGTGGGAGAG 

G 
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ACCTGGCCTAGGAAAGGCATCTCCCATGTGCTGGGCTCCATAACTAACTCTTTTCACTAA 
GCTGACAACCTTTTACTTCACATCCAGCAGAACTTAAAAATAATGTGTTCTTCAGAAAGA 
GGGAGTCCTGGCTGGTCCAAAGGGAGTGAATTATCTCACCTGACTGTTCACAGC 
>SEQUENCE:831 1 :prostate_MPM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAG AGTAC TTCTAGAGGGGTGCNCA 

GCCGGNNGTTAAAACAAAAAAACCTAATATTTTTGNGGGCTTTTAGTGGTGAGAGAAAGT 

CCATAAGTCGCCAAAGAAAAGTCAGATAAACTAGAATACATCAAAGGAAATCAGCNNAAA 

AAAAAAAAAAAAAAAAAAAAAAAGGGGCCCCCCCCCGGGGGGGACCCCAAATCCCCCAAA 

AAGGGGGGTTTAACCCCCCCCCCCCGGGCCCGGTTTAAAAA 

>SEQUENCE:8312:prostate_MPM2000-004P6_Table5 

TACTAAGGGAAACAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATT 

AAGGCGGGGGAGATTGTACAGGCTTTACTGTCTATCGGATGATTGGAACAAGATCGCTAA 

TGCTAATATTGTCATAGAGTATGCTTATATATTGATGGAGGACTTGTTCAGACTAGTTGC 

GGAGAACTATTGCATATTTGCGTATTCTAGCCTAACATTGGATAAATTCTGTGACCACAG 

AATCAAGGTTTTCCGATAATAAATAGGGACTCTCTGGTGCTTGAAATTC TGTT CAAGTGT 

TTTGACTCATCATCTTCTACTCTTTCTATTACTGCCTTTTGCCTGGCTTGTTTTGTCTCT 

TTGCAACTGATTTTG 

>SEQUENCE:8313:prostate_MPM2000-004P6_Table5 

CCTGACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATT 

AATTAAGGCGGGCGGGTTTGTGTGAACAGGCACGCAGCTGCAGGTAAGAGACGCTTAGGG 

TATCCGCGAAGAAGACCGCGGAGTCACCTTAGTCCTATGTTTCCCAGCTGGCTGTGGAAG 

TAGGCACGATGGAATGGTTTGCTCATGCGCGCCCTTAACGGTCGCGTGCCCTTAAGACCA 

GGTACGCGGAGGTGGCCCTTTGAAATAGGATTCGCAACGCATTTATTCATTAGAGAAATA 

CTTATTGGTTGCTTGCAATATTCTGTAGTTAACACCATCCGCAAAGCTAGGACCCTGCTC 

TCATGAAGCTTGCGTTCCAGTGAGTGTGGCTATTAGCAACACTACCCCAAANNAAAAAAA 

AAAAAAAAAAAAAAAAGGGGGCCCCCCCCGGGGGGGG 

>SEQUENCE:8314:prostate_MPM2000-004P6_Table5 

ACAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCT AGAAT TAATTAAGGCGGGGAG 

GTGTTCAAAGACATCTCCCTCAGTGCGGATTTATATATATATTTTTCCTTCACTGTGTCA 

AGTGGAAACAAAAACAAAATCTTTCAAAAAAAAAATCCGGACAAGTGAACACATTAACAT 

GATTCTGTTTGGGCAGATTAAAAACTTTATAGGGACTTGCATTATCGGTTCTCAATAAAT 

TACTGAGCAGCTTTGTTTGGGGAGGGAAGTCCCTACCATCCTTGTTTAGTCTATATTAAG 

AAAATCTGTGTCTTTTTAATATTC 

>SEQUENCE:831 5: prostate_M PM2000-004P6_Table5 

TCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAA 

TTAAACCAAGCTCACCCAAGATATTCTCCCTTTTGATGAACTCAAAAGCAACTCAATTCA 

GTTAAGTACATCTGCCAAACCCTTTCATCTTTTCCATATTCTATTAGCTAGAAGGAAGAT 

AGAGTTCAATTCAAGGAAAGGGGGTTACATAGGAGGCAGAGAG GCTG GGAGCCACCCAAG 

GGTCTGTCAGCCGCAGTGAAATGACTGGGAGAAAGATAATTTGATTTTGGTATGGAGAGG 

GAGCCATAGATAAATATGCCTACTGATCTCAAGGAAGTCAAATTAAGACAAACATAAAGG 

AGGCCAGGTGCACTGGCTCACGCCTGTAATCCCAACACTTTGGGAGGCCAAGGTGGGCTG 

ATAACCTGAGATCAGGAGTTCGAGAGCAGCCTGG 

>SEQUENCE:8316:prostate_MPM2000-004P6_Table5 

CCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCT CGAGAG TACTTCTAGAAT 

TAATTAAGGCGGGGGGAACCAGTAGCNNTCAAGTCAANCAATAI Mil I ATCCATTGTTN 

ACTATTAATAGAAGCAAATGTAAACTCAGTTGTCACTGATTTTAGAAA GTTCAG ATCCAC 

TATCTCTTTTTTCTAATTCCTAAATCCATAAAGCACTGAAAATTCAAAG I I I I I I CCACA 

ACACAAAAAATGATGATGTTCCTGACAGTCTTCATTATTCCCTCCATGGTGAATATTGAA 

ATATTTTGCTACAGAAATATAACGTTTAATTACAGCATGCTACTTAAGGCCCTAATGGTT 

ACACATAGTAGAGTATATAAACTATAATTATCTTTCTAAAATCCAAAAACTTCTGCTTTC 

TAAAACATAGCTGGCTCCTAGGGTTTCAGATAAAAAACATGAATGTGTATCTGCAATAGC 

CCCACGGAGGAAA 

>SEQUENCE:8317:prostate_MPM2000-004P6_Table5 

CAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTT 
CTAGAATTAATTAAGGCGGGCTTGAGTGTGGGGCCCATCAAAGAATGACAAAGCAACTCT 
ATTCATTGGTTCTCCTTCCTGCAATGATGGTCTTTTGATTTATTTGCAAATGACAAGCTT 
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GCCAGGCCCCACTTGAGGGCTGCCCTCA I I I I I I I I II I II I AAA GAATTCAGTTGCATT 

TTCCAAGATGAAGTTGAGTCTGCAATGCTGTTTGTGTAAATTTTTCCCCCTTCAGTTCCG 

TCTAATTAATGACTTAAATGTTTTGACCCAACTGTTGCCAAGCAGAG CATTT GGGCTTTA 

ATTTGTCATTTTGGTAAAGATGCATCTTTGACAAAAGCATCACAGCTGTTTTAGTTCCTA 

AATAGCACATTTCCATTATTCAGAAACCCTTGTTATGGAGTTCAGAAAGAGCCTGTTCAC 

AG G AAATG GTATTG ACTTGT 

>SEQUENCE:8318:prostate_MPM2000-004P6_Table5 

TCACTAAAGCGGAACATAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATT 

AATTAAGGCAGGGCACTTGAAACTGTGTCAAGGATGACTAAACTCTGCTTCTGGTATGAG 

AAAGTGAAACCTCTATTCAAAATAGATGTGAAGGCAACATAAAATTATTGAAATTCACTG 

CACATATGTACCATCATCAGTGTGAATTAACTTGATGAATTAACTTGATCCCAAAGAGAA 

GTCAATTG GCC AC AGTT AAG GAG G AAAATTCAAAATG TCTTG AATTGTGTTGTTG G AC AC 

ATTTATTTCCAAAAATAAATTGTTTAGCTACTACATATCTTTTTAAAGCACATATGAATT 

TATTATTATTTCATTTCCTCCTTAAGAGTCTGACTCAGAAAATTCCTCTATATGCTCAAA 

AGTTTGCTTATATGATACTTTAACANNGGANAAAAAAAAAAAAAAAAAAAAANGGGGGGC 

CCCCCCCCGGGGG 

>SEQUENCE:8319:prostate_MPM2000-004P6_Table5 

CTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGGTAGGCTGA 

GTTCTTCCATTTATAATAAAGCATGAGGAGCTTACCCCTCAGTAAAAATAGATTGCTATC 

ATTGAGTTGTGTGGTATTCCATTGAATTGATACACTGGAATTGACTTTCTCTGTCCCACT 

TGTCAGGCCGTAAGATAGTCGTTTTTTCATATACTACCTCATGAAATGCTCCTGGCACCT 

CTGCAACATAGGTTTTACCAGGGCCTCCACTCGTGGCTGTGCAGACTATGCCCTGCACAA 

CTCC AG C AG GC ACT ATTC ACACAG C AGTCCT AG CTTTTACAGTG CCTATC AC AG ACG AG G 

ACCTTGTAGCTGAGAAAGATGAAGTGGTTCATCCAAGAGCATGTAGTCCATAAGCAGTGC 

AGCCTGGATCCGGTCTCTT 

>SEQUENCE:8320:prostate_MPM2000-004P6_Table5 

AGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGA 

GTACTTCTAGAATTAATTAAGGCGGGCGCTGCACAAGGTCGAGATAACATTAATTGACTC 

CATCTCACAGTGTGGTCATGGCTGTTCTTAGACCATGGAGGAGGAGAAGGCATTCATGGG 

GCCACCGCGTAGTGACCGAGTTGCAGGCGAAGATCGATCTTATTGCCCACAACAGATTCT 

GCCCATGCAGGGGATTTAATAATTGTTATTTTTCTCTGGACACATTCTTGGACTGTCACC 

CAGGCTGGAGTACAGTGGTGTGATCATAGCTCCATATAACCTTCAACTCCTGGCCTCAAG 

CAATCCTCCTGCCTCTGCCTCCCAACAGCTGGAATTAACGGTGTGAACCAACGAGCCCAG 

CCCATAATGGAATTTTATCAAAATTAAAACTTCATCTCTTCTAACAACATTGTTAAGAAA 

ATACAA 

>S EQU ENCE:832 1 : prostate_M PM2000-004P6_Table5 

ACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTCTTCTAGAATTAATTAAGGC GGGG AG 
GG G GG AG GGCTGCCTG AAAACC ATCCATCTGTG G AAATG AbAG CGGGG AAGGTTTTTATG 
TGCCTTTTTGTTTTTGTAAAAAAGGAACACCACGGAAAGACTCGAAAGAATACATTTTAT 
ATCTG G ATTTTT AC AAATA A AG ATG G CTATTAT ATTTAATCA AA AAAAAAG AAT ATGAAA 
AACAGGGGGCCCCCCCCCGGGGGGGACCCCCATTCCCCCCTTTTTAGAAI I I I I I ICCCG 
CCCCTCTGGGCACGTTTTTTATTATCGANTTAGTTATAACCTACCCCACCCCCCTTTGCC 
CTCTCTTAATCTGATCGGTCTGTTCATCCCAGTGCCCTTAGAAGGTGAAGGTTTGGGCTG 
GGCCCAGTGGTTCACGTCTGTAATCCCANCACTTAGGGAGACTGAGGTGGGCAGATCACT 
TG AG CCT AG G CGTTCG AG ACC A ACCTG G G G C AC ATG G C A 
>SEQUENCE:8322:prostate_MPM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAG 

GCGGGCAGCTGTTTTGTTTTGAAGTGTGATGAGAAGCCATTGGGGCTTTTGAACAGGGGA 

GCAACCAAATCTGATTTAGGTTTTAAATGTAACCATGGACACTGAAGAACAGACTGTGGG 

TTGGAGTGTTTGTCTGCACGAAGCAGCCACTGTCCACAGTTTAATATTTCCTTC CACAC A 

TTTCTTGTGTGTGTGTCTACAAGCATACAACTGCAAATAGATATTTTAAGAGAATTTTTT 

GCATGCATAGAATTATATTGCCTTAAAAATTGCTTTTTACAAAAGCAGTATGTCATATAT 

TTACATATTGGTACCAGTAAATCTTCATTTTCTAATAGAGCCTATAGGTAGGGTCAGCAC 

ACTTTTTCTGTAACAGATCAGATAGTAAGTTTATTACGCTTCATGGGCAAAGAGACCAAA 

TCG AG GTATGT AG GTACTC ATG AG ATG ATT AC AT AATG AG A A AAAG AC ATTTTCC AC A A A 

ATTTTT ATTGACACTGGAATACATTTTTTT 
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>S EQ U ENCE:8323: prostate_M P M2000-004P6_Table5 

TTGCCTGGCCGTCGTTTTACATAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAG 

AGTACTTCTAGAATTAATTAAGAGCCACAGTAAGTGAGGATTCTG TTTAT TCTGCCCTGA 

ATGTTTGTTACTGGGA I I I I I I I CCCCCCATACACACATACAAATCTTTTGTTTCACAAT 

TTATAAAATAACAGTGTTAGGGACCTTTATCCTAACAAGGAGGGACATAAGAATACTTTC 

AGAAATATTCTCCTCCTCTCCCTTTCACTGGTTTGCATGTTTGTTATTAGTAATGATATA 

ATGATACCATTTTTAAATTCTTTTGATAGCCTGCTGTGACTTAAAGGGCAAAGCCACACC 

ATTTAAAGTGTTCTTCTAAAGCTTTGGCAGTAATTCTGAAACTTAAGCTATGTGCTAGAT 

TATCTGAAAAACTTTTTCAAATATCGATTGCAAAATGCAGAACTGTTAAAGTTATTTGGC 

GGTGGGTTTCCAACATCTGCAGGTTTTTTGGATGGTGTTTGATAATCATTGGCCTAAATA 

ATAGTTGATCATTGGCTTTGTATGTTACTGGTGAAATGAAAATGTTTACCTAATAGCATA 

TAGTTTT 

>SEQUENCE:8324:prostate_MPM2000-004P6_Table5 

TAACACCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTA 

GAATTAATTAAGGCGGGCGGATCACAACGTCAGGAGATTGAGACCATCCTGGCTGACACG 

GTGAAACCTCGTCTTTACTAAAACGCAAAAAGTTAGCTAGGCGTGGTGGCGGGCACCTGT 

AGTCCCAGCTACTCGGCAGGCTGAGGCAGGAGAATGGCATGAACCCAGGAGGCAGAGCTT 

G CAGTG AGCCAAG ATCACG CCACTGCCCTCCAGTCT GG G C G ACAG AG CAAGGCTCTGTCT 

CAAAAAAAGAAAAAAAAAAATAATACAAGATAGATGCATTTTCCAGTTACACACACACAC 

ACACACACACACACACACACACACACAATGCCCTCTTCACACACATTCACCCTTTGGATG 

AGAATTTGAGAATTTGGCAGGAGGATAAAAGTCTGAGAAGATGACTTTCAAAGTGAATCT 

CACCGATTTCTTTTATATGCTCAGGTCACAATATGATTAACAGTGAATCGAATGTGTATT 

TACAGTGAAGTTAGGGTCTTTTGGCCATCTCTGCCCATTATTTAGAAATAAGCATATGTT 

TACTTCCATATTGAATCTAAAATTTCTTT 

>SEQUENCE:8325:prostate_MPM2000-004P6_Table5 

TCCCTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAA 
TTAAGGCGGGAAGAAGGGAGTTAGTTTCCTAAGCTGAAAATTAGAATCGTGGCTCCTCGA 
AGAAAACATCTGCTCTTCCTATGTGGGTGGATTCTATGTC TGTG TCTCAGTTCTACTGGA 
TCCTTCTGTCTTCATTTCTTTTTGTGTAAATAGTGGCCATATTTTCCAGTGGTC AGATC T 
TTCAAATGAATAGCAACTGTTTAATTTGTACAGTATTTTCAGTACACAAGGCAAl I I I I A 
CATATTTTGTTTTCTTGGATTCTAANAAAAAAAAAAAAAAAAAAAAAAAAGGCGCCCCCC 
CCCGGGGGGGGCCCCCATTTCCCCTTTTAGGGGG HUM! ACCCCCCCCCTTGGG 
>SEQUENCE:8326:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCC CCTCG AGAGTACTTCTAGAATTAATTA 

AG G CG G GGTAAG ATTTG CCG AGTTCCTTTT ACTTTTTTT AACCTTTCCTT ATGGG CG CTG 

TGTCTATTGAGGTGCTTAACAATAAATAAAGGTAGTGAGTTGAAAAAAAAAAAAAAACAA 

AAAAAAAATCCCCAAAAAGAAACTAAAAAATAAAATAACGGGGCCCCCCCCAACGGGGGG 

CCAATACCTTCCCATTTTAAGAGAAAATATCACCACTTACAAGAGTAGTATTAAAAAAGA 

AAAGATAAAAGGTTTCTAAAACATGACGGAAGTTGAGATGAAGCTTCTTCATGGAGTAAA 

AAATGTTTTTNACAAAAAATAAAAAAAAAAAAAATTTGGGGGCCCCCCCCGGGGGG 

>SEQUENCE:8327:prostate_MPM2000-004P6_Table5 

CGCGCAATTAAGCCCTACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGT 

ACTTCTAGAATTAATTAAGGCGGGAGGATTGCTTGAGACCAGCATGAGCATCATAGCACA 

ACCCCATCTCAATTAACTTGAAAAATAGAAAAGACATCAAACAGAAAAGACATCCACCTC 

CAGACAATCTAACAGAGAGCCTTTAACCTTAATGCTGACTGATGTTTAGGGTCAGATAAT 

TCTTTGTAACACGGGCTGTCCTTCGTGTTGTAAAATATATACCAACATCCCTGGC CTCTG 

CCCCAGCTGAGAACTACTATTATAACCGGCCTGGTGTGGTGCCAGGCATTGGGATTTTAA 

AAAGCTCCCGGTTGGCGCGGTGGCTCACGCCTGTAATCCCAACACTTTGGGAGGCCGAGG 

TGGGTGGATCACAAGGTCAGGAGTTCAAGACTGGCCTGGCCAAGATCGTAAAACCCCGTC 

TCT ACT AAAAAT ACA A A A ATTAN CCG G GCGTG GTG ATG G G CGCCTGT A ATCCC ATAATCC 

CAGCTATTCGGGAGGCTGAGGCAGAGAACTGCTTGAACCCAGGAGGCGGAGGTTGCATTG 

AGCCAAG ATCACGCCACTGCACTCCAGCCTGGGCTACAGAGCGAGACCCTGTCTCAAAAA 

AAAAAAA 

>S EQ U E NCE:8328: prostaie_M PM2000-004P6_Table5 

ATAAAGGGAACAAAAGCTGGGTGCCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 
AGATGGGGTTATGTCCTGAGAAACTCATCCTAAGTTGAAAATACCATAAAATGAAAATTC 
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ACTTAACACACCTACTCTACTGAACTTAATAGCTTAAGTAGCTTAGCCTCTCTTGCCTTA 

AACATGCTAACAAGACTCAAATTACCCCACAGTTGCGCAAAATGCTATGGCTGCACAGTA 

CCCTGTAGCGTATTGGTTGTTTACCCTGATCTGTGGCTGATCGTGTGGCTGACTAGGATG 

GTGTGGCTGACTGGGAGCTGCGGCTTGCTGCCGCTGCGCAACATCGTGAGAGAGGATCAC 

CTGGCGTATTGCTAGCTCGGGAAAAAATAAAAATTCAAAATTTGAAG 

>SEQUENCE:8329:prostate_MPM2000-004P6_Tabie5 

ACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 

TTAATTAAGGCGGGGTTGCTTGTTTAATTATTATTTCAGAAGTAATATATGTTC ATTTCA 

GAAAATTTAGAAAATAGAAAAAGAACAAGATAAAAGGGTGTTTCATAGCCATATTTTTTG 

TATTACATATATTCTTGATTTGGCTTTGTTTACAAAACGTGCAATATAAACCAGCATATC 

ACCTAGAACTGTTTTTCCACTCAGTGTATTACAGCATCTTTCCACGATACAGTGCATATT 

CTTGTTGTGACTTTGTCTTTAATAACAACGTAATGGTCAGCCCATTGTCTGGTTCTATCA 

TGACTTATGTAATTGATACATATTATCAAATATTTAATTGTGGGATGTTGA ACTA TTCAA 

AATTACCACATTAATGATACGTAATCTTATGTATATTCTGTGAT AACCATC TTTTGTGGT 

TTAATTTTTGCACACATTCATGACATTTTTCTTGGACAGGATTC I t I I I I I AAGAGACAG 

AGTCTTGGCCGGGCGCGGTGGCTCACGCCTGTAAT 

>SEQUENCE:8330:prostate_MPM2000-004P6_Table5 

GCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 

TACTTCTAGAATTAATTAAGGCGGGGGTGCAGTACCAGGACGACTAAACACCACATGTCT 

CTGCGCTACTCGAGCGGGGGATGACTACGGTCTATGCTCTGAATTGTGGCGCGCTCACCG 

CTGTGAGATGCGGATGGAACTTAAATCAATTCCACGAAGAATGTGTGAGCTATGGGCCGG 

GTTTACCCCATGTCACACCCTCTACCCCCTCTAGAGCCAAAAAAAAAAAAAAAAAAAAAA 

AAAAAAAGGCGGCCGCCACCGCGGTGGAGCTCCAATTCGCCCTATAGTGAGTCGTATTAC 

GCGCGCTCACTGGCCGTCGTTTTACAACGTCGGGACTGGGAAAACCCTGGCGTTACCCAA 

CTTAATCGCCTTGCAGCACATCCCCCTTTCGCCAGCTGGCGTAATAGCGAAGAGGCCCGC 

ACCGATCGCCCTTCCCAA 

>SEQUENCE:8331:prostate_MPM2000-004P6_Table5 

AAGGGAACAAAGCTGGGTGCCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGC 

GGGACATTTATATTTGTAAATAAAAAGGAAATATTCTTTGGGCAGTGTTTCAGAATCACC 

TGGGATGATCTGCATGAAGATTCCTGGCCTCCACCAAAGACTTACTGAATCAGAAAGGAG 

GCAAGAGGATGAGGAATGCTTAAGAATCTGCATTAACAAACTTTACAAATGAATCTTACA 

ACATACAGAAGCATGGAAACTACTGCCTCAAGGGATTATCTCAACTTGAGTTTAAACATA 

G G AATTG CTG ACTACCTTTTAAATGTAAAAAT AGTATCTTTATG G G A 

>SEQUENCE:8332:prostate_MPM2000-004P6_Table5 

CCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAAT 

TAATTAAGGCGGGTTTTGCTGATCAGCAGCCCGTANATTTCTTGCTCTTATATGTCACTC 

CGAACAGAGTTGTTTTAACATTGAGAACCTATGTAGCTCAGGTCCCCATTCTCTGATGCT 

GTCTCCATAGTGCTCAGGATCAGAGGCCAAAAGAGAGCCCATCAATCCTTAGGCTGCTGA 

TCAGCAAAACCTGCCTACAATTCATCTTCTACACACCAGTTCTGAGGGTTATTCCACCCC 

GGATCAGCGCCATCAAGTTCTACAGCTGGTCTGATAGTACTTAGTCCAGTATACCTTTGG 

AACTTAAAAATGACACACAATTTAGACATATTTGTAAAAGACCCTTAAATGGTATGACTT 

GCAATTTATATTGTTGTTGAAGGACAAATCTGAAATGGTATGTTAAAAGGCT 

>SEQUENCE:8333:prostate_MPM2000-004P6_Table5 

ACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 

TT AATT AAG GCGGGGAGAG G AAG GG AA AAG CTT AAT AGT ACG GTG CTT ATCAC ATC AAG A 

GATCGGTAAATTTCTGAGGAAAGACAGGCTAATGGGGCACTGAAATGGAACACCTGCTTT 

AAACGTGCATCCTTTGGAATTTTTCCTCAAAACCAAGAAGTTGACCTCTGAGCTGTCAGG 

TGACCACTGTGTGCAAAGGGGATGGATTCTCTTGTCAGAAGACGGTCTTCTCCATGA AGC 

GAGAGTAGGAAGTGTACTGGAATGGCCAAGCGGGACTGCTTCAGCTGACCAGGTTCTTTT 

AAACCGTAGTCATGCTTTCCCACTAACTCTTAAATCCTTATGCTTAGAAAATTGAGGATA 

AGGCTGGGCACAGTGGCTCAGGCCTGTAATCCCAGCACTTTGGGAGACCAAGGCGGGTGG 

ATCACAAGGTCAGGAGATCGAGACCATCCTGGCTAACATGGCGAAACCCCGTCTCTACC 

>S EQ U EN CE :8334 :prostate_M PM2000-004 P6_Table5 

CTGGCCGTCGTTTTACACCCACGGAAAAAGCGATAACCATGATTACTGCGCGCGCCTTTT 
CTCGAGAGTACAAAATAGAATTAGTTGAAGCGGGGGAAGTTGTCTCGGGTATGCTGGTGT 
GAAATTGAAACTGTAAAAGTAGATGGTTGAAAGTACTGGTATGTTAGCTCTGTATGGTAA 
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GAACTAATTCTGTTACCTCATGTACATAATTACTAATCACTTATCTTCCCCTTTACAGCA 

CAAATGAAGTTTGAGTTCTAAACCCAAAAGCATAAAAAAATCTAAAAAAATTGTGGCGCG 

CCCCCAGGGGGGGGCCCC 

>SEQUENCE:8335:prostate_MPM2000-004P6_Table5 

GCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 

TACTTCTAGAATTAATTAAGGCGGGGGGTGGTCCCGGTGGTGATGGACTGCGAGAGCACT 

GTGCAGGAGAAGGCCCTGGAGTTCCTGGACCAGCTGCTGCTGCAGAACATCCGGCATCAC 

AGTCATTTTCACTCTGGGGACGACAGCCAGGTCCTCGCCTGGGCGCTTCTTACTCTCCTC 

ACCACCGAAAGCCAGGAACTGAGGTAGGTTAACTGTATGACCTGTGTTCCCTATAGAAGA 

AGGCCGTAGGACTTTGTATTAATAAATTTCTCCTATTGGTCCTCGAAAAATCAGCTTTCC 

AGATTACTTAGTGTATGTGAAGATTAAGTATTGGTCTCTCTTTCCCTGACTGACTTCCAA 

TCTCTTAGATATTTTTATCGCCTGTATGTTTGTGACACCTGTTTGGTCACTTCCTTTGCA 

TCTGTCTG ACG CTTTCCAGTTTCAG ATTTTG 

>SEQUENCE:8336:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGCAGGTGAAAGTGGACAGGGGAGAAAATGTGGAAGGAGAGGAAGGAAGGATAATCCTG 

AGACTCTCAAAAGCAAATAATTGGAAAAAGTGGAATAGAGAACTGGCTTGAGTTTACAAA 

TGAATAAATAAAACCCAGATTTTTCTAAAAAAAAAAAAAAAAAAAAAAAAAAAAGGGGGC 

CCCCCCCCGGGGGGGACCCCCAATCCCCCCTTTTGGGGGTTTTTTACCCCCCCCCCCCGG 

GCCG I I I I I I AAAAAA 

>SEQUENCE:8337:prostate_MPM2000-004P6_Table5 

CTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTA 

ATTAAGGCGGGCTCGCAGGGCAGGAGCCGCACACCCACCTTATGAGGATGCTTCACATGG 

ACGCAGAAACCCAACTCTTTGAGAACTCGTCTTTCCGCCTTTATAATTTGGTTCTTTAAA 

TTAACATAATCTTGATCCAGTAGTAGAGGCACGGGCTTCCTGCCAGAGAGAGAGCACAGG 

GTCTG CACC AC AGTC AAG C AG AG C AAG G CTTCTG AG ATCCCGTCGTTACCTCCAACTATG 

AGCACCTAACACAAACCCCACAACACAACATCGCTATGAAGTCCACATCCTCTGATGAAC 

AAAACTGCACACCGCTCCCCACAGCCCAGTGCCAACCTCCTCATCCCTTCCCAACGATCC 

CTCCCTGCTTTTCCTTATAGATCAACAGCTTCTGGTGCACAAGCATAT 

>SEQUENCE:8338:prostate_MPM2000-004P6_Table5 

AACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGA 

ACAGCAGTCGTTGGGATCCCTGCGGGCGGGCGCTGTGGGCTTGGTTGGCGCGGGGCGAA 

C 

GTAAGGTCCGAGTCTCGAGTCCCGCCCCCCGGCACGAGGCTGGGAAACTGAGGCCGGAG 
A 

CTGCAGGTGGCTCTATCACGTTCGTGTCTGGGATTTAGGGTTGCACGGACTTGTATCCAC 
AGTACAGTGGCCTCGCCTTAGTTAGTTTTCCCAGTTTGCAGGTGGGGAAACCTGAGTAAA 
A AAA A AAAA AAA AA A AA AAAAG CG CG CCCCCCCCCGG G G G G 
>SEQUENCE:8339:prostate_MPM2000-004P6_Table5 

ACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 

TTAATTAAAGCGGGTGTCACTCCTTGCCAAAGCTTTAGAAAGCCTTCCTCTTCAATGATC 

CCTAGGGCTGTGCGCACCATTCCCCTATAGGGGGCAGATTCTCTTGCACCGTCTCCCAAC 

CGAGCAAGAGCTGCTTCTCCTTGCATTTGGAGTCGAGTTTTTGTGAGATCCAGGGGAAAG 

GTTGCTAACAAAAAC ACAAATG CAGG G AAAAACCCAC AACATTCAG AG AAACAAACAAAA 

ATCTAAAATCATAGGAGTAATATTTTCCCAAGACTGGTTGTTCTCAAATTTTAGAATATA 

TCAGAATCAGCTAGGGAGATTTTAAAAATTAGAAATTTCCTAGCCCCGTGCCCATGGATT 

CTAATTCAGTAGGTTGAAGAGGGTTTAGAAACTTGATTCTCACACAGTCCCAAATTTAAG 

>SEQUENCE:8340:prostate_MPM2000-004P6_Table5 

AGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGC 

GGGAGTTCATTGACCTGTTGAAGAAGATGCTGACCATTGATGCTGACAAGAGAATCACTC 

CAATCGAAACCCTGAACCATCCCTTTGTCACCATGACACACTTACTCGATTTTCCCCACA 

GCACACAGTAGGTGTCCTGCCTGATGCTTCGTACCAGGGATCGGCAAACTTTAAAGGCCC 

AGACACTAAATATTTTAGGTTTTGCGGCCATAAGGTCTTGGTAACAACTACTCAGCTGTC 

ACTGTAGCTGAAAGCAGCCACAGATGCAATACATAAACAGATGAGTGAGGCTACATTCTA 

ATGAAACATTTATGAAAGTGGGCAGGGCTGGGCGTGGTGTCTCATGCCTGTAATCCTAGC 

ACTTTGGGAGGCCCAGGCAGGTGGATCACCTG 
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>SEQUENCE:8341:prostate_MPM2000-004P6_Table5 

TAAAGGGAACAAAAGCTGGGTGCCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTGG 
GGGGGGGGTTGCNGGGAGCTGAAAAACACCACTTTTCTCCAGTTTGGCAACAGAGTGAGA 
CTCCGTCTCAAAAAAAAAAATCTTAATATTACCTAGCATTATTAAATGGAAAAAATTAAA 
TG C AAAAAACTTTG AATTTG AATGG AG ACTAAG C ACTAAGG AT AGTAATTG CATAATGAA 
AGTTAG CAATTTTT ATTTTTC ATTTTG AT ACATTTT ATG CTG AGTTC ATTTATTAA AGTG 
CCACTTCACAAATAACTCAGTTACCTGCNNAAAAAAAAAAAAA AAAAAAA AAAAACCGGC 
CCCCCCCCCCGGGGGGGCCCCCCATTCCCCCTTAAGGGGGGTTTTTTCCCCCCCCCCTGG 
GGGGGI I I I I I IAA 

>SEQUENCE:8342:prostate_MPM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAG 

GCGGGAGTAGCTATCAGCTACAAAACAAACCATTGAAGAAAGCAGCCTTATTTGGAATAT 

CAGTCAATAACAGTGGATTTGTCAATTTTACCTTTAAAATGTAACATCTAAGTGAAGATT 

TTAAAAGTTAAAAAAAAAAAGCATATACTTTTCCCCCAAACCCTACTCCTCAAAAAGACA 

CTAAACTTGTAAAATTGTACAGATGAATTTTATCAAACTAAGGAACCCCTTTCTTAAATT 

GTTTCAGAGATTAGAAAAGGAATAATTACATTTCTTTTGAGACTTATAAAATCTCAATGT 

7TAAAACTTTATAAAGATAGTTTAAGAGAAAAAGTTATAGCTTTGTCTCATTTATCAACA 

TAGAAAAATCATATATATATATTTNAAAAGAGATGGGGTCTCACTGTCACACAGGCTGGA 

GTGCTG GGCTGTGATCACAG CTCACT 

>SEQUENCE:8343:prostate_MPM2000-004P6_Table5 

CCCCGGAAAAAGGGTAACACAGCTGGGTGCCCGGCCCCCCCTCGAGATACTTACTAAAAT 
TAATTAAGGCGGGGGAATCACGTGATGGCAGCATACACTGAACTGACCAGTGTGAATATG 
ATCTACGCTCTGCCTCCCGGAAGACTTAAAAATTATGGCACCGCGTGTAAGATAG 
>SEQUENCE:8344:prostate_MPM2000-004P6_Table5 

GCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 

TACTTCTAGAATTAATTAAAATAAATAAATAAATAAAAACCCCCAAAAGACAAATTTGGA 

TAGTCTGCAGATCATCCACAACATTTTAATTGAGCAAAAAATGAAGCCACTCAT TTAT TT 

GCCCAGGTATATATGGAGTTTCTGCTGTTGGCATACCCCATATTTTATTTGTGTTTTTCT 

TTTACAGAATGGGAAACCACCCATCAATGATATGTTCACAGACCTCAAAGATGGAAGGAA 

GCTATTGGATCTTCTAGAAGGCCTCACAGGAACATCACTGGTGAGCAAGTCATCTTTGTA 

AACAACGGAGTCTCCGGTCATTGCTGATACTTGATGACCCAGTGTGGGTACCCATTAAAG 

TGAAAGTATCCATTTTACTTTACGTTCAAATGTAAAGGCTGAAAT 

>SEQUENCE:8345:prostate_MPM2000-004P6_Table5 

CTGGCCGTACGTCTCTTCATAAGGNGACAAAACTGGGTACCGGGCCCCCCCTCGAGAGTA 
CTTCTAGAATTAATTAAGGCGGGTGGATCACTTGAGGTCAGAAGTTCAAGACCAGCCTGA 
CCAACATCGTGAAATGCCGTCTTTACAAAAAAATACAAAAATTAACTGGATGTGATAGTG 
TGTG CATATATTCTCG G 

>SEQUENCE:8346:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGCGGGACCCCCACGCCCTCCTGGCGCTCTTTGCAGAGATGTTCCTCAGACCCAATCCG 

GGATTTGGGATGTCTGTGCGTGCTGTGGAGCAGAGAGTTTGCAACATGGTCTCACTTTGT 

CACCCAGGCTGGAATGCATTGGCATGAACACGTCTCACTGCAGCCTCAACCTCCCAGGCT 

GAAGTGACCCTCCAACTCTGCTTTCACAGTAGCTGTGATATGGTTTGGCTGTGTCCCCAC 

CCACATCTCATCTTAAAACCCAGTGGGAGGAGGGATGTTCTCCCTTGGAACCAGGCCACC 

ATTCTATGAGGAAGCCAAGCAGCCACATGAAAAGGCCGTATGTAGACATTCTAACTGACA 

ATACTAGCTAAGGTTCCAGCTACTCACCAGCATCAACTATCAGACA 

>SEQUENCE:8347:prostate_MPM2000-004P6_Table5 

AACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAACCAGGAG 

ATGTGAGACGAAGAAGGGATTGTGTTTAAATGGTGGACTAAGGGTTAAGTAGGAGGAGAA 

ATCACATGAACAGTTGGATTTATGAAACAGGAAACTTTTTGGCTATAGAGACCCACAATA 

AG ATG G AAAG G G AAG ATT AG AG CAGTATCCTTTAGTGTCATCTGTCCCTGTCTCCAAGTG 

ACTATGCCTCCCCTTCCCCACAGTTTCTGTGAGCCAGCAGCCAGTCTCGGCTCCAGTGTC 

C ATCG CTG CC C ATG CTTCTGTTG CTG G G CACCTCTCT AC AT 

>S EQ U ENC E :8348: prostate_M PM2000-004P6_Table5 

AGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGA 
GT ACTTCTAG A ATT AATT AAG G CG G G GT AGTGTAAGTTTT AG A A ACCTG AAA A AG GAGA/A 
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TAATTTAGCAAAGAAGACTGTTAGAATGGTTAGTGAAAATAGGGGATGACATTGGGAGAG 

GGAGAAGCAGTAACACATAATTGACTTTTACTGGTCTGTGATGCTAAGAACTCACTGAAC 

CACAATTAGTAGAACAAATTCATACTCTTTGGATGTGGAAGAAAAAATAAACAGGCTTTT 

AAAAGACCTGAGAAGACCTTTAGCTTACTCTTCAGGCTGATCATGAACACAGAGGCAACT 

TACAACAATCAAAAAATAAAAATAAAAAAGTAGGTGCAGCACACCAACATGGCACATGTA 

TACATATGTAACAAACCTGCACGTTGTGCACATGTACCCTATAACTTAAAGTATAATAAA 

AATAT 

>SEQUENCE:8349:prostate_MPM2000-004P6_Table5 

ACTGGCCGTGGTCTTACACCCATGAATCAAGGGTACACATGATGGGTGCCGGGCCCCCCC 

TCGAGAGTACTTCTAGAATTAATTAAGGCGGGAGAAAAGTGATACAACAACAATAAAACC 

CCAAGCATAAACAAACAAAGAGTTAATCAAAACAACAAATGCACAATTGATATGATTACT 

GAGTGTTCTAATGGTGAGGAGAAATTAAAAGCATAAATTA TACCG CCCAATATATTATAT 

ACAAACTAATATATGTGGTGTCCATCTGTGGGGGAGTATCTTTTTCCGTATATATATGTA 

TAATTGCCCCCCTAAAAGGCGCTTGATATGACCCAATTCCACTGGATTCCTCATAGCCCC 

AAATCTATCTGTAAATTCATTACTGCTAGAATTGCCAACTACAGAATTAACTTCTGTGAC 

CATTGGCAAGTCCCCAGTTTCCTCATTTACAAAATGACTAAAAGATCACT AAGGTA AAAA 

ACACTTCCCACTCCAGAATTTGATTCTTTCTCTCTAGTGAGAAGTCATATCTTTTTGAGA 

GGTATCCTATTGTTTGAACTTAGCACAAGTTTTTTCCTTGATGCAAGAATCACAAATGAA 

ATT ATTTGTATTCTACTAGG G G CTG G G G ACTTGTACTTG CT 

>SEQUENCE:8350:prostate_MPM2000-004P6_Table5 

TAAAGGG AACAAAAGCTG GGTACCG G GCCCCCCCTCG AG AGTACTTCTAG AATTAATTAA 

GGCGGGGGCAGCGGGAGAAGTGAATAAATGGTTGCTGTTTCTGAAGCGTCAGTGTTTCCA 

TGTTATGGATCTCTCTGCGTTTGAATAAAGACTATCTCTGTTGCTCACAAATGTCATAAA 

AAAAAAAATAAAAAAAAAGAACCAAACAAAAAAAAAGGGCCAAAAAAAATAAAAAAAAAG 

AAAAACTTAAAAAAAACTGAAAAAAAAAAAATAAAAACTGCCGCCCCCCCGACCAAGTAC 

TGCCTAACACCCCAAATATGTTTCATGAAACCCCCCCCTCGCCTCAGATACTTGATGAAN 

NNTATNCAGTTATATCCACAAATCTTCTGATTAGGTCCTGGCTATGCTTATCTATATCCA 

GAATTAACCTTATTTGCCTTACCAAAAAGAGCACATTGAATCAGAATTCCTAGATAACAA 

TTGAAATGAGCTTGAAGAAGTTCTGGGAGTGGT 

>SEQUENCE:8351:prostate_MPM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAG 

GCGGGGTGGGGGTGGGAGAGGCCCAAGACCCTGTGTCAATAGGCCACAAGAGGCCCGGC 

T 

GTTTGC AG CCTG G GT AG AC AGCC A AG CT ACGCTCC ATTTCC AG C ACTTCCAATCCG G CCC 

TGGAGCCAACAATAGCTCCTGGGGCCTCCCACAGCGCCAGAGACCAGAAGACAATCAGAC 

CCAGAGGCGGCCCCGGCTCAGCCCAGAAACACCTAAAGGTCTTTCTTTGGAGGGCTTGGT 

TAAAAGAATCATAGTTCACGCAAACAATGAAACATTACGCAGCCTCTGAAAAGGCGGAGG 

TCCACCTACGTACTTGTTACGGGTTGAATCATGTCTACACCACCCCCTCCTAAAAAGCAT 

GTTGGGGATCTAAACCCCAGGACCTCAGAATGTGACAGTATTGGAAACAGGGTCATTACG 

GATGTAACGAGTTAAGATAAAATCATACCAGTGTAAGGTAGGAGGCCAGGTGCGGTGGCT 

CATGCCTGTAATCCCAACACTTTGGGAGGCCAAGTGAGGAGGACTTCTTGAGGCCAGGAG 

TTGGAGACCAGCCTGGGCAACAGAATGAAATCTCATCTCTATTAAAAAAATAAAATAAAA 

TAAAAAAATA 

>SEQUENCE:8352:prostate_MPM2000-004P6_Table5 

GCTGGGTGCCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGGGAACAGT 
CTTTG G AG ATT AG CG G CTT AG ATT AG GT ACTTAAA A AAC ACTATT ATAG G GT ATC ATC AA 
ATTACATTTGTTGGCCAATCTTATTTCTCTGAGTGATTCAGTCTAGGAAAGAAATAACAC 
CCTAAAGATGGTCAGATATGATGCTAAAGGAATTAAAAAGGGTTGAI I I I I I I I I ICTTT 
GCTCAGGAATAAACAGGAATTCTAGAAGGTCAAACTTCCCCCCCNNNAAAAAAAAAAAAA 
AAAAAAAANGGCGGGCCCCCCCCCGGGGGGGGACCCAAAATCCCCTATTAAGAGAGTATT 
TTCCCCCCCCCCCCG G GGCI I I I I I i AAAAAAATG N N AG AAAG AATGGCTCACTT 
>SEQUENCE:8353:prostate_MPM2000-004P6_Table5 

TAAAGGG AACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCT AG AATTAATTAA 
GCGGGTCTCTCTCTCCTCTCTTCTCTGAACCTCTCTTCTCTTTCTCTTTTCTTACATATT 
CTACTAGTTGTTTTCCCCTTCTTCTTCTCCTTTCTCTCC I I I I I CTCCCTCCTCCTTGTC 
TCTTTT ACTCC ATTCCTG C AG A AG AG AG AG G G CT A A ACTTAAAG A AA A AA AAG GAG GAGG 



Table 7 
2823/3129 



AGGAGGAGAGAAAGGAGAAGAAGAAGGGGAAAACAAAAAAAAAAAAAGCGGCCGCCACCG 

CGGGGGAGCTCCAATTCGCCCTATAGGGAGTCGTATTACCCGCGCTCACTGGCC 

>SEQUENCE:8354:prostate_MPM2000-004P6_Tab!e5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGCGGGGGGGATAAAAAAAAAACAAACCCTGCAAGTTTTGTGGCTTAAAAAGAGGGTGG 

ACAGTCCTAATGGGGATCTCCAGCTCCTTCCTGTGGGCTGCCACAGACAGCTACCCCCAG 

AAGGGTCAATGTTGGGAGTGGTTGTGGCTC 

>SEQUENCE:8355:prostate_MPM2000-004P6_Table5 

ACCCTGACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 

TTAATTAAGGCGGGGTAATAATGGCAAAAAGATAGAAATATAGATCACAGGAATGGAATA 

GACCATTCTGAAATAGAACCACACACATTGCCAACTAATTTTCAGCAGAATGCCAGGTCA 

ATTCAATAAAGAAATAAAAATCTTTCCAACAAATGGTGCT AGAA TAACCAGAAATCCATA 

AGAAAAATTAAAAAAACCTCATGCCATATGCAAAACTTAATTTTAAA TAAGTT ATAAGCC 

TAAATGTATAAAATTGTAAGGCTTTTAGAACAAGACATTGCAGAAAA I 1 I 1 I ACAAACTT 

GAATAAGCAGTTATTTGTTAGGCAGGACACAAAAAAAACAAGCCATTAAAAAAATTGACA 

AATTAGACTTTATTAAAATTTAAATCTCATGCTCTTTCAAAGATACCATTAAGAAAATGA 

AA 

>SEQUENCE:8356:prostate_MPM2000-004P6_Table5 

TAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAA 

GGTTTAATTGACTCTAGGCCATGAGTAACAGTCTTATTTTCTTAT ACATC AACAAAGAAT 

AAAGGACTTGAAAAATAAGCATGATCTATCAATTTTTAAATTCTAATTTTACAAAATTAA 

AGAGATGGTTTCCATTTCTAATACAACTTATACAGAGATATGAGAGTTGATTTAATGCAA 

CAAATATTCATTGCAAAACCATGTTCAAGGTGTAATATGAAATGTTGTGGTCAATAAAGA 

TGCAGCTTTCCATTTCCAGGTTTTAGAACAGTGCTGTTTAATGGAACTTCATGAGATTAT 

GGAAATGTTCTGTGCTCTGTGTTTATCCAGTATGGTAGCCAATAG TCATA TGCAGTTACT 

AAG C ACTTGCAATGTTTGTAAT ATG ACTG AG G AATTG A ATTT A A AATTTT AT 

>SEQUENCE:8357:prostate_MPM2000-004P6_Table5 

GGCCGTCGTTTTCACCCTGATAAGGGAACACATGCTGGGTGCCGGGCCCCCCCTCGAGAG 

TACTTCTAGAATTAATTAAGGCAGGTATGTTAGAATGAACCAGAATGTTCGATGAGCAAG 

AATGAACAAATAGACCAATGGAACGAAAATAAAGAGCCCTGAAGTAGATCTCTCTCTATA 

TATATATGTGGTTGTCTAATTTGTGATAAAGTTTCCTCGGCCATGTGGTTGGGAAATGGT 

GGTCTTTTCAATAAAAAGCACTGGATCATANAACATTATAACATTGCTGG 

>SEQUENCE:8358:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

ATGG AAATAAAATAAATG CCTGG G ACCAATCTTTTTATTG ATG AG AG AG CAAC AATTCTA 

TACCTGATAAGGCAAGGAGAATTCTGATGTTCTAGTAGCAGCCTGACCCAGGAATTTACT 

TAAGGTGTGTGTAGGCGAATGGGAGGGTAGAGGAACTTCTGGGAAATGATGACTAATATT 

CTATTTGAAGCTGTTGCTATGCCATATTCCTAAATCTTCAGCAAAATTCCGCTATAAATA 

ACTTCCTTGTGTTTGTGTAATTTGCGAAAAAAAAAAAAAAAAAAAAAAAAAAAAAGGGGG 

CCCCCCCCGGGGGGGACCCCAATTCCCCCTTTTGGGGGGTTTTTTACCCCCCCCCCC 

>SEQUENCE:8359:prostate_MPM2000-004P6_TabIe5 

ATAAAGGGAACAAATGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGCGGGGGAAGTTATTATGCTTGGAACTTGGTTTGATGGCTTGTACTATGTGTCAGTCA 

TTTAACTTACCATACTTAATGTACACAACACTTCTTGAAGTAAGAATTATCATTCCTTAT 

TTTCTGGATAAGAAAACAGACTCTCAGACTCTTCAGGGTTCTTCCTTCCTGTTAAATAGT 

AAAGTTGCAGTGTAACTCTAGATTTGTTTAACTCTAAAGCCTGTTTCTTCACACTACCCT 

ATCCTGCCTTCTGTTTTGATGCTCTGCCATCCATAATTACTAAAGAAAAATATGCTTATT 

TCCCCAATCTTCTAGTTATG G GT ACTC A ATG GTG GTTATCCCGTATCTG CAATTTG CT AT 

CTTGTAGTTAGAAGTCAAGCCAATCCCA 

>SEQUENCE:8360:prostate_MPM2000-004P6_Table5 

CCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATT 

AATTAAGGCGGGTTGCCAGAATGAGACAGGTACTTAATAAAGG ATAG TATCCTTTCTTAA 

GGTCTTTATTAGTG GGAAAAACTG GGAAACAACCTATGTCTG ATTTTTGCCTGTTG CTAA 

GCAGTGAATCGCAAATGTTTAGCTCTCCCCTGTTTCAATGAAAGGTTGGGTGATGGCAGC 

GGTGACTCTTTTTTGTCTTTTTTTGCCAGAAGTAACCTGGAGTGGCCTAAGATAGAAGGT 

GTGGAGAAACAAAATCTAGCCAAACATATACATGCATACATACATAGGTAAATATCTCAG 
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TTGGTGAAGGTGAATATAGAAAATCGGGATCACAGGAAAAATTACCATCAACCCTAATGA 

GGTTACTGGCAGTCAAAATTAAAAAAAAAGGAACTTATACTACCTTCATCTGATATTAAT 

TCTGAAGAAATAAAATGTTTCTTAGGAATGAATTCCTTTGTGTATGAAGGGGACCACTGA 

GTGGTAGTACTGGCATTTTTCAGCCAATGTGACAAATTTCACAGTGCT 

>SEQUENCE:8361:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGCGGGCGAATAACACGGTAGGGAAAGGGAAGCCATCCTGGCCAACTTGATGAAACCCC 

GTCACTACTGAAAATACCATAATTATCTGGACATAGTGGCTCGTGCCTGTAATCCCAGAT 

ACCCATGAGGCTGACGCATGAGAATTGCTATGAATGCAGGGGAGTTGGAGGGGTGCAGTC 

GAGAAACATGATCATCCACTGCACTCCATACTGGCTACAGGGAGACTCCATTTCAAAGCC 

TCCGTGCTGCTGGATCTTTGGGGGGGGATACACGATCCTTGAGCACTGAAGTGTTTAAGA 

TTGGCAACTATCAATGCCC I I I I I I CTAAATATG G GG ATATTTACCTTTATTAAG AAATT 

ATACTAAACATTGATGTCCTTGATCATTTTATGTTCTCATATTACTTTT 

>SEQUENCE:8362:prostate_MPM2000-004P6_Table5 

CGTCTTTTTACAACCCTAAATAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGA 

GTACTTCTAGAATTAATTAAGGCGGGGTAGGAGCCGGGAACCGGAATGGAAGAGGCGTGG 

ATTCTCGTCCCAGCCCTGGCTCTCATGGCGTTTTGTGACCTTGGGTTAACCACTTTCCCG 

CCGAGTCTCAGTTTCCTCATCTGTACAATGGCTCTCATGAGAATGATGCCTG I I I I I CCT 

ATTCCCAG G G AGGG ATTCG ATG CG AGG AC ACCAT AA A ATAAG G AATG AT AATN G AAA AAA 

AAAAAAAAAATAAAAAAAACAA 

>SEQUENCE:8363:prostate_MPM2000-004P6_Table5 

GAATAAGGGGAACAAATGCTGGGTAGCCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAA 

TTAAGGCGGGGGAGAAATACATAAAATATATGACAAAGCCCTAGTATTTTCAATGTATAA 

AAAGCTCTAAGGATCAATATGAAAAAATTACTATCTCCATAAAAAAATAAGCTAGGGATA 

AAATAAGCAGTTCATCAAAGAATAAAGATGACCAACAATGTGAAAAGAGGACAAAAATGT 

AATTTAAAAAATGCAGTGAGTCTAGACAACATGGTGAGACTTCATTACTTCAAAAAAATT 

TAAAAAGTTAGCTAGATGTGGTGGCACACGCCTGTGGTCTCAGCTACTTGGGAGGCATTG 

AGGCAGCCAGCGCAGGGGCTTCTGCTGAGGGGGCAGGCGGAGCTTGAGGAAACCGCAGA 

T 

AAG II I I i I I CTCTTTGAAAGATAGAGATTAATACAACTACTTAAAAAATATAGTC AATA 
GGTTACTAAGATATTGCTTAGCGTTAAG I I I I I AACGTAATTTTAATAGCTTAAGATTTT 
GAGAGAAAATATGAAGAC 

>SEQUENCE:8364:prostate_MPM2000-004P6_Table5 

TCT AG AAATT AATTAAGG CG G AAG CTTAGG CT AAT AG CCTCGTGG ACG GTG G AG CTCT AG 

TCTCTGAGAAACTCATTCATTCCTTTAGTCACTAGGAAGAAGCAAATAAGTACCAATGGT 

GTC ACTG GTTGTGGTG AG CTG AG ATCGTGCCACTG C ACTCC AGCCTAG G CG AC AG AG C AA 

GATTCTGTCTCAAAAAATCAAACAAAAAACACTAAAAAACCATACATATATGATATACCA 

ACAAGATTTTCTTGGTGGGGTGCCTAAACCACCTGATTCTCAAGTTCATGTGGAAAAATT 

ACACA 

>SEQUENCE:8365:prostate_MPM2000-004P6_Table5 

TAAAGGGAACAAAAGCTGGGTCCCGGGCCCCGCCTCGAGAGTACTTCTAGAATTAATTAA 

GGCGGGCAGATCACGAGGTCAGGAGATCGAGACCATCCTGGCTAACACGGTGAAACCCCG 

TCTTTACTAAAAATACTGAAAAAAAAAAAAAGAAAAAAAAAAGATGGGGCCCCCCCCGGG 

GGGGGATCCCATATCCCCTTATTGAGGGGCTTTACCACCGCCCCACTGGGGGAGGTATGA 

AAAATGGAGAATTGTGGGAGTGTTCTC I I ! I I CCCTTGGATCCGGTGCCTCCTGGGCCAA 

CACCTTGGCTTCCAGTTC I I I I I GCTACATCTTAAGCCTCTCAATCTCTAAGGTCTTTTC 

CTCCACTGGCTTTAATGAGCACCATTCGTTCTCGCTTTGGGGTATTCAGTAGGGGGGTCC 

CTTGGCTTGCCTGGGAACCCAGCATACGTTCCATACTCATGAGGTTATCCAACATGGCTG 

GATCCATA 

>S EQ U ENCE :8366: prostate_M PM2000-004P6_Table5 

CTG G CCGTCGTTTTC AACCCG G AAT A AAG G G AACA A AAG CTG G GTAGCCGG G CCCCCCCT 

CGAGAGTACTTCTAGAATTAATTAAGGCGGGTGCCTGTAATCCCAGCTACTCGGGAAAGT 

GAGGCAGGAGAATCACTTGAACCCGGGAGGCAGAGGTTGCAGTGAGCCGAGATCGCACAA 

CTGCACTCCAGCCTGGATGACAAGAGAGAGGCTCTGTCAAAAAAAAAAAAAAAAAAAAAA 

AAAAGGGGGGCCCCCCCCCGGGGGGGGCCCCATTTCCCCTTTTTGGGGGGGTTTAAACCC 

CCCCCCTGGGGGGCGTTTTTTAAAAAANTNTNTANTAACTGGTATGAACCCTCTGTCTCC 
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TTATTTAAATGTGGATCCACGATACCTCGTGCAGGTAAGATTAAGATTTTACTAGTTTGG 
TGCATTATTTTACCATTTTAAAAAAAACGCCAAGTGCTATG CTGAC TTGAACTATGACAT 
ACACTTTTGGAGGCAGTAAGTCTCTGGTCTCCATTCACCC Mill 
>SEQUENCE:8367:prostate_MPM2000-004P6_Table5 

CTGGCCGTCTTTTTCATCCCAGGAAACAGGGATCAACACATCTGGGTCCGCGGGCCCCCC 

CTCGAGAGTACTTATAGAATTAATTAAGGCGGGGCTCAGGCAGTAATGCTCTCCCCCACA 

ACACCCTGCTGCTCACCTCCTACTGTGCGGCCCATTTCCTAACAGGCCACAGACCAGTAT 

CACACACCATCCTGGGGTCAGGAACTCCTAAACTATGAACTATAGTGGAATAATTACCTG 

AGCCAGGCACCCAAGAGAAATGTCCTAACTCAGCAAAGAAGTGACTGTCACCCGGGAGAC 

ACACTGGAAAATATCTTACACCTGATCCAGGCTAATCCAAGACTGCAGGTCAGTACGACA 

TATTAAAACAAGGGATCTCATGCCTGTGTATGTGTGTATATTCTAAAGACTATGCACACA 

TTTTTTCTACTTTGAACTTTCTCTATTTCTATTATGCAATTTGCTGACCTAGCAATTCCC 

ATATTCTATACAAATTTATTAAGTGCCATACCTGACCATCAATTCCACTTCCAATTATCT 

AAAAATATGAGCGTGAAATTTAAAA 

>SEQUENCE:8368:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAG AGTA CTTCTAGAATTAATTA 

AGGCGGGGGAAGAGTGTGTGGAAACTTCTGTTTACATTGTCTTTTAAAATGTACCATGTA 

CACACGATACCTATTCAAAAATGAAATGTATTCTTCACCTCA GGAAGAT CTATGAAAAAC 

ATATTCTGTAAATTATGAACAAATACTTTGACTTCTGTTTACATTTTTTTAATGTACCGT 

GTGCACATGATACCTATTCAAAAATGAAATGTATTCACCTTGGGAAGTTCTATGAAAAAA 

TTCTGTAAAAAATTATGAACAAACCCTTTGACACAGCGATTCCTTCCCCAGGAATTTATC 

TT ATAAATACACTTACACTCGTGTG AAAATAAGTAC AGTG CTATGTGG AAG G ATAAGTAA 

GAAGCAGATAATATTGGTTACCTTTGGAGAGGGGAATCTGATGTCAAGTCAAGAGTGGAA 

TGAGTGAGACTTTTTCACTACATATTCTTGGTACCTTTTGAACTTTAAACCATGTTATTG 

TTACCTATTGAATGAATGAATAAATAAATGTTAATGGCAAAAAAAANAAAAAANAAAAAA 

A 

>SEQUENCE:8369:prostate_MPM2000-004P6_Table5 

AAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGA 

CGGGAGTTTGAGTAAAACTGACGTGTAATTCTAGAAATGCCCAAGCAGGATTTGGAAAAG 

GAGTCCTAGAAATTGAGAAAGAAATTGGGGCTAGTGACAGAGGCATAGGATTAAGTAATA 

ACTGAATTT ATT AAG AGTG AAATAGGCCTCCAAGTTGCTGACTTAGAATAAAATCTCACA 

AAATTAAGGACTGATTTTTAAAATTAGCCTGCACTGTTAAAGCTGGAGATGAAAAAAAAA 

AAAAAAAAAAAAAAAAAAAGGCGGCCGCCACCGCGGTGGAGCTCCAATTCGCCCTATAGT 

GAGTCGTATTACGCGCGCTCACTGGCCGTCGTTTTACAACGTCGTGACTGGGAAAACCCT 

GGCGTTACCCAACTTAATCGCCTTGCAGCACATCCCCCTT 

>SEQUENCE:8370:prostate_MPM2000-004P6_Table5 

TGGGAACAGGAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTGTAGAATTAATTAAGG 

CGGGTTGAAAGTGAAACAATGGAAAATAATATCTCACAGAAATATTAAAAGAAAGCAGGA 

AGTGGCTTTCTACATTAGATGATATTAAAATAGAGCAACTTCAGAGCAAAGAAAATGATC 

AGAACAGAGAGGATAATCATATTATAATAAAAGGGTCAATCCATCAGAAAGACATAGCAA 

TCCTAAACAATTCTAAGCAATCCTATACACGTTAAACAATAGAGCTGCAAAATGTGTGAA 

GTAAAAACTAAATGTGTGAAGTAGCACTGAAAAGAGAAATAAATTCATAATTATAGTTGG 

ATATTTCACCACCCCTTTTCCAGCAATTGATAGAAACACTAGATAGAATTCAACGAACAC 

AGAGAATTTAACATCATCAACCAACAGGATCTAGCTGAACTTAGTAGACTACTCCATTCG 

AAGACAACAGAATACACATTCTTTTCAAGTGCCCACAAAACATAAAACAAGACAGACCAA 

TCCGGAGACATAAACCCCTTAACAGAG 

>SEQU ENCE: 837 1 : prostate_M PM2000-004P6_Table5 

GCCGTCGTTCTACATAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTT 

CTAGAATTAATTAAGGCGGGATTGTATCTTATTTTTACATTAGAAATG CAAAA AATCATT 

TTATAAGATTAAATCTATTGAGAAACACATTAAAGTTCTTATTGAACAGTTTTATCCTAT 

ATAGTTATCTCTTTTATCTGTGTAAATCCTAATTATGTGACCATTCTTTCTTAACCTCAG 

GAI I I I I I I I ICCTAACTTACCAGCATACTTTGCCCTCCCCCTCCTGCCAACCAGTCATT 

AATTAGTTCAATAACATTGAATCATTTAATACTGCTCTAGTGTCTGTGACAAAAGATATT 

ATCTGGAAACATTTTAAGTATGTGTCTCGCGAATTGGACCTCTAAGAAATATTCTTACTT 

TTTGGTAAATTTTTTTCAGTAAAACTATTATTTATGAAGATAAAT 

>SEQUENCE:8372:prostate_MPM2000-004P6_Table5 
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ACA A AAG CTG GGTACCG G GCCCCCCCTCG AG AGTACTTCT AG AATT AATTA AG CTTCAG A 

TTGAGAAGGAGAGGGGCTGGGCAGTGGGGTGAAGAGGGAAGAAAAAGGCAGGGATTATGA 

AG ATGTG GT ATTC AAAG AGT AGGGTTTGG ATAG G CG AG CATTCC AAAGTATGTCTG CTG C 

AATGGGAAAGGAGAGGTGCCACTGCCCGCAGAAATTGATGGGGGGCAGGGACGGGTGTTA 

GAAAATGGCCCTAATTACTGGATTCTGAAACACTGAATACACTCCCCCTAGGAAAAGGTT 

TT AAACT ATTATCACTCTTTT AAGCCTTAG A AAA AC 

>S EQ U ENCE:8373: prostate_M PM2000-004P6_Table5 

ACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 

TTAATTAAGGCGGGGGATCCACAGGATTTTCCATAGAAAAATGGCGCTTCCAGGATCTTG 

GTCAAATGAATTGTTTATTAGGTTGGTCTTTATCATCAGTCTGGTTATATCTGTAAGGTT 

AGGAAAATAGCATAGTGTCGGTTGTGAATTATTTTCAGAGTGCTTAGCCTTTCCAGTAGA 

TGAAGAGTAACAGCTTTTACTAAATTATTGAGATGTGGATTAGGGAATTACATCTGGATT 

GGAGTTCTATATCTGTTTCTTGCCAGGTATGTGACCTTGGGCAAATTACTTAATCTTTCT 

AAGCCTCAGTTTTTACATTTGTAACATAATATAATTGTACCCATTATAAGGTTCTGATGA 

GGAGTAAATGAACCAACATATATAAGTTCTTGGTACAGTGCTTAGCTTAT 

>SEQUENCE:8374:prostate_MPM2000-004P6_Table5 

TGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTA ATTAA AAAG TTATA ATTTTAG 

ATAAAAATTCTAGTCAAATTTTTACAGATATTATCTCACTA ATTTT CAGACTTTTGCCAA 

AGTGTGCACAATGGCTTTTTGTTAATAAAGAACAGATTAGTTTTGAAGAAGGCAAAAATT 

TCAGTTTTCTGAAGACAGCATGTTATTTTAACAATCAAGTATACGTATTAAAAATTGTGA 

GCAATCTCAAATGAAGGTCCATCGTTTCATTTTAAATCTCTAAATGAATTCATATAAGAC 

TCAAACGTTTGTGCTGTTCACTCATGTAGCCTCAGTTTTTGCAATTGTGATGCATATCAC 

TG AAATTTT AC AGTTG GTAATGT ATT AACTATGT AACTTAAC ACTTG G A ATT A AGT AGTT 

CTTTGGATATCCAAAAAAAAAAAAAAAAAAA 

>SEQUENCE:8375:prostate_MPM2000-004P6_Table5 

AAATAAAGGGAACAAAAGCTGGGTGCCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAAT 

TAAGGCGGGTGATTTATTCAAACATTTGTTCTAGCTTAAGCTGGAATAAGCAGTGGTCAT 

TTCAGAAGTTTTCATTTGTAATTCCTTCCTCTCCCTTGTTCCCAAGTAGGTAGTAGTAAG 

TATGTGCCACAGGCTGATTATCTGGGTAATCTTTTACGGGTGGGAGGTGAGATTGATAGT 

GCAATAATCAGTGATCTATAGACCCTCATGCACGATTCAAGTTTCACTCTTGTGGCTGAT 

GCCATTATTGCACATTGGCCATTCCAAACCTGTGGAGAACTTTGTTGTCAGGCCCTGAGC 

GCTCACAGCTTCATTTGGCCCAGGTTGAAGACAAGGAAAAAAAAAAAAAAAAAAAAAAAA 

AAAAGGGGGCCCCCCCCCGGGGGGGGCCCCCATTCCCCCT 

>SEQUENCE:8376:prostate_MPM2000-004P6_Table5 

CTAAACGGAACAAAAGCTGGGTTCCGGGCCCCCTTTCGAGAGTTCTTCTAGAATT AATTA 

AGGCGGGTGGCTGGAGCTGGTTTGATAATTACATGGTAATCAACTCTACTTCACAAATAA 

AATGAGCCACTGCATCCAGCTATAATAGCTTTAAAAGACTATTTTGAAAAGGAAGGAAGA 

AAAATCAAAAGAATCTGTAAGAAATGTAGCATGAATAAAGCAATATAAGAGCAAAAATTA 

AAAACAAAATCAGGTAAATTAGTGTATCTAGGAGTTTCTTTGAATAAGTTTAATAAGATA 

AACACTTGAAATAACTAAGGTATAGGGTAAGGTAGAAAAGGAAAAAAAAAAAAAAAAAAA 

AAAAAAAAAAAGCGGCCGCCACCGCGGTGGAGCTCCAATTCGCCCTATAGTGAGTCGTAT 

TACG CG CG CTC ACTG G CCGTCGTTTT AC AACGTCGTG ACTGG G A A AACCCTGG CGT 

>SEQUENCE:8377:prostate_MPM2000-004P6_Table5 

GCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 

TACTTCTAGAATTAATTAAGGCGGGAAGACAGTGGAATTCAGCTGTCACTTGATAATGTA 

GACTGAATGCAAGAAGTAGACATTATGACAGGGGAAGAACAGGAGCGCTATCTGCAAATT 

CTGATACTGAAAATTAACAAACGCAAATAATGGAAAGAAAAAGTACATCTGTGCATGTAA 

AGCTATTTTTAAAAGATTCTATTGCCAGTCTTATGTTAAAGAA AGCT TACTTGATCCTCT 

TCCTCCCGAATTAAGTGCTACATATTCTCAAATAGGAATTTTATTTTAAATAGCCTTTGA 

GCAGTACCTGGGTGCTGTCTTGCATTTGCCTATGATAGATTTGCCTGGAATTAACAATAG 

GTGTTTAGGGAGTGAGGCTCCTGAGGTGTTTGTCCTGGCATGTACATTCATTCCTGTGGA 

GGGGTCCTGTAGCCTTGGAGCTCTTTGAGGCTGGGG 

>SEQUENCE:8378:prostate_MPM2000-004P6_Table5 

AACCCTAACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGA 
ATT AATT AAGGCGGGTCGTGGGAATAACGCCGCCACATCGACAGTCGGCATCGTTTATGG 
TCGGAACTACGACTGTATCTGATCTTCTTCAAACCTCCGACTTTCGTTCTTCGATTAATG 
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AAAACATTCTTGGCAAATGCGTTTCGGTCTGGTACGTCTTGCGCCCGTCCAAGAATTTGA 
CCTATAGCGGCGCAATACTAATGCCCCCGTCCGTCCCTCTTAATCATGGCCTAATTTCCG 
AAAAAAAAAAAAAAAAAAAAAAAAGGGGGGCCCC CCCC GGGGGGGACCCCCATTCCCCCC 
TTTGGGGGGTTTTTTAACCCCCCCCCTTGGGCCGTTTT 

>SEQUENCE:8379:prostate_MPM2000-004P6_Table5 

GGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGGTAAAGAGTGTTTTAGATC 

ACCCCCTCCCCAAATAAAATCTGGGCAGATATGGA AACTA TATAAACTTTGGATGTCATC 

TTCAAATCACACACAGATCCAATGGTAGAAGGTAGGTTTTATGGGCTTAAGGTGTTTGAA 

CACAATCTTTGACCAGTCATTGGCTGACCATTAAGTTATGCAGATGATGCTAGAAAGCCA 

AACTAAAAAGTAAAAATATAAGAATTTTAAAAATTTTAACAGAGACATTAGTGGTGACAC 

ATGGCAGAGGACAAAACTTCTACGTATAAGTCCAATCAATTATAGAAAGAAAGAGAAGAA 

AGAAGAAGAAAAGAAAGAGAAAAAGAGAAGTGTAAGGGGTGGGAGGAGAAGAAAACTCTT 

AACTGGAAAAGTCAGAAAAAAAGCAGAATCCAGAGTTGC 

>SEQUENCE:8380:prostate_MPM2000-004P6_Table5 

AGGGAACAAAAGCTGGGTACCGGGCCCCCCCTACGAG AGTA CTTCTAGAATTAATTAAGG 
CGGGGCGAATACTACTTTGTAACTTTTAAAGTCTTAAACTTTTCAATAAAATTGAGTGAG 
ACTTATAGGCCCTAACAAAAAAAATATCCACCTAAATCTAAAAAGCTGATGGGAGTACCT 
AATTTCAGTATTCACCAAATATTTATTAAACAACTACTATATGCTATTCTAG GCACT AGG 

GATATAGCAGTGGCCACAATAAACACAACTTTACTGCTCAATGACCTTATA AATA 

GATAATCTTGGTTGGTGAATCGCTGAGTGGCATGGAGAATATTCTAGAATTGTGAGAGTA 
GGAAAAGATTTTATGGTCTAGGCAGGCAAAGGGAGAGCGCTCCAAAAAAAGAAAAAAAAA 
AGAAAAAAAAAAAAATATAGGCGGGCCCCCCC 
>SEQUENCE:8381:prostate_MPM2000-004P6_Table5 

GGGAACAAAGCTGGGTACCGGGCCCCCCCTCGAGATACTTCTAGAATTAATTAAGGCGGG 

AGAATGGTATTTGCCTCATTTACAAGTTTGTGTTCTTCTTTACTCCTAAATCAGTGTAAC 

TCAAAGCATTTCTAAAGTAAATTGCACTTTGCTTTCAGAGC TCTA AAACACTAAAATATT 

TGTGCTTTATTCGAATAGATTTAAAAATTATAGTATGGTTTATTTTCCTTTAAAAGACAT 

TTCATTGTTATAAACACACAAACAAAAACCCAAGGCCAAAACTGGAATATTATTGTACAT 

GTCATAGGTTAAGTAGGAACAGTTTCTGGACTTTGGTGTAATAACTCTTTACTGACGAAG 

AGGTCTATAGTTTGTTTAAGAACTATCCCACTTAAAAACCAATCCATACACTTTTCATGC 

AGCTGACTCCCTCCCCCCTTTCCAAAGCTCAGAATGGCAGCAGATGATACAGCAAACACG 

TAACTGCAAAAACAGCTACAGCAGCTACCTGGGTGAGATGGCTGCCACCTGCAGCCTCAG 

TGAATCTGGCTTCACACCACATGCCTTGAATGT 

>SEQUENCE:8382:prostate_MPM2000-004P6_Table5 

TAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAA 

CCAACCCAGGAGACAAACTACCTCGGGTCTTAGGTACT GGGA TTATAATATTTGTAGCTG 

AAGGCATCCCGATACTGATAATGATGACATTTAGGGTTATTTTCAAGTAAGTATATAACT 

GTAGCTCCTCTTAACTGGTCTAACTCTAATTTGTTCTTTAAGATAAGAATCTCCTTGAGA 

GCCTTCCCTGAACTCCCATGTGGGCCAGAGCTATCACCACATTCCACTGTATACTATAAT 

ATTGCCCATAGTTTTCTGTTTATCTCTTCACACTATAGAAAACAATTTCTTGAGGTCGGA 

GACTGTGGCTTTACTCCCTATTGTATCCACAGAAATCTCCTAGCACAATGCCTGGCACAT 

AGTGGGTGCTCAAATATTTTCTAAATAGATAATAAGGGGGAAAGAG 

>SEQUENCE:8383:prostate_MPM2000-004P6_Tab!e5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGCGGGGGCCATAGTGATAGGTAAAGGGATCACTGGAATGGGGTCTTGCGGTGGAGGAG 

G G AG ATTG G ACTC A ACTCCCTGTGTAA AG C AATTGTG A AG CTTT AG CTT AC A AACG AG GT 

TGTTTTCCTTGTGAATGGGTTAGAATGACCAGTTTTATCAATACATATGTTACAATCAAC 

TGTAAGTGTCATAAGTCATTAATTACTGATGGTAGACAAAGTAC 

>SEQUENCE:8384:prostate_MPM2000-004P6_Table5 

TACAACCCTAAATAAAGGGAACAAAAGCTGGGTGCCGGGCCCCCCCTCGAGAGTACTTCT 

AGAATTAATTAAGGCGGGGAGCCTTTGGATCCCAGCATAGAAGCAGAGATCATAGAGACT 

GGATTGGCTGCATTCACAAAACTCTATGAAAGCCCTTTACCCTTTGCTACTGGAGAACAC 

GGATCTATGGAGGTAAAAATATAAAAACAAACTAGCCAAAGTTTGGTGTTAGAAGTAGAA 

GATGAAAGTCATTATTATAATCTGAAGCTTAGCTTTCTTGGTGTACAGTTCACAGGGAGT 

ACAATATGAGTAACATAAAGAATGTGGTTAATTTATTGGAATATCCTAA GAGCT TTCCTC 

C A A A AG CTTCAAG GT ACTTGTCTG AT I I I I I I I I I I I I AAAACACAACTG I I I I I TCCTA 
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TAGCAAATTAAAGGAAAAGTTTAAGGCCGGGTGTGGGGTCTTACGTCTGTAATCCCACCA 
CTTTGAAAGGCTGAGGCTG 

>SEQUENCE:8385:prostate_MPM2000-004P6_Table5 

CTCCAGGAGGCGATCCATTCACAGATCCAAAACCATCCTTCTGTAATAATCACTCTGCAA 

ATGAACGTGACTTTCTCTAACCCGATCTCGGTCCAAGTCTAGATCCAGGTCTGCTTCCAG 

ATGGGCCTCCCGATCTAGATCTAGGTCCCACTCAAGGTCCTAACTGGCTATGGCCACAGC 

TGGAACTACCCGAGAAGTCTTTTGTACATGTTTGGTAGCCGTAGCACAAGTGATTGGAGT 

AGAACATGTCACTGCTGTACATTTTTAACTCCCCTAATGGCGTGTCTATAATTGTTAAAT 

CTAAGTGCTTCCTCTCAGTAAAGCCTCCTGGCACCAAGCCTTCCTGCTCGACTGAAAAAA 

ATTTTCTCTTTGAAAATCCCCTTTT 

>SEQUENCE:8386:prostate_MPM2000-004P6_Table5 

TGTTTCATCAAGGTTGGTGCGGTGGGTGATAGTGTATCATCAAGGTTGGTGCGGTGGGTG 

AGAGTGTAGCATCAAGGTTGGTGCGGTGGGTGAGAGTGTAGCATCAAGGTTGGTGCGGTG 

GGTGAGAGTGTAGCATCAAGGTCAACACAGGGGGTAGCGTGTTGCATCCCTACTGTGGTT 

CTGCAGGAGGTTTTCCTTGTGGCAGGAGATACCTGCTGTGCATCAGGCG AAGATG TACAA 

TGCCTGCAACACAGTCTCAGAATGGCCGGGCTCACGCCTGTAATCCCAACI I I I IGCGAG 

GCCGAGGCC 

>S EQ U E NCE:8388:prostate_M PM2000-004P6_Table5 

AACCCTCACTAAAGGGAACAAAAGCTGGGTATCGGGCCCCGCCTCGAG AGTA CTTGTAGA 
ATTAATTAATGCGGGGGCGGGACCACGGAGAATTAATAAGGTTCTGGACTTTTAACAAGG 
AAAAGCCAAAAGGCACAAAAGAGACGGGGCCCCACGGGGGGGGGACGTTGAATGGCCCT 
A 

GTGCTGGGCCCTTTCCTCCCCCCTCGGGCTAGGTTATTAAAAAGCTGTTTTAAAGTCTGG 

GTCATCGTGCAGTCTTTTCCCTGACACAGAGTAAAAGCTCCACAGATTGCGCTGTCTACC 

TGGTAGTCAGTGGCAGCAACGGTGGCTGCTGCTTCTGGAAAATAAATGGAGTCTCCCAAC 

TGGCAGCATCTTAGGATTGCTTCAGGCGTTTGCGTGGGGGCCCCAGGAAAGGGCACTGTG 

CTGAAGCCAGAGAACG 

>SEQUENCE:8389:prostate_MPM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAG 

GCGGGGGGGTTGCACCATGTTGACCAGGCACTGGTCTCAAACTGCCGACCTCAGATGATT 

TGCTTG CCTCG G CCTCCC AAAACGCTG GG ATT AC AG GTG CG AG CCACC AC ACC ATG CTG A 

AAATATATTTTTACTCTGAAACCTTATGATTAAAAAGGGCTAATAAAAAGAAATGATCGC 

TTACGTATATAACAAGAAAAGTCACCCCAGGTAAATACACTTACACATCATT GATC TTAA 

AAAATAAGTT AT AATCTAG G AGT AG G G CATAAAA AAAG AATGTTGTAAAAC ATTTTCT AA 

GAATTGCTAAAGCATTTAAATATCCTCTTGGTAGGATCCGTGATAGATCAAAAGTTGTAA 

CACGTACTGCTTATGAGAAGAGAAGCAGAAAGATCAGAAGCGGTGGAGG 

>SEQUENCE:8390:prostate_MPM2000-004P6_Table5 

TGATGGGTGCCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGGGATTAG 

ATGATCCTTAATGATCATTTCAGGCCAATTTCTATAATGTGCACTACACAGTTGAGTGAC 

CACTTGCAAGATTTTTAATGTGAGCAGGGATAGTAGAGATGATGAATGTAGGTAAGGAGA 

GGAAATGAGAATGAGGACTTTCAGGGGCAAGAGATGGTGGTGTCATTTTGTGTTGTGTTC 

CTGAGTCAGGTACCAACAGATTTCCTCTGAGTAGAATATAAATGCTAACAAATTAAACTG 

TATGTTGTATACATTCAGCCCTTGGTAACAAGGAAAATGATAGAATTGAAATGTTCTTGT 

ACCTCACTAGAAGCAGAGAAAGGGTGCTGGATATTTCTGTTTCCGATAATGCTGCATAGA 

TAGTGCCACTTAAATGTAGAGCAAAATTACAGTCTCCTCTAAGTAATTCCTCCAGTTACC 

ATGTGTCCTAAATTCCGATACCTGTCCAATACAATTTCTAGAACTTTTTCACCTCCCCAT 

CATGTCTGCCTTCTAGTGCCCCAAAATTATGTG 

>SEQUENCE:8391:prostate_MPM2000-004P6_Table5 

AACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTANCTTCTAG 

AATTAATTAAGGCGGGCACCAAGTATTGACTATGTAGGCATGTTAAACTCCAATAAAACA 

TACAGCATTGCCTCATATATACTAAAAATACAAAAATAAACTGGAGAGAGAACACAATAG 

CCTGTAATAAAAGCTCCTCCCCGCACCCTGAGTGACGCACGAGACTCGCTTGAACCCATG 

GGGTGCGACGCCGCATTGAGCCGATATTGCACCACTGCACTCCAGCCTGGGCCACAGAAC 

GAGACTCCATCTCAAGAAAAAAAAAAAATGTGTTCTTAGCAAAATGTTTCCCAAAGCAGT 

TTACCAAACAGTTAGCTTGATGCAGG I I I I I I CCCTAAGGGCTTAATGTGGGATTATTCT 

TCATGATCAGTACCCCATTATGGTGTATAATTGGAATTTCCCCTGACATTACTCTTTTAC 
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CTTATCTTCAATATGTATC 

>S EQU ENCE: 8392: prostate_M PM2000-004P6_Table5 

ATTTTACTAAATAGAGTTGGAGAAAATAGTCGCTAGAGACGTACAGTCAAAATTCATATA 

CATCACAGGCTGCCACCACTCAATTCTACTGGCCCTCTTTTACTAGAGGTGACACTACTT 

CTAAAGACACAGATGTTTAGAGATCCCTAAGGATTCACAATGTACAAATCCTATAACTAC 

TGAATATAGCTTTCTGTGTAGAGGGAGATA 

>SEQUENCE:8393:prostate_MPM2000-004P6_Table5 

CTGGCCGTCTTTTTCAACCCTAAATAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTC 

G AG AGT ACTTCT AG AATT AATT A AG G CG G GCAATT ATCTT ATTGGTGT AAAAG G CTG AG C 

CACCAGTGGAAGACCTGGTTTGGGATTGAGGGTCTCAGGGTGAGTCAGCCCCCAAACTGA 

CAGATAGGGAGGATAAAATGGGAAAAAATTTTCCGCCTTCAGTGAGCCTATAAAAATTGC 

AA ACACATGTAACAATCAGG AGCTG G ATTAACTCTAACTG G ATTAACTTAAAG AATTTTG 

TTGCAATGTGACATTTTGTTTTCTCTCTAGTAACTGGTATGAACCCTCTGTCTCCTTATT 

TAAATGTGGATCCACGATACCTCGTGCAGGTAAGATTAAGATTTTACTAGTTTGGTGCAT 

TATTTTACCATTTTAAAAAAAACGCCAAGTGCTATG CTGACT TGAACTATGACATACACT 

TTTGGAGGCAGTAAGTCTCTGGTCTCCATTCACCCTTTTTTCCTCA CAAACA CCAGGAGC 

TTG G CCTGCATCTCTCTGAAACCAGTTAACTCCCTTC AAAAG CTT A I I I I I I AAAACCAG 

AGCAGAATTAATTTTTGAAA 

>SEQUENCE:8394:prostate_MPM2000-004P6_Table5 

GGCCGTCGTTTTACACCCACGGAAAACAGCGTATAACCATGATTACTGCGCGCGCCTTTT 

CTACACAGTACATAAATATATTTACATTAATGCGGGGGCCGCTTGATAAGTGAATAAATG 

GGGCGGTTTCGGAAGCGTCAGTGTTTCCATGTTATGGATCTCTCTGCGTTTGAATAAAGA 

CTATCTCTGTTGCTCAGCACTAAAAAAAAAAAAAAAAAAAAACAATAAAAGAAATGGGAA 

CTCCAAATGTGCACATAAACAACCAAGCTCAACAAAACTGTCTGGCCCCCCCCCAATGGG 

GAATGCCCCATACCCAATTCGTGTGCGGCTGTCCCCCCCCCCTAATGAGGATTAATATTC 

ACCAAATAAGCTATATACTTTGGTTACCTATGTACCTGTTACCACTTTCAAAAATCTACA 

GACAGTCAATGTGGATGAGAACTAATCGCTGATCGTCAGATCAAATAAAGTTATAAAATC 

GGNGAAAAAA 

>SEQUENCE:8395:prostate_MPM2000-004P6_Table5 

ATTAAGGCGGGATGCTGGCTTCTAGATTGCAATAGTTATATTTTATAGT GTTA AGAAAAT 

ATCTGTTCCATTTTATAAGTTTTTTTCAAGAATGAATATCATTGGGTACCTTTTCTATAA 

ATACAGATGATTTTTCTCCTCAGGTCTGTTGGTTTATATTAGATTTCA TAGTG TCAGATC 

ATCTTTGCATTCCTGAAACGAGCTCTACTTGATTGTGATGTAGTAGTCTTTTGATGTGCT 

GCTTGTACTATTTCTTTGATACTTTTGCACTGATATTGAGACTGATTATAAAAG GCAGT T 

AGCAGCTTTCTCTCTTCCAGTGGGCTCTGGAACATTTTAAAATAGTAGCAATA I I I I l GC 

CATAAATGTTTAGTAGAATTCCTCTAAGAGCTTTTTGGAAGATAACATAGTTTCTTTACT 

TAGAAAAAA 

>SEQUENCE:8396:prostate_MPM2000-004P6_Table5 

AAAGGGAACAAATGCTGGGTACCGGGCCCCCCCTCGAGAGTANCTTCTAGATTAATTAAG 

GCGGGGCGTCCACTAGGTTTCCTGTCCCCTGCTGCTCCTTCCGTAAGAAAATGAAATATT 

CTATGCCTAATACTCACACGCAACATTTCTTGTACTTTGT AAGTC GTTTGCGAGAATGCA 

GACCACCTCACTAAACTGTAAACGGTAAAGAGATTTTTACTTTTGGTCAAAAAAAAAAAA 

AAAAAAGAAAAAAAAAAAAAAGGGAAAGATGGATAAAAAAAGAAATGTCATCCCTGGCTA 

AAAAAGTAAAGGAAGCGAAAAAAAGGAAGAGTTAAAGAGGCAAATGCAGGGTAACCCGAC 

GAGGAGGCTATTGCCGTAATTAGTTCACATGGTGAAAAGAATGGACCGGCCGTATTAATG 

ATTATGGATTCACTCTTTGAACAAATTTCTGGCCGCTTTTTAGTTTTGAAAGTGAAAAGT 

TTCAGACTCTCACTGAGGTATTCT 

>S EQU ENCE :8397:prostate_M PM2000-004 P6_Table5 

ACTGGCCGTCGTTTTACAACCGGGAATAAAGGGAACACATGCTGGGTGCCGGGCCCCCCC 

TCG AG AGT ACTTCT AG AATT AATT AAGGCGGGTGG AT CATCTGATGTTAG GAG AT AAAAA 

CGAGCCTAGCTAACATGATGAAACTCTGTCTTTACTAATCAACACAAAATGGAATAAAGA 

CTTAAGTGTGGCGACCTGCGGGGGGGAACCTACTAGAGGAAAAGCTGATGACACTGGCCC 

CCGTAACAGGGCCTTTGGATATAACCCCGAAAACAAAGGTTAACAACAGACAAATGAGAT 

GGCATCAAACTAAAAAGCTTCTGCATAACAAAGGAAAAAATTCCAAAGAGACAACCCTCA 

GAATGGGAGAAAACATCTGTAAATCATCCATCTGATAAAGAGTTAATATCCAAAATATGT 

AAGGAACACAAGAAACTCAACAGCAAGAAAACAAATAACCCAACTGAAAAATGGGTAAGG 
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CACTTGTACTGACTTCAAAACTTACCGAAAAGCTATAGTAATTAAAACAATATGATACTG 
GGTCAAGGACAGACATGTACACTGATGAAACAGAAACGGAACCAGGAAATAAGCCCATAC 
ATATAAGATCAAACAATCTTCAAGAT 
>SEQUENCE:8398:prostate_MPM2000-004P6_Table5 

CCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATT 

AATTAAGGCGGGAGGCTCACGTCGAGTCGGTACAAAGACACCAGACGGGCACTAACTATT 

GGCTCTCACTGCTCCTGCGGATACAAAAACCACGTTGGCATCATTAAACGCACTTGTAAC 

CTAAGCTACTACAATTGGCTTAGCAGGGGGAAAAAATTGTTCCAGAAAACAATATGCTGA 

TTTGCTTTTTCATGCCCATCTACTTGGGCTATTCTTAGGGAGAGACAACAAAATTGCCAC 

ACACATATACACACAATGCTCTGAAGAAAATTAAGGAGGACACGTCCAACAAAATTTACC 

AACTAAAAATTTATCTTGGATAATGAAAAGGAAACTAAGATTTCTAAGTATTATACAGGA 

TAAAACTGAAAGCAGAAGACATGAAACTAACAGTTGTATTACATTGTGATATTAGCGAAA 

AAAAAAACCCATAAAAAAAAAAAAGGGGGCCCCCCCCGGGGG 

>SEQUENCE:8399:prostate_MPM2000-004P6_Table5 

AACAAAAGCTGGGTTCCGGGCCCCCCTTCGAGAGTACTTCTAGAATTAATTAAGGCGGGG 

GGGTTTCAAGAAGTGCAGCCAGTGAGTATACATGCCACTGAAGTCACCTGGCTACAGAGG 

GAAGGACAGTGTGTCGTGCGAGATGCCAGCTCTGGAGTTCTCGGTTGTTGTAGGAGGTTG 

GGTGTTTTCAAATGGTAAAGATGTTTTGAGCAAATAAAATTGCTTTATTNAGAAAAAAAA 

AN N ATAAA AAAATATATTTTTTATTTAAAAAAAAAAAA 

>SEQUENCE:8400:prostate_MPM2000-004P6_Table5 

AGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGA 

GTACTTCTAGAATTAATTAAGGCGGGGCAGTCAGGGTGGGAAGGTAGCATATCTAAGGGA 

TTCAGAATTTTCTGGGAGGTGGAGACTTGGAATATATTTATCACATAATTCTCACAGTCA 

GTGAAATGGCTGATTCCCAGAAGTGAATACATATCCTAGTGGAATTATAAAAGGTATTGG 

TTATATGTATTAAATGGAACCTTACATTAGACCAGTAAAAAAAAATGAAAGCTATTGTAG 

AACAGTTNAAAAAAAAAAAAAAAAAAAAAAAATTTAGCGGCCGCCACC GCGG TGGAGCTC 

CAATTCGCCCTATAGTGAGTCGTATTACGCGCGCTCACTGGCCGTCGTTTTACAACGTCG 

TGACTGGAAAAACCCCTGTCGTTACCCAACTTAATCGCCTTGCAGAACATTCCCC 

>SEQUENCE:8401:prostate_MPM2000-004P6_Table5 

GCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 

TACTTCTAGAATTAATTAATACATTAGTGCAGAAACTGGTGAAATCTAAACTAAACTAAC 

TGGAGATTAGTTAATAAAGCTGGAGTGGCTATCTGAATAACAGAGAAAGTATACTTTAGA 

ACAAAAAATATTATCACAGATAAAGAGGGTAATTTCATAAGGGGATCAATTCACAAAGAA 

GACATAATATTAACTGTGTGTGCACTGGTAACAACAGAGCTTTAGAACACAAAATGATGT 

AACTAAAAACTTTTGCCACCAAATGGAAAAATAGAAAAATGCATAATTACAGTTGAAGAT 

ATCATCACTTCTCTCTCAACAGTCTAAAGCAGCAGTCCCCAACCCTTTTGGCACCAGGGA 

CTGATTTCATTGAAGACAATTTTTCCATGGACAAGAGGGCGGAGGAGTGGGAAGGGTAGT 

GAGGTGGGTG 

>SEQUENCE:8402:prostate_MPM2000-004P6_Table5 

TGGGTGCCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGGTACCAACTG 

AATCTAAAATGGAAGTTGGAATTTTTTAAAAAGTGAAACAAAGATGTGAGAAAAAGATAA 

AGGGAGAAGAAAAGAGAGAGAAGACAAGAAAATACATAAATATAGAAATGATGCATAGGG 

CCGGGCATGATGGTCTCTATCTCTTGGCCTCATGATTCGCCAACCTTGGCCTCCCCAAAG 

TGCTGGGATTACAGGTGTGAGCCACCGCGCCCGGCCTGGATGTTGGTATTTTAGGGAGAG 

TCTAGTTTCGTTCAGAGGATAAGGTAGACCTATATTTAAGACTGTTATTCTTTTATTTAC 

TTATTTATTTATTTTGAGACGGAGTTTCGCTCTTGTTGCCCAGGCTGGAGTGCAATGGCA 

CA ATCTCG G CTC ATTG CAA 

>SEQUENCE:8403:prostate_MPM2000-004P6_Table5 

TGCTGGGTGCCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGATCAGAA 
CCGTACTGATTACACTCGCCAACAGAACAGACAAACCTGAAGTATAGACGACTGCATTCT 
CTGTAAAGCCTGTGGAAATCTACAAGACAGTAAAAATGCACTGGGTCCCCCCCCGGCGGG 
AGGGCCTG I I I I I CCCTACAGGGGGATGTTATCCCCCCCCATGTGGGGAATTTTAAAAAA 
AT A ACCCTG ATCTTT ACTT A A AG G AGTTG CT AAATCTTG CTG AAA AC AATAA AG G G A A AG 
TTGTGGCAATAGGAGAATGCGGACTTGATTCTGAGAGATCCCCTCATAATTTCCCCAAAG 
CGTAACCATGTGTGAATAAATTTTGAGCTAGTAGGGTTGCAGCCACGAGTAAGTCTTCCC 
TTGTT ATTGTGTAG CCAG A ATG CCG C AA A ACTTCC ATG C CT 
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>SEQUENCE:8404:prostate_MPM2000-004P6_Table5 

CG C AATT AACCCTC ACTTAAG G G N AACAA AAGCTGG GTACCG GG CCCCCCCTCG AG AGTA 

CTTCTAGAATTAATTAAGGCGGGGGGGGATATGTACCTGAGGTCCAGTGAGTCGTGGGTA 

GAI I I I I GTAGACTCCTAGGTATTTTTACTGGACCTGGACAGGGTACTGTCAGTTGCAAA 

TTTTATGGGATCACAAAATAAAAAAAAACCTCAATAATCAACATAAACATTTTAGTGCAA 

TATTTTTAAAAATCAAAATTAATTTAAAAAATCCGTAATGAACAAAATATAAAAAATTTT 

GATTGAGTATCCACTCCTGACCTCAGGTGATCCGCCCGCGTCAG 

>SEQUENCE:8405:prostate_MPM2000-004P6_Table5 

ACCCTCACTAAAGGGAACAAAAGCTGGAGCTCCGCCCCCGCCGCGACAGTACTGGAGGAA 

TGACAGAACGCGGGCGCCGGTGCGATGCTGGGACTCTGCATCCACATGAGAAACGTCGCA 

GCATCGCCGTAAGCGTACCGTAAGAGACCGCCTCGGGCGATCACGAACCTGCTTTATTTA 

AGAGCCATAATAAAGAATTAGCCGGCTGGAGCAACTGGAATTCTTTCGGGTACTCCCATC 

ATCACTTTAGAGGCTAGGGTATGCCAAGAGCTTATTGAAAACTACATGGATCCTATTGCC 

ACCAGCGACCATGATGGGCGGCCCAGCTCCCGATTTGATCTATTTGGAGTGCTATAACAC 

GCGCACGCTGTCCAGGCTGTTAAAGCACCTGTAATGGCAATGAAATACTACACCTCAAAA 

ATAAATAGTCATGAAGATCTTGAAAATTTGACAACTTACGGTTTTCGTGGAGAAGCCTTG 

GGGTCAATTTGTTGTATAGCTGAGGTTTTAATTACAACAAGAACGGCTGCTGATAATTTT 

AG C ACCC AGTATGTTTTAG 

>SEQUENCE:8406:prostate_MPM2000-004P6_Table5 

ATT AATT AAGGCGGGGAAAGAACACCCTAATCTAGATAAAGGTCTGTTTCAGAAACCAAC 
AGTG ATG GCATTCT AAAG AGTCAG ACG CC AC AGG C ATTCCCATTAAAGTC AG A AACT AG C 
CAAGGGCAAGCTATTATTCAGCAGTGTCCCGGCACTACTAACCCCTGCAACAAGCCAGAT 
GAGGAACATAAGGAAGAATTATAATTGTCATTATTTGTAGACAATAAAACTGCCTACCTG 
TAAAACCTA 

>SEQUENCE:8407:prostate_MPM2000-004P6_Tab!e5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAG 

GCGGGGGGAGATGTCAATCATCAGCTTCAACAAACATAAAAGAATGCTTCATGTACCAGT 

CAACAGCTGCTGCACGAACCCTCCCACTCCAGAAACCCAGAGATTTTCCCCCTCGCCAAG 

CAAGGTCCCACAGCAAACCAAG AAAAACAG AC ACACTG G CTG CCTGCCTAGCAAG C ATAG 

GCCCCTTCCAGAGAAGCAAAATAACTCTTAAGGTCCCCGGCAACCGCTACAGCAATCGCA 

CAGATCAGCAACCTCCAACTGCATCATCTCGGTGAGCAAGTGCGCAAGCAGTCCAGGGCG 

CTGACCTGGGCACTCGGCAGCTCCAGGCCTGGGGACTTCTCCCTGGAGTNTTAAAAAGTG 

TGTC ATC ACAC AC AC AC AG CC ACG AGTA 

>SEQUENCE:8408:prostate_MPM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGG CCCCCCCTCG AG AGTACTTCTAG AATT AATTAAG 

GCGGGACAGTAGAAATTAAGCAGTGAATCCTTACAATGGAATGAGTCTCATACTCTATCA 

GCTGCATGCTAGGTAGATTTAAAACATGAAATAAATGCTTACTATTGGCATTCCTTCTAG 

TTAATACTTCCTATGAGCCTGTTAAAAATAGCTGAAGCATTAAAATATTCTAAGATGTGA 

CGCTCCCTGAGAATTCAGTAGAGTCTTTTGTGAGATAGGTAATAGTATTTTATTTTGGAG 

CATCCAG A A ACTG AAGT AATT AATTC ATTT AACAG G CTTT ATC ACCC AG AG AGTCTGTAT 

AGGCCTTATTATTAGGTCTGTGATTTAATTACCTGAACAAAAGGAAAGCTATCATGTTAA 

TGTTTATTTCTCTGTTACACAAAAACAGGATG I I I I I CACTCATTCTCCACAGAATTCTG 

TGGTAAATAAATCACTTATCTCAAAAAAAATGACATCACTAACAATATGACCAAATAATT 

TTTGCAGATCAGATTTGCTATACTTTT 

>SEQUENCE:8409:prostate_MPM2000-004P6_Table5 

AATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTC 
TAGAATTAATTAAGGCGGGGGCTTCAGGCAATACCTCTTAGTGTTGACCTTTGGATACAT 
T AT ATAA ACTTCTT A AAAG A A AC ATTG G ACCCTG GTG ATCCTG AG AC A AACA ATACA AT A 
AGAGGGTATGTGGAACATTGATACTGAAATG i I I I I I ATGATATAAATAATTATTCTGAT 
GTTGATAATAGAGCTCATGAAAGCTAAGCTGGAAGTTTAACTTCTATTCCATTGTTAAAA 
AAATG AT ACATGTAATAAACTTAAG CTTTATG ATTTG N AAAAAAAAAA AAAAA AAAAAAA 
AAAAAAAATAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAATAATAAAAAAAAAATAAATT 
A A AG AAA ATAT ATT AAAA A AAA AATTTTTAA AAA AA AAA AT AA A A AG GGCCCCCCCCCGG 
GGGGGG 

>SEQUENCE:84l0:prostate_MPM2000-004P6_Table5 

CTGGGTGCCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGCGCGGGGGC 
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TGCCACTTGCTCACGAAACTGATGCGGAAGATTAAGCTGGACACTGGCGGCAACCCTTGC 

CAGTGACCTGAAATGACCCCATATCACTCCACTGTGCTCGACCATAGCAGACCTCACGAG 

ACTCCAATCTCGAAAACTAAATAGGTGCCTCCCATGGGTAAATAAATGTATAAAAACCTT 

TGCCTCCGCCCTGTCTTATGCCCAATAACAAAGAGAAAATATTCTTCAAATTCCCTTCTG 

TACTCATGCTAAGGAGCACAGAAGATATGATTTAATAAGAGCCTGGGAACTACTCAGCTA 

AACCTGGGTTCGACCTTCTACTTCTGTCATTCACTAGTGTGACTCTGAGTAAGATACTAA 

TTTCTCTAGGCATCAGTTTCCTCAGTTATAAAATGGGGATTTATCAACTTCATGAAGTGC 

TACCATGAATTAAAAGAATTCAGCTGGGCGTGGTGGCTCACACTGTAATCCCAACACTTT 

GGAAGGCCGAGGCAAACGGACTGCTTGAGCTCACAAGTTTGAGACCAGTCTGGGCAAAAT 

GGTAAAAAAAAAAAAAAAAAAAA 

>SEQUENCE:841 1 :prostate_MPM2000-004P6_Table5 

TGCTGGGTGCCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGGAGAAGA 

TAG G G AAC ACTC ATCCCTG GTCGTCTATCCC AGTGTGTGTTT AAC ATTC ACAG CCCAG AA 

CCACAGATGGGTCTGGGAGAGCCTGGCAAGGCATTCCTCATCACCATCGTGTTTGCAAAG 

GTTAAAACAAAAACAAAAAACCACAAAAATAAAAAACAAAAAAAAACAAAAAACCCCANG 

AAAATGAATTCTGAATCATAAAAGAAAAACGGCGGCCTTAACATGTTTCAAGATGAAACA 

ACACTGAAGATCAAATTGTGCCCCGCCTCACTGGCGTTGTTTCTAAAATCTATCTTAATC 

CTGATCCTTCCAGAATTCTCCCAGTTTATGGGAGATAGATGGGAACCTTATTTGAATGTG 

I I I I I I I I I I CCATG ATGTCC AATTTTGTTGTG G G AAAG G ATTTGG AT AAA 

>SEQUENCE:8412:prostate_MPM2000-004P6_Table5 

GGCCGTCGTTTTCACCCGACAAAGGGAACACAGCTGGGTGCCGGGCCCCCCCTCGAGAGT 

ACTTCTAGAATTAATTAAGGCGGGGGGTTAGGGGCTCAAGTCTGAGATGCTACTGGTTAT 

ATCTCTAGGGAAACCTAGTCACCCTGTATATCCTCCCCGCATGGAATCACCTCGCTACCC 

ACCTACCCCAAGAGCCTGCACCATGTTGCCAGGTGCGTGGGCTCTCCTGAGGCCCAGCCT 

GGCCTTTCCACATGACCACAAGGGAGACAGACTCACCCTGGGCCACCCATCAACACATNC 

GAGCTCTCTTTTG 

>SEQUENCE:8413:prostate_MPM2000-004P6_Table5 

GCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 

TACTTCTAGAATTAATTAAGGGGGTTTTACGTGATGATGATGATTCCATCATCTTGATTC 

CATCAAGATCCACAAGATGATTCTGTATCTTGATTTTGGTAATAGGTGATTACATTAATA 

ATGTATACATGAGATAATGCATAGAACTATATATTTACAGAAATGAATTCAGCTTTTAAA 

CATGGTGAACATTTAACAATGTTTGTGGTTAACAATAATGTACCAATGCCACTTCTGTGG 

TTTTGATGCTGTACGTAGTTATATAAGATGTCACCATCGGAGAAAAATGAAGTATATGTG 

AGACTTTNTGTGCAATTTTTTACATCCTGTGAGTAATAATTAATTCAAAAAAAAAAAAAA 

AAAAAAAAAAAAAAAGGCGGCCGCCACCGCGGTGGAGCTCCAATTCGCCCTATAGTGAGT 

CGTATTACGCGCGCT 

>SEQUENCE:8414:prostate_MPM2000-004P6_Table5 

TAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA TTAAT TAA 

GGCGGGGTACAGTAAGGCAGTGCTTCCCACACTGGACCTCTTTCCTGGTTCTCTTTTGCA 

ATACATTAACAGACCCTTTATCAACATAAACAATATGTCCCTGAATCCACAACATACATT 

AAGAAAGCATGAAGGCAAAGGAAAAAAAGCTTTGAACCACAAGAAGGGGAACATTGCCCT 

GAAACTGATATAATACCAAATGACTCAATCGTGGGTGACAGAACAAAACTTCAACCTCCN 

AAAAAAAAAAAAACCCAAAAAAAAAAAACCCCCCCCCCCC 

>SEQUENCE:8415:prostate_MPM2000-004P6_Table5 

GCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGGGATGTCCTATCTTATGGTT 

TTCTTATAATCGCTCTATCTATCTGGTCATGGCTTCTTTTATATTGACCTTTGCCTAGAT 

CTT AAGT ACAACCCCT ATG CTTCG ATTC AAC ATTTATG CAT ATT AC ATG C A ACT AGTTTT 

GAAATTTTGAGTAAACTGACAAAGGCCCTCTTTTAAAGTAAAAAAATCAACGAACACCCA 

ATGTTAAAATATAACATTTGAAAAACATTTCAAAAATAATGAAGCTTTAAATTGGCAAGG 

TCCGAACCATCAACTTGCTTCAATTTGAACACTTAACGCAAACAAGAAATGCAGCAGCTG 

TCAGATGCCGTTAGTGATTCAACTCTGAAATAAAAGGTTCCAACCCTAACTCTTAAAAAA 

AA 

>SEQUENCE:8416:prostate_MPM2000-004P6_Table5 

CCCTAACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAAT 

TAATTAAGGCGGGAACGGAAGCAATATTTGTTGCTTAATGTTTATAAGAGGAAGCAGTGA 

AAACACCACACACATAGTCTTGAAACTCAAGAGGGTCCCATTAACGAGATAATTTGGGAA 
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ACATTCCCTGGTGTTTTGG ACACCAACATGTCTG CTTAAACAAGTACTTTTA I I I I I CAT 

TTAGAAATCATAATTCAAATAAATCAATGTTTAAAAATTGCTTATGCATTTTGACAAATT 

TTATTACGGGCTAAGTATTAGATGATACCAAAAAATGTACTAGGTGTCCTAATGGCATTG 

TGGTTGTATAAG AA ATGTCAATATATTTT AG AG AAG CTG ATTG AAATATGTGTGT AG GAG 

TGAAGTGATGTGACATCTGGAACTTGCCATATATTATTTTAACAAAAA 

>SEQUENCE:8417:prostate_MPM2000-004P6_Table5 

TAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAA 

GGCGGACTGATCACATACTGTCTGCAGTGTGCGACGCCTCACGTCTGTATTGCCAACCCT 

TGTGGATGCTGAGGCACGGGGATCACAAGGCCGGGATACCGGCCTGTGCCTCATGTCCCA 

ACTACTTCTGTAGTTGAAGTTCAGAAATTAACTGGACTTTGTGGTGGGCACCTGTAATCC 

CACCTACTCAAGACGCTGAGGCTCGAGAATTGCTTGCACCCGGGAGGCCCAGGTTGCAAT 

GAGCGGACATCATGCCTCCAGACTGGGCAACGAGCAAAACTCCATCTTCAAAAAAAAATA 

TCC I I I I I GCTTGAGACTAAATGCTCATTATTATTACTAAGTTAATGATAGTTAATAAAG 

TTTACTATTCATTTACACATCAAAAATAAGCACTATTAGAATTTACTGAAGACTCACTCT 

ACTTGACT 

>SEQUENCE:8418:prostate_MPM2000-004P6_Table5 

CCCTCCCTCCAGAGTACTTATAGAATTAATTAAGCGGGAAATAGCTATGCCTACACTAGA 

GCCATTCACACTTTTGCTGGAGCTGCAATAATCTTCTAAGTCATGCTTGCTCTCGTGAGG 

GCAATGAGATGGTCACAATCCAAGGAGAGTTGGGGTTTTCACTTTTCATTTCTCTATTAA 

GTGAAAAAAGTATATGAAAATTGAAAAATAGATATTACTTATGTAATCTTCACAGTATAA 

TTTGCTTGCCAAGCAGTCACTGGGATTTAATCAGTTTCTTTGTCTTTCG I I I I ICTCATA 

AGCTGAGAGAGTAATTTTGTGTGCACAGAAGTACTGTCTTCAGCTACATGCTGCATTAAA 

CATTCCTAGATGTGAAATGATTAAATTTCCAAGTTTTTAAAATGTGAAAAAAAAAAAAAA 

AAAAAAAAAAAAAAAAAAAAGGTGTGATAAAAAAAAAAAAAAAAAAAAANNNNNCCGCCC 

CCCCCCCGGGGGGGGCCCCCCCCCCCCCCTTAGGAGAGGTTTTCCCCCCCCCCCC 

>SEQUENCE:8419:prostate_MPM2000-004P6_Table5 

TGATTACGCCAAGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCC 
CCCCCTCG AG AGTACTTCTAG AATT AATT AAGG CG G GTTCTAA AC ACCTC AG G GTCTG C A 
GGACATCACATGAGGGGATCCAGTAACAGTAATCCAGAGGCAACGGCAGCACTGGCAGGA 
CTTAATGGGAAACACCACCAACTCCAGAACACTATTCTGGGTTTGGGAGGTGCTTTATCT 
CTTTG AAG ATG CCCCATTTGG A AG AAAG CCTGTG ACCC AG G CCCC AC AC AG CG C CCAA AG 
GATACACTGAAGGCAGAACCTCCGCAGGTGTGACTGGATAAAGTCCAAATGCTCATCCCT 
GTAATCGTGCTCCTTCTCCAGGACACTCACCGCATCACACTGCAGGGAAGACAGACAGAG 
TCACCI I I I I GCTTCATTGCCTGCTGACGATGGGAACACCTCATTCTTCAGAAATAGAGT 
ATTGTG G CTCCAAAG 

>SEQUENCE:8420:prostate_MPM2000-004P6_Table5 

ACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCrCCTCGAGAGTACTTCTAGAA 

TTAATTAAGGCGGGGAGAGGAAGGGAAAAGCTTAATAGTACGGTGCTTATCACATCAAGA 

AATTGGTAAATTTCTGAGGAAAGACAGGCTAATGGGGCACTGAAATGGAACACCTGCTTT 

AAACGTGCAGCCTTTTGAATTTTTCCTCAAAACCAATAAGTTGACCTCTGAGCTGTCAGG 

TGACCACTGTGTGCAAAGGGGATGGATTCTCTTGTCAGTAGACGGTCTTCTCCATGAAGC 

GAGAGTAGGAAGTGTACTGGAATGGCCAAGCGGGACTGCTTCAGCTGACCAGGTTCTTTT 

AAACCGTAGTCATGCTTTCCCACTAACTCTTAAATCCTTATGCTTAGAAAATTGAGGATA 

AGGCTGGGCACAGTGGCTCAGGCCTGTAATCCCAGCACTTTGGGAGACCAAGGCGGGTGG 

ATCACAAGGTCAGGAGATCGAGACCATCCTGGCTAACATGGCGAAACCCCG 

>SEQUENCE:8421:prostate_MPM2000-004P6_Table5 

TGGCCGTCGTTTTACAACCGGAAATAAGGTGGAACCAATGCTGGGTGCCGGGCCCCCCCT 

CG AG AGTACTTCTAG AATT A ATT A AG G CG G G CCTG G CGG AT ACC ATCTTTGTG ATA ATC A 

ATGGGTCACGATGAAGTGGGTCGATCACTTAACCCTAGGAGGCGGACGCTCCCTGGACCC 

GTGATTCCTCCACTACACTAGAGACTGATTGATTGATTCCTCACCCTGTAACAGCACGTT 

TCTTATAATAAAAAAGCAAAAACGGGACAAGAAAAAACAGCTTTTCCTGAGGGATTTCTA 

ACCATGTGTGTAATCCTCCCATTTGGGCAGGATAGGTGTTTGCTCCCTTGTTTTCTTTTT 

TTAAGAAAAACCTTGAAACCTTTGACACTGACAGATGTGTTTGCAAGGATACGGCTTCAA 

TATTACTAATTTCCATGTGTATCTGGAAGTATTTTTAAATGGCATACCAAAATCCAGAAA 

TTTAAAGATGCCTATAAAAGTAAACAACATTTATTTAAAAAAAAACTTTGAATATGCCTT 

C I I I I I I AATTAAAA 
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>SEQUENCE:8422:prostate_MPM2000-004P6_Tabie5 

TAAGGCGGGTCTGACTGAAGATGTTGGTGAAGTCCCCGTGCCCAAATGCTGTGAAATTCA 

CAAGTTCATTTCTTCTGGAAATGTACCCGATGCGTTACAGTGTCGTATATGGATTGGCAT 

GATGTGATGTGCCTGAGGAAGGGCAGAGCTACCTTCCATTCTCTGGGTGCCTTCCCTCCT 

CCTGCACTTTTCAGTGATGGTTTCAGGTTCCTGAAAGCTACCGTGTGCCA 

>SEQUENCE:8423:prostate_MPM2000-004P6_Table5 

GGCCCCCCCTCGAGAGTACTTATAGAATTAATTAAGGCGGGGTCCCGCATGCGGTATTCA 

TACTGTATATACTCTCGCATAATCCTCTTCGCATACTGAGTAGTTCTGATGTGAAACCTA 

CCGCATCCATGAATCCACATATAGCGACCGTAAATGTTAATTACCTGGCCCATTCATTTG 

TGTTGTCCCTCTTCAAACTTCAAAAAATCAAAAGTAAAGAACCCCTCTCGCAAGAGGCCA 

GGGAGGAAAAATACCTTACCTATCGAGAAACTCACATCAAAATTACATCCAACTTCTCAG 

AAATCATGCAAGCAAGAAGAGAATAGTGAAATATTTAGTGTTGAGAGAAAGAAGCCCACC 

ACCTAGAATTTTATATCCTGCCATGTTGTGTTACCCTTCCAAAGTAAAGGAAGAATAAAG 

ACTTACTCAAAGTGAAAATTGAGGGAATATGTTGCAAATCCGATTTGTAAGAAATATGTA 

TAAAAGACTTAAAGCAAAAATTGAGGGAATTTATTTCAAATCTGATTT 

>SEQUENCE:8424:prostate_MPM2000-004P6_Table5 

GATCCCTANAGCTGTGCGCACCATTCCCCTATAGGGGGCA TATTCT CTTGCACCGTCTCC 

CAACCGAGCAAGAGCTGCTTCTCCTTGCATTTGGAGTCGAGTTTTTGCGAGATCCAGGGG 

AAAGGTTGCTAACAAAAACACAAATGCAGGGAAAAACCCACAACATTCAG AGAAA CAAAC 

AAAAATCTAAAATCATAGGAGTAATATTTTCCCAAGACTGGTTGTTCTCAAATTTTAGAA 

TATATCAGAATCAGCTAGGGAGATTTTAAAAATTAGAAATTTCCTAGCCCCGTGCCCATG 

GATTCTAATTCAGTAGGTTGAAGAGGGTTTAGAAACTTGATTCTCACACAGTCCCAAATT 

TAAGAATCACTACGCAAGAGCATCCTGGATCACTAGCAAAAAAAAAAAAAAAAAAAAAGG 

GCCCCCCCCCGGGGGG 

>SEQUENCE:8425:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGCGGGTGCTGGAGTCAGAGAACTTTCTCTGCCAGGTTGATAAGGGATTAGAGAGAAGA 

GAGAGACAGGGGTGAAATCTTGGGCTCTAGAACAATTTTTGATTCAAGACACCGGTAAAG 

CTCAGTGAGTAAAAGGTGTGGTGGCTCGTGCCTGTAATCCTAGCACCTGAGGTCAGTAGT 

TCAAGACCAGCCTGGCCAACATGATGAAACCCCGTCTCCACAAAAGAAAAAAAATAA AGA 

AAAAAAGGGGCGGGCCCCCCCCGGGGGGGGGCCCCCATCCCCCATTTGGGGGGG 

T 

CCCCCCCCTTTGGGGGGTTTTTTTAAAAAATTGATGACCCCAACTCTAAGCTTCTTTGTA 
AATTGGGAATTTTTCAAAATAAAATGTTCTGGGAGATGGTAAAACAAATGTGGAAAAAGC 
AAG 

>SEQUENCE:8426:prostate_MPM2000-004P6_Table5 

TAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAA 
GGGGGGATAGTTTTCACAGTTTGAGTCAAAACAAGTTGACTTCCCACTATTAATAGAACA 
ACAACCACCACAAATCCTTAGGAAAACAAAATAGATTCACTACAATAAAGTATCTGCCAT 
TCCATTTTTCAACTAAAAAAAACTAGATGTTTAAAAAAAAAAAAAAAGGGAAGGGGGGAC 
TTTACCTTAGGAAACTAATTCCAAGAAACCCCTAGGGCGGGATTTTGGCCCCTTTGGGGA 
A AAA AAA AAA AAA A AAA AAAA AG G GG G GG CCCCCCCCGGG G GG G G CCCCC AATCCCCCTT 
AAGGGGGGGGTTTTTCCCCCCCCCTTGGGGGGG I I I I I AAAAAA 
>SEQUENCE:8427:prostate_MPM2000-004P6_Table5 

T AAGG G AACAAAGCTG G GTACCG G GCCCCCCCTCG AG AGT ACTTCTAG AATTAATTAAG G 

CGGGGGGTGTTTCAAGAGCCTAATTCTAGACATTCCAGCCACCCTGTGCTTAGGCATCCA 

GATTCTCTGCAAAGAACGTAAATGTGTGTGCCCTACAGGGTGGGGAATACCAATAGATTG 

CTTGTGGAGATTCCACGTGTGACTTAGATGCTCTAATATTGGCACTTAAAGCTGACATTT 

TGGCGTAAAAATG CACTGTG AAAGTCATCAAATCTATAATG CAATTG G ATCTTAG AATAA 

CATTAATTTGCCTGCTNTCAAATCTACCACTGTATGAGT 

>S EQ U ENCE: 8428: prostate_M PM2000-004P6_Table5 

T A AAT AAAGG G A AC AAA AG CTG G GTACCG G G CCCCCCCTCG AG AGT ACTTCTAG A ATT AA 

TTAAGGCGGGCAGATTGGAGAAGAAGAAATAAATCTGTTTTCATTCATAGGTTATATAAT 

TATCTATATGGAAATCCCTACATATTTACCCCCAAAAGCTACTGGAAACTAATAAATGGG 

TTTAGCAAGACTAGAATATAAAGTCAATGTACAAAAGGCAATTGTATTCCTATGTACCAG 

CAATGAATAACTAAATAGGAAACTAGAATTTTTAAATAAAATTAAATGTTTAAAAAACAT 
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TTACAATAGCAACATATGAAGCACTTAGATATTAATTTAATAAAATATATGCAGGATATG 

TCATGTTCATGGGTTGGAAAAGATTCTTGTTAGTGCATCAATTGTCCCCAGTTTTATCTA 

TAAATTCAATGCTATTCTAATCAATATCTTAGCAATCAGATATTGATCAAATAATTCTAA 

AATCTATGCAGAAAGGCAAAGGAACTAGAATGGTCAAAACAACTATGAAAAAGAACAGAG 

TTGTAG 

>SEQUENCE:8429:prostate_MPM2000-004P6_Table5 

TCAACCCGG AAT AAAGGG AAC AAAAG CTG G GTG CCG GGCCCCCCCTCG AG AGTACTTGT A 

GAATTAATTAAGGCGGGGGGTGACATCGTGGGAGACTGTGTTTCCTGCTTCAAAGAACCA 

GATCAGAGTTCAGAGGCGCTCACTCAAGCCTGGCGTTCTGAGCTGCAGTC AGGAA GCATA 

ACGCAACTCTACTGCTGGTGACCCAGCTGGTTTAACAAATGGGGGGAAATGTTTTCTCAA 

AAATGCAGCATGGTTAAACAGCAGTGTCTGAGGATTCAAGAAGTCTC CCAG AGAATAAAA 

TCTCATCAGTGCTGAGTTACCTAAATTACTAAAACCAGCCTGAAACACTTTTGGTTATTC 

CAATAATATTTTCCTTTGGAAAATGAAAGACACTGATCACATGAAATAACATTCATACCC 

GCTCCCAATTGTGATCTCTCTGTGGATAGATTTCATTTTCATTCATTAATAAATTTATTT 

CCTGGATTTATACTTATCAAGTCTTCCAGCAAATGTGAATATTAAAATATATA TTTCTAA 

ATGCTTAATACTTAATATTCTTGGAGCTTACCATGTCAAAGTAAAATGCTAGCl I I I I l l 

TTTTAAC 

>SEQUENCE:8430:prostate_MPM2000-004P6_Table5 

TCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTC TAGAA TTAA 
TTAAGGCGGGGCGGTGATGTAAAGGGTGATGGTAGATGTGGCCACTGTGGAI I I I ICGCA 
AGAACATTAATAAACTAAAAACTTCATGTGAAAAAACAAAAAAAAAAAAACAAACTAAAG 
AAAACAAAAAAACTAAAGACAAAATGTACAAACTTAGCCCACCCCCGGAAGATAGAAACA 
CCATACAAAATGAAAATATTGTCAAGAGCCCCCCATAGAAAATGAAAAACAAGCTAAGAC 
AAGTATTGGAGAAGTATAGAAGATAGAAAAATATAAAGCCAAAAATTGGAAAAAAAAAAA 
AAAAAAAAAAAAAAAAAGGGGGCCCCCCCCCGGGGGGGACCCCCAATCCCCCTT AAAGGG 
G GTTTTTT ACCCCCCCCCCTTG G CCCGTTTTTT 
>SEQUENCE:8431:prostate_MPM2000-004P6_Table5 

AATTAATTAAGGCGGGGGCGCCTTGTACAAGTAAATAAATGAGGGCGGTCCTGGAAGCGT 

CTTAGCCTCCATGCTATGGATCTCTCTGCGAATGAATACAGACTACTCTCTGTTGCTCAC 

AGAACCCAACCACCCAACCCCAAAATACTGGCTCCCTCCGCGTGAATGGGGGCAGGGACG 

AATGGTGTGTGATGTTCCACCCCCCCACGGGATAGAAGGTCCTCCCCAAGGCAGATGTCA 

GGAAACTCAAGTGCCTTTAGGCACAGCAGGCAACATAAATGTCCTGGGGGGTAAGATGAT 

CAAAGGCAGGCTGGGTCTGGGGGTAATCCCAGTGCTCTAGGTGGACATTGCTTGAGGCCA 

GTGGTAAAAGACCAGCCTAGGCAACATAGCAAGACCTCATCTCTAAAAAAAATAAAAAAA 

ATTAAAAA 

>SEQUENCE:8432:prostate_MPM2000-004P6_Table5 

GCGCAATTATCCCTCACTAAAGGGAACAAAAGCTGGGTACC GGGC C CCCCCTC GAGAGTA 

CTTCTAGAATTAATTAAGGCGGGGTAAGATTTGCCGAGTTCCTTTTACI I I I I I IAACCT 

TTCCTTATGAGCATGCCTGGGCAACATAGTGAGACCCCTATCTCTACAAAAAATAAAAAA 

AAAATTAGCCAGGCATGATTCTGCTTGTCTATAGTCCTAACTACTTGGGAAGCTAAGCTG 

GGAGGATGCTTGAGCCCAGGGGTTTGAGACTGCAGTGAGTTATAATCATGCCACTGCATT 

GGCTCTTTGGAAAAAAAAAAAAAAAGAGAGAGAGAGAGAACTGTTATTTACAGTTTGGTC 

AGGTCCCTCTTTTGTGCTTCATAACTGCTCAAACAGTAAGTTTGAATAAGCTCATTCAGA 

TATGAGGTGTGGTTGATTTGGGTAACATGAAACTTTTAAGGGAGATACAGGATTTAAAAT 

GGC I I I I I ATGTAATATAAACATTTATTT 

>S EQ U E NCE:8433: prostate_M PM2000-004P6_Table5 , 

AATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTC 

TAGAATTAATTAAGGCGGGGGGGAGGCCAGTCATTAGGAGATATACCTAATGTAAATGAC 

GAGTTAATGGGTGCAGCACACCAACATGGCACATGTATACATATGTAACAAACCTGCACG 

TTGTGCACATGTACCCTAGAACTTAAAGTATAATAATAATAATACGAATTTCATCATTCT 

GAATAGCTCAAAATGTTCCTCTAAGTCTCGATAGTAGCAATAGATCACAGAACTAAACTG 

AGTTG CCTG ATTGTTGTGT ATCAAT A ATG AGT ATGCT AGTGG G G CTTTG G ATC ATTA AA A 

AAAATAATTAAATAAAGCGAANAANAAAAAAAATATAATAAAAAAAAAGCGGCCGCCACC 

GCGGTGGAGCTCCAATTCGCCCTATAGTGAGTCGTATTACGCGCGCTCACTGGCCGTCGT 

TTTACAACGTC 

>SEQUENCE:8434:prostate_MPM2000-004P6_Table5 
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AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAG 

GCGGGGGTAGAAAGTTTATTCAAAGGAATAATAACAGAGAACTTCCCAAACCTAGGGAAA 

GATATCAATATTCAAGTACAAGAAGGTTATAGAACACCAAGGAGATATAACCCAAAGCAC 

ACCTGAAAATACCAGTAACAAGTAAGAAGATCAAAGCTGTAATAAAAAAAAGTCTCTCAG 

CAAAGAAAACCTTAGGACCTGATGGCTTCTTCTGAATTTTGCAAACATTTAAGGAAGAAC 

TATAGCAATCCTACTCAAACTATTCTGACAAATAGAGTATTTGGGAATATTTCCAGACTC 

ATTGTATGAGGACAGTATTACCCTGATACCAAAACCAGACAAAGGCTTATTNNAAAAAAA 

AAAAAAAGGGAAACCTCCGGGCCATTTTCCCTAAAAAAAAGGTGCCAAAATTCCTAACCA 

AGGTCCTTCCAACTTAATTTCACCGCC I I I I i AAAAGT I I I I I 

>SEQUENCE:8435:prostate_MPM2000-004P6_Table5 

ATAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGCGGGGACAGCCAGGGTTGATCTGGCCCCGAGGGTTTTGGATG I I I I I AGGATGACAT 

AAAAGGCAAGTGTTTTCCCCAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 

AAAAAAAAAATGGGGGGGCCCCCCCAGGGGGGAACAATAATTCCACCTAAAAAAAAGGCT 

TTACCCCCCCCCCTCTGTTGAACATAAAAAAAAAAACTTGCAGTGAGCCAAGATCGCACC 

ACTGCACTCCAGCCTGGGCAACAGAGCAAGTCTCCGTCCAAAAAAAAAAAAAAAAAAATA 

AAAAAGGGGCCCCCCCCCCGGGG 

>SEQUENCE:8436:prostate_MPM2000-004P6_Table5 

CCTGAATAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATT 

AATTAAGGCGGGAGTGTATGAAAAATACATAGTAAGGATGCCTAAGGAGAGTGCAGAAGC 

CCAGCACTGAGCGTCCTGGAAAGACTTCAAATAAATCTGCACATTCAACATAAAAAATAA 

AACAAAAATAGACAGCTTTTCTCCAGTTCCATAGTCACCTGTGAGAGACTGATGAAGGCT 

AGGAGACATTCATTAAAGAGTGAGAATCATTTTCTGGGTTCCTTCAGTGGTTAATCTTTC 

AC I I I I I GGCAGTTTCTAAGTTCATAACAG I I I I I ATGTCTATGAAATCAATTACCTCAG 

TCTGCAAGTCCCCGTGCACTTATTGTGAAATATAATGAAAGCGTTGATAAAGGTGTGCAG 

AGAAGATGAATACATCTGGTGAAATACAAATCTAGAGAAATAGGTTGGTGAACTCCTCCA 

T 

>SEQUENCE:8437:prostate_MPM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAG 

CTCATGAATACAGATGTAAAACTCTTATATTGTTGACGTGATATAGAACTTAGGCTGCAG 

CTC AGTTTTGG C ATTTTTTCATGTTG AG AATTTTTG CTCTAAATTT ACTTAAC ATTT AG A 

TTTTAATTTACTTAAAATTTACATAAAATTGGATTTCCCTTCTAGAGGGTCTGGTTGCAG 

TTTACATAGGTCTTTTGCCCCTGTTGTGCCTGTTGTCTAAAATGTTCTTCCCTATCTGTA 

AATCCCACCTTAATTAAGGCGGGGACTGATGCCTGGCAATATGGTGAGAGACTGGACTTG 

GAGATGACGGTATAACTTAGGAGTAAAGAGCCTGAGGTCTAGAGCCAGATTGCCTGGCTC 

AGCCACTTACTAGCCATATGAATTTGGTAAGTTACTTATTCTTTGTATGCTTTATTTTCG 

TTATTTGTAAAGTATGGATAATATTGCCTACCTTGTAGGGCAGTTTGATGATTAAATTAG 

TTAATATAGGTAAAATGCTTAGGAATAGTACCTGGCATGTGCAATTAACTA 

>SEQUENCE:8438:prostate_MPM2000-004P6_Table5 

ACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 

TTAATTAAGGCGGGCGCATCACAACGATATGAAATTCTTACCATTACCATTCCTAACGAA 

AAACCCTTTATTTGCTACAACCACAATGTGTTAAATCCTCATATACTCTGTCCTCTGTAT 

TCCGACATACGTGGATAGCGATTGCCTGATAAATCTTTTAAACTAGAAAGCTGATCATGA 

CTTGAGACAACAGACACTCACAGCACTTCATTCTGTGACACACACCAACACTTCCTTGTC 

T AAG CCTG G ATTC AAGTTCCAAGTCTTCGTTCCCCAG ACTATATTTACCACTAC AC AATT 

AGCCTAAAAGAAAGGCAGTCGCGCCTGTCTCTCTATTAACTATNGATTAGGTTGTTAAGC 

ATATAATTAAGGGGAGAATTCCTATATGCAGGTCCAAGGAGTTGCTTGTTTTCT 

>SEQU E NC E:8439:prostate_M PM2000-004 P6_Table5 

ACAAAAGCTGGGTGCCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGCG 

CCTGTAGTCCCAGCTACTCGGGAGGCTGAGGCAGGAGAATGGCGTGAACCCTAAAGAAAT 

GTAAACAAGGAGATAATGGAAAGCTAGACTGCTGGTATCTTTCTTTAGCTGTGGGCACAG 

AAGCCCAAGAGGGACACCTAGGCACCTGAAATGAGAATTCCTGGGGTGATGCCAGCCTCC 

CTGTGTGGGCCTCAGGTATGGCAGCCACAGGGCATCCACCCTGACCCAATGACGCTGCAC 

AAGACTGATGAGCTCACATCAGACAGATTGACCCTGTCCACCTGTTCCTGGTTCATAAAT 

CCTTCTCTCTCCCCTCTACCCCCTCTAGAGCANANAAAAAAAAAAAAAAAAAAAAAAAAA 

AAAAAAAAAACCCCCCCCCCCCGGGGGGGACCCCCCCCCCCCCCTAAGGAGAGGTTTTAT 
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CCCCCCCCCCCCGG 

>SEQUENCE:8440:prostate_MPM2000-004P6_Table5 

CCCTACT AAAG G G A ACAA AAG CTG G GTACCG G GCCCCCCCTCG AG AGTACTTCTAG AATT 

AATTAAGGCGGGGGGGGGCAGCAGNGCTNCATAATAAAATGCCTACTACATTATGAGANC 

GGTAAATTTCTGAGGAAAGACAGGCTAATGGGGCACTGAAATGGAACAACTCCTTTAAAC 

GTGCAGCCTTTTGAATTTTTCCTCAAAACCAAGAAGTTGACCTCTGAGCTGTCAGGTGAC 

CACTGTGTGCAAAGGGGATGGATTCTCTTGTCAGTAGACGGTCTTCTCCATGAAGCGAGA 

GTAGGAAGTGTACTGGAATGGCCAAGCGGGACTGCTTCAGCTGACCAGGTTCTTTTAAAC 

CGTAGTCATGCTTTCCCACTAACTCTTAAATCCTTATACTTAGAAAATTGAGGATAAGGC 

TGGGCACAGTGGCTCAGGCCTGTAATCCCAGCACTTTGGGAGACCAAGGCGGGTGGATCA 

CA 

>SEQUENCE:8441:prostate_MPM2000-004P6_Table5 

ACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 

TTAATTAAGGCGGGGGAGAATGTTTTCATGTTACTTATACTAACATTAGTTCTTCTCAAA 

AGGGATGAAATTTTGGACATGGTGATATTTCAGAGAACAGACATGATTATAGAGTCCAGT 

GTATCATTTTCTCCCATGTCACTCCACTCAGAGATCTTTTAGCATAGCCCAGTACTCTGT 

TTCAATAAAGTAGAAGAAATGGAAAGACAGAAAGGGCAAGATTTAAAATGACAGTAAGTT 

CTCCATACTTTCATAGTTAAGATACAAAGGGAGGTATTATCAAAGAGAAACACTGGGCCG 

GCGTGGTGGCTCATGCCTGTAATCCCAAAACTTTGGGAGGCCGAAGTGGGTGGATCACCT 

GAGGTCAGGAGTTGGAGACCAGCCTGGCCAACATAGTTGAAACCCCATCTCTACTAA 

>SEQUENCE:8442:prostate_MPM2000-004P6_Table5 

CCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATT 

AATTAAGGCGGGCATGTTTAAACCTCTCAATAAACTAGGCATTTAAGGAATAAACCTTAA 

AATAATAAGAGCCATCTATGAGAAACCCATTGCCAACATCATGCTGAATGGGCAAAAGCT 

GGAAGCATTCCCCTTGAGAACTGGAACAAGACAGGATGCCCACTCTCACCACTCCTATTT 

GATATAGCACTGCAAGTCCTAGCCAGAGCAATCAGGCAGGAGAAAGAAATGAGAGGCCTC 

CACATAGGAAGAGAGGAAGTCAGACTATCTCTGTTTGCANACAATGTGATTCTACAC 

>SEQUENCE:8443:prostate_MPM2000-004P6_Table5 

CTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTA 

ATTAAGGGGGATGAGGGTGGAGGTGGGGATCATTCCTAAGCAATAGGATCAAAAGGAGAT 

AAGCTAAGAAAGTACATCAAGGAGATATGGAATAGGAATGGTAATGTTGGTCTCATCACA 

ACCCTACATGTTTCTAGGCTGGAATACATATACCCGTAGCAAAGCAAAGGCAAAGATGTA 

GGTAGCCCAGCATTATCAAATACAGTAGGCACTAGCTTCATGTGGCAATTTAAATTTAAA 

CC A ATCC AA AT AAA ATTTTAATTTCTTGTTTG CATT AG C A AT ATTTCTGTGCTTATT AG C 

CACATGTGGCTACTGGACAGCAGAAATATAGAACATTTCCATCACTGCAGAAGGTTCTAT 

TGGACAGCAATGCTTTAGTAGAAAACCGTTGAATCTATTAAAAGCAACAGTAGGCACTCA 

ACAAGTGTTTAGTTNGTNNNANANAAAAAAAAAAAAAAAAAAAAAAAGGGCCCCCCCCCC 

GGGGGGGACCCCCATTCCCC 

>SEQUENCE:8444:prostate_MPM2000-004P6_Table5 

AGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGC 

GGGGGAAAGTTAGTAGAATGTGCCACCATTTTTCTAGAAGAGACATGAATATTTATGTTG 

AATG C ATG AAATTG CTGTTTTTTT AG GTT AAAAG G C AGTG A A AT ATCT A AAATTTG ATGT 

GGTTTTGTCTAATGTATATGTATTAGCCTATATATTTTAAGGAAAAAGACTAAATTTGTA 

AATAATATTTTCAAGACAGAATGACATATATGCCAGATTTGCCTGGAAAAGTTCCAGTTT 

ATTCTTCTCTTCAAAGTGCAATTATTAATAGAACCCCTTTTCACTTTTGAAAATGTCTCA 

ATGTAGACCAAAGTTATATGGTCATTTGGAGGATAGGGAGAAAAAGGTGGAGAGGACCGG 

TGGAAATGAAGAAATAAAAGTGTGAAG 

>SEQUENCE:8445:prostate_MPM2000-004P6_Table5 

AAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGATTTAATTAAGG 
CGGGAACCTTGGGTTGAGTAAATGCTCGTCTGTGTGTTTTAGTTTCATCACCTGTTATCT 
GTGTTTGCTGAGGAGAGTGGAACAGACAGGGTGGAGTTTTGTATAAATAAAGTTTCTTTG 
TCTCTTT 

>SEQUENCE:8446:prostate_MPM2000-004P6_Table5 

CCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATT 
AATTAAGGGCGGGGCTGAGTAAATGCCGGCTTACCATCTCTACCATCATCCGGTTTAGGC 
ATCCCAAAAAAAAAAAAAAAAAAAAAAAACAGAGGGGGGCCCCCCCCCGGGGGGGACCCC 
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ATTACCCCCGCAGGAAAGCACCATGGCCCCCCCCCACGGGGGTGACATACAAAGGACATC 
CTGCACATCCTGCACATGTACCCCTGAACTTAAAAGATGAAAAAAAAAAAAAAAAAAAAA 
AAAAAAAGGGGGGCCCCCCCGGGGGGGGCCCCCAATCCCCCCAAAAGGGGAGTGTAATA 
C 

CCCCCCCCCTGG 

>SEQUENCE:8447:prostate_MPM2000-004P6_Table5 

TTGTG AATTCTTCG AT AATG G CCC ATTTG GG CTATTATCCG GTT AG CGGGGGCAGG CCTC 

CTAGGGAGAGGAGGGTGGATGGAATTAAGGGTGTTAGTCATGTTAGCTTGTCTCGGGTAT 

GCTGTTGTGAAATTGAAACTGTAAAAGTAGATGGTTGAAAGTACTG GTAT GTTGCTCTGT 

ATGGTAAGAACTAATTCTGTTACGTCATGTACATAATTACTAATCACTTTTCTTCCCCTT 

TACAGCACAAATAAAGTTTGAGTTCTAAACT 

>SEQUENCE:8448:prostate_MPM2000-004P6_Table5 

GCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 

TACTTCTAGAATTAATTAAGGCGGGAAGCATGGTTTAAATAAGTGTGGGTGACGTACTTT 

CTCTACACTGGGTGTCGGTGGTGTGGGTGAGGAGAGGACTAAGGCTT CCATT AA AGCTG G 

CAACTCTCTTATGTAAGAGAATCTAGTAGAGTGCAACGCTCGTAGGCCATTTTACCTTTT 

TGTTCCTTTGCTTTTCAGCTTTAATTTTTACAATTTCAGTTTCTCTAATAGTCAAAATGT 

AATTTGATAAACCAATTTTTTAATGCTGTTAATGAAGCTCCATTTTGGTTCTGATGCTTG 

GTAATTCAGACAAATCAAACAGTACTGCTATTTGAGGCAGTATTAAAGAATGAGGAGTGT 

TTGCCATTC I I I I I I I I I I I I I I I I I I I I NGGAGACTGAGTCTTGCCCT 

>SEQUENCE:8449:prostate_MPM2000-004P6_Table5 

C AAGCG CG C A ATTAAACCCTC ACTAAAG G G AAC AAA AG CTG G GT ACCG GGCCCCCCCTCG 

AGAGTACTTCTAGAATTAATTAAGGCGGGGAAACACGCCTGGCCACTGACCTCTGTCGTC 

TCTGTGAAGGGAAACACGCCTGGCCACTGACCTCTGTCATCTCCACTCTGGGTGTCCGTT 

AGAACAGACAGCACAGCCCTACGAAGGGAGTGTGAGCTGCTTTAGGGACTGGGGCCCAGC 

TCCTCTCCGTACAGTGATGGACAGACAGTGTCATAGACTGGAGAGGAAATTCGATTTTCT 

CCTTAGTTTAAG AAAAAAA AG G CCG G GTGTGGTGGCTTACG CCTGTAATCTCAG C ACTTT 

TGGAGGCCGAGGTGGGTGGATTGCTTGAGGTCAGGATTTCAAGACCAGCCTGGCTAACAT 

AGTGAAACCCCGTCTCTACTAAAAGTACAAACAA 

>SEQUENCE:8450:prostate_MPM2000-004P6_Table5 

AAAG GG AACA AAAG CTGG GTACCG G G CCCCCCCTCG AG AGTACTTCTAG AATTAATTA AG 

GCGGGGGTTGAAAGTTGTTATCTTTAAATACATGTACAAATCGTGGTCAAAAGTAACGTT 

ATTAAAATAGATTTATTATCCCTGAGAAAAAAAAAAACAAAAAAGAATAAAAAAAAAAAA 

AAAGGGGGGCCCCCCCCGGGGGGGGCAACCTACGAGCCCTACATGGGGAGATTTAACCC 

C 

CCCCCGCGGGGGCGTTTACTAAATATGATCCAATAACTTGACCAACGGAACAAGTTACCC 

TAGGGATAACAGCGCAATCCTATTCTAGAGTCCATATCAACAATAGGGTTTACGACCT 

>SEQUENCE:8451:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGCGGGGATACGGTTTTAGGAATTAATGCTTTGAAAACTGAGCCTCAGCCAATCACCTT 

AATTTCCTGAAGTGATAATCTGTGGTACATTTAAAATTTGAAAAGTAATTCTTTCAGGGT 

GTTACATGATTATTGCTCTGGTTTGATGGGTTTAGGTTCGAGGTACCTATAAACTTTATT 

ACCTTGACAATCAGTTAGTGAAGGCATTAATTGGTTGGTAGAGCAGCTCATTTAATTTCT 

TATACCATATTCTCAGAATTATTTAGAATTACTAGAGTAATAACTGTAAATCAATTTTTA 

GCAGACTGAATAGGTCATTTAGTGATGTGCTTTGGTGGTGAAGTGTTAAAATCCTTATCC 

GACCCCCTTAATAATGATTATTGACTGAGTTTTATTATTAATAACAATTAGGTCATTGAA 

CATTCTGATTTTCCTTTTTTCTTACAGATGAACCAACTAACCCTAGCATTGATCATGATA 

TTG C AC AT ATCCCTG CCTCTG CTGTTATA 

>SEQUENCE:8452:prostate_MPM2000-004P6_Table5 

AAAGGGTAACAAAGCTGGGTGCCGGGCCCCCCCTCGAGAATACTTCTAGAATTAATTAAG 

GGGGTGGGTAAAAGAAACTCTTAAAAAGCACAGGAAATTTGAAACTGGTTAATGCCAGTG 

ACAATTGATGAAAATTTAAAGCATATGGATGATTCCCTTGCATCATCAAAAATAGAGGTG 

AGATTGCACAATTTAAGTAGATCTTGATCTTGCTCTGAAAGCAGACAGCACTGCCCTGCA 

T ATCACA AATACACTCCCAATG GACAG AAC ATATATCTGTCC AGTCN G AAAAAAA AAAAA 

AAA A AAA A AAA A A AAAG GGGGCGCCCCCCCCGGGGGGG 

>SEQUENCE:8453:prostate_MPM2000-004P6_Table5 
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ACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 

TTAATTAAGGCGGGAGCTGTCTGCAGTAAATGGGGCATCCGTCTCACATCAATGGGAAAA 

TTAATCCATGTAGATTTTGGATCTAAATGTGACTGTCATAACAGTAGAGCTGTGTGAAAA 

TAATAGAATAGAATATCTCAGCTCAGGAAGGGATTGCTGCATTTGACTGAATTAAAATCA 

AGAACTTCTGTACATCAGAAGACATCAGAAGTGAAAAGAACAAGCTACCGAGGGAAAGTT 

ACTTGCAACATATTTAAATGCAGAAAAACATATATCTAGAATACAGAATTATCCCAGAAT 

TGCACTTTTAGCAGTAAGGGAACGGGAGCAGCGTTCCAGCCTCAGTTTCTATTTATAATG 

GTGACATGGAAAAAATACTGCTGGATGCCCACAAATAAGAGAAAGACCNNNNANANNAAA 

AAAAAAAAAAAAANNNNGGGGGCCCCCCCCCGGGGGGGACCCCAATTCCCCCTTTAGGGG 

GG I I 1 I I I ACCCCCCCCCTTGGGG 

>S EQU ENC E :8454:prostate_M PM2000-004 P6_Tabie5 

TAGAATTAATTAAGGCGGGTAGACCTTGCATTTCTAATCTTCTGCTCATTTCACATGTTC 

GGTTTCATGTTTAACTTTAAACAATTCAATGTTTGCATTATTCCTAACAGATCCAGAAAT 

GACGCTGTCTGGGTCAACATTTCAGGGAGGAGTCTGCCACCAGTGTAATGTATCAATAAA 

CTTCATGCAAGCATACTAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAGGCCCCCCCCCC 

CGGGGGGGGCCCCCATTCCCCCCTTTAGGGGGTTTTTTACCCCCCCCCCCGGGGCCGTTT 

TT 

>SEQUENCE:8455:prostate_MPM2000-004P6_Table5 

ACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 

TTAATTAAGGCGGGTGCTTAATAAATAACGTTGAAGAAATTTCAGTTACAAAGTATGTCT 

TCTG AACAAAACTATTG ATTTGTTTCATTTCTTTAACTCCATT G CCT TA G G AA ATGTTTG 

CGATGTGGACGGGAGAAGGTGGAGTGTTTCATGGGCTAACTTTTCTATTTTATTACACTG 

TGTTCTTTCTTAATGGCTCGACTCACTAGATAATAAAAGTAGAACTAGATTCATAAAAAA 

AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAATTAAAAAAAAAAAAAAAAAAAA 

AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAATANGGGGGGGGCCGGCGCGCC 

GCGGGGGGGCTTC I I I I I I 1 I I ATTATTTAGAGTTCCCTCCCCCCCCCCC 

>SEQUENCE:8456:prostate_MPM2000-004P6_Table5 

TAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAA 

GGCGGGTGGAAGGTTGTGTTGCTTCATGAAATATCAAGGTAGCCAGTGTCTCTGAGAAGG 

ATGTAACCTCTAGTATCTTAGATTTTTTATAACATTATTCTGTTTGAAAGTCTTTAAAGC 

AGAAGTTACGTCATCCCCTAGGGCCCAGCTGTTCCACAGATATGTTGGATTTGACTATAC 

GATGTTAAGAATTTTAAAAATTTATTGCCAGCATTTAAAAGTCAATAGAACTCACTTGAA 

TTCCAGATTTCTGGCATCTCTGAAAAAAAAAAAATAGGAAGATCTGGCAATATCTGTTAT 

CCACTCCTGCCTGACACTGGCTGGAGAGAGAGATAATTATTGTGGTAATATTAAGGGCCT 

CCTGTAAACGGGCATGTGCTCTCTGTTTTACTCCAGTCCCGATTACTTG 

>SEQUENCE:8457:prostate_MPM2000-004P6_Table5 

ATAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGCGGGGTAAG CTCTAC AG CAC ATATATAATCTGTG G CTGTG CTTG C ACTA ATAAG CG A 

G CATTCCAACTCTC AG G CC AG G GCCTCTTCC AC A ATACCA AAC ATT AG G G G ACCTGTGT A 

CTAACTAGTTCTCTTATATATACCCATCATTTAACCAGTCTGCACCTCAGCTACTGATCA 

GCAACTCTGTGCTAAGTCACAATGACTTCTCTATCTCAAAAAGGAAAATAAAAAAACTAA 

TAAACAAATGACGGGGCCCCCCCCGGGGGGGAAACCAAATTCCCCCTTTAGGGGGCTTTT 

TTACCCCCCCCTTATGGGCGGTATTTAAAAAATATGCTGGATTCCGTTTAAAGAAGACAT 

TATTAGAGCAGGAAGTACAAGCATTTAAAATA TGTTG TTCCCATATATTTCAAGGTCTCT 

GTGTATTAAGCTAACTCAAAAGTTTTGAAAGCTTTTTCTT 

>SEQUENCE:8458:prostate_MPM2000-004P6_Table5 

ATAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGCGGGGGCATCTCCTGAAGTCAATAAATGAGGACGCTCCTGACCCGCGTGGACTACCA 

CGATATCTACTTACAAGGCGAACCATGAAGGCGAGGTTTGGCGCTGCCCGCCTGTAATCC 

CAGCTACATCATGAAGCTGTTGCAAGGGAATCACTTGACCCCAAGAGGCACACGTGGTGG 

TCAGCCGAAATAACCCCCTTGCACTCCATTCTGGACAAGACGAGCGAGACTTTGTCTTGA 

GCCTAACAAGGCCTAACAGCAATTTCATGGGCCGTGCGCCCGCGTGAGCGTTCCACTTGC 

TTCCTATAGGGGGGAAATTGAACCTCCCCACTCAGAGAATCTTGAAATTGCTAAAGAAGG 

CCTATGAAGCCTCCCTTTCAGAAATTAAGAACGGCCATGAAATAGAAAAGAAATCGCTTG 

AAGATTTACTTTCTGAGAAACCGGAATCGCTAGAGAAGCAAATCAATGATCTGAAAGAGT 

GAAAATGATGCTTTAAATGAAA 
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>SEQUENCE:8459:prostate_MPM2000-004P6_Table5 

A AAG GG AACA AAAG CTG G GTACCG G G CCCCCCCTCG AG AGT ACTTCTAG AATTAATT A AG 

GCGGGCACCTACAGCCGCAGCTACTTGGAGGGCTGAGTGGATCTCTTGAGCCTAGGAGTT 

CACATCCAGGGCTTTTCACAAGAATATTGACCAAATCTTCTGGTAGCAC ACTTC AACAAG 

ATGTCCCGGTTATCTTATTGTAGCAAATACAATGAATGATTAGTTACTAGTTTTTCCCAT 

TGAGTTTCTAGTACTTAACACTGCACGAGGCACATGGACAACTATTTGTTGAGTGAGTGA 

ATGGGAGTTCACTGCTGCAGTAAAGATCTGCCTTTATACATGAAATGTTAATTCCAGGTA 

GACTTTGCTAAGCGAAGGATGCATAACCTAATTCCCTAGAGCAACCACTAAAAACAAAAA 

TGTAGCTAAAAAGCCAATAGCAGATATAAAGTAGGATTCTAGATGCTTTCTTAAATTCAT 

GAAACAGCAGAAAAGGGCAGGTGGGGGAAAGAAAAAATGGGACAAATAAAAACAAGATTG 

TAGACTTAAAACCATCTGTAAAATAATTACATTAAAT 

>SEQUENCE:8460:prostate_MPM2000-004P6_Table5 

AACAAAAGCTGGGTACCGGGCCCCCCCTCGAGATACTTCTAGAATTAATTAAGGCGGGAG 
AATCGCTTGAACCCCGGGAGGTGGAGGTTGCAGTGAGTCGAGATTGCACCACTACACTCC 
AGCCTGGACAACAGAGTGAGACCCTGTCTCANAAAAAAAAAAAAAGGAAAAAAAAATTAT 
TTTTTAAAAAAAAAAAAATAAGGGACCCTTTTTAAAATACCCCTCAAAAAT 
>SEGUENCE:8461 :prostate_MPM2000-004P6_Table5 

AGGGACACAGCTGGGTGCCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGG 
GGCGGTGAAGCTGGAGTGTGGGGAGCAGGGAAGACCTGTAGCAGGAAAGGAGAAGTGTC 
G 

GCGGTGAGCAGCCAGAGATGTAAATGAGCAGCTGCAGAGTTTATTTAATAGGCCACAGAT 

AAGGGCTGGGCACGGTGGGTCACACCTGTAATCCTAACACTTTGGGAGGCTGAGGTGGGT 

GGATCACCCGCAGTCAGGAGTTCAAGACCAGCCTGGCCAACATGGTGANACCCATCTTNT 

ACCAAAAAAACAAACAAAAAACT 

>SEQUENCE:8462:prostate_MPM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAG 

GCGGGAAAAGATGCATGTGGATAAAATCAGAATCATCCCATCAGATAATATCTGCTATCA 

TTTCTATAGTATTTAACATTGAAATGTCAGGTAGTGTTCTCAGTAGTCTAAGTATTCCAC 

ACACATTAAATCAGTTAGCCCCATTTAATCAGTATTTCCAATCTATAATTATCCCAATTT 

TACAGATGAGGAAACTGAGGCACACAGAAGTTAAGGTGATAACACTGTAACTAGCTGAGC 

TGGGATTCAAAAGTAGGTAATCTAGTTCCAGAGTCTGTATTAGGAGAACTTCGTCCTGAG 

GTTACTCTATATTTTTAGATTAAATAATTTCATTCTTAGAGGTTGGGAAACCGCTAATAT 

TTGTTAGATTTGTAGCTGATAAGAGAATGTAAAAAGAGAAGATAATTCACAAAAATCATT 

ATCCCTTAATATTAAAAAGACTGGAAGCCAGACACAGCTGGGACACATGCCTATAGTCCC 

AGCAACTCAGGAGGCTAAGGCAGGAGGATTGCTTGAGCCCAGGAGTTTGAGGCCAGCCTG 

G G C AAT ATAGTG AG ACCCTGTCT 

>SEQUENCE:8463:prostate_MPM2000-004P6_Table5 

TTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTA 

GAATTAATTAAGGCGGGGGGCAGAGCCCGGGGCGGCGGCGCTGTTCAACCTCGGGCTGC 

T 

CCACGCAGGTGACTGCCAACAGCCAGCCCAATGTCGAATCCAGAAATGCACCACGGACTT 

CGTGTCCCTGACTTCTCACCTGAACTCTGCCGTTGACGGCTTTGACTCTGAGTTTTGCAA 

GGCCTTGCGTGCCTATGCTGGCTGCACCCAGCGAACTTCAAAAGCCTGCCGTGGCAACCT 

GGTATACCATTCTGCCGTGTTGGGTATCAGTGACCTCATGAGCCAGAGGAATTGTTCCAA 

GGATGGACCCACATCCTCTACCAACCCCGAAGTGACCCATGATCCTTGCAAC 

>SEQUENCE:8464:prostate_MPM2000-004P6_Table5 

AACAAAGCTGGGTGCCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGGG 

GCTTTAAAGAAACAAAGAAATGCATTGTAAAAATGTAGTTTTAGAGCAAATTAATAATGA 

TGGTGGGGAAAGTGTTGCTAATTTGTTTATTTCCCTGGAAGAAATGGGAAGTGTGATAAG 

CAGTTTAATTTTTAAGGAGCTGGTCTCAATTTTAGTACTTTTTAATTATGCAAATAAATC 

AATGTTTCCTTAAATTTTGTCATTGCTTTGTCACAGTTGTCTAGGGTTCATATCCAACCT 

TCTGTGGCAATTCAATTTTATATAGTCTTTTAAGAGGTAATTGTC 

>SEQUENCE:8465:prostate_MPM2000-004P6_Table5 

TAACTCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTA 

GAATTAATTAAGGCGGGTAACCCTAAAGCTGTAGCCAGCCAGGCAGAGGTGAGGGTGGCT 

AGGGGACACATCAAGACTTGTGGCTGGCATCTGAGGTGGGAGCAGTAGTATGGGAGGGAG 
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CCCCTTAACCTAGGGGGTCTGTGCTAAGTGGGTAGTATCAAAACTTGAACTGGGGCCAGG 

CGCAGTGGCTCACGCCTGTAATCCCAGCACTTTGGGAGGCTGAGGCGGTGGATCACGAGG 

TCAGGAGATGGAGAGCATCCTGGCTAACACGGTGAAACCCTGTCTCTATTNNNAAAAAAA 

AAAAAAAAAAAAAAAANGGGGGCCCCCCCCCGGGGGGGACCCCAATTCCCCCTTTTAGGG 

GG t I I I I I ACCCCCCCCTCTTGGGCCGTTTT 

>SEQUENCE:8466:prostate_MPM2000-004P6_Table5 

GCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGCCCCCCCCTCGAGAGTACT 

TCTAGAATTAATTAAGGCGGTGACATCAAACATTTTTAACAAAATGATGTACAAACTAAG 

GACTATTTATTGATAATGTTTTGCTACTCTTGTCAGACAATGGCTATAAACTGAATTATG 

CACTCTACCAACAGAAGCACCCCTAAAACTATATCGCCTCCCCCCCCCCAGGGGAAACCC 

ACACCCTCCCAAAATATGGTGTTTTAATGCCCCCACTGATGTATGTTTTAAAAAACAAGA 

GTCTCAAAGGCTGTGGGTAAGCTGAAGGCTTGCCTCCCTGACAGATGCTTAAACTACAGG 

CTTCTTGGGACAGGTGGCCCCTTCCTAAGCTCACAGGAGTGGCCACCACTCTTGACCTTC 

ACTCTGTCTATAGTCCCGCCTCATCCTGGATCTTGTACTGAGCGGCAACTAAAAGTGTTC 

TACCCAGTGCCCTGTCACTCTAAACTG 

>SEQUENCE:8467:prostate_MPM2000-004P6_Table5 

TTACACCCCTGAATGAAAGGAACATAAGCTGGGTGCCGGGCCCCCCCTCGAGAGTACTTA 

TAGAATTAATTAAGGCGGGAGTGGAGTGGAACAAGAGGGAGAGGTGGAGCAAAGTGAGGG 

CCGAGTGAGAGCGTGCTCCAGCCTGGCTCCCACAGGCAGCTTTAACCATTAAAACTGAAG 

TCTGACAAAAAAAAAAAGCAAATAAAAAAAAAAAAAAAAAACGGGGGCCACCCCCGGGGG 

GGAGGCCAAACCCCCCCTTTACGAGAGAAAATGTCCCCGCCCATATGCACGATTTTGAAA 

GAATTCCTCCTGAAAAGCAGAGACTGATCTTTGCTGGCAAGCAGCTGGAAGATGGACGTA 

CTTTGTCTGACTACAATATTCAAAAGGAGTCTACTCTTCATCTTGTGTTGAGACTTCGTG 

GTGGGGCTAAGAAAAGGAAGAAAAAGTCTTACACCACTC 

>SEQUENCE:8468:prostate_MPM2000-004P6_Table5 

ACCCTACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAAT 
TAATTAAAGCGGGGTACCCTAGGGATTCATCTGTTTTCTTCACTCTCCTTTGCATCTGAG 
ATCCTG CTG G AAACC ACAG CAACCTGTATCC ACTATTATG AG GTCAA AATCAAT AA AATG 
G CCCATTCATTTGTGTTGT AG CTC AAA AG AG AC AT AC AAT AAAA AAAAAAAT ATG A AG A A 
AGTAAACTTAGAAGAATTCTAATGTACTGAAATGCACACTTTTGGAGTGCTCCCCCTTTG 
AAAACACGCTAATANTTCTTTC I I I I II I GACAAACCCTCCCTCCTCTTTAGAGTTATAG 
AGANAI I I I I NTGGTTTAAATTTCCCTTATATTTCCACCTGTAATGTCAGTGGCAACAAC 
ATCATACTTCACTTAC 

>SEQUENCE:8469:prostate_MPM2000-004P6_Table5 

ACAAAAGCTGGGTACCGGGCCCCCCCTCGAAAGTACTTCTAGAATTAATTAAGGCGGGGA 

AAAGAATAGCAGAAGATAGGGAAATTATGAAGATAAAAACTTTCTTTTAGAAGAAAAAAG 

ATAAATTTAAACCTGAAAAGTAGGAAGTCAGAAGAATAAA/f 3 A C A AG CT AG G A A AC AAA A 

AGCTAAGGGCATTTTAATAGCATTAAGATTTTAAAAGAGGGTGTGCCCACTGGGGGGAGT 

CCCATGAGGACCGAAAAGATAAAAGGTTTCTCCCCCCTGACGGGGGTTGAGTATGAAAGC 

TTCTTCATGGAGTA 

>SEQUENCE:8470:prostate_MPM2000-004P6_Table5 

TAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAG 

AATTAATTAAGGCGGGGTGTGGCCATGTGCCTATATTCTGGACAAGGATTTGTGCAACGT 

CTACATTAAAGGGAAGGAGTGATCCTTTAGCTTCCCTACCTAGCCCCAAACCCACTCCAC 

CTTACTACCAGACAACCTTAGCCAAACCATTTACCCAAATAAAGTATAGGCGATAGAAAT 

TG AAACCTGG CG C AATAG ATATAGTACCG CAAAAAAAAAAAAAAAATAAATATAATTAAT 

GCGGCCGCCACCGCGGTGGAGCTACAATTCGCCCTATAGTGAGTCGTATTACGCGCGCTC 

ACTGGCCGTCGTTTTACAACGTCGTGACTGGGAAAACCCTGGCGTTACCCAACTTAATCG 

CCTTGCAGCACATCCCCCTT 

>SEQUENCE:8471:prostate_MPM2000-004P6_Table5 

ACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 

TTAATTAAAGCATTTTCTTGGTGTTTAAAGACCTTACATGTGTAAATTAAAAAAAAAAAA 

TAAAACTGGGCCCCCCTCCCGGGGGTGCCCCTTCTACTCCCTAATGGCATTATTTTCATC 

CCCCCCCTAGGGGTAAGTTTACATAATAATTCATTGAGGATGAGTTCAAGGTAATCCTGG 

AATTTTTGAGAAGATACTCCGAAAATTAGGGAGGAAAAATTTATACCGTATATGACTGAA 

ATTAGAAGAAGTAATCAGAGGAGATTTTTATGGATCCTCCATAACCTAAAGTAAGGAAAA 
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GACAGAAAGAGAATCTGGAACCCCATTTTGCTATATGACCTTGGATATGTTCCTTAGCTT 

CTCTTAGTGCTAGTTCATTCGTTCA 

>SEQUENCE:8472:prostate_MPM2000-004P6_Table5 

TTAAGGCGGGCGGGTCACGAGGTCAAGAGTTCGAGACCAGCTTGACCAACATGGTAAAAC 
CCTCTCTCTACTAAAAATACAACAATTAGCCAGGCATGGAGGAGTGTGCCTATAATCTCA 
GCTACTCGGGAGACTGAGGCAGGAGAATAGCTTGAACCCAGGAGGCGGAGGTTGGAGTGA 
GCCAAGATCACACCACTGCACTCCAGCCTCGGGGACAGAGTGAGACTTCGTCTCAAAACA 
AAAAC A AAAACA AAAAC AACC AAATG CTTAG C ATGTC AG G GTGG AATA AG ACAG ATCA AG 
ACTCTGTCTAGAAAAAAAAATTAAAAAACATTGTTTTTATATGTTTAAATAACATTATGT 
TCGAATG CTATAAATATATCTATGTTTTAAGTGTGTATGTATTAAAGGTTCGTTG CAAAA 
CATTTG G AAAAT 

>S EQ U EN C E :8473:prostate_M PM2000-004 P6_Tab Ie5 

A AAG G G AAC AAA AGCTG G GTACCGG G CCCCCCCTCG AG AGTACTTCTAG AATT AATTAAG 
GCGGGCAGACAGGAACCAATGGGACATGGTTCAGTGGACTCCTGGTTTAGAATCCAAGAA 
TGC I I I I I CTTTACTGCCTAGTTTAAGGCTCAGAATAAAGAAATGTATTTGGGATGCCAA 
CCCCAGATCTGCTCCCTTTGTGGTTCGGGTGGAGTGTCTGAAATCAGCATTACTCATGTG 
GAAACATTTTGCTCCTTAATAGTTTCAGAGTCCTGGAACAGCCTGTGGCAAACCATGAAA 
G C AG G C AAG AC AG AGC AGCTCC ATTATTTG CTG AATCC AGTG ATTAATTTTC AAG G C AC A 
CTCAAGGTTTTATAAGGATTATTCATAAATTTATACAGCTTTATTCCTTTAAGATGTTTA 
TCTCTGTTTCTATATAGAAATCTGGCCTTA I I I I I I CAAATTCACCTTTGGAAAA 
>SEQUENCE:8474:prostate_MPM2000-004P6_Table5 

TCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAA 

TTAAGGCGGGCGGATCATGCCGCCGGGAAT AAAAT ACCGCGCTGCCAAACCTGGTTAAAC 

GACGTGCTTCCTAGGAACTCGCAAATGGTGCTGGACTGGTGGCACGAGGCTTTTGTCCCA 

CTTGCCCAAGACGCTGAAGCGAGAAGAGTACTTGAACTACTGAGGCAGACGTTGCACTGA 

GCTTGATATGTGCCAGTGGACTCGGGCCGGGGCGACCTCTGTGTCACAGTGGTCCCAGAT 

ACTTAACGCATCTGTGTGGCCCTGGGATATGG I I I I I I CCTG G AGTTG AC ACTG G CAT A A 

GCTCTCACGTTCATTGATCGTAAGAGCTCTCTCCTCACAGAGCTCAGCAACAGCCTCACC 

AAGGACTCCATGAATATCAAAGCCCATATCCACATGTTGCTAGAGGGGCTTAGAGAACTA 

CAAGGCCTGCAGAATTTCCCAGAGAAGCCTCACCATTGACTTCTTCCCCCCATCCTCAGA 

CATTAAAGAGCCTGAATG 

>SEQUENCE:8475:prostate_MPM2000-004P6_Table5 

ACCCTC ACT AAAG G G AAC A A AAG CTGG GTACCG GG CCCCCCCTCG AG AGTACTTCTAG AA 
TTAATTAAGGCGGGTATTAACTGTAAAACAAACTAGTGTAGAAAAAATTAGTAACAAAAA 
ATAATTAACAGAATAAGCCCCAGAGTCAATAGCCATAAACATTCTGGG I I I I I ATTCTGC 
TAATGAAGATAAATAAATTAGGCAATTAAACAAATTCAGTCCTGGCCTAGTGGCTCACAC 
CTGTAATCCCATCACTTTGAGGGGACGAGGCAGGAGGATTGCTTGAGACTTGGAGTTCTA 
G ACCAG CTTG G G CAACATAGC AAG AC ACTGTCTTT AC AA AAA AAAA AAATTG GTTGGTTT 
Mill GTTGGTTTGGTTTGGAAACAAAGTCTTGCTCCACCCCGGAAACAGACTGAAACTT 
TGTCTCCNAAACGAGGAAAAAAAAAAATTCAAAATTTTTTCCCCTTTTAATTGAAAACCC 
AATGGGAAAATTTTAAAAGAATTTTCCCCAAAAAGGTTACCGGGCCCCCCCCCCGGGGAA 
AAAAACAAAAA I i I I I I I I I AAAAAAATTTAATAAAAAATCCCCATTTTTAAGGGGGAAN 
A A AAAA AAA AATG G GT AT AG AAAG AA AAA AAAACCCCCCCCCC A AAAAAAA AAA A AAA A A 
AAAAAAGCCGCCCCCCCCGGGGGGGGCCCCCCCCCCCCCCAAGGGGGGGTATACCCCCC 
C 

CCCCGGGGGGGGGGTGTTTAAAAAAGGGGGGGGGG 
>SEQUENCE:8476:prostate_MPM2000-004P6_Table5 

GAACAATAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGG 
GGGGGAGCCCTCAGACAACCTAAATGTTCATCAAT AAATG ACCACTTAACTGATGGATTC 
C ATATG ATAG G CAAAAAAT AC ATAAAAAG ATACAAAAG ATCACCTAAAAAGTG ATAATAA 
ACATAGGCTTATACTAAAATGGTAAAAAAAAATGTTGAAACCTCGGCCACATTGTGGATG 
TATTTTAAAAGGTATCATATAAATGCTAAATGACCAGTTGATGGGTGCAGTACACCAACA 
TGGCAAATGTATACATGTGTAACAAACCTGCGTGTTGTGCACATGTACCCTAAAACTTAA 
AGTATAATTAAAAAAAAAAGATAGTATGTGGAATGAGCCCATCAGCTGGCTGCTTATGAA 
AG AGTAGCT ATT AGTGAGTAAAAAAAAAAAAAAAA AAAAAAA 
>SEQUENCE:8477:prostate_MPM2000-004P6_Table5 
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TCACTAAAGGGAACAAAAGCTGGTACCGGGCCCCCCCTCGAGAGTACTTTTAGAATTAAT 

TAAGGCGGGGGAAGTTACTCAGTATGTAAGCAATGCCTTACTGTGCATATGTTTGTCAAA 

GTAATTTTCCCCGTGACTGGACAGGCCTGGGATGGACCCACAGCAATCAGCAGTTACTGG 

GTGGAAAGGAAATAAGAGTCTCAAAGCAGAGGGAAACAGTGACACAGGCTGAGGAATTAA 

ATGACTATTGTGACTTCTTTTATATCATTGATTACTTTATATCGCAATCTGAAATCAGCA 

AAAATATTTCTAG AG CTTATG C ATTCTCTATG AACATTTAA AC ATTTATTACAATATGTT 

AATTAAGGCGGGGAGTGACGTGACACGCAGCCCACGGTCTGTACTGACGCGCCCTCGCTT 

CTTCCTCTTTCTCGACTCCATCTTCGCGGTAGCTGGGACCGCCGTTCAGTCGCCAATATG 

CAGCTCTTTGTCCGCGCCCAGGAGCTACACACCTTCGAGGTGACCGGCCAGGAAACGGTC 

GCCCAGATCAAGGCTCATGTAGCCTCACTGGAGGGCATTGCCCCGGAAGATCAAGTCGTG 

CTCCTGGCAAGCGCGCCCCTGGAGGATGAGGCCACTCTGGGCCAATGCGGGGTGGAAGC 

C 

CTGACTACCCT 

>SEQUENCE:8479:prostate_MPM2000-004P6_Table5 

GCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 

TACTTCTAGAATTAATTAAATTTACTTGTTGGTTGGGATTCCTGAATTTGTTTGTATTTC 

TTTGTATGTTAATTTTAATTCATCAGATTGTAAACTCACAAATATGGAAGGACAAGTTAG 

TTCCGCAGAGAAAAAAAAAAAACCCAGGTCTCAGCACTATGCAACTCAGGTCTCTTTAGC 

TGTGTAATAGGAGGTAATCATGGCATTTAAAAACATTGACTATGGAGTTCTCTGAGTAAA 

TGAGAATATTAGCTCCACCACCTTTATCCGTATGACTTTTGGCTAATTACTTAACATGGA 

TG AGTC AGTTTCTTCCTTTCT AAG ATG G G AATAAT AGTA I I I I I ACTTTATGGGATGTGT 

AAGCACAAAATGAGATAATTGTTTTAAAATACTTACCGTAGTGCCTAACAGGTAAGAATT 

GCCCCATAAGTT 

>SEQUENCE:8480:prostate_MPM2000-004P6_Table5 

TACATAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAA 

TTAAGGCGGGTACTAAGTGTGGTGATGTCTTTTGTCATAGTACATCCTTAATTCGACATC 

AGAAAACTCATTTCAGAAAGGAAACCTTAGCAGAGTAATGAGTGTGGGAAAGCCTGCAGT 

CAGTCGTAGGTTATTGTTTACACCTGAGCACTCACAGTTCAAGCAACCCTAGGATTGTTA 

TGTGAGGAAAATCTTAGGCAAAACACTCATTTACTTAATATGCTATTTGTACTGAGAAGA 

AGGACTATGCTTATAATCTAAAAAAGGTGTTATTGAAAGAGAAAGTTATAATGGAAGTGT 

TCATCCAAAACTGAGGTTTG I I I I I I AAAGACATTTAGAAAGTTACTTTCAGAGATAATT 

TATTAAAATGTATATATTTGCTTATAAAAAAAI I I I I I I I I I I I I I I I I I I AAAACGGAT 

TTTCI I I I I GTCCCCCAGGCTGGATGGCAGGGGCCCAATCTGGGTTA 

>SEQUENCE:8481:prostate_MPM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAG 

GCGGGGTAAAGAGTGTTTTAGATCACCCCCTCCCCAAATAAAATCTGGGCAGATATGGAA 

ACTATAT AAACTTTG G ATGTC ATCTTC AA ATCAC AC AC AG ATCC A ATG GTAG AAG GT AG G 

TTTTATGGGCTTAAGGTGTTTGAACACAATCTTTGACCAGTCATTGGCTGACCATTAAGT 

TATGCAGATGATGCTAGAAAGCCAAACTAAAAAGTAAAAATATAAGAATTTTAAAAATTT 

TAACAGAGACATTAGTGGTGACACATGGCAGAGGACAAAACTTCTACGTATAAGTCCAAT 

CAATTATAGAAAGAAAGAGAAGAAAGAAGAAGAAAAGAAAGAGAAAAAGAGAAGTGTAAG 

GGGTGGGAGGAGAAGAAAACTCTTAACTGGAAAAGTCAGAAAAAAAGCAGAATCCAGAGT 

TGCTACAGTATATCATCTAAAATAT 

>SEQUENCE:8482:prostate_MPM2000-004P6_Table5 

GGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGG 

GGTATGTTTCTTTTCACTGCTTTCATCTCTAAGTCCTACAGCAGTGTAGGACCTCAATAA 

ACTATTCTACAAAGTCGGCAAATGCCCCACAGATAAGAGTTTCTCCTAATAAAATCCTAC 

CTGTATCACCCAATAAATGACTAAGAACTCCTGAAGGTTCCAAAAATCTAAAATCACAAC 

CACACCTACCTTATCCATATTTCTTCCTTAACCTACAATAGCCCCCAACTAATCTACCCA 

CTCCACTTTCTCCTTCTCTACTTCGTCTTTCATACTGATGCCAGAATGTTGTTCTCAAAC 

AAAAACTTTATCTCATTCTCCTACTTATGTGTCCCTTAGCTCCACAAGAAAAAGTCCAAG 

CTCCTTAAAAAAGGAAAATAAAGTCTTCTACAAAGCAAGCCATCTCTTCAGTCAGCTCTC 

CAGCCTTACCAAAGCACTTCGGTTCACAGCCCACTGCCCACTTTCAAATTCCTACTGCCA 

TACTCCACCTGGAATGACCTTTCCCACTTCGTACACCCTCTGCTCATTTTGTTTTGATTT 

TTGGTG I ! I I i I I I I I I I I I I GG 

>SEQU EN C E :8483 :prostate_M PM2000-004P6_Table5 
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AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAG 

GCGGGATGGTAATGAAATAGTGGAGGAGTCTCAAGAGGAATCCTGGAGGCTTGGTCCCCA 

GGCCTTGAGGTGGAATCCCAGTGGCAACTCTCCCCCACAATGGACCTCAGAGCAGTGGGA 

GCGACGCAGTCCTGTGGGAAGCATTCAGGCTCAGAATCAGGAGATGTGATTATTGTCCTG 

GCTCTGTTATGACTAATTTGGGTCTGGAATGGCCTCATCGGGGGAAAAATTGGTGACAAC 

TTTAAGAAATACTGTTTATATCCCGTCCTCAAATATTGCTTGACTCAACCCTCTACTGAA 

CCAGTAGTCCAGGGTGGCTCACAAAGACCACTTTGAGGCTCTTGCTCTGCTCTTTAGCCA 

AGGAGTCTCCCTTCCTGCCTTCAGTAACAACATTACAGGAAGAGAGGAGAG 

>SEQUENCE:8484:prostate_MPM2000-004P6_Table5 

CGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTAC 

TTCTAGAATTAATTAAGACGGGGTAATAATGGCAAAAAGATAGAAATATAGATCACAGGA 

ATGGAATAGACCATTCTGAAATAGAACCACACACATTGCCAACTAATTTTCAGCAGAATG 

CCAGGTCAATTCAATAAAGAAATAAAAATCTTTCCAACAAATGGTGC TAGAA TAACCAGA 

AATCCATAAGAAAAATTAAAAAAACCTCATGCCATATGCAAAACTTAATTTTAAA TAAGT 

TATAAGCCTAAATGTATAAAATTGTAAGGCTTTTAGAACAAGACATTGCAGAAAAI I I I I 

ACAAACTTGAATAAGCAGTTATTTGTTAGGCAGGACACAAAAAAAACAAGCCATTAAAAA 

AATTGACAAATTAGACTTTATTAAAATTTAAATCTCATGCTCTNTCAAAGATACCATTAA 

GAAAAAAGGATTATCGATATTAATAAAAAAAGCGG 

>SEQUENCE:8485:prostate_MPM2000-004P6_Table5 

GGCCGTCGTTTTACATAAGAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTAC 

TTCTAGAATTAATTAAGGCGGGTCAGGGCCTGGCCTTGGTCCCCACTCTGCGATGATTTC 

TGTGAAATTTTGCTGTAGCGATGACATTGTTTTCAGAATTTCCAAGAGTTCTGTCTGTTC 

TGTTTTTTATTCAGAATGAAATGAAATAT I I I I I I I AGTTCTGACCAAAAAGCAACCACC 

AATTAAAAAAACGTTAAAAATCAACACCCACTACCTAAAAAAACCCCAAACGTGTGGCTG 

AACTCCTCACACCCAATT 

>SEQUENCE:8486:prostate_MPM2000-004P6_Table5 

CCGGAATAAAGGGAACACAAGCTGGGTGCCGGGCCCCCCCTCGAGAGTACTTCTAGAATT 

AATTAAGGCGGGTGTGCTTCTTTATCAGTAATTATGATTAAGTAAGGGCTCTTAGGGCAT 

ACTCAGATGCATAGTTATGAGACTTTTCGGAAAAGGAAAGATACTGCAATTTGCTGAGCG 

CCTACTCTGGGATATAAGCATTTAAAAAACTAATAGAGAATAGAGAATCAGGGAATATAT 

CCTGAGAGATGCTCCTCTGAGTTGACATTACTCTGGGGCACCTGGCAGCCAGGCTATGGC 

TTTTGGGGCCACGTCCATTTCGTTCAGCGGAATCCTGGTGATGCAGGGCTGCTGGATGGG 

CCCCTGTATTAAACCATTCTTGCCCTGCTATAAAGAAATACCCGAGATTGGGTGATTTAA 

AAGAAAAGAGGTTGGCCAGGCGAGGTGGCTCATGCCTGTAATCCCAGCACGTTGTTAGGT 

GGAGGCGGGTGGATCACTTGAGGTCAGGAGTTCGAGACCAGCCTGGCCAAAGGGGCAAAA 

CCC 

>S EQ U EN C E :8487: p rostate_M PM2000-004 P6_Table5 

GCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 

TACTTCTAGAATTAATTAAAGCGGGATGGCCAGGTTGACAGCAGAGGAAGTAACTAACAC 

TGCGGTGACTCTGTCTACTCGGGGAGGAGTGCTTTCTGGAGGCAATGTGAGACATCTGAA 

ATCTGACCATGGGTTTAATGTGGCTTCTGTTCTTTTTTAGTACGGCATTCTCTTCAAACA 

AGAGCAAGGTAAGTAGCCTGCCTGTTTAAGCAATTCATCTGTGAAAAAAACTGTGTTGTC 

CCTGGTTTAAGACTTTTGTCATGCTGACCAGACATG 

>SEQUENCE:8488:prostate_MPM2000-004P6_Table5 

ACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 

TTAATTAAGGCGGGTCACTGGCAGTTTCTCTGACCAATCTGACCCGTCAAAAGGACGGAC 

ATCAAAGGTTTTGTAAGAAAGGAGCCCCATAGGGAGACCACAG TCAACAAGCC CTATGTG 

TGTGCTCAGAGCTTCCAAACTGGCTTCCAGGCACTTTTCTTTTCI I I I I I I I I I IGGAGT 

CAGAGTCTCAAAAAAAAAAAAAAAAAAAAAAAAAAGGGGCCCCCCCCCGGGGGGGGCCCA 

CATTTCCCCCTAAGGGGGG I I I I I I I CCCCCCCCCCCGGG 

>SEQUENCE:8489:prostate_MPM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAG 

GCGGGACAGGTGCATTACACTGAGGGCCTTTCTCTCCCACCATTGTTGACTGTTGCCATG 

CAAATTCCTAGGTGACCCTCTGAAGACTGGTTACCATAGCCAAGCTGTTGTTCATCAGGG 

GATTTCCAGCAATGCTTAGAACTCCCTAGTATCTGAAAAACAAAATCATAAGCAGGAATC 

ACCCCAATGCTACAGCTGATCCGGGCCATCCTGAAAGTCCCTGAAGATCCAACCCAGTGC 
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TTTCTGCTTTTTGCCAACCAGACAGAAAAGGATATCATCTTGCGGGAGGACTTANAGGAA 
CTG C AG GCCCG CTATCCC AATCGCTNTAAG CTCTG GTTCACTCTG G ATC ATCCCCC AAAA 
GGTATCCTTCCCATTTCTGGACATCCCACTATCCCCTCATCGTCAAAATCAAAGCCTT 
>SEQUENCE:8490:prostate_MPM2000-004P6_Table5 

GCGCAATTAACCCTCACTAAGTGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTA 

CTTCTAGAATTAATTAAGGCGGGGGTTCGTGACTAGGGGAAAAGAACAAAAACAAAAACA 

CACATTAGCAATAGCCCTGACAGCTTTAATGGGGACAATGTTTGCGGATGCTGCGTGGTG 

AAATTTGGCAGTCCTCGCCTCAGTAGTAAGAAACCCTCTATTGCTACAAGCCCTCCCCGC 

TCTGATCATCACCGCACTTAGGTCATTTTTGGGATGGATTTCAAACAGAAGACATGGAGC 

TG A AGTCTC ACCAG G CTCT AG G C AG CCCG AC AATG CG CCC ATCG CCC ATCGG C ATCG G AC 

CTGAGTTTGCAAAATGGATTAACACATTTCAGTTTCCAGTGCTATCAGTCTCTTAGCCTA 

GAAGAATAAGAAATAGTCTGTGGGTGGAGGTCTCTTTGAAAGAAAGACCCAAGCTAGTTA 

AATGGTATATCTGATTAAGCACTTTCAAAGCAGGACTTAATGATGAGGGTTGGGGGAGGG 

AACAAAA 

>SEQU ENC E:8491 :prostate_M PM2000-004 P6_Table5 

CTCACTAAGTGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTA 

ATTAAGGGGGCTTTAGATGTGAAAC I I I I I I I I CCC I I I I I I I I GTAATGACCTCTCCTT 

ACGATAGACATGCAACTTTCTATGCTAAGCCAGTTGTTAGTTAATAGCCGAAGGAATATC 

TGAI I I I I I CTG C AAG CTATTTAGG C ATATTTTCACTTAAATG ACTG G AACACTCAAG AA 

AATGTCCTGATTTCATTTTACTTTAAGTTGTAACTGCCAAAGTAGATAGGTTAGTCTGGC 

TTCTAGCTCCAATTTGCTAAATGGCCTTGTTCAAGTGACTCAATCTCTCTAGTCCTTAGT 

TTCTTCATCAGTAAAGTGAAGGAGTTATAGAAGGCATGATATGTTACTAAATAGAATAAG 

TGTGCTAACAAAGTGAAACAGAGTTACTGCATTAGGTCCTGTATCTACATCAATACTATA 

ACTAGATCTATTTATATGTACTCTATATTTAAACTATCTCAAACTATATGTCACTTTACT 

ATATATGTAAG G CCTACC ATTAAAG AA ATG ATAATC ATTTT 

>SEQUENCE:8492:prostate_MPM2000-004P6_Table5 

AAAGGGAACACATGCTGGGTGCCGGGCCCCCCCTCGATAGTACTTCTAGAATTAATTGGG 

GGGGGGGAGCGGTGAATTTTAGAACTCTAACCTTTCAAGAAAATTGAGATCAGGAAGCCA 

TCTTTCAGAATGTTTTACTCTTTGAATAATCAACAGGATGTATATGTATCATTGTAGTGA 

AATCGCTAGTAATTATCACTGGCATGTCTG I I I I I CATATTTTCTTCTCCCGTGTTATTG 

TGCAGCTTTGAATGGATGCTGGGATTACAGGCATGAGCCACTGCACCAGGCC TGGT ACAG 

TACTATTAATTGAGGGAGGGAATGACACTTCCCTAAGTGTATCTTCTTGTATTATTTTGA 

CTTCTGGTAGCATATTTGTGTCTTACATATATTAAAAAATTCAATTAGGAAAAAAAAAAA 

AAAAAAAAAAAAAAAGGGGGCCCCCCCCCGGGGGAACCCCCATTCCCCCTTATGGGGAGT 

GTTTTACCCCCCCC 

>SEQUENCE:8493:prostate_MPM2000-004P6_Table5 

CTGGCCGTCGTTTTACATCCCGAAATAAAGTGGAACCATTGCTGGGTGCCGGGCCCCCCC 

TCG AG AGT ACTTCT AG AATT AATTAAG G CG GG G G GTC ATCTG CGATGC AATC AAAT AGG A 

CTAGGAATGTGACGCCTTAGAAAACGGTGGATTGAAAAAAGAATTTTAA TCTC CTCCGGA 

CATTATATTTTGGGTGTTCATTGCTCTCAAAAACATGAGAATAACGAGTATTTTATATTG 

TGAATACAAATACAAAGTTCCGGAATGAAGAACTACACCATACATGTGCAACTAAATGAC 

TCCGCCGCACACTCGTGTGGCCGCACTATGAAGATCACTCTGGGGCATAACGCTCGCCCT 

GGAGCAGGACATACTGTACCTGGTGGAGCATGAGGAGTACCAGCTGTGCCAGCCCCAGTC 

CAAGGACCAAGTCCGCTGGCAGTGCAACCGGCCCAGTGCCCAGCATGGCCCGGAGAAGCT 

GTCTG AAA AGTTCC AGCG CTTC AC ACCTTTT ACCCTG GG C A AG G A ATTC A AAG A AG G AC C 

CAGCTACTACTACATTCTCCAAAACCCATCCCCC 

>SEQUENCE:8494:prostate_MPM2000-004P6_Table5 

TCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAA 

TTAAGGCGGGGAAAATACAAGATTAGTTTGAAATATTTTGTCATGTTAGGAAGTAAGGAA 

ATGCTCACAAAATGGAGAAGATGTGAAAGGGAAACAGATCCACTTTGAATAAACTTCCAT 

AGCCCAATTTGAGAAAATTGGGGCAATAAAATAGATAACAATAGTAATATATTACAATCT 

ACAGAAGAAAATTTTCAATTAATCCAGGCCGGGTGCGGTGGCTCATGCCTGTATTCCCAG 

CACTTTGGGAGGCATAGGCGGGCAGGTCACTTGAGGTCAGGAGTTCGAGACCAGCCTGAC 

CAATGTGGTGAATCCCTGCCTTCACTAAAAATACAAAAATTAGCCGAGCATGGTGGCACA 

TGTCTGTAGTCCCAGCTACTCTGGAGGCTGAAGCACGAGAATGGCTTGAATCCCGGAAAG 

TGGAAGTGCAGTGAGTGGAAATCGCACCATTGCACACCAGCCTGGATGACAAAACAGACT 
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CCAACTC 

>SEQUENCE:8495:prostate_MPM2000-004P6_Table5 

CTGGCCGTCGTTTTACATCCCGAAATAAGGGGAACAAAAGCTGGGTGCCGGGCCCCCCCT 

CGAGAGTACTTCTAGAATTAATTAAGGCGGGCTAAGAGTTAAACCCTAAGGAAATCAAAT 

AATTTTAGGGAGCAGCCTAGGATATGAATATGAGCTGTTTGTTTAACAGCAAGAATATCC 

ACCTCAATCTAGAGGCTGCTGGGAGTACCTCATTTCAGTATTCACCAAATATTTATTAAA 

CAACTACTATATGCTATTCTAGGCACTAGGG ATATAG C AGTG G CC ACAATA AACACAACT 

TTACTGCTCAATGACCTTATATTTTTAATAGATAATCTTGGTTGGTGAATCGCTGAGTGG 

CATGGAGAATATTCTAGAATTGTGAGAGTAGGAAAAGATTTTATGGTCTAGGCAGGCAAA 

GGGAGAGCGCTCCAAAAAAAGAAAAAAAAAAAAAAAAAAAAAAAAAAANGGGGGCCCCCC 

CCCGGGGGGGCCCCCCATTCCCCCTTAAGGGGGAGTTTTTACCCCCCCCTCTGGGGCGGG 

TT 

>SEQUENCE:8496:prostate_MPM2000-004P6_Table5 

ACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 

TTAATTAATACAAATAAAAACCCACAAAAATGAGCCAGGTGTGGTGGCGTACACCTGAAG 

TCCCAGCTACTCGGGAGGCTGAGGCACAAGAATTGCTTTAAGCCGGGAGGTGGAGGTAGC 

AGTAAGTTGAGATAGAGCCACTGTACCCCAGCCTGGGTGACAGAGACTCTGTACAAAAAA 

AAAATAACACGGAATCAAATCATAATTGCCTGGGGAAGGACCAAGGAAAAGGGGAAAAAA 

GGATTATAAAGGGGCATGAGGAAATGTTCTAGGGTGATAAATATGCTCATTACCTGGTTA 

CATTCATGAAAAAACTTATCAAATTACATATTTTAAGATGTACCCTTTATAGTATGTCAA 

CATTACAGGTACTCTCACAAAGCTATCAACAAAAATAGGAAAGCAGCAGCAGCAAGCAAC 

AACAGCCATAACTACTGCCTGGAGAATTTCCCCCAAAACAAACAAACCAAAAAAAGTGTG 

GGCTGCAGCTAAAAGCAATACATTTTTAGGATTAAAATT 

>SEQUENCE:8497:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGCGGGCGGATCACCGGAGGTCGGGAGTTTGAGACCAGCCTGACCAACATGGAGAAACC 

CCATCTCTACT AAAAAT AC AA AATTAG CCGGG CGTGGTG G CATGCG CCTATAATCTC AG C 

TACTTGGGAGGCTGAGGCAGGAGAATTGCTTGAACCCAGGAGGCGGAGGTTGCGGTGAGT 

TGAGATCGTGCCATTGCACTCCGGCCTGGGCAACAACAGCAAAACTCCGTCTCAAAAAAA 

AAAAAAAAAAATGCCCCCCTCGGGG I I I I I I I I GTGGGCCCTTGGGTTGGAAAACTTCCC 

CCTGGAAAAAAA 

>SEQUENCE:8498:prostate_MPM2000-004P6_Table5 

CCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAAT 

TAATTAAGGCGGGGACTCATCATCGATCCAAGCACGTTCGAAGAGGCAGAACATTTGACA 

CCACAGGCTGGGCAGTGGGAGAGCTGATGACCTTAAACACCTTCAGCATCCTGGGGAACC 

CAGAGCCACACCACTGAGCAATGAACACAGACAATCAGCTCTGGGAGTGGAACTCGCCAT 

GCCATTAGTGGCCTGCTGAGAAACAGCTCTTTGCAGGTCTCAAAATTCAAAAGACACCTC 

TGCACACAGGGCAGAGGAATGCTTACTACCCTGAGCCACTCACCAGCATTGGGTGCACCA 

TAGATGCCAGGCCACACCAAATCAGGACTCAAGGCAGCCTCTGTTGGTCAGAAGAATTGA 

CCATCTTCCTTGCCAGCAAGCGGCAGACCTCTCATGACAACTGCTGCTGAGAAGTGTAAA 

GAAATCAAATGCATGC 

>SEQUENCE:8499:prostate_MPM2000-004P6_Table5 

AC AAAAG CTG G GT ACCGGGCCCCCCCTCG AG AGTACCTTCTAG NN AATTA ATTAAGG G GC 

GGGGCGGAATTAATTACTACTTGAATGTTATTATTATTGTGCTGAGATTCATGGGGGAGA 

GGGAAGTGAAAGCACGCCCCAACTTGACTGTATATCTACTTCTCCAGGAAAGGGATTTAA 

AATG G G ATT ATTTCATTTACG AAAAAT AAG ATTAG AGTT ACTTTTTG C ACCTGTTT AAAT 

TATTGAAGAATGCCCACGCACGGAAAATAACCAGAGACAATAGGACAATAGGCCTCCCCC 

CCTGGGGGGAGCGCCCCACATCTCTTATTAATCCAATAAACATCCCCCACTTAAATCCAC 

AGTTAAACCAGATT AT AAATTTGAATATTTT AAAAAT AG CC AATTA ATT ATA AGTT AC AT 

ACTCAAAACATTAAAACATGGAAAGTTGGAAGTAAAAGGATTTTTTAAAATGTGCTATGC 

AAATATGAACGTATAGGAGGCTAGGGTCATTGTTAATATCAAACAAAAATGACTTGAAGA 

GAAAAAGCATTATTAAAACTAGAGCTAATAGTTTGTGTACCAAGAAGGTACAGGTTGAGC 

AC ACCAATTCAAAATCTG G AATCTG AAATG CTCC AAAATTT AAAACTTTT 

>SEQUENCE:8500:prostate_MPM2000-004P6_Table5 

CCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTCTTCTAGAATTA 
ATT AAGGCGGGGAAGAAAGAATTCATGAGGAAATCATTT AAAT ATTGGATTTTTAAATAT 
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AT GACA CTGCTCTCAATTACTAGGTGCTAATAAGACATACATAACCTACCATATAGCCAA 

GGTTTTAATTATCAGATTTATAATTTGAAACTGAAGGAACTTTAGTTCATAAAAGTGAAA 

AAGA TAAAAT GAAGTCCAATGAAAGTAAAATATTATCTTTGCTTCCTTGATTAAATCTAT 

AGTTATTTTTACTAAAGTATGATATATGTTCCCATTATTTAGTTTTGTTTAGGGAAGTAT 

ATAAGATGAGAGAGAGAGAGAGAAACTTNTAAAGTTTGATCTAATGTACTTACTA 

>SEQUENCE:8501:prostate_MPM2000-004P6_Table5 

CCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAAT 
TAATTAAGGCG G GTTCCAGCAATTCTCCTGCCTCAG CCTCCTG AGTAGCTG AG ATTACAG 
GCACCCGCCACCATGCCCAGCTAATTTTTGTATTTTTAGTAGAGATGGGGTTTCAGCATG 
TTGGCCAGGCTGATCTCGAACTCCTGACCTCAGGTGATCCACCCACCTCAGCCTTCCAAA 
GTG CTG G G ATT ACAG G CGTG AG CCACC ACTCCTGGCCCC AGTTTTGTACTTCTTTG CCT A 
GTTTG G G ACTATG AAC AAG AG G A AATGTAGCTTTGTTTG ACTTCTG CC ACTTCCTCTTTC 
C ATTC TTCCATTTGGGTGGGTGTTCCGGTAGCTTGTGTTGAGACATTTTAACTTCTTAAT 

GTTTTGTATTATCAGCAGGCTTAAAGTATTTATTGTTGGCTTTCCTCACGCTGGATTTTG 
ATGATGATGGAGAAGGGAACAGTAAA 

>SEQUENCE:8 502:pr ostate_MPM2000-004P6_Table5 

CTGGCCGTCGTTTTACACCAGGGAACAAGTGTGACCATTGCTGGGGGCCGCGCCTTTACT 

AGAGAGAACTAATAAAAACATTTAAGGCGGGACGGGATGGGGGAACAGAAATAAACCTAA 

ACCACTTACTTTGTGCAATAAGCTCGATCCAAATGTTATAACACACTTAAATGTGGAACG 

TTAAAGTGTAAAACTTTTGAGAAAAAACTCAGAGAAAATCTTCAGGCATTGGCACTAGGT 

AAAGAGTTGCTACACTTGAAACCAAAAGCACTATCCGCGAAAGGAAGAACTGCTATACTG 

AACCTCATCAAAATGAAAAACTTTCACTCTGTGAATAACCCTACAAAGAGGATGAAAAGA 

CAAGTTAAAACCAGGGAGAAAATACTAGCAAACCACATATTTGACAAAGAACTAGTATCC 

AGACTGTATAAAGCACTCACCAAAATTTCACAAATCACCGGTTAAGAACTTAACTAAATA 

CCACCT 

>SEQU ENC E :8503:prostate_M PM2000-004P6_Tabie5 

ACCCTAACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 

TTAATTAAGGCGGGAGGATTGCCTGAGCCCAGGAGTTCGAGACCAGGCTGGGCAACGTGG 

CAAAAATCCATCTCCACCAGAATCCTTTGTCATGAGGCATCATGGAGACCATATGCAAAT 

AG AACG GC AAG G AAG AAAG G ATAC ATACCTCTG CTTG CATATTATG CTCTGCT AT ACC AC 

TGGACTTACAAAACAGATAGTCAAACATAAAAGTATTACAATTTTCAAGACAGTGACTAC 

AGAGCATTAAACCAAGCACTGGGCCCTGTGTGACTATACTTGTCGCATGTTCATGAAGTT 

GATGGCTCTGAGCGCTTGGGTTTCTCAAATGGGGGCT 

>SEQUENCE:8504:prostate_MPM2000-004P6_Table5 

G G AACAAAAG CTGGGTACCG G G CCCCCCCTCG AG AGTACTTCTAG AATTAATTAAG GCGG 

GCAATTCAGGTTTCAACCTTTCCCTAGGTGCAAATAGAGGAAAGCATGTGCCATACCAGG 

TAAGTCTTTCTCTTCACATGTTACTGGGATATTGGTGAATAAAGTAGGCTTAGTCAGCCG 

CATCACTGTGAAGTAAAAAAGTAAAAGAAAACAAAACATTAATACTGCTTAGGGTTAATA 

TTCTCAAGTCTAGTGTATGACATTCATCCATTTTATACTAACATAAAATATAACCTAAAT 

ACTTCCTAAATATAATACTACATACTTCCTAAGGTTATCACACATCAGTGATTTATTAAG 

AATTGTAATGTTACAAAATAAGCACCATTTATTTACAACCTATGAATTATAAAAATTAAA 

TGTA AATAC AATATGCATTC ATTAT AG AAAAACTG G A AAATATAATTTTTAA AG CTTA AA 

GAG 

>SEQUENCE:8505:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGCGGGCAAAAGATAGATGACAAGAAAAACCTGCTGTGTAGCACAGAGAGACAAAAGGC 

AAAAAATATAGAAGAGAGAGTAAGAGACGTACAACAGACTATCTGATGTATGTTTAATCA 

CACTTCCAGGAGGAAAAGAATGGAGCATGGGCAATATTGGAAGAGATAATTGGTGAGAAT 

TTTACAAAAGTGATGAAGAATAGCAATCTATAGATTCAAGGGACCCAGTGAATTCCAATT 

CGGCAAAGCCCTAGCAAAAAAAAAAAAAAAAAAAAAAAAAGGGGGGGGCCCCCCCCGGGG 

GGG G ACCC AAATCCCCCTTTAG GGGGGTTTTTTCCCCCCCCCTTAG G G G GGGTTTTTAAA 

A 

>SEQUENCE:8506:prostate_MPM2000-004P6_Table5 

GCCCCCCCTAGAGAGTACTTATAGAATTAATTAAGGCGGGAGGATGACTTGAGGCCAGGA 

GTTGGAGACCAGCCTGGCCAACATGGTGAAACCCTGTCTCTACTAAAAATACAAAAATTA 

GCCTGAAAAAAAAAAAAAAAAAAAAAAAAAAAAAGGGGCCCCCCCCGGGGGGGACCCCAA 
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ATTCCCCCTTAAGGAAAAAAAAAAACCCCCCCTCATGGGCCGTTTTTTAAAAAAACAGGG 
ACAAGGCCNCCCCTCTGTATTGCTACTGAAAAGTGCCATTTCACAAAACACAAACTTCTT 
TTTG CTCTTTG AC ATC 

>SEQUENCE:8507:prostate_MPM2000-004P6_Table5 

AAAGGGAACAAAGCTGGGTGCCGGGCCCCCCCTCGAGGATACTTCTAGAATTAATTAAGG 

CGGGAGGTAAGTACTACCGATTACCGAATCCAGAGGTCCAGATTAGCTACTAATTTGAGT 

TAGAACAATAATAATCAACTACCATTTACAGTGTATCTCTATGCTATTACATAAAGATAT 

ACTGGTTCCTGCCCTTAGGCAGCTTAGAAGAGGAGACAGCATTTACAAAATAACTTACTG 

A AGTG ACTTAGTG ATTGTTT AGG AG ATG G G AAG AAC ATTCAAG G A AT ATATTT AAG AG AC 

TTGTAGTGTTTTCTTTG G GTAAG AAAT 

>SEQUENCE:8508:prostate_MPM2000-004P6_Table5 

AAATAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAAT 

TAAG G CGG G AG C AAG ATGTC ATATCATCAG AAAG G ACGTT AC AGCCTC AAAG G GTTG G AA 

G CCTCACTT ATAAGTG ATG ACTTGG AATTGTAG ATTCTTATTTCTTG G AGTG G AATT AG A 

ATTCTATAGGTAAAGCTTTTGACTGATTTTGGTAGGCAGAGTTGGGCCATCGTTACCTTC 

TAACCTTTTAGTTTTGTTCTGTCTTAGCAAGCCTTAGAAAAACAGTGGGCTGTCTTCAAT 

TCCAGCTGCAGCACATCCTAATGACTCCTGCCATGCCAAGACCTCTGCACCACACGCTCA 

AAACCCAGATGTTTCCAGCGTTTCAAATGAGCAGACGGACCCCACAGACGCAGAGCAAGA 

AAAAGAACAGGAAAGCCCGGAGAAACTGGATAAAANANGAAAA AAAAA AAAAAAA AAAAA 

AAAAAANGGGGGGCCCCCCCCGGGGGGGACCCCAATTCCCCCTTTTAGGGGGGTTTTTTA 

CCCCCC 

>SEQUENCE:8509:prostate_MPM2000-004P6_Table5 

ATAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AACTGATTCTTTTGATAACTGCTTATAAGAAGATAAACCAGACAGACAATAAACGTTCAC 

AATAGAAAGAGCTAAAAACAAAACTTTGGAGAATATGGACAGCCAGTTTGAAAGGAGGAA 

TTTCTTGAATGCTGATCACATGAGACATGACTCGTCAGAAGCAACCACAGGTGTTAACTG 

ATCAAACTGGCTAAGGATTTAAAAAGTTCCAGTGAGGGCCTAGGGAAGTGGCATTGTCCA 

ACATGCTGGTAAATATGTATTTGCACTTCTTCTGAAGAGGAAATTTGAAAATAGGTATGT 

AAAGTTTCAAAAAAATTTATTCTTTTAACTAAATAAGTTAAACCTGGGTACTAATTCTAA 

GGAAGTCAAGATGTATGCAAAATTGTATGTACAAGGCTAGTCATTATATTACTTCAAAAA 

TAGATTTATATATATTCTGATTATTAAAAACATGCTACTTATAAAAGAGTCAAGAAGACA 

CAGCGATGTCCATAGAAATAAAAACAAAGACCTTAGGATTTTATC 

>SEQUENCE:8510:prostate_MPM2000-004P6_Table5 

TACTTCTAGAATTAATTAAGGCGGGGTGGGGGTTGGGGGGATAACAATACAGAGGGCGCG 
CGCTTGTCGTGTTGGTCTCTTGGGAGGTAGTGGGGCTAGGCCGGGCGGGTATCCGCCTCT 
CCCAGCTTAGGTGAGCGTCCCCGGGCGCCTCCGGAGCGCCGCGGCCGCCACCGCGGTGG 
A 

GCTCCAATTCGCCCTATAGTGAGTCGTATTACGCGCGCTCACTGGCCGTCGTT 
>SEQUENCE:851 1 :prostate_MPM2000-004P6_Table5 

TAAATAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAA 

TTAAGGCGGGAGAATCATGACGTCAGGACATGCACATCATGATGGGTAACACCGTGAAAC 

CCCGACTCTACTAAAAATACAAAAAATTAGCCAGACCTGGATGCACGAGCATGTAGTCCC 

AGCTACTCAGGAGGCTGAAGAACGAGAATGGCCTGAACCCCGGAGGTGGAGCTCACATTG 

AGAGGAAATGGCACCTCTGCACTCGACCCTGGGCGACAGATCAAGCCTCCATATCTCAGG 

CTCCAAACAGGTGCTGCAGCCACGGAATTGAAAACCCTAACCTACAGAGGCGCCCTCGTT 

AACAGGAAGCTCGTGAAAGATTTTTACATTTCCCTCTTAGCCCCAACAGCAATATTGCTG 

CCAACATCCCACTGGGGGTCCTAAGCTCAAAGGTTCTTCATGGTTGGTTGTATAGGAGTT 

CTTCCTGTCCCCTGAAACCCCACCCTTCAACCTCCTGAGAGCCTTTAAAGTTGGAAAAAA 

TATCAGGATTTTCTTTCTGGTCACTGGAAAAATATATCCAATAATTTTAAATACCTG 

>SEQUENCE:8512:prostate_MPM2000-004P6_Table5 

GCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTA 

CTTCTAGAAATAATTAAGGCGGGGCGTAATGTTGCACAGCAGCAGCAGTGGCACAAACAC 

CAACCGGGCCAGCACCAAGCTTGGCAGCCAGCGGGCTGTCCTTCCCAGGCTGTGGGCACC 

AGGCAGGGGCCTCAACCCAGGCCGCCACCCCAGGGCACAGCCAGGCCCCCAAAGATCCA 

T 

CTGGGGCCCCTCAGGATCTGAACTGAAACCTCAAAGCCTGGTTCTCCTTAGGGGGTT/ACr 
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CTTG AA AG G G G C ATG GTG G AG CCTTCTG G AGTG CTG G AAATATTCTAC ATCTCG ATCTG G 

G CAG GT ATGTGTATAT ACATATATTC ATTAAGTTG AAC ACTTAAG ACTTGTACTTAACTC 

TGCGTTGATACCGTACATGCTTTTAAGGCGGGGATACTGATTCAGAAATCCTGTAACGTG 

TAATAAAAGAAGAGGAAATGGCATGGAATCACTGCCTCCTGTGGATTTGAAAGCCATTGT 

GAAGGAAAACAATGCAGTGAAAGAAAAGTTCTTCATATTAGGACAGATATCATTGCATCA 

CATTTATTTATCTTTCT 

>SEQUENCE:8513:prostate_MPM2000-004P6_Table5 

AATTAACCCTCACTAAAGGGAGCAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTC 

TAGAATTAATTAAGGCGGGTA I I I I I AAAATTTTTATTTATTTTA I I I I I I GAGACGGTC 

TTGCTCTGTCGCCCAGGCTGGAGTGCAGTGGCATGATCTTGGCTCGCTGCAACCTCTGCC 

TCCCGGGTTCGAGCAGTTCTGCCTCAACTTCTGAGTAGCTGGGATTGCAGACACCCACCA 

CTACACCCGGCTAA I I I I IGTAI I I I I ATTTTATCTTATTCATTTATTTA I I I I I GAGAT 

GGAGTCTCACTCCAGTCTGGGCAACAGTGATCCCATCCGNNNAAAAAAAAAAAAAAAAAA 

AAAAAAAAGGCGGCCGCCACCGCGGTGGAGCTCCAATTCGCCCTATAGTGAGGCGTATTA 

CGCGCGCTCACTGGCCGGCGTTTTACAAACGTCGTG^CTGGGAAAACCCTGGCGTT 

>SEQUENCE:8514:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGCGGGTGGATCACGATGCACTGAAATCATGAGCATACTGGCTAACCTAGTGTAACAAT 

GTCTCTAGTACAACTATATATAATTATCTGGGCATAGTGCTGGTCACATGCACACATAGA 

TACTCTGCAAGCTGACTCTGGAGAATGGTGTGATCTCAAGACGCAAAGCTTACTTGGAAT 

CCAATCATGCCACAGCTTACCCGGCTGAGGAAAAACCTAGACTATGATTCTGTGAGTTCT 

CCACTTCAGTCTCTTCAGCGGAGAACATGGCTCATTCACTGGTCTCTGTTTGTTTTCTTC 

AATCACCCCAAAGGTCGCGATAATATTATTGACCTCTTCCTTTATCAGCCACAATATCTT 

AATGCAATTCAGACAATGTGTCCACACATTCTTCGCTATTTGACTACAGCAGTCATAACA 

AACAAGGATGTTCGAAAACGTCGGCAGGTTCTAAAAGATCTAGTTAAAGTTATTCAACAG 

GAGTCTTACACATATAAAGACCCAATTACAGAATTTGTTGAATGTTTATATGTTAACTTT 

G ACTTTG ATGGG G CTCAG A AAA AG CT 

>SEQUENCE:8515:prostate_MPM2000-004P6_Table5 

GCGCACCTAACTCATGGGTACAGGAGAGCTGGGTGCCGGGCCCCCCCTCGAGAGTACTTG 

TAGAATTAATTAAGGCGGGTGGGGGTGCTGCTGGTACGACAGAATGGCCTGTTAGTATTG 

CCTAATATCCTTCAGTCTCTTTAAAACAAAGACCTTCGTGTATACACTCTGGACACTGGT 

CTAATTCTGCTTTCCCAGCGCATAGTACAATGAATGTTTGCTAAGAATCCAAGGAATATA 

AGGTGATCACCAGGAAGGAAGAAAGGAAGATGTTTACAGTAAGTGGGAGACCAGCATGAG 

TCTGCAGTCTCCCTCAGACCAAGTGCACAACAGTGTAACCCTCAGAGGGGGCTTACACAG 

TCACACTGGAGAGAAGTAGAAGCATGCTTGAAGGAATATGAACAGCTAGTCCTTCAGATA 

AGAAAGATTCACCAATATATTCTAATTACCATATCTGCCCCAGGAATTGAGAACCTAA 

>SEQUENCE:8516:prostate_MPM2000-004P6_Table5 

TAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAA 

GGCGGGGGAAATGTTACTTATTGGCCGAAATCATCTAATGTCTTTTTTGTGAACAAGAAA 

TTAATTTGTTAGGACTTTTGTACTATAAATTAGAGGTAATCTTAAGATTTAAAAAAAGAA 

GAAAACACCCTTAAATGATNAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 

ACCCCCAAAAAAAAAAAAAAAAAAAAAAAAAAGGGCCCCCCCCCCGGGGGGGGCCCCCCT 

CCCCCCCTTAGGGGGGT Mill CCCCCCCCCCCTGGGGCC I I I I I AAAAA 

>SEQUENCE:8517:prostate_MPM2000-004P6_Table5 

TAACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAA 

TTAAGGCGGGAACATAAGAAGGCTGAGAAATATAGACCATCTACTGTTACAGTGAGGTGC 

CTGGTGCATGCTAATGATACTGACCTTTATCCAGGCTTGCTGTTGCGCAAGCCTTCTGGG 

ACATGCTTAGGCATGAGAATGGAATGAACTCTTGACGTTGTAGCTTGCACATGATCCATG 

ATCTGTGCCTTGATCATCCTCTGTGTGTAGGGTTCAACTCCTTCTTGGGCTCAGCTCACA 

TTCTGGGAGGCCAGCCAGCTTTACCTGCTGTTCCTGAGCCTTACGCTGGCCACTGTCAAC 

GCCCGCTGGCTGGAACCCCGCACCACAGCTGCCATGTGGGCCCTGCAAACCGTGGAGAAG 

GAGCGAGGCCTGGGTGGGGAGGTACCAAGCAGGCACCAGGGTCCCGA 

>SEQUENCE:8518:prostate_MPM2000-004P6_Table5 

AGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGA 
GTACTTCTAGAATTAATTAAGGCGGGGTGGTGCATGCATGTAATCCCAGCTACTCAGGAG 
GCTGAGGCAGGGGAATCATTTGAACCCAGGAGGCGGGGGTTGCCATGAGCAGAGA TC>ATG 



Table 7 
2850/3129 



CCACTGCACTCCAGCCTGAGCAACAGAGCGAGACTTCGTTTCAAAAAAAAAAAAAGGAAG 

TTTAATATTTGTTGCAGGCTAATAGCATATGTTGGAGTAACTTGATTATACAGGAAGAAA 

TAAAATACTATTTGTAACTCTG AAAGTTATG GTTTAA I I I I I I I AAATACTGCAACTAGT 

TTTGATATGCCAGAAAACTCAGTAATGAGGTATCATATATACCCACAGCTAAACCATTAA 

CTCAAACTCAATTGCTATATATTTTAAATTTAAGATTTTACTATA CATA TATTTATCACT 

G AC A AAT AC ATAAGTTGTG AATAAC A ATG AG AAG G GTG AAACGTTTTCA ATTCGG GTC AA 

AAGTAATTATTGATGAAGGATTCAATAAGCAACAAAGAAGTATAATGACAATTTTCTATC 

TACAGGATAGTTTGAGAGCTAAAG 

>SEQUENCE:8519:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCC CCTCG AGAGTACTTCTAGAATTAATTA 

AGGCGGGGTAAGATTTGCCGAGTTCCTTTTACI I I I I I I AACCTTTCCTTATGAGCATGC 

CTGTATTTAATTTGATTAAGTGGAGGCTAAAAACAAGTGGGAAGAATGACGGTATTCTAA 

TAAAGCGAATTATGTTAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 

AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAATAAATTATTTATTGGGGGGCCGCCAC 

CGGGGGG 

>SEQUENCE:8520:prostate_MPM2000-004P6_Table5 

TGATACGCCAAGCGCGCAATTAACCCTCACTAAAGGGAGCAAAAGCTGGGTACCGGGCCC 

CCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGCAGATCAAGAGGTCAGGAGTTTGA 

GACCAGCCTGGCTAACATGGTGAAACCCCATCTCTACTAAAGATACAAAAAATTACCTCA 

GTGTGGTGGTGCATGCCTGTAATCACAGCTACTCGGGAGGCTGAGGCAGGAGAATCGCTT 

GAACCCAGGAGGCAGAGGTTTCAGTGAGCTGAGATTGTGCCACTGCACTCCAGCCTGGGC 

AACAGGGTGAGACTCTGTCTCAAAATAAATAAATAAGTAAGTAAGTAAGTAAAAAAA CAA 

AAGTAAAGAGCAGGTTTGGCGCTCTGAGCCCTCTCCAGTTGAGTTCTTACCCCATCTTTT 

TAAGGGCCTTCTTGACAAATCCATTACATTTCTGAAAAGAGCCCGGTTTCTCAAGGGATC 

AGAATCTTCTTTCCTAGTCTCCTGCTAGAGTGCTGTTATTTTT 

>SEQUENCE:8521:prostate_MPM2000-004P6_Table5 

AATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTC 

TAGAATTAATTAAGGCGGGATCTTGGCTCACCACAACCACCGCCTCCCAGGTTCAAGCGA 

TTCTCCTGCCTCAACCTCTCGAGTAGCTGGGATTCCAGGCATGTGCCATCACACCCTGCT 

AAI I I I I I I I IAI I I I I AGTAGAGACGGGGTTTCTCCATGTTGGTCAGCCTGGGCAACAA 

GTGAAACTCTGCCTCCAAAAAAAAAAAAAGAAAATAAATACCCATAAATTGAAGGAAACT 

GTATTTTATTTTTAAATAGCCACAATTACTAATGGGTTGTACAGCTTCTCAAACTTCAGA 

ATCAGATTGGACTCCGTCCCACCCCACCCCTTGTTTCCTGTTCCATGTTGATTTCATGCA 

GAGCTTGCTTTTTTATCACAGCAGCCACTGCAAACAGGGCTTTATTAGGATGTGACGTCA 

TCG G G AAG G GTGTAGCTC 

>SEQUENCE:8522:prostate_MPM2000-004P6_Table5 

CAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAG 

AATTAATTAAGGCGGGAGAATCGCTTGAACCCGGGAGGTGGAGGTTGCACTGAGCCAGGA 

TCCCGCCACTGCACTCCAGCCTGGCGACAGAGCAAGACTCAGTTTAAAAAAAAAAAAAAA 

GGGACCAGGGAGGGAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAGGACCCAAAAA 

AACAGCCAAAGCAAAGTTAACCTAACCCGGAGGGGAAGGGGGGCTTTTCCCCCGGGACCA 

GGCAAACCCTTTAAAGCTGGCCCCAAAAATGGGAACAGGATGGGGTTGGCCAAAACCAGG 

TTGCAAAAAAAATTTGGGCCTTTTTTCCAAAAAGTTTTAACGGGGGGGGCTTTGAAAAGT 

TTTCCCCTCAGGCCTTGTTTTACAAATAAGGAAAGGTCTAAAGCCCACCTGGGGCTGCCC 

T 

>SEQUENCE:8523:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGCGGGAGAATCGCTCGAGCACAGGAGGCAGACGTTGCAGTAAGCTGAAATAACACCAC 

TGCACTCCCGCCTGGAAGACACAGTCAGACTGTCTCAAAACAAAAAGAAAAAAAAAAAAA 

AATGAGGCTGGACACAGGGGTGGATCCCTTTGGTCGCACCTACTTGAAAGGCTGAAACAA 

AACCACCCCTCGACCCCAGGATTTGGGGGCCTGGCGGTTGCAGTGACCTATAACTGCCCC 

ACTG AACTCC AG CCTG G AC AACAAACCAAGTACCCTGTCTCCAAAAAAAAAAAAAAAA AA 

AAAAAAAAGGGCCCCCCCCCGGGGGGGACCCCAAATCCCCCCTAAAGGGAGGTTTAAACC 

CCCCCCCCCCGG 

>S EQ U ENCE: 8524: prostate_M PM2000-004P6_Tab Ie5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAG 
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GCGGGCAGATCACTTGAGGTCATGAGTTCAAGACCAGCCTGACCAACATGGTGAAACCCC 

ACTTCTAAAAATACAAAAAAAATTAGCCGTGGTGGTGCGTGCCTTTAGTCCCAGTTACTC 

GGGAGGTTGAGGCAGACGAATCGCTTGAACCTGGGAGGTGGAGGTTGCTGTGGGCCAAGA 

TCACGCCACTGCACTCCAGCCTGGGCTACAGAGTGAGACTTTGTCTCAAAAAAAAATATA 

TATATATATATATGATTGTAATCCATAGCTTGAAAAACAATGATTTAATCTCTCTCTCGG 

TCCTTTATCTCATGCTGCTTTCCACTTTAAAAAAACCCCCTGTGGGTACCAAAATCTACA 

GATTCTTAAGTCCCTTTTCATAAAATGGTAGTAGTGTTTCAGTGCACATCCTTTTGTACC 

cur 

>SEQUENCE:8525:prostate_MPM2000-004P6_Tabie5 

TACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAAT 

TAAGGCGGGGGAGAGGACAATCGGCTCTGGGAGACTGCGAAGTGTTCTCATACTCTGTAA 

ACGTGGTGCTGGTAGTGACTAGTTGAGTGTGAATTCTCTCTCATACACAAGTTATAAATA 

TTCTCTAGGAAAAGAAAAAACATAAAACGAAACGCCTAATACAAAAGTCCAAATTCTTAC 

TCTCTCGATGTAAAATGTCCACGTTGCTACAAGATCACCACGGTTTTCACCCCTGCTCAG 

ACAGTGGTTCTTTGTGTAAGTTGTTCAACAGTGTTGTGCCAGCCTACAGGAGGAAAGGCC 

AGACTCACAGAAGGGTGTTCATTTAGAAGAAAGCAACACTAATGATTCAAACAGCTTCCT 

GAATTTTGTGTTGTCTCACAGAAAGCCTTATCATAAATTCCATAATTCTAATTAATTTAC 

CAAG ATAATGTAATTAC ATTTG GTTTTGT 

>SEQUENCE:8526:prostate_MPM2000-004P6_Table5 

ACCCTCACTAAAGGGAACAAAAGCTGGGTGCCGGGCCCCCCCTCGAGAGTACTTCTAGAA 

TTAATTAAGGCGGGAGGAGAACCAGAGACCTGATTTCAAGTTTGGTCTTAGAATCATCTG 

TAGAGCTTTGGGAAACTTCTCTGAGCCTCAGTTTATAAATAGACATTCATTAGGCTGGTT 

TTTATTGAGAGCCTACTGTGCCATTTAAAAAACTTAATACAGACTTCACTGAATTAATAC 

ACATTAACGCCCGTTTTTATGACAACTGATAGAAAAACCTGGGGCCCCCCCCGCGGGGGG 

GTCCCCATGTCCCCTATGCGGGGTCTGGAAAGACCCCCTATCTGGGCCATATTGGTAAAT 

AGGATCGCCATTTATTTCCTATTGTAGATATCCTGACATTCATCCATATCAAAATATGCA 

GGTTATTAGCTTACTATAATTGACCTTTGACTTAATGGGGCATAAATAAAACTTTCATAG 

CCCACATGAGGTGGATATTTGATACACAGAACATT 

>SEQUENCE:8527:prostate_MPM2000-004P6_Table5 

GGAACAAAAGCTGGGTACCGGGCCCCCCCTCTAGAGTGCTCCTAGAATTAATTAAGGCGG 

GTGGATCACTACGTCAGGAGTTCAAGACCAGCCTGGCCAACATGGTGAAACCCTGTCTGT 

ACTAAAAATACAAAAGTTAGCTGACCATGGTGGCGTGTGCCTGTAATCTCAACTACTCAG 

GAGGCTGAGGCAGGACAATCGCTTGAACCCAGGACGCGGAGGCTGCAGTGAGCTGAGATT 

GTGCCACTGCACTCCAGCCTGGGAGACAGAGCGAGACTCAGTCTCAAAAAAAAAAAAAGC 

A I I I I I CTGTTTTAATGTTTGGAGACT I I I I I I I I GTTCTCTCCCTTTCCTGAACCCTAT 

TCTGATCCTGAACCAAATTTATAGCAATATAATTAGTGTTAATCTAAGGCATTACTCATC 

AAAAAAATTGCTGCAGTCTTTACAGTTGAATAAATAAAAACAACTGCATAAATATTGCCC 

ACTTTTGTTTCAAA 

>SEQUENCE:8528:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGCGGGAGGAATAAAAAATACATTTCTACTTGTGTGCACCTGCATAAAGAAACACTGAA 

AGAATATATAAGAAACTAATAAAAGCAGTTACCTAAGGGGTGTGAGATGGAATAGGGTAG 

ATAAGGACAGGAATAGGAGTGAGTCCTCACAATGTAGATCTTGTTATATTGTTTTGATAA 

CTGTGCCATATAAATGTAATTACCTATTCAAAACAAAAAAAAAAAAAAAAAAAAAAAAAA 

ANGGGGGCCCCCCCCGGGGGGGACCCCAAATTCCCCCTTAAGGGGGGTTTTTTACCCCCC 

CCTATGGGGGGGTTTT 

>S EQ U E NCE:8529:prostate_M PM2000-004P6_Table5 

AGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGC 

GGGAGAATCACTTGAACCCAGGAGTTGGAGGTTGCCATAAGCCAAGATCGTACCATTGCA 

ATCCAGCCTGGGCGCCAGAGTGAGATTCGGTCTCAAAAAAAATAAAAAAAAAAAAAGTAA 

AAATTGTCAAACTGCACAAAAAGATGAGGGAGTCATATATACGTGTGTACAACAACTTTA 

TAAAAACACAGGGATTTAAAGAATGACAACATAGTCCCATGGAAACATTAATTCTAAAAA 

GTTTAAAATGGTTATATGTTCATGAAGGACAAGAAATAATGCCAGATTTAAAGAGGGACA 

CCACATATTATGAAACGGATAAATTCTTCAAGAAAATGTACCAAGTTTCATTGTTTATAC 

ACCTAACAGCAGAGCTTCAGAATACTTAAAGCAAATAATAGAATTGAAGGGAAAAAAAAA 

AAAAAAAAAAAAAAAAAAAAGGGGCCCCCCCCGGGGGG 
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>SEQUENCE:8530:prostate_MPM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAAGTACTTCTAGAAATTAATTA 

AGGCGGGGGACAGAACGCAGCACCTTCTTAGCGATCTAGGCCTGGCAAGAGCTCTGGCCC 

CAAGGCCTCCTCTTCCCANGGGCTGCCAAGTCCTGGCCCTGGCCCTGGCATATCACCCCG 

CACTGTGGGGCCAGGCACCACTAGCCTGGCTCAAATATTCCCCAGGGAGACTGCTGTGTG 

CTGCCCGCCTGCCTGCTGGCTCTCCCCCAGCCCCACATCCCCTCTGGAAGAGAATGTAAA 

ATAAACCTGGACACAAGGAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 

AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAANNNNNAGCCCCCCCCCCCGGGGGGGGAAA 

AAAACCCCCNAAAAAGGGGGGGNCCACCCCCCCCCCCG 

>SEQUENCE:8531:prostate_MPM2000-004P6_Table5 

TAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAA 

GGCGGGCTCTGGAGAAGATTGACCTTAAGTTCATTGACACCACCTCCAAGTTTGGCCATG 

GCCGCGTCCAAACCATGGAGGAGAAGAAAGCTTCCTTGGACCCACTGAAAAAAGACCAAT 

TTGCAAAGGAGAAGGGACTTAATTGCCAGGAACAAATTTGCAGGTGGTGGGGTCTCAATA 

AAAGTATTTTTCACTTGAAAAGAANAAAAAAAAAAAAAAAACCCCCAAAAAAAAAAAAAA 

AAAAAAAAAGGGCCCCCCCCCGGGG 

>SEQUENCE:8532:prostate_MPM2000-004P6_Table5 

CCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAAT 
TAATTAAGGCGGGGTCACAAGAAGCCTAGGAAAGACCCAGGAGTTCCAAACAGTGCTCCC 
TTTAAGG AG G CTCTTCTT AG G G A AGCTG AG CTAAG G AA AC AG AGG GTAAGTT ATGTTAG C 
CAGAATTTTCATTGAGTGGTGTAGTGTGTTATGTGTGATAI I I I I CAGAGTAAGGTAACA 
ACACTAGTCACTG GTTCACCTATTTCCCTTATG G CTCTG ACAGCTTG AAG AACTAAAACA 
GCAGCAGAAACTTGACAGGCAGAAGGAAAAAAAAAAAACAAAAACAAAAAAAAACGCGGC 
CGCCACCGCGGTGGAGCTCCAATTCGCCCTATAGTGAGTCGTATTACGCGCGCTCACTGG 
CCGTCGTTTTACAACGTCGTGACTGGGAAAACCCTGGCGTTACCCAACTTAATCGCCTTG 
CAGCACA 

>SEQUENCE:8533:prostate_MPM2000-004P6_Table5 

CCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAAT 

TAATTAAGGCGGGTGATGGTGGCTATGATGGTGGGGATGATGAGGCTATTGTTTTTTGTG 

AATTCTTCGATAATGGCCCATTTGGGCAAAAAGCCGGTTAGCGGGGGCAGGCCTCCTAGA 

GAACAGGCTGTCTAGTCAGATGTAGCTTGATCTGTGGCAAAACCAAGTGTGGTCTTTCAG 

CTTCAGTGTGTTAGCATCCCAGCACCTGGGATGGGGTTTGTGGGCAAGTTGATTTTGCCA 

CACTGTAGGGCCCAGGTGGTCCCATTGCCACCGTGAAGCCAAATTCTAGCCCAAGTCTGG 

TAGAGCAGTCGGGCAGCTAGTTTTCCGGGGAGGATGATGTGGTGGGACAGAGGACCTCAG 

TGGCCTATTACGGAGCCCTCTTCCCAGACTAAATTCATAGCCGAGAGCTCGGGGGGATGG 

TAGAGTTAAAAT 

>SEQUENCE: 8534: prostate_M PM2000-004 P6_Table5 

ACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 
TTAATTAAGGCGGTACGATTATTGCTAACCTTGCTCGCACACACAGGTTGAGACTCTAAC 
GGGCAGCATGGTTTCTGACCCTTGGTGATGATGCAACCGTCTTCTAACAAAAAAATTGTA 
CTATAATAATAGTACTAATACGAAGTGCTCTCTCTTGTGAATG I I I 1 I I GGACTAGATAG 
G GGCTCG C ATTTG GCTTTTCGTTG GTTTCATGTTG G CCTTTG G ATCTCTG ATTG C ATCT A 
TGTGGATTC I I I I I GGAGGTTATGTTGCTAAAGAAAAAGACATAATATACCCTGGAATGG 
CTGTATGTTTCCAGAATGCCTTCATC I I I I I I GGAGGGCTGAI I I I I AAGTTTGGCCGCA 
CTG AAG ACTTATG G C AGTG AACACATCTG ATTTCCCAC AG C AC AACAGCCCTG CATGG 
>SEQUENCE:8535:prostate_MPM2000-004P6_Table5 

TAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAA 

GGCGGGTGTGCTGTGAGCTGTAATCCCAGCTACAAGGTGGGAGGATTGCTTATGCCTGGG 

TGATTGAGGATGCAATGAGCTGTGATTGTGCCACTGCACTCCAGCCTGGGCGACAGAGTG 

AGACTCCGTCTCAGAAACAAAAAGATTAACTGACAAGATACCTGCGCAATACCATCTCTC 

ACAGTGTGAATAAATAAAG GCATGATGG AATTACAG AG CAATGTATGCTTACCTCTACCT 

GAAGACAAAAGGAAAAGTTTCTACGAGTGATTCACTTGATTTGAACCCTAAGGAACATAT 

TGTAGAAAAAACTTTAAAANAAAAANGGANNGAAAAAAAAAAAAAAAAAAAAAATTTTGG 

GCTATAAAGGGGGGATTTTTCCTAAANTCCNGCCCCCCCCCCCCGGGGGGG 

>SEQUENCE:8536:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 
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AGGCGGGAGGCAATGGAAAAGAGACTAAAGGCTTGAATGGAGAAAAAAAGAAATTAAATG 

TGTCTTGTAAGCCTGGCGTCTGATCATGTCTTAGACGAAGTAAGGTATAA GCTGG CCAGA 

GACTCCTTTGTGACACAAAAGGTGAAGTTACAGATATTCCACTAAATTTAA I I I I I ATT A 

TGACTTATAACAACTGGTACTATGCACCATGATGGAAAGAAACCTTCTCATTCAATTCCA 

TCGGGCTTTGACGTAAGAATAGACATAAAGAAGCTAAGAATTGACAATCTAAAAATAAGC 

TTGCACTTTTACAGTCAATTGATTTTATACAAACTTAACGAAAGAACACAATGGGAAAAG 

AATAGTCTTTTCAACAAATGGTGCTGGGACAACTGGG 

>SEQUENCE:8537:prostate_MPM2000-004P6_Table5 

CCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAAT 

TAATTAACTAGAAATTTTTATAATTTTTAGTTCAACCAAAGTAAATAATTATGTGGTGTA 

TTTATTTCTATTTGTAGGATATGGGCCCTCACATTTTCCAAACCTGTCCATCTGCTAACT 

ATTTTGACTGCAGAGCCATGTCCATTGGAGCCCGTTCCCAATCAGCTCGTACTTACTTGG 

AGAGACATATGTCTGAATTTATGGAGTGTAATTTAAATGAACTAGTTAAACATGGTCTGC 

GTGCCTTAAGAGAGACGCTTCCTGCAGAACAGGACCTGACTACAAAGAATGTTTCCATTG 

GAATTGTTGGTAAAGACTTGGAGTTTACAATCTATGATGATGATGATGTGTCTCCATTCC 

TGGAAGGTCTTGAAGAAAGACCACAGAGAA 

>SEQUENCE:8538:prostate_MPM2000-004P6_Table5 

ACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATT 
AAGG CGG GTGCCTGTATTG CCAG CTACTCGG AAGGCTG AGGC AGG AG AATG GCGTG AACC 
TGGGAGGTGGAGCTTGCAGTGAGCGGACATCGCGCCACTGCACTCCAGCCTGGGCGACA 

G 

AGCAAGACTCCGTCTCAAAAAAGAAAAAAAAAAAAAAAGCTCCCTTTCTCAAAGGGTTTT 

TAAGGGGCCCCCCCCCGGGTTGGGGTATTTTGGGGAAAAAAATTA GAGG GTCTTAAAAAC 

CGGACTTTCCCCCCCTTTTTGAAAAAAAAGGGGGGCCC TGCAGGGTTTT CTTGGCGGGGA 

AAAAAAAAAACGACGACCCCTTTGGGGCCCGCCCCCCC I I ! I I I I I I I I CCAAAAAATTT 

GGTACAGNAAAGAGGCATGAAAAACANGAAAAGGCCCCCCCCCGGGGG 

>SEQUENCE:8539:prostate_MPM2000-004P6_Table5 

ACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 

TTAATTAAGGCGGGCGGATCACGAGGTCAGGAGATCGAGACCATCCTGGCTAACACGGTG 

AAACTCCGTCTCTACTAAAAATACAAAAAGAAATCAGCCGGGCATGGTGGCGGGCACCTG 

TAGTCCCAGCTACTCGGGAGGCTGAGGCAGGAGAATGGCGTGAACCCGGGAGGCAGAGC 

T 

TGCAGTGAGCCGAGATCGTGCCACTGCACTCCAGCCTGGGTGACAGAGCAAGACTCTGTC 
TTTT AAAAAA A AAA AAA A AAAA AAA AAAAA AAAG GGGGCCCCCCCCGG G GGG G ACCCC A A 
ATCCCCCTTTTAGGGGG I I I I I I I CCCCCCCCCC 
>SEQUENCE:8540:prostate_MPM2000-004P6_Table5 

CGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGT 

ACTTCTAGAATTAATTAAGGCGGGAGGATTGCTTCAGTCCAGGAAGTTCAGGCTGCAGGA 

AGCTATGATCATGCCACTGCACTCCAACTTGGGTGACAGAGCAAGGCCCTGTCTCCAAAA 

AAAAAAAAAAAAAAAACCACTTTAATGGATGAATTTTAGCTAATTTGATCTATATTTTAT 

TCCACATCCTCTTTGTAATAACATTTGGCAAATATGTGTTGATTTATACTGGGTATTAGG 

CACTGTGGTGATGTGGAAGCTTAGGGCAAAATGCATACTGGTTTCTGCCTTCTATAAGCT 

TACAATCTGTCTGTATGTGTGAAGGGAAATAATGCTAGATGCCATTTATTGAGTTCTACT 

CTGTGCC AG G C ACC ATGG CTG ACTC ATTTT ACTTCTT ATCCTT ACTGTC ATCCTG C A AG G 

AAGGTGCATTATT 

>SEQUENCE:8541:prostate_MPM2000-004P6_Table5 

ACTGGCCGTCGTTTTCAACAGGAAACAGCGTGTGACCATGACTGCTGGCCGTGCGTTCTA 

CTAGAGAGAACTGCTATAATCAATGATTGCGTCTCTCTGATGCCCTATCTAGACCCGTTC 

TTCCTTTTCCTACATTTGAACTTTTTCTGAGATAGTTTCAGTTTCCATAATCTCTGTGTG 

ATGATTTTCATCAAGAATTCCGACTAAGGAGATTTTATTCTTTTAAGAAGATTTGTTCAA 

CATATACTTACATGAGATTTTGTTCTTTTTAAAGACTGTGTAAATAAATTATCTGATTAA 

GAAAAATTTTTCTACTTTGTTTTGACTCTTGAATAGGGAAATGCTTGCCTATATTTAAAT 

GCAACCTGCTAAAAATACTTGTTCTGACCTATTAGTGAAGTATATCACACTATCTAAAGC 

AATCTGTAGATTTAATGCACTCGCTATGAAAATCTCGCTGATGTTTTTTGCAGAAATAGA 

AA 

>SEQUENCE:8542:prostate_MPM2000-004P6_Table5 
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GCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 
TACTTCTAGAATTAATTAAGGCGGGCAGGCCAGGCGCCAGCGGGGGGCTGCTGGGCTCCT 
GCTTGTAGGGGCGCACAGCCTGGGAGTCCCCAGGCGCCGGCCCCTCAGCCCCAGGGGCG 
G 

TGCCTGCTAAGGGAATCATCCCACTGTCCTCCTTTCCACCTGTGGCCCCAGGGCCCTGCG 

TCACATCCTGAGGCACCCTCGTTGCTGACGACCCATCGGGGGAGGCTGCTGGCCCCTGAA 

ATGAGAGCACAGTTTTGAACTCAGAAACCTGAGCAAGGGCCTCTATTTCTCCCTCTCCCA 

ATCACCGTCGACCAGCTGTGCAATCCCATCCCTGCTGGGAGGAAGCCACAGTCATGCTGG 

GCGACACTGAAGCTGCCCCACAGAGAGGCCCCCAGGTGAGGAACCAAGGCCTCCTGCCAA 

CCCCCTGCCAGGGAGCCATCTTGA 

>SEQUENCE:8543:prostate_MPM2000-004P6_Table5 

TAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAG 

AATTAATTAAGGCGGGGGCATGGGACCTCTTTCGACTGTGCCCTTGTGGTCGATCAATCC 

CTGAATGGCCTGGACGTGGAAGCTCACGTAAAGGCTGCAGTTGTTCTTCAAAACTATATC 

C ACG A AGTTG AAC A ATC ACTTTCAG AA ACTG CCG CTAAG AATCC ATTCTC ACTAGTGTTC 

TCTCTAAACAAAGACATTGGTAAGTTAATGTGACTAGAATTCCCTGCCCTTACTACTTTA 

CATGCACATTCGAAACCCTACACTCCACAGATGATTATATAGCTACAGATTAGCTCTATA 

CGATTGAAATCCTTGTTTGCGGATTACTCCCTGCGTATGAGCAAACTCCTGTCCCTGCTT 

GCCCTGGTTAAGCCAGAAGTCTGGACTCTCAAAGAGAAATGCATTCTGGTGATTACCTGG 

ATCCAACACCTGATCCCCAAGATTGAAGATGGAAATGATTTTGGGGT 

>SEQUENCE:8544:prostate_MPM2000-004P6_Table5 

TTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTA 

GAATTAATTAAGGCGGGTCAGTAAGTTGTTCTTATTTA I I I I I CCATAAAATTATGACCT 

GATTCATTATCTTGGCATTGATCTATAACTACAGTTCTTTGGAAAATATATAAGGTCTGA 

AGTCAGGAAAACATCTCAGAAGCATTCACTCTACCATGTAACCATTAATTTACCCTGATT 

TGGAAAAATAGCCTGAAAACTAGTGAATGCTTCCATCTCAGGAGAAACTTCAGTGTCACT 

AGATATGGTAAACTGTAGTATGCTATTTTAACAAAATCCAGAGCAAATAATGGATGAATC 

C AG G G G AACTACCTATAG CACC ATCTG AG G CTT AGG ATGTTAA A AA A AAAA AAAAAAA AC 

AGAAACAAAACATAACAAAAACTCTTCTGGTAAAATAAAATGATTCTTAAATTGATAAAA 

ACTAATATTTAACATT 

>SEQUENCE:8545:prostate_MPM2000-004P6_Table5 

TAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAA 

GG CG G G G C ATCCTG AG CCAAACTCTGTCTCCTAAAACC A AATG ACG G CTTCTACAAGG G C 

ATCTCTTCCTTGGAGGAAGATGGTCCACTTGGGTGCGCCCTTTTCAGGGGCCCCAGCTGC 

TCCCTTCCAAACAAGGGAGTACGTTATTGGAATCCTTTCACAAGAATATTTCCAATTTAT 

CAAGTGTGCCTGTCCCAAAATTTGCGGATCGCGATCCTGCCGGCATTGTTCATGACTTTA 

ACAAGAAACTTACAGCCTCTCTACATCTTAACCTGGATAAGTGCTATGTGATCCCTCTGA 

ACACTTCC ATTGTTATGCCACCCAG AAACCTACTG G AGTTACTTATTAACATCAAG G CTG 

GAACCTATTTGCCTCAGTCCT ATCTG ATTCATGAGCACATGGTT ATT ACTGATCGCATTG 

AAAACATTGATCACCTGGGTTTCTTTATTTATCGACTGTGTCATGACAAGGAAACTTACA 

AACTGCAACGCAGAGAAACTATTAAAGGTA 

>SEQUENCE:8546:prostate_MPM2000-004P6_Table5 

GCCAAGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTC 

GAGAGTACTTCTAGAATTAATTAAGGCGGGATGTTAGAAAGAAAACAGCCGCCCACCGCA 

ACCCCTGCTCTGTGCAGCTGCATGCCTGACTAATACCAGCCTGAGCGGGGCAGGGCAGAG 

ATTAGAACAGAGGGAGAGTGGAGCTGACAAGCTTACTGGGCTACACTGAGGTTTCTGTTA 

ACTAATTGTTATTCAAGGACTTTGTATTTCTTCACAAATGACCAAAAATGTTGCACAGCA 

AGGTTCCCTGTGAAATACATACTTTCCTCCATTATATATACATATATATATATATATAAA 

ATCCAGAACTCTTCATGCTAACTCTAGAAGCAGCAGTGGAAAATCAAGACAGGGACTGAA 

TATGCTGTACCCACAGATGCCCCCAAGCCCACAGCATCCATATCTCAGCTGCGCCAGCTA 

TTCAAAAACTGGAGGCCGGGCGCGGTGGCTCACGCCTGTAATCCCAGCACTTTGGGAGGC 

AGAGGCGGGCGGATCATGAGGTCAGGAGATCGAGACCATCCTGGCTAACACAGCGAAACC 

CCGCCTCTACTAAAAATACAAAAAAT 

>SEQUENCE:8547:prostate_MPM2000-004P6_Table5 

AACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGA 
ATTAATTAAGGCGGGGAGCGATAGAGATGCATATGTTGTCTTCACTTCCCTTGGCATATG 
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ATATCCTGCTGGAAACCACGGCAACCTGTATCCACTATTACGAGGTAAAAATCACTAAAA 

TG G CCCATTCATTTGTGTTGTACCTCAAATCTAAAATAAAAATTAAAAAAATATATAAAG 

AAAAAAAGTGGGAGGAGGGAGAGGATCAAGAACAATAACTATCAGGTACTGTGCTTAGTA 

CCTGGGTGAAGAAATGGTCTGTACACGAGACCTCCGTGACATGAGTTTGCCTTTGTTAAC 

CTGCACATGAGCCCCAGACCTAAAATAAAAAAAAAATTAAAAATTTTAACTCAATTAAAT 

CATAGACTTAAATGTAAAATGTAAAGTAGTAAGACTTTTAGGAGAAAAAGGAGGGGAAAA 

TTTTCAGGGGGATATGAAAAGAGGTTGATTAATGGGTCCAGATATACAGTTTGATAGAAA 

AAAATAAGATCTGTCTGATAGATCAGTAAGGTGACTATAGTTTACAATC 

>SEQUENCE:8548:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 
AGGCGGGTCAGACTGCAAGGCAGCCAGGTAGTTCTCCAGAGCCATCCGACGGCGGTCATT 
CAGCATAGCTTCCACTCGGGCCAGGTGGGTCTCCACCAGCTGCTGCTTCTCACTGGCTGC 
TTCCTTCTCTAAAGCTTTAACCATG GCTTGG AAGTGCTG AATCAG AGTCTG CCTCTCTG C 
TTTGGGGAGGTTCTTAGCTTGAAGCTCTGCCTCTTCCCATTCCTTCTTTACCCTGTCCAT 
TCGGTTGCGGTGCCGAATCTCCAGCTGCTCCTAGCCACTGTCTTCTCCTTTCCAGGCATG 
ACTGAAATCTAATCACTGGAAACCATGTGATTCTAAATATATT/ 1 TGTAAATGTTAATGTA 
TTATGI I I I I ! AAAACATTGCATTC 
>SEQUENCE:8549:prostate_MPM2000-004P6_Tabie5 

TAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAG 

AATTAATTAAGGCGGGAGGTCAAGACCAGCCTGGGCAACACGGTGAAACCCCATGTCTAC 

TAAAAATACAAAACTTAGCTGGGCGTGGGGCCACATGCTTTTGTAATCCCAGCTACTAAC 

ACTTGAATCCAGGAGGCAGAGGTTACAGTAAGCTGAGCTTGCACCACTGCACTCTAGACT 

CTGCATCTCAAACAAACAAAAAAACAATTGTGGGAAGGTTCCTAGGTTTACTGCACTCCA 

GT TTAA TGCTTGTATAGTACTCACACTTATATCTCAAGACTTTTCAAAGGCTGACCCACC 

CGTTTTCTGCCAC ATG C AGTC AG CCCC AAG G CCTC ATCTGTACCC AA AG GCCTGTG G ACA 

ATAACTGCCTCAGCNNANAAAAAAAAAAAAAAAAGGGGCCCCCCCCCGGGGGGAACCCCA 

ATTCCCCCTTATAG G A AG G GTTTT ACCCCCCCC 

>S EQ U E NCE:8550:prostate_M PM2000-004 P6_Tabte5 

ACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATT 

AAGGCGGGCTGACTCTGAACGATCGGCAATTCTTAAACCTAAGATTGGAGATAGGTTATA 

ACTGGTGTTATCTCACCGACTTCTTGCCTTCATCTAAATTTCACACATCAAACAGGACAC 

CGTGTCAGCCTTGTTACACATTATGTGATGATCAATGTCCAACATATCATCAGCCTAACT 

CATGACTGGCAGAGACTTTACTCAATCCTAAGGCTCAGCGATTCCCGAACATTGGTCCAC 

GTGCTTAGAGAAATAAGATACTGTTGATCTTCTAAGGTAGCAGCATTATTTATTACACAA 

AAAAAACCTGCAACATAGGTCTCCATCAAGGACCACAGAAGGCCAGGATGCTTGGCCTGG 

CTTGAGGAGTCCAGGGACCATAATGGCAGACCTGAAAGACAGGCAAATACACCAGCTGAA 

AAAAAAAAAAAAAAAAANAAAAANAAAAACGGCCCCCCCCCCGGGGGGGACCCCATTT 

>SEQUENCE:8551:prostate_MPM2000-004P6_Table5 

ACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATT 

AAGGCGGGTGGCAGGGGACAGCTTGCAAGTATTTGGGCTTATAGTCTCCCAGCCCACAGC 

CTCTCTCCCTTGCTAGTGTTAGAGAGATGCTGATCACGTTTACTCTTCTCTTATTTTCTC 

TGCGTATCCCCTTACCTTAACTTTTTGACCATGTTCTTGAGCCTAGAGTTCAGTTAGTCT 

CATTTCTCCAGGAGTCCTGGAGACAGTGTCCTTCCACCTACCATGTGTGGAGTTTACCTG 

CCACCCCAATGCAAAGATAGTAAGCCTGAGCATAATTGATTCTCGATTTCTTTTGAATTA 

ATAACTGGTATATATAACCATTAATTCCAATTATAATTCACATGAAAATGTCAGAGCTTC 

T ATTG AG AG CAA AAG C A AACTTTAGC ATTAG CCTG GT A 

>S EQ U ENCE: 8552: prostate_M PM2000-004P6_Table5 

GCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACT 
TCTAGAATTAATTAAGCGGCCGCCACCGCGGTGGAGCTCCAATTCGCCCTATAGTGAGTC 
GTATTACGCGCGCTCACTGGCCGTCGTTTTACAAAAAAT 
>SEQUENCE:8553:prostate_MPM2000-004P6_Table5 

TGATTACGCCTAGCGCGCAATGTAACTCCTCACTAAAGGGAACAAAAGCTGGGTACCGGG 

CCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGTCCCCCACCATGAACTTTGCT 

CACCATCTATCCTTCAGGACTCAAGCAGTCAACATATGCCCTTAAATTCCCTGGTGGGGG 

ACCCGCTACTTTACCACACTCTTAATGAACAATTGGAAATTACAACTCTGTAAAGGTACA 

GTTAAAGTATCTCAACAAACATTAAATTCTTAATCTAAAAAAACATGGAGAAAGGGTGTC 



Table 7 
2856/3129 



TTAAGCTATAAAAATGTTCTCTGCAAAAAAAAAAAAGGGGCCTCCGCGCCGGGGGGGGGG 
CTTTCCCCCTTTAA 

>SEQUENCE:8554:prostate_MPM2000-004P6_Table5 

ACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 

TTAATTAAAGCGGGTGTCACTCCTTGCCAAAGCTTTAGAAAGCCTTCCTCTTCAATGATC 

CCTAGGGCTGTGCGCACCATTCCCCTATAGGGGGCAGATTCTCTTGCACCGTCTCCCAAC 

CG AGC AAG AGCTGCTTCTCCTTG CATTTG G AGTCG AG I I I I I GTGAGATCCAGGGGAAAG 

GTTGCTAACAAAAACACAAATGCAGGGAAAAACCCACAACATTCAGAGAAACAAACAAAA 

ATCTAAAATCATAGGAGTAATATTTTCCCAAGACTGGTTGTTCTCAAATTTTAGAATATA 

TCAGAATCAGCTAGGGAGATTTTAAAAATTAGAAATTTCCTAGCCCCGTGCCCATGGATT 

CTAATTCAGTAGGTTGAAGAGGGTTTAGAAACTTGATTCTCACACAGTCCCAAATTTAAG 

>SEQUENCE:8555:prostate_MPM2000-004P6_Tabie5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAG 

GCGGGGTCTCACTATGTTGCCCAGGCTGGTCTTGAACGCCTGCCTCAGTCTCCTGAGTTG 

CTGAGATTGTAGGTGTGAGCTACCGTGCCTGGCTCTGATCAGATTAATGTTTTAAAATCC 

CACTCTCTTTATGTTATCTGCCTGGTCTGAAATGTACAGCAAGTACTTGGTTCTTACATT 

AAGTCTAATCTATTAGCTCTAAAAATCCTCCACAATTAGGCTGGGCACGGTGGCTCACGC 

CTGTAATCCCAGCACTTTGGGAGGCTGAGGCAGGTGGATCACGAGGTCAGGAGATCGAGA 

CCATCCTAACACAGTGAAACCCTGCCTCTACTAANAATACAAAATATT 

>SEQUENCE:8556:prostate_MPM2000-004P6_Table5 

AAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGG 
CGGGGGAAGGGAGGGAGGGGCTGGAAGATACTGAAGGATTCC I I I 1 I GAAAGG I I I I I I I 
TATTGTAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAATA 
AAAAAAAAAAAGAG 

>SEQUENCE:8557:prostate_MPM2000-004P6_Table5 

CCTACTAATAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATT 

AATTAAGGCGGGGGTGTGAGTATTGTCTATCCGGGAATTTGAAGATACTATCATTCTTGT 

GGGAGAGGATCTATTGGTTAAACCTGACAGGTTGCAAGCACAGATAGGCAGTGTAAACGG 

GAAAATTAAAACTCTCCCGACAGAGAGGAATGCTGAAGATTCACATAAAGGAAAAATTTA 

ACCTTCCCCACGTGAGGAATGCCCTTAATGGGCTTATTTGAAGACTAGACTGTTGGAAGA 

AAACTTCCAAGCTTGGGGATATCTCTACAGAAACCTCCATAGCTAAAGACCAAATATAAG 

ATGGAGTGAAAAAAAGAACAGACCGCTTAAGGACTATGGGGCAAATACAAAAGTTGTAAC 

ATGTGTAATGAGAATAGCAGACGAAAAAACAGGAACTAAAAGTTAAAT 

>SEQUENCE:8558:prostate_MPM2000-004P6_Table5 

AAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGG 

CGGGAGGATTGCTTGAGCCCCGGTGTTCAAGGCTGCAGTGAGCTACGATGGTGCCCCTGC 

CACTCCAGCCTGGGCAACAGAATGAGACCCTGTCTGGGTTTGGGGGAGAAGTTATTTACA 

ATGTTTTGAAAATATCCTATAGCCACTGTGCCCAGCCCCCCTGTCTACTTTAAATCACTA 

CTAGATTAC I I I I I ATGTCTACTAGCATGTAAATGCTATATAGTTAGACTGTATTATTTG 

TA I I I I II I I I I I ACTGAAGCGTTATTATTTTAATTTATTTACTCATTTATTTATCTTT 

>SEQUENCE:8559:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 
AGGCGGGGTAGCCTTCTGATTGTGACTTCACATGGTAGAAGGAATAAAGCATCTCCCTGG 
G G CCTC ATTTAT AAGG G C AGTAATCCC ATTC ATG AG GTTTCT ACCCTC ATG ACCT AATTA 
TCTCCCAAAAGACCCCAGCTTTTAACACCATCAACTTGGCAGTTATAATATCACTATATG 
TATTTTGGGAGCATAAAAACATTCAGACAATATCAAGTGGAGTACTGAAAATATCATTTT 
A AT AA AAA ATAA AG C AG G A AAT AAG C A AC AGG G A A AT AA A ACT AAAG GT AAATG G AAA AT 
GAATTCAAAAGTAATAAACAAATCCAAACATAGAAATAATCACATTAAATGTAAATGGAT 
TAACATTCC AATTAAAAAG C AG ACT 
>SEQUENCE:8561:prostate_MPM2000-004P6_Table5 

ACCCTCACTAAAGG G AAC AAAAGCTG G GT ACCG G G CCCCTCCTC AAC AGTACTTCTAG AA 

TTAGATCAAGGCGGGGCCCTGCATCCCATGCTACTCAGAAAGCTTAGGCACGGCAATGGT 

GTCAACCTTGCCGGGGGAGATTACATTGACCCTAGAGATGTCCACCTCGCTGACTCCCGA 

AAGGCATGAGCTATACTACCTCCCACAGAGGCTATACAACCATTTTCTTTTCTTGGGAGC 

C ACTG GATTGTTCCACCAGCGAAGGGACATTCTCTACACTCAGATGACTCTACCAGTGGC 

CTTTTAACCAAGAAGTAGTACTTGATTGGTCATTTGAAAACACTGCAACAGTGAACTTTT 
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GCATCTCAAGAAAACATTGAAAAATTCTATGAATTGTTGTAGCCGGTGAATTGAGTCGTA 
TTCTGTCACATAATATTTTGAAGAAAACTTGGCTGTCGAAACAI I I I I CTCTCTGACTGC 
TG CTTG AATGTTCTTGG AG GCTGTTTCT 
>SEQUENCE:8562:prostate_MPM2000-004P6_Table5 

TGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGCAGATAACAA 

GGTCAGGAGATCGAGACCATCCTGGCTAATATGGTGAAACCCTGTCTCTACTAAAAATAC 

AAAAAATTAGCCGGGCACAGTGGCAGGCGCCTGTAGTCCCAGCTACTCGGGAGGTTGAGG 

C AG G AG A ATG G CGTG AACCC 

>SEQUENCE:8563:prostate_MPM2000-004P6_Table5 

ACCCTCACTAAATGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 

TTAATTAAGGCGGGGTCGAAGAAGAGTGGACTTTTTTGCACTACTAGTTCCTTCTCCCTG 

TAGCTGTAGTCGTAGCAAGTAAAGGGGTTGTACTGATGC Mill A AG G C AT ATTATC A AC 

ATACAGCCATGACTTGTCCAGAGAATCTCACCTGGCAAAAACTCATAGAAGAAAGAGAAA 

GAAGATGAAATGGCTGGTTTTCAGATGTGTATTCTCATTTTATGGAAGACATGTTGCCAG 

AGTAAAGCACAATATATTCATCTTGAAATGTAATACTGAGAAGATATGGAAGTTATGGAA 

GTTGTGGCCTTCAGAATTGACACTTACGGAGAGACTATAACAGCGTGGGTGAGTTGTGAG 

GG AC AG G AAG CATGTCTTAATG G ACTTAACC AATTTTCGTCAACTATTCACAGTAAAATC 

TTTCAATGTACAAAATTTAAT 

>SEQUENCE:8564:prostate_MPM2000-004P6_Table5 

ACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATT 

AAGGCGGGAAGATAGTCAAGAAAATAGAATGGTGAGTTTTAACCAACACTATACAGTAGT 

CTCCCCTTAACCACAATTTACTGTCTACGGTTTCAGTTACCTATGGTCAACCATGGTCCA 

AAAATATTAAAGAAAAAACTCTAGAAATAAACAGCTCACAAGCTTTAACCGCTTATGAAT 

GCCTACACAGTGCCCATGTCATTAACCTCATTTCGCCATTTTATCATCATTTTCCGTCAT 

CACAAGAAAGGTGAGTACAATATTTTGAGAGATGACATTCACACAATTTTTATTAAATAT 

AGTTATAAA I I I I I I I ATTAGTTATTGCTATTAATGTCTTACTCTGCCCAATGTATAAAT 

TAAACTTTATAA 

>SEQUENCE:8565:prostate_MPM2000-004P6_Table5 

ACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 

TTAATTAAGGCGGGAGAATCACTTGAACTCGGGAGGCGGAGGTTGCAGTGAGCCGAGATC 

ATGCCATTGCACTCCAGCCTGGGCAACAGAGCGATAATCCGTCTGAAAAAAAAAAAAAAA 

AATCCTTCCTCCTTGAGGCCAGGCTTGCCTACCCTTTGGGAAAACTGAGGGGGGGGGATT 

GTTTGACCCCAGGATTTTAAGACCACCTTAGGCATGGTCTTTCCCCACCCCCCCCAAAGA 

ACAAAACTAAAATAATTTACACCGGCCCCCCCCCGGGGG 

>SEQUENCE:8566:prostate_MPM2000-004P6_Table5 

CTAACTATAAGTAACAGTAAGCTGGGTACCGGGCCCGCCCTCGAGAGTACTTTTATAATT 
AATTAAAGCGGGGGGTTCATACCATAATCTCTTTCTTGGG3TAAAATGCCACATCATCAT 
TTTCTATTTCCACCCTACTGACATACATAAATATATATGTGTATGTGTGTGTGTGTGTGT 
ATATATACATACACACTAACTTAATTGTGGTAATCATCTTACCTAGTTAI Mill IGTTT 
TTT 

>SEQUENCE:8567:prostate_MPM2000-004P6_Table5 

ACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 

TTAATTAAAGGGGAATTATAAAATATTTATTATGAAAAGATTCTACTGAGTCACTGGGTT 

GAGAACTGTTCCACTAGCTTAGCTATG I I I I I ATATATATGTATAATTT ATATAAATAG G 

AAACCTGGGGCTCTGAGAAATTAAGTGACTTATTTAATGTCACAGGGCTAGGGCCAGGGC 

AGTGATAAGAGGAATAACTAAGTCTTTTAGAAGAAGAAGAGGTGGACACAAGAGAGAAGC 

TCCCCGCTGGAAGCTAGAACTCCAGAACTGAGAGATTCCAGAGTGGGAATTACTGGCAGC 

ACTAATGTGTCTTTAGGAATTGAAAAAGCAAGC 

>SEQUENCE:8568:prostate_MPM2000-004P6_Table5 

CACTAAAGG G AACAAAAG CTG G GTACCGGG CCCCCCCTCG AG AGTACTTCTAG AATTAAT 

TAAGGCGGGGACATGACTGATCCCCTCAGAGCAGGCTCAGGCCTGGAGTCGGCCCCCAAA 

AGTTTCACATAGGGCCAGGCAGCCTCTGTGTTTCTTTCCCTGGTCCTGAACTGTGGAAAT 

GCCATTAAACTCTCTCTATAATGTAACTGAAACTGCTGGCTGGGCGCAGTGGCTCCCACC 

TGTAATCTCAGCCTCCAAAAGTGCTGGGTTTACAGGTGTGAGCCACCATGCCTTGCCAAA 

GTTGGCTGTTTCTTTAGATTCAGAGGAATTATTATCTGGCTTGATCTGAAGAATGTTAAA 

AGTACTATGATCTGATAATTGCCTAATATGTATGTTACAATCTTCTTAACTAGGGACATT 
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TATTAAAATTGAATAAAAAGAGATAAAGAAAGATAAAGAAAGCGGCCGCCACC 
>SEQUENCE:8569:prostate_MPM2000-004P6_Table5 

ACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 

TTAATTAAGGCGGGAATCAAATGAGTTAATGTTTGTATCGTGGTAATATTTGCAAGTGAT 

ACTTTGTCATGGATTTATCTTAAACTGCATTAGAAAATATTTGTGATCAGAACI I I I IAA 

AAAATTGAATTAGTGCCTACATAAGTGATATTCATAGGGCAAAAATAAATTAGGATCCAA 

AAGCAAAAAAAAAAAAAAAAAAAAAAAAAAAGGGGGCCCCCCCCGGGGGGGGCCCCAAAT 

CCCCCCTTAGGGGGGG I I I I I ICCCCCCCCCCCGGGGCCGTTTT 

>SEQUENCE:8570:prostate_MPM2000-004P6_Table5 

GCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACT 

TCTAGAATTAATTAAGGCGGGGGGCAGTCTTGTGACTGAGCACTTAAATGGATCTGACAC 

TATCTGACATAATTTCCAGGTAGATAGTGTTAGAATTGATTTGGAGGACACCTAGCTGAT 

ACCTACTGCAGAATTAATTGGTCGCTTGGTGGTGGGGAGAAATCTCCACACATTTGGTCA 

CTAGAAGTCTTCTGTGGTGATGATTGTTGTTGTAGTGGTGTGAGAGCAGAGGAAAAACAT 

GGTTTTAGAGTTTTTCCAAAAGAGAGTGAGAGAGCAAGAGAGAATACATCATGTGATTCC 

ATTTATATTAAAAGTCTAGAAAAAGAAATAAAGACTCTTAATTGAACGGCGGCCGCCACC 

GCGGTGGAGCTCCAATTCGCCCTATAGTGAGTCGTATTACGCGCGCTCACTGGCCGTCGT 

TTTACAAC 

>SEQUENCE:8571:prostate_MPM2000-004P6_Table5 

TAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAA 
AG AC AG AG C ATG G G C AAG G ATG ACACACTG GT ATG CCT AG ATTTG ACAGTG C AC ACTAAT 
CCATAACCCTTGTGAGAAACTACTTGAGGAACATATTGATGGCTATATGATTCGAATACT 
GGAGGATCACCACATCTTAGACACAGCTATCATCATTCCATACATACACTGCGCTATCTG 
CTGCTCACTGATTGCTGAGAGACTAAATTCAAATGTCATCTGATCCTCCAAGGTGATACT 
AC AA ATCCCTT ATATTAAC AG GTAGTTT AAATGTGG A AAT AAGG CA AAG CATACTTG C G A 
GTCACAATTACTTTCAGATATAATTGAGACTACACTGCTATACATAATTAGGTACACAGT 
ATGTATAACAATGCATACTATGGTGTGGAGTTAATTCCAATTACCATATTTTATATTTAT 
TG GTC ACAACAG CAT 

>SEQUENCE:8572:prostate_MPM2000-004P6_Table5 

ACCCTCACTAAATGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 

TTAATTAAAGCGGTTGAACTGATGCACTAAGATTCTTTACAATTTGATAGTGTGACGTTT 

TCAGGAATCTTTTGGACCCTATGCTGAAGCCCGTCCTTCACCTGAGGTCTTGTTCATTTG 

TTTATTTGTATCTATCTTGCGTCTAGAGAGATTCATACAATATGACCAGATTTTAAACAA 

ACGAAATAGATGAGAAGGAAAATCTGTGTCCTGGCTATAGGGGCTGAAGGGCGTATCTGT 

CAAGCAGGAATGCTGCATTTCAGAGGTTGCAGTTAATTCCTCTAAATGAGCAAGACATGT 

TCGTTCATTCAACAAATATTTGTTGAATTCTACTGGGTATCGGGCATTACTGCAGACCTT 

GGAGAAAGGGTGGTAGATAAATCATACATCACCTTTGGTCTATGCTTACAT 

>SEQUENCE:8573:prostate_MPM2000-004P6_Table5 

AAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAATGCTTGTGGG 
ACATAATAATAACAATTGAATGTCTGCACAGCCGCTTTCCACACAGACATCATAACAAAA 
AATTTCCACCAAACCCCCCCTCCCCCCGCCTTAATTAAGGCGGGGGTGATATTTAAACAA 
ACATAA ATG ATTGT A ACTTTG C AG C I I I I I I ATTTAGGTAGCTTTAATTTATTTATGAAA 
GTTAATCCATTTCTGATACGTGG I I I I I AAAAATATGAAATGGATTTATATATACTATAT 
TCCTCAAATCCACTGTATGTGGACTTATATTCATTTTCTCC I I I I I I I CGGAATTGAAAC 
ATTTTAATTTCAAATTCAAATAGAACATTTAAAATGATTTCATTATTATTACCCATACTG 
TTGCCACTCAT ATTGT AAGTC AG I I I I I I CATTGCTGGTACAATGAC 
>SEQUENCE:8574:prostate_MPM2000-004P6_Table5 

CTAAAG G G AACAA AAGCTG G GTACCGG G CCCCCCCTCG AG AGTACTTCT AG A ATTAATTA 

AGGCGGGGGAGCGGAGCCGTGCGCCGCAGGCGGGCTCCGTGACGCCGGGTGGGGAACG 

CC 

GGGCCGGTGGCGGGACTTCCGCCACGGGACTCGGAAGGGGCCGCGCCGCCGCTGCTGG 
GA 

GTTGTAGTCCGGCCGTGGTTGGGGGAGCCGCGGCTCATGCGCGGTGCACAGAGGCTTGTT 
TCACATCTGTAACAACAGGAGGAGGCCCAGCCTCGTGATGAGGAATAGCAAGGAGAGAAT 
TCAGCTCCAGTTCAAAAGCCTACAAAATCTGAGACTGTCATTGCTTTTATAAGGATTCCA 
GCTTTCCCTCCTGGCCAGAAATGTTCAGCCTGGACTCATTCAGAAAAGCATCCCTGGATG 
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TGAATGAGGACCCTCCTTAAACAGGAATG 
>SEQUENCE:8575:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGCGGGCGGATCACGATGTCAGGAGATTGAGACCATCCTGGCAAATATGGTGAAACCCC 

GTCTGTACTAAAAATACAAAAATTAGCCGGGCATGGTGGTGGGCGCCTGTAGTCCCAGCT 

ACTCGGGAGGCTGAGGCAGGACAATCGCTTGAACCCTGGAGGCAAAGGTTGCAGTGAGCT 

GATATCTCCCCACTGCACTGCAGCCTGGCAACAGAGTGAGACTCTGTCTCAAAAAAATAT 

ATATCTATATCTGACTGTCTATATATAGATATAGACACACCAGATTTCAAAGACTTCATG 

TAAAAAAAATATGAAATATCTCAGTTTCTTTACATTGGGTACATGAGACATGACAATATT 

TTAGGTATATTGAGTTAAATAAAATATTATTGGATTAACACCNNNNNNAAAAAAAAAAAA 

AAAAAAAAAAGGGGCCCCCCCCGGGGGG 

>SEQUENCE:8576: prostate_M PM2000-004 P6_Tab Ie5 

TAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAA 

GGCGGGATTTATTGGCCAGGCATGATGGCTCACGCCTCTAATCCCAGCACTTTGGGAGGC 

CAAAGACGGAGGATCACTCTAGCATAGGAGTAATAAACATGCCAACTCAACATTGGGAGA 

CCAAATGACTGCTGGAAGTACTTCGAGGTAAGGGAGTACGTTGATGACTTAGTTTACTAT 

ATGGGTTTGTGGTCGCATACCAGTCATCAGCTGCTATCATTTTCCTTCTTCATCCCTTAT 

ACTGAGATTTGGGTTACAGC I I I I I ATTCTTCGAAGGATCACAAAGCAGTGTACAGACAC 

CTGCCTTCTTTAAGGATGAAAGGAAGATAAAGTGGCCTTTATTTGTATACTTATTTGTTT 

CACCTCTTGCTTGAGTAACTTCTAAGGTGCTATTCTCTCCCTCTNTATGCTACCCCATGA 

GCTCTTGTCA 

>SEQUENCE:8577:prostate_MPM2000-004P6_Table5 

TTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTA 

GAATTAATTAAGGCGGGCAAATGCTCACAAAGACCTACGAAGCTGTTATCTCTCATGTCT 

GCTTTACCTCCAAGCACTGCACAAGCAGGAAGAAAAGAAAACAGCAAAGTTGTAATCTTT 

CTGGCTAAGTAAACCCAACTGCAAGAACTAGTAGATTTATATTTGATGTGAGCAGGCATT 

TGAGAAAATCTCTGTCAAATAGCTAGCTCACATGAAGCTAATAAAGCAGAGATTTTTATT 

GCTAAACACGACAAAAGGATGATATTTTAAAAATAATTTTGAAAACTCACCAAACAAACA 

AGTAAAATTTACAATAAGCAACAAAAAAACCCAACGGGATGAGAGAGAATATTATTTCAG 

GGTTGTTGTAATAGAAAAAGTCTAGTTTTCAGCAACAGCAATGAAATACAAAGTGTGCAA 

ATAAATTAATGA 

>SEQUENCE:8578:prostate_MPM2000-004P6_Table5 

TGGCCGCGCGCATTACAACCCTCACTAAAGGGAACAAAAGCTGGG" r ACCGGGCCCCCCCT 

CGAGAGTACTTCTAGAATTAATTAAGGCGGGCACCAAACAAGCAGAAAACAGCTAGCTAT 

AAATAGGCATGTTAAAAAAAGTAACTACTGTACATAGAAAACTGCCCTAGAAAAAAATCA 

TAAAAGTAGATATATCAAAATGTTATTAGTAATTACCAATGGATAGAAAGGTCAAATGAT 

TTAAATATGTCTCC I I I I I I I ATTCTTGTGAGATGGAGTCTCTCTCTGTCACCCAGGCTG 

GTGTGCAGGGGCACAATCTCACCTTATTGCAACCTCTGCCTTCTGGGTTCAAATGATTGT 

CCTGGCCTAAGCCTCCCGAGTAACTGGGATTACAAGCACCCATCACTGCCTGGCTAATTT 

TTGCAATTTTAGGGTTTCACCATGTTGGCTATGCTGGTCTGAAACTCCTGACCTCAGGTG 

ATCCG CCTG CCTCG G CCT ACC AA AGTG CTG AG ATT AC AG G CATG AGCCTATG CAG CTG GC 

CTTATTTGCTCTGTCACTAAATTATTAAATTTGGATTAACCGGGGTCAGACTTCCTCTGT 

CCCC AT A A AC ATT ACTG CTTCTTGTG ATG A 

>SEQUENCE:8579:prostate_MPM2000-004P6_Table5 

AAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGG 
CGGGGACTGCAGTTG CTTTGTACTTTG ATG AT A ATCTC ACTG AG ATCTACTC ATAC AG G A 
CCTTCGCACCTTCGCCAGAGTTTGACCAGGATGAGGATGATGGGGAGGTAACTGAGGACT 
CTGATGAAGACTTTATGCAGCCTCCGCAGAATACGCCTAAAGTCAGATGAGAGACCAGGA 
CATATAAAGTAAAATGACATGGATTTAAATCAGTTGTTTAGAGGAATAAAGACGCTGTCT 
TAAGTGCTTGACTCTAGCACCCCCCAAATCTTTTCCAGGATGTCTGAACTTGTGGAGCCT 
G AG AG GTGCCCTG AAT ATAAAAC AG G CTCCTATCCCTG G G C I I II I A ATC ACTATTTG G A 
G G A AC AC ACTCTTGTGTTAT AT AC AG G GGTG AGCTG GTTATCTG G CTTACTG AA AAA A A A 
AAAAAAA 

>SEQUENCE:8580:prostate_MPM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAG 
G CGGG AGCCT ATAATCCCAG CTACTCG GGAGGCTGAGG CAG AAG AACTG CTTG AACCCAT 



Table 7 
2860/3129 



GATGTGGAGGTTGCAGTGAGCAGAGATCATACCACTGCACTCCAGCCTGGGGGACAGAGC 

GA GACCCT GTCTCAAAAAAAAAAAAAAGTTTTATAAAGGCATTTTGACGGGGGAAATAAA 

TG CTTTTTAAAACCCCTTC ATG G CC AT ATTGG CTACTTTATGTCC ACTCTG G ATTCAA AA 

TTAGGTGGGTTCATTCACTGGAAGCACAAAAGTTTGTGGAAAACTTTTTGGGGAGATGAC 

ATCTAACTCTCATTTCACC TTGT CTGGAAGTTTTAGGGGAAAAATAAAATCAGCCAAGGG 

GTAAATTACCCCAATTGACTTTTATATCCCAGTCTTTGTTATCCTGACCTAACTTTTTTC 

CTTTATCAAATTGAAAAAAA 

>S EQUENC E :8581 :prostate_M PM2000-004P6_Table5 

AGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGAATGAGC 

TCCA GACGC GGGAGTTTCCTCTCTACAAAGTTACACTGCAGCAGCTGTCTACCCTGCCCC 

TTGTCTTTTGAGAAGTTCAAACCTTCAGAAAAGTTGCAAGAACACGAGGCTAAAGGCAGC 

AGTTCACTATACTGCGGGTTGTCTTTGCGAGGAAGTTGCATTGGACAAAGAGATGCAGTT 

CAGCAAACAGACCATTGCGGCCATTTCGGAGCTGGCTTTCCGACAGTGTGAAAATTTTGC 

CAAAGACCTTGAAATGTTTGCAAGACATGCGAAAAGAACCACAATTAACACTGAAGATGT 

G AAG CTCTTAG CCAG GAG G AGT AATTCACTG CTAAAATACATCAC AG AC AAAAGTG AAG A 

GATTGCTCAGATTAACCT 

>SEQUENCE:8582:prostate_MPM2000-004P6_Table5 

CAAGCGCGCAATTAACTCCTCACTAAAGGGAACAAAAGC7GGGTACCGGGCCCCCCCTCG 

AGAGTACTTCTAGAATTAATTAAGGCGGGTGGAGCACCTGAGGTCAGGAGTTAAAGACCA 

TCCTGACCAGCCTGGTGAAACACAGTCTCTAATAAAGATACAAAAATTAGGCCGGGTGTG 

GTGGCTCATGCCTGTAATCCCAGCACTTTGGGGAGGCCAAGGTGGGCGGATCACCTGAGT 

CAGGAGTTTGAGACCAGCCTGCCTAAATGGTGAAAACCTGTTTCTACTAAAAATACAAAA 

AAGTAGCTGGGCGTGGTGGTGGGCGCCTGTAATCCCAGCTACTCTGGGGGCTGAGGCAGG 

AGAATCACTTAAACCCAGGAGGCAGAGGTTGCAGTGAGCCGAGATCACACCACTGTACTC 

CAGCCTGGGTGACAGAGCGAGACTGTCCAAAAAAAAATTGATAATTAAATGTTAAAAGTC 

AGCGACTCCAGTAATACGTGGTGGGCTGAGTATTAGACTACTGGCTTACATCCTCTGATG 

TC ATTACTTTCTTGTTCGTTTGTG ACTTG AG GTTG G ATTTT AAG C AAATGTATTTTG G G C 

TTTT 

>SEQUENCE:8583:prostate_MPM2000-004P6_Table5 

CAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTT 

CTAGAATTAATTAAGGCGGGTGGATCATGAGGTCAGGAGATCGAGACCATCCTGGCTAAC 

ATGGTGAAACCCCATCTCTGCTAAAAAAAAAAAAAAAAAAAAAATGAGCCGGGCGTGGTG 

GCAGGTGCCTGTAGTCCCAGCTATTCAGGAGGCTGAGGCAGGAGGCGGAGCTTGCAGTGA 

GCCGAGATTGCGCCACTGCACTCTAGCCTGGGCAACAGAGCAAGACTCCATCTCAAAAAA 

AAAAAAAAAAAATAATGGCAACTAATTATAAAATTTAAAACCAGTCGTGTATCTTCTGCA 

ACATTGGAGAAGATGGATCAAGTAAAACAGTCTATAGAGCAAAAGAAGGAAAACAAAGCA 

ACTGTCAAGGAAGCTTAAATCAGAAAGTACATGTATAAAGTGATGTAAGTAAATAGCAAA 

TTC 

>SEQUENCE:8584:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGCGGGCACTGCAGATTGCCTTGATATCAAAATCCTCCTACCTAACAGTGTAAAGACAC 

TGATTTCTGATCAAGGCATTGCATATGACTGGTCGCGGAGGCGAGGCATCGTGATAAGCT 

CACACTACATCATGGTATACTCGTAGTGCATGGAGACATGTGGAGTTGGAACCACTCGCT 

AGAGCTGACAGGCATTAGCGTGTATATNCCNCATTATAAGGGGTACCTGCAGAAACAGCC 

TGTGTGAAAGAGCATGACTCGGTGTTATTGTAAAGGAGGAACAGCTTAAGGTTCATGGGT 

TCTAAAATGAACCTAAATACGTGGAGAATTTCTTGAATAGTTTTGTTCTCTAAACCCGGT 

TTGGCTGTCTTGTGAAATGATTCCCTGCAGTAAACGGACTTTTCATTTATTTAATCATTC 

A AACTTCC ATTC AC ATCTG C ATG ATTAC AG A A A AC ATG G G GTATGTAG ACTAGTA AC AC A 

TAAGAAAATTGCAGTAAGATGGTAACAAAACCTCATATTGTCTTTACATGTTTCCAATGG 

AAAATGTTTTGAGTGTTTA 

>SEQUENCE:8585:prostate_MPM2000-004P6_Tab!e5 

CGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTAC 

TTCTAGAATTAATTAAGGCGGGGCGGTGATGTAGAGGGTGATGGTGGTGGCAGAAGGAGT 

TGACTACCAAGGGTCACATGGAATTCTCAGGGTAATAGAACAGTTATTTAATTTTTATGG 

CAGTTACACAACTCTGCTTTTGTGAAAATGCATAAAATTGTATATGTGGGGAATTTTACT 

ATGTAAATTATATATCAATAAACGTGACTCGTCTAAATAAAAAATTTGTACCAACAAAAT 
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AAAGGAGAAAACAATCATCTCAATAGATTCAGAAAAATGCATTTGAAAAACTTGTTAAAA 
ATCATAACAAAAATAAATAAAAATAAAAATAATATCNCCNNAAAAAAAAAAAAAAAAAAA 
AA AAA AA A AAA AA A AA A AA AAAAA AA A AA AA A A AAAAN N N N N N GG CCCCCCCCCG G G G G G 
GCCCCC 

>SEQUENCE:8586:prostate_MPM2000-004P6_Table5 

GAACAAAAGCTGGGTACCGGGCCCCCCCTCCAGAGTACTTCTAGAATTAATTAAGGCGGG 

GATGCGGGACCACAAGGCCTGTCTGCCTGATGCCAAGACCCAACGCCTGTTTTTTAAGTG 

GCAGCAGGGACATCAGCTGGCAATTGTAAATAGGTTTCCAGGATCAAAACTAACCTTTCA 

GCGTATTCTCAGCTATGACACAGTGGTGCAAACAACTGGAGACTCGTGGCACATACCATA 

TGATGAAGACTTGGTAGAAAGATGTTCCTGTGAAGTACCA ACCA AATGGCTTTGCCTCCA 

CCAAAAGACATAGAGATTCTTACCTCTATGCTAAGTTTGTGTTTTGGGTACCCTCTAGGT 

TGGCATTCAGAGGCTCTTGAGCTGGTGTTTGTTTAGGGCATTGCCTTTGTCCTGAAGATA 

AAAG G ATTCTATTAACAG C ATTG ACATTTG ATTTTTTT AAATG AAATG AG ATATATCTTT 

TCATAACCAGCTGGGTT I I I I I CCCCTAACATTTTGTTTTTTGGAGGCTTA 

>SEQUENCE:8587:prostate_MPM2000-004P6_Table5 

TG ATT ACGGCTG CCG CG CACTGTAACTCCTCACTAAAG G G AAC A AA AGCTG G GTACCGG G 

CCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGTGGATCACAAGGTCAGGAGTT 

CGAGACCAGCCTGGCCAATATGGTGAAACCCCTTCTCTACTAAAAATTCAAAAATTAGCC 

TGGCATGATGGCAGGTGCCTGTAGTCCCAGCTACTTGGGAGGATGAGGCAGGAGAATCGC 

TTAAACCCGGGAGGCGGAGGTTGCAGTGAGCTGAGATCACGCCACTGCACTCCGGCCTTG 

GCGACAGAGCAAGACTCTGTCTCCAAAAAAAAAAAAAAAAAGAAACCCC I I I I I GGCTTG 

GGCCGGGGGGTTAATCCTTGTATCCCCCCCCTTTTAGGGGGCAAGG GCGGG GGGATCCCC 

TGGGGGGGGGGTTTAAAAACCACCTTATTTAAATGGGAAAACCTGGGTTTTTAAAAAAAT 

CCAAAATTTCCCCGGGGGGGGGGGCAGCCCCCGGAAACCCTACCTCCAGGGGGGGCTGG 

G 

GCAAAAAAACC 

>SEQUENCE:8588:prostate_MPM2000-004P6_Table5 

TAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAA 

GGCGGGGATAGACAAATACAACAGTGGAGGGAGTAGAGAGCCTAGAAACAGAATCACCAA 

TTTGTGTTTGACAAGGGCACCTGAAAAATTCAATAGGAAAAATTCAATGAGAAATAGTGC 

TGGAGGCTGCTCTGCCTATGGAGTAGCCATTCTTTTATTTCTTTACTTTCTCAATAAACA 

TGCTTTCAGTTAAAAAAAAAAGAAAGAAATAGTGTTAGAATAAGTAGAT ATTAC ATGAAA 

AATATTGAATAAACCTTGAAAAACCTACCTTAGACCATACACAAACATTATTTTGTGATG 

TTTTATAGACCTAAATATTACATCTTAACCTAGAAAATTTTGGAAGAAAATATAAAAGAC 

TA 

>SEQUENCE:8589:prostate_MPM2000-004P6_Table5 

GCGCGCAATCAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 

TACTTCTAGAATTAATTAAGGCGGGAGATGTTGAAAATGCTATCTTATCGACATTCAAGG 

AGAGGACGCATGACATTTCTGTGTCATACATGTACTATGGAAAATAAAAATGAGAAAAAT 

GGAAATGGAATACATGAAAAGGTTATGATAAATTTCATATTATTTTACCACAATATAACA 

ATTTTAATATATTAAAAAAACATATAATGTGTAATACAAAAAAAAATTTGGATTCAAACA 

GTATTTATAGAGTAAAATTATTAACCGCAGTGGTGCTCATTCCAGGGCCCTGCCGGGTAT 

TTTGTGCTATGGATGTGAGTACGGCAAAGAGACTGAATTAAGCTGTTTTGTATTTGGAAT 

CGGATTGTTCACGTTGCAACGTTGCTGCAATGATAAATGGATGGATACTCTTTACACTTT 

GAAGTGGATTTAATCTTC 

>SEQUENCE:8590:prostate_MPM2000-004P6_Table5 

GGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGG 

GGGGAGGGCAACATCCTCCCACTAAGCGA I I I I I ATTTATTTATTTATTTTGAGATGGAG 

TCCCACTCTGTCACCCAGGCTGGAGTACAGTGGCACGATCTTGGCTCACTTCAACCTCTG 

CCTCCCGGGTTCAAGTGATTCTCCTGCCTCAGCCTCCTAAGTAGCTGGGATTACAGGCGT 

GCGCCAACATGCCTGGCTAA I I I I I GTATATTTAGTAGAGACGGGGTTTCACCCTGTTGA 

TTAGTCAGGTCTCGAACTCCCAGCCTCAAGTGATCCGCCCACCTCTGCCTCCCAAAGTAC 

TGGGATTACAGGCCTGAGCCACCACACCAGGCCCCCACTAAACATTTTAATTGTACTATT 

GCAAGTAGTCCTCACAACTCTGTAAGGCAGATACTG ! I I I I I I GTTTGTTTGTTTTGTTT 

TGTTTTTGAGACAGAAATTTCACTCTGTCACCCAGACTGGAATGCAGTGGCACAATCTCA 

GCTGAC 
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>SEQUENCE:8591:prostate_MPM2000-004P6_Table5 

AGCGCGCAATTAACTCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGA 

GTACTTCTAGAATTAATTAAGGCGGGACGCTCCAACATTGTAAAAATTATAGATATATAT 

TAGGATTTGTTTATTAAAGTTCCACGAGCTGCTTTGTGGTCAGTTGGGCTGAGTAGTAGA 

TATCTTAAAGACATGCAGTGAAAGTGAACCCTGTCATATCATGGTGCCTCTTTCAAGGTT 

CCTCTGTAAGTGCCTGATCTTGCAGAATTATTTACAATACCGAGGTATGGTTGAACCAGC 

TGTCCAGCCTTAACTCTATTTAGTGCCCCATTACTAATGTTCTTTTAACTGGTTTGTATG 

TG TTTTA ACTGTCCAGTGTGTGGATGCTACCTTTTGATGGCTACATGTGTCCCTGGTGCT 

GCTTTTAAGGATGTACGGCCATGTGATCAGGTATCAAGTTGAGTCGGTACACAGTTGGCC 

T 

>SEQUENCE:8592:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGCGGGTGGATCACTTGAGGTCATGACTTCGTGACCAGCCTGGCCAACATGGTGAAACC 

CCATCTCTACTAAAAGTACAAAAATCAGCCATGCATGGTGGTGGGCGCCTGTAATCCCAG 

CTACTCAGGAGGCTGAGGCAGGAGAATTTCTTGAACCTGGAAGACAGAGGTTTCAGTGAG 

CTGAGATTGTGCCACTGGACTCCAGCCTGGGTGACAGAGCGAGACTCCATCTCAAAAATA 

AATAAATAAATAAATAAATAAATAAATGAAATTATTTATCTCTAGGTTGCTGAAACTTGC 

ACAAAATATAATAACAGGTTTCATATAAATGTCACAGGGAAAGGGCAAATGTTTTAGAAG 

CTTAGCCATAATGTTGTGAATTTTATAGGCCTGAAGCTCTATCAATTGAACATACGAANA 

AAAAAAAAAAAAAAAAAAAAAAAAGGGCCCCCCCCCGGGGGGGACCCCA 

>SEQUENCE:8593:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGATCATATACAAAAAAAAATCCTAATGGAACTGCAAAACATGGTAGTAGAACTAGTGAA 

TGAATTTAGCAAGGTCTAGATATGAAAATCAATTGTATTCCATAAACTAGCAGCAAAATA 

ACAGAAAATTAAAAATAATACATTTATAATAAGTCAAGAATATGAAATGCTAAGGGACAA 

ACTAACAAAATATGAAGAAAAATTAGAATGACTAGACTTCTCAACAACAAAATCAAGCCT 

GTAAGAAAATTAGTAACTCTTAACCTATACCTCAGGAATGAGGGCAAAATTGAATTCATT 

TTAAGGAAAACACAGAATTTGACCCTTATCAAAATGACATAAAGAAAAAGCAGAGTAGTT 

TCTTAGTTCATTTGTGTTGCTATAAAGGAATACCCGAAGCTGGATAATTTATAAA 

>SEQUENCE:8594:prostate_MPM2000-004P6_Table5 

TAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAA 

GGCGGGTGGCCCGGCCCACAGCTCAGGGCCACGTCCCCCATTCTCCTCCTATCCCTCAAC 

CCCGACATCATTACCGGGTTTTCCTCTTAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 

AAAAAAAATAAAAAAAAAAAAAAAAAAAAAAAAAAAAGGGGGCCCCCCCCCGGGGGGGGC 

CCCAAACCCCCCTTAAAGAAGATTTTTTCCCCCCCCCCCCGGGGCCCTTTATAAAAAAA 

>SEQUENCE:8595:prostate_MPM2000-004P6_Table5 

CTGGGTCCCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGCAATGTAGG 

TGGGCGGAGCGACACTGAGCCGTACCCTGCTTGTTACACTTATGCGACGAGAACCGAAGA 

TGCCGAACTAACGTGTTGTCCTGCTGATCTCGACCTTCGTTCTCATCACATAATAGTCTA 

TATGCGAAGCGATGGAGCAGAGGATTCCTAATATTTTACATTAGAGATAATGCCAAATGT 

TTGAGGGGGTAGATATGCAAATAACCCTTATTTCATCATTACGTGTTGTATGCATGTATT 

AAAATATCACTCCATTGCCCATAAATATGGACAATTATTATGTGCCATTTACAAAAAAAA 

TAAAAAGAAAAAAAAAAANGGGGGGCCCCCCCCGGGGGGGGCCCCCATTCCCCCAAATGA 

GGAAGATATTACCCCCCCCCCCGGGC 

>SEQUENCE:8596:prostate_MPM2000-004P6_Tabie5 

GCAACGCAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTAC 

TTCTAGAATTAATTAAGGCGGGGAATAGAGCTGCGAGCAAAACTGAGCGAGATAAAAAGC 

ACATACTATAAAATATCTAGCAAAGCCAAAAGCTGGTTATGTGAAAAGATGATGAAGTAT 

CTAAAGCTTTATCTAGACTGATCAAGAAAAACTATAACACAAGTCACCATCAACAGGAAT 

GAGAAAAGGGTTATTGTAAATGCTACACACATCTAAAGAATAATTATGCTATCATAAACG 

GCTTTATGGCAATGAATTCGACAACTCAGATGAAAAGGACAATTTCTTTGAAAAATACAA 

CTCACCATATCCTACCTACTGAGCCTAAAAGGAGTGGGGCCCCCCCTGGGGAGGATACCT 

ACTCTCACTAACCGTGAACACCCACTCCCTCTTAGCCGAGATTGTGCCTATAGACATACT 

AGTCTTTGCCGCCTGCGAA 

>SEQUENCE:8597:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 
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AGGCGGGACGAGAAGAAGAAACTGGAGGATAAGAAGAAATCCCTGGATGATGAAGTGAAT 
GCTTTCAAGCAAAGAAAGACGGCGGCTGAACTGCTCCAGTCCCAGGGCTCCCAGGCTGGA 
GGCTCACAGACTCTGAAGAGAGACCAAAAAAAAAAAAAAAAAAAAAAAAAGGGGGGCCCC 
C CCCGG GGGGGGCCCCCAATTCCCCCTTTTGGGGGATTTTTTCCCCCCCCCCATGGGCCC 
G I I I I I I AAAAT TCACTAGCTTCTGGCCCTCGACCCGAAATGCTAACACTTTGTGTGTGT 
GAGAAA TTTTTATTGAACACGGGGTTTAATAAATGCAAATACCAAGATCAGGAATTTCCT 
A l l l l l GAGGAGCTCATTATCTAATGCCTTAAACGGCTTCATAAAGAAACCATTAGGATA 
CCTTTTG 

>SEQUENCE:8598:prostate_MPM2000-004P6_Table5 

ACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 

TTAATTAAGGCGGGTGGATCACAAGGTCAGGAGTTCAAGACCAGCCTGACCAACATGGTG 

AAACACCATCTCTACTAAAATTACAAAAGTTAGCTGGGCGTGGTGGTGCACACCTGTAAT 

CCCAGCTACTCAGGAGGCTGAGGCAGGAAAACTGCTTGAACCCAAGTGGCAGAGGTTGCG 

GTGAGCCGAGATCGCACCACTGCACTCCAGCCTGAGCGACAGAGCGAGACTCCATCCCAG 

GAATAAAACAATACTAATAACAAACCTGTGCGCCCCCCCCGGGGGGGCCACAACACACCG 

CCGTTTAGTGACCTATCACACCCCCCACATGGGCCCCTGATTCACACGAGAAAACACCCT 

CATGTTCATACACCTATCCCCCATTCTCCTCCTATC 

>SEQUENCE:8599:prostate_MPM2000-004P6_Table5 

AAGCGCGCAATTAACACCTCACTCAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGA 

GAGTACTTCTAGAATTAATTAAGGCGGGAGCGACTGTCATGGGTGCAGGGCGTTTTGGTG 

CAGTGATGAAATGTTCTGGAGTTAGATAACGGTGATGGTTGCACAACTCTGTGAACATGC 

TTAAAAAACCGAATTGTACACTTTAAAGGGTGAATATTTGGGGATGTGACTTATATCTCA 

GTAAAG CTATT ATTA A AT AC ATCC ATCC ATG C ATTCA 

>SEQUENCE:8600:prostate_MPM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAG 

GCGGGGACTGTTAAGGGCTCTAAGGGAATGTACACCTAGTCTCGCTGTTGTTCTGAATTG 

CTGCTAGATGAGCTTGCAGTTCCTGTTTTTGCTATTGATTCCTAAATTGGACCTACATAT 

T AC ATG G GTGTC ATG AGTTCAG G CTTTTC AAAG AAG G GTCTAGTG AG CTAAGTTTC ATCT 

TCTGGTACTCATTGATCAAACTGACCTTTCTATTCTCATAAGCGTCCCTACCCAAAGTTG 

TGTGTG G A AG G AGTGTATAG CATAG AGG AAATCCCTTTCAACAG AGTCAGCTG CTAACTG 

ATTTCCTATAAGCACACTGGATTAAGGGCAGCCACAGTGGTTTCTACTGTATGTATGAAC 

CGAATGGAGGAATGTTTTCAAAGATTGATTTGGTGTGGATTGCAATTGTAATGGAAG 

>SEQUENCE:8601:prostate_MPM2000-004P6_Table5 

CTAAAGG G AACAAAAGCTG G GTACCGG G CCCCCCCTCG AG AGTACTTCTAG AATTAATTA 

AGGCGGGGAGTGGGCTTTTCCACCTGACCTCAGCCTCCTGTCATATCAGCTGGGACATTA 

GATTCTCATAGGAGCACTACCCCTATTGTGAAGTGCACATGCAAGGATCTACGTTGCATA 

TTCCTTATGAGACTCTCATGCCTGATGATCTAAGGTGGAACAGTTTCATCCCGAAACCAT 

TCCCCCCAACACCCGTCCGTGGAAAAACTGTCTTCCACAAAACCGGTCCCTTGGTGCCAA 

AAAGGCTGGAGACTGTCATTGTAGCCCATTTATTTTACTCTCCTGACTCCCACCAGGATT 

AAGACTATTGCAATACTTTAAGTGTTGAGCAGTTGGGTACCATACAAGAAAAAGATCAGA 

TGTTAGTAATTAATACCACATGTAAAATAGCTGATTATAT 

>SEQUENCE:8602:prostate_MPM2000-004P6_Table5 

AATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTC 

TAGAATTAATTAAGGCGGGGGGCCCGCTGCACTGTGGGTAGGCGGCGGCGGCGGCTACG 
C 

GGAGCGGCAGGCGGTGGAGCGAGGCCGCGCGCGCCGAAGATGGCTGAGAAGCAGAAGC 
AC 

GACGGGCGGGTGAAGATCGGACACTACGTGCTGGGCGACACGCTGGGCGTCGGCACCTT 
C 

GGCAAAGTGAAGATTGGAGAACATCAATTAACAGGCCATAAAGTGGCAGTTAAAATCTTA 
AATAGACAGAAGATTCGCAGTTTAGATGTTGTTGGAAAAATAAAACGAGAAATTCAAAAT 
CTAAAACTCTTTCGTCATCCTCATATTATCAAACTGTAAGTATTTTTGTATCTAATAATA 
CCAAAGAGACACCTATCTTAAAATG I I I I I I I AGGAATTTTATAATAATTGTTAATTGTT 
AACCTTTTACAAAG 

>SEQUENCE:8604:prostate_MPM2000-004P6_Table5 

ACCCTACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAAT 
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TAATTAAGGGGGGTGGGATCCGCACTGACAGAGTGGAGAGTGACATGTGCTGGACACTGT 

CCATGAAGCACTGAGCTAAAGCTGGGCGCACAACGCACCAGACACTATCAGGAAGGATGG 

AGCTGAAAACATACCCCACTATGACCTGGAAGCACTGGGAAGCCTAGAGAAGGCTGCGAG 

CCAAGGAGGGACGGTCTTCCTTTGGCATGGCATGGGGATGAATGTACGAAATGGACTGAA 

CCCCCTGGATGCTGACTCAATATGGGGGGAGGTGTTTGGCAAGACTTCCAGATACACCTT 

GAATACATGCTTAGACAAGTATTGTACAAGTATTAAAGAGCTGTTATACTGTGAAAAAAA 

AAAGGGGCCCCCCCCCGGGGGGGCCCCCCNCCCCCCTTTAGGGGGGTTTTTTCCCCCCC 
C 

CCCCCG 

>SEQUENCE:8605:prostate_MPM2000-004P6_Table5 

T AAAG G G AAC AAA AG CTGGGTACCGGGCCCCCCCTCGAGAG TACTTCTAG AATTAATTA A 

GGCGGGGGGATCACGAGGTCAGGAGTTCGAAACCAGCCTGAAACCCCGTCTCTACTAAAA 

ATACAAAAAATTAGCCGGGCATGGTGGCGTGCCTGTAATCCCAGCTACTTAGGAGGCTGA 

GGCAGGAGAATCGCTTAAACCCAAGAGGCGGAGGTTGCAGTGAGCAGAGATCATGCCATT 

GCACTC TAGCC TGGGCGACAGAGCAAGACTCCATCTCAAAAAAAAAAAAAAAGGGTGTAT 

TG CTTAATTTTAACATACACTTG ACCAAGG G GG AACTTAAACTAATTTTTAAAT AACTTA 

TAATCCCAAATACAATGAAACTGCTGGGGAAAAAGTGGCTATATGGGGTTGTTTGGGAAT 

TTCCTAAATTAAATATTTGAAAATGTA 

>SEQUENCE:8606:prostate_MPM2000-004P6_Table5 

AGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGA 

GTAC TTCTA GAATTAATTAAGGCGGGAGGAATAGATTTATACACCATTATTGTTTTATTT 

TTAAATTTTCATTCACTCTTCTGTTTGGATACTTTTGCTAATTAACGTCCTATGTTAATT 

TCCACCAAGCTATAAGTCCATAGTCAGTAAAACATTCCCCTTGGGCTGTCATGAGCTAAA 

AGCAGTGTCATCTCCGCATGTTGGAGCAGCCAAGAAATAGTTTGGTACTACCGACATTGT 

CTAATCCATGTCACATCCTCATACAATTTAATTGCTCAACCATGCATTTAAAACTCCTCA 

AGAAAGGATTGGTACTGCAACTGTAGGTAAACTGAAAAAAAATAAGAAAGAAAGAGTTGG 

ATG AAA ATGTG AAAG CCC A AG TTTAG ATGTGC ATTAAGTATTAAAT AG C AC AGTATCTTC 

TTCATGGAGCCTTTTTTCCTCCCCCATCCCCTG 

>SEQUENCE:8607:prostate_MPM2000-004P6_Table5 

AAG G G AAC AAAAG CTG GGTACCGGGCCCCCCCTCG AG AGT ACTTCTAG AATTAATTAAG G 

CGGGCAGATCACGAGGTCAGGAGATCGAGACCATCCTGGCTAACACGGTGAAACCCCGTC 

TCTACTAAAAATACAAAAAAAAAAAAAAAAAAAAAAAAAAAAGGGGGGGCCCCCCCGGGG 

G G G G GCC AAA ACTCCCC A AAAG AG G G GTTTTA AAACCCCCCCCC AGG GGGCGTTTTTAAA 

CAAGATCGCGCCAGTGCACTCCAGACTGGGCGACAGAGCGAGACACCGCCTCAAAAAAAA 

AAAAAAAAAAAAAAAAAATGGGGCCCCCCCCCGGGGG 

>SEQUENCE:8608:prostate_MPM2000-004P6_Table5 

GGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCG 

GGTGGACCACGAGGTCCATCAGGAGATCGAGACCAGCCTTGCCAACATGGCGAAACCCTG 

TCTCTACTAAAAATACAAAAATTAGCCAGCCATGGTGGCAGGTGCCTGTAGTCCCAGCTA 

CTCAGGAGGCTGAGGCAGAAGAATCGCTTGAACCAGGGCAGCAGAGGTTGCAGTGAGCCG 

AGATCATGCCATTGCACTCCAGCCTGGCAACAAGAGCAAGACTCTGTCTCACAAAAAAAA 

AAAAAAAAAAAAAAAAAAAAAAGCGGCCGCCACCGCGGTGGAGCTCCAATTCGCCCTATA 

GTGAGTCGTATTACGCGCGCTCACTGGCCGTCGTTTTACAACGTCGTGACTGGGAAAACC 

CTGGCGTTACCCAACTTAATCGCCTTGCAGCACATCCCCCTTTCGCCAGCTGGCGTAATA 

GCGAAGAGGCCCGCACCGATCGCCCTTCCCAACAGTTGCGCAGCCTGAATGGCGAATGGA 

AAATTGTAAG CGTTAAAATTTTGTTA AAATTCG CGTTAAATTTTTGTTAAATCAGCTCAT 

T 

>SEQUENCE:8609:prostate_MPM2000-004P6_Table5 

CT A A AG G G A AC AAA AG CTG GGTACCG G G CCCCCCCTCG AG AG TACTTCTAG AATTAATTA 

AGGCGGGATATTGGCGTAAACCTATTACTCATATCTTGCATTAAGCCAATATTGTGCCAA 

TG CTCTACAG ACTG CTCACCTT ATCTG G ACTACAAGTTAAAG ATAACC ACCCTTAAACTG 

TGATACATATTACTACCTTCATGTGAACAAAATACAATATAAAATAAGCTGAACATGTCC 

GTGCATGCCTATTTATAAAAATACTTCTTAAGTATATCTACCCTTGATAACAGATTTTGA 

AGAAATCCTGTTAGAT GATA AAGCATTTGAATGGTACAGTTGATGTAAAAAAAATTCAGT 

TTAAAAGAACATCTGGTTTTACATTAAATGCTTATTTGACATCACAGACACTTGGTAAAT 

AACTTCTTAACCA 
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>SEQUENCE:8610:prostate_MPM2000-004P6_Table5 

TAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAA 

GGCGGGGACCCTCCACTTCTGACAAGGATTGGTCGTGCACGACATGGGTCCCGTTCCGAA 
GGCATGCCTACATGTGG 

>SEQUENCE:861 1 :prostate_MPM2000-004P6_Table5 

ACCCTC ACT AAAG G G AAC A AAAG CTGG GTACCGG G CCCCCCCTCG AG AGTACTTCT AG AA 
TTA ATT AAGGCG G G G G G GTG G G G AG AGTAA AAGTC AGTTTGTTG AG AATTG G AAGTTTG A 
TTTAAGGCAAGTCTTTCAAACAGAGAAAATTTGATTAGAGTTGGGTAAGGATAAGGATAC 
AACTAAGACCATTTGAAGCATCAAGATAAGGATTTTGTGGTGAGTGAGTCAATGCCTGTT 
GATGTTTGTCATTGAGGAGATCTTTAATGAAGTTCCTATAGTGAACAATCAAACCATTTT 

GCTTGGGCAGGAGACTCCTGCAAAAAAAAAAAAAAAAAAAAAAAGGGGGCGCCCCCCCCG 
GGGGGGGACCACAATTCCCCCAAAAGGGGG I I I I I I I CCCCCCCC 
>SEQUENCE:8612:prostate_MPM2000-004P6_Table5 

T AACCCTC ACTAATG G G AAC AAAAGCTG GGTACCG G G CCCCCCCTCG AG AGTACTTCT AT 

AATTAATTAAGGCGGGGTAAGATGGCCAATCTCAAAAGGTTACATACTATATGATTTCAT 

TAATATAACATTCTTGAAGAAACAGAATAGTGGATATGAAGACTATATTATTGGTTGCCA 

GTGGTGAGAGATGATGGAAAACGGTGACTGGCTATCAAAGGGTAAGGATCCTCATGATGG 

AACTGTTCTGTATCTTGACTGAGGTGGTGGTCACATGAGTCTGATTAAATTGCATATAAC 

TAAG CATACAAGTACATGTAAAG GTG GTG A AATCCTAATAAAG TC AATTGTTAATTTTTT 

TTCCATGAAACCTTGTCAACAAATTTTCTTATTTTAATGTTAATTTTTTGATTGTGATAC 

AGATATTCAAAATGTTATTGGGAAAACTAAAGTTTACAGGATCTCTGTTATTTTTTAAAA 

CTG CCTATAAAA 

>SEQUENCE:8613:prostate_MPM2000-004P6_Table5 

AAAG GG AACAA A AG CTA G GTA CCG G GCCCCCCCTCG AG AGTACTTCT AG AATTAATT A A A 

GCGGGGCAGTTGTATTTTTTTAAATAAATATTTTTAACAAAATGAAAAAAAAAAAAAAAA 

AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 

AAAAAATAAAAAATAAAAAAAAAATATTAAAAAAAAAATTTGTATATACCGGCCAAGACT 

TCTATGATAGTGCTCGGTAAGCCAA 

>SEQUENCE:8614:prostate_MPM2000-004P6_Table5 

ACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 

TT AATTAAG G CGGG G GG ATC AAAAC ATAATTGTTTTA ATTCTACAG CTGTAG G AG CTTTG 

TATTGCTGAACTTTCATCTGGAAAAGTTTCACAGTGACATTTTTAAAAGAGAATTTTTTT 

ATCTGCCGAATTCTACCAGTGTAACCTTTTTTCTAAATAAACAATAGTTTTCTCAAAACA 

AAAAACAGTATGATGTAGAGGCAAAAACATGATGAACAAAAATCTAATATATGCCTACGC 

GGGCCCAACATACATGTCACGAGATTGTGCTCATCTTGGCCATCATACCCCACCCCCGTG 

GGGTTTAATAAACCACCACATTAACAACATAAAACCCTGCTTCGCACGAGAAAACACCCT 

CATGTTCATACACCTATCCCCCATTCTCCTCCTATC 

>SEQUENCE:8615:prostate_MPM2000-004P6_Table5 

CTGGGTACTTTGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAAGCGGGTAGGCCTAA 
GATTGTGGGGG CAATG AATGAAACAAACAGATATTCGTTCATTTTGGTTCTCAAGGTTTG 
TTATAATTCTTTA I I I I I ATGGGCTTTAAACCGTCAGAGCTGGGTGGGTCCTCCTACAAC 
AAAATCGTrTGCTCTCTCTTT CCTA GTTAACAGGCTTTCAAATATTAGAAGATCAATGTT 
CTG ACCCC ATTG AAATTTCTCTTTTGTG G AATG AAAAG CTCTG ATTTAACCCATCTTC AA 

GCCTGGTTTGCATATTCCTCTCTCTTCCGGCCATCTTGTCTAGACACACTACACTGAGGC 

CGTGCCCATCGTAAATGATGTTGATACGTTGTCAAAAAATAGGCAAACCAGGCGCGGTGG 

CTCATGCCTGTAATCCTACCACTTTAA 

>SEQUENCE:8616:prostate_MPM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATT AATTAAG 

GCGGGGATAAGAGACTGTGAACCTGTATCTACCTCACAGGGTTAGTACGAAGATTAAATG 

AGATGATTGA ATTAAA ACACATAGTGTAGTTCCTGGCAGATGATAAACATTGTGCTCTTG 

TTACCATTATC I I I I I AAAAAATAAATATCATCATCAACATACTGATTAAGGAGTTTATA 

AAAAGTAATTCAAGTATAGGGGGAAATATTTGCAATTTAATGGGAAGAATTTCATAATTA 

TAGAGAAGAA AGGAT TTGTCTACATTATAGCATGCTGTAGAACTTTCCGCAGTGATAGAA 

ATTTTAGTTCCl I I I I ATCCGGTGTGATAGCCACTAGCCATGTGTACCTATTGAGTATAT 

TAAATAAGCCAGGCAGCTGAGCAACTGAATTGTAGATTTTATTTAAGTTTAGCCATAAAC 

TTAGCAAACAGCTACCATATTGGGCAGCACAGAAGAAATATAGTAAATACAAATTATTTA 
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TAGAATGCTTCTTTTCTGGGTTGCATCTGTTACATTTTTATTGAGATGGGAAAAATACAT 

TTTACATGTTATAACCTGGTTTTATATTTGATTTTAACACGGTCATTGATTACTTTTTTC 

CTGTCTCTC 

>SEQUENCE:8617:prostate_MPM2000-004P6_Table5 

CCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAAT 

TAATTAAGGCGGTGAATCTGTCAATATCTGGATTTTAATCCACACATCTCTGCTAAC 

>SEQUENCE:8618:prostate_MPM2000-004P6_Table5 

AACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGA 
ATTAATTAAGGCGGGATGAGGCCTGCAGGGCAGCCATTGAGGAGATGGCGATTCCATGTG 
CCACCCTAACATGGAGCTCATGGGGCAGGCACTTTGCCAGGGCAGACCCGCTCCAGACTG 
ACTTCTTTGCCCATAACTTGCCTGTACAGTTCAGGCACCACCATATCTGCTGCCTAGACC 
CACAAAGCAAAAGCTTGCTCCAAACACGGTGGCTCACACCTGTCATCCCAGAACTTCGGG 
AGGTGG AGGTG GG AGG ATCGCTTG AACCCAGG AGTTCAAG ACCAGCCTG G ACAACATGG C 
G AA ACCCCATCTCT AC AAAA AATAC A AAAATTAAAA AAAAA A AAA AAG CG G CCG CCACCG 
CGGTGGAGCTCCAATT 

>SEQUENCE:8619:prostate_MPM2000-004P6_Table5 

CCCCCCCTCT AG AGT ACTTTTAG AATTAATT AAGG CG G G CGTG GT AG CTC ATG CCTGTG A 

TATGGTTTGGCTGTGTCTCCACACAAGTGTCACCTTGAATTGTGATAACCCCCATGTGAC 

AAGGGCAGGGCCAGGTGGAGATACTTGAGTCATGGGAACGATTi CCCCCATACTATTCTC 

ATGGTAGTGAATAAGTTTCATGAGCTCTGGTGGTTTTATAAATGGGAGTTTCCCTGCACA 

AGCTCTCTTGCCTGCCGCCATGTAAGACATGGCTATGCTTCTCATTTGCCTTCCACCATG 

ATTGTGAGGCCTCCCTGGCCACATGGAAATGTGCGTCAGTTAAGCCTCTATCCTTTGTGA 

ATTACCCAGTCTTAGGTATCTTTATTAGCAGCATGAGAATTGACTAATACACTCCTATAA 

TCCCAGCATT 

>SEQUENCE:8620:prostate_MPM2000-004P6_Tabie5 

CCCTCACTAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATT 

AATTAAGGCGGGCGCCTGTCTACGTAGTTATTCTGGATGCTCAGGCATGAAAATGGGGTG 

AATCCTGGAGGCGGATACTCGCAAGGAGCCGATATCGCGCCAGTGCACACCAGCCTTGTC 

TACATATGGAGACTCCCTCTGAAAAGATACAATATGCACCATGAAATGTTTACAGTGAGA 

CGGTGTCCCTTTATATTGGAGGAAATTCTACGCCCTGGTAGATATACCTAGATCCACCCC 

CCAAACGGCGATAGTAAACAATATTTAACAGTGTTCATTCTTCTACACAATCTCTCTGTA 

TCTGGTACCTAGGGCCTAGTTAAGTAACTGAATACTGA 

>SEQUENCE:8621:prostate_MPM2000-004P6_Table5 

CCCTACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATT 

AATTAAGG CG G GCAG ATCACG AGGTC AAG AG ATCAAG ACCACCCTG G CCAACATGGTG AA 

ACCCAGTCTCTACTAAAAATACAAAAATTGGCTGGGCATGGTCACGTGGGCCTGTAGTCC 

CAGCTACTTGGGAGGCTGAGATAGGAGAATCTCTTGAACCCAGGAGGTGGAGGTTGCAGT 

GAGCCGAGATTGCACCACTGCACTCAGCCTGGTGACAGAATGAGACTCTGTCTGAAAAAA 

AAACAA GAAAAAA AAAAAATGAGGGGGCCCCCCCCGGGGGGGCCCCCAATTCCCCCTTAA 

GGGGGG I I I I I I CCCCCCCCCTCCCG G CCCG G ATTA A AAA ATTT A ATGC AGTG AGTGTG G 

CAAAGCTTTCTCTCGGAAGTCACACCTTATACCACATCAAAGGACACATACGGGTGAGAA 

ACCCT 

>SEGUENCE:8622:prostate_MPM2000-004P6_Table5 

CT AAAAG G A AC AAA AG CTG G GTACCG G G CCCCC CCTCG AG AGT ACTTCT AG AATTAATT A 

AGGCGGGAGGATTGAAGAAGAAAGAAAGAAAGACAGACAGACAGAAAGAAAGAAAGAAAG 

AAAGAAAGAAAGAAAGAAAGAAAGAAAGAAAGAAAGAGAGAAAAAGAAAGAAAGAATGGG 

AGAAAAAGAAAGAAAGAATTGCCTCTAAGAAGCATGACTGGCAAATGGATAGGAGTGAGG 

CATGCATTATAAAC AATA TTATTTTCAGTATTATTAATCAATGTAATCACTTGACTTTTA 

AACTACATATATAGTTTTATATACATGTATAGTTTATACACACATATATACATATACACA 

CACTTTTAATAAAAAATTATAAAGATTATATAATTGCGGCCGCCACCGCGGTGGAACTCC 

AATTCGCCCTATAGTGAGTCGTATTACGCGCGCTTACTGGC 

>SEQUENCE:8623:prosiate_MPM2000-004P6_Table5 

TACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAAT 
TAAGGCGGGAGGAGTGTATCAATCTACTTATTGTTCCAAGAAGCCTGCCTATrACTAAGT 
TGAAAAAGAAAATATGATCTTATACTTGTGTGAAACAAAAAGCAATCTGCAAAAGGTTCA 
TCCCAAACCTCTATGTGGGTGACTTTCCTGTCATTCATTTTATTATCCAGATAGAGAAGG 
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ACTAGAAAAAGAAACAACAGAAATGTGAGAAAGGAATTTTAAAAGAAAAAAAAGAGGTAG 

AAAAGTAATCTTCCAACAAATATGAGATGAGGAAACAGACATCGNGAAAAATAAAAAAAA 

AAAAAATAAAANNGGGGGGGCCCCCCCCGGGGGGGACCCCCATTCCCCCTTTTGGGGGGT 
TTTTTGACCCCCC 

>SEQUENCE:8624:prostate_MPM2000-004P6_Table5 

CGCGCATAACCCTACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACT 

TCTAGAATTAATTAAGGCGGGCGGATTGCCTGAGCTCAGGAGTTCGAGACCAGCATTGAC 

AACACGGTGAAACCCCATTTCTACTAAAAATACAAAAAATTAGCCCGGCGTGGCGGCGTG 

TACCTGTAGTCCCAGCTACTCGGGAGGCTGAGGCAGGAGAATTGCTTGATCCCAGGAGGC 

GGAGCTTGCAGTGAGCCGAGATCACAACACTGCACCCCAGCCTGGGTGACAGAGCCAGAC 

TCTGTCTCCGAAAAAAAAAAAAAAAAAGAAAAAAGAGTGGGGGCCCCCCCGGGGGGGGGC 

CCCCATTCCCCCTTTAGGGAGTTTTTTTCCCCCCCCCTCTGGGGCGGGTTTTAATAAGAT 

NNTTCATTTGTTCGAGTGGTGTTACCTGTTCTCTCAAGAGGGTATGTATTGGGTGGAGGA 

GCATTATGTATG 

>SEQUENCE:8625:prostate_MPM2000-004P6_Table5 

TACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAAT 

TAAGGCGGGGTGAACCGGCCCAGGTCGGAAACGGAGCAGGTCAAAACTCCCGTGCTGATC 

AGTAGTAGGATCGCTTGAGCCCAGGAGTTCTGGGCTGTAGTGCGCTATGCCGATCGGGTG 

TCCGCACTAAGTTCGGCATCAATATGGTGACCTCCCGGGAGCGGGGGACCACCACGTTGC 

CTAAGGAGGGGTG AACCG GCCCAGGTCGGAAACGGAGCAGGTCAAAACTCCCATGCTCCA 

CCACGCCCTGCTAATTTTGTATTTTTAGTAGAGACAGGGTTTCTCCATGTTGGTCAGGCT 

G GTCTTG AACCTCCTG ACCTC AG GTG ATCTG CCTG CCTCG GTCTCCC AAAATG CTG G G AT 

TACAG G CGTG AG CC ACTGTG CCTG G CCTTTCT A ACTTCT AATA AATAC AATTTAAGTTAA 

AATATTGAACCATTTAACATAAC 

>SEQUENCE:8626:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGCGGGGCCTGATATTCACCCCTTATGTGCCTAACCCTGTTCTCAAAGTATTAAACCCT 

TGAAAAGGTCACTATTGCTAGAAAGTCGTCCCTCGGTGTCCACGGAGGAGATAGGTTCTG 

GGACCACTGCAGAAAGCAAAGAGCGAGGATGCTCAAGTCCCTGATATAAAATGGCATCAT 

ACGAGCACATCACCTATGCACTTCCTCTCTCATGTTTTAAATAATTTCTGGATTACTTGT 

AATACCTAACACAATGTAAATGCTGTGTGAATAGTTGTACTATGTTGTTTAGTCACTAAT 

GATAAGAAAATCTACAAGTTAGGTATAGATGCAGATTTTTTCATGAATATCTTTGATTCA 

TGGTTGAAGCCAGGGGTGAGGAACCCACAGACACAGAGGGCTGTGTGTCCTTTTGAAAAG 
AATA 

>S EQ U E NCE:8627:prostate_M PM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AAGTATAATTGCTAAGAGTAGCAGAATTTTGATTTATTTTATTTGAATGGAAGTTTATTA 

ACACTCATCCACAGATACACTTATGTAATTAAGTTTCTGATGATGAACCAGCACAATAGA 

CAGCCACTACTGCTCATTCTCGCTTCATTTCCTTTTTCTATTTGAAAAGTTGCAAAAGAA 

GCTGAAAAAAAAAGGGGGCCCCCCCTGCGGGGGCCCCCCATCCCCCCTTTGTGTGAGGAT 

TTTACCCCCCCCTCGTGGGCCTTTTTTTAAAGNNANAAAAATTTCTCACAAAGGGTTTGA 

A ACTTT AAAAA AT AAATG G GTTAAG CN N A AAAA A A A A AAA A AAA A AAA AN NGGGGGGCCC 

CCCCCGGGGGGGGACCC 

>SEQUENCE:8628:prostate_MPM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAG 
GTGGGGGGTTTGGGAAGGAAAGAATGTAATATTATGGATTTAGCCTTAGGCTTTAAGTTT 
TAG G CTG G C AA AAG AAATGTTATTC AGTG G GTTTG AG GTTTG G ACTACTTTCTTC AAACT 

TAGAGAATTATAACAGGATGGTGTTTACTTTGTTCACCTGGATGTCCCCAAGACTCTAGC 

TTCTTCTATCAGTGGTTGGTCTGATAGAAGAGGTAAAAATTGCTCTTGAAAATGTCCTAC 

AAT1TATGCAGTTTCTTTGATAATATTTTTCTGTTCAAATCCCTGCTTCTGTTTTTGGTC 

TGTTACCTAAATATAGTTCAAGTTTAATTCTGTAAGAGCAAAGAAATGAATTTGATGAGG 

AAATTAAGCATCCAATGGAGGATTGGTCTTGAAGACCTTAAAGGTGCTTTCCAACCTGCA 

CTG CTCCAGTG AA ATGTGGTACTTTTTTCTTTTTAA AG CAACCA 

>SEQUENCE:8629:prostate_MPM2000-004P6_Table5 

GCGCGCAATTAACTTTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 
TACTTCTAGAATTAATTAAGGCGGGGGGCAGGCAACGTCTCTACACAGAGCTGCTGCCAC 



Table 7 
2868/3129 



ATGGCTGGGAAGGACTCAGATCCGGTACATCCACTGATCTGCCGCCAAGTGTGAACCCTG 

AGGTCAGAACAACTGAACTTGGATGAGGAGGGGGATACCTGTGTACTGTAGTATCAGGTT 

TATGAGTACCTACAAATTCAAATCATTTTGCATCCTTCAATACATTTAATTTCCTCAATA 

AACCTGTGAGAATCATTGGTAGCTCAATTTTACAGGTGAGAAAACTGAGGCTCAGAGAAA 

TAGCTTGCCCNCTAAATAAAAAAAAAAAACAAAAATAAGGCGGCCGCCACCGCGGTGGAG 

CTCCAATTCGCCCTATAGTGAGTCGTATTACGCGCGCTCACTGGCCGTCGTTTTACAACG 

TCCTGACTGGGAAAACCCTGGCGTTACCCAACTTAATCGCCTTGCAGCACATCCCCCTTT 

TCCC AG CTG GCGTAATAG CG AA A AAG CCCG C ACCG ATCG CCCTTTCC AACAGTTGCG C AA 

CCTGAATGGCGAATGGAAATTGTAAGCGTTAATATTTTGTTAAAATTCGCGTTAAATTTT 
T 

>SEQUENCE:8630:prostate„MPM2000-004P6_Table5 

ACCCTC ACT AAAG G G AAC A AAAG CTG GGT ACCG G G CCCCCCCTCG AG AGT ACTTCTAG A A 

TTAATTAAGGCGGGGGAAAATATTGACGAACTGGTCATATGACATAGGAATGATATATAG 

AATATACAATAAACTCAGACTAAATAGTAAAAAAATACTTGTAATAAAGACTAGAAATAA 

ATGCCATTAGAAAATGGGTAGGCACGGAGCAGTGGCTCACGCTTGTAATCCAAGCACTTT 

GGGAATATGAGGCGGGAGGATCACTGGAGCCCATGAATCTGAGACCAGCTTGCGACATGG 

CAAAACTGCACCTCTATAAAAAATACAAAAATTATCCAGGTGTGGTGGCATGTGCCTATA 

GCCCCAGCTACTCAGGAAGTGAAGGGATCGCTTGAGATCAGGAGAGGTCGAGGCTGCAGT 

GAGCCATAATCTTGTCTATGCACTTCAGCCTGGGTGACATAGTGAGACCCTGTCTC 

>SEQUENCE:8631:prostate_MPM2000-004P6_Table5 

AAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGGAGA 

GGCTGCCTGCTCTCTAACGGATGATTCTCATTTGTCCCTTAAACAGCTGCATTTCTTGGT 

TGTTCTTAAACAGACTTGTATATTTTGATACAGTTCTTTGTAATAAAATTGACCATTGTA 

G GTAAAAAAAAAAAAAAAAAA AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA AG G 

AAAAAAAAAAAAAAAAAAAAAAAAAAAAAGGCGGCCGCCACCGGGGGGGAGCTCCAATTC 

GCCCTATAGTGAGTCGTATTACGCCCGCTCACTGGCCGTCGTTTTACAACGTCGGGACTG 

GAAAAACCCTGGCGTTACCAAACTTAATCGCCTTGCAGAAAATCCCCTTTTCGCCAGCTG 

G CGTAATACC AAAAAGG CCCGCACCG ATCG CCCTTCCAAACAATT 

>SEQUENCE:8632:prostate_MPM2000-004P6_Table5 

TCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAA 

TTAAGGGGGGGGCTCGTAGATGTGCTTACACACAAACATGTCAGTGCTCCTCAAAGTAGG 

G G CGATGG ACT AATGTAACACCTTCAT ACCTAATG CCGTCCTAACCTATCTTAATG AAAG 

GAGCATCCTATCCGGGACCTATACCGACACATTCCATCGCCCATGTACAGGCAAGAGACT 

GATGCCATGCTTTGGTGTCAACTGCATGATGCATTACTTTCTATCTTACTAAGGCTCCTA 

AGCACAGACCCTTTACGGGTGTCCGGCTGGTGGAACGGTCAGTGCCTTTCCCTTCCCTTA 

TGCCATATTTAACTACTATCTCATGGAGAGAAACATCGCACAATACCTGGCTTTCCTAGG 

CACACGTTCCTGCCGCCTTCCACAATTTTTGTGTCCCTGGGTACTTGAGATTACGGAGTG 

GTG ATG ACTCTT AAGG AG C ATG CTGG CCTC AAG CATCTGTTT AAC AAAG C AC ATCTTG C A 

CCACCCCTTAATCCATTCAACTCTGAATTGACACAGCACATGTTTCAAAGAGCACGGGGT 

TGGGGGTAAGGTCATAAATTAACAGAATCTCAAGGCAGAAGAATTT 

>S EQU ENCE:8633: prostate_M PM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAG 

GCGGGGGTTGCAGTGAGCTGAGATCACACCACTGCACTCCAGCCTAGGCGACAGAGTGAG 

ACTCCGTCTCAAAAAAAAAAAAATTTAGGCTGGAATACTTATTGGGGATCTTTGTTGTTC 

AATACAGTAACCACTAGTCATACACTAGTTTGTATTAAATAAACTACTATTAAATAAACT 

AGTTTTAAATTTCATAGTAATGAAATTTAAATTTATATTTATTAGGCCGGGCGCGGGGGC 

TCAAACCTGTAATCCTAGCGCTTTGGGAGGCCGAGGTGGGAGGATTGCTTGAGGCCAGGA 

TTTCAAGACCAGCCTGGGCAACAAAGTGAGACCCCTGTCTCTACCCCCCCAAAAATATAT 
GAAAATGATCATTTCA 

>SEQUENCE:8634:prostate_MPM2000-004P6_Table5 

TAA AG G G AACA A A AG CTG G GTACCG G GCCCCCCCTCG AG AGTACTTCT AG AATTA ATTAA 

GGCGGGGATGTTCTGTAGTTGAAAATGTTAGTTGTCTGCTGGCACAGAATTTATCTCGTT 

CCTTTCTCTCCCTTCTCTCCTCCAAATCAGTCTCTTCCCTTCTCCACTAGATAACTGTAA 

AACCTTTTCCTGGGGTACATACATTCGTTAACTCTTGGGCAGTGGTGAGCACGAGATGAC 

TTTCTGCAGCGTTTATCACTGTTGGGTGGAGTCACGTCCCTTCCCTCCACCGAAGTCATC 

AACCAG ATAG G G AAG GG AAAG ATG AGGCCCAG AAAACG AGTTCAAACTCT AG GTCTTGTA 
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CACGTATGTAAGTAAATGTCAATAACCCAAGCCTTTGTCATAGCAGTCACTTGGTTGACT 

TAGGATCTGGGTCTGTTGAATTTTGTGCTTGGGAATGG 

>SEQUENCE:8635:prostate_MPM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAG 

GCGGGGGGTGGGGCTGGCAGGGAATTAGAATTTCTCTCTCTCTTTTAATAGTTTTATTTT 

GTCTGTCCTGTTTGTTCATTTGGATGTTTTAATTTTTAAAAAAAAAAAAACTTTGCTGAT 

ATTTATAATTTTGTATCATAAAAATGTTTTCCTCTACAGTATTTGTCATGCCAGTTTATA 

AC AAAA AAA AATG C AG G G ATTTTATTTTTATTGG AAAC ATTAC AG CTATGTTTTACTTTT 

GGACAMATTTTTATTTGTATAGAG GGCT TACTAATGTTAAATAGTTCAAAGTTTATAAC 

ATTTACTTT AAG G ACTCATGGTAG GTTTTAG GGTA AG G AGTTTA A AG G A A ATAAATTTTC 

AAACTGGGTCTCATTGCCAATTTTGGTGGAAATGAGTTTGTGTCATTTCAATTACAAAAA 
TAAAAGTT 

>SEQUENCE:8636:prostate_MPM2000-004P6_Table5 

TAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAG 
AATTAATT AAGCGGG AGG G CCG CAG G AACTG AG ACTG CC ATTCAGTAAGCGCTCA ATTTA 
TTCTTACCAAAGTG TTTG CTTAATGAGTAAATCTCCCAAACCATGTATACATTTAATTTA 
GAAATAAACTGTACTTTTCCTAAGCCCAAAAAAAAAAAAAGATAAAAAAAAAAGATCCGC 
TAGA ACAAA AGAGAACAAAATCACCTTGTGCAACATTTGGAGACCCTGCCTCTACCGAAA 
AAAC l l l l l AAGCCGGGCGCAGTGGCTGACGCCTGTTATCCCAGCACTTTGGGAGGTCCA 
GGCGGGTGGATCACCATGTCATGAGATCAAGACCATCCTGGTTAACACGGTGAAACCCCG 
TCTATACTAAAAATACAAAAAAAATT 

>SEQUENCE:8637:prostate_MPM2000-004P6_Table5 

AGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGA 

GTACTTCTAGAATTAATTAAGGCGGGCTATAAAAGAATTGCACGTATGAGAAACCTATAT 

TTCAATACTGCTGAAACAGACATGAAATAAAGAATTTAAAGAATGAAAAAAAAAAAAAAA 

AAAAAAAAAAATAAAAATTAAAAAAAAATAAAAAAAAAAAAAAAAAAAAAAAAATAAAAA 

AAAAAAAGGTTAAAAAAAAAAAAAAAAAAAATATAAATTGGGGGCCCCCCCCGGGGGGGA 
ACCAAA 

>SEQUENCE:8638:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGCGGGAGAATCACTTGAACCCGGGAGGTGGAGCTTGCGGTGAGCCGAGATCGCGCCAT 

TGCACTCCAGCCTGGGCAACAAGAGTGAAACTCCATCTCAAAAAAAAAAAGAAAAAAAAA 

AAAATTGGCCCATGGGGGAAAAATAAAATCATATAGTGAAAACTACGGCCAAGTACAGGG 

GCTAATACCTGTAATCCCACCACTTTGGGGGGCCAGGGCGGGCAAATCATTTGACCACAG 

GATTTCAAAACCACCCGGGGCAAAATGGAAAAACCCCGTTTTTCCNNNNNANANAAAAAA 

AAAAAAAAAANGGGGGGCCCCCCCCGGGGGGGGCCCCAAATCCCCCCTTAAGGGGGGTTT 

TTACCCCCCCCCCCCGGG 

>SEQUENCE:8639:prostate_MPM2000-004P6_Table5 

TGATTACATGATTACGGATAGAGTGCACCGTAAGCTCCTACCTAAAGGGAACAAAAGCTG 

GGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGTGGATCATAAAG 

TCAGGAGATTGAGACCATCCTGGCTAACACGGTGAAACCCCGTCTCTACTAAAAAATACA 

AAAAATTAGCCGGGCGTGGTGATGAGTGCCTGCAGTCCCAGCTAATCGGGAGGCTGAGGC 

AAGAGAATGGTGTGAACCAGGGAGGTGGAGCTTGCAGTGAGCCGAGATCGCACCATTGCA 

CTCCAGCCTGGGGACAGAGCGAGACTCCATTTCAAAAAAAATAAATAAATAAAATAAAAT 

A A AAT A AAA ACTG CT ACTTATCTACAAG CC AG AAC AG A AAC ATAATTTTA A AATG GTTAC 

AATCTAGCACCAGAGGCCTCAAGACAATTCTGGAAACTAAATAAAAAGGGCTAATGGAAC 

TGCAACCTACAGCTTTCCCCATTACGGTCTTTGCATTCCTGAGACTGAAAAAAAAAAGTT 

ACATCACTATATGCGATTTGTCTGAGTGAAGGAGGAAAGGGAACTCATCAAGCATTTAAG 

CAGGTATAAATAGTAGTAACTAGGTTAAT 

>SEQUENCE:8640:prostate_MPM2000-004P6_Table5 

AAAG G G A AC AAA AG CTG G GT ACCG G GCCCCCCCTCG AG AG T ACTTCT AG AATTAATT AAG 

GCGGGCACCTGTCATCACAGCTATTTGCGAGGCTGAGGATAAAAATTGCTTGAACCTGGG 

AGGCGGAAGTTGCATTGGGCTGATATCACACCAATCCACAAGAATCCGTCTCAAAAAGAA 

AGAAAGAAAGAAAAAGAGGTCACAATGCCTACTCTTTTAAGTTCTTACAATGTTGTTCAC 

AGGCGAGACGTACTCATGCAACCTTCATCCAAGCTCCTGGAACACTGCTTACGCCTTCAT 

CCATGCACTGGCTAGACTCTACCTTATAACATAATTGTAGCTGTACGCCCTGTTACCTGT 
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GAGTTCCTTCCTTCCTACACATGCATGAAAACCAGAAACCCTCCAATCTAAAAGAGGAAA 
CCCACCAACCAACCATGTGGACAACCTCAAAATGAAGGCCGTATTTGAGGGCAGTGACT 
>SEQUENCE:8641:prostate_MPM2000-004P6_Table5 

ACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 

TTAATTAAGGCGGGGGAGGTGGTATGTGGCTGGGGACAGGGGTACATGGTAACTCTTTGT 

ACTTTCCACTCAGGGTGGATGCAAACCTAGAACAGCTCTAAAAAATAACTGCTATCAATC 

TCAAACAGCCCTCCCCAAAAGGGTCAATGATGGGAGATGGAAGAGGATATGAACCGCTCT 

ACAAAGCTTCAGTGTGAGAGGATCGAGCCATTGAAAGCTCATTACCAGTAGGACATAATT 

TTTGGCTCTCCCTATTCACAACCAGTGCACAGTTTGACACAATGGCCCTAAGTTCACAGT 

GCACCATGTCACTGTGCTATCCTACGAAATCATTTGTTTCTAAGTTGTGTTTATTCCTGG 

AGTGACATGCCACCCCGAATGGCTCACTTTCACTGAAGATGCTGTCCTCTGAT 

>SEQUENCE:8642:prostate_MPM2000-004P6_Table5 

AACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGA 

ATTAATTAAG G CG G G GG AGTC ATTCCC AG G AATTT ATG ATG CT ATGTTTG AT ATTG AAAG 

CATAGTGGACCCTTCCAAGGCCTGGGGATAAGTGAAAACACACATTTATGTTGCAGCCTT 

CACAGCGCAGGCAGCTGCAGAGACTTTGAGTGAAGTAGCCTATGAGGATTCTTTAAAGAA 

TCCG TATTGAATTTGTGTGGTATGTCACTGATAAAGAATCGTAATGGGTATATTGATAAA 

T TTTAA AATTGGTATATTTGAAATAAAGTTGAATATTATCTTTAACATTACGCCCCAACC 

CTTTTACATGGGCGCCCCCCCCTTGGGTATGGCCATCTAACCTGGACGTATAATATTTTA 

TCCCGGGAATGTTGTCAGTTTTTCAATAAACTTGATATGGAGCATTTAGATTGCTTCTAA 

I I I I I G 

>SEQUENCE:8643:prostate_MPM2000-004P6_Table5 

CCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAAT 

TAATTAAGGCGGGAGGAGATAAATGGAAGTATACTGATGTAAGACTCTTATACTATACAT 

GAAGTGGTATAATATCACTGTGATAAGTGATAAGACTGTGAGAAATTGAAGTGTATACTT 

TGAACCTCAAAGCAATGAAGAAAATAGCAAAACAAAGAATTTACAGCTGATAAGCCAACA 

AAGGCAATAAAAATTAATCATTAAAAAATACGCAATCCAGAAGAAGGATGTNAATAAAAA 

AAAAAAAAAAAAAAAAAAAGCGGGCCCCCCCCGGGGGGGGCCCCCAATTCCCCC 

>SEQUENCE:8644:prostate_MPM2000-004P6_Table5 

GGACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGG 

G GG CAGGCCTG CG G ATGC ATG A AATAATGTTG G C ATTATTTTTTAA I Mil l I AAAAAAT 

AAATGGTATCTTATTAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 

AAAAAAAAAAAAATGAAAAAATAGATAGAACCTGAAAAATAAAAGGCTGAAAGTGAGCTG 

AGATCATGCCATGGCAGTCTAACCTGGGCAACAGAGCGAGACTCTGTTTCAAAAAAAAAA 

AAAAAAAAAAACTAATTAGTCAGTATTCTGCTACTCAAACAAATGAGCTATTTGGATAAC 

AAAGCATACCCAGTGGTCTGCTATTAAACCAGCTCTTTGTGTGGGAAGGGACAAATAAAA 

AAATTCCCAAATTTGTAGCATTTGTTGACTTCCATGGTGTAAATACTCCCACATGGCTGA 

TTTCAGGC 

>SEQUENCE:8645:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 
A 

>SEQUENCE:8646:prostate_MPM2000-004P6_Table5 

AAAAGGGATCACAATCTGGGTTCGCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGCGGGGTCGATATCTTGGAGTGAACTGGCTGAGTTATATTGTGGGTATGTGTCTAACT 

TTTAAGAAACTGACAAAGTTTTTCCCACCAGCAGTGTATATGAGTTTTAGTTTTTTCATA 

TGCTTGCCAACACTTTTATGATCACTCTAGAATTTTAGTTATTCTAGTAAGCGTGCAGTC 

GTATCTCAT TGTG GATTT AATTT ACATTTCTCTAATAACTGATGATCTTGATCATGTTTT 

CCTGTTCTCTTTTGTCATCCATGTATCTTGTTTATTAAAGTCTATGTTCAAATCTTTTGC 

CCATTAAAAATGTTTATTATTGCCGGGCGCAGTGGCTTACGCCTGTAATCCCAGCACTTT 

GGGAGGCTAAGGCGGGCTGATTGCCTGAGCTCAGGAGTTTGAGACCAGCCTGGGCAACAA 

GGTGAAACCCCGTCTCTACTAAAATACAAAAAATTAGCCTGGCATGGCGGCTGCGCCTGT 

AATCCCAG CT ACTTG G G 

>SEQUENCE:8647:prostate_MPM2000-004P6_Table5 

TAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAG 

AATTAATTAAGGCGGGGTATAGATAAAATAGTGCTAGCTATGACTTCATAATTTTGAAAG 

CTGAGTGAAGAGTCCATGGGGATTATTATACCATTCTCTGTATTTTAGTATATACATGAA 
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AATTTCCATGGGAAAAGG I I I I I I I I AAAACGTAGTTTGAAATTGGCAGAATTTCTGGGT 

TACTGGTAGATGCAGAAACAAATCCTCTTTGGAGGAACTCACATCCATGCCTCAGAGCAT 

CCCCACAAACAAAAATCTTCCTATGATCATGAGCTCACAACCAAAACATCACAAAGCACA 

TAAAAAATAAGGCACTATGAGTGAAAGACAGCAAANNAAAAAAAAAAAAAAAAAAANGGG 

GGGCCCCCCCCGGGGGGGGCCCCAATTTCCCCCTATTGGGGGGTTTTTCCCCCCCCCCC 

>SEQUENCE:8648:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 
AGGCGGGCTTTCGGCCAATCAGGGATTAGTTTAGTCATAGAAGTCTGTATTTTAATGGTT 
TTG AAAAGCTG AGTACTG G G CACTTGCTTTTTTGTG CTTCG G G ACTCT AG AAGTTTGG AG 

AACAATATTCAGCAGTTGCCTAGTAGCTATGTGGCCTGATGCAGAGGTCCTCTGAGAACC 

CATTTCTTCCTTACTGCACTAGTCTTTGGTCCCCTTTCTCCAGCACTGAGTGATGTGGAA 

GTTACTCAGAGGTCTTTCCAGGTATTCTTTTAAACTTTTGAAGTAGGAACAAAATTCATA 

GTGCAGTTATACTAACACGCTATTCATTCTATTGGAGTGACACTGTTTTTCCTTCTCCCA 

TTCGGATCAAAATGGCAATTCCTATGTTTTACCC 

>SEQUENCE:8649:prostate_MPM2000-004P6_Table5 

ACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 
TT AATT AAGG CG GG G ATTATAAGTCAAG G ACCA AGTTC AG AT ACTTG AG AC A AAGTG G AA 

AGTCTCAGCATATGGAAACAAGGCCTTGGAGGAGACCATGGACATCACCAAGTTCATGTG 
CTGGGCTGGAAAGAAAAGCCTGTTGATTTTCACTTGCTGTGCATTTATTCATCCATTCCA 
TTGCCTCAATGCTGAGAACAGTG CCTGAC ACATAAAAGATGCTCAATAAATATGTTAAAG 
GTNNNANNNAANAAAAAAAAAAAN I I I 1 i I I AAAAAAAAAAAAAATTAATATAAAAAAAA 
AA 

>SEQUENCE:8650:prostate_MPM2000-004P6_Table5 

TAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAA 

GGCGGGCAGATCACTTGAGGTCAGGAGTTCAAGACCAGCCTGGCCAATATGGTGAAACCC 

CATCTCTACTAAAATACAAAAATTAGCTGGGCATGGTGGTGTACACCTGTAATCCCAGCT 

ACTTGGGAGGCTGAGGCAAGAGAATCGCTTGAACCTGGGAGGTGGAGGTTGCAGTGAGCT 

GAGATCGCGCC ACTG CATGCTAGCCTGGGCGACGGAGAGAGACTCTGTCTCAAANNAAAA 

AAAAAAAAAAGGTTTTGGAAACCAAAATCATTGGAATTTTGGTTTTTAAAAATTTTGGCC 

CCCCCAAAAGGGCCCTTAAGGGCCCCGGTGAAAAATTTTAAAACCCCCGGGGGAAATTTA 

AAAGG GGGC CCAAAAACCCAAAAACCCTTTTGGGGGCCCTGGGTTTTCTTAGGGGCCCTT 

AAGGGTTTTAGGGAAATTCCCGCCGGGGGGACCCC I MIN I I GGGCTTTT 

>SEQU E NC E:865 1 :prostate_M PM2000-004 P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

ATAGTTTAGAGCAAGAATAATGCCATTGCCTTGGTAAGTTATTTAGGGAAGTATTTTATA 

CCCAGGCCCTATAATCTCCAAGTCTGAGAATCACAATTTTGAGCCCTTTTCCTTCAAAGG 

A ATTA ACAAATAGGTAATTGTCTTTTTTAGTACTCATTATTCAGGTTTATTGGTCTTATG 

GTTTTATAAATTGAGAGTATTCTCTCCACTTGAGAAATGATTTTGTAAAGTCTGTTTTTA 

ATTTCATTAGGTTACACTTGAGACTTCTTTGTGAAGAGCTTAACATTTAGCTGTTAAAAC 

TTGAGGAGGTGGCCGGGCGCGGTGGCTCACGCCTTGTAATCCCAGCACTTTGGGAGGCCG 

AGGTGGGCGGATCACGAGGTCAGGAGGTCGAGACCATCCTGGCTAGCACGGTGAAACCAC 
GTCTCTA 

>SEQUENCE:8652:prostate_MPM2000-004P6_Table5 

AGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGC 

GGGCAAGTAGACCAGACACTCGTAATCCCCGATCTCTGTCATTCAACTGCTATTGCAATG 

ATTTAAATCAGGACTCTTGTCCCTATGGGAGCTAGATTAATTCTGGATCGCCCCTTATTC 

TCAAGGAACAGCCTTTCAGAGTCCCAACCAAATGCCAAGGAGTGTTAATAAAGGTCCTTC 

AACGTGGCAGGTCCTGACTTCAATTTCTGTCCCCACCCTTGTGAATCTGGCAAGAGCTCT 

GCTGAGAAACTTAGATAAACCTCCATTCAAACAAGCAGTCTTCCACTGCCAGAAAGA 

>SEQUENCE:8653:prostate_MPM2000-004P6_Table5 

AGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGA 

GTACTTCTAGAATTAATTAAGGCGGCGGTGGGGGTTTGAACTCATATGGGTGATCAATCG 

GACTCTTGGAGCGTGAAAACTGTTTATGACCTTCTTGCAGAAGAGACACGAAGGAAGGAT 

CATGACGAGAACTCCAACATGAACCACTTAACAAATACTGTTGACCGGGATTCCAAGCGG 

GATTCCCTTGAGGAGGGGGAGCTGGTAGATCACCGCGTGTACATCACAATATGGAACTCC 

CCGTGTAGACGAGAAGACTCTATCGGAAGACCGAGGAGACTGAAGACGATTCTTTGGCCA 
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TCAAACCACCCCAGTCTATGTCTCGATACAAAAACAAAATTAACCGGGCGTGGTGCGGGC 
GCC 

>S EQ U E N CE :8655:prostate_M PM2000-004P6_Table5 

AGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAAGC 

G GGTG CCTGTAGTCCGTAGTG CCCAGCTACTCAG G AG GCTG AG GCAG G AG AATCGCTTG A 

ACCTAGGAGGCAGAGGTTGCACTGAGCCGAGATCGCACCACTGCATTCCAGCCTGGGCGA 

CATAGTGAGACCCCATCTCAAAAAACAAAAAAAAAAGAAACTTGAAACTGATGGTTTGGA 

ACGAATAAAACTTGTAAAACTTAAAACAAAAATGGAGAAGAAAGTAATTTACCCATGTCA 

GCAGTAAAATAGAATAAAAGGACTGTCACTACAGACCCTATAGGCTTTAAAAAGATAATG 

GGAGAATGTCTTTAACAACTTTATGTCAAGAAAGCCAACAAATTTGATCTGAATATATAG 

ATTCCATAAATATCACAGCTGACTCAAAAAGAAATTAAAAACCTAAATAGCCCTGTTTCA 

ACT AG A AAA ATTTAATTC AT A AT AAA AA 

>S EQU ENC E :8656:prostate_M PM2000-004P6_Table5 

CTAAAGGGAACAAATAGCTGAGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATT 

AAAGCGGGGGAGGTGGAGGTAGGGCCTGGAGTTTCAAGCTTCAGCCATGCGTAGACTAGT 

CATCTTCTGGTGTGTGACTAGAACAGGGCTTGTTCCCTCAAGCTTCAGCTGTGCATAGAC 

TG GTC AG ACTCCGT AGTG ACT AG AG C AG GC AGTCTTCTTTAG C AG C AG CTTG ATCTCATC 

TCAGGATGAGTTGGATGATCTGGGTCCTGCTGGCTTGTCTACTTGTCTTGAGCTGCCAGT 

TTCAGCTGACTGTGGTGGATCTAAGGCACAACACCTGCAACTTTAACAGCAGCGGGACTG 

AACAAGATTACAGTATAGGGCTTATATTGTATGAGTCTTAGAGAAGTTGGATTCTACATA 

GCTGGTGGCCTTGTAGCTGTGTCAAAAAAA 

>SEQUENCE:8657:prostate_MPM2000-004P6_Table5 

TAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAA 

GTTGACAAACCTAAGACTCACAGACATGAAAACACAAATCATCGTGTCAGGAATGAAAAC 

AAAGAGAACACTACAGATTTTGCTAACATTAAAAGAATAACATGGGAATAATACTATGAA 

CAATTCTGAGTTCATAAATTCAACTTAAAAGAAACAGATCAACTCCTCAAAACTACAAAC 

TACCAAAACTCAGTCAAAAAGACAATCTGAAGAGTCCTATAACTACTACCAAAATTGATT 

TTCTAATCAAAAGCTCCAAAAAGATAAAGCTCAAATGGTTTTACCAAACAATTCTAATGA 

ACATTTAAAGATGAATTTAAACCTATTTTACACATTCTCATCCAGAAATAGAAGGGAACT 

CATTTTATGGAGGCTGGTATTATCCTGACACCAAAACCAGATACTGT 

>SEQUENCE:8658:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGCGGGGGTTGCATCTAGCTTAGATCACACCACTGCACTCTAGCCTGGGCGACAAAGGA 

CGACCTGAACCAAATGAGTTATGAGTCCTATGGGCGTAGTCCAGATTGGTATATCACCTT 

ACATCTTTCTATGACTTTGAGGATTTTGTCTTAAAAATGCATAACTGGCCACGCCCAGTG 

ACTCATGCCTGTTATTCCATCACTTTGGGGAGGCTAAGGCCAGAGAATCACTTGAACCTG 

G G AGGCAG AGGTTGT ACCG AG CCG AG ATCACGCCATTGCACTCCAGCCTG G GCG ACAAGT 

GTGAGA CTCTG TCATAAAAAATAAATAAATAAAATAAAAAATAAAAATGCATAATAATTT 

TATATTATTTTTCATAAAAGGACCTTTTAAATTTTGACACAAACATATTTTAAGGTACTT 

ATCAG 

>SEQUENCE:8659:prostate_MPM2000-004P6_Table5 

CGCGCAATGTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 

T ACTTCT AG A ATT AATTAAG G CG G GGCTTGC AGTG AG CTG AG ATCAG G CCACCG C ACCCC 

AGCCTGGGCAACAGAGCAAGACTCCATCTCAAAAAAAAAAAAAAAAAAAAAATTTCCCCC 

GGGGGGGGGGGGCCTCCCCGATATTCCAACCTCCCAGGGGGGGGAATCAGGAAAAATCTT 

TTAACCCGGAAAGGGGGGGGTCCGGGGAACCCAAAATAAGCCTTTGGCCCCCACCCGGGG 

GAAAAAAAAGAAAACCCGGGCCTAAAAAAAAAAAAAAAAAAAAAAGGGCCCCCCCCCGGG 

GGGGGCCCCCAATCCCCCCTTAAGGGAGGGTTTTTCCCCCCCCCCCCGGGG 

>SEQUENCE:8660:prostate_MPM2000-004P6_Table5 

CCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAAT 

TAATTAAGGCGGGAGAAAGAATTGGTGAGCTTGAAGACAAGCTATTTGAAAATACACAAT 

CAGAGTAGACAAAAGAAAAAAGAGTAAAAACAATAAAGCAGACTTACAGGATCTAGAAAG 

TAGACTCAAAGAGACAAATATAATAGTTATTGGCCTTAAAGAGGAGGTAGAGAAAGATAG 

AGGTAGAAAGTTTATTCAAAGAAATAAAATGGAGAATTTTCCAAGCCTAGAGAAAGATAT 

CAACATCCAAGTTCAAGAAGGTTTAACCCAAAGCAGATTTAATCCAAACAAGACTAACTC 

AAGGCATTTCATAATCAAACTCCCAAAGGTCAAGGATAAAGAAAGGATCCTAAAAGTGGC 
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ANANNAAAAAAAAAAAAAAAAAAAAAAAGGGGGCCCCCCCCGGGGGGGGACCCCAATCCC 
CCCTTAGGGGGGG 

>SEQUENCE:8661 :prostate_MPM2000-004P6_Table5 

GGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGG 

GTATGGTACATTTGTTATAATTGATAAACCAATATTGATACATTATTGTTAACTATAGTT 

CATAGTGCTATGAACTATATTATTGTGTTGTACGTTCTGGTTTACATTCTGTATCTGTTG 

TACATTCTGAGTTTTGATGAATGTATGATGACATGTGTCACCATCATGGTGTCATATAGA 

ATGTTCACTGCCCTAAAAAAAACATTATCCTGGATTACAAAAAAGCGGCCGCCACCGCGG 

TGGAGCTCCAATTCGCCCTATAGTGAGTCGTATTACGCGCGCTCACTGGCCGGCGTTTTA 

C AACGTCGTG ACTG G G AAA ACCCTGGCGTT ACCCAACTT AATCG CCTTG 

>SEQUENCE:8662:prostate_MPM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAG 

G CGG G AAAAACAAACCAAAAAGG AAATAAG AAAAGG C AG AC AAAATG G ATG AAAG AG AAT 

TGTAAAAGACAATTGGAATCTATAAAAAGAATCAAATGGAAGTTCTAAAATGTCACAATA 

CAATACTGGATTTAACAGAAGACACGATTGATAAACTTGAAGAAAGTTCAATAGAACATA 

TCC AAAG TAAAGCACAGAGGGAACAAAGAAAGGAAAACAGCAGAACAGAATATGAGACAT 

GAGTTTTATAAAGTCCCTAGAGGAGAAAGAGAATAAGAGAGAAGCAGTATTTGAGGAAAT 

CATGGCAGACAATTTCCCAAATTTGATGAAAACAAATCCACTGATTCAAGAAGCTCAGCA 

AAATCTAAGCAGG ATAAATACAAAG AAAACTATAGCTG AAAACATC ATAGCTG GTCAGGC 

ACAGCAGTTCACACCTGTAATCCTAGCAATTTGGGAGGCCAAGGCAGGCAAAGCGTTTGA 

GCTCAGGAGTTTGAGACTAGCTTGGCCAACATGGTGAAATTCCATCTCCAAAAAAAATAC 

AAAAATTAGCCAGGTGTGGTGGCACATGCCCATAGTCCCAGCTACTTG 

>S EQ U E NCE:8663:prostate_M PM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAG 

GCGGGGAAGGGGGCAGTTGTACATGCCCCTCTAATTCTCACATCATCTCACACAACCCAA 

GCTCCATTTCCTCAGAAAGCCTTCTGCTGCTCAGGTAAGAAAAACCCAAGGCCATTGTGC 

CATCCAGTACAGTGGCCACGAGCCATGTGTGGCTATTAAATTAGCTAAAATTAGAAGCCA 

GATCAGCAGTTGC ACTA GCCTCATTTCAAGTGTTCAACAGCCACCTGTGACTAGGGGCTA 

GAAACAGGAACGCTTTTGGGCCAGGCTCGGTGGCTCATGCCTGTAATGCCAACACTTGGG 

GAGGGCGAGGTGGGTGGATCACCTAAGGTCAGGAGTTCGAGACCAGCCTCGCTAACATGG 

TGAAACCTTGTTTCTACTAAAATAACAAAAAATTAACCAGGCTTGGTGGTGCGCGCCTGT 

AATCTCAGCTACTCAGGAGGCTGAGGCAGGAGAATCGCTTGAACCCANGAGGCAGAGGTT 

GCAGTGAGCCAAGATCGTGCCATTGCACTCCAGCTTGGGCAACGAGAGCAAAACTCCATC 

TAAAAAAAAAA 

>SEQUENCE:8664:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGCGGGGAGGTGAGCTTGTGCCAGAATGTAAACCAACTGTGAAACTAAGCACACTGTTT 

AGTTCAG CTCTTTATTT AG AC AG AAAG ACCTG CTTTA AACATATTAGTTTT AAAAAGTTG 

ACAAAAATTCTATATATGTATTGAGTAAAACATGATGATCTGAAATATGTATAAGCTGTG 

GAATAATAGCTATGAGTTAATAAACACAGCTGAGTGCAGTGGCTCATGCCTGTAATCCCA 

GAACTTTGGGAGGCTGAGGCGGGCAGATTGCTTGAGCTCAGAAGTTCAAGACCAGCCTGG 

GCAACATGGCGAAATCCCGTATCTACCAAAAATACAAAAAATTAGCTGAGCAAACTGGTG 

AGCACCTGTGGTCTCAGCTACCC 

>SEQUENCE:8665:prostate_MPM2000-004P6_Table5 

ACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 

TTAATTAAGGCGGGCACAGTGAGGCTGCCACCTGGTCAGACCTCGGGGCTGACCCTGCCT 

GACAGCATGTGTGAAATCCCTCTTTAAGATGGGCCTCCTCCGAGGAGCTGTGAGGGGTGA 

GGGTGAAATCCCTCCTTAAGACGAGCCTCCTCTGAGGGGCTGTGAGGGGTGAGGGTGAAA 

TCCCTCCTTAAGACGGGCCTCCGGCCGGGCGCGGTGGCTCACGCCTGTAATCCTAGCACT 

TTGGGAGGCCGAGGTGGGCGGATCACGAGGTCAGGAGATCGAGACCATCCTGACTAACAC 

GGTGAAACCACGTCTCTACTAAAAATACAAAAAATTAGCCGGGCGTGTTGGCGGGCACCT 

GTAGTCCCAGCTACTTGGGAGGCTGAGGCAGGAGAATGGCATGAACCC 

>SEQUENCE:8666:prostate_MPM2000-004P6_Table5 

AGGGAACCTATGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGAT 

ATGGGTGGAAAGATATATTAATATACAGTAAAGTTGATTTCAGAATACATAACATTACCG 

GCGTTAAAGGTGGTCACTTCATACTAATACATGGGTTAAATTATTAAAAAAACATAAAAA 
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TCCTAAATTATCCACCTAATTACAGAGCTTAAAATACATAATACAAAATTGATAGAACCA 

CACAGAGAAACAGATGAATTCACAATTATAGTTCGAG I I I I I AGCACCCCTTTCTCGATA 

ACTAATATAAGACAAAATCAGTAAAAATGAAGAAGACGTAAGTAAAAGGCTATCAACCAA 

CTTGTCCCAATTGGCATTTATAAAACACACAACCCAAAAAGAGCAGAATAAATATACTTT 

TGAAATATAAAAGAGACAATTACTAAGAGATAAAATATTTCGAACTATAAAACAAGCATC 

AAAGCA 

>SEQUENCE:8667:prostate_MPM2000-004P6_Table5 

ACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 

TTAATTAAGGCGGGTCAGGGCCTGGCCTTGGTCCCCACTCTGCGATGATTTCTGTGAAAT 

TTTGCTGTAGCGATGACATTGTTTTCAGAATTTCCAAGAGTTCTGTCTGTTCTG I I I I I I 

TATTCAGAATGAAATGAAATA I I I I I I I I AGTTCTG A AAAAAAAG CC A AACCCT AT ATG C 

TGATAAATAGAAACAGAGGGGAGACCAACTACAAAAAAGGAGACAATAATACGATGAAAG 

CTACAGAGTGCGCCTGCCAGCAGAGAGGAGCTACACTCTGCTGCAAGCTTCCGAGACCTG 

CAGAGACATTGGAATGACTTGCCTGCGGAGAGGAGCCACTCTCTCCAGGGCCTCCTTTTT 

GTTGAGAGCTGAATGCTTGAGCTCATGGGACAATCTTGCTCCATAGAGGAGCTACCCACT 

>SEQUENCE:8668:prostate_MPM2000-004P6_Table5 

ACCCTACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAAT 

TA ATTAAG G CG G G ATC AACG GTTCTGCCATTAC AGG ACCAGT A ACAA AGG AGTGTG C AAA 

CTTGTG G CCCCG G ATTG C ATCC A ATG CTGGC ACCATTG C ATG AT fCTAC ACTAT ATTTGT 

AAAACATAAAAAAAAACTAACCCCGAATACAAGCATGTGCTGATAAAACAACTACTGGCC 

CCCCCCGGAGGTGACCCCAAAATCCCCCACCAATTTTGTACCTGCCCCACCCATAAGGGG 

GTAATATGTATAGATTGCATCGGGTGTATCAATTATAGTAAATCAGGCTCACTGGGAGAG 

AACTGAACCAGAGTAAAACGTTCAGCATCTGTTTCTTTTCTATTAACCAGGATACTGAGA 

GCCCAAACTCACAGAACTATATGCGTACAAATGGCAACATATAAAAAAAAAAACTAATTT 

ACCA 

>SEQUENCE:8669:prostate_MPM2000-004P6_Table5 

TAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAA 

GGCGGGGTAAGTAGGGAAATAGAATATAGTACTTGAACAATATAAGAAACCAAGTAGATC 

TTACAGACATACACGGGGCATTCTACTCAACAACAGAATGCATCTTCTTCTTAAGTGGAC 

TTAGGACCTTCTTTAGGATAGACCATACATTAGGCCAGAAATTAAGATTCAAGAGATTTT 

TAAAAATACGATACCAAGTATTTTCTTTGACAAAATGGGATGAAGTGAGAAATCAGTAAC 

AGAAGGAAAACTGGAGACTTTATGTAAATTAAGTAACACCCTCTTCAAGAACCAGTGGTC 

AAAGG AG AAATC ACAAG GGCAATTTG AAAAAAAAAAAAAAAAAAAAAAAAGGGGG G G CCC 

CCCCCG 

>SEQUENCE:8670:prostate_MPM2000-004P6_Table5 

CCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGAGCAGTTTAACGAATTCCGGGA 

TCTGAACAAGGACGGGAAGTTAGACAAACATGTTCCAGTTCTCCAATATTTCCTCTTTAT 

TTTATTTATACTCAAAGACCTTGTCTGATTCATATACCAGATGCCTGGCCTCAGCCTGTG 

CATGATCTTTTGCGTGAAACATGATGATCTGAAATATCTCATCTTTGTCTAACTTCCCGT 

CCTTGTTC AT AT ACCG G G ATTAGTTC AG CG G CTC ATG CCT 

>SEQUENCE:8671:prostate_MPM2000-004P6_Table5 

ACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATT 
AAGGCGGGACGGACAAGAGGCTGTTCTGATCAGATGACATTGAGATCAACAGCGAGGGGC 
TGGTGGAGTGGGGCCCCAAGGAAGACCTGCCAGGAAGCCTGAGGCCTGGGATGAAACAG 
A 

GAGAGCCAGCCTGGGAAAGCCCCCGAGGGCGGCAGATAATTTCCACAGAGAAACTGGGAT 

GTCAAAGATCCATGCCATTACAGTGGTGACCAGGATCTCAAGGTGAAAGGACTGAACCTG 

CCAGTGATCTGGGGCTCAAATACCACATGACCCCACGCACAGTGACAGTGATCAGGCTAC 

AGATACAAATGTTTCTGAGTCATAGGTCTGGCCCCTAGCCCCATGATAATGCACAACTAA 

ATATCAAAG 

>SEQUENCE:8672:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGCGGGTTGAAATGATGCAGGCTGCTCCTATGTTGGAAATATGTTCATTAAAATTCTCC 

CAATAAAGCTTTACAGCCTTCTGCAGGAAAAAAAAAAAAAACAAAAAAAACCGGGGCCCC 

CCCGCGGGGGGGCATACCCTATGGCTCATAGGGGACAAAAATGCCCCCCCCCCTGGGCG 

C 
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TGTTTGCAAAAGTAACACAATGGTAAGTATTTGTGTATCTAAACATATCTAGGGCCAGGC 
AC AGTG G CTC ATG CCTGT ATCCCAG CACTTCG G G AG G CTG AGGC AGGTG G ATC ACTG G AA 
GTCAAGAGTTCAAGACCAGCCCAGCCAACATGGGGAAACCCTGTCTCTACTTAGAAATAA 
AAAAATTAATACAAAAAAAGGGGGCGCCCCCGGGGG 
>SEQUENCE:8673:prostate_MPM2000-004P6_Table5 

ACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 

TTAATTAAGGCGGGGGCTGAGGCAGAAGAATCGCTTGAACCCAGGAGGCGGAGGTTGCGG 

TGAGCTGAAATCACACCATTGCACTCAAGCCTGGGTAACAAGGGCAAAAACTCCATCTCA 

AAAAAAAAAAAAAAAAAAAAAAAAAAGGCGGCCCCACGGGGGGGGGCCCTCAATTCCCCC 

TTTATGGGGAGATAATAACCCCCCCCTCTTGTCCATTTTTAAAAAAAAAACCATAATCCG 

ATTGTCTGGTGAGTCTGATAGCAACCTTCTTAGAGCCTTTGAAGAGGCTGAGAAAAATGC 

TTCTGCCATCATATTCATTGATGAGCTAGATGCCATCGCTCCCAAAAGAGAGAAAACTCA 

TGGCAAGGTGGAGCGGCGCATTGTATCACAGTTGTTGACCCTCATGGATGG 

>S EQ U ENCE:8674: prostate_M PM2000-004P6_Table5 

GCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 

TACTTCTAGAATTAATTAAGGCGGGGGGGAGGTCTCACTATGAAGACCAAGCTGGTCTCG 

AACTCCTGGACTCAAGCAATCCCTTGCCTCAGTCTCCTAAAGTGTGGAGACTACAGGCGT 

GAGCCACTGTGTCCAGACCCTCTTTCTTCATTACTGTGCTTCCCTCCCTAATTCTGTACA 

TATCTCTCAT TCTC CCCTTCTCTCTCTAGCTCTTGTTTTCTTTTC I I I I I CCCTGGGATT 

CTGCTCTTCATTTTGTACCCCTCTCCTCTCCTGCTATTTATCCCCTTCTTCCCTTTATTC 

CTTCCCTTACCACGCTACTCCTACCTATCTCCCCTTTTATACTAATAATCTTATAAAAAA 

>SEQUENCE:8675:prostate_MPM2000-004P6_Table5 

AAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGG 

CGGGATAAAATTTGCCTCAAACAAAAACTGCTCTGGTACTGCCTAACAAAGCTTAAACAT 

AAGACCTGAAATAATACAACTGTTTTCAAGTAAATAAATCTAGGCGCAGGCTCACGTTTG 

TAATCCCAGCTCTTTGGGAGGCTGGTGCGGGCAGATCACCTGAGGCCAAAAGTTCAAGAC 

CAGCCTGGCCAACATGGTGAAACCCCATCTCTACTAAAAACACACACACACACACACACA 

CAAAAATTATCTAGGGGTGGTGGTGCATGCCTGTAGTCCCAGCTACTCATGAGGGTGAGG 

CAGGAGAATCGCTTGAATCCCAGAGGCGGAAGCTACAGTGAGCCAAGATCACGCCACTGC 

ACTCC AG CCTAG G CAAC AC AGTG AG G CTCC ACCCC AAAAA AAA A A AAA A AAA AA AAA AAA 

AAAAGGGCCCCCCCCCGGGGGG 

>SEQUENCE:8676:prostate_MPM2000-004P6_Table5 

AACCCTGACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGA 

ATTAATTAAGGCGGGGGAATGGCGTGAACCCCATTGGCAGAGCTTGCAGTGAGCCGAGAT 

CACGCCACTGCACTCTGGTCTGGGCGACAGAGCGAGACTCCATCTCAGGAAAAAAAAAAA 

AGAAAGAACCTATGTGTTGGCGGGACTTAATACCTCAGGGTTTTAATCCAACCTCCTCGG 

AAGGCTAAGGCAGAAAAGTTGCTTAACCCCGGGGGGGGGGGGTGACAAACAACTGAAAAC 

ATTGGACTGCCCTTCCGGCCCGTGGGGGACCGCGACTGAGCACTCCCACTTATACTGCTT 

AACCATACCACCTCCCGAAACCACACCCCCAAAACCAAGCGTTTTTTAACCCCAAAAATC 

TTTTCC AGTTTT A A A AT AAATATTTGCC AG GCCCGGGGG CTC ACCCCTGT AATCCC AG G A 

CT 

>SEQUENCE:8677:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AG G CG GG G G G C CTTTTATAAG CCTTACG AAAAG AA A ATG AAACT ATTTC ATCTTTG G ACT 

TTT CAATACT ATTGGAGTGATTTTTTTCTTTCTAAACAGGGAAAATAATGTTACAAAAGC 

ATCTTTTTTTGTTATTTGTTTGCATCCCTCCCCCACACCCTGGTGTTTTAAAATGAAGAA 

AAAAAACCATCACCTTTTGTACAAAAACTCTTAATGATCAGACATAAAAAACATAAAAAA 

AAAAGAGGGGGCCCCCCCCCGGGGGGGCCCCATTGACCCCCATATAGGGTCCAATATAGC 

CCCGATCGTGCTGATTTTTTATAGANNTNCTGANATTTCATTAAGGTAGGTCAGCGTCAT 

TTGTCTCTGTTTAGGTAAAATATAAAAACCCTGCCCAGTAGCAGTGGCATCGCTTGGTTC 

CTGATGCCCATGTTCC 

>SEQUENCE:8678:prostate_MPM2000-004P6_Table5 

ACCCTACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAAT 
TAATTAAGGCGGGAGAGGTTTTCAAAAGGCATTTAGCATGAAGAATGTTATGTATGAAAT 
TGACATTCAGAAACAGTGACTAAAGATGCAGTTGTATAATACATGCCACGTACAACCTCT 
GGCCTACCACTACGCTCAGTGGTAATGATGACTTTGAGGCATTCCATANGTTAAAANAAA 
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AAAAAAAAAAAAAAAAAAAAGGGGGGCCCCCCCCGGGGGGGACCCCAATTTCCCCTAAAG 

GGGGG I I I 1 I I ACCCCCCCCCC 

>SEQUENCE:8679:prostate_MPM2000-004P6_Table5 

ACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 

TTAATTAAGGCGGGAAGCCACTGACGGACTGACTACGTTACTATCATGATCAAGTGAGCT 

GTGTCCAGAATACTCATCGAGATGGAGTGGAAGGACGAATGAACGTTTCATTCTCCTTAA 

TAAACGCCTTATCCTGATTCTGAAGCAAGAGACTTGCTTGAACCCACGATGTATGGGCTG 

C AGTG AG CTG AG ATC ACCAC ACTGC ACTCC ACCCTG G G CAAC ATAGTG AG ACTCTGTTTC 

CTAA 

>SEQUENCE:8680:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AG GCGG G GTTGTG ATGT AACTTAC ACATTATG ATATTACCAATACACAAAATATGTTATC 

TTATTTTTATACCAGGGATGCTGCTAAAATAATCTCAAATAAAAGGAAATGCACGAGTTA 

GTTACAAATGCCAAGGAGCCTAAAACACACACAAGCGGTTTCGCGAGCGCGTTGGAGCGG 

CACTCGGAGCTTCTACAGAAGATGGAGCCCCTACTGAAGGGTTCTCCAAAAAATGTGGAA 

TCCTTTGCATCTATGCTGAGACATTCTCCTCTTACACAGATGGGACCTGCAAAGGATAAA 

CTGGTCATTGGACGGATCTTTCATATTGTGGAGAATGATCTGTACATAAATTTTGGTGGA 

AAGTTTCATTGTGTATGTAGAAGACCAGAAGTGGATGGA 

>S EQ U E NCE:868 1 :prostate_M PM2000-004P6_Table5 

CGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTAC 

TTCTAGAATTAATTAAGGCGGGAGCAGAAGCTAAAGCCAAAGCCCAAGAGAGTGGCAGTG 

CCAGCACTGGTGCCAGTACCAGTACCAATAACAGTGCCAGTGCCAGTGCCAGCACCAGTG 

GTGGCTTCAGTGCTGGTGCCAGCCTGACCGCCACTCTCACATTTGGGCTCTTCGCTGGCC 

TTGGTGGAGCTGGTGCCAGCACCAGTGGCAGCTCTGGTGCCTGTGGTTTCTCCTACAAGT 

GAGATTTTAGATATTGTTAATCCTGCCAGTCTTTCTCTTCAAGCCAGGGTGGCTCCTCAG 

AAACCTACTCAACACAGCACTCTAGGCAGGCACTATCAATCAATTGAAGTTGACACTTTG 

CATTAAATCTATTTGCCATTGCCCAAA 

>SEQUENCE:8682:prostate_MPM2000-004P6_Table5 

CTAAAGG G A AC AAA AG CTG G GT ACCG G G CCCCCCCTCG AG AGTACTTCTAG AATTAATTA 

AGGCGGGCGCCTGTAATCCCAGCTACTCAGAAGGCTGAGGCAGGAGAATTGCTTGAACCC 

GGGTGGCAGAGGTTGCAGTGAGATGAGATGGTGCCACTGCACTCCAGTTTGGGCAACAGA 

CTGAGACTCTCTCTCAAAAAAAAAAAAGAAAAGAAGGACCAGGAAAAGATTCCAAATTCC 

AAATTC TGAAC CACTTTTAGTTTAAAGCTTTTGGGATAAAAAATATTCATCCTGTATAAA 

ATCTG ATTTTT AAAAC AA A AAG GG G CTCCTTG G AA AAA AGTTTACG G CCCCA ATTAGC A A 

AATCTTATTTGCTAGTGCTTGAGAAACACCACAAATGGGTTGATCATATTTCATAATTTC 

AATTCCCAGATTTTCATTTTACATGTAACTAGAGCTAGCA 

>SEQUENCE:8683:prostate_MPM2000-004P6_Table5 

ACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 

TTAATTAAGGCAGGAGAAGGAAATAGAGGGTATTCAATTACGVTACGAGGAAGTCCAATT 

GTCCCTGTTTGCTGATGACATGACTGTATATCTACAGAACCCCTGACCTGCCCTTACTGT 

AG TGTA ACGCCCCCTCCCTGTTTCGGCTGGAGTAAAATATCCACCTGTGAGGCGCGGCGT 

GCTTTTACCTGATGACGGGCGGGCAGCCTGCGGCCGGCTCCACACAGCCAGATTTTCTTG 

ATCTGCCCGCGGCGGCCCGTGTTGTGTTTAGAGCTGTGTCCACGCGCTAAGGCTACCCCG 

TCCCCCGTGCTGACTTATCCTATAAGCGC 

>SEQUENCE:8684:prostate_MPM2000-004P6_Table5 

ACGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGTCCCCG 
GGAGGCTTTCCGGCAGCTGCGGGAGCTGTCCCGCCAGTGGCTGCGGCCTGACATCCGCA 
C 

CAAGGAGCAGATCGTGGAGATGCTGGTGCAAGAGCAGCTGCTCGCCATTCTGCCCAAGCG 
GTTTCGGCCCCNGCGTATTCCCCGCCACCGGATTGTCCCCTTATTTGTTTAAGGGGGGAA 
CCTGCGGGCGGTCAGGGCCGGCCTCTCTGTGCGGACTGGGGCCATGATCGGGCCCGGGG 
G 

CCTGAGCCTGGGACCCCACCCCGTGTTAATGAAAAATGAGTTTTGG 
>SEQUENCE:8685:prostate_MPM2000-004P6_Table5 

AGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGA 
GTACTTCTAGAATTAATTAAGGCGGGAGAAGAAGGCGGCAGAGTTGGCCAAAGGCCAGGG 
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ACCCGGGGAAGTGGACCCCAAGGTGGCCCTGTAGGGGGTGCACGACTGGGACTACTGCG 
A 

GCACCGCGACTATGTGATGCGCATGAAGGAGTTTGAGCGGGAGCGGAGGCTGCTCCAGCG 

GAAGAAGCGGCGGGAGAAGAAGGCGGCAGAGTTGGCCAAAGGCCAGGGACCCGGGGAAG 
T 

GGACCCCAAGGTGGCCCTGTAGGGGGTGCACCCCCCACCCTATGGACCAGTCAAATAAAA 

GCCTTCAGGCCCCTCATAAAAAAAAAAAAAAAAATAATAATACCACCTATTATAATATAA 

AAATAATAAAAATAATAAAAAAAAATAATTAAAAAAAAAAATAAAAAAAGCGGCCGCCAC 

CGGGGGGGAGCTCCAATTCCCCCTATA 

>SEQUENCE:8686:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGCGGGAGGGCATGTGCAGGGGAACTCCTCGTTATAAAACCATCAGATCTCATGAGACT 

TATTGACTATCGAGAACAGCAGGGGAAAAACCCACCCCCATGATTCAATTTTCTCCCGCT 

GTGTCCTCCCATGACATGTGGGAATTATGGGAGCTATAATTCAAGATGAGATTTAGGTTG 

GGACACAGCCAAAACTTATCAGGCTCCATCTAATCAGCTGCCACTGTGGCTAGAATAAAG 

CAGGCAGGAGAAAGTGGAAGAGCAGACTTGCTGAGTCTTCCAGTATTCATTTTTCTCCTG 

TGCTGGATGCTTCCTCCCCTCTAACATCAGACTCCAAGTTCTTCAGCTTTTGGACTCTTG 

GACTTACACCAGTGATTTACCATTTCTTGG 

>S EQU ENCE:8687: prostate_M PM2000-004P6_Table5 

TAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAA 

GGCGGGCCGTGGTAAGTCAAAGAAAAAGCCCTGTGTTTTATAAAACTTAAAGCAACCACT 

GAAATATAACAACAAAGAGTTATACCTAATAATCCAATGAAGGAAATAAAATGGAATCAT 

TAGAAATAATCAATACAAAAGAAAATATTAAAAGAAGAAAAAGGGAACAAAAACAAAAGT 

ACAAATAGAAAATGAACAGCTAGATGATAGATTTAAATCCAACAATAGCAATAATCACAT 

TAAATATAAATAGTCTAAACACTCCAATTAAAAGGCAGAGTTTGTGCGATTGGATAAAAA 

CACAAGAACCAACAATATAGTGCTTATAAGAAACACACTTTAGGTACCATGTCGTTAAGC 

AGATCTCTAGAGCTTATTCACCTTGCTGGACTTATTGCCTGTTGATTACCAGCTCTCTGT 

ATG 

>SEQUENCE:8688:prostate_MPM2000-004P6_Table5 

CTAAAG G G AACA AAAG CTGGGTACCG G G CCCCCCCTCG AG AGTACTTCT AG AATTAATT A 

AGGCGGGGGGTTGAGCCGGGTAGGGAAAGCAGCCTAAAGCCCGGGACAGGCACACAGGC 
C 

CAGGTGTGTAGGCCACAGCAGCCGCAGTCCTGAAAGGCTGCAACACCCAGACCTCCAGGA 
G AG ACC AG GCCC AG G ATG CCTCGCCTGTTCTTGTTCC ACCTG CT AG AATTCTGTTTACT A 
CTGAACCAATTTTCCAGAGCAGTCGCGGCCAAATGGAAGGACGATGTTATTAAATTATGC 
GGCCGCCACCGCGGTGGAGCTCCAATTCGCCCTATAGTGAGTCGTATTACGCGCGCTCAC 
TGGCCGTCGTTTTAC 

>SEQUENCE:8689:prostate_MPM2000-004P6_Table5 

CCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAAT 

TAATTAAGTGAAAATATTGGCCGGACACAGTTGCTTATGCTTATAATCCTAGCACTTCGG 

GAGGCTGGTCTCGAACTCCTGACCTCATGATCCACCTGTCTCGGCCTCTCAAAGTGCTGA 

GATTACAGGCATGAGCCACCGCGCCCAGCCCTGTGCCAAGTATTTTTATAAGGATTATCT 

CATCGTATCTTAAAAACAGAGCAATGAGATAGGTAGTATTAATTGTCCCAAGTTTACAAA 

TGAAGAAACTAGAGCTTTAAAAGTTTGTTACTTGACCAAGATCCGAAGGCTAGTATATTG 

AGTAGTTAA CATT T GAACCCAGGCA TTCTGACTCTAGAGCCTGTACTCATAACTATCATG 

CAACTTCTGTTTTG I I I I I I I GTTTTTTTGTTTTG AG CTAG GGTCTTG CTCTG CCACCC A 

GACTGG 

>SEQUENCE:8690:prostate_MPM2000-004P6_Table5 

ACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAG AGTACTTCT AGAA 

TTAATTAAG G GGCTTCG CTCTATTCTCCCTAACC ATACTGTCTTCCTTTCCCCCTTGCC A 

CTTAGCAGTTATCCCCCCAGCTATGCCTTCTCCCTCCCTCCCTTGCCCTGGCATATATTG 

TGCCTTATTTATGCTGCAAATATAACATTAAACTATCAAGTGAACCACTGTTATGTCTGA 

TGCTTCACTCCTCTATCCACAGCCCCCGTCCCANAAAAAAAAAAAAAAAAAAAAAAAAAA 

GGGGGGCCCCCCCCGGGGGGGGCCCCAAATCCCCCCTTAAGGGGGGTATTTACCCCCCC 
C 

CCCGGG 
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>SEQUENCE:8691:prostate_MPM2000-004P6_Table5 

TAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAA 

GGCGGGCAACTGTAATCCCAGTTACTCGGGAGGCTGAGGCAGGAGAATCGCTTGAACCTG 

GGAGGTGGAGGTTGCAGTGAGCCAAGATCGCTGCACTCTAGCCTGGGTGACAGAGTAAGA 

CTCCGTCTCAAAAAAAAAAAAAAAAAACACCTTGTAAAAAATTCCTCCCCCAAATTCCCC 

CCCAAAAGTTTAGAAATAAGGGGGGGGATAAATTCATTTTTGAAAATGGGGGAATAGAAA 

AAAGGGGAATAAAAAGGGCTCCAGAAGGAAA I I I I I I I I CTTAATTTAAAGGAGGGGTAA 

AATTGGGGATTAAATTTCCTGGGAACCAGGGTTTTCCTTTCCCCCGAACCAAAAAAAAAA 

AAAAACCC 

>SEQUENCE:8692:prostate_MPM2000-004P6_Table5 

CCCTC ACTA AAG GG A ACAA AAG CTGG GTACCGG G CCCCCCCTCG AG AGTACTTCTAG AAT 

TAATTAAGGCGGGTGGATCACTTGAGATCGGGAGTTTGAGACAAGCCTGGTCAACATGCT 

GAAACCCCGACTCTACTAAAAATACAAAAATTAGCCGGGCATAGTGGCTCACACCTGTAA 

TCCCAGCTGCTCCAGAAGCTGAGACAGAAGAATGTCTTGAACCCGGGAGGTGGAGGTTGC 

AGTGAGCTGAGACAGTGCCACTGCAGTCCAGCTTCGGCAACAGAGTGAGACTCCATCTCA 

AAATAAATAAATAAAAGAAAAATAAAATTCTAAAATGAATGCAGTAAGATCTCTCTGTGT 

GTGTCTCCATGTGTGTATACACACACGTGTGCCTAGATATGTTTAGGAGTGTTTTATACC 

TATGTACATATATTATGTTGCGTATTGTGTATACAGCCAGAAATTCCTTGAGGAATTCTA 

TTCAGA 

>SEQUENCE:8693:prostate_MPM2000-004P6_Tabte5 

TACATAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAA 

TTAAGGCGGGGAAGACATAACAGATGGAAGCAAAGGAATCCTGCCTGCCTTCAGCAGAGA 

ATTCACCGAATCCTAGAACTGTGGCTCCCTCCAGGCAGAGCCTAAGATGCTGGTGAAGAA 

TAGCTGTGTGATTGAATAGGCTCAAAGGAGAGTTCAGAATTCCCATTTACATATTACTAG 

TTTGGTTTGTAAGTTTTAGTTCCTTGTATTATTGAGATTCAGAGCTTCATTTTATGTTGG 

TCATTAGGTGAATATTACTCATTTTCCCTCAAGAGAAGCTCATAAATGTGTGTGGGTGTG 

AGAGCACGATGGTGCCTGTGTTCTGTGAATGTGTCCATATGTGTCTGTNAGAGAGACAGA 

GACCAAGAACTTGCCCAATTTTAGAAATACACTAATGTGCAGTTGTTGCCTTTTGT 

>SEQUENCE:8694:prostate_MPM2000-004P6_Table5 

TAAAGG G AACAAAAG CTGG GTACCG G G CCCCCCCTCG AG AGTACTTCTAG AATTAATTAA 

GGCGGGCACCTGTAGTCCCAGCTGCTCAAGAGGCTGAGGCAGGAGAATGGCATGAACCTG 

GGGGGCGGAGCTTGCAGTGAGCAGAGATCACGCCATTGCACTCCAGCCTGGGTAACAGAG 

CTGGACTCCATCTCAAAAAAAAAAAAAAAAGAAAGAAAAAAGGGGTTATTTCTTTGGGGG 

GGGGCCCCCTATT TCCCAAG AAGGGCTTTTTTAAAAAGGGCTTG I I I I I I I AAAAACTTT 

TATTGCCCCTAAAA I Mill I CCCCTAATGGGGCCCCCAAAAAAATTTTAAAAGGGCCAA 

AAAAAAAAAAAAAAAAAAAANGGGGGGGCCCCCCCCGGGGGGGGCCTTTATATTTCCTTA 

TAAAAAAAAAATAAACCCCCCCC 

>SEQUENCE:8695:prostate_MPM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAG 

G CGGG GTCGGATTTCAGCTTTTATCCACCGGGTTTATCCTGTTGCAAAGCAGAGTACACA 

GTTTTAGACACAAAATAATTGCAGTTGAAATGGATACACATTCTGGTGGTAAGATTTGGA 

AACGTGGTATTTGATGGAACCCTGTTGTAACATCTAAAACTCTTTGGATTTTTTAAAAAC 

GTATTCTGTGTAATCCAGTAAAAATTTGGATTCGTCCAGTATTTATAGAGTAGATTATTA 

ACCGCAGTGGTGCTCATTCCAGGGCCCTGCCGGGTATTTTGTGCTATGGATGTGAGTACG 

GCAAAGAGACTGAATTAAGCTGTTTTGTATTTGGAATCGGATTGTTCACGTTGCAACGTT 

GCTGCAATGATAAATGGATGGATACTCTTTACACTTTGAAGTGGATTTAATCT 

>SEQUENCE:8696:prostate_MPM2000-004P6_Table5 

A A AG G G AACAAAAG CTG G GTACCG G G CCCCCCCTCG AG AGTACTTCTAG A ATT A ATG AAG 

GCGGGGGAGCTTTAATGTATTAATGCAAACAGCACCTAACACACCCACAGGTACTAAACT 

ACCAAACCTGCATTAAAAAATTCGGTTGGGGCGACCTAGGATCCGAACCCAACCTCCGAG 

CACTACATGCTAAGACTTGACCAGTCTTAGCGAACCTGACAATGATTCTGCAATAAAGAT 

AT A ATCCCG CCCCTCTACTG G G GGGCCTT AAAA A AC C G CTAACAG CTG G TTTAAACCCG C 

CCCTACCGTAAAGGAAGAGTCAACTGGCCCCTTCAAGGAGTTAATAAAATTTGTTTACTT 

GGTCCCAACCCTTGCGAGATAAATCCCTTATGAATCCCTGGTCTAAAATACTTTCCTACA 

GCTGCGTAAAATACTGGTCA 

>SEQUENCE:8697:prostate_MPM2000-004P6_Table5 
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AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAA 

GCGCTGAATACC I I I I I AACATTAAAAATCCGAAGTTGAGTATGTCCAGTATTTGGAACC 

GAACCAAATTGGA I I I I I I GCTATACAGCTTACTGTACAAGTGACCTGGAACAGTTGCTT 

AAAACCTCCCACAGCCACAGTTTGGCAGCCTGTAAAAGGTGCATGGTAATATCTACTTTA 

TTAAGTACATATGAAATTTAGATTGGACGAACAAGATAAAAGCGCCTGGCAGTTAGTTAA 

CACTCAACAATAGTTGATGTTCCACTGCCCACCTTTATTAAATAAGTTAGGCTTTTCCAG 

TTTATCTTCCACATATATACCAAAGATACGTCCATAATTATGTAAGACCAAAGGGCTTTT 

TACCTTTTACAGCCCTGAGTTCCTGAGATACCCCATTAAGTCTGTGTACTTATTT 

>SEQUENCE:8698:prostate_MPM2000-004P6_Table5 

AGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGA 

GTACTTCTAGAATTAATTAAGGCGGGGGACCGGCTATCCGAGGCCAACCGAGGCTCCGCG 

GCGCTGTAGTATCGTTCCGCCTGGGCGGGATTCTGACTTAGAGGCGTTCAGTCATAATCC 

CACAGATGGTAGCTTCGCCCCATTGGCTCACTCACCCACCACATTAACAACATAAAACCC 

TGATTCACACGAGAAAACACCCTCATGTTCATACACCTATCCCCCATTCTCCTCCTATCC 

ATTAACCCCGACATCATTACCGGGTTTTCC 

>SEQUENCE:8699:prostate_MPM2000-004P6_Table5 

AGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGA 

GTACTTCTAGAATTAATTAAGGCGGGCAGATCACGAGGTCAGGAGATCGAGACCATCCCG 

GCTAAAATGGTGAAACCCCGTCTCTACTAAAAATACAAAAAATTAGCCGGGCGTAGTGGC 

GGGCGCCTGTAGTCCCAGCTACTCTGGAGGCTGATGCAGGAGAATGGCGTGAACCCGGGA 

GGCGGAGCTTGCAATGAGCCGAGATCCCGCCACTGTACTCCATCCTGGGCGACAGAGCGA 

GACTCCGTCTCAAAAAAAAAAATAAAAATAAAAAATAAAAATGGAAATAAAAATTAAACT 

CACTTCCTAACTTAAAAACCTAAAACACAGGCCAGGCACGGTGGCTCATGCCTGTAATCC 

CAGCACTTTGGGAGGCCAAGGCGGGTGGATCACGAAGTCAGGAGTTCGAGACCAACCTGG 

TCAACGCAGTGAAACCCCATTTTTACTTAAAATACAAAAA 

>SEQUENCE:8700:prostate_MPM2000-004P6_Table5 

TAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAA 
GGCGGGG 

>SEQUENCE:8701:prostate_MPM2000-004P6_Table5 

A AAGG G AAC A AAAG CTG G GTACCG G G CCCCCCCTCG AG AGTACTTCTAG AATTAATTAAG 

GCAGGGTTTCTATGTTACAATCTTGAAAATTCCTTCTTCCTTAGGAAAACTCTGCCTCTT 

TTCTAAAAGCTTTCAATTGATTGAATGAGGCTCACCCATATTATGGTGGGTAATTTGCTT 

TACTCAAAGTCTACTTATCTAAATGTTAATCTCAACTCAAGCCCACTGATTTAAATGGTT 

AATCTCATCTAAAAATATCTTCACGGCAACGTCTGGACTTCTGTTTGACCAAACAACTAG 

GCACCACTACCTGGCCAAGTGGACACAAATTAACCATCATAAGGATAAGAAAATAGTACC 

TACACTTCATTGGTTAGTTGGGTGGCTTGAGTTAACGCCCATAGATGCTTAGCATAATGC 

CAGGCAATGAAAAAATGATCAAAGCATGTTAGTTATTATCGGGGTGACAACCATTTTGCC 

CAGAACAGCCCTGGC 

>SEQUENCE:8702:prostate_MPM2000-004P6_Table5 

TAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAA 

GGCGGGGGTTGCGGTGAGTTGAGATCGCGCCACTGCACTCTAGCCTGACAACAGAGCAAG 

ACTTCGTCTCAAAAAAACAAACAAAAAAAAGAAATTACATTAGTTGAGGACCTGCTGTAT 

GTGATATGAACAATGAGGATCAACTC I I I I I GTAATAGTTTT F TTACATATGTTATTTCA 

TTTGTTTATTTCCTCTGTGAGGGTAAGTATTGATAGTCCAGTCATAGACTGGTAACACAG 

GCACACCATTAAAAATAATAGACATACAGTATGCAGTATTTTGTTTTACTTATGAAACTC 

CGTATTTTATGTATGATGTATTGAGTATGAAGAATAGTACATACTGTTTCCTTTTAACTT 

TATGTTTCTTGCCTTTGTATATTTTATATGAATAGCACTTGTCACTAACATAGAAAGCAG 

TAG 

>SEQUENCE:8703:prostate_MPM2000-004P6_Table5 

GGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGG 

GGGAGGCCTCACATTCATGGTGGAAGGTGAAAGACATGTCTTACATGCTGGCAGACGAGA 

TAAATGAGAGCCAAGTGAAAGTGGTTTCCCCTTATAAGCCATCAGATCTCATGAGACTTA 

TTCACTGCCACAAGAACAGTATGGGGGAAACCACCGCCATGATTCTATTATCTCCCACCA 

GTCCCCACCACAACACGTGGGAATTATAGGAGCTACAATTCAAGATGAGATTTGGGTGGG 

GACACAGCCAAACCATATCAAAGACTAAAAAAATAACAAATAATATATAAATAATAAGCG 

GCCGCCACCGCGGTGGAGCTCCAATTCGCCCTATAGTGAGTCGTATTACGCGCGCTCACT 



Table 7 
2880/3129 



GGCCGTCGTTTTACAACGTCTGTGACTGGGAAAAACCCTGGCGTTACCCAACTTAATCGC 
CTT 

>SEQUENCE:8704:prostate_MPM2000-004P6_Table5 

ATTACTGGCCGCGCGCAATCAACCCTAACTAAAGGGAACAAAAGCTGGGTACCGGGCCCC 

CCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGTGGATCACTTGAGATCAGGAGTTCA 

AGATCAGTCTGGACAACATGGCAAAACCCTGTCTCTACAAAAAATTAGCTGGGTGTGGTG 

GCACGCACCTGTAATCCCAGCTGCTCTGGAGGCTGAGGCATGCGACGCTTGAACCCAGGA 

GGCGGAGGTTGCAGTGATCCAAGATCGCACCACTGCACTCCAGCCTGGAAGACCAAACGA 

G ACTCTGTATCAAAA AAT AAT AAT AATTAAT A AAGTTTTACTG G A AAAAC AAG CTAT AAA 

GAACATAGATAGTGGGCGCCCCACCCGGGGGGGACCCCAATTCCCCCTGAATGTAATGCT 

TTTTCCCCCCTTCTAAG G AATG AGTTTTAAAAAAANCTTTCCGCCC AA I I 1 I I CTAAGGT 

CCAAGGAGAATGTACAGAACTTCAGGAGTTTTGGGGTGGTAGAAAGGGG 

>SEQUENCE:8705:prostate_MPM2000-004P6_Table5 

CTA AAGGG A ACA AAAG CTG GGTACCG G G CCCCCCCTCG AG AGTACTTCTAG AATT AATTA 
AGGCGGGGAACTGCAAGGGTTGTTTCTTTTCTTCTTTTC I I I I I CCTCTTCTCTTCTCTT 
TTCTCTTATTTTC I I I I I I I GAGGAGGAGTTTCACTCTTGTCGCCCAGACTAGAGCGCAA 
TGGTACGATCTTGGCTCACTGCAACTTCCACCTCCCGAGTTCAAGCAATTCTCCTGACAG 
AAGTCCACTCAAGCCAGCCATTGTAGCTAGCATCGGGGCTCCAGCCGTCAGCTGGGATTA 
CAGGCGTGAGCCACCACGCCTGGCCGAAAAACCCACTCTCATAACAGAAGTGCAGACTCA 
TTGCTAGATTCAGTGCCCTTGAGTGTGCCAGAGGTCCTCTGTGTTTGAGACAATCCTGTG 
TGTG CCAG G AG GCTCCGTGTGCACCAGGGGCTCTCAG AAT 
>S EQ U ENCE:8706: prostate„M PM2000-004P6_Table5 

CGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGT 

ACTTCTAGAATTAATTAAGGCGGGGGGCCATGAGCCAAGAAATGTGAGCAGCCTAGAAGC 

TGGAAAAGGCAAGGAAACTGATTCTTTCCTAGAGCCTCAAGAAAGAAACAGAGCCCTGCT 

GACGTCTGGATTTTAGCCCAGTGAAACCCACATCAGACTTCTGACATCAAGAACTATAAT 

ATAATAAA I I I I I ATTGTTTTAAGACACTAAGTTTGTGGTAATTTGTTAGAGAAGTAATA 

GGAAACTATATTAATCAGGGTTCTCCAGAGAGGCCGAGAAATCCAAAGATCTGCAGTCGG 

CAAGTTAAAGAAAGACCCAGGAGAGCCAATGATGTAGTTAAGTCTGAGTCCAACGGCCAG 

AGAACCAGGAGAACTGATAATATAAGTTCCAGTTCAAAAGCTGGCAGGCTTGAGACTCAT 

AAAGAACCAGT 

>SEQUENCE:8707:prostate_MPM2000-004P6_Table5 

GCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 
TACTTCTAGAATT AATT AAGGCGGGTCAGCATGAAAGTGGGGACCTCAGTTCT ACT ATTC 
CAGCATACTGAAACATTCCAACAACTTGAACAAACTTAGAAGAGGCCTCCACATTTTTCA 
TGAGAACCCAATCCAGACAGACTCTTGATTTTAGCCTTCAGAGACCCAAAGGAAAGAACC 
CAATTGAGCCCTGCCTGGACTTCTGACATACAGAACTGTGAGATCATAAAAAGATATTGT 
TTTAAGCTGGTGGGTAAATTTGTGATAATTTGTGACTCAGCAGTAGAAAATAATGCATAG 
TATTCCTATTG CAATG ATGTG GGTTTTTTCAATGTAATG G ATG ATCCAAATATCAATTTT 
AACATATTACTTAAAAACA I I I I I AATATATTGCTATTTATTAATATAGTACTAGTCCTA 
CTTTCGGTAGTTC 

>SEQUENCE:8708:prostate_MPM2000-004P6_Table5 

TAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAA 

G GCGG G C AG G ATAGTTCAG ACGGTTTCTATTTCCTG AG CGTCTG AG ATGTTAGTATTAGT 

TGGTTGCAGTTGTGTAGTAGTTAAGGACTATGGCAAGGAGTCTCAGGCCAAGGATGTCAT 

TGAAGAGTATTTCAAATGCAAGAAATGAAGAAATAAATCTTTGGCTCACCAAAGACAGAA 

AAAGAGAAAATTACAAAGGAACAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 

AAAANNNGGGCCCCCCCCCCCCCCGGGGGGGAACCCCCTCCCCCCCCAGAGGGGGAGCC 

C 

CCCCCCCCCCCCCCGGGGGGGAAAAAAAAAA 
>SEQUENCE:8709:prostate_MPM2000-004P6_Table5 

ACT AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG TACTTCTAGAATT AATT 
AAGTGAGCAAATTTACTTAAGCAATTAGAGATCTGTGGGTACATATTGTTGTTGTCATCT 
CTAGTGGTTTGATTTGTGTCTTTTTAAAATATCTTTCACGTCCACCTAACTTTTTGGACA 
CAATACTGTATTCATGTCCTTGTCTGCCAATTCTAACATTTGTGTCATTTCAGTTTAGTT 
CAGTTGACTGG I I I I I CTTCTCATTATAAATCCTTCTCCTGCTTCTTTGCGTGTCTGGTA 
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A I i I I IAATTGGATGTCTGACATTGTGAATTTTGCTTTGTTGAGTGCTATATCTCTATTC 
ATGTTCTTGAGATTTGTTTGGGGATGCAATTAAGTTACTTGGAAATAGTTTGATCCTTTC 
AGATCTTGC I I I I I CAGATGTTTT 
>SEQUENCE:8710:prostate_MPM2000-004P6_Table5 

TCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAA 

TTAAGGCGGGAGAATCGCTTGAATCTGGGAGGCGGAGATTGCAGTGAGCCGAGATCCCGC 

CACTGCACTCCAGCCCAGGTGACAGAGCGAGACTCCATCTCAAAAAAAAAAAAACGCAAA 

AACCCGGGCCCCCAGGCCCCACGGGGAAAAACCTTGTCCTACACCAAAGGCCCCCTTTTC 

TTTCATTAAGGGGGGGCCCCCAAAAAATTTGATGGACCCTTACCTTCAAGGTCCGGGGGC 

CCAGGGGCAAACACTGGAAATCCAAAACCTTTGGGAGGCTGAGGAAGGAGAATGGCTTAA 

CCCCGGGATTAAAGTTTCGCAGGGCCCTTTAATGGCCCCATTACCCTTTACCCTGACCAA 

CAAACCAAAACCGTTTTGCCAAATTCCCAAAAAAAAAGT 

>SEQUENCE:871 1 :prostate_MPM2000-004P6_Table5 

CGGGGCTGCAGGAGGAGAGTCTTTCAAATGATTTCCTTCCTTTGGCTACCTTGCGATGAA 

CTGTTCTGTCTTGCGCAATTTTAAAACAAAATAAGGTTTTAATGGAAAATGTAAAACTGT 

AGATTGTATAATATAAAGATAAATCTTGTTTCCTCNNAAAAAAAAAAAAAAAAAAAAAAA 

AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAACGGCCCCCCCCCCGGGGGGGGCCCCCCC 

CCCCCCCAAAAAAGAGAAATAAACCCCCCCCCCCGGGGGG I I I I I II I 

>SEQUENCE:8712:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGCGGGGGGATCACAAGGTCAAGAGTTCAGAACCAGCCTGACCAACATGGTGAAACCCC 

GTCTCTACG AAAC ATAC AAAAATTAG ATG G G C ATGGT AGCGC ATG CCTGTG ATG CCAG CT 

ACTCAAGGGGCTGAGGCAAGAGAATCCCTTGAACCTGGGATGTGAATGTTGCAATGAGCC 

GAGATCGCGCCATTGCACTTCAACCTGGCGACAGATCGAGACTCCATCTCTTGGGCCATG 

TGGATAGACCTGGGTGTGTCCTACCGCAAATCCGTGAGGGGTTATAAGCTGCCCCTAACT 

CACCTGTGTGCCCCCTGTAAAGGCCCCATGGTGATCTTCCCTCTGGGAGCCTTTCCTGGA 

CCTCTCT 

>SEQUENCE:8713:prostate_MPM2000-004P6_Table5 

GCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 

TACTTCTAGAATTAATTAAGGCGGGGTCTTAGCTTTGGCTCTCCTTGCAAAGTTATTTCT 

AGTTAATTCATTATGCAGAAGGTATAGGGGTTAGTCCTTGCTATATTATGCTTGGTTATA 

A I I I I I CATCTTTCCCTTGCGGTACTATATCTATTGCACCACTGTTGGAATTTGGTACAA 

AATATGTTTTGTCTATTGAAAACATACACGGTAAATGGTGTTGTTAGGTAGGTTCTGTCC 

AGTTCTTAGGGAC I I I I I I CACATTATAGCA MM! ACCCTAAACATGATGTTGAGATTA 

TTATATACTGTATTTTCTTCTAAATTAACCCTAATGTTTAAAAACTCACTTTCCCCCTTT 

AATTGAAGGCATTGTTTTGTTAGATGCAGTAATGATGTTTACCAGAGATTATTGTTTCCT 

ATGCAAAATAAATTTTCATATTTTGAATT 

>SEQUENCE:8714:prostate_MPM2000-004P6_Table5 

ACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 
TTAATT AAGGCG G GG ATAGTATGTAG AG ACAAAGTGTG G AACATTTTAAGG CAG G AATAG 
TCAATATTGAATTCCACAGAGACTATGGAATCTAATTTTGATTTGAGGCATTGGTTGGTG 
AGTG C AC AGTTTCT AAAT ATACAATA AT ATGGTTTCTCTG AATTG AG CATG AT AG C AACT 
AGATTAAGATGAGTAAGATTTGAATAGAGAAAGTAAACTCANAAAAAAAAAAAAAAAAAT 
AAAAAAAAGGGCGCCCCCCCCCCGGGGGGGCCCCCCCTTCCCCCTTTAAGGGGGTTTTTT 
TCCCCCCCCTTTGGGGCC I I II I I I AAAA 
>SEQUENCE:8715:prostate_MPM2000-004P6_Table5 

AGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGC 

GGGGGGCGGTCTCCGAAGTGGAGTATGATCCCTAACTCCTGATTTGGATGCATCTGAGGG 

ACAAGGGGGGCGGTCTCCGAAGTGGAATAAAATAGGCCGGGCGTGGTGACTTGCACCTAT 

AATCCCAGCACTTTGGGAGGCAGAGGTGGGAGGATTGCTTGGTCCCAGGAGTTCAAGACC 

AGCCTGTGGAACATAACAAGACCCCGTCTCTACTATTTAAAAAAAAGTGTAATAAAATGA 

TAATATACTTNAAAAAAAAAAAAAAAAAAAAAATAACAAGCCAAAAAATCAAACACCAAT 

TAAGAAAAACGTATAAANTGGAACCGCGCCCCCCCCGGGGGGGCTCCCACCCCCCCCTTT 

AGGGGGGCTTTTCCCCCCCCCCCCCCTCGCC I I I I II II AAAAAAAA 

>SEQUENCE:8716:prostate_MPM2000-004P6_Table5 

TAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAA 
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G G CG GG ACCTTTTTGTATTTCGCAATTTACATGTGTTTG GTTTGTTTT AAATTCTGTG AA 
AGTG G CTTG ATTAAA AG ACTCCTTTT AA ATGG AAGCCACCAGTC AG C AG A ATG G AAG CTT 
AG AGG AACTTG CCTGTGAG CG CTGGTCTTTGTGTTTGGTTTTGTG ATGTAACG ATCTTTG 
CTGGGG I I I I I I I GCTTTGTTTTGAGGGAAATGTCTTGGAGTAAATTTTAAGTTCCTGGA 
GTTAATTTGTTTTACAGGAATTTTGTTTTTTAAAAAAATAGGATCATTCTGAACTTTGGA 
ATGACCCCCTTATATATTTTCTGAAAATGAAAACAGTTACATGAAAAAAATTTCCAATGA 
AGATGTCAGCATTTTATGAAAAACCAGAAGTTATTAGATGAAAGCAGCGAGTGAA 
>SEQUENCE:8717:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGCGGGG CGTATATG AAA ACTTTCTGT ACTTCCTGCTC AATTCTG CTGTG AATCTG AAA 

CTACTCTAAAAAATAAGGTCTATTTTCTTAAAGGTCATTTTGCCTCCATAGTGGGAAAGA 

C AAT AG CACTCG ACTAATATCTG CTCTT ATCCTG CCT AAACA AAATTA AA AAG CC ATCTT 

GGAATGATGAAAATTGTTTTTAAGTAACTTTATTGTATACCAAAACAAAGCTCAAAGAAT 

TTTAACACAAAATGCAAAAAAATCCAGCACCCAATAAGTTACAATGCTCAATGTCTAACC 

CCAAATAAAATAATGTTAGGAATGCAGAGAAACAGAAAACTGTAATCCATGATAAGAAGG 

GGGAAAAAAAATCAATCTACTTAAACTGACTTAGAAAAGACACATCAGGTGAGA 

>SEQUENCE:8718:prostate_MPM2000-004P6_Table5 

ACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 

TTAATTAAGGCGGGGGACTGTTGGGAAGGCATGATTGGTTTTAAAATGTGAGGACATGAG 

ATTTG G GAG GTG CAAGG G GAG G AATG ATATG GTTTG G CTGTGTTTCC ACCCAAATCTC AT 

CTTGAATTGTAGCCTCCCACAATTCCCTCATATTGTGGGAGGGACCTGGTGGAATATAAT 

TGAATCATAGGGTGGTTTTCTCCATACTGTTCTCATGGTAGTGAATAAGTTTCATAAGAT 

CTGATGGTTTTATAAGGGGCTTCCCTTTTCATTTGGCTCTCATTATCTCTTCCCTGCCTC 

CATGTAAGACATGACTTTTTTCTTCTGCCATGATTGTGGGGCCTCCCCAGCACGTGGAAC 

TGTGAGTCCATTAAACCTCCTTGTCTTTATAAATTACCCAATCTCAGTTATGGTTTGATC 

AGCACCG 

>SEQUENCE:8719:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 
AG G CGG G C AG ATCACG AGGTCAG G AG ATC AAG ACC ATCTTG G CCA AC ATG GTAC AACCCT 
GTCTCTACTAAAAAAATACAAAAAACTAGCCGGGTGTGGTGGCGGGCGCCTGTAGTCCCA 
GTTACTCGGGAGGCTGAGGCAGGAGAATGGCGTGAAGCCGGGAGGCAGAGGTTGCAGTG 
A 

GCCCAGATTGTGTCACTACACTCCAGCCTGGGCGACAGAGTGAGACTCTGTCTCAAAAAA 

AAAAGAAAGAAAGTTATAAAGCAATGTCCAAATATACCAAAATATCATTGAGTTTTTTAA 

CTTGCTTACACTGAATCTTAACATATCTGAGTGATTCCTAAAGAGAAGTCAAATTAACCT 

CACATTTATAAAATGAAATTGCAGTTGTTAAATGCAAACTCAGCTGGGAATGGTGGCTCA 

CACCTGTAATCTC 

>SEQUENCE:8720:prostate_MPM2000-004P6_Table5 

ACTGGCCGTCGTTTTACACACAGGAAACAGCGTATGACCATGATGTACTGGCCGTCCTTT 

TCTACACAGGACTCAGATATGACCTTAATGCCGTGACCGAAGGTCTTCTTCATAGAACTT 

TAACACTCATACAGGGCATCCTTGCCTGATCACTTGCTCTTTATAGGAAACCACCTTTCC 

TCTGGGGAAGAACAGTCTGAATTAATAAAACATCACAGTGGTTGAGTAGTAAAAATAAAC 

ACAGA TGTCT TGCTTTCAAGTCTTAGAGTGACATAAAGTAGTCTTAAATAACTAGTTCTT 

AGTTTATTTTAAGCAATTAGATTGTACTAACGAGATGTAATTATCTGAAGTATTTATGAT 

TAGCATATTGGTTTTTATAAGTATTTCTGAGTTATTGAGGGTGCTTAAAAATGCTGAAGA 

AACTTTAAAACATGATTCTTCTTATAATTTTATGTGATTCTTATAGCACAATCATTTTTG 

AAA A AG G A AAACTAG G CT 

>SEQUENCE:8721:prostate_MPM2000-004P6_Table5 

GGAACATAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGG 

GCGACGGAAGACCCATCTGATCATGAGGCTGTGCACTACCTAGTGGTGAGAACCTCTCTT 

ATGTTGAACCTGCTCTGATCAAACATGTGGCTCCTAGTGATCATGCCAGTCACACTGATC 

TCTATTTCATCTGAGCTCTCACTTCTCAATCTCCGTCGTGCAGTATTCTGCAAAACAGGA 

TTACAGTAGATCTACAGTACTGTCTAGTTACTTGTCATGATACCCTCCTTTCATCAGTTA 

TGTAAATATGGCAGTACACGTTACATAATTTTTGTAAATACATTGTTATAAAGTCTGACT 

AAAAAATGTTAAGAAAACCAAAAAATAAAACATTTTTCTATCTTTTGTAAATCAAAACAG 

GGAAAAAAACAAAAAANCGGGGGGCCCCCCCCGGGGGGG 
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>SEQUENCE:8722:prostate_MPM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAG 
GCGGGGGAAGGATCTGAGCTACAGATATAAATGTAACATTGTTAACTTCTTGATTTTGAT 
AATT ATTCTGTG GTT ATATAC AAG C ATG AG CTTCCCCG ACTCCC ACCCCA AATTA AG ACA 
TGCTTACTGAAATATTTAAGGGGTAGGGTGTGATGTCTGTAACTTAGTCTCAAACAGTTC 
AGGGAAAGTAATCATATAGACAGATCAATAGAGAATAATAAAGCGAGTGTGATGAATTTA 
AC ATTT AAAG AACCTGG GTG AAAG ATATATG AG AATTCTTTGTACTATG CTTTCAG C AG C 
TTTTCTGTAAATCAGAAATTATTTCATAACAGAATGTCTTTTAAAAGTGAAGGAAAATAC 
AG AC ATTTCC AGG C AAAN N A AA A AA AAA AAAAAAAA A AA A AA AG G G GCCCCCCCCCG G G G 
GGGACCCCAAATCCCCCCTTTAGGGGGG I I I I I ACCCCCCCC 
>S EQ U E NCE:8723:prostate_M PM2000-004 P6_Tabie5 

ACTAAAGG G AAC AAA AG CTG G GT ACCG G GCCCCCCCTCG AG AGTACTTCT AG AATT AATT 

AAGGCGGGGGGTCCGCAGCTTCATTCTTTAAGTCAGCGAGACCAAGAACCCACTGGAAGG 

AACCAATTCCGGACACATGTAGCCTATGGAACACCAAGTAGATTTAACCCAAAGAAGACT 

ACTTAAAGGCATTTAATAATGAAGCTCCAAAGGTCAAGAAATGGAAAAATTCCTTGAAAC 

AAATGATAATGGAAACACAACATACCCAAAACCTGTGGGATATAGCGAAAGCAGTACTAG 

GAGGGAAGTTCATAGCTATTAGTGCCTACATAGAAAAGAATAAAAACTTCAGATAAATAA 

CAATGCATCTTAACTAAAAAAGCAAGAGCAAACCAAACCCAAAATTAGTAGAAGAAAAAG 

TAAAGATATGAGCAGAAATACATGAATTTGAGATGAGAAATAATACAAGAAATCAATGAA 

ACAAACAGTTGGCT 

>SEQUENCE:8724:prostate_MPM2000-004P6_Table5 

AACCCTCAATAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGA 
ATT AATT AAGGCGGGTTCCTGACAATGCAGAAGTATTCTGATATTCAAAACTGTCTCCAC 
AGCCAGTATA I I I I I I I CTCCTTGTTTG G ATTTCTG AC ATTG CATAAATGTC AGTTTAAT 
GTATAAAATCCTATGCCGCAGGTCTTCCAATAATGCTGTTTCATTCAACAGCATTTCATT 
ATAACATTGATGAGAAGAATACGGATTCCCGGCCGGGACCACTGTGTGTGTGGAGTTTGC 
AAGTTTTCCTCATGTCCTCGTGGGTCTTCTCCAGGCACTCCAGTTTCCCACACCCCAAAA 
AG CTGTG C ATATC AG GTG AACTG CTGTGTTT ATGTG GTCCC AGG G CG ATAG AGTGTG GTT 
TTGTGTGTGTGTGTGTGTGTGTGTGTGTGCGCATGTG 
>SEQUENCE:8725:prostate_MPM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATT AATT AAG 

GGCGGGTGACTTGTGCTCACACTAAAACCTGCCTGGGAGGCCCGGATTTGATAGTCAGTT 

GTTGCCGTAGCCCAGGGATGTACGACGTGAAACTCTCCTTGTGCOAAAGCGTTACAGCTA 

TTATATGGCTTGACATTGCCGGCGAGCCCGTATGATGCCTTCTGTATGCTACTATTCGCA 

ATCGGTCTATAAGAGTGATGGCGGCTTTACTGCCCTTTGATAGACTGCGGAACGAAAAGG 

TTGGCTTACTTACCGATGGTCCTTCAGGTGGAACCTGGTCTAGATGGGATCTGAACCCGG 

ACAGTGTGGCTAAACTGTTGATCTATGCTGCCTTTCAGCCAGCACCGTGACACCATCGAG 

AATAATGGTTTCAAACATTTATTGAAGGCATATTATGCGCCGGCTATGAGTNAAGCCTTT 

TGCACACA 

>SEQUENCE:8726:prostate_MPM2000-004P6_Table5 

CAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAG 

AATT AATT AAGGCGGGTGCCTGTAGTCCCAGCTACTCGGGAGGCTGACGCAGGAGAATGG 

CGTGAACCCGGCAGGTGGAGCTTGCAGTGAGCCGAGATCGTGCCACTGCACTCCAGCCTG 

AGCAGCACTCCAAAAAAACAAAAAGAATTTTCTTAAAGATGAGTGTCACTTTTTCATGGC 

TCCCCACCATCACCCTCCTTAACCTCTACTTCTACCTACGCCTAATCTACTGCACCTGAA 

TCACACTACTGCCCATGTCTAACACACAATGATTACAGAAAGCGGACTGGGGGCCCCCCC 

CCGGGGGGGAACCCAATCT 

>SEQUENCE:8727:prostate_MPM2000-004P6_Table5 

GCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGTGCAAGCC 

TTCGCTGTGCCGAGCCTTGTGTTTCTGACGCAAGCCAAATGAAGAAAAGCAAAGCTTTAA 

AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 

AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAGGGCCCCCCCCCCGGGGGGGGAAC 

CCCCCCCCCCTAAAAAAAGGGGGTAACCCCCCCCCCCCCGGGGGGGTTTTTT AAAAAAAA 

A AAAG A A AAA A A AG G GTTT AAAATTGTG GTGGGGGG G GGTT A A AT A AAAAAAAA A A A A 

>SEQUENCE:8728:prostate_MPM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATT AATT AAG 
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G CGG G AG AC AAG G G AATT AC ATTTT A AAG AG CT A AAA AC ATTAAC AT AC A ACTCT ATATA 

CAACAAAAATAGCTTTCCAAAAAAAGATGAGATAAAAACTTTCAGAGAGAAAATCTGAGA 

AAAGTGTTTGCCATCCAGCTTTTATGAAATACTAAAGAAAATTCATCAGATGGAAGAAAG 

TGATACCATGTGAAACCTTGGCTCTATACAAATCCATGAAGAGTGACAGAAATAGTAAAA 

TTAGATAC I I I I I I ATTTT AAACATTATTTTAAAGGTAATTATTTAA AG CAA AAA ATACC 

ATTCTATTTTGG I I I I I CTAACATTTGTGTATGTAAAAGACATAGAAAAATAGCATAAAG 

GCAGGAAGAGGAGAAATGGAAATATACAGCTTTAAGGTCATTGTGTGTGAAATAGGATAA 

TTATACAAATAAACCAGGAGAGAAGATAAAAAGAAGTTTCAACAAATAATATCAAATAAT 

ATAGAAAAGGAAAAAA 

>SEQUENCE:8729:prostate_MPM2000-004P6_Table5 

TACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAAT 

TAAGGCGGGGGTGGGCGCACAACGCAATGGTAAAAGCGCCTGGGGTTCTATCTAGGGTGA 

TGGAAATTCTTAAATTGACTCTGAGGATCGTCTGCCTATCTTCGCAAATATGTGAATATG 

CTGAAACACCATTCACTCCTGCACTTTGAATGACTGTATCGTATGGTACATAAAACTGTA 

TCTCGATGACACCTTCTCAAAACGAATAAATGCCTTGGCTCACACCTGTAATCCCACCAC 

TTTGCGAACCAGAGGAGGGCCAATCACCTGAGATCAAGAGTTCGAGACCACTCTGACCAA 

CATGGTGAAAGCCCATGTCGACTAAAAATACAAAAGTAGCCTGGCGTGGTGGCACATGCC 

TGTAATCCCAGCTAGCTGGG 

>SEQUENCE:8730:prostate_MPM2000-004P6_Table5 

CGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTAC 

TTCTAGAATTAATTAAGGCGGGGCTGGTGCCGTGTGGCCTGGACACTAATTCTCCTCTCA 

TATGTTTGCTCAAAGGTAAAATGAGGCCGGGTATGGTGGCTCACGCCTGCAATCCCACCA 

CCTTGGGAGGCCGAGGGGTTTCTTGGAACTCATCAGCGGAACCAGCCATCTGGCCTCCCA 

CAGGATGCTGCTGGCACAGTCTAGACTCAGACCAAGGCACATGAGCCAAGGTGCCCAAGG 

AGGACTGAGAAGGGCAGTGAGAGGGAAGGATTCATTCATTCATTTGCATTTATTAATTCA 

GCAAACAAAAAATTGAATGCAATAGTTTGGTGCCACACACAGGCTCGGCAGCCAGACTTT 

GAACATAAGACACTGTCACTTGCCAGGTGTGTATCCTGGAGATA 

>SEQUENCE:8731:prostate_MPM2000-004P6_Table5 

GCCCTAACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 

TTAATTAAGGCGGGAGGCGCAGGTTGCAGTGAGCCAAGATCGTGGCACTGCACTGCAGCC 

TGGCGACAAAGTGAGACTCCATCTCAAAAACATAAAAAAAATTAAAAAAAGATCAGTTTG 

CTACAAAGAGTAGCATCTGCCAGTTACCAAGCACCTGCTGTGCCCAGGTGAGTAGGACAT 

GCTTCCTGCCTGCAAATGTCCCCAGGCTTGTTCCCAAACAAGCGGCTAGGAAAACAAGAG 

GCTGATTTTACATCTGGCAACCTCCATCTGAGTGGAAACAAATTTAATGAAAGCCTGTGG 

TAATAAGGTCCTGAGACCGCATTCTTGGTAGTAGATCTCCAGTCCTAACATGGACACAGT 

TTAACTTGCCGGGGGAACATATGTATCCCCTAGCAGCAGAAAAGATGGAATCCCTAAGAT 

CCTA 

>SEQUENCE:8732:prostate_MPM2000-004P6_Table5 

ACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCOCTCGAGAGTACTTCTAGAA 

TT AATT AAA I I I I IAI I I I I ATTTAAAAGAAATAGGAGGTCTCAGTGTGTTGCTTAGACT 

GGTCTCGAACTTCTGGGCTCAAGTGATCCTCCCACCTTGGCCTTCCAAAGTGCTGAGATT 

GCAGATGTGAGCCACCATGCCTGGCCTGAGCCACTGTGCCTGGTCCCCI I I I I ATTGTTG 

AATAATATTCCATTGTGTCTATATCACATTTTTTTATCAATTTATCCATCGATGGACAAT 

TAGGTTGTTTCACCCAGCCTGGATGACAGAGTGAGACTCTCTAAGAAAAAAAAATTGAAA 

AATCGAAAAACAGAAAAATGAAATGGAAAGTAATCAGTATTGTTAAGGATGTGGATAAAT 

TGGAGCCCTCATATATTGCTAGTGTAGCCACTGTGAAAAATTTCACTAGTTCTTTGAAAG 

GTTAAACATATAATTAACCGTATGACCCAGTAATTCTGCCCCTAACTATGTACCCNNNNN 

NNAAAAAAAAAAAAAAAAAAAAAAGGGCCCCCCCCCGGGGGGGACCCCCAATCCCCCTTT 

AAGGGGGG I I I I I I ACCCCCCC 

>SEQUENCE:8733:prostate_MPM2000-004P6_Table5 

ACCCTACACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGA 
ATT AATT AAGGCGGGTAGGCCTAGGATTGTGGGGGCAGCCGATGCCTGGTCCAGGCTGTG 
AG G G ACACGT ATGG AG C AG AT AA AG AATTC ACTCA AG CA A A A AAA A AAA AAAAA AA A A AA 
AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAC 
GCCCCCCCCCCCGGGGGGGGACCCCCCCCCCCTTTAAAAAAGGAGTATACCCCCCCCCCC 
CCGGGG 
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>SEQUENCE:8734:prostate_MPM2000-004P6_Table5 

CT AAAG G G A AC AAAAG CTG GGTACCGGGCCCCCCCTCGAG AGTACTTCT AG AATTAATT A 

AGGCGGGGGAGGAACGAAAGATCTCGAATCTAACCCGACTGTGCACAGCATGGCCAAAAC 

ATTTCCATACTCTGTGGACGAACTTCACGCCGGCTGCAATGACAGACACCTGAACTGCCA 

GCACTCCGAGGCCTTCAGACTCTACGGTCACTCGCTGTCGGTACTGCAGGACCAACGTTC 

TTCACACCCAGAAGAACATAAGTTTACTGTACCCCAACCGAGCAGCATGTAACTTGAAGG 

ATGGAAACTGCAGAGACTGCATCAAAGATTGCACTTCAGCACTGGCCTTGGTTCCCTTCA 

GCATTAAGCCCCTGCTGCGGCGAGCATCTGCTTATGAGGCTCTGGAGAAGTACCCTATGG 

CCTATGTTGACTATAAGACTGTGCTGCAAATTGATGATAATGTGACGTCAGCCGTAGAAG 

GCATCAACAGAATGACCAGAGCTCTCATGGACTCGCTTGGGCCTGAATGGCGCCTGAAGC 

TGCCCTCAATCCCCTTGGGGCCTGT 

>SEQUENCE:8735:prostate_MPM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTC TAGA ATTAATTAAG 
GCGGGGGGATCATGATCATTTGTTCAGAAAAAAAGCCCCTGAACTGATTTTGTTACCATA 
G AATTT AAAA AAAA AAAAGGCTTTAACAGTTGG CTGTAATTTG G CTTTTATTATCCTTT A 
TTAAAATACAAATGTCAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 
AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 
AAAAAAAI I I I I GGCCCCCCCCCCCCGGGGCGATCCATTA I I I I I I I I ATTATGAATACC 
CCCCCCCCCCCCCCCGCTGTTATT AAAA AAAA 
>SEQUENCE:8736:prostate_MPM2000-004P6_Table5 

AGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGC 

GGGTAGGCCTAGGATTGTGGGGGCAATGAATGAAGCGAACAGATTTTCGTTCATTTTGGT 

TCTCAGGGTGTGAAATTGGAAGTATCAAGGGCTTTCTTTGGTGATTGAGGGAAATAATGT 

CTCTACTTGTAATTTATTGTGACCC I I I I I CACTGTATATGCTTTGTATGTCTAATATTT 

ATTTCAATGCAAATTCAATTGTTCCTTCATCTGTATTGTTATATCTAAGATTTTATTGAT 

GTTAAAATCTAATTGTGGAATAAAAATCTCTCTGGAATTTAGCAGATCCCNNANAAAAAA 

AAAAAAAAAAAAAAAAANGGGGGCCCCCCCCCGGGGGGGGCCCCCATTCCCCCCTTTTGG 

GGGG I I I 1 I I CCCCCCCCCCCTTGGCCC I I I I I 

>SEQUENCE:8737:prostate_MPM2000-004P6_Table5 

AAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGG 

CGGGGGGAGGAAAA I I I I I ACTTTCCATCTTAATGTAACCTTATGCTATTCTGTA I I I I I 

ACTGTATATTGCTTTTACAATAAATATAAAATGAAATGTTTATGTTGACATTTCAGTGTG 

AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 

AAAAAAAAAAAAAAAATAAAAAAAAAAAAAAAAAAAAAAAATTTTAAAATAAAAAAAAAA 

T 

>SEQUENCE:8738:prostate_MPM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAC 

AGATAGATATGATGTGACAATTCAGTTTAAGTGCAACTTTCAGTTTCTATCTTAACTATA 

ACTTGAGAGATTAATTTAGAATTACAAATGTGTGTATATATATATATGAGCATATGTATA 

C AT AACATATTT ACACACAAG GCACACATACTATG AGCACCCTG C AGTTTGTAG G CATTT 

TTACATGCGAATGTTATTGGAACAGATAGGCATCACGGGAAGAAATTTTGCCTCTACCTG 

CTCTCACCATGTCAGTTGACAGGACTCAGGACATGGGAGAAGAGTGAGCTTCCTTTCTGA 

AGTTGATGGTAGCTGTCAAGATTTTTGAAAAGTTAGTGCCAGGAATTAGGTGATTGGTAA 

GCAGCGGCCCATTCCTTGCCTTCAGTGAAATGACATCCCGAAAAAAATAAAAAAAAAAAA 

A 

>SEQUENCE:8739:prostate_MPM2000-004P6_Table5 

AACCCTCACTAA AG G G AAC AAAAG CTGGGTACCGG GCCCCCCCTCG AG AGTACTTCT AG A 
ATTAATTAAGGCGGGGAGGGAATGGAGGAGGCNACCGTTGTTCTCGAGCATTGCACTATC 
TGACGCGTCTATGGGCGCAACGCCGAGGACCTGAGCCAGGCGCTGCACCTGGAGGCCCC 
A 

GAGCTTCAAGACAAGGTGAACCCGACGAAGCCCCGGAGGGGCAGGTTCGAGGTGACGGT 
G 

CTGCGCCCGGACGGCCGCAAAGAGGAGCTCTGGACTGGGATTAAGAAGGGGCCCCCACG 
C 

AAACTGAAATTCCCTGAGCCTCAAGAGGTGGTGGAAGAGTTGAAGAAGCACCTGTCGGAC 
GGAGATTTGGGTAGAAGCCCTCATGCTGAGCTTTGTGTCCCTGGTGAAGTTGGAACATTA 
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ATGATGGAACATG 

>SEQUENCE:8740:prostate_MPM2000-004P6_Table5 

ACCCTACACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGA 

ATTAATTAAGGCGGGCACTGGAGCACTGATTCGGACACGCCATGGACCATCGGGCTATTC 

CCAGGGCATGGCCCATCGGACAGATTCTTTTTCCCAGGATTAAAACTCTGACCCCCTAGA 

AAAAAAAGCTGAAAGAAAATGAAATGGGGCCCCCCCCGGGGTGGAGGATATTATTGCACA 

GTTTGGCTGGTTTTGCCCCCCGCATGGAAGAACTTTTTATTTATACTGTGATTTTGAACA 

GATTATGCAACATTGGAAGGAAGGCTGTACTTTGATGGTTTGAAGGAACTCAGC AGTA TG 

ATG ATCTG GTTCC AG G G G AAAAAAAT AG CTG GTTG GTGTCTAG CCCCCCAAC ACTTTTGT 

CTGTTGTGTATAAAAGAAGAAAGACTGGCATGTACCTTCATTTGCTTAGCTATTTGAGTA 

TCT AG AG AAAAATT AAAATG CAATG AGTTAG C AGTATACCCTG G CAC ACTTAATAAATT A 

AACA 

>SEQUENCE:8741:prostate_MPM2000-004P6_Table5 

ACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 

TTAATTAAGGCGGGGATGCTTGCATGTGTAATCTTACTAAGAGCTAATAGAAAGGCTAGG 

ACCAAACCTATCTCCCCTTTTATACTAATAATCTTATAAAAAAAAAAAAAAAAAAAAAAA 

AAAAAAAAAAAAGGGGGCCCCCCCCCGGGGGGGACCCCAAACCCCCCTATGAGGAAGGAT 

TTACCCCCCCCCCCCGGGGCCGTTTTTAAAAAANGNANGGGGGTTCTTGCTAAAAAAAAT 

AATTCCTCTGGTGCTACTTTTAATGTGGTCAGGTTTAAAATGTTTTCAGAAAGGTTAAGC 

TTCCTTTGCATTAGTGCCTGGTGTGGTCAAATGAAAGAATGACTTTGGAATGGACTGCTT 

GTGTTTATAAATGACCTTCCCAT 

>SEQUENCE:8742:prostate_MPM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAG 

GCGGGGGAATTGCTTGAACCCAGAAGGCGGAGATTGCAGTGAGCCAATATCA CACCAT TG 

TACCCTAGCCTGGCAACAGAGCAAGACTCTGTCTCCAAAAAAAAAAAAAAAAA I I I I I I I 

TAAAAAATTTTTGTAGCGAAAATTTTTTGTTTTATTGCCAGGGCGGGCCTAAAATTTTGG 

GTTAAAAGGGATCCTCCCACCTAACCCTCCCAAAAACTTGGGATTAAAAATGTGAGCCAC 

TG CCCCTGG CC AAA A AACTTTTTT AAAG CCTTTTTTTTTTG G ATTCTA AC ATCC AAG G GT 

AAACATGATCCCTAGAGGAATCCCCCCTATTTTATGATTATTGGGATAAATGTCTAAGGC 

CAAATCCACCAGAGGGATAAAAAAGGAATCCTTTTCCTTGA 

>SEQUENCE:8743:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGCGGGGGGCAAGATAAAATAGCTGTGAAATGTAATTAGAAGAATATACAAACAACAAA 

CAATAACGTTTCAAACCTAGAACGATGCAAGGAAACATGCACTATTTGATATTATGAAGT 

CCTGTGAAGTCCAAAGATGAGTTACAGAAAGTGACTTCAGGGCCCAT GCAC ATGCTTTCT 

GTGTGTATGTGCATGTGTGTAAGTGATTTCTTCATTGCCCATTTTTGTATTTTCCACATC 

TCCAAAGTGACCATTAAAATGCACCATTCTTGGTAGGCAGCGTCTTCATTCTGGCTGGGG 

AAGGCAGAGATAAAGAATGCATTCAGGGCTGGGCGCGGTGGCTCACGCCTGTAATCCCAG 

C ACTTTGG G AG G CCG AG G C AGG CAG ATC AC AAGGTCAAG AG ATC AAG 

>SEQUENCE:8744:prostate_MPM2000-004P6_Table5 

AGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGC 
GGGTGAGGGATAAAAAACTACATATTAAGTACAGTGTGCACTGCTCAGGTGACAAGTGCA 
CTGAAATCTCAGAAAACACACTAAAGAACTTATCCATGTCA TGAAAAAC CACCTGTATTT 
CCAAAACAATTGACACTTAAAAAAAAAAAAAACCCTATTGAC I I I I i I I AAAAAGCTAGA 
AAAACAAAACCAACCCAACCCAAATTTAGAAAAAAAAAATTATTAAAGATCAAGCCAAAA 
ATAATTGATTTTGAAATAAAATCCAAAGGGTCAATAAAATGCAAAGTTGTTTTTTGGAAA 
AAAAAAAAAAAAACCTTGACAACCTTTTCTTAAAATTAAAAAAAAAAAAAAAAACCCCCC 
CGGGGCGGGGGG I I I I I I I I 

>SEQUENCE:8745:prostate_MPM2000-004P6_Table5 

TGATTACTGGCCGCGCGCATATACAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGG 

CCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGGGAAGGAGGAGCCGCCTCAGC 

CGCAGCTGGCCAACGGGGCCCTCAAAGTCTCCGTCTGGAGTAAGGTGCTGCGGAGCGACG 

CGGCCTGGGAGGATAAGGATGAA I I I I I AGATGTGATCTACTGGTTCCGACAGATCATTG 

CTGTGGTCCTGGGTGTCATTTGGGGAGTTTTGCCATTACGAGGGTTCTTGGGAATAGCAG 

G ATTCTG CCTG ATCAATGCAGG AGTCCTGTACCTCTACTTCAG CAATTACCTACAG ATTG 

ATGAGGAAGAATATGGTGGCACGTGGGAGCTCACGAAGGAAGGGTTTATGACCTCTTTTG 
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CCTTGTTCATGGTCATTTGGATCATCTTTTACACTGCCATCCATTATGACTGATGGTGTA 
CAGCTCCCAAGTGCTTCCTATCCAGTCCAAAGGACCCTTTTGATTACAGCACAGGAACTT 
GATCGTTGGG G AACCCCA ACCCCTTG G AACTTG 
>SEQUENCE:8746:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGCGGCCATGGCGGCGGGGGCCTGCAATCCCACCTATTCTGAAGGCTATTGCACACGAT 

CGCGTGTGAACCTGGAAAACGGAGCTTGCAGTGAGCCGAGATCATGCCACTGCACTCCAG 

CCTGGGTGACAGAGCCAGACTCCGAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAGGGGGC 

CCCCCCCGGGGGGGAACCCCAATGCCCCCAAAAGGGAGCCATTTTACCCCCCCCCATGGG 

CCGTTTTTTAAAAAAGCAGTCTCCCTAAATTAGTGGCAAAAGAAAGAGAAGGGGAGGTTC 

TAAACAGTTAAAGCATTGAAGAGGAGACAGTATCACACAGAAAGCAAGCGCCAGAGAAAT 

GGAGAGCAATGAAAGAAAAAAAAATCCCATCAATTAGATTTAAAAAACCAAAGCAGAATG 

CTTT 

>SEQUENCE:8747:prostate_MPM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAG 
GCGGG G AAGTGG G AG CAG ACCACATGTG AGTGG AATCCAG AACATTAGG ACTG G AAG G G A 
ACTGAGGTGGGGTAGGTTTCTTGGAGAAAGTAGTGTCAAAACAAGGGTTTTCCCTAGCCA 
CCTGGCAACTCTGTGATCTTAACCTCTCTCAGGCTCAGTGTCTTATCAAGAAAAGGGGGC 
T AATG ATC AT AG AACTGTT AAG G GTATTC AGTG AG AATGT ATATAG AG CACTTAG C AC A A 
TCACTGGCTTACAGTAAGCAGTCAATAAATATGAGCTAGTTATTGCATCATTCAAGGCCC 
CAGCAGACACCAAATTTTCCTTCCTCATTTAGCATTTCTATCACAGGACTGTGATTATAT 
AT AT AT AT AT ATTTATTTACTT ATTATTT ATTTTTTG AG ATG G AGTTTCTC 
>SEQUENCE:8748:prostate_MPM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAA 

GCGGGCATGGTGGCACACACCTGTATTCTCAGCTACTCAGGGGGCTAAGGCAAGAGAATA 

GCTTGAACCCGGGAGGCAGAAGTGGCAGTGAGCCGAGATTGTACCACTGCACTCCAGTCT 

GGATGACAGAGCAGGACTCCATCTCAAAAAAAGAAAAAAGGAACAAATGCATTAAAAATC 

TCCI I I I I I I GACACACAAAG TAG AATG ATG CAAATTT ATG ACATCAACTTAAAAGAGGT 

GTGAATGAACCTATAATGGTGTAGCATTCTGGTATGTTATTGAAGTTAAATTGGCATCAA 

TTTAGAGTGTTGTAACTCTAGGATAGTAAATGTAATCTCCATGACAATTATAAACAATAC 

AGCAAGAGCATATACACAAAACAAAATAAGAAGGAAATTTAAATGTTTCACTACAAAAAG 

CAACTAAAAG CA AAAG AAC ACA 

>SEQUENCE:8749:prostate_MPM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAG 

GCGGGAGCTTGTGATCCCACCTACTTTCGATGCTGAAGCAAGATACTGGCGAGAACACTC 

GGCCGAGCCGCTCGTGGTGACTCATGCCTGTAATCCTGGAATTACGTGACCCCGGAGGCT 

GAAGCCTGGAGGATCACATTAAACCACGAGTTTGAGACCAGCTTGGGCTACATAGCAAGA 

AAATAAAAAGCAAGCAAAAACCAAACAGGAGCCCCCCCTCTGGGGGGAATCAACTAGACC 

TCATGAAATACAGAATATAGCCCCCCATTTATCACTAAAACCTCAATAGATGACATTGAC 

TTGATACTGGACATAATTGAAGAATTAGTGAATTAAAAGCCAGTGCTGAGGAATTCATGA 

GAGACCCAACCCGGGGCAATGAATAAAAATTATGAAAGATTAGTTAAGAGACACAGGAAG 

TAGATGGAAAGATT 

>SEQUENCE:8750:prostate_MPM2000-004P6_Table5 

TACAACCCTAACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCT 

AGAATTAATTAAGCGGGAAGCATGTCCGGGATCAACGCACGTTAATTGACGAGGCGGGGT 

TGG G AAA AA ATCTTTACT AAT AATAC A AA AATG A A ACG CG G C AGTG CC ACCTCCTTG AT A 

CCATCTGCTTGGGAGGCTGAGGGAGGAGAATCAGTTGAACCCGGAGGGTGGAGATTGCAG 

TGAGACTCTCAAAAAAACAAAACAACACAAAAAAAATCTCCTAAGATGATTAAAACAAAC 

TTGCTTCTACAATAAACCGTAAACTCACCGTATCTAGTGATTCTGTACATTAAATCTTTT 

G AACATGTTTCCCN N N NN AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAANCCCCCC 

CCCAAAAAAAAAAAAAAAAAAAA 

>S EQ U ENCE :875 1 : prostate_M PM2000-004P6_Table5 

TAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAA 
GGCGGGGGAGGCAGTGCTACCAGAACCATGGTTCGGTTGGTTCAGCCGCCTGGACCTCAT 
CTGCTCCCTGAGGTTGGTCTTTGCTCCGCACCCTGGTGCGGCCTGGTACACAGAAGGCGC 
TCAGTAAACACTTGTGGATGAAGGAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 
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AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAANCCGCCCCCCCCCCCGGGGGGAC 
CCCCCACCCCCCCTTTAGGGGGGTTTTTACCCCCCCCCCCGGGGGCCTTTTACAAAGCAC 
ATAACTTGGCACTTTAATC I I I I I CACTGACTAAT 
>SEQUENCE:8752:prostate_MPM2000-004P6_Table5 

TAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAA 

GGCGGGTAAAGAAAAAACAGTGGAGAAGAAATCACAAAGGAAAATATAGATAGATTTGTT 

TACATAAAAATAAAAACTAACGTATATTTAAAATCATATTAAGACTCATTTTTGGCCAAG 

ACCCACTTATTGATGGGAGTATAAATTGGTATTGTATAAATTGGGGATTGGGAGTACCAA 

TCCCCAGCCCTCAGGCCATGGATTGGTACTGGTCCGTGGCCTGTTAGGAACCAGGCTGCA 

CAGCAGGAGGTGAGTGGTGGGCAAGCAAGCTTTAATTCCCGAGCTTTGCCTCCTGTCAAA 

TCAGTGGTGGCATTAGATTCTCATAGGAGTGTGAACCCTATTGTGAGCTGTGCATGCAAG 

GGATCTAGGTTGCACGCTCCTTATGAGAA 

>SEQUENCE:8753:prostate_MPM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAA 
TATGATGTTGAGAGGCTGAGATGGGCGGATCACTAGGTCAGGAGATCGAGACCATCCTGG 
CT AACTCG GTG A AACCCCGTCTCT ACTG AAAATAC AA AA AAA AT AG CTGTG CGTG GTG G C 
GGGTGCCTGTACTCCCAGCTACTGGGGAGGCTGAGGCAGGAGAATGGCAAGAACCCGGG 
A 

GGCGGAGCTTGCAGTGAGCAGACATCGCACTACTGCACTCCAGCCTGGGTGACAGAGCGA 
GACTCCGTCTCAAAATAAATAAATAAATAAATAAATATTACGTAAACTGAGAAAATGAGT 
ATAACAAGAGTAGTATTGTTGTTTCTCTGAGAAATAAACTAAATATGTTGGAAAAATGAG 
AAACTCA AC AGTTG CTGTC AG CTTAACT 
>SEQUENCE:8754:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGCGGGAGGGATGTCATGGGGAGATTTACCTCATGCTAGATGACTCATAATTGGGTGCA 

ACGCACCATCATGGCTCATGTATACATATGTACTTAACCTGACCAGAGTGCACATGACCT 

CTACAACTAAGAGTTTTATATACAAATCAAGGAGAATATGAAAGAGAGGACTATTTTGGG 

GAGGATATCAAAAACAGAGGTTCCAGAAGAAGATGCACTAAGTAGCAAAGAACACTCAAA 

AAGCAGTGTTAAGAAAAAATTACCTCAAAATTTACTGGGTATATTTCGTCCTATGCCCAA 

I I I I I AAAATTGGAATTTGGG I Mil I GCCCATCCGGTGGGGGGACTCCC I I I I I I I I I i 

GGGGGAGAGATTTTTTACCGAGTGTTGGCTTGGAAAATAAAATTTCCCTTCCAAAAAAAA 

AAAAAAAAAAAAAAA 

>SEQUENCE:8755:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGCGGGGCCGAGATCAAGGCATTGCAGTGCAGCCTGGGTAACAGAGCAAGACTTTGTCT 

AAACAAAAACAAAAACAAAAAAATTCTTTTTCTCAGAATAGCTACATTCATCTCATCATT 

ATATAAAAGACTTACTAAAAATTAAAGCCTTGGATTTGACTCTAGGTAAAGTGCATGGAG 

AATAAACATGAATCATTATTTGTTTTAGTATACTATTAGTATAATAATTGAAACAGACTA 

CTCATATTCCTGCTTATGTGACATACTTG I II I I GTTTTGTTTTG I I II I I I GAGCAAGA 

CTTTGTCTAAACAAAAACAAAAACAAAAAATTCTTTTTCTCAGAATAGCTACATTCATCT 

CATCATTATAT AAAAG ACTTACTN N N N NAAAA AAAAAAAAAAAAAAA AAN NG G GGGGCCC 

CCCCCGGGGGG 

>SEQUENCE:8756:prostate_MPM2000-004P6_Table5 

CCTACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTA 

ATTAAGGCAGGAGAACAAAGCTGAGAACTATTTCAAAATATACAATCAGAGGAGAAAAAT 

AAAAAGGAATGAGGAAAACTTATAAGAATTATGAGATATAATCAAAAAAGCAAATATTTG 

AATTATAGGAGCTCAAAAAGAAAAAGAGAAAAACAAAGCTTTTTTAAAGAAATAATTTTC 

TACAGAAAACATTCTAAATCTGGGCAAAGTTACAAATTCCAGGTATAAGAAGGTCAAAGA 

TCTCCAAACCAATTCAATCCAAATAAGATGACATCAACATATTTGATAATCAAACTGCCA 

AATATCAACAACAGAGAGAATATCCTGAAAGTAGCAAGAGAAAAAAAATACATATGAGGG 

AGTTCAATAAACATGTATTTTATAAGAGATATTATAGGCCAGAAGAGAGTGGCATTATAT 

ATGTG AAGTG CT AAAAG AAAAAAA 

>SEQUENCE:8757:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGCGGGAGGAGATAAATGGAAGTATACTGATGTAAGACTCTTATACTATACATGAAGTG 

GTATAATATCACTGTGATAAGTGATAAGACTGTGAGAAATTGAAGTGTATACTTTGAACC 
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TCAAAGCAATGAAGAAAATAGCAAAACAAAGAATTTACAGCTGATAAGCCAACAAAGGCA 
ATAAAAATTAATCATTAAAAAATACGCAATCCAGAAGAAAAAAAAAAAAAAAAA AAAA AA 
AAAAGGGGGCCCCCCCCGGGGGGGACCCCAATTCCCCCCTTTGGGGGGGGTTTTACCCC 
C 

CCCCCCTGGGCCGTTTT 

>SEQUENCE:8758:prostate_MPM2000-004P6_Table5 

CTAAATGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AG G CG GGGTCCCATATAG G GTTG G AGGTTAAG AAA AATC I I I I I I I I I I I I I I CCAGGAG 

GAAAAAAAAGCCTATTTAATGAACTCAGAAAAAATGAAGACAAAAGAAACATAAAATGAA 

CATATGGCCTTTTCCATGATACATGCTGTTATTTTACCTGTCTTCTATTACTCATGTGAT 

ATTCATCTTTCTTCCAGATTAGCATATTTCTCCATTTATACATAGGGAATTGGGAACTTT 

TAGAAGTTTTTCCCTGTCTCTGATGGATTGGACAATGTTTGCA ATTCT AGGAGACATCTG 

ATTATTCTTTCAAAATAAATTTATCAGTNGAAAAAAAAAAAATGATTTTAATAAAAAGCG 

GCCGCCACCGCGGGGGAGCTCCAA 

>SEQUENCE:8759:prostate_MPM2000-004P6_Tab!e5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATGAAG 

GCGGGAATTAAGTACTTCTAATTAACAATGCTAGATAATGTCAGCGACTGTTTCTTGTAT 

CTGT ACTGT AAGG ACAAATG CTGTTC AT AGTTGTAACTTCTAAG ACAAG G CTTTG ATTTC 

TTTACAGTATTGTTCACCTACACCAGAACCACTTGTAGAGAGGCAAG AATAT TTACTAAA 

AGTTGCATCATGACATGAGACTTCTTGCAATATATTGATTAAGGATTCTTTTAAGTCCTG 

CCTTTTTCAGGAAGCCTTTACCTAATAGGACACTTATGTCCAAGAAAGGACTGATCTTTA 

CATGTATATCTATGTGTTACTGAATTTAGGCCCACACAACCCCTAACTAGATATTGCCTA 

TGGGTT 

>SEQUENCE:8760:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGCGGGTGGATCACCTGAGGTCAAGAGTTCGAGACCAGCCTGGCCAACGTGGCAAAACC 

CTGTCTCTACTAAAAATACACAAAATTAACCAGGCGTGGTGGCGGGTGCATGTAAACCCA 

GCTACTCTGGAGGCTGAAGCAAGATAATCTCCTGAACCCAGGAGGCGGAAGCTGCAACGA 

GCCGACATCGCACCATTGCACTCCATCCTAAGTGACAAGAGCAAGACTCTGTCTCCACTT 

TACTACCCCCAAATGTTATGGGCCCGGAACGAGGGGGGTGGGGGCTAAAGTGCGGGATAT 

TGATGGCACACCCGATGGTTGTCAAGGGACCCCI I II I I I I GGGGGTTATCCATGCCGTC 

GATATCCCAAAAATTTTTGGGCCCAAAGGGGAACCCAAAAAATAAAAAAA 

>SEQUENCE:8761:prostate_MPM2000-004P6_Table5 

GATATGATTACGCCAGCCGCGCAATGTAACTCCTCACTAAAGGGAACAAAAGCTGGGTAC 

CGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGAGGTCAAGCACGCTGGC 

TCATGCCTGTAATCCCAGCACTTTGGGAGGCTGAGGCAGGTGGATCACTTGAGGCCAGGA 

GTATGAGACCAGCCTGGGCAATGTGGTGAAATTGCATCTTTACTAAAAATACAAAAACTA 

GCCAGGCATGGTGGCACATGCCTGTAATACCAGGTGCTTGGGAAGCTGAGGCATAAGAAT 

CACTTGAACCCGGGAGGTGGAGGTTGCAGAGTGAGCCAAGATCGCAGCACTGCACTCTAG 

TCTGGGTGACAGAGCAAGACTCTGTCACNNAAAAAAAAAAAAAAAGCCCTTAAAATTTTC 

GGGGAACCCTTG I I I I I I I I AAAACAACTTCCTTTTGCTTTAAAAACCTCAAAGGACCCC 

AAAGGTAAAATAATTTCCGGGGCCCCCTAAATTTTCCAGTTTAGAATAAAAGCTGGACCA 

ATGATTTGTGGGGCTGAACAAAAAAAAAAAAA 

>SEQUENCE:8762:prostate_MPM2000-004P6_Table5 

AGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGTC 

GGGGGAGGGGGGAGGGATAGCATTGGGAGATATACCTAATGCTAGATGACACATTAGTGG 

GTGCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCACAATGTGCACAT 

GTACCCTAAAACTTAGAGTTTAATAAAAAAAAAAAAAAAAAAACGGAAGGAAGAAATTTT 

TTAAAAAAAAAAAAAGAAATGACAAAATTAATGAAGGAAAAAACGAGCAAAAAAGGTATA 

AATGAAGAATTTAAGACAAAACTGAAAAAAAGTGAAAGCCCCAATGTTTTTTCCGGTTTT 

TTGCC I I I I I I I GAAATTGGGATTTGGG I I I I I I I GCTATTGAGTTGTTGGAGTCCCTTA 

TTTTTTG G GAG G A AAAACCCCTTAA AG AAG GTTTG CTTG ACAA A AA AATTTCCCCCTCCC 

CGCCAAAAAAAAAAAA 

>SEQUENCE:8763:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 
AGGGGGGAAACACTACACCTAAACGTTTCAGTCAAACTGCTGAAAAGTGAAAGATAAAGA 
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GATCTTACAAGTAGCGAGAATAAAAATGGGGCATTACTTACAGGGGAACAATGATATGAA 

TGGTGGCTAATTTCTTACCAGACATTACTTACAGGGGATCAATGATATGAATGGTGGCTA 

ATCTCTTACCAGAAACAATAGAAACTTGAACACAATGGAATGAGATCTTTAAGTACTAAA 

GGAAAAAAAATTGTCAATCTAGACTTCTATATCTGGTGAAAGTAACTTCAAAAACAAAAG 

CCNANNANAAAAAAAAAAAAAAAAAAANGGGGGGCCCCCCCCGGGGGGGGCCCCCAATTC 

CCCCTAAAGGGGGG I I I I 1 I CCCCCCCCCCCTGG 

>SEQUENCE:8764:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGCGGGTGTTCCGAATAATGTCCTGGAAGTTATAACGACACCTATTTTAAATATAAGCC 

TGAATTTTGTAAAGTAATATTTAATGTGGTCCGTGATAATTAAATAAAATGCTTAATTAA 

TGTGGCGAAAAAGCTATAACTTAAAAAGATTATAACGCGGGTCGCCCTCCATGGGAGAAC 

ACCCCATAATCGCTTTGTATATAAAATAAACAGCTCGACAAAGGGGCGAGATTTAAAAAA 

GAAAGGGGGCCCCCCCCGGGGGGGGCCCCCGGTGTCCCCCTTCGGGGGGGTTTTTCCCC 

C 

CCCCCATTGGGGGGGTT 

>SEQUENCE:8765:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGCGGGAGAATGGTGTGAACCCAGGAGGCGGAGCTTGCACTGAGTTGAGATTGTGCCAC 

TGCACTCTACCCTGGGTGACAGAGCAAGACTCTGTCTTCAAAAAAATATATCTGTAATCA 

AAAATACTCAAGAAGCTAAAACAAGGGGGGCCCCCCCCACGCTGAGAGGCACATGCTGCC 

CTGAGCCAAGATTGTTTCATCGCCCACCAGGCTGAGCGATAAAATGAGACTTCACCTCAA 

AAAAATAATAAATAAGAAGGCCAGGCACGGTGGCTCACTCCTTTAATCCCACCACTTTGG 

G AG GCTTAAG CG G G CG G ATC ACAA AGTT AATAG ATCG AG ACC ATCCTG G CCAAC ATGG G G 

AAACCCTGTCTCTACTAAAAATACAAAAATTAGCTGGGCGTGGTG 

>S EQU ENCE:8766: prostate_M PM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 
AGGCGGGGGTGGGGTATGTATCTATCCTGGGGATGACTGCGGGCTCATGCTAACATCTTA 
AGAAAAGTTTAACATTGCCCACAAAACCCTCTAATCCTTTAGTAAATTTAACTGAGAGCC 
C AAAG AG G AAC ATCTCTTTG G ACACTAAG AAAA AACCTTGTTT AT AG AGTAAA AAATTT A 
ACACCCATAGTAGGCCTAAAAAGCAGCCACCAATTAAGAAAGCGTTCAAGCTCAACACCC 
ACTACCTAAAAAAAAAAAAAAAAAAAAAAAAAAAAGGGGGGCCCCCCCCGGGGGGGGCCC 
CCAATCCCCCCTTTGGGGGGGG I I I I I CCCCCCCCCCCTGGGCCGGTTTT 
>SEQUENCE:8767:prostate_MPM2000-004P6_Table5 

GCCAAGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTC 

GAGAGTACTTCTAGAATTAATTAAGGCGGGCAGATCAAGAGGTCAGGAGTTTGAGACCAG 

CCTGGCTAACATGGTGAAACCCCATCTCTACTAAAGATACAAAAAATTACCTCAGTGTGG 

TGGTGCATGCCTGTAATCACAGCTACTCGGGAGGCTGAGGCAGGAGAATCGCTTGAACCC 

AG G AG G CAG AG GTTTCAGTG AG CTG AG ATTGTGCC ACTG C ACTCC AG CCTGG G CAACAGG 

GTGAGACTCTGTCTCAAAATAAATAAATAAGTAAGTAAGTAAGTAAAAAAACAAAAGTAA 

AGAGCAGGTTTGGCGCTCTGAGCCCTCTCCAGTTGAGTTCTTACCCCATCTTTTTAAGGG 

CCTTCTTG AC A A ATCC ATT ACATTTCTG AA AAG AG CCCG GTTTCTC A AG G G ATC AG AATC 

TTCTTTCCTAGTCTCCTGCTAGAGTGCTGTTATTTTTGGGGTTGTCCAGATTAAAAATCT 

TGTGTGGTTTTCTTTACATTCTTCCCTCTCCTTTA 

>SEQUENCE:8768:prostate_MPM2000-004P6_Table5 

CAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGGTA 
TCI I I I I CCATCTATTTGCTTTCCACAGACAGCATCTGTGTCTTCCTTTTAAGGCCCATC 
TCATATAGACAAGATATAGCTGAGTCTTG I I I I I I CAG CCCTTCC A AAC ATTTCT ACC AT 
TGAACTGTAGTGCTCAGTGGATTTACAGGGAGTGCAATAATTGTTAGTCAAAATAGACCT 
ATACGTTTACCATTTAAACTACGGTTGTCTAGTCTAA I I I I I I I ACTCCTTTTTCCCCTG 
CACATTTTAATGTTAATTACCTTTTAGAATTCCACTTTAACTGGGTACTGGACTTTTATG 
CATACCTATTTCCATGATCTATGTGCAAGTGCTATAGGGAATACAGTATACACTCAAGTG 
CTTATATTCTATTG AAG G I I I I I I I AAAATAGATT 
>SEQUENCE:8769:prostate_MPM2000-004P6_Table5 

CCCTACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATT 
A ATTAAG GCGG G GTG ATG A ATCC A AAG CGTTTG CAG C ATT AG G GG A ACTTACAT AC AG AG 
GACTTCAGCGTCCTCATGACAGAAAAAAATACGTTCTACCCAAGTATGTCCTTAACCAGA 
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GTGTCACCCTATGTAGTTTATATAAGAGTGTCAGGAATTTGGCCCAGGCCGTTGCTAGAT 

TCTATGTGTTTGGCAGCATGCTTGATATTTCAGGGCTTGGGAAAACCACCTAAACAACTT 

CCTGTGGGCCTTGGAGTACTCCTTGATACCTTCCAGGCCCCAGTTTCCCCAGTTTGGGTT 

TAAGCCTGCAGGGAAAAAAAAAAAAAAAAAAAAAAAAANNNGGGGGGCCCCCCCCGGGGG 

GGGCCCCCAATTCCCCCTTAAG GGGGG I 1 I I I I CCCCCCCCCC 

>SEQUENCE:8770:prostate_MPM2000-004P6_Tabie5 

CCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAAT 

TAATTAAGCGGGCCATGAAAGCCTGTAAACCAACAACACAAAAGGCTGCTTCAGAGAACG 

GCTACCTGCCTGTGCTGCCACCGGGAGAAGGAAGGAGGAAGGACACATCTACTAAAATAG 

GAGCTGCTTGTTTTATATATGATAAAGATGTTAGGGAAGGTTTCCATACATATAGCCATT 

AAAGCCCTTAACTCAAGGCTTTAAATAATCTGGCGGTGCTTTTAI I I I I AAATGGCTGTG 

CTCGAACATAGGTGTATGCTTTTAAATATGGATTTGTTTATAAACATATGTACCTACTTT 

TGTAACTGCTGATTTAAAACAAAGA 

>SEQUENCE:8771:prostate_MPM2000-004P6_Table5 

T AAAG G G AAC AAAAG CTG G GTACCG G G CCCCCCCTCG AG AGTACTTCTAG AATTAATTAA 

GGCGGGGAGGGTGTATTGTCACAAAGTCAATTTATCAGTTAGGGTGGGGCAGGAACAAAT 

CACAATGGTGGAATGTCATCAGTTAAGGCAGGAACTGGCTATTTTCACTTCTTTTGTGGA 

TCTTCACTTGCTTCAGGCCATCTAGATGTATACATGCAGGTCACAGGGGATATGACGGCT 

TTCATGTCCCAGAGACCTGTTGTGCTGTGTATTTTGATTTCCTGTGTATGCAAATGTGTG 

TATTTACCATTGTGTAGGGGGCTGTGTCTGATCTTGGTGTTCAAAACAGAACTGTATTTT 

TGCCTTTAAAATTAAATAATATAACGTGAATAAATGACCCTATCTT 

>SEQUENCE:8772:prostate_MPM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAG 

GCGGGGTACAGTAAGGCAGTGCTTCCCACACTGGACCTCTTTCCTGGGTCTCTTTTGCAA 

TACATTAACAGACCCTTTATCAACATAAACAATAGTAACTGAGCTATTAAAGGCAACCTC 

TCTGACTCCTTCTGCCTCCTGAAAAAAGAGCACATGTACCCTAAAAAAAAAAAAAAAAAA 

AAAAAAAAAAACCCCCCCCCCCACAAGAGGAAACCCCCCCCCCCCCAAAAAAAAAAAAAA 

ATTANACCCCCCCCCCCCCCC 

>SEQUENCE:8773:prostate_MPM2000-004P6_Table5 

CGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTAC 

TTCTAGAATTAATTAAGGCGGGGGGCATGGTAACACACAGCACATATGGTTTGGGGGCCC 

TGTATGTGCTGAATCTACACATCTAGAAATGTCTTCCTTGATTCAGTACTATATTATCTA 

AAGTCTACACTAAACATTGTACGAGTGGTAATATATTGCCTCGCTAAAGGCATACTGAAG 

TGTATAACCTATACTGATATTACAACATATATGACATACTATATATTTCTTTATATAAAC 

TTGGGACGTTGTTAATACCATATACTTTATATTTCTATACATTTATATTTCTAATAATAC 

AGTTATCACTG ATCTATGTAG ACACTTTTAG AATTTATT AAATCCTTG G CCTTGTGC ATT 

ATAGCATTCCATTAACAAGAGTTGTTCCCCCTCCCCAGTCTTCGCCTTCCTCTTTTTAAG 

CTGTTTTATGAAAAAGACCTAGAAGTTCTTGATTCA I I I I I ACC ATTCTTTCC ATTAG GT 

AAAG AAA AAGTTGATTG GTTG GTTG I I I I I CAATTATGCCATTAGACTAAACATTTCTGT 

TAAATTACCCCTATCCTTTTGTCTCTACTGGTTTCTT 

>SEQUENCE:8774:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGCGGGATTCCTGAGATTCCTATGCTGTACAGCAGTGGGTTCTCAAATCTTTTGCTCAG 

GACTCCTTTATATTTTAAAAAATTATTGAAGACCCCAAATAGCTCTTGTTTATATGAGTT 

ATATCTATCAATATTGTCTCTATTAAAAACTAATACTGATAAATCTTTTAAGTATGTATT 

AAGCTTCACTCTGTCAGCCACGCTGGAATGCAATGGCATGATCATGACTCACTACAGACT 

CCACCTCTTGGCTCAAACAATCCTCCCACCTGAGCCTGCCTAGTAGTGGGGATTACAGGC 

GCCCGTCACCACATCTAGCTAATTATTGTATTGTTAGTAGAGATGGGGTTTCACCATGTT 

GGCCAGTCTGGTGTCGAACTCCTGAGCTCAGGTGATTCACTTGCCTTGGC 

>SEQUENCE:8775:prostate_MPM2000-004P6_Table5 

CGCAATTAACCCTCAGTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTAC 
TTCTAGAATTAATTAACGGCGGGGAAAATGTCTAGTAGCTGTTACTTCTGTCACAGAAGT 
AAAAACTTATTCT ATT AG AG GTGT ATCCG AATG AAGTAAC AAA AAACCTTG CC AATACTT 
TGAGTCAGATATGATTTCTTCATCTGATTAAAGGAAATGATGCAAACTGGGTAGGGTGGC 
ACATACCTGTAGTCCCAGCTGCTCCAAAGGCTGAGGTGGGAAGATTGCTGGAGGCCAGTG 
GTACA AG G CTGT ATTG CG CTGGTTGTATCTGTG A ATAG CCACT AT AC ACCTGTCTG GC A A 
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CATATTGAGACCCCATCTGTAAATTAATTAGTGAGTGGTATGAAAAAAATAAAAAAAAGC 
GGCCGCCACCG CG GTGG AACTCC AATTCG CCCTATAGTG AGTCGT ATTACG CG CGC 
>SEQUENCE:8776:prostate_MPM2000-004P6_Table5 

AAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGG 
C AG GTAAC A ATTAG AACTT AGTGTT AG CC AATTTCTCTG GTGTAAAC ACGCC AG CC ATG G 
CTTATTCCAAGTACCAGGACAAAGGCACTGCATGTGAAGTTGGGAAGAGATGTGCACAAT 
CAGCTCCTGCAAACCACTGCAGGCTGGCTTCTGCACACCACTGGCTCTGAGACACACGTG 
AATATTCACCCTGGCTTCCCCTGGCCACAAGCCTAAGATGGTCGCTCTGCACCCACCTCT 
CTCAAAGGAA I I I I I GATGTCATTGACTTCCACCTGAGATCCTGGCACTCTGAAGATCCC 
CTGCTGCTGGAGTCCTAAAAANNAAAAAAAAAAAAATAAAAAAAAAAGGGGCCCCCCCCG 
GGGGGGACCCCCAATTCCCCCTTAAGGGGGGC I I I I I CCCCCCC 
>SEQUENCE:8777:prostate_MPM2000-004P6_Table5 

TAAGCTCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCT 

AGAATTAATTAAGGCGGGGGAGAATGTTTTCGTGTTACTTATACTAACATTCTTTCTTCT 

ATAG G GTG ATAG ATTGG CTC AATTGG GTGTG AG G AGTTCACTTAT ATGTTTG G GAM I I I 

TAGGTAGTGGCGACAAACCTACCCAGCCTGGTGATAGCTGGTTGTCCAAGATAGAATTTT 

AACAGCCAAAGCTAACTAGATCTACTCAATTGACCCATTTACTTGACCCTCGGCCCCAGA 

GGGAGACTCTATCTCTTCCGCAAATAGTATTCTATAATCCATCTCAACGGTGGGGTTTAC 

TAACTAGATGTTGGATCAGGACATCCCGATGGTGCATCCGCTCTTAAAGGTTCGTTTGTT 

CAACGATTAAAGTCCTACGTGATCTGAGTTCAAACCGGAGTAATCCAAGTCGGGTTCTAT 

CTACTTCAAATTCCTCCCTGTACGAAAGGACAAGAGAAATAA 

>SEQUENCE:8778:prostate_MPM2000-004P6_Table5 

AATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTC 
TAGAATTAATTAAGGCGGGACACGAGGGTGTCCTTCACGGAAAATTCI I I I I ATTATTTT 
TGACGCACCGAGGCTGTTGTGTTCACTGG I I I I I G G A AG CCAAG ATGTCAAAC ACTTCCG 
AAGTATGAAAAGAAGATTGCGAAAGTTACATTAGGGTTCTGCTGTCCCCAAAAAGCCCTT 
TGTGCACAAGTTCTCACAGTCCCGCCCCATGCATTTTGTGCCACAAGTGCAAATTGAAGG 
ACTTCATGCAGATCGCGCCAGGGAAGAGCAATTTGAAG I I I I I II I I I I I I AAAGCTTTT 
AAATTTCAGTTACCAGCTCCAATGAAAAAAAGAAATCCAGTCTAAAACAGCCACTCTGAA 
AGCCAAAACAAAAAGAGCTCCAAAAAACTGTTGAGCAAAGTTAAGTGCCTTTTCGGAAGC 
AAAATTCGGGATTTTGAAAGCCTGGCTTGG I I I I I CTCTGGGTGAAAAA 
>SEQUENCE:8779:prostate_MPM2000-004P6_Table5 

ACA A AAG CTGG GT ACTTGGCCCCCCCTTTAG AGT ACTTTTAG AATTAATT A AG G CG G AAA 

TAGGGAATAAACAACGCTAAGCATAGTTGTACTATCTCAGATAGTGATAGACCAGGATAA 

GAGGTTAGAAAGTGAAGGTGAAGTGCTCTTGTTTTCCTGAGTAACACTCTTACTCCAGAT 

ACATATACAGGTCACTCAACTGCTTGAATTTGTAAATCTCTGGTTAAATAGAAAGGTAGC 

AGATCAGCCCTCCTTGATCTCTGCCAACTTAATATTTGAACAGAGATTTAAAGGAAAAAA 

TATTACAGAAGTGGGAATCCTCAAAATACTTTCTAAAACTAGCTTTGGGCTGGGATTATA 

GGCATAAGCTACTGCACCCATCTCAGAATTTGTCTATGTTT \CAATATTATCAATGGGTA 

G ACAG CT AATTG C ACAG AATAT AAATG AG G AG AG GTAG A I I I I I ATTAATGGGTACATTT 

TC 

>SEQUENCE:8780:prostate_MPM2000-004P6_Table5 

G AAC A AA AG CTGG GT ACCG G G CCCCCCCTCG AG AG TACT ATT AG A ATT A ATT AAG GCG G G 

AGAAAGAGTGAATGAGCTCAAAAACAGTCTATTTGAAAATATACAGTCACAGGAGACAAA 

AGGAAAAATAAGAGGAATATGGTACACTTATAAGATCTAGAAAATAGCCAGAAAACAAGT 

A A AG AG AG ATCTAG GT AG AAAGTTTATTTAAAG G G AT A AC AG ATAACTTTTC A AACCTAG 

AAAAAGCCATAAATATTCAAGCACAAGAAGGTGATAGAACACCAAGCAGGCTTAACCCAA 

ATAGTACAACTTAAAGATATTTAATAATCAGACTTCTGAAGATCAAGGAGAAAGAAAGGA 

TCCTAAAAGCAGCAAGGGAAAAGAAATAAATAACATAAAAGTAGCTCCAACATGCCTGGC 

CACAGAATTCTTTGTGGAAACTACAGGCCAGGAGACAGTGGCATCACATATTT 

>SEQUENCE:8781:prostate_MPM2000-004P6_Table5 

CCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATT 

AATTAAGGCGGGGGAGGGGAAGGTTGGTAGGTAAGCTGTAACAGATTGCTCCAGATGCCT 

TATACTATGCACATAGCTAAGTGACCAAACTTCTTGTGTTGATTTGAAAAAAGTGCATTT 

GTTTCTTGTCCCTCCCTTCAGATGAAACGTTACCCTATGACGGGCCTTTTGATGTGAACA 

GATGTTTTCTACTACAAACTATCACGACTAATTTTAAACTTCAAACATATCACTTTT 
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>SEQUENCE:8782:prostate_MPM2000-004P6_Table5 

GCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 

TACTTCTAGAATTAATTAAGGCGGGCCTTATGCTATCGCCTGAGGACCTTCTGACAAAAA 

GACAAGACTGATTTCCCACGTAAGATATAATTCTGCCAAACGACTGCGTTTGGACTTGAG 

ATGCAACATCACCTCTTCCCCAGGTCCCCGGCCTGTCAGCCTACCCTACAGATTTTGAAC 

TTGCAAGCCTTCACAATAGCATGAGCCAATTCCTCAAACATCAATCAACCAGTCAATCTG 

TACACACACACACCCTATTGGCCTTGCTTCTCTGGAGAAACCTAATATACTGCCATACTC 

CAGCAGTAGTATTCTTCTATAATATAGAACCGGTATTAATATAAGCTTAGTCTGTCACTA 

AACTCTACCAGAATGAATATTCTTCACTCTGGATACTGCTTGAACTCTACTCCCTGTGTA 

CCCTCCAAGCAAATTAATGC 

>SEQUENCE:8783:prostate_MPM2000-004P6_Tab!e5 

ACCCTACTAGAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAAT 

TAATTAAG GCGGGGAGG CAG AG A AG AG AACTTTGTTTAA A AAC A A AAC AA AAC AG AAC A A 

AAAACTATGACTAAAGGATAGAACTCTACAGCAGACATTTAGTTTCTACAATTGATGCCA 

AAGGTAGAAGAGATTTTGAGAGGAAAAAAAAAAAATAGATGGATAATTTCTAAAACAGGT 

AAAGCAAAACAGCAAATATGCAAATGCAGGGGAAAAAATACACAACTAGCAGCTTGAAAA 

CCCCAGGGAAACAAACAAAAACATCATGGTAATTGATAGTAATTGAACCCCGGCTTAACC 

TTCCTCCCAATACCTGATAATTCTGTGAAATCACCCAGCTGTCACGCTTGTCCTTTTAGA 

AACATGACATTGATTTGTCTAGCAAAGACCCATCATTAGAATTCT 

>SEGUENCE:8784:prostate_MPM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAC 

AGGTAATCATAAAATATCTATCTCATTTATAGGGTACAGAAAAGTTAAATATATTTAGGT 

T ATA AAC AA A AT AT ATTTAG GTTATAAACA A AAATTG AG G AAATATTCAG AAATTGTTGT 

CATGTGGTATAAAACAGTTCAAAATTACTTCCTGGG I I I I I CACTGGAAATTCGAGTTAC 

TAAGAGTTAAAATTGTAGTTAATATACGTAATTAAAACTATTAGGTATAAGAAACAATTT 

TATATACAGAGCATATTTTAAAAGATGTAAGGAAAGTTGAAAAGAGACTAATTGTTTTTC 

CCTTGTACACAGAGATCTTTGTATGGTCAAAATGATAAGGGGGAAAGGAAAGTAAGTTTT 

TCTCTTAAGGTAAAATGCCAATATAAAAAAGAAAGGTAGGTTGCAGTGAGCCGAGATCAC 

GCCACTGCAC 

>SEQUENCE:8785:prostate_MPM2000-004P6_Table5 

TAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAA 

GGCGGGAGTAGCAAATTTGAAGACAGGACAGTGGAAATAACTGAGTCTGAGGAGCAAAAA 

GAGAAAAGATTGAAGTGAACAGAGCCTGTGGGCCCTGCAGGACACCATCAGGCTGACCAG 

TGCACATGTTGTGGGGTCTATGAAGGAGAAGAGAAAGAAAGGGGCAGAGAGAATATTTGA 

AG ATA ATAATG G CTG AAAACGC ACCAAGTTTAATAAAAG ACATG AATATAAACATCCA AG 

ATGCACCNTNNNNNAAAAAAAAAAAAAAAAAAAAAAAAAGGGGGCCCCCCCCGGGGG 

>SEQUENCE:8786:prostate_MPM2000-004P6_Table5 

TAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAA 
GGCGGGGGGATCGAAAGGATCTGACTACAGTACCCAGCTTGTTATCTGAGATGTCCCGTT 
TTCATCCTAAATTGG ACTTTACG CTCCAATTACAAT ACAAAG A iTATGCTG G G CACTGTG 
ACTCACACTTGTAATCCCAACACTTTGGGAGGCTCAGGTGGGTGGATCACCTGAGGTCAG 
GAGTTTGAGACCAGCCTGGCCAACATGGTGAAACCCCATCTCTACAAAATTCNNAAAAAA 
AAAAAAAAATGTTAAAAAAACGGCCCCCCCCCGGGGGGGACCCCCATTTCCCCTTATAGG 
GGG I I I I I I AACCCCCCCCCTGGGGGGGG I I I I I A 
>SEQUENCE:8787:prostate_MPM2000-004P6_Table5 

TCAAAGGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTATAGAATTAATTAAGGCGGGGG 
GGCGGGCGCCTGTAGTCCCAGCTACTCGGGAGGCTGAGGCCAGGAGAATGGCGTGAACC 
C 

GGGAAGCGGAGCTTGCAGTGAGCCGAGATTGCGCCACTGCAGTCCGCAGTCCGGCCTGG 
G 

CGACAGAGCGAGACTCCGTCTCAAAAAAAAAAAAAAAAAAGTAAACCTGGTTGAACCCTC 
AAAACCCCTTTTACTTTTATTTTTAAGGGGATTCCCCATGGGA I 1 I I I I I GGGAAATGAG 
TG I I I I I I I ATAAAAGGGG I I I I I I I CAGCCC I I I I I I I I AATTGTGGGCCCTCCCCAGA 
AACTTTTATTTCCGGCCCATTAATATATTITGGGGGTTTTAATGGGGGGGCCCATTTTGG 
G CTTAC AA A A 

>SEQUENCE:8788:prostate_MPM2000-004P6_Table5 
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GGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGAACA 

TATAAGAGGGATGTNNCATAAACACAAAATTTTTCAATTATTTGTCCCAATAGAAGCTTA 

TTTCTTCTGTATGTCTGTGTCTACATCAAACATCTTTCTAAG AGGTCACAC AG G G ACCC A 

GGTTCCTTC I I I I I I GGTTTCTACCTACCCTACGTATTTGGAGTTCTCTTCGTTCACTGG 

GGAAAGAGAGTAGAAGATTCCACTGCAGACGTATTCACAGGTTGGGCTGAAAGTGTTACA 

TAACCCTCTGCCCATATTTTTATTGTGCAAAACTCAATCACAAAGCTATATCTAAACACA 

GAGGACATAGTTATGTGCATAATGTGGAACTGAAATAAGTTTTAATGTTCACATAAAATC 

TGTTACCTCACAGAGTCGTTGTGAGATTGGAGGAAATCACGTATGTGACATGCTTATTAC 

AATGCATAGCATATGGAGGTATTTAAATGTCCCTTTTAAAGAATAGGAACCATTATATAA 

TGTTTAAATTGAGTACAGATAATCCCCCTTA I I I I I I I I ATT AAA 

>SEQUENCE:8789:prostate_MPM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAG 

GCGGGGTCGGGAGGCCTCCCTGTCGCTCCTTGTTCATCTTGTTCTGACTGCGGGGGGCGG 

CCATGCCCAATTCCTCTTCGAGAGTGTGCCCCATCCAGACAGCCTGAGTCTTCAGCAAAC 

AGAAACCCTTACGTCTTACTCATACCCCCTCAAGCCGAGTTTCCATTTCTCACCTGTGGG 

CAGAAATGAGGCAGATGTGTGGTTGCCTTCATCACGTGGCCAGAAGGTAATATGGCTCAC 

TGGGCCACCCCAGGACCTTTCTCAGAGATGCTCCGATACAGAAAGATCCTTCAGCTATGG 

CCCCAGGCCTTGGTGAGAGACAAGCACTCGATGGTATAGTTCTGTCCCCAT 

>SEQUENCE:8790:prostate_MPM2000-004P6_Table5 

CTGGGTACCGGGCCCCCNTCGAGAGTACTTCTATNNATTATTAAGGCGGGGGGGGAAAAA 

AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAGAAA 

AACATCTTAAAAACCCTCCCCCCAAAAAAAAAAAAAAAATAAAATACCCCCCCCCCCCCC 

CCCCCGAGGGCACACACTTTCTTTTTTATTTGGAGGCCCCCCCCCCCCCCCCC 

>SEQUENCE:8791:prostate_MPM2000-004P6_Table5 

TAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAG 

AATTAATTAAGGCGGGGAGTTGACTCTGCTTCCATAACCATCTAATTAAATCAAGTGCCC 

ATAATGGAATTTGAATAACTGCCTAACTGTGATATTTAAACAGAAACTTTGAGGAAAAAC 

AAGTCTC I I I I I GTAAATATATTCTACTTGTTAAGAAAAAATAAAGTAGATCATGATGTT 

CATCTGAAAAAAAAAAAAAAGAAAAAAAAAAACAGGGGCCCGCCCCCGGGGGGAAGCCCA 

AAACCCCCTATAAGGGGTAAAATAAACCCCCCCCTCAGTGGGTATTTATAAAAATCAGCA 

AATTGATTCCTTCAATGCATATGTGCTCCAGTTTAATTTTCATTTGTGGACACATTTTCA 

ACGCAAATCACAGGTGACCTTAATCCAAGGAAAAAAAAAATTATGAAAAAAAAAAA 

>SEQUENCE:8792:prostate_MPM2000-004P6_Table5 

GCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 

T ACTTCTAG AATTA ATT AAG G CG G G CAG AAG CC AAG A AGTG G CAG AAC AC ACCC AG AGTT 

ACTACTGGACCCACTCCTTTCAGCACCATGCCAAACGCAGCAGCCGTTGCCATGGCTGCA 

ACACTTACAC AG CAG CAACAGCCTGCTACAG G ATTTG G AACTAGCTCTG GTTTTG G ATGC 

AGCACCACAGGGGCCTCCACATTTGGATTTGGAACAACAAATAAACCCTCAGGAAGTCTT 

AGTGCAGGCTTTGGCAGCTCAAGTACATCTGGGTTTAACTTCAGCAATCCTGGCATCACG 

GCATCAGCTGGTTTGACTTTTGGGGTGTCCAATCCTGCCTCTGCAGGTTTTGGAACAGGA 

GGACAACTCCTTCAGTTGAAGAAACCTCCAGCTGGAAACAAAAGAGGAAAAAGATAAACA 

TGGGTTGATGTGTTGAGAGAATCCATAGCAGCACCGTTCATTC 

>S EQU ENCE :8793: prostate_M PM2000-004P6_Table5 

ACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 
TTAATTAAGGCGGGAGTGGAGTGGAAGAAGAGGGAGAGGTGGAGCAAAGTGAGGGCCGA 
G 

TGAGAGCGTGCTCCAGCCTGGCTCCCACAGGCAGCTTTAACCATTAAAACTGAAGTCTGA 
AGTTTGAAAAAAACTAATGAAATAATATAAAAAAGCAACTGACTTACTATCATTAAAACT 
GAAAGCAAAAAAAGTGCCATTTTCCTGAAAGTTTTTAATTATTTCCATAGAGATACCAAA 
CCCCAGTG ATTAAAAAAAA AAAAAAAAAAAATG G GCCACCCCGG G 
>SEQUENCE:8794:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATT AATTA 

AGGCGGGGCTGAAGAACAGGGAAAAGCCGCTGTGCAAACTTATAACACTTGTGTTCAAAC 

TAACATGTGTGACGAGTGCGCCTCCCTGTAGCCATCTCATGTCTTACGCTGGCCATACCT 

CTGGGGGTTCCTTCTGGCATATATACACTGCTATCTAGAGTCTAATGGAACCTAATGAAA 

TGCTGACCTTTCTTAAGCTATTATGACTGAAAAGAGCATATCTCGTAGCATCACACTATC 
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TGACATCAAAGTATATTACAAGCCTATAGTATCCAAACAAGATGATACTGATGTGAAAAC 
AGACACATACACCAATGGAACAGAAATGAGGATCCCGAAATGAATCCATGTATTTACATC 
C A ACTG ATTTTCAAC AA AG G TG CC AAA AAC AC AC ACTAAG A A AAG G ACTCTCTTA AATA A 
ATGGTGCTGAGAAAAATGGATATCCATATGTAAAAGAATGAAACTGAATCCATTTGT 
>SEQUENCE:8795:prostate_MPM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAG 
GCGGGCGTGGTGGCCTGAACCTGTAGCCCCAGCTACTCAGGAGGCTGATGCTGGAGACTT 
GCTTGGACTCTGGGAGGCATCAGGTTGCGATTCCTCCGAGATCCTGTCACTGCTCTACTG 
CTGCGCATCAGAGGGTGACTTTGTCTCCAAATACCCAAAAATTAAAACAAAGGACTTTCA 
ATTAGGAACCGAGGGATTTTCTCTTAATTACAAGTGGATTGGAATTGGCTTTACAGGATA 
AAATATG AAATG ATAACATAATTG AAAAGTCTATG GTAG C ATCG AG CAT ACTAC AG CCCG 
C AG GCC A A ATCTGG CCC ATCTCCTATTTTTAT ATG G CCTGTG AG ATAAAG ATGTG AT ATG 
GTTTG G CTGTGTTCCC ACCCAGCTGTC ATCTTG AATTGTAG CTCCCATAATTCCCATGTG 
TTGGGGG 

>SEQUENCE:8796:prostate_MPM2000-004P6_Table5 

AACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGA 

ATTAATTAAGGCGGGCGGATCACCAGGTCAAGACATCGAGACCAACATGGCTAACACTGT 

GAAACGATATCTATACTAAAATTCCATAAGATTCACCGAGCCTGGTGGCGGGCCCCTGCA 

CTCCCGACTACTTGGGAGGCTGATGCAAGAAAACGGCCTCACCCCTGAAGGCGGAGCTTG 

TACTGACCCTAGATCAGATCACGACCCTGCACTCCTGTCTGTGCGACACAGCCAGACTCT 

GTATCTTGTGGCACATATTCACCATGGAATACTCTGCCGCCACCGGGAGGATGAGTTCAT 

GTCCTTTGCAGGGACATGGATGAAGCCGGAAACCATCATTCTGATCAAACTATCACAAGG 

ACAGAAAACCAAACACCCCATGTTCTCACTCATAGGTGGGAATTGAACAATG 

>SEQUENCE:8797:prostate_MPM2000-004P6_Table5 

AGCGCGCAATTAATCCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAG 

AGTACTTCTAGAATTAATTAAGGCGGGGGAGGAGTAGAATTAGGAGAAATACCTAAAGTA 

AATGACAAGTTGATGGGTGCGGCAAGCCAACATGGCACATGTATACCTATGTAACAAACC 

TGCACGTTGTGCACATGTACCGTAGAACTTAAAGTACAATTAAAAAAAAAAGGTAAAAAA 

ATGTGAACAGGAACAGTTTGTTTTAGAAAGGCTTGAATGGCTTTGATTGGAAGATCTTTT 

AGTGTGATAAATTAAAGGAGGAAAAATTACATGAGTATATAAGTTGGCTATGGAAAAAAA 

AAAATGAAAAAAAAGCGGCCGCCACCGCGGTGGAGCTCCAATTCGCCCTATAGTGAGTCG 

TATTACGCGCGCTCACTGGCCGTCGTTTTACAACGTCGTGACTGGGAAAACCCTGGCGTT 

ACCCAACTTAAT 

>SEQUENCE:8798:prostate_MPM2000-004P6_Table5 

CCCCCCTCGAGAGTANCTCTAGAAATAATTAAGGCGGGGAATCTGATGGAGGTTGACTTC 

TATCAAATAAATTGGCTCCAAATCACCCCCCAGGAATTCCTGTGCATGAAAGCACTGCTA 

CTCTTCAGCATTAGTAAGTGCCTAGAAGTGCAGGGAATGCCCCCTGAGGGCACAGAGATT 

CATAGAGGACCACTTTTGCCATTAAAACATTATTAGGGAAAAGCCAGCTCCTGGACATTT 

GCCTTCTTGATTCCCCCTCCCCATCCCCACTCTACTCTCTCTCAGCATCATTTTCCTAAC 

AAGAAACAATTTCATGACTAGAAGCCAATTTATTTGCTAGAAGTCAACCTCCATCAGATT 

CCCCACCTATCCCCATTCTGTCTTTGGGACAAGGCCTTTTTG 

>SEQUENCE:8799:prostate_MPM2000-004P6_Table5 

TTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTA 

GAATTAATTAAGGCGGGAGGGTCTTCCTTTGGCATGGGATGGGGATGAAGTAAGGAGAGG 

GACTGGACCCCCTGGAAGCTGATTCACTATGGCGGGAGGCGTATTGAACAAACCCTGACA 

ACCCGCACATGTGCCGAAGAACTAAAAGTACACTCAAAAATAAAAGGCTGATATACTGGG 

ACAGGAACAGTTTGATTTACAAAGGCTTGAATGGCTATGATTGGAAGATCTTTAAGTGTG 

ATAAATTAAAGGAGGAAAAATTACATG 

>SEQUENCE:8800:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGCTGGAACATTATATATTACATCTGATTTAATCTCAACAAGAACTCTTTCAGGAAGAA 

TTATCCTCCTCTTACAAATAAGTAGAATCTATCTCCTGGTAGTTACAATAACTTGGCCAA 

CTTTAAACAAGCATAAAGACATTATTTGAACTTAGAAATGATAAAACTAATCTATCTGAA 

ACAAATCCAATATGCTTTTCC ACTC TTCTACTCTTCCCCAAATAGAAAAGCTATATAAGA 

ATTATAAATTTGGAGAGCATCTTTTCCTTAATTCCCACAATCCATGTGGAAAAAATATAA 

TATCTTTAAAACCATTTAAACCATGAGAAAAAAAAAAAAAAAAAAAAAAAAAAGGGGGGC 
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CCCCCCCGGGGGGGACCCCAATTCCCCCCTTAGGGGGGTTTTTTTCCCCCCC 
>SEQUENCE:8801:prostate_MPM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAG 

GCGGGGCTTGCAGTGATCCCAGATAGCGCCACTGCACTCCAGGCTGGGCAACAGAGTAAG 

ACTCCGTCTCAGAAAAAAAAAAAAAAAAAAAGCGGGGTTTAGGGGCCCCCCCCGGAAACC 

CCACCATTTGGGGGGGCCAGGGGGGCCAAATAACCTGAAATCGGGAGTTAAAAACCGTTT 

TGACCAAAAGGGAAAACCCCCTTTTTTCTTAAAAATACAAATTTTCCTCAGGGGGGGGGG 

GGGTCCCTGCAATCCCAGTTCTTTGGGGGGCTGGGGCAGGAAAATCTTTTGACCCCGGGG 

GGCAAAGGTTCCAGGGGGCTGAAACAGCCCCTTTGCCCTCCACCCGGGGAAAAAAAACAA 

AACCTTTGTTTAAAAAAAAAAAATCCAGCCCGGGG 

>SEQUENCE:8802:prostate_MPM2000-004P6_Table5 

C AAG CGCTC AATT AACTCCTC ACT AAAG G G AAC AAA AG CTG G GT ACCGG G CCCCCCCTCG 

AGAGTACTTCTAGAATTAATTAAGGCGGGTGGATCACCAGAGGTCAGGAGTTCAAGACCA 

G CCTG G CC AAC ATG GTG AAACCCCGTCTCTATTAG G A ATAC AAAAATTAG CTGG GTATGG 

TGGTGAGTGCCTGTAATCCCAGCTACTTGGGAGACTGAGGCAGGAGAATCGCTTGAACCA 

GGGAGGCGGAGGTTGCAGTGAGCCGAGATTGTGCCACTGCACCCCAGCCTGGGCAAGAG 

T 

GAGATTCTGTCTCAAANNAAAAAAAAAAAAAAAAAAAAAAAAAGCGGCCGCCACCGCGGT 
GGAGCTCCAATTCGCCCTATAGTGAGTCGTATTACGCGCGCTCACTGGCCGTCGTTTTAC 
AACGTCGTGACTGGGAAAACCCTGGCGTTACCCAACTTAATCGCCTT 
>SEQUENCE:8803:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGCGGGGGCTATAATCGTACCATGGGATGTACAAACGATCTTGTATTTAAAGGCCCAAA 

ATGCTGACCACTCTACCACTGATGCTCAGTAGTTCGCACAAGTCTAAATCTGGCAAGACC 

TTGACTCTAATTTCATATAAGGAGAAACCGCTGTCTGGAAAGCGTGAATGACTTAAGCAT 

GAGATCACTGACAGGCCTGCTACTGTCTGTTAGAACAAGATTGTGAGAATGGTGAAAGAT 

TGAAGAGTTTGATTAGATCTATTTAATTCTGTTAGCAGACCACAAI I I I I GTGAAAATTT 

TAAGAACTATTACAGAGCTTCCGTGTTTTATTTAAAACGATTAATAAAAATGGAAAGTGG 

TACATGAGAAAATTTAAAGCCCTTTGCATTTTAA 

>SEQUENCE:8804:prostate_MPM2000-004P6_Table5 

TAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCTAGAGTACTTCTAGAATTAATTAA 
GGCGGGAGGAGTAAGTTTTAGTGATCTATTGCACAGCACGAAAATCACATTATTAATAAT 
GTATTTGTATACTTCAAAATTACTTAGAGGAGATTTCAAAAGTTTTCACCACAAAAAAGG 
AAATGAGGTGACAGATATGTCAATTAACTTGATTT AATT ATTCTGCAAGGTATACAT ATA 
TCAAAACACGCTGTATTCCATAAATATATATAATTATTATTTCTCAATTAAGAAATTTAA 
AAAAATCGTTCCTACTTTAAGGCAATGACATCCTTATACCTAAATTTTTTAAAAAGCATA 
TGATTAATATATTGAGATATTTGCATGCCTGC I I I I I CAAGTTAAGAATGTAATTCTTGA 
AGGTTTATTAATTTGTCT 

>SEQUENCE:8805:prostate_MPM2000-004P6_Table5 

TACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAAT 

TAAGGCGGGATGAGTGAACAGAAGAAATCTTGGGCTTTGATTGGGTCGGAAAGAAAGTGT 

GGCCCTACCCACTTTGATGCCATCTCTAAGACCTACTGCTACCTGACCCCCGACCTCTGG 

AAGGAGACTGTATTCACCAAGTCTCCCTATCAGGAATTCACTGACCACCTCGTCAAGACC 

CACACCAGAGTCTTCGCGCAGAGGATCCAGGCTCCAGCTGTGGCTACAACATAGGGTTTT 

TATACAAGAAAAATAAAGTGAATTAAGCCTGATAAAAAAAAAAAAAAAAAAAAAAAAANN 

GGGGGGCCCCCCCCGGGGGGGGCCCCCATTCCCCCCTTTGGGGAGGTTTTTTCCCCCCC 

C 

CCCCGGGCCGG I I I I I AAA 

>SEQUENCE:8806:prostate_MPM2000-004P6_Table5 

ACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 

TTAATTAAGGCGGGCGGATCACGAGGTCAGGAGTTCGAGATTAGCCTGATCAACATGGTG 

AAATCCCGTCTCTACTAAAAATACAAAAATTAGCCGGGCATGGTGGCGGGCGCCTGTAAT 

CCCAGCTACTCAGGAGGCTGAGGTAGGAGAATCGCTTGAACCCGGGAGGCGGAGGTTGCA 

GTGAGCCGAGATCGGGCCATTGCACTGCAGCCTGGGTGACAGAGCGAGACTCTGTCTCAA 

AAAAAAAAACTAAAAAAAAAAAAAAATAATAAAAATATTCGGGGCCCCCCCGAGGGGGGA 

CCCCAAGTGACCCTTTGGGTGTACCATTGAACACCCCCACATGGGCGAAGNTGTATAAGA 
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GAGCAAGGGAACAGGGCGGATACCTGACCAACTCGTGATCCTAGACATGAAGCATGGAGT 
GGAGGCGAAAAATTACG 

>SEQUENCE:8807:prostate_MPM2000-004P6_Table5 

AAAG GG AAC AAA AG CTG G GT ACCG G G CCCCCCCTCG AG AGTACTTCTAG AATTAATTAAG 

GCGGGAACACAAAAACTATCCTTGCTAGGGAAACACAGCCCTGGAACAAACCCCCTGGAC 

CCCTTGTCACCACCAGCCCATCCTGTAAGAAAATGATGGTTGAAGCTGCAGTGACAGAAT 

TGGAGAGATGCTCTGTTAGACAAGTCTGTCAGCTGAAAGGGGCAGAAACCATTGTTGAAC 

TGCTTATATGAGAGGAAGACCTGGGTGGCACAGGCCTGGCTGGACGCAGGGCTCACAGAG 

CGTCATCAGCACTTCATCTCTTCCCCTGCGGGACCTGCTGTCCTCTGCGTTGCACACACC 

CCCCGCCAGGCTCATCCCTGTATCCTCCTTGGAGGAAAGTGCCAGGCTGGTGCTACTTGG 

CCCTGCCTGGGTCACACGCCTGCCTCGGGATGTGGAGGATGGTCAGCCCAGCCACAGCAC 

ATGGATTGCTATGTGAAGGATGATGTTCCACAAGAAAACCAGGACGGCTTCACCAGGGAG 

G CAAG AG CAG CAG ATGCCCATG ACAG AAGGTGTATACTCTG AATAAAAG AATTTGG ATTT 

TTAAAAAG 

>SEQUENCE:8808:prostate_MPM2000-004P6_Table5 

TAAATAAAGGG AACAAAAG CTG G GTACCGG G CCCCCCCTCG AG AGTACTTCTAG AATTAA 

TTAAGGCGGGGGGAACATCCCAGCCTTGTCAACATAATGAGACCATGTCTCTACAAAAAT 

TTAAAAAATTAACCAGGCATAGTGGCATGCACCTGTAGTCCTAGCTACTCAGGAGGCTGT 

GACAGGACGATCACTTGTGCCCAGGAGTTCAAGGCTGCCGTGAGCTGTGATTACACCACT 

GCTCTCCAACCTGAGTGACAGAGTGAGACCCTGTCTCAAAAAAAAAAAATTAAA AAAA AA 

AAAATTNGGCCGGAATTAAAAAAAAAATTCCCGGACCTGATAATTGCCCCAGGATTTTAA 

ATTTTACCAAAAAAAAT 

>SEQUENCE:8809:prostate_MPM2000-004P6_Table5 

AAAG G G AAC AAA AG CTG G GTACCG G G CCCCCCCTCG AG AGTACTTCTAG AATTAATTAAG 

GCGGGGTATGGCCGGGCACGCGGTGGCTCACACCTGTAATCCCAGCACTTTTGGAGGCCA 

AGGCAGGTGGATCACAAGGTCAAGAGATCGAGACCATTCGATGACCTAGGACCACCAGCA 

CACACCACCATGCTTGGCTAATA I I I I I ATTTAGTAGAGGCGAGGTCTCACTATGTTGCC 

CAGGATGGTCTCCAACTCCTGGGCTCAAGTGATTCTCTCACCTTGGCCTCCCAAAGTGTT 

GGGATTACAGGCGTGAGCCACCATGCCCAGCCTAGATGGTTCCTTTTAAGTGCATATATA 

ATGTTCACTAAAAAAGGCCATATAATTAGCTATAAAACAAGTCTCAAAAAATTTAAAATG 

ATTGAATTCACCAGAGTATATTTTTCTAACCCACTGGTAAGCTAAA 

>SEQUENCE:8810:prostate_MPM2000-004P6_Table5 

GAACAAAAGCTGGGGGCCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGG 

CAGATCACCAGGTCGTGAGATCAAGACCATCCTGGCTAACGCAGCGAAGCTCCGTCTCTG 

CTG G G A ATACC AAAATT ATCCTGG C ATG GTGGTG G G CG CCTGTAATCC AAACT ACTTG G G 

AGGCTGAGGAAGGACAATGGTGTGAACCCATGAGGTGGAGCTTGCAGTGGGCCGAGATTG 

CACCAATGCACTCCAGCCTGGGGGACACAACAGGACTCTGACTCAAGATAAAATCCCTTG 

TG ACCGTG G ATC ACTACA AT AACCTG GGGCCCCCCCGGGGGG GTGTG C ATATCCCCTTGG 

ACAAAGCTGTATACACCCCCGATGTGGCCCGAGATGCTGCTCTTAAACGCAAGGCCCGAC 

TGGAGGCCAAGGTCAAGTTTGAAGAGAGATACAAGACAGGCA 

>SEQUENCE:881 1 :prostate_MPM2000-004P6_Tab!e5 

AGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTGTAGAATTAATTAAGGG 

GGATGGTTTGAGCCTGAGAGGTCAAGGCTGCTGTGAGCTATGATTGTGCCACTGCACTCA 

CTCCAGCCTGGGAGACAGGTCAAGACCCTGTCTCAAAAAATAAAAT AAACT AAAATAATT 

TGACATAATACTCCTTATACCATTACCATGGCAACTATGGGATGTCTTAGAAGTGTTGAA 

AAGCATAACCATACTTATATTTTCAGTTTACATTCTGATATAGAAAAATTCTTTATGAAG 

CTGTATTTACCATAAAGTTGTATTTACAGCTAAGAGGGAACATATTAATTTACATGAAAA 

ACAGGAAATTCATTTGCCTTTCCTAAGCTAAATAATATACATTTAATATCAGGCCTTAAG 

AAGATGTGTTAAAGGCATTAGTGGACGACAGAATACC I I I I I CAAATGGAAATGTACTGT 

GTGGATCCTGAGTTTAAAT 

>SEQUENCE:8812:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGCGGGAGGTAGGGGAGTGGAGGAACTCTACAGTGGAGAAAACTGATAAACATTATTTC 

AACTGGATGATCAAGGTCAGTATCACTAGTTACAAATCAGGTTGATAGTAGGTACCCTTG 

TTATGACATCATGAAATTGACACTTTACCTCTGTGATTTACCTCCCGCAAATACATGACT 

CCAGTCTAATCATGATGAAAACATCATATAAGTCGCAATAGGGCAGCATCCTACAATATA 
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TGTGAGGAGTACTCCTAAAACATTTCAAGGTCATCAAAAACAAGGAAAAACTGAGAAACT 
GTCACAGCCAAGAGGTGCCCATGGAATTATGACAACTAAATGCAATGTGGTATCCTGTAT 
GGAATCCTGGAACAGAAAAAGGACACTTGGTGAAATTAAGAAGATCTGAGTAACTATGGA 
CTTTGG 

>SEQUENCE:8813:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGCGGGACGCCGCTTACTTAATGAGCTCTCGCCATCGGTTCATTCGTTCATTGACCTGA 

TATCCCTCGAGAAGTTTTATTTTTGGGGAACTTGTAGACGTATCAAAGCATTTATAGCTC 

CTGACCTAAGAACCTTATTTTTTGTCCATTTACCTTATACTTCC AACTA TCTTCATGATC 

TCTGCGCGATGAGAGTATCACTATTGTGCCCTATATACGACTCTTTTTGGTAATAACAAA 

CGTGTTTTTTCCAAAAGCCTGGTGTTTCTCAATACGCCTTTAAAGGTTTTTAAATTGCCC 

CATATCTGGTCAAGTTGATATTTTTAAGAACTTCATTTTTAATTTGTAATAAAAGTTTAC 

AACTTGATTTTTTCAAAAAAGTCAACAAACTGCAAGCACCTGTTAATAAAGGTCTTAAAT 

AATTGTCT 

>SEQUENCE:8814:prostate_MPM2000-004P6_Tabte5 

CCCTACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATT 

AATTAAGGCGGGGTGTGGCAGCGCACGCCTGTAATCCCAGCTACTGGGGAGGCTAATTGC 

TTGAACAGGAGAATTGCTTGAACCCGGGAGGTGGAGGTTGCAGTGAGCCGAGATTGTGCC 

ACTGCATTCCAGCCTGGGTAACAGAGCGAGACTTCATCTCAGAAAAAAAAAA AAAAAAA A 

CAAATTATCCCGCCCCCCCCCGGGAGAGCCCACATTCCCCCCTTTATGAAGG I I I I I I CC 

CCCCCCCCCAGGGCCGTTTTTTAACATAGNCTGTTGAATCTGATTCTGACTATGCCAAGC 

AAGAAATCCAAGTTTGAAATATCAATTGAAACTGAGATGAAGAAAGAGTTCAAACTGGAG 

AGAACACCC 

>SEQUENCE:8815:prostate_MPM2000-004P6_Table5 

ATAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGCGGGAGGATCGATTGAGCCCGAGATGTCGACCCTGCTGTGTGCCTCGATTGTGCCAC 

TGCTCTACTACCTGGGCAACAGAACCGACACTCTCCGCTAAGCGGTGGGTCAGCACGAGT 

C AG AT AG ATACC ATG AG G CTG G CTATT A AG ACTG ACG A AAG C AGT ACAGG CCG AATG CAG 

GCAACATCTGGAACACGGAATAGACACTAACGCACATTCTGCCATGGCGCCTCCAGAAGG 

AACCAGCCCTACCTACCCAGATTTTAGCCCACGCAGATCATGTTAGGCTTCTAATCAACA 

GAACTATAAAACAATAAATCTAAGGTTATGGTGGTTAGTTACAGCAGCGCTGGAAAACCA 

ACACGGGCAGCACTGACACAAGTCCCAGCACTTCTCCAACGCCCAAGAGCTGTTCTCTGT 

CTCCCTTCCACACCCTCCATTTGCCTTCACTCATCCCCCCGAACCAATATATTTATGGGC 

>SEQUENCE:8816:prostate_MPM2000-004P6_Tab!e5 

AAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGG 

CGGGGGGTGCAGTGGCTCATACCTTTAATCCCAGCACTTTGGGAGGCCAAGGTGGGCGGA 

TCACCTGAGGTCAGGAGTTTGAGACCAGCCTGGCCAACATGGTTAAAACCTCGTCTCTAC 

TAAAAATACAAAAGTTAGCCGGGTCTGGTGGCGTGCACCTGTAATCCCAGCTACTCAGGA 

GGCTGAGGCAGGAGAATCGCTTAAACCCGAGAGGCATAGGTTGCAGTGAGCTGAGATTGT 

GCCACTGCACTCCAGCCTGGGCGACAAAGCAAGACTTTGTCTCAAAACANACAAACAAAA 

AACCCACATACACACTATAAAGATGGGTGGGATTACAGGAAGGCAGATGCAGACCCTGAA 

GCCTGCGATGGAGCTGATTTTGTATTTCCAGCATTAACAAGTTCCTCTCATGTTCTTCCA 

TTTGCTCACAGACCTCCCACAGCCC 

>SEQUENCE:8817:prostate_MPM2000-004P6_Table5 

ACCCTACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAAT 
TAATTAAACTTGTCCGAATCCTCCTATAACTTGGTAATTTTAGGCAATATAGTCTCCCCT 
CAGTGTTC ATG AG AG ATTG G CTCCAG G AC ACCCCT C AT ACC A AAATCCTTG G ATACTC A A 
ATCCCTTATATAAAATAGTGTATTATTTGCATATAACTTATGTACCTTCTCCTGTATACT 
TTAAATCATCTCTAGATTACTTATAATATTAATGGTAAAACCACAATTACTTCTGCACCA 
ACCTAATAATACAATGTAAATGCTATGTAAATAGCTGTTAAACTG TATTGC TTCTTAAGT 
TTGGATTATTTAATTGTATATATATATATATATATATATNTN I i I I I I I I I I I C 
>SEQUENCE:8818:prostate_MPM2000-004P6_Table5 

CCGTCGTTTTNCTTGCCGTCGTTTTCCACACAGGAAACAGCGTATGACCATGATT ACTGG 
CCGTCGTTTTACACACAGGAAACAGATATGACCTTGATGCCGTGACCCGGTTTCAI I I I I 
TGCAGAGATCCAAACTGATAAATGCTTTATTTCATTACAATTCTGCATATAAGTAGCAAA 
GAAAATTCTGTATGCCAAAAAAATCCTTTGTTGTTTAACAAATGTTCATTAGACATAATT 
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ATTTCCCAGCCTCATGCCCCTGATCATATTCTGTCTTTCTCTGCCCT GCTC TGTGCTCCG 
TCCCCTAGGGACTACATCATCCAGACTCAGGCTCTTTGGCTGAACATTTTATTCATCCAA 
CGGGAGGTATCAAAAGGAGGTCA 
>SEQUENCE:8819:prostate_MPM2000-004P6_Table5 

AAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGATGGG 

ACAGGGCACGGGCTCTCAGAAAATAAACTGCTTTATTGGAAAAAAAAAAAAAAAAAAAAA 

AAAAAAAAAAAAAAAAAAAAATAAAAACAAAAGAAAGGGGATAGTACGCCCCGGGGGCGC 

TTACATGGTGACCCCAACACTCTACCTATGGGATTAAACTTCCCCAAATACATGACTCCA 

GTTTAATCATG ATG AAAACATCACATAAGTCGC AATAG G GCATCATCCTACAATATATGT 

GAGGAGTACTCCTAAAACATTTCAAGGTCATCAAAAACAAGGAAAAACTGATAAACTGTC 

ACAACCAAAAGGTGCCCATGGAATTATGACAACTAAATGCAATGTGGTATACTGTATGGA 

AT 

>SEQUENCE:8820:prostate_MPM2000-004P6_Table5 

GGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGG 

GAGGGTCAGTAAAGAAAAAAGCCAAAAATGATAGTCAG GGTTT G GGCTT GAACTACTCAA 

ATGGTTAAACAAAAATGTTTGGTATTTTGCAGGTTTTTTGTTTTTGTTTTTGAAAGGACA 

GGTGAATTTATTAGGAGTGTATTAGGAGTTTATTACTTTATGGTAAAGACAGACACAAAT 

CAGTTTGGACAAGTTGAATTTGAGGTGTTTTGGGGGAATCAAGACAGCAATAGGTGCTAG 

AAATAAGGACAATGAAAATACACAGAGCAATGTGTTCTAGAGCCATGAACCTGGGACTTA 

CGATCACATTACAAGGAAATGGGTAAGTTCAGCCAAAAGGGGACCCAGGAAGAACATATA 

CAGGTAGGCAAGAAACC 

>SEQUENCE:8821:prostate_MPM2000-004P6_Table5 

ACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 

TTAATTAAGGCGGGGCTGTAAGAAAGATAGGAGATCGAGCTCTTACCATCTAGCTACGTG 

CCATGCTAGCCGCACTGCATCCTACGCTCTTCACTCACCTACCAATCGCGACGGGAACCG 

GTTCCTCGACCCAATATAACTGCTGGTACGAATATATGGCACAACACCACTTATACTACC 

TGGCTGTGGCACAAGATAACACCACCATATTATACAACGACTGACATAACGGAAATCTGT 

ATTGATCACATATGGGGCACATATAATATTTCGGTTGAAAAAACCAAACCTCCTAAAGAA 

GCACAACTGGCAAGAGTCTTATACACGCAACTATAGCTTTGCATCACCAGTCTTGTATCC 

CAAGAAAAGCCAAGTGCTACAAATTGATAGGATACACTATGATACTTTCTAAATAAACTC 

TTAT rilll GTAGGTGATTAAAATAATTTGAAAGC 

>SEQUENCE:8822:prostate_MPM2000-004P6„Table5 

GGGTACCGGGCCTCCCCTCGAGAGTACTTCTAGAATTAATTAAA3CGGGTGGGGGTGGAA 

TAAAATACTATTTTTACTGCCAAAATAAAAAAATATATAAAAAAAAAAAAAAAAAAAAAA 

AATAAAAAAAAAAAAAAAAAAAAAAAAAGTCTACTTTAAAACTACCTAAGACACGTGTAT 

ATTATAATTTATTATGTGACTGTTACATTCACATACTTACAACAATTATTTCA AAACTT C 

ATTTTTCG G C ATATTCC AT AAAACTTAATTTATTAAAAATAAAC ATG AGTGTATTTTTTA 

AAATTGATTTTTCTCTTCA I I I I I I I I I CAATCAACTTTACTGTAATATAAAGTATTCAA 

CAATTTCAATAAAA 

>SEQUENCE:8823:prostate_MPM2000-004P6_Table5 

ACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATT 

AAGGCGGGAGCTACCAGCGAGGGTGTCAGGGACCCGTTGGGAGCATTTGGGTGGGGGCC 

A 

GTGGGGTTGTAGAGAGCTGGAACTCACCTGCTTTTAATACATGTGACTTCTAGTGAGACA 

CATGCACCCCTGACCCAAGGAACATGCGGGGAAAAGAGGAGCCACTGGCTCCTTTGCGAT 

GTTATTTATTTTCTCGCTCTGCAGATGTTTATTGAACATTTCTGAAAATGAATATATCCC 

AATTGAAACAGCTGGGGCCCCCCCCCTGGGGGAATGCAAACTAGCCTATTTGAGAAAGTT 

TTTCCGCGCCCGTGTCTGCTGAAGTTATAAAAAACCCTTNCTAAAAATGAAAAGTTTGTT 

TCATATAGTGAGAGAACGAAATCTCTATCGGCCAGTCAGATGTTTCTCATCCTTCTT 

>SEQUENCE:8824:prostate_MPM2000-004P6_Table5 

AAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGG 

GGGATGATACAAGTAAATCTGGAAAATGTTTCATTATTCTTTTAATTCTAATATATAATC 

CAATATTAACATTATTTAAATTCTAAGTCACTGGCTCTCAAACTTTTTGGTCTCAGAACT 

TCTrTTCACTCCTCAAAATTAAGAACCCCCAAAGAGGTTTTGTTTATGTAGGTTATAGAT 

TGAGTTCGAATCCTGCTCTGCTACCATCATTTGACATTAAAACTGAGATTGAATGCCACA 

TGCACGGTTTGTTAAATCTAAAAATACATAAATGAGGCCAGGTGCGGTGGCTCATGCCTG 
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TAATCCTAGCACTTTGGGAAGTCAAGGTGGGTGGATCACCTGAGGTCAGGGGTTTGAGAC 
TAGCCTTGCCAAAAAAAGGTGAAACCCTGTCTCTACCAAAAAAAAAAAAAAAAAAAAA 
>SEQU ENCE:8825: prostate_M PM2000-004P6_Table5 

GATTACGCCTAGCGCGCACTTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCC 

CCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGGTTGACTCTTCCAGTGAGGGCAGA 

ACCAAGCTGGCAGGATGGGAGGACGGTGTACCTGCTGCTCAGAGCCCACAAGGCTCTACT 

CTGACAGCCACCAAGCAGGACAGAACAGCTCTTGTCACCAGGTCCCTCCGGCTGAGGCGC 

CGTGTCACCATGAGAATAGTGCTCACAGCCCACGCATGGTGTGTGGCTCCTGGATTGGCT 

CATGGGGCGGGATGGGACACGGCACGGGCTCTCACAACATAAACTGCTATATTGACACCT 

GGATGGGAACTATGAAATGTNCATGGGTCCCCCCCCGGGGTACCTGTGATCTTGCCTAAA 

ATAGCGGCAC I I ! I I I CCCCCTCTCTGCCTGTG MM! AAC AACAANTG CAC AAGG AC AG 

G G CGTGT ATGT ATCTG CCTTATTTATTTATTT ATTTTTG 

>SEQUENCE:8826:prostate_MPM2000-004P6_Table5 

AACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGA 

ATTAATTAAGGCGGGAGGGGGAGGGGAGTGGTCGGAGGAGGGGATAAGAGGGAACAACG 

G 

GAAGGAGGGGAAGGAGGAAGGGCAGAAGGGATTAATAACAAAATAGTGCTACCAAAAGGA 
GAAATAAAGTTTAGCATGCTAGTTACAAAGACATGATGATGTTCATGAGGTAGTAAAAAT 
ATTATCTGTGTATTTAAAAAAAA ATAAAG G AAG CAG CTGTGTAAATATTTTAAC M M I C 
CCCCC AA AAAATGTTT AT ATG CTGTTCTG AG G AT AG AAATAATCC AAG CTGGG G CAATGT 
GTTAACCCCCTATAAAACACACACACACATATACACAGGCACACACAAAATGAAGTGCCT 
TGAATCTCTTCATCCTTCCCC 1 I I I I GATTCGAAACAT 
>SEQUENCE:8827:prostate_MPM2000-004P6_Table5 

CGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTAC 

TTCTAGAATTAATTAAGGCGGGCGCCTGTAGTAAGGAGCTACTCGGGAGGCTGAGGCTTT 

GATAATGGCGTGAACCCGGGAAGCGGAGCTTGCAGTGAGCCGAGATTGCGCCACTGCAGT 

CCGCAGTCCGGCCTGGGTGACAGAGCGAGACTCCCAAAAAAAAAAAAAAAAAAAAAAAAA 

AAAAAAAGCGGCCGCCACCGCGGTGGAGCTCCAATTCGCCCTATAGTGAGTCGTATTACG 

CGCGCTCACTGGCCGTCGTTTTACAACGTCGTGACTGGGAAAACCCTGGCGTTACCCAAC 

TTAATCGCCTTGCAGCACATCCCCCTTTCTCCAGCTGGCGTAATAGCGAAAAAGCCCCCA 

CCGATCGCCCTTCCCAACAGTTGCGCAACCTGAATGGCGAATGGAAATTGTAAGCGTTAA 

TATTTTGTTAAAA 

>SFQUENCE:8828:prostate_MPM2000-004P6_Table5 

AACGGGAACAGAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAG 

GCGGGGACAAACCCGGAAGCGGATCGCGTGGAGTGAAGGTCACGCCGCGGCGCGTGAGT 

T 

TCCCTTTGTGTAAATTAATCTGCGCTTCCCAACTCCCCCGCGCTTCTGTACCCGGGATCT 

GAGGGGCCACACAGACCTTGAAATCCTCGCACCGCTCCCTCTACCCCGACCAAATTCAGG 

CGTCTCCGTGAGAGTCAGGCGGTCGCTTCCCTGTGTGTT^AAATCGCTCGGCGGCGGGTC 

CTGTCCCCCGTCCTTCTGCCACAGGGCCATGTAGTCACCTCCTGTCGCGGAGTTTTCCTG 

TTTCAAGTCCTTCAGTGATGCTTACATCCGCCCCGCACAGCGTAAAGTCCTCCCCCGCTA 

GGCGGATTCCGGTCTATGCGGTCCCCCAAGCCTCGCCTTTGTTGGC 

>SEQUENCE:8829:prostate_MPM2000-004P6_Table5 

TAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAA 

GGGGGAGGTTTTGAAAAAAAGGTACAGAATTGAACTGATGCCTGAATGACACGAATCTAG 

CAGGAAGAAGTGAGGGATACACTGTTGTGAACAGAGGTGTAAAATACACGGATATGGTTG 

AATATGAGAAGGCTGGAGAAAGACTGGGGGCACTGAGAACATAACACCATCTGTAAAGGA 

GTGAAGTATTATACGTCATAGGTGAACAGTGAAAATACATAAGAACAGGTTCGAATTCTA 

TTAAGACGGTAATGGAAACTATTGGTTGGCACAAGAGTGACATGAGCATATCCACACTGT 

AGAAATGTTTACTTGCAGTTATGTGTGATATGGATGACAGGCA 

>SEQUENCE:8830:prostate_MPM2000-004P6_Table5 

CCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATT 

AATTAAGGCGG GATG GAATGGATGCACCTACTATAAAGCATTTTGTGAGATATCTTGTTA 

AACAAAAAATGCTTTTCTTGCAAAAAACAAAGGTCATACCACTGCCAATTTGTCTCATAA 

AATGACTCTACGCTGTC TCTTAT TCCTAAAAAATCCTGTTTATATAAAAAATCAGTCCAT 

GAAAAAAATTTCAAAATGTTTTTCGTATATTCTGTTGTAAGAACCCATTCCTGTTATTGC 
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GATATACTCTGGATTCTTTACATAATGGAAAAAACAAACTGTCTATTTTGAATGGCTGAA 
GCTAAGGCAACGTTAGTTTCTCTTACTCTGCTTTTTTCTAGTA. / \AGTACTACATGGTTTA 
AGTTA A ATAC A AC AATTCTGTATG C AAA A AAA AAAA 
>SEQUENCE:8831:prostate_MPM2000-004P6_Table5 

TCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAA 

TTAAGGCGGGCACCTGTAATCCTAGCTACTTGGGAGGCTGAGGGAGAAGAATTGCTTGAA 

CCCAGGAGGCAGACATTGCAGTGAGCAGAGATCGCACCACTGCACTCCAGCCTGGGAGAC 

ATGTGAGACTCCATCTCANAAAAAAAAAAAAAAAAAATTTTCCTTTACCGGGCCG GGCC C 

GGGGGTTCACCCCGGAATCCCTACCTTTTGGGGGGCCCGGGGCGGG GGAATCTT TTGAAC 

CCG G G ATTTG AAAACCCCCTGGGG AAAAAAAGG G AACCCCCG CCCCC I I I I I I I I AAAAA 

AAAAAGGGAAAAAAATTTTCCCCCCTAAAAAATTAGGGGGGG 

>SEQUENCE:8832:prostate_MPM2000-004P6_Table5 

TAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAG 

AATTAATTAAGGCGGGTGGATTAGCTGAGTTTAACGAGTTTACCAAGAGTTTAAGACCAG 

CCTGACTAACATGGTGAGACCCTGTCTCTGTTAAAAATACAAAAAATTAACTGGGTGCAG 

TGGCGCGCACCTGTAATCCCAGCTACTCAGGAGACTGACGCGGGAAAAGCTCTTGAACCC 

AGGAGGTGGAGGTTGCAGTGAGCCGAGATTGCACCACTGCACTCCTAGACTGGGCAACAG 

AGCCAGACTTCATCTCAGATCTATAAAAGGTATTTGAAATACCTTACCGGGGCCCCCCCC 

GGGGAGGAACAATCTTCCCGATTGGCTTCGAGTGGTTGCATCCGACAAGGAGACCTACTA 

ACTTCGTACTTCAGATTAGTCAAGATGAAGATGAATCAGAGTCGGAGGACTAGGCAAAGG 

CTCCCCTT AC AGGG CTTTG CT 

>SEQUENCE:8833:prostate_MPM2000-004P6_Table5 

AAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTAC TTCTA GAATTAATTAAGG 

CGGGGGTCTAGTTCTGCATCTGCTCAAAGATCTTGTTCGTTCAATTTTCGTAGCCGCCCT 

GCTGCTGACCCATGACATACCACTCGACCATGTTCTGGGTTGACATATATCAGGACCGTT 

GATATCTCTGAAGTGAAGATGGATGCATAATTCCGACATGACTCAGGATATGAAGTTCAT 

CATCAAA AATTG GTGTTCTTTGCAG AAG ACGTG GGTTCAAAC AAAGGTG CAATCATTG G A 

CTCATGGTGGGCGGTGTTGTTATAGCGACAGTGATCGTCATCACCTTGGTGATGCTGAAG 

AAAAAACCGTACCCATCCATTCTTCATGGTGTGGTGGAAGTTGAC 

>SEQUENCE:8834:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGCGGGCCCTGGGCCGATGGTGGAGCGGACCTGCGCATGAGCTATGCATGCACTTACCC 

TGCGAGTACAAGAAGAGCACGGGCGGGGGCTTGCACTAATGGCGCAGCTGATGCAAAGAC 

CTCTGTGGCTCGCTACTACATCGTCGCGCATTGACAATGCGACGACTGAGCCGCGCTTCG 

GCTGGGGCTGCGCACAGAGTGCCAGTGTTGGGGGAACATATAGTTCTATTTATTCCTTGG 

GACAAATTGAATTATGTAACATGCCCATAGAGGGGGCGAAATAAATGTTTGCTCCCTCCC 

TTAACTATAGCTAATAAACAGGATAGAATTTTATGCAGACGTTCAGAACTTAGCATACTA 

ATTATCTATAGGAATAGAGAATAAGTGAAAAAAGCAGAAGACAATTATATATCTCTATCT 

GAGCACCATTGTTGGAACTATGTAAATACTCTGCTTTCAGATA 

>SEQUENCE:8835:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGCGGGAGCTCTGAAGCTAATATGGGTCAACTGAGTTGCTTAGCATTTGGGCTGAAATG 

TCCAGACCTTTATATTTCTACCTAGATGGGTCTCTGGATATGGGCTATATTCAAAAATAT 

ATGATACTGGGCAAAGTGTCAGTGCCTGAATGGACTGAAAGCTGAATGCTGTTATCTGAC 

AGCACTTGTAGTATCTGGGACAAGACATCTTTCTGTGTAGAGGAAGT GGTGT CAATGTGC 

ATTGTCCACCACATATGCTGTCCAAGGTTCACTGCAGCCACCTTCCATTTTTCTATCTGC 

TATGATGCTGGATTCTACATACTTCTATAATGCTTGCACTGAATATTACTATTCCTCAAA 

CTAAATTACTGTTCACTCCCAACTAGCATAGACTTAGCATGTTATAATCTGAATTCCTCT 

TAAATATGCCCAGATTAAAATATGTTTAAATTCCTT 

>SEQUENCE:8836:prostate_MPM2000-004P6_Table5 

ACCCTCACTAAAGGGAACAAAAGCTGGGTGCCGGGCCCCCCCTCGAGAGTACTTCTAAAA 

TTAATTAAGGCGGGCGGATCACAAGGTCAGGAAATCGAGACCATTCTGGCTAACACGGGG 

AAACCCCGTCTCTATTGAAAATACAAAAAATTAGCCGGGCGTGGTGGCGGACGCCTGTAG 

TCCCAGCTACTCGGGAGGCTGAGGCAGGAGAATGGCGTGAACCCTGGAGGCAGAGCTTGC 

AGTGAGCCAAGATCGCGCCCCTGCACTCCAGCCTGGGTGACAGAACAAGAATTTGGCTCA 

AAAAATAAAATAAAATATTTCCCCTTGGTGTGTACCGAACGGTGATTTGAACCCAGCAAT 
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ATTAGTTCGGCGCCCCGCTTCGGGTGTGGGTCA 
>SEQUENCE:8837:prostate_MPM2000-004P6_Table5 

CAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGCCGGGGCA 

ACAGAGTAAGACCTTGTCTCAAAAAGATATATATATATATATTTAATTTAAAAACTGGCT 

CATCCAGGAAACACATTGAAGGGCTGATCACCCAGTGTTGTGAGCCCTCTCAGAAGTCAT 

AAACCTCTGGAGAGAGAAACTGAGACATGTAAGAGGGTGGAAACCATTCAGTGGTGGCAC 

ATTGTGGAGTCCTGCCCACAAGCAGCACGTGATGATCCACCACACAGAAACTCTAAGCCA 

CAGCTCAGTTTCTCCTTTTAAGAAGAAANCANNAAAAAACAAATAAAAAAAGCGGCCGCC 

ACCGCGGTGGAGCTCCAATTCGCCCTATAGTGAGTCGTATTACGCGCGCTCACTGGCCGT 

CGTTTTACAACGTCGTGACTGGGAAAACCCTGGCGTTACCCAACTTAATCGCCTTGCA 

>SEQUENCE:8838:prostate_MPM2000-004P6_Table5 

CGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTAC 

TTCTAGAATTAATTAAAATGTTAACAGGATTAAAAAGTGATCCATTACCATTTCTTCACT 

GCTATGTGCAAGGATCATCTTCTTTGTCTAATTCACCTTCACAGGGACACAGTGTAGTGG 

TTAAGTGTATAGGCTCTGGAATCAGACTGCCAGTTCATAGCCAAGGCATTATCAGTTATG 

GCGTGACCTTGGGCCAATAGGTACACCCCCCTGTGACTCAAGTTCATCTGTAACATAAGG 

GCTTCCTATGTCTCAAAGGGTTGCTGTGAGGATTAAATGAATAAAGCCCTTTATGACAGT 

GCTCATTACACAGTAAGTGCTCAATTAAGTTTTTTGTAATGCCACAAAATATGAACAGTT 

GAATCTTTTCTGAAACTAA 

>SEQUENCE:8839:prostate_MPM2000-004P6_Table5 

GGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTATTGCGG 

GAGAATCGGTTAAACCCGGGAGTTGAAGGCCGCACTGAATTGTGTTCTTGCCACTGCATT 

CCAGCCAGGGTGACAGGGAGGCTGTCTTAAAAAAAAAAAAAAAAGGGCCGGCCGCGGGGG 

TTAACCCCTTTAATCCAACCCTTTTGGAAGGCCAA AGGGGGC GATTTCCAAGGAACCCAA 

ATT ATAACCTTCTTG GTTAAC ACAG G AAACCCC I I I I I I I I I I AAAAAATCCAAAAATTT 

ACCCGGGTTTGGGGGCTTCCCCCGGAAATCCCATATAATCTGGAGGC TAAGG CAGGAAAA 

TCTTTTGATCCAAAAAGGCCCAGGTTGCAGGGAAATAGTCCCACCGCCTTTTACCCTGGG 

GAAAAAGGGAAAATTTTTTAAAAAAAAAAAAAAAAAAA 

>SEQUENCE:8840:prostate_MPM2000-004P6_Table5 

GCAATGTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTAC 
TTCTAGAATTAATTAAGGCGGGATGAAAGGTTTTGCCATAACGGGTCCCTTGCCGTAGGA 
GTGTG C AG ACTTGTGG CCCTG G ATTGTATCC A ACG CTG G CAG ATTTG CATG ATTCTCCAG 
TGATATTTGTGAAGGATAGACAGAGGCTGCCCAGACTTCTGAGAAACTGAAGTGGTATAC 
TCTGGCCGCACCACGGGGGGGGGCCATTTCAACACATGGGGGGGGGTTACATTGATGCCT 
AAATTGCCA I I I I I I I I AAAAAAGCTGTGCAATGCCTGGTGTCAGAGACTAGACAGTCGC 
TATTCATAATGGCTGTTGCAATTCCTTCATGAATAGATCGAGGAGTCGCTTCCCAAGTCA 
ATCGTCGCCTATGACCATTTAGCTCAAGTCGGTAAGCAAAATTTTCAGCTTGC 
>SEQUENCE:8841 :prostate_MPM2000-004P6_Table5 

AC A AAAG CTG G GT ACCGG G CCCCCCCTCG AG AGT ACTTCT AG A ATTAA TTAAG G CGG G GC 

ACAGAATTGGAAGATGCTGGAAGTACAACACATGGGCCTTCAGCTTTTGCACAGGAGTTT 

CACAGAGACTTCTCGACAGCCTATTACTACCCAAGACAAGTTCTTCTAGGGCTGGTCCAC 

CTCCTCAACCCCCTGACATTATCCCCTAACCCCTGTCTTTAGATTTACAGTCCAATGCTT 

CACTCAGCCATTTTACCTCACCCCCAATAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 

AAAA AGTG A A ACTT AAAA AG CGG CCG CC ACCG CG GTG G AGCTCC AATTCG CCCTAT AGTG 

AGTCGTATTACGCGCGCTCACTGGCCGTCGTTTTACAACGTCGTGACTGGGAAAACCCTG 

GCGTTACCCAACTTAATCGCCTTGCAGCACATCCCCCTTTCGCCAGCTGGCGTA 

>SEQUENCE:8842:prostate_MPM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCTAGAGTACTTTTAGAATTAATTAAG 

GCGGGATCAATAGTGATGTTTTAGGATCAGTTCTCCTATGGTAATTTCACTAAATGCCTA 

TTTAATGAATTGATTTGATTTCATACATCTCTACCACTTACTAGAACTGTCTTTGTACAA 

ACGTCAAACTTTCCTGTTACATATGGGTAAGCGTAGAAGCACTTGATATAATTTT TTTTT 

ATCTTGGTTCATAGTGTAGAAGTGGTCTGTTGCTTTTCCTAAAATTGCTATACATATTTT 

TTCTTTAAGAGTGATCATTTCAGGTACCCTATTATGTACAGTGGTAAAAAGTAAACTCGT 

TATGATAGCAACGACGATGTAACCAAAATAAGCAACACTTAATTGGTCTGAAAGTTATAC 

ATATAAG CTTTATTATTGCTTCAGTG G AAGTTGTCTATG C ATTCTGTGCTTTGTTCAGCC 

ATTAAACAACTGGGTCCGTGATCTTCTTCAAGGGGCCGTGAAGTCCCTAAAATTGTATTT 
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AAACATTAGAGTGGCTGCATTTTAAGGGAGATAGTACATAGTCAAATATCCAAAATGGAC 
CTGTGTCCTAATAG AAA ATTAAG AACC ACG G G GT AAAA AC ACGTAAACC AT ACTTTTT 
>SEQUENCE:8843:prostate_MPM2000-004P6_Table5 

CCTACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTA 

ATTAAGGCGGGCTCTTTCCCGTGATGTTCTCGTGATACTAAGTTTCATGAGATCTGATGG 

TTTTATAAGGGGGAGTTCCCTTATACAAGCTCTCTTGACTGCTGCCATCCATGTACAATG 

TGACTTTGCTCCTCCTTGCCTCCTACCATGATTGTGGGGCCTCCCCAGCCATGTGGAATG 

TAAGTCAATTAAATCTCTTTCCTTTCTAAATTACCCAGTCTCGGATATGTCTTTATCAGT 

AGCGTGAAAACAAACTAATACAAGGAGTCATTATATTAGTGGTGATATAAATTGGTATAA 

CT ACTTTG GG AAG CAATTTGGC AGTAACTAGTC AG GTTG AAG ACTG G CCAG CCCTATAAC 

TCAGCAATCACACTCCTAGATACATAGGCTATGCACATCCATGTCTATGAGCAATAAGAG 

TGTTCACATTTGTGTGGCAGTGTTT 

>SEQUENCE:8844:prostate_MPM2000-004P6_Table5 

GGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCG 

GGAGGCGTTGCTGATTCTCGATTAAACAATAGTGACGAGACGCGTGCGGGGCGCCTGCGA 

GCCCCTTCCTGCCACGCCGGGGCCTCCACCGCCTGGTCCTGAGCCTGACCGGGCCATTCC 

CAAATTTGGGACGCGGAAGGAGAGGCTCTCGGAGCAGAAGAGGCCAGATACCCTGAAGCA 

TAAAGTGTACGTCAAAAGTTTACATGGAGAAGGCGGTTACGTTCTGAAGCGTGGTCTGCT 

GTCCCCTGGGCGTGAGGCCTCCTGGGCCTGTCNGGCCTNCGATTTCATCCTCAGCACGTA 

ATGCTCACCAACAGCACTTGCACTGAGTTGACTCTTGCACACTCTTGACTCCATAATATG 

ATGC I I I I I AAGATGTGTGTTCACAC 

>SEQUENCE:8845:prostate_MPM2000-004P6_Tabie5 

ATGATTACGCATAGCGCGCAATGTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGG 

CCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGGTGAGGTAAATATTCTATAAT 

TGATTGCCACATTGGTTACACAACTCTTTGAGTATATTTAAAAAACACTGATATTTAGAA 

TACTTTAAATGAATGAATTATGTGATTTGTGAATTATATCATAATTTAGCTGTTTAAAAA 

ATTCTAATTACTAGAACCAGAAATCAAAGTCATGTTTAACAACTCACTATTATGAGGCCT 

TGATTTTGAAAGCTACCAATTTTAGAATTGAATCTACTCTGAAACTGTTCAGAGTAGATT 

CTACTTGTTTGATTAATACTTGTTGCATCTCCTTCGGCATGAAATGAAACCTTTAAAATT 

CAGTTGTAAAATAAAAAAAAATCA 

>SEQUENCE:8846:prostate_MPM2000-004P6_Table5 

ACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 

TTAATTAAGGCGGGGGGGAGAGAGAAACCTTTGCCTGACCCTGCCTCCCCGATTGTGCGC 

TCTG AG CGCC ACAG AGTG C ATCCG GTG CTGTCTCTTTTGCTTG ATTTTCG AT AGT ATG AG 

ACTC ACTC ACTG C ACTTCTGCTC AG CCG G CTTCTG CATC G G G ATC AC AC AG CC ATC AG CC 

CGACTGCCCAGTTGGTGAGCACACTCCATTGACCACGTGGCGCCAGCGCTTCCTCAATGC 

ACATGATTGAGAGGAAAGAAAGTTCTCTTAGATGTTACTGCTTTTGCTCAGACTTTGCAA 

AAAAAAAATATATATATATATATGTATAAATATATAATTATTAATCACTTTTGCCCTTGA 

AAAAGTCTTGAATGAACAGAAAATTTATTCCATTGCAATATTTGATTGTATAG 

>SEQUENCE:8847:prostate_MPM2000-004P6_Table5 

GGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAG GCGG 
GAAAGCTGCGGCACAGCCCGCTTTAAACGCAAGCTTTTGGGACTTCTGGTTTTGGCTTTT 
TC I I I I I AAGCCAAGTTAGGGAGAAGGCTGACTGCCATGGAGCCACTTCTGCTTTTGGCC 
CAGACAATTTACGGGAT I I I I I I I I I CCTCCCATTTAGAGAT I I I I I GTAGGAAGTTAAC 
AAATTATTTTAAAG AAGTAGTTAG AGCTTGTCAG ATAAA ATAC AG G ACG CCC AGTTAAAT 
TGGAATTTCAGATAACCAGTGTTTTGGCATATGTGTGTTACATATAI I I I I AAAATTGTT 
TATCTGATATTCCAATTTAACTGCACATTCTCAATTTTTAATGACTGTATCTGGCAACCC 
TATCAACCTTTACCCCTGGAAATCCAAACTGGTTATGACAAAAGTAAGGAATGGAGGGAA 
ATG AAAAG CATGTTTTACCCTAAC 
>SEQUENCE:8848:prostate_MPM2000-004P6_Table5 

TAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAA 

GGCGGGCGGATCACGAGGTCAGGAGATCGAGACCGTCCTGGCTAACACAGTGAAACCCTG 

TCTCTACTAAAAATACAAAAAAAAAAAAAAAAAATTTCCCCAAATTTGGGGGCGGGGCCC 

TGTTTCCCCACTTTTTCAGGGGGTTAAACCAGAAAAAGGGCTTAACCCCGGGGGGTAAAT 

TTTG CATG AACCCAAA ATCG CCCCCTTG CCCTCCACCTG G GG AAAAAAACC AG AATTCT7 

TCTCAACCAAAAACCAGGGAAAAAAAATTACCCTCCCCCCCTTTTAAATGGCCTCTCAAA 
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AAA AATTG GGGGG G GG AGGG ATTTCAAAATCTTTTAAAAAATTTTTTTTTG ACAGGGCCA 
A I I I I I CCCCC 

>S EQU ENCE:8849:prostate_M PM2000-004P6_Table5 

G G G AAC AAAAG CTG G GTACCG G G CCCCCCCTCG AG AGT ACTTCT AG A ATTAATTAAAG CG 

GGAGCCAGGTTAAGAACTCTGAGGATTTCTGCATTCTAGAAAGTCAGCATTCATTTCTTG 

GTCAAATCTTG CTTTTCTTCTG AG AG G G CTCACTTTG G AGTTT ATTTGTG CG G ATTTATG 

TTTTGGGGGTGTCCAGAGTTAGTGAAGTAACCCAAAAGCTGCTGCCTTTGATGTGGATGT 

AAAACATTCTATTGGGTGATATGAAATCGGTCTTTTATTGAGACTGGGCCTTTGCTAATT 

TACAGAAAGATTTTTCAATAAATAAAGAAATAAAGGCTGCACTCTCTTTATTATTTGTTT 

TTAATGCTTATTCATTTATTTATTTCGAGATGGAGTCTCAAAATAAATAAATTAGTTAAA 

A AA A AAA AA AAAAA AAA A AAAG GG G GCCCCCCCCCGGGGGGG 

>SEQUENCE:8850:prostate_MPM2000-004P6_Table5 

ACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 

TTAATTAAGGCGGGAAGTTGAGAACCGCTGTGGGCACCTCAGGACT GAGT CTGGTTACCC 

TGCTGATCCAAGAAATGAAGCCATCTAAAATTTTGCCTGCTTTCACAATTTTCTGTGTGT 

GTGTGTGTTTATTAAACAAAGTGAACTAAGAAGCCTTTTATTGGAGACATAATGTACTCA 

CAGTAGTTTCAAAATCAATGGTGTCACTCTTCAGGTAAATTACTCCAAGGCTTGGGCCTA 

GTGCAGATGTTCATTGGGGCAGGGAGCAGAGAGCGGCTGCATCTAGATCAG 

>SEQUENCE:8851:prostate_MPM2000-004P6_Table5 

ACTAAAGCTGGGTACCGTGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGGG 

ATGGAACTCCGATTGAAAGCAATAGCTGGAGTGGAGCACGAATTTCAACAAGCCGCATGT 

TGAAGTGTGAGGCGTGAAAGGGTATGTCTGATATTTGCTTTAAAATGCTCCACCAAATAA 

ATTAAGGGATGGATGAAGCTAAAGAACCAGGTATGGTGGCTCATGCCTATAATCTCAACA 

CTTTGGGAGGCCGAAGCAGGCAGATCACCTGAGGTTCAGGAGTTTGAGACCATCCTGACC 

AACATGGTGAAACTCGTCTCTACTACAAACATATAACAATTAGCTGGGCGTGGTACCACG 

CACCTGTAATCCC 

>S EQU ENCE:8852:prostate_M PM2000-004 P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGCGGGACAATAAAATAAAAGACATCAAGAATGAAAAAGAAATAAACTGTCTCTCTTCC 

CATATAACATGATCTTGTATAAAGAAAATCCTAAGGAATCCACTAAACTATTAGAACTCC 

AATAG GTTCAGTAAG GTTGCAG AATAC AAG ATC AATATACAAA AATTGTATTTCTATATA 

CTTGCAAAAAATCCAAAATTTAAGAAAACTGTTCCATATATGATAGTATGTGATACAGTT 

TGGATGTTTGTCCCCTCCAAATCTCATGTTGAAATGTAATCCCTACTGTTGGAGGTGGGG 

CCTGGTGAGAGGTGTTTGGGTCATGGGGCCAGATCTCTGATGAATGGCTTGTTGCTGACC 

TCTTGATAGTGAATGGCTTCTTGTGAGATCTGGTTAAGAGTGTGTGGCTCTTCCTCCTCT 

CT 

>SEQUENCE:8853:prostate_MPM2000-004P6_Table5 

CTCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTAC 
TTCTAGAATTAATTAAGGCGGGAATTCAATGGAATCATATCTTCAGTGTGTTTCCAAGGA 
ACAGTAGACTTTTATAGACAGAAATTAAAAATGATATTTTTTCAGAATAAATATTAACTA 
CCCAAAATACCAAATT 

>SEQUENCE:8854:prostate_MPM2000-004P6_Table5 

CACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAAT 

TAAGGCGGGGGATGGAACTCCGATTGAAAGCAGTTGCTGGAGTGGAGCACGAATTTCAAC 

AAGCCGCATGTTGAACTGTGAGGCGTGAAACGGTATGTCTGATATTTGCTTTAAAATGCT 

CCAGCAAAGAAATTAAGGGATGGATGAAGCAAAAGAGCCAGGTATGGTGGCTCATGCCTC 

TAATCTCAGCACTTTGGGAGGCCGAAGCAGGCAGATCACCTGAGGTCAGGAGTTTGAGAC 

CATCCTGACCAACATGGTGAAACTCGTCTCTACTACAAACATAAAACAATTAGCTGGGCG 

TGGTACCACGCACCTGTAATCCCAGCTACTCCTCTGGAGGCTCAGACAGGAGAACTGCTT 

GAACCGGGAGGCGGAGGTTGCAGTGAGCTGAGATCGCACCACTCCATTCCAGCCTGGGCA 

ACAGAGTGAGACTCCATCTCAAAAAAAA 

>SEQUENCE:8855:prostate_MPM2000-004P6_Table5 

TGATTACTGCCCGCGCGCAATCAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCC 
CCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGGCACTATCGCTAGACGGGACGGG 
GAGCGCGTCCGCATGTCTACTTTTCCTGACCCTACTCCGCACACCCACAATATTATGCTG 
ACATATCTGCTTCCAAATCGATGTGCTTTAGCACCATCACTGTAACATTCCTGATTCTGA 
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ATATAGAATGAATTGCTTGGGCTTTCTGCAACCTAAAATGCTGCCCCAACTATACTATAT 

CT ATG AG GCAGTGTG CTG AAAG CCTCCGTG CTGCTG G ATCTTTGGGGG G AAATAC AG G AT 

CCTTC ACCACTG AG GTGTTTAAG ATTTG CAACT AGC AATG C AATTTTTTCTAAAT ATG G G 

GATATTTACCTTTATTAAGAAATTATACTAAACATTGATGTCCTTGATCATTTTATGTTC 

TCATATTACTTTTGATTCTACTATGATTGTGTGGTGGTGAACAAAGATCATTACAAACAA 

AAACTGTAATTTTGTTATATTTGATTCAATGGAATTTACCTAAAAAATAAAGACTAAAAA 

TGT 

>SEQUENCE:8856:prostate_MPM2000-004P6_Table5 

CAATTAACCCTAACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTT 
CTAGAATTAATTAAGGCGGGAGAGCACGTTGACTGGAGTTTCTCTTGAGGGCAATAAAAG 
TTGTCATGGTGTGTAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA AAAAA AAAAAAA 
AAAAAAAAAAAAAACCGCCTCCTCCCCGAAGAAAAACTATAAATTCAATTTTAAAAAGTA 
TG AACC AC ACC AA AA AAG ACCCTCTTTG AAAC AA AAAG CTAAG G G C AA AATGT AC AA ACT 
TAG AAAAA AAA A AAATTAAA ATTGT A ATTTTCTGG CCCG CCACCGGG G G AG ACG CCCC AA 
CTCCTTTTGAAAGAGCCATAAATAGGCCCCCCCAGGTGGGGGTTTTAAAAAAAAAAACTT 
TATTAAACCATATAAAAAA 

>S EQU ENCE :8857: prostate_M PM2000-004 P6_Table5 

TAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAA 

GGGGGCGCCACCGCGGTGGAGCTCCAATTCGACCTATAGTGAGTCGTATTACGCGCGCTC 

ACTGGCCGTCGTTTTACACAGGGCCAGACCCTGTCTCAAAAAGTAATAAAATAAAATGGG 

ATAGTATTTGCATATAACATAGCACTATTCTTCTATATACTTTAAATCATC TCTAGG TTA 

CTCATAATACTTAATACAATATGAATGCTATATAAATAGT TGTCA TACTTATTTTTTATT 

TGTATTATTTGTTATAGTTGTATTGTTATTTTTATGTTTTATTTTTCAAATATTTCTGAT 

CCTTGATGGGCTCAATCTCAGGATATGGAACCTGCTGATAAAGGGGGACTGGCTGTATTT 

ATGTG CATCTTATTCAG ACACCCCCTAAC 

>S EQ U E NCE:8858:prostate_M P M2000-004 P6_Table5 

CGCAATGTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTA 

CTTCTAGAATTAATTAAGGCGGGGCGGAAAGAAACAATTGTCCATCCCAGGAAAAACAGC 

CAGGCTTTACTGACAAAGGGAACCATCAGCCTTAGTACAAAGTCATAATGAACACTGACT 

ATAGTTTCATCAGCAAATTGCCATCTAATTGCATAGAAAGTCCATTGGAAAGGAAGAGTG 

AGAGGTATAGAGACCTGAGGCCTCATCTGCTGACGTAGGAAGCTGCAGTTACTCCCCAAA 

ATCTTAATACAAAAAAGGAGGTAATAANTTTGCGTCCCTCGCCGGCGGTGTAATTCTCAA 

ACCAATCTGGAGATTGTACAATACCCCCTGTTCTGGATAAAGGTAACCATTGATTTAGGA 

GGAAATTCCTAAAGTCTACTGGCAGTTCAGTTGTGAAGAACCTAACTACAGTGTAATAAA 

TGAT 

>SEQU E NC E:8859:prostate_M PM2000-004P6_Table5 

AGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATGAAGGC 

GGGCAGGATAGTTCAGACGGTTTCTATTTCCTGAGCGTCTGAGATGTTAGTTTAGGGCAT 

CTTAGAGTTGATTGATGGAAAAAGCAGACAGGAACTGGTGGGAGGTCAAGTGGGGAAGTT 

G GTG AATGTG G AATAACTTACCTTTGTGCTCCACTTATG CCAG ATGTGTTGCACCTTTCC 

TGAGATGCTAGGATCTACTTTAATACCACACTCTCGTTAATAAATTGAATAAAAGGGGAT 

GTTGTGGCACCTGATATAATCCGCCAAGCTATGTGACAGTAGGAGAGAATGAGAACCCCT 

ATCAAGCCCAGATGCACTGGTCTGACTT 

>SEQUENCE:8860:prostate_MPM2000-004P6_Table5 

TAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAA 

GGCGGGGCTTTATGGATAAGAGAGTGAAGCATAGGCAGTGGATTCTCATGAGTAGTCTCC 

CGTGCTTCCACATTAAGGACTAAATGTTGGCCAGTGGCTGTGCTCAGGCCCCGTCTTCCA 

CATGTGGATGCTAGTGAGGCAGGGGTGCTTTCTTGCTGTGTATATTCACATTTCAGAGTC 

CCTCATAGCTTCCAGAGGACTCTGCTGTGTGAACCTCACATATCTCTATTTTATAGTTTT 

TCAGATTACTTTGTAAATAATTATTGTATCTTTAATCTCCTCTTTTATCATGGACTGACA 

TTT AACGTAG CT A ATTG AA AAG GTC AT AG CTG AG ATTCCTG GTTCGGGTGTTACG C AC AC 

GT ACTT A A ATG A A AG C ATGTGG C ATGTTCATCGTAT AAC AC AAT ATG AAT ACAG G G CATG 

CATTTTGC 

>SEQUENCE:8861:prostate_MPM2000-004P6_Table5 

AAG G G AAC AA AAG CTG G GT ACCG G G CCCCCCCTCG AG AGT ACTTCT AG AATT A ATT A AG G 
CGGGGAGAGGAGGCTCTCAATAAATAATCGTGTAACCTTAAAAAAAAAAAAAAAAAAAAA 
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A A AA A A AA A AA A AAAAAAAAA A AA A AAA AAA A AA A AAA AA AG A A AAA AG CT AAACG G GG G 

G ATCTCG G G G AAG AG CCTTAAA AG C AAC ATT AATCG CTGTTGG ATCGG G CTCT A AAGG AA 

AG G GTGTAT AAATTCAACC AGTTAG CGTG AAAGTTG GAG AT AAAGTTCTTCTCCCAG AAT 

ATGGAGGCACCAAAGTAATTCTAGATGACAAGGATTATTTCCTATTTATAGATGGTGACA 

TTCTTGGAAAGTACGTAGACTGAAATAAGTCACTATTGAAATGGCATCAACATGATGCTG 

CCCATTCCACTGAAATTCTGAAA 

>SEQUENCE:8862:prostate_MPM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAG 

GCGGGCGGATCACGAGGTCAGGAGATCGAGACCGTCCTGGCTAACACAGTGAAACCCTGT 

CTCT ACT AAAA AT AC AAAAA A AA AAAAA AAAAATTTCCCC AAATTG GGG G GCG G GG CCCT 

GTATCCCCACTTTTTCGGGAGGTTAAACCAGGAAAAGGGGGGAACCCCGGGGGGTAAACT 

TTGCATGGACCCAAAATCGCCCCATTGCACTCAACCTGGGGCAAAAAAAAAAAACTTATT 

TTAAAACAAAAACCGGAAAAAAAAAATTAGCCTCCCCCCACTTTA AATG GCCTCT AAAAA 

AAA ATTGG AGGGG G GAG G G ATTCC AAAATCTTTT AAAAAATTTT ATTTTG ACATG G ACAA 

TTTTTCCCCCCCGAAATAAACAGGAAACTTGGGGATTTGTCCTAAAAGTAT AACCC CAAA 

TTTAAAATCCTAAG GT ATTTG G CCTAAAAAAA AAAA ACCC T AAT A AACTG G GTTTTCAAC 

CCTAATTTTTAAAAAAACCACACCTTGAACCCTTGCCCACTTTTCCCCAAC 

>SEQUENCE:8863:prostate_MPM2000-004P6_Table5 

CAAGCGCTCAATTAACTCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCC CCCCCT CG 

AGAGTACTTCTAGAATTAATTAAGGCGGGGCTGGAGGAGACCGCAGATAAGTA I I I I I CC 

CTTCGAAAGATAGAGATCAATACAACTTCTTAAAAAATATAGTCAATGGGTTACTAAGAT 

ATTGCTTAGCGTTAAGTTTTTAACGTAATTTTAATAGCTTAAGATTTTAAGAAAAAAACA 

TAAAAAACAAAATTAAAAAAAGCGGCCGCCACCGCGGTGGA GCTCC AATTCGCCCTATAG 

TGAGTCGTATTACGCGCGCTCACTGGCCGTTGTTTTACAACGTTTTGACTGGGAAAACCC 

TGGCGTTACCCAACTTAATCGCCTTGCAGAACATCCCCCTTTCCCCAGCTGGCGTAATAG 

GGAAAAGGCCCGCACCGATCGCCCTTCCCAACAGTTG CGCA GCCTGAATGGCAAATGGAA 

ATTGTAAGCGTTAATATTTTGTTAAAATATCGGTAAAAATTTTTGGTAAATCAGCTCATT 

TTTTAAC 

>SEQUENCE:8864:prostate_MPM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAG 

GCGGGAAGAATACATACCACTTGATCACTCACTGGCCTCATCATCCGGGCCAGGACATTC 

AGTAAGTCTTGTCTCTTGAGGAACTGAAAAAAATGAGAGAAGTAAGTAAATCCAACTGCA 

ACTCCTACTTAGTATAAAAAAAAAGGCCTTGAAGGAGAATCAAATGC TTCA TCAAATATA 

CTTTACGACACATTTGCCAGTTAGTATAAATATCACTTTTAGACCTCATTTTAAGTCAAA 

CATGAAGGGATAAGATGCTGAATTGGGGGGCTGGGAATCACAACTGGACAAAATTAAGGG 

AAGATATATATCGTACAAGAAGTTTCCTACTTACCCTCAGCTGGATAAGCATGCCCTCAC 

AGCACACTCGACCAGAACACCACAGGTTATAGATGTGCTCATTCTCCTGGTTCAACTTTC 

CTGTGCTTGTGGCTTCTTTGTTAGTTCCATCATCCCCTAGGGGTAAAACCACTTAATGTG 

ACTCAACAGAAAATGTCAAGGCCGGGCCGGGGGT 

>SEQUENCE:8865:prostate_MPM2000-004P6_Table5 

TAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAA 

GGCGGGCAGACTTCACATGTAATTCTTCTACTGTCGTTACAATTTCCTACACTAATCCTA 

AATTCCGTGGAGTTTTTATTACATTGGTTGGTGGCATTAGCCTGTCAACAGCTGGATGAG 

ATAGAAGTTAGAAAATGGACTTTTTGAGGTCAGGAAGCTAAGCAACCAGAAGAACCAATT 

TGTCAACTTAAATCATCTGGGGAATGGAAAAAATTATTCCACAATGTGGGAAATAAAAGA 

CCGCCTGGAGCTACTGG I I I I I G I I I I I ATTTTCTTTTTGTTATTCCTCTTTGCACTTCC 

CTTTTCCG AG C AG C ATT ATGTGTG G GTTAT AG AAAG CTT AC ATGTT G ACTT TGTT ATGTG 

GTCATTTGATGTGGTCGCGCTAACGTTTATTGTAAATACTGTGAGTATTTTTCACCCTTC 

TGGCTTAATTACCTGTGGCCACATCAACCTGAATGTATTTGAG 

>SEQUENCE:8866:prostate_MPM2000-004P6_Table5 

TCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAA 

TTAAGGCGGGGATAACTGACTAGCACCATTATGATCACCAGTATTGTGGCTGGAATGGAA 

GAAGATCACCTTGGTGTTCCTTGTTTGGAAGATTATTTCCTCTGAATTTCTGGGCTTGGT 

CTTCCAGTTG G CATTTG CCTG AAGTTGTATTG AAACAATTTA ATG AAA ATATT AAAT ATT 

TGGTTTCACAAGGCGAAACCTTGACTCTATACAAATCCATAAAGAGTGACAGAAATAGTA 

AAAATTAAGATACTTTTTTATTTTAAACATTATTTTAAAGGTATTTATTTAAAGCAAAAA 
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AATACCATTCTATTTTGGTTTTTCTAACATTTGTGTATGTAAAAGACATAGAAAAATAGC 

ATAAAGGCAGGAAGAGGAGAAATGGAAATATACAGCTTTAAGGTCATTGTGTGTGAAATA 

GGATAATTATACAAATAAAC 

>SEQUENCE:8867:prostate_MPM2000-004P6_Table5 

ACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 

TTAATTAAGGCGGGCGTGCTGGCGGGCTCCTGTAATCCCATCTACTCGGGAGGGTGGGGC 

AAATAACTGTTCAAACCTGGGAGGTGGAGGTTGTATTGAGCTGATATCGTACCACTGCAT 

TCCAGCCTGGGCGACATAGTGAGACTCCTTCTCATATCAAACCAATACCGGACTTGTTGC 

CGCCCCCCGCCGGGTGAGTTATCTGTTTCCCTCCTTTAGGTTCGAAA CCTG GACCTGCTC 

TATTATTACACTGTACAAAATGTTAGCCCCAAAAGTTGTCATTTCGCTGTTTTATTTCGA 

CTGACAATCTAATCATTGCTGTCTATTCTCGGGCATCTTTGAATCTCCAATGAAGAGTCT 

TTGTTGTTCTGTCTACGTTAGCAGACTTTCCTGCCAGTGTCAGAAAATCCTAT 

>SEQUENCE:8868:prostate_MPM2000-004P6_Table5 

ACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGTG 

CTTGTAGTCCTGGCTACTCGGGAGGCTGAGGCAGGAGAATGGCGTGAACCCAGGAAGCGG 

AGCTGGCAGTGAGCCGAGATCACGCCATTGCACTCCAGCCTGGGAGACAGAGCAAGACTC 

TGTCTCAAAAAAAA A AAAA AATT ACCTG G G C ATG G G G GCCCATG CCTGT AATCCC AATTA 

CTCAGGAGGCTGAGGCAAAAAAATCGTTTGAACCCGGGAGGGGGAGCTTGCAGTGACCCA 

AAATCGCACCACTGCACTCCACCCTGGGGGACAAAGCGAGACTTTGTCCCAAAAAAAAAA 

AAAAAAAAAAAAAAAAAAAGGGCCCCCCCCCGGGGGGGGCCCCCCATTCCCCCTTAAGGG 

GGG I I I I I I CCCCCCCCCCCCGG 

>SEQUENCE:8869:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATT AATTA 

AGGCGGGTTGGGTGGGATTTTTTCCCTTTTTATGTGGGATATAGTAGTTACTTGTGACAA 

GAATAATTGTGGAATAATTTCTATTAATATCAACTCTGAAGC TAATTG TGCTAATCTGAG 

ATTGTGTTTGTTCATAATAAAAGTGAAGTGAATCTGTCTAAATTTTTTCTCGATCCTGGA 

ACAGGGGGGCTCCACACTGGGGGGGGGGCAAATGCCCTTCCAGATGGTGCTTGAGGGCC 

C 

CCCCTGATGGCCGATGGTCGGAATAGCATAGGTGACCAACAAGTAACAAATCCTGAGAAT 

GTTTTAATTGTTGGACACCATATTCTCAGGAGTGGACTTTCCTT 

>SEQUENCE:8870:prostate_MPM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAG 

GCGGGTGGCTGTAGTCCCAGCTACTTGAGAGGCTGAGGCAGGAGAATGGCTTGAATCTGG 

GAGGCAGAGCTTGCAGTAAGCCGAGATTGTGCCGCTGCACTCTG GCCTGGGCAACA GAGC 

AAGACTCCGTCTCANAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA II MM 

TTTTAAAGGGGGCAAAACCTTTTGGGGGGAAAAATTTTTTCCC CCAAAAGGTT GCCCAAA 
AAAGGGGGCCCCCCGGGGGGCCCT I I I I I I I AATAACCCC CT I I I I I I II I I 1 GGCCAAA 
AAAAAAAA I I I I I I I AAAAAAAAAATAAGGGGG I I I I I I I I I AAAAAAAA AAAAAC TTTT 
GGGGGAAACCCCTAAACCCCCCCTTTTGGGGGCCCC GGGGG GGAGAI I I I 1 IAAACCCCG 
GGGTTTAAAAAAAAGGGTGCCCAAAAAAAAAAACCCCCTTTTT 
>SEQUENCE:8871:prostate_MPM2000-004P6_Table5 

CGGGAGANGGGGAAATTTGTTATTAAACTGTCATAGGCTAGCATCCCAGTTACTACAGAT 

GTATAATAAACCGTCACACACTTAGTTGCCAGTATTTGTGTTCACAGATTTTGTGAGTCA 

AGGATTCAGAAAGGGCACAGCAGGAACAGCTTTGTAACTCCATGATGTCTGGGGTTTCAG 

TTGGGAAAACTCAAGGTTGGAATCAACAGTTGGTCAGTGGGGTCATTTGAAGCGGCCACA 

CTATGATAGCCACAAGTGGCTACTGAGCAGTTGAAGTGAGGCCAGTCTGAATGGAGACTA 

GTGTGTTGATTGAAAATAGGACTGTAAGTATAAAATGTGCATCAGA TTTG GAAGACTTTG 

TATAAAAAAAGAAACTAAACTATCTTAATGGTrriTATATTGATTATATTTTAAATAGAT 

TAAACTCAATGTATTAAAATTG 

>SEQUENCE:8872:prostate_MPM2000-004P6_Table5 

TACCCTCACTAAAGGGAACATAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGA 
ATT AATT AAG G CG G G G ATCTTTT ATTCCTCTTCCCTATAAA ATAA AG GCCTTGG AAATC A 
CAATTTTA I I I I I I I I AAAGAAGTTGTTTTAGTGCCTAGAGTAAGACCGCATCAAATGTT 
GTTAAAGAACCTAATTTAGATTGTGTGGTATATACCACTGTTTATCTCAATACACAGACA 
CCTCTTACTTCTTGTTATAAGTGAGAACTCTAAAGAAAAATCAAACTCCCAAGTTTTCTG 
TAAACATACGTGGTCTTAATAGGGTCACTGTCTGAGGCAAAATGGGTTGTCTTAAAGCAA 



Table 7 
2908/3129 



TTGCTACAAATTTGCATCAAAGAAACTAGATAGCAAAATACAACAACCATGTACCACCCA 
GGCAGAAGAGTCCTCACCTATACGCAGTTCTGCATATTGATCATCATGACAGGAAGTATT 
TCG I I I I I I AACTGATCCCAGGTGCACAGATGTATTCAT 
>SEQUENCE:8873: prostate JVIPM2000-004P6_Table5 

AACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGA 

ATTAATTAAGGCGGGGAAGGGTGCATACCTGTATTACCTGACGGACCTGGTGCCTACGCA 

CCCAAACCTAACTATGCTTAATCATGATCATCCTTCCACGGTTGTTAATGTTGCATGATG 

AAACATTCA I I I I I ACCTTGCTGATGCTGATGCTGAAGAGTGAAATGTTGTACACAGCCT 

GATTTCTATGTGGTCATAAACACTACTGCATCATTTGATATTTATTGATGGTAATAAATT 

TGAATACTCCTATTTCTTACTAACCTGGAATGGGACCCATACGAAGTGTCACTAGTGACG 

CTAGAAATGCTCCCCCGCACCACAAGAGATCCTAACATGACCCGAAAGAGTTGAACTGCT 

TGACGCCTACTGTAGATTGATGCCAACAGCTGAGGTTGCCTGCCATTTCAAGAAAAATG 

>SEQUENCE:8874:prostate_MPM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTCCTTCTAGAAATTAATTAA 

GGCGG G AG AAATATGTATATCCAAATCCAGG AAACTCTG G AGTTCCACATAG ATAAAATC 

CATACGGTCCTCTCCTCGACATATAATAATCAAACTGTCAGAAGTCAAAGAGAATTCTAA 

A AG C AG AC AA AGTG CCTTGTC AC ATGTAAG G GT ATCT": C ATTAG ATT ATCAACG G ATTTC 

TCACCACAAGCCTTGCAGGTTAGTACAGAATGGATGGTATAGTCAAAATGCTGAAAGAAC 

AAAACCTGTCAGCTAAGAATACTGTACCCAGCAAAGCTATCCTTCAGAAATGAACGTGAA 

ATAAACTCTTTCCCAGACAAGGAAAAGCTGAGATAATTCATCACCACTAGATTGGCCTAA 

CAAGAAATGATTATGCTGAGTCCTACAGCAAGAAGTGAAAAGCAGGTAATTACTGTCATG 

AAAACATCAGAAATTATAAAACTCACAGATAGAGATAAATTTGTAATCAAACTCGTAATA 

CTCCAATACTATGATGATGCTGTGTAAATCTTTCAGACCTCAACTCTGAAGGTTAAAAGT 

CAAAATAGTAATAACTA 

>SEQUENCE:8875:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGCGGGAGATCATGGTGGGCCTGACCAGGGGCTTGGTGGTGTCCAAAGATGGTCAGGTG 

CTACAATGATGGGACGTAGGCGCCAGTAGTGGATTGTTTGGGGAACCATATTTCATGCTA 

AAGATTGTTGCCAGGATTTCCTGACAGACTGGATATGGGGTGTGAGAGAACGCCGGGGTC 

AAGGTTGAGTTTGATTGTTACTGAAATTATTAACTCCTTTTAAAAAACACTACTGCCTTT 

CCCAATCCTACCAAGTATGGGATGCTAGATTAAAGAAATTTCTTCAGGCCCATTGCAGTG 

GCTCATGCCTGTAGTCCCAGCTGTTTGGTAAGCAGAGGTGGGAGTATCTTTTAAGGGCAG 

GTGTTCAAGACCAGCCTGGACATCACAGCAAGATCTGCTCTTTACAAAAATA 

>SEQUENCE:8876:prostate_MPM2000-004P6_Tab!e5 

CG C AATT AACCCTC ACT AAAGG G AAC AAA AGCTG G GT ACCG G G CCCCCCCTCG AG AGTAC 

TTCTAGAATTAATTAAGGCGGGAGGTTTATTACTGAATCATGAGATCTGTTTTAATATAC 

TGAGGGGCTTATATTTCCAGAGTGATTAGATATAAATTACTGGTAGGTAAAAAACAGTTA 

AGTATTAACTTCAGGGAGAAAAAAAAAGCTGCACAAGAATGAAAATAAAATCACAGCATA 

TTCCATGGCTTATCTAAAGCTTTAATAATACTTACACAGCC \TAATAAAAGTAATTATTG 

AGCCAATCAAAAGTTATATAACTACAGTAAAAAGATGTAAGGGATCATTATTTCA TGTTG 

AAGTGGTGAGAGGTGGTAGGAATGCAGGCTTTTCAAGAAGGTATTTCTAAGAATTTTTAA 

GCATTTGCTCTTAAATATGAGGAACAGTAAATGATCCCAAGGCATCTGAAGAAACATCAA 

AATAAAACACTAAACTAAGGGGAAAATCAAATGAAA 

>SEQUENCE:8877:prostate_MPM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTACGCAATTAAGTA 

AGG CG G G G GTAATG AAG GCG G GTG AGT AT AAGCT A AATCC AC ATCTGTTG CT ATAC AAG C 

GCTCAGAAGATCAGATAGAACTGAAGGAAAAGCAGTTGTCAACTATGAGGGTGGATGTGT 

GCAGCACAGAAACTCTCAAATGCTGAAAAGGTAATGCTTACATCCTTTTAGAGTAAGTCA 

GATTTTCTTTCCATATGTGTCATATTTCCAGTAATCATACTGGTTTACCTCATAAGGAGA 

TCCTTGGGTAAAAAGCAGTTGTGGCACCTCTGGTTTCCCAGGTAGTTATTTCATGCATAT 

AAATTTCATAAGTAAATTCTGTTGTTCTCATTTCTAGAACTTTCTTGGTGTACTAGGTTA 

TATATAGACAGTTGTATTTCACATGTATGGTTAATTGGTATGGGTATGCTCTTTAATGAA 

GGCACTC 

>SEQUENCE:8878:prostate_MPM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAG AGT ACTTCTAGAATT AATT AAG 
GCAGGAGATTTGGGAGGAGCCAGGGATGGAATGATATGGTTGGGCTCAGAGTTCCCACCC 
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A ACTCTCATCTTGTAGCTCCCATAATTCCC ATATG CTGTG G A AG G G ACCC AGTG G G AG AC 

TGTTGAATCATGAGGGCTAGTCTTTCCCATGCTATTCTCCTGATGGTGAGTGGGTCTCAT 

GAGGTCTGATGGTTTTAAAAATGGGAGTTTCCCTGCACAAGCTCTCTCTCTTTGCCTGCT 

GCCATCCATGTAAGACGTGACTTGTTCCTTCTTGCTTTCCACCATGATTGTGAGGCCTCT 

ACAACCATGTGGAACTGTTAAGTTCATTAAACCTCTTTCTTTTGTAAATTGCCCAGTCCT 

GCGTACATCTTTATTAGCAGGATGAAAATAGACTAATATATGCACACTAATCCAT 

>SEQUENCE:8879:prostate_MPM2000-004P6_Table5 

GGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGG 
GAGAATTGTTTGAACCCAGAAGGCAGATGTTTTGGTGAGCTGAGATCGCGCCATTGCACT 
CC AG CCTG G GC AAC AAG AG CAAAATCTGTCTCAAAAA AAAAAAA AA AAAAA AAA AACTTG 
TGTAATTGAGTTGTGAGCTGAACTAGGTCCG Mill CATGGAACACTTTTTCTTGAAAGA 
ATGAAAGACATGCTTTTGTTATTCAGACTTCAGTATTTGGCTTGC TGCAC TCCAGCCTGG 
GCGACAGAGCAAGACTGTCTCAAAAATAAAATACCATGTTTTGAGTTTTGGTTTAACATA 
AAAAAAGATTATCCATAA I Mill I AAAAGGCTAGTTAAGTAAAACAGTTGGAAGTGGGA 
AGGAACAAAGAAATGTATAACTGGGTATGATGAATTAATTGAAACA 
>SEQUENCE:8880:prostate_MPM2000-004P6_Table5 

AAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGG 

CGGGGTAAGGAGGGTGGTAAAAAGGGAAGGATGAGGCTCCCCCAATGTCACATTAAATTC 

ATGGTTTTCATTCAAGGCAAAAAAAAAAAAAAAAAAAAAAAAAAAATAAAAAAAAAAAAA 

AAAAAAAAAAAAAAAAATATAGGCCACTAAATAAACCAAAACAACTTAAGAAGAAATCAC 

TTAAATACCTCTGGCTTCCAAATTTCTTCATGCAAACTATT GAAATG TATGCTAATTGAA 

CATGCAAATGGGGAAAAAAAAATGTAGAATGATTCTTGCTATTTTTAGCACAAAAAAAAT 

GTCTGTTTTCCAAAGATAATGTTATACATCCTATTTTGCAATTTACTTTAAAAAAAAAAA 

AA 

>SEQUENCE:8881:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AAACAGTGAGAAACAGGCACATGAAGAGAGAACTCATCAATGGAAGAGTCTGGAACACAC 

CCAAATAAACATATCAGAAATTTATATATTTCACATAAGCCTGGAAAAACTAGATTTAAC 

TAATGAACCCAATAGGCTTCCTATTTCACTCCTTAGACCAAATAAGTTCCACGTAAATTT 

TTAAAAAAATGAATGTGAAGTCTTCAAAGAAAAAAAAAAGCCTATTAATATTAAGAGTTT 

TAGAAAAAACAAGGGAAAATGTTTCTTATCTCAAATTGGTGAAAGCCTTTCAAACTATAA 

AAAAAGATTAACTGGACAATTAACTATTATTGTGGAAAATACAGCATAAATGAAAATTCA 

TAAAAATATAAGCTATGAGCTAATTTCCAAATATACAAAGAGCCCCTGCATTAAGTAAAA 

AAAAAAAAAAAAAAAAAA 

>SEQUENCE:8882:prostate_MPM2000-004P6_Table5 

TAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAA 

TGCGGGGACTGATAGACGGAGCTCCATGAATTCTGTATACCATTGCCTTATTGCCATGCT 

GGAGTAGGGTGGACACTGTGGGAACTTTAGACTGGTCGGTTCATGGAAAATATTGTACAT 

ACTACCGTCTGGGTCAATACTATGTCATACAAATAACATTTTCATGTTTATACTGCAACA 

TAACAGATTGAGGCTTCCAGAAGTTTGTCCACTAGAGGGGTCCACGCGGAACAAGGTCTG 

CTGACCACAGTTACACACGTCGTGACGCCACTGTATCACGGCGAATGTCCGAACACTAGA 

GTTACAGACGACAGGCAACAAGAACATGCAGAGCCGGCCGCCAGCCAGCTCCTACGCCCC 

GTGCCCGCCTTAATTAAAGCGGGGATCGGGGCAAGAGAGGCTGAGTACGGATGGGAAACT 

ATTGTGCACAAGTC 

>SEQUENCE:8883:prostate_MPM2000-004P6_Table5 

AGGGAACATAAGCTGGGTGCCGGGCCCTGCCTACAGAGCCCTTCTTCAAGAGTACTTCTA 

GAATTAATTAAGGCGGGTGGATCACAAGGTCAAGAGATCGAGACCATCCTGGCCAACATG 

GTGAAACCCCAGCTCTGCTAAAAATACAAAAATTAGCCAGGCGTGGTGGTGGGCGCCTGT 

AGTCCCAGCTACTCGGGAGACTGAGGCAGGAGAATCACTTGAACCCAGGAAGCAGAGGTT 

GCAGTGAGCCAAGATCGTGCCGCTGCACTCCAGCCTGGGCGACAGAGCAAGACTCCGTCT 

CAATAAACAAACAAACAAACAAACAGACACCCGACAGTGCTCCTTATCATCAGGAGGAAA 

CTGCTCAATGGCAGGAATCACCCCTGGCAGATAGTCTCTCCCAATGAAGCTCATGTTTCT 

CTCTCATTTGGTCTGAGAGGCTGGAGGAGGATCAGCCCTATGAAGAGTAAACTTC 

>SEQUENCE:8884:prostate_MPM2000-004P6_Table5 

TAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAA 
GGCGGGAGCAGTTTGCGTGTTTGGG I I I I I I AATTGAGATGAAATTCAAATAACCTAAAA 



Table 7 
2910/3129 



ATCAATCACTTGAAAGTGAACAATCAGCGGCATTTAGTACATCCAGAAAGTTGTGTAGGC 

ACCACCTCTGTCACGTTCTGGAACATTCTGTCATCACCCCGTGAAGCAATCATTTCCCCT 

CCCGTCTTCCTCCTCCCCTGGCAACTGCTGATCGACTTTGTGTCTCTGTTGTCTAAAATA 

GGTTTTCCCTGTTCTGGACATTTCATATAAATGGAATCACGCCCGCNTGAAGAAAAAACT 

GGACACCAACAGAGATGGACAAAAAAAAAAAATAAAAATCCCGCCCCCCCCCCGGGGGGG 

GAACCATCGCCCCCCCATGAGGGGTTTTTTAACGCCGCCCCTTCCCGGA 

>SEQUENCE:8885:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGCGGGGCGGTGTGGCTACCTGCTGACCATTGGGCAATTGAATACGTGTGGCCAGGGCC 

TGATCCAGTGATGTGCATACTATGATGCCAAGGCTGAAACCCATGAACTTATCGCACGTG 

GGATGACTCCGAATGGGCACTAACGTACTCAAAAGATAACATGGTCTCACGAACACCTCT 

GTCATGTAGTACTAGCATGTCTCCCTACGCTAGATTTGGGATGAAATACTTAATGATCTT 

TCCATTGGAAATAACTGGAAGTGAAGAGGTTTTGTTGCTTGTACAGTGTCAGATGAGGAA 

CACCACTATCTTAATTTTGTGATACACTGCATTTGCTGGTGCTATTTTTATACAGTGAAG 

CAACAGCTTTGCAGCAAAATAATAAAATACTTCTTCGTTAAAAAAAAAAAAAAAAAAA 

>SEQUENCE:8886:prostate_MPM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAG 

GCGG G G G GTGTAAC AGTAT ATATAG G AAG ATTATC AAAA A ACTCTTTG G CTTT AG AAGG A 

AAACCACTAGTCTAATAATTGTCTCTAAATGTGCAGGTGACAATCAGGCTGCCATATCTA 

AAATGTTACTGTCTGACATCAACCAAAAGATGCCAGGAAACCGTTGATAGTTAAACTCAA 

ACTG C A AG AAAATATTAATG CTATTCCCAAAAC AC AGC AC AG CTC ATCACAAACC AG G GT 

CACACGAAAGCCACAGTCAGCTACTGGTGTTATTCAGTCTCTTTATGCCAATTAAAATAA 

ATTGCCTAGGTTTGTTGTAATAGTTAAGTTCTGGGTTTAAAAAAAAAAAACCAGGAAGTT 

GTCACATTAAGGCGTAAAATAGGACTGCAAAAATCAGCTTTGTGCGCAAATGAAAGAAAA 

AGATGCCTTAATATGTTAAAGTGCAGTTCC I I I I I GCCTA 

>SEQUENCE:8887:prostate_MPM2000-004P6_Table5 

ACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 

TTAATT AAG G CG GGG G GTGTG ATTCCGTCCTG CG CGGTTGTTCTCTG GAG C AG CGTTCTT 

TTATCTCCGTCCGCCTTCTCTCCTACCTAAGTGCGTGCCGCCACCCGATGGAAGATTCGA 

TGGACATGGACATGAGCCCCCTGAGGCCCCAGAACTATCTTTTCGGTTGTGAACTAAAGG 

CCGACAAAGATTATTACTTTAAGGTGGATAATGATGAAAATGAGCACCAGTTATTCTTTA 

AGAACGGTCAGTTTAGGGGCTGGTGCAAAGGATGAGTTTGCACATTGGTGAATCAGAGGC 

AATGAATTACGAAAGCAGTCCAATTAAAGTAACACTGGCAACTTTGAAAAAATGGTTGTA 

CAGCCAACGGTTTCCCTTGGGGGCTTTGAAAATAACACCCACCAGTGGTCTTAAAGTTGA 

>S EQ U E NCE:8888:prostate_M PM2000-004 P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGG CG G G GG AAGCG AGGCTTGTTAAAG CTCATCG AACCG CTCTTACCG G G AGTTC AG ATT 

GTACCCCTTGTGAGATGATTATTATGCTAGTGGCAACGCCTTAGCAGTTCGCGTCCTCTA 

AGCAGAATATGCTTGAAGTTGTCCAGCCCGTGCGCAATTATGAGAATGACTGCACCAGTG 

AAACTGGGAACGGCCTGCGAAGCTATGCTTCTACATTGACCGACTTAAACAAGGAAAATG 

CTTCGAACATTGAAAAAATCCTTGTGCTAATTTCGATTGGGCCAACTTCTAGAGGCACCA 

ATGCCTTCTTAGTGTGGAATCA I I i I I CTGCCCTTTAGTCG I I I I I GTTTTGTAGAAAGT 

ATCTCTCAAAATATATTATAGCTAGAATTGTAGAACTATGTTATAGTCCA 

>SEQUENCE:8889:prostate_MPM2000-004P6_Table5 

TTGGTACG CG AG CTCG G ATACAC ACGTAGTAACGGCCGCGCATCGTG CG G CAATTCTG G A 

CAGATCTTGTAGATATGACATTACAGTGGGCAGACGATCAAACATGCATGACTAAGGCCC 

AATAAAACTTCTGGAGAGTTGAGCAGGGGGCCTCTGCACCCACCTTACCAAGTCTTGAAC 

TGAACACCCATCAACACACGCATGTGAGGAAACTACCTGAGGCCAGGGAAATAATTACCT 

G AA AG G ACG G CAG AG A ACAATATTC AG ACCTTACAC AG G A AC AG G AATA ATTTCTGTT AC 

CAGCAACCATAATAGGAAACCTCGTTATTTCAAGGAAATTGGGTAGAGTACTCAGAAACA 

TTTACCTCTGTGGTAAAGAAAAATAACCCCAGACTTAACGCTGTGCCGGTCCCGCCTAAA 

AATGCTTAAAAGCAAGACCCAAAAGGATCAAACTGTTTCCAAGTAACCAGTGTTCCAGAA 

CAAAGTTCAAGA 

>S EQ U E N CE :8890: prostate_M PM2000-004P6_Table5 

ACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 
TTAATT AAGGCGGGATCGGGGGTATGCTGTTCGAATTCATAAGAACAGGGAGGTTAGAAA 
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GAATTACTACAATGCAGCTAGAACGTGAAAAGGCTCTTGAACATAAGAATCGAATGTCAC 

G AATGCTTG AAG ACAG AG ATTTATTCGTAATG CG ACTCAAAG CTG CACGG C AGTCTGTTT 

ATGAGGAAAAACTTAAACAGTTTGAAGAGCGATTAGCAGAAGAAAGGCATAATCGATTGG 

AAGAACGGAAAAGGCAGCGTAAAGAAGAACGCAGGATAACATACTATGGAGAAAAAAAAA 

AAAAAAAAAAAAAAAAAGGAGGGGGCCCCCCCCCGGGGGGGGCCCCAAATCCCCCTTTGG 

GGGGGGGGATTAACCCCCC 

>SEQUENCE:8891:prostate_MPM2000-004P6_Table5 

AAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGG 

CGGGGGGAGAGGGGAAAGGGGCCAATTTCATCATGCTCAGATGGGCAATTCGTGGTTAGC 

AGTGGTGGAGATAGGCTCACTTTGAACTCCTATTAGCTATTTGACATCTGATAACTTGAC 

TCAACCGCTATGACCAAAAGCACCCCTCCCCCAAAGGAGTTGCTTTTCATTGACAGTGCC 

CCAAACCTGGAAGGAAGGGCCCCTGAGTGCCCCCAGAGGTCACCCTC 

>S EQ U E NCE:8892:prostate_M PM2000-004 P6_Table5 

TAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAA 

GGCGGGCGCCTGTAGTCTCAGCTACTCAGGAGGCTGAGGCAGGAGAATGGCGTGAACCTG 

AAAGGTGGAGCTTGCAGTGAGCCGAGATCACACCACTGCACTCCAGCCTAGGCGACAGAG 

CAAGACTCCATCTCAAAAAAAAAAAAAAAAAAAAATTTTGGTTCCCCCGCCAAAATAAGG 

AATTGGCGGGGCCCTTGACCCCC I I I I I I I I GGAAAATTTCCCCCTTTGGGAAGGGGTTC 

TTTTCCCCAAGGCCGGGTTTTCCCTTGGTTTTGGGAAAGAAAAAACCGGGTTTTGATTTT 

AACGGCCTATTGGCAAAAGGGACTTGCCTTTTTTAAAAAAAAAATTTGGACTGGGGACTT 

TTGGATTAAGGCCAAAAAGAATAAAAAATTTTGGGGACTTGTGGGAAGGGCTAAATTGTT 

TTAAAATGGGGAAACCTTAAATTTGGGAAGGGCCCCCCGCTAAAAAAATAGGGTGGGGTG 

GGGCCCCCCCCAAACCI MINI IAAT 

>SEQUENCE:8893:prostate_MPM2000-004P6_Table5 

TGATTACGCCTAGCGCGCAACGTAACTCCTCACTAAAGGGAACAAAAGCTGGGTACCGGG 

CCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGCAGATCACGAGGTCAAGAGAT 

CAAAACCATCCTGGCCAAAATGGTGAACCCTGTCTCTACTAAAAATACAAAAATTAGCTG 

GGCATAGTGGCACGCGCCTGCAGTCCCAGCTACTCAGGAGGCTGAGGCAGGAGAATCGCT 

TGAACCCAGGAGGCAGAGGTTGCTGTGAGCCAAGATTGCGCCACTGCACTCCAGCCTGGG 

CAACAGAGTGAGACTCCATCTCAAAAAAAAAAAACCCCAAAAAACCCGGGGCCCCTGGCC 

GGGCCCATTGCTCACCCCTGTAATGCCACCACTTTGGGAGGCCAAAATGGGCAAATCATG 

AGGTCAAAAAATCGAAACCATCCTGACCAACATGGTGAAACCCCATCTTTACTAAAGGTN 

ANNAAAAAAAAAAAAAAAAAAAAAANNGGGGGCCCCCCCCCGGGGGGGACCCCAATCCCC 

CC 

>SEQUENCE:8894:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AAG AG G CCG A ATTTTTG CTGCTTAAGTC ATCTAAAAG CTG ATACTTG AGCTGTGTG CCC A 

GAGATCATGCATTTAGATTGATATTATTGCCATAAAATACATGGTTATAATAAAACATAA 

GAACTACCATTTCAGAAAAAAAAGATAAATTTAAACCATGAAAAGTAAGAAGCAGAAGAA 

AAAAGACAAGCTAGGAAACAAAAAGCTCCGGGCAAAATGTACAAACTTACAAGAAAATTG 

GAAGAAAAAAAAAAACCCCCCCCAAGGGGAGTGGGGGCCCCCCCGGGGGGGGGCCCCCA 

T 

TCCCCCTTTTG G G GGG G GTTTTCCCCCCCCCCCTTG G G CCG I I I I I 
>SEQUENCE:8895:prostate_MPM2000-004P6_Table5 

CCTCACTTAAGGGAACATATGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATT 

AAT ATAAG G CGG G G GGTCAG GTAAG CTTTTTTTTTTATTTTTTC AGCTGTTTG CTTTTG C 

TTGTTATATCAATCAGAAATCCTGCACTGAAAGGTACTATATTTGCTAGACTCTAGACAA 

GATATTGTACATAAAAGAATTTTTTTGCCTTTAAATAGATACAAATGTCTATCAACTTTA 

ATCAAGCTGTAACTTATATTGAAGACAATTAGATTCATAATAAAAAATTATGA 

>S EQ U ENCE:8896:prostate_M PM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGCGGGTGATGGTGGCTATGATGGTGGGGATGATGAGGCTATTG I I I I I I GTGAATTCT 

TCGATAATGTGCATTCCTGTAGTTCATTAACAAGGTACATGCAATAGTCTAAAGAACCAG 

AGTCACTACTATAGTGGCTTAACATTTAATCTGTCTCCAATATTTTAACCAAGTGACACC 

GAGGTTTTTATCGAAGCATTTCACTTAAATGAACAAATCATGGCTGTTATATTAACTTGA 

AATAAAATATATTTTAACCTCTCTTAAAAAAAAACATACCAAAACTCGGGGGCCCCCCCC 
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GGGGGGAAACACAAACTCCCCATAGTAGGGGCCTAATAACCCCCCCCCTTGGG 
>S EQU ENCE:8897: prostate_M PM2000-004P6_Table5 

CT AAAGGG AACAAAAG CTGGGTACCG G G CCCCCCCTCG AG AGTACTTCTAG AATTAATTA 

AGGTGGGAG C AAGGTAG AT AAGTG AAG G ATTTTG ATTGTCATGTG AAG GTCAGTCTTGTT 

CTTTTCCCATACAGATTGTGGGACAGAGGAAGGAGTAGTGCATTAAAAGTTTTAAGCAGA 

GAAAGGGAACAATGAAAATTGGTATCACTGAAGCAGATTGTTATGGTAGTATGTGAGAGA 

TTGGTGCCTGTGCCTGTAGCAGGGAGACCTGTAGACCTTTTTGCTGGAATGAGCTTGAGC 

TTGAAATAAAAAGGATCTGAATTAGTCAATCGTCACAGGAACAGAAAGAAAAAAGATGCC 

TTAAGATAAAGGCTTATTGTTGAGAGAGCAAGGAATAAAGTATAAATTGCAGGACAGCCA 

GCCAGAGTGCTGGAAGAATTGCAGGTTCTTGTAGTAAATTGGGCATCTA 

>SEQUENCE:8898:prostate_MPM2000-004P6_Table5 

AAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGGAATGA 

TGGTTGCATATGCTAGTTGCTGGAGACAATGGTGACAGACAGAAATAGATTTAAGATTAA 

TTTAAGGCATGGTGATAGACTTTATGTGAGGGATAAGAAAAAGCGAAGTGTTAATCCTAA 

GGTTCCTTGAATGAAAAATGGAATGGGAGGCTGGGCATGGTGGCTTACGCCTGTAATCCC 

AGCACATTGGGAGGCCGAGGCAGGCAGATCACTTGAGGTCAGGAGTTCAAGACCAGCCTG 

GCCAGCATGGTGAAACCCCATCTTCACTAAAAATACAAAAATCAGCCAGGTATGGTGGCA 

CACACCTGTAGTCCCAGCTACTCGGGAAGCTG 

>SEQUENCE:8899:prostate_MPM2000-004P6_Table5 

AG CG CG CAATTAACCCTC ACT AAAG G G AAC AAAAGCTG G GTACCGG G CCCCCCCTCG AG A 

GTACTTCTAGAATTAATTAAGGCGGGGTTTCACCATGTTGGCCAGTTGGTCTCAAACTCC 

TGAGCTCAAGTGATCCACCCACCTGCAGCTTCCAAAGTGCTGGAATTACAGGCATGAGCC 

ACCTGGTCGGCCTAGAGGAGGAGTTCTTAACCCTTTTTTTGCACCATGGATCCTTCTAGC 

AGTCTGGTGAAGCTTATGGAGCCCTTCTCAGAATCCGTTAAAAATGGATTAAATAAAATA 

CATAGGATTATGAAGCAAACCAATTATATAATATAAAATTACAAAATATTTTTAAATGTA 

AGATAGTAATGTTCATGCTCCCCAATTTGTGTGTGTGTA I I I I I I I CTTTTTTATCAAGA 

CAGAGTC 

>SEQUENCE:8900:prostate_MPM2000-004P6_Table5 

AATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTC 

TAGAATTAATTAAGGCGGGGATGCTTGCATGTGTAATCTTACTAAGAGCTAATAGAAAGG 

CTAGGACCAAACCTATTCCACCTTACTACCAGACAACCTTAGCCAAACCATTTACCCAAA 

TAAAGTATAGG CG AT AG AAATTG AAACCTG GCGCAATAG ATATAGTACCG CAG GGG AAAA 

AAAAAAAAAAAAAAAAAAAAAAAAAAGCGGCCGCCACCGCGGTGGAGCTCCAATTCGCCC 

TATAGTGAGTCGTATTACGCGCGCTCACTGGCCGTCGTTTTACAACGTCGTGACTGGGAA 

AACCCTGGCGTTACCCAACTTAATCGCCTTGCAGCACATCCCCCTTTCGCCAGCTGGCGT 

AATAACGAAAAGGCCCGCACCGATCGCCCTTTCCAACAGTTGCGCAACCTGAATGGCGAA 

TGGAAATTGTAAGCGTTAATATTTTGTTAAAAATTCGCGTTAAATTTTTGTTAAATCAGC 

TCATTTTTTAACCAATAG G CCG AAATCGGGCAAAA 

>S EQ U ENCE:8901 : prostate_M PM2000-004P6_Table5 

ACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 

TTAATTAAGGCGGGGGTGGACAGGGAGGCACCTTGAGAATATTTGTTTTACTGGCCAACT 

CTATCAAAACAGAAAGAAAAGGAGACTAAACCGTTCTGACCCTTCAAAGGAGAAACCCCA 

GTCTCTACTAAAAAATACAAAAAAATTAGCCGGGCGTAATGGCGGGCGCCCGCAGGCCCA 

CCTACTTGGGAGGCTAATGCAGGAGAATGGCGTGCACCCAGGAGGCGGAGCTTG 

>SEQUENCE:8902:prostate_MPM2000-004P6_Table5 

AAGGCGGGGCTGAGGTGGGATTATCACTTGAGCCTGATAGGTTGAGGCTACAGTGAGCCG 

GCCCGGGTGACAGATCGAGACCCTGTCTCAAAAAAAAAGGCATTTGAAAATAATTTAGTA 

AAAATCATACTTAATACTTGAAAATAGTAGTTCTCAACC I I I I I I CCTCAGGACCCCTTA 

ACATCTTAAAAATTGAGGACTCCAAAGAACTTGTTTATTTGACATATCTACTGAGATTTA 

ATAAAAAAGTAGTTATTTAATAATTCATTTTAGAATAACCCCATGTTAATATAAGTAATT 

TAATTTTGTACAAAGTATTTGTATATT 

>SEQUENCE:8903:prostate_MPM2000-004P6_Table5 

ACCCTACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAAT 
TAATTAAGGCGGGGTCGGTGCCATCTGCAGGCTACGGGAAAATGTTACATGCCTCACTCC 
GAGCTTTTGGAGACTGCTGGCACTCTTGGACTTTCCTTGGCTTGTAGACGCTTCACTCCA 
ATCTCTGCCCCTGTCACCACATGGTGGTCCCCTCTGTGTCCTCTCCTCTTCTTACAGACA 
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CCTGTCTTTTCTTTTCTTTACTTTTC I I I I I I I I I I I I I I I GGGAGCTTGAGCTTGAAAT 
AAAAAGGATGTGAATTACTCAATCGTCGCAGGAACAGATAGAAAAAAGATGCCTTA 
>S EQU ENCE:8904: prostate_M PM2000-004P6_Table5 

AATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTC 

TAGAATTAATTAAGGCGGGCGTCTGTAATCCCAACTACTTGGGAGACTGAGGCAGGAGAA 

TCACTTGAACCCAGGGGGCGGAGGTTGCAGTGAACTAAGACCACGCCACTTCACTCCAGC 

CTGGGCGAAAGTATGAAACTCCGTCTCAAAAAATAAAAATAAAAACAAAAACAGTAAGCC 

ACTGCTCACTTTGGCAGCACATGTACCAAAATTAGAATGATACAGACAAGGTCAACATGG 

GTCTTG AGG AATT AAAAAAC ATTG AAAA AC AAAG C AACG AT AAG CC A ACA AACATATTTA 

AAGTGA I I I I I I I I GTTTTGTTTTGTTTTTAGCAGTTGAAGAGATGGATTTATTAGAGGG 

AGAGCAAAAGGGGATGGTCCAACAGTGAGCACAGAAGCTAAACTCCCCTGCCTGCCAAGC 

AAGGCACCTAGGTATGAAAAT 

>SEQUENCE:8905:prostate_MPM2000-004P6_Table5 

AGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTTCCGGGCCCCCCCTCGAGA 

GTACTTCTAGAATTAATTAAGGCGGGTGGAGTCAGTGTTTCCAAACTTGACCATAGATCA 

GAATCACCTGTAGGGCTTCACAAAATACAGATTGCTGAGTTCTGCCTCCAGAGTTTCTGA 

TTTAGTAGGTCTGGAGTAGGGCCTGAGAATTTGAGTATCTGAGTTCCCAGATAATGATGA 

TGCTCTGGATCTGGGACCACACTGTGGGATTCATTGGTTTAAGAACCTAAACTGAAGTCT 

CAT AGCG G GT AAG CTG AAG ACCTTGCCTT AAACAG G C ATTT ATCTACATATC CT ATG CTT 

AG CTATT ATACTAC ACTATTCTACTTCTG CATTGTAG G GTTAAAGTCTTG G GCTTTTGTT 

CCCGTGACTACAATGTTTTCCTGCTCATTACTGAAGAAAACATACAAAGAATACTGATGC 

GAAGGGTCCTCAAGAAGTAGAAGAAATAAATTATTTTGAC 

>SEQUENCE:8906:prostate_MPM2000-004P6_Table5 

ACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 
TTAATTAAGGCGGGAGGGTGGGCTCTATATTTTCATTCCAAATAAAATTCTCTTTCTAAA 
AA AAAAA AAAAAAA AAAAAAAAAAAAAAAAAAAAAAAG AAAAAAAAAAAAAAAA AAAAN A 
AAAAAGGGGGCCCCCCCCCGGGGGGGGCCCCAATTCCCCCTATTGGGGGGGCGTATTAC 
C 

CCCCCTCACTGGCCGGCGTTTTACAACCTCGGGACCGGGAAAACCCCGGGGTTACCCAAC 

TTAATCGGCTTGGAGCACATCCCCCTTTCGCCAGGT 

>SEQUENCE:8907:prostate_MPM2000-004P6_Table5 

CCGGGCCCTTTCCTCGAGAGTATTTCTAGAATTTTTAACGCGGGAGAATGGCGTGAACCC 

G GTTGTTCTTATG G G ACC ACTGTC ATAT ATGTG GTCCGTTGCTG ACTG AAATGTG GC ATA 

GGACTGTATCTGATCAGGGTTAATATCCAAAATATATAAGAAACCCCTACAATTCAACAG 

TAAAAAATCAACTAACTTGATTAAAAACTGGGCCAGGGACTGGAAGAGACATTTCTCAAA 

AGAGGGCTTCCAAATGGCTGACAGGTATATAAAAAAATGCTCATCATCACTAATCATCAG 

AGAAATACAAACCAAAACCACAAGGTGTCACGTCACACCTGTTAGGATGGTCATTATCAA 

AAA AC AAAA AATAAC AAATGTG GG CAA AG AA AG AA ATTG G AACCCCTGTG C ATTGCTG GT 

GGAAATGTAAAATGGTGCAATCACTATGGAAAACAGTATGAAAGCTCCTTAAAAAAAAAA 

A 

>SEQUENCE:8908:prostate_MPM2000-004P6_Tab!e5 

AGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGC 

GGGTCCTATGAGTCTTAGGCAGGCCTAGGCACGTGTTCTCTCI I I I I GTTGTTTGATTCT 

CAATTTACGACAAATGAAGAACGAGGCCTTTACCTGGTCTGGATCGACTTGTTATGGAGC 

CCATGTGAAATGAAAATGATTCATAAACAAAACTGATTCCATCCCCAGCAACAGCAGAGA 

TG ACC ATG AAC A ATT AG CC ACCTG AG AATCCTC AAC AATTCTTG G G G AATTC ATT AATTA 

CATTTTATTAAAGGGCAGGGATATCCAAGGTGACATATGGGTTACAAAGGCAAAGTATAA 

TTTCTTTATGGGTTTTGTTAATGTGAAATATAAATTAATAAGCTTTTTGATTTTACTAAT 

ACAAACATACCCATCAATTGGTCTTCTTCAATTCAGAAATAACTAGAGTTTG 

>SEQUENCE:8909:prostate_MPM2000-004P6_Table5 

TAACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAA 

TTAAGGCGGGGGAGTTGGGCTGGCGAGACTGAGGGAAAGCAAAAAAAGAAAGTGGATAAG 

CTGTAAGTCTGCCTTTCTTTATGGTCCAGGACACATAGCCCTCCTGTGCAAATAACTCAC 

AATCTTCCTGTGCAAAGCTATCACCAGACACCTCAGCTAATAGAAAAATGCAAGTTAGCT 

TACTGCAACCTTAGCTTTATCAGTACTGCACAAAGCCCTCTTCAGCACACAGCATGAGCA 

CC AG C AACTCTTTGTCTCCTTG C AGTTAG CTCCTCTCTTG CTG ACCTG CCCTTTG CTTTC 
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TTGCAATGTATTTTCCTACTTTGTCTAATAAATCTGCCTTTCTTTACCCACAACTGTCTT 
GGCAAATTATTTTTACCACTCAGAGCAACACCAGCCCCAGATAGTCACTGCCCACAACAG 
ATCTCTTG AG CCC AG G AGTTTG G G G CAGTAGTGTG CTATG ATC ACGCCTGTAAATAG CCA 
ATTGCCTTCAAGCCTGGGCAATATAACAAG 
>SEQUENCE:8910:prostate_MPM2000-004P6_Table5 

AACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGA 

ATTAATTAAGGCGGGTGGATCACTTGAGGTCAGGAGTTCCAGACCATCCTGGCCAACATG 

GTGAAACCTCATCTGTACTAAAAATGCAAAAGTTACCCAGGCCTCATGGTGCGCGCCTGT 

AATCCCACCTACTGGAGAGGTGGAGGCTGGATATTCACTCGAATCCGGGAGACAGAGGTT 

GCAGTGAGCTGACATTGCACTCCAGCCTGGGCGACAGAGGGAGACTCCGAATTAAAAAAA 

AAAAATTACGAAAGATGTGGGCCCCCCCCCGGGGGGGGCCACAAATTCCCCTATAAGGGA 

GGATTTTAACCCCCCCCACCGGTCCGGTTTATAAAAAATATTTACTATTATGCTTATTAG 

AACAAAAGGTGTTTAAGGATGAACTAAATANTTTAATTGAGCATTTATATGGAT 

>SEQUENCE:891 1 :prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGCGGGATACCATAACCAGACACATGAGTTAA AGAA GACATGGATACCATAACCAAAGA 

CATTACTAGGAAAGAAAACTAATACCAATATCCCTTTTGAATACAGAGGCAAAAAAAAAA 

AGTCCTAGCAATTGAAATCCAGCAGGATTTCAAAAGAATTATC 3ACTGGGATCAATGGGG 

ATTTATCCCAGGAAAGCAAGATTGGTTTAACATCCGAAAATAAGGAAATCCAGTTTATTA 

AGGGGATAATTCACAAAAGATAAATGCATAGTCTTTTCCATAGACACAAAGCATTTGACA 

ACCTCCAGTAGCCTTTCTTGATAAAAGCAGTGAACAGACTAGAGGTAAACGGGACCTTCT 

TAAACCTGAGAAAGGATATCTATGAAGACCCACAGCTAACATCGTACATAATGATGAAAG 

A 

>SEQUENCE:8912:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGCGGGTGGATGAGCTGAGTTTAAGGAGTCTACCAGGAGTTTAAGACCAGCCTGACTAA 

CATGGTGAAACCCTGTCTCTATTAAAAATACAAAAAATTAACTGGGTGCAATGGCGCGCA 

CCTGTAATCCCAGCTACTCATGAGACTGAGGCAGGAGAATCTCTTGAACCCACGAGGTGG 

AGGTTGCGGTGAGCCAAGATTGATCCACTGCACTCCTAGCCTGGGCGACAGATCCAGACT 

TCATTTCAAATCACTACTCTGCCAGAGGTTCCCTAACTTCGTGCCCCCACCTGGGGGAGC 

CTTTGATCTCTAATTTAATGGGATATTCATCGCGGGGGAGGAGCACCATGTTTAAAAAGA 

AGATGTGGCTGTGTTTAAACAAAATTTCCAAGTTTGAATTGAGATAATTTCATTTATATA 

ACAG ATACTTTTC 

>SEQUENCE:8913:prostate_MPM2000-004P6_Table5 

TAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAA 

GGCGGGATGGTGGTGAGGGTTTAAACAAATTATCTACTGAGTACAGTCACCGTTCGGGTG 

GTGGGTGCACTAGAAGCCCAAACCTCACTATTATGCAAGATACTCATGCAGCAAACCTGC 

ACACATGCCTCCGAATCTAAAATTTAAAGAAATTTTAAAAAGAATTACCAAAACCCTGGG 

GTTCAAACCACCACCATCTCTCTCAAGGATTTACTGGAGAAGCCTCCTAACTTGCCTCCT 

CCACTCTCCCCCTTATTATGGACTGAACGTTTATGCCCTCCCCCAAATTCATATGTGGAA 

GCCCTGACCCTCAGCGTGATGTTCTATGGAGGTGGGGCCTTGGCCCCATGATGGGGTTAA 

TATCTTTATGAAAAGAGGAAGAAACACCAGAACATTGCTTGTTGCGCGCGCGCATGCGCA 

CTCGC 

>S EQ U ENCE:89 1 4: prostate_M PM2000-004P6_Tabie5 

ACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATT 
AAGGCGGGCAGAAAGCCCATGAGGGAAAGGTGAGGCACCTGGGGAAAAGCA AAAAAAC AA 
AACAAAACAACAACAACAAAAAAAAAAAAAAAAAAAAAAAAAAAGGGGGGCCCG I I I I I I 
I I I I I I I I I I I I I I I I I I I I AAAAAAAAGAGGGGG I I I I I I I I AAGAAGGGGGGGGTTAC 
CCAACCCCCCTAACTTGGGATTACCA CCGGCTTATTC CACCTGTAATGATGATTTACAGG 
GTGCATACCCCCTCCCTCGAAAATATG I I I I I I I I I I I 
>SEQUENCE:891 5:prostate_M P M2000-004 P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA TTAAT TA 
AGCGG G GTTCACATCATTTTCAG AATTGTTGTTATATTATTTTATG AACCTCTGTGTTTT 
GATTATATAGTTGGTAGCTAGCTGCTGCACTAAACTGTGAGAAAGAAAATGACACCTAAC 
ATCCTGAACTAGGTAAGGTTATGTGTTACTACAAGCTGACTTGATGCTCCCAGCTAGAGA 
ACACTGTTCTCCTGGTGAACATAAACAATCTCACAGAGCATAACAACATCAGGTCACGTT 
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GAAGGGATGATAAAGTGAGATAAAACAAGGTCACCATGTACCCCATGAAGTACTCGAACA 
TCCTCCTCTCTCTGCTAAAATGAATTATGGCTGCTTCTTTACCTAGTCTATCCTTCCTGT 
AGATAAGATTTGTTGAGGTTCTCAATTATGAACTTGTCTGTCTTCCTGACAGCATCCAAT 
CATGATCAAAGCCTGAA 

>SEQUENCE:8916:prostate_MPM2000-004P6_Table5 

G G AAC AA AAG CTG G GT ACCG G G CCCCCCCTCG AG AGTACTTCTAG AATT AATTAAGGCG G 

GGTTTCACCATCTGGGCCAGGCCGGTCTCGAACTCCTGACTTCATGATCCACCCATCTCG 

GCCTCCCAAAGTGCTGGGATTACAGGTGTGAGCCACTGCACCTGGCCAAAAATATTTTTT 

AAAAGATAGTTTATCTGCGTATTACTTCAATAACTAAAATTTAAAAGTAAAAACAAAACT 

AATAGTCTCAATTCTCCTTCTACAGATGTGAGAATCAGGACTCAGTGAGCCTAAAATATT 

TAGTTTATTTCATAATTTTGATAAACGTACCACATTTCACATTTATGTAAATATTATATA 

AAATGTAAGCCTTGCAATTTTCCTCTAAATTTTGAAGTACTCAAAAATAAAATGTTTATT 

TAAAAACTTCAAACACATAGCCTAGTTTC I I I I I CTTTGTGTAAAATGTTTT 

>SEQUENCE:8917:prostate_MPM2000-004P6_Table5 

TACATGATTACGCCTAGCGCGCAATGTAACCCTCACTAAAGGGAACAAAAGCTGGGTACC 

GGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGTGAGTAAGAGGAATTTGA 

AACTCGAACGTTTATAGCAAAGGAGGAAAGCACAAAAGGACTCAGAGAGAGATGAGCTGT 

ATG CCC AGTG GGG AAAAG G G CTTG CCC AG AGCCGG C AAC AG CAG CCTA A AAG AAAAAA A A 

ATATAAAAACCAAGGCGCCCCCCCCCGCGGGGAGACCCCAATGCCCCCATAGGAGTGCAT 

TTTGGCCCCCCATCATGACCTCATTTTAAAAAAAAAAAAGGTGGCATGCGGGGGTTCACC 

CCTGTAATCCCAGCACTTTGGGAGGCCGAGGCGGGTGGACCACAAGGTCAGGAAATCGAA 

ACCACCCTGGCTAATACAGTGAAACCCCGTCTTTACTTAAAATTCAAAAAATTAA 

>SEQUENCE:8918:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGG CG G GTGTT AATAAGC AGT AAG AA ATC ATCTG AAG G C ATAAAACTC ACTG GTAAC AGT 

GAGTACACAGAAAAATACAGAATATTATAACATAATTATAACGTAATTGTGGTATGTAAA 

CTACTCATATCTTGAAAAGGGAGACTAAAATATGAACCTATCAAAAATAACAACTACAAC 

AACTTTTTAAGACATAGAAAGTATAATAAGATATAAATAGAAACAACAAAAAGTTGACTG 

GGCATGGTGGTTCACGCCTGTAATCCTAGCACTTTGGGAGGCCAAGGTGCTGGGATTACA 

GGTGTGAGCCACAGTGCCCTGCCAAAACAATCTTTCAAACGTGAAGGAGAAATAAAGACT 

TTGCCAAACAAAAGCAGAGAGATTTCGTCAACACCACATCTGTCCTGCAAAACATGCTAA 

GGTGAGTTCTTCAATCTAAAGCGGGTGTTAATAAGCAGTAAGAAATCATCTGAAGGCATA 

AAACTCACTGGTAACAGTGAGTACACAGAAAAATACTGAATATTATAACATAATTATAAC 

GTAATTGTGGTATGTAAACTAC 

>SEQUENCE:8919:prostate_MPM2000-004P6_Table5 

TCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAA 

TTAAGGCGGGAGGAATGAGAAGGTGGGAGGCTTAATGGGTGATGCGGTGAGAGGGAAGGA 

CAGATTTTTCTGGTTCTCAAATGTCTCTGGAAGTTCCTTAGGGTTTGCTCCTGCCTCAGC 

ACTTACCATGTGTAGCCTCTACTCGCTTCTTGGACACTGTGCTTTCCCGTTTGTAACTCA 

AGTTTGATCCCGCGGTTGGTGAAGACCGCCCCTCTATGGGTGTCCCTAGTAGGGTGGGGA 

CATGTTCCCTACTCAACCCATACTGTCTGTGCCTGGAGATCCCTAAGTGGGGCCTAGCGT 

GGGTTGAATCTAAATAGTTAACAGGGTTGCTCATTTGCAGGGGCAGCATCTTTCCAGTGA 

GTGA 

>SEQUENCE:8920:prostate_MPM2000-004P6_Table5 

AAAGGGACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGG 
CGGGTGAAGAAGAAAAGGAGAGAGGAAGAAGAACGAAGAAGGAGGAAGAACTAAGAATAA 
GAAGGAGAAGGAAGAAGGATGAAAGAAAAAGAACGAAGGAGGAGGAGAGGAAGGAGAAG 
G 

AAGAAGAAAAAGAAGGAGAAGGAAGAAGGAGAAGAATAAGAAGAAGAAAGGAGGAGAAGG 
AAGAAGAAGAAAGAGGAAAGAAGAAGAAGAAAAAGTAGAAGGTGCGAATAAAGAGGCAGA 
TGA 

>S EQ U EN CE:892 1 :prostate_M PM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 
AGGCGGGAAATGTGTGATCAGAGGCTTTCCCAGGCACACACTGCTCTACAGCCCTACCAC 
ACAGGCTTAACCGAGAATTTGACCCCGGAAGGTGACGGATGAACATGTGTCCTGGTATTC 
TGATCTACAGAAATCCTGCCCTCTCTTAATGATCCATCCAGAGCTCTAGGATCGTTTCTA 
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GATTTATTTACTACACACAGACTGGAAGTTTTTGACAGAAGCTTTGAACTGGGAACCCTA 

CCCTGTTCCACCAGCTTCTCTAGAAGTACAATGTTCTAATTACTCCTGAGAGACTCCATC 

TGAGGGTAACTCTCTGAGCCANCNNGANNAAAAAAAAAAAAAAAAAAAAAAAAGGGGGCC 

CCCCCCCGGGGGGGGCCCCATTTCCCCCT 

>SEQUENCE:8922:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGCGGGGTAAGATTTGCCGACTTCCTTACACTTAACTTAACCTTTCCTTATGAGCATGC 

CTG GGTAG G GTTG AC AGTG AGG GTAATAATG ACTTG ATGGTAG ATTGT AG AT ATAG G G CT 

GTTAATTGTCAG CTC ACTGTTTTAATCTG ACG C AG G C ATG CTC AC ATTTG CCACTGTAA A 

AAAATTGGAAAGGGGAACTCCCGATTGGGGAAACCTGGTTTCCCCCTAGGGAAGCTTATT 

TCACACCCCCTCTGATATTTCATATACTTTCTTTTCGACTTTATACTCTGAGTTATTACT 

TACTGTAAGTGGTGTATATGAAACCTCCATGCATTTTCCAGTATGGATCTGCTAATATGC 

ACAGGAAATCCATGTCTTTGTTTGTTTTTCTATTAAAAAGCAATCAAGAAAGATAATGTG 

AAAAAG A AAG G AATTTAN AG GT AGG G AAAAAATG AATGTC AAACATTTG 

>SEQUENCE:8923:prostate_MPM2000-004P6_Table5 

AGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGC 

GGGAAAGAATCAAACGAGGAATCTTCATAATATTGAGAAAACAAACTAGCATGAGTAAAT 

TATTACTTATCAGTAGTAACCTTGAATGTAAGTGGATTAAATTCCCCAATTAAAAAATAT 

AG AG C AG CTG G ATGG ATTG AA AAA A AA A AAG ACCC A ACTGTATGTTG CCTACAAG AG AC A 

CACCTCATCATTAAATATAAACATAGACTGAAAGTGAAGGAATGGACAAAGATATCCCAT 

GCAAATTCAAACCAAAAATGAGCAGAAGCAGCCATACTTGTACTAGATACAATAGACTTT 

AAGTCAAAAACTGTAAAAAGAGACAAAGTCATTATGTAATAATAAAATAATCAATTCACC 

CCNNAAAAAAAAAAAAAAAAAAAAAAAAAGGGGCCCCCCCCGGGGGGGGCCCCAAATCCC 

CCTAAAGGGGGGGTTATACCCCCCCCCCCC 

>SEQUENCE:8924:prostate_MPM2000-004P6_Table5 

ACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 

TTAATTAAGGGGGGCTTGTACACCCACTTCCTCACGAGGCTAACGCTGGCCATTCGCTTG 

AACCTGTGAGGCCGAGGCTGTATGGATCATGCATTGTGCCTATGCCCTGGCATCTAGGCT 

ACTCTATGAAACTCTGTCTCAGAACAACTATAAAAGTGATAAAATCAGACGCTCACACGA 

C AAATACACCA AG G AG AACG AATG G AATAA ATA ATG AACTCCCCG ACCTGG ACG ATAG CT 

TTATGCCTGTTGCTGCACCCCTAGGTCATCCAAGAGAGCTGCAGAAGTACTCCAGTGATT 

CTGAGAGCCCCAGAGGAACTGGCAGTGGTGCGTTGCCAAGTGGTCAGAAGCTGGAGGAGT 

TGAAGGCAGAGGAGCCTGATAACTTCAGCAGCAAAGTATTGCAAAGGGGCCGAGAGTTCT 

TTGACAGCAACGGGAACTTCCTG 

>SEQUENCE:8925:prostate_MPM2000-004P6_Table5 

AAG G G AAC AAAAG CTG G GT ACCG GGCCCCCCCTCG AG AGT ACTTCT AG AATT AATT AAG G 

CGGGGAAGACAAACCAAAAAGGAAATAATAAATCGCGGACGAAATGGATGAAAGAGAATT 

GTTAAAGACAATTGGAATCTATAAAAAGAATCAGATGGAAGTTCTAAAATGTCACAATAC 

AATACTGGATTTAACAGAAGACACGATTGATAAACTTGAAJiAAAGTTCAATAGAACATAT 

CCAAAGTAAAGCACAGAGGGAACAAAGAAAGGAAAACAGTTGAACAGAATATGAGAAATG 

AGTTTTATAAAGTCCCTAGAGGAGGAAAGAGAATAATAGAAAAGCACTATTTGAGGAAAT 

CATGGCAGACAATTTCCCAAATTTGATGAAAAACAAATCCACTGATTCAAGAAGCTTAAT 

C AAATCTTAG C AG G AT AAATTC AAAG AAA ACT AT AG CTG A AA A ACATC A 

>SEQUENCE:8926:prostate_MPM2000-004P6_Table5 

TAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAA 

GGCGGGGAGGGAAGACATCAATTATGAATGTGCCTAATAACAGAGCCTCAAAATACTGGA 

AGCAAAAGCAACAGAATTAAAGGGAGAAATAGACAATCTCACAACCATAGTAGGAGATTT 

TAACCTCTCTCTCTCCAATTCTTAGAACAACAGACCAAAAACATCAATAGACAACCGACA 

ATCATAGTCGGAGATTTTAACCTCTCTCTTTCCAATTCTTAGAACAATAGACCAAAAACA 

TCAATAGACAACCCACAATCATAGTTGGAGATTTTAACCTCTCTCTCTCTC CAAT TCTTA 

GAGCAATAGACCAAAAACATCAGTAGATAACCCACAATCACAGTCGGAGATTTTAACCTC 

TGTCTCTCCAATTCTTAGAACAATAGACCAAAAACATCAATAGACAACCCACAATCATAG 

TAG G AG ATTTTAACC 

>SEQUENCE:8927:prostate_MPM2000-004P6_Table5 

GCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTA 
CTTCTAGAATTAATTAAGGCGGGTAGCCCTGCCGCACTTTGTCACGGGAGCCCAGGGTAC 
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CCGCCTCCTTTTCGTAACACTGTTCCCCCCGGTCAGCCCATCTAGCCCTGTCCTCCATTC 

CTCACGCCATCTCCATCCCCATCTTGAGTCCTGGAACGGCCCTGGGTGCCTGCCCCTCAC 

TGTGCAACTCTGGGAGCAGCCCGGCAGGTTGGGGCGTCTTCCAGAACCTCTCCCTTCTGG 

AGCCACTCTGCACTGCGGGCTAAACATGTTTCCAGTGTGATTCCTTCCAGTGAGCCAAAC 

CCGGTGGCTGCTTCATGAGCCTGACTGCCTCTCGCCTGCTCTTAACAAGAAAGGACCCCT 

GGAGCAAGCTGGCCCGGGGTGGTGAAGTATCTGGAGCCCGATCACAGTCCCGCGGTTTGT 

CAAGGGGCCCACCTTCTAGATGACCCCTTAATAAAGTGATGGC 

>SEQUENCE:8928:prostate_MPM2000-004P6_Table5 

ACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATT 

AAGGCGGGAATAGGAACAAAGAACAGGGGCCACACACAGAAACCTGTAATAAATATGATA 

GATACTAGTCCAGACTATATCAATAATCACTGTGGTTAAATATACCAATTAAAAGACAGA 

GATTAGTAGAGTGAATTAAAAAGCAAGACCCAACTATATGTTATCAACTAGAAACCCACT 

TTAAGTTTAAAGACACAAAGATTAAAAGTAAAGGAATGGAGAAAGATATATCATGCTAAC 

ATTAACCAAAATAAACTGAGGGTAGCTATATTAATAGTAGACTTCAGAGCACTGTACGTT 

ATGAG G G AT AAATAG G ACGT AATG ACAAAGG GTAAGTAATCC AAG AAG ATAC AACAATTC 

TTAATATCTATATGCCTAACAACAAAGCATCAGAATATGTGAGGCAAAAACTGATAGAAC 

TACAATGAGAAATATATGAATGTACTATTATAA 

>SEQUENCE:8929:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGCGGGTAGGCCTAGGATTGTGGGGGCAATGAATGAAGCGAACAGATTTTCGTTCATTT 

TGGTTCTCAGGGTTTGTTATAATTTTTTATTTTTATGGGCTTTGTGGAATTCTTTGTGTA 

GTAATGTTTTAAAAAAAGATGTTTACTGATAGTTACATGTAGGATTAGAATATGTAATAT 

AATATAAGGCTCATGTTCCAGACCTACGATAGCTTGTAGTCTATGTTACGTATTTCTTTA 

TATCACATTTTTAATCATTGGATTAAAGTATCAAGGAAAGCTTAAAAAAAAAAAAAAAAA 

AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 

>SEQUENCE:8930:prostate_MPM2000-004P6_Table5 

TAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAG 

AATTAATTAAAGCGGGCGGATCACGAGGTCGGGATATTGAGACCATCCTGGCCTACAAGG 

TGCAACCCTGTCTCTACTAAAAATACAAAAATGAGCTGGACGTGGTGGTGCATGCCTGTA 

ATCCCACCTACTCCGGAGGCTGATGCACGAGAATCGCTAGAACCACGGAGTCATAGTTTG 

CAGTGAGCCGAAATAGCACCACTGCACTCCAGCCTGGGCAACAGAGCGAGACTCTGTCTC 

AC ATCC A ATG CTCTTC AAAAAA 

>SEQUENCE:8931:prostate_MPM2000-004P6_Table5 

ATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCT 

AGAATTAATTAAGGCAGGGAATACAGTACAGTATAGTGGTTCTCAAACTTTAGCATATGT 

GAGAATCACCTGGAAATGCTGATAAAACGTACATTCCTGGACCCTACCCTAATCACCTGG 

GGTTACTGATAAAATGTACATTCCTGGGCCCTCCCTTAGCCCTATATCATAACTCA GCTC 

AGAACTCTTAGAGGTTCTGATCTAAGAGCCATGATGTAGGGCTAAGAAAAATGATATTTT 

TGCAATCACATCCCTCTTAGGAGATTCTGATGAAGGTGGGTTGCTGCTACATTTGGAAGC 

ACACTGTTTTATCTGAACAAGCACTTATGAGCCAAGTGTGTGCTTTCCTAAATTTAACAG 

GGTCAAAAAAAAAAAAAAAAAAAAAAAAAAGCGGCCGCCACCGCGGTGGAGCTCCAATTC 

G CCCTATAGTG AGTCGTATTA 

>SEQUENCE:8932:prostate_MPM2000-004P6_Table5 

TAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAA 

GGCTTCTATAGGGTAGTATGCATTATAAAATCTGAAATGATCCAGCCTGGATTTAGATTA 

TGCAAGTTTCTTTGCTTGTATCTTCTCTTTTGGTAAGAAAGAACATACCTAGAAAGTAGA 

CAGCCTCCTTTAGGGAGGAAATAGTATTTGACATGGATATGTCTTGGGAATTGCGTTTCT 

TTTGCTAGGTAATCTAAGAATTTGTGTAGGCTTTTAGTATGGAGTAGTTTTAGGGT GACT 

GCTTTAAAACTTCAAAGCTATAGAAATGACCCTCTAAATTGAGAGAATAAAGTCACTTTT 

AAAGACTGTTAAGCCGTAATTCATGGTAGTATGTAAAAGTAAAATTTTATTTCATTTTAG 

CAT 

>SEQUENCE:8933:prostate_MPM2000-004P6_Table5 

TAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAA 
TGCAGGCGGGTCTAGGCAGCCGTCCTTGCTGAGAATCTGGACAGGGACCACCGGGGCTGA 
TCGTGTGGCACTGCCTACAGACTCATTCTGGCCTGGACCTCCTTTCTGGGGAGCCTGCTG 
CTGTCTGGCAGGCTTCCAGAATGGACCGTAGCCCACTCGCTAGATGAGAGTGGCAAACGC 
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ATCCATAAGCAACGACGAGGAATAAAAAAACCAATCAAGATTGGGCCTGAT 
>SEQUENCE:8934:prostate_MPM2000-004P6_Table5 

CAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGATC 

CCC I I I I I I I I CCCTTCCATGGCCAGTTGTTTTATAGA ATAT CCTACAGTTTGGACTTGT 

TTGATTTCTCATGAATGGATTCAGGTTACATTTAAACATTTTGGTAAGAATAAGACATAG 

GTGACATTTTGATTACCTTTTAAGAGTAAAACAATTCACATGTCAAACTATTTGGATACT 

GTCTCAGTCCATTTGTGTGGGTATAAAAGATTACCCGACGCCGAGTCATTTATCAAAGAT 

AAACCAAAGAATTTAAATTGTAAGCGGCCGCCACCGCGGTGGAGCTCCAATTCGCCCTAT 

AGAGAGTCGTATTACGCGCGCTCACTGGCCGTTGGTTTACAACGTCAATGACTGGGAAAA 

CCCTGGCGTTACCCAACTTAATCGCCTTGCAGCACATCCCCCTT 

>SEQUENCE:8935:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGCGGGGGATGCATGGGCCATTGTCGCTAGCTGGCCAAATGGGAAACTCCAGCTCCCTA 

TTTGGGCTTCTCTGCTTGGACCACTATGTGCTTAACTGCGGTTTCCCCTCTGACTCTGTA 

CATGTCTTCAGACTTTGCTGAACGGGTTTAGACTAAGGTCACACTCTGTTTAAGGTGCTT 

GTCTGGAGTCAAATGGTCATTATCTGCAAGATTTTTCTCTTATAAGGCTGTCCTTTCCTC 

ATCCTTTGGCTACAGAAAGCAAGCTTTTGTTGGAGCATTTCTGTCTGTGCCCATTGCTGT 

CTCT AG ATTG CC AG CTTATTCACCTCC AAGTTTG G G ATATATG AAACA AAA AG AA AATCC 

AGGGAGCTTACCACCATGTTGTTCGTCAGGTCCCAAGTTCCCTAGTTAG TCTGC CTCTTC 

TCTTCCCCATTTAGAGTCTTCTTATATTTGTTTGATAGGTGATGTCTGGGATTTTAGCAG 

TACTTAGTGGAGGTAATAGGAAAAAGTATGCCTATTCTATCTTCCTCAAAGTACAAGTTT 

GTCA 

>SEQUENCE:8936:prostate_MPM2000-004P6_Table5 

CT A AAGGG A AC AAA AG CTG G GT ACCG G G CCCCCCCTCG AG AGTACTTCT AG AATTAATT A 

AGGCGGGCAGATCACCTGAGGTCGGGAGTTTGAGACCAGCCTGACTAACATGGAGAAACC 

CATCTCTACTAAAAATACAAAGTTAGCTGGGCATGGTGGCTCATTCCTGTAATCCAAGCT 

ACTCGGGAGGCTGAGGCAGGAGAATCACTTGAACCTGGGAGGCGGAGGTTGCAGTGAGCC 

GAGACCGCACCATTGCACTCCAGCCTGGGCAACAAGAGCAAAACTCCGTCTCAAAAAAAA 

AAAAAAATCTTATGTCCCCCATAAATATAAATCCCTATTATGTCCCATTAAAAGTAAAAG 

GTAAAAGGTTTCATTTGTTTCACACCTTTAAAAAATATCCACAGAGGCTTGAGGAAATTT 

TGTTTTGCCCCCACAACCCATTTTTATGCTTTTTCAAAAGGGGACATTCAAAAAACAAA 

>SEQUENCE:8937:prostate_MPM2000-004P6_Table5 

AACCCTAACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGA 

ATTAATTAAGGCGGGAGTTGGGAAGGATTCACCATACTTGTGTTCTCCTCCCTTTATAAA 

TTTTATTCATAGGACTTTTAAAAGGCTTGTGCTATCTTTCCAGTGAAAACTGAAAGTGCA 

TTATTATGGAAGAATGTATTTGCAGGTAGTAATAGCATTAAAAATATACTCGTGTGTAAA 

CACATACTAATTTTGACCTTGAAAGATGAATTCCTTCAAGAAAAATAAAATAATGCTTAA 

GATAATGTGTACGAAATTAAATAAAGGACTTTATTTACATACTACATAAGGTAGCAAACT 

GTTGAATGAGTTTGAAGGTATCACTTATTTTTTTATGCATGTGG TTTTA GCTTTAGAAAG 

AAATGCGTTATAGAAACAAGTAATAGCAAGAAAATTGATGTATATTTTAATGATACATTA 

AAATTCCCTTTTAATCATAATAGTTA 

>SEQUENCE:8938:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 
AGGCGGGAGGCCAAGGTCAAGTTTGAAGAGAGATACAAGACAGGCAAGAACAAGTGGTTC 
TTACATAAACTGCGGATTTAGATGCTTTGTTTTGATCAT 
>SEQUENCE:8939:prostate_MPM2000-004P6_Table5 

CAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAATCAGGTTGA 

CAGAAGCCAATATCTCAATGTTTTTAAATTAAAATTTATTTAAAGGAATAAGTATGGGTG 

CATTAATGAGATGTTCAGTTTACAGAATTTGAAGTTTGAGTTCTATTTTAATAGTCTGCC 

GTGTCCCCCAAATCCCATTTAG ATAAATTG AG GTTCATTTTTCACATAG ACTTG CAATTT 

TTAGACACCACATTTTTTTATAGTAACAGCCTCATTTGCCTGTACAATAACTAATAATAC 

AGTATTTCATAGGTACATTGTATGTGCACAGGAAATTTTTCTTTAAATCTTAAGAGCCTT 

TAATAAACGGGATATTTTAATATTTTAATGTTACTACATTTAAAAAATAGTGTTTTCCTA 

CAAAATTTTCTGTATTCAGTATACGTTAACTATGAAAATGTCAAAAAA 

>SEQUENCE:8940:prostate_MPM2000-004P6_Table5 

TCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAA 
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TTAAGGCGGGAGACTTGATTGAACCTGCACGGCGGTAGTTGCGCTGAGCCTATATCTCGG 

CACTGCCCTTTTGCCTGGCGACATCGCGAGACTCCTTTGACCTGCACCTATGAGAAGCCT 

CCTACTTTTGACTTGATCGCCACTTTGCACAAATCCTAGCTGACCGTGTACCCTTATTTC 

CAAGTGAATGAGAAAACTGATGCCGCTGACATAATTGAACTGGTGACTGGATGAACAGGG 

GAACCTTTCCAGTGTGACCTTCGTCTCACTGGAAGAGCCTACAATGCTACCCAGCATGCT 

GGGGGCATCGGTGGGGGCAAACAACTTAACGGCAAGATTCTTGCCAAGAAAATCCCTGTG 

CGTGTTGAGCACATTAAGCACTCTAAGAGCCGAGATAGCTTCCTGAAACGTGTGAAGGAA 

AATGATCAGAAAAAGAAAGAAGCCAAAGAGAAGGTACCTGGGTTCAACTAAAGCGCCAGC 

CTGCTCCACCCAGAGAAGCACACTTTGTGAGAACCAATGGGGAAGAGCCTGAGCTGGTGG 

AACCTATTCCCTATGAATTCATGGCATTAATAGTGTTAAAAAAAAA 

>SEQUENCE:8941 :prostate_MPM2000-004P6_Table5 

CCTACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTA 

ATTAAGGGGGCTGAAGTGAATGGGCTTGCAACCCAGAGCATGCTTGATGGCACTATAAAA 

CATGGTGTATCCTCAACACTGCCACTCTACTTTGCCAGCCTTGCGTACTGAGTCTGCACT 

CCATACTACTTGCCTTGGTCCAGCCATATACTCGCACTAACGCTTGAAGCCATAGGTCAG 

CGGCCGACTCGCTATGCGCAGCTGAGATGCCTTCTGCTGGAACCAACTAGACTTCCTTTC 

TATATCACATTCCCCTCTGTCATTGCTGCACCTGGGACCATAAGATGGGAGGATCGGGAG 

CCCCTCATGACTGANGGCAGAAGAAATTGCTAGAAGTCAGAACAGGATGGCTGGGTCTTC 

CCCTACCTCTTNCAGCTCCCACAATTTTCCCATGATGAGGTAGCTTCTCCCTGGGCTCTC 

CTTC 

>SEQUENCE:8942:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAG AGTAC TTCTAGAAT TAATT A 

AGGCGGGGATTTCCCACATACAATTAAGGCATGGTTCCCTGTTTTTCTTCTTGGTCTTTT 

TACCAAAACTACTGCACTTTTAACAAATATGATCATGAAGCCAACCCCATCCCCAAAGTG 

TGTGTCCTTAACATTTTTCAAGGCCCGTGTATAGCTGTTATCTTGTGTGAACCTCAGATG 

GCCCAATAAGGATGTAAGGCAAGTTCAAGTACAGTCTCCGCACTAGAGATAAGAAAACAG 

AGATAGCGCCTGTAATCCCAGCACTTTGAGAGGCCGAGGAGGGCGGATCATGAGGTCAGG 

AGATGGCGACCATCCTGGCTAACACGGTGAAACCCCATCTCTTCTAAAAAAAATACAAAA 

AACTTAGCTGGGCATGGTGGCAGGCGCCCGTAGTCCCAGCTACTCGGGACGCTGAGGCAG 

GAAAATGGCGTGAACCCAAGAGGCGGAACTTGCAGTTAGCTGAGATCGAGCCACGGCACT 

CCAACCTGGGCGACTGAGTGAGACTCTGTCTCAAAAAAAAAAAAAAAAAAAA 

>SEQUENCE:8943:prostate_MPM2000-004P6_Table5 

AACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGA 

ATTAATTAAGGCGGGAGGATAGTCTGAGCTCACGAGGTTGAGGTTGCAGTGATCTGTGAT 

TGCACCCCTGCACTGCAACCTGGGCTACATAGAGAGAAACTCTGTCTCAAAACAAAACAG 

GACAAATCAAATAAAATAGACCCTGTCTCAGAAAATATACTTTATACAAATAAAGCCGGG 

CGCCCCCCCCTGGGGGTACACCCCATGCCCCTTATACTGTGCACCCTTGCCCCCTCAGAT 

GCG G G ACA ATTGCATTTTAGTTTT ATTTTGTG GAG GTG CAG A AT ATTT ACTCTTT CTGTC 

CAACCCTTGATTCTGCCGAGGAAGACACTGATGGTTTGATGAGTGATTCAGCTGTTTTTG 

GCTAAGGGCTTTTGGAGCTGATGGCAGGGGTTTGATGAATCCAAATGAGCTCTA 

>SEQUENCE:8944:prostate_MPM2000-004P6_Table5 

GCCAAGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTC 

GAGAGTACTTCTAGAATTAATTAAGGCGGGTGGATTACCTGAGGTCAGGAGTTCAAGATC 

AGACTGACCAACATAGTGAAACCCAATCTCTATTATATACAAAAAATTAGCCGGGTTGGT 

GGTGCATGCCTGTAATCCCAGCTACTTGGGAGGCTGAGGCAGTAGAATCACTTGAACCCG 

GGAAGCGGATATTGCAGTGAGCCATGATCGCACCATTGCACTCCAGCCTGGGCAACAAGG 

GCGAAACCCCGTCTCAATTAAAAAAAAAAAAAACGGCAGATCATATATTTGATACAAGAT 

TAATATCCACAATATATTTAAAAACTCAACAAAAACATAACCCAATTTAAAAATGGGCAA 

AGGACTTGAATAGACATTGCACCAAAGAAGATAAACCAATGTTCAATAAGCCTATGAAAA 

GATGCTCAACATCACTAATCATTAGGAAATGCAAGTCAAAACCACAATGAGATGCCATTT 

CACATCCATTCAAATGGCTATTAAGAAACAGAACAGCAAGCACTAACATGGGTGTGGAAA 

ACTGGAACACTTGTGCACTGTTC 

>SEQUENCE:8945:prostate_MPM2000-004P6_Table5 

AAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGGACA 
AATAAGGGAATAAAAGCTGGCCACCCCAGCCAGCAGCATCAACCTGCTCTGGTCCCTTTC 
CACACTGTGGAAACTTTGTTCTTTCACTCTTCACAATAAATCTTGCTGCTACTCACTCTT 
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TGGGTCTGTG CCACCTTT AAG AG CTAT A AC ACTC ACCG CG A AG GTCTATG G CTTC ATTCT 

TCAAGTCAGAGAGACCAAAAACCCACCGGAAGGAACCAACTCCAGACACACTCTTCCTTC 

AGTCTATCACAACAATGTAGTCAGAACGATCCTATTACGCCA TTAAG TCACATCATGTCA 

CTCTTCTGCTCCAATGATTTCCCATCTCAAAAAAAAAAAAACTTTTTTGAAAAAAAAAAA 

AAAAATAAAAAAAAGCGGCCGCCACCGCGGTGGAGCTCCAATTCGCCCTATAGTGAGTC 

>SEQUENCE:8946:prostate_MPM2000-004P6_Table5 

T AAAG GG AACA AAAG CTG GGTACCG G GCCCCCCCTCG AG AGT ACTTCTAG AATT A ATTAA 

AGCGGGGGTCTGCTGGAGGATTCCAACAGAGAGTAT TTCC TCCACTGTACAATGTCACAG 

ACTATCTCTATCATCATTGCTTTGCGGCTGTTTCTGTTTTTTACTGTATGTAACTGGTAG 

CTGATTGTACTAGGATTAAAAACAATAAACTTTCATGATCAAGCCGCTGAGATTCATGGG 

CTATA 

>SEQUENCE:8947:prostate_MPM2000-004P6_Table5 

TAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAA 

TGCGGGGTGCGGTGGCTCACGTCTGCAATGTCAGCACTTTGGGAGGCCGAGGTGGGTGGA 

TCACCTGAGGTCGGGAGTTCGAGACCAGCCTGACCAACATGGAGAAACCCTGTCTCTACT 

AAAAAAATACAAAATTAGCCGGGGTGGTGGTGCATGCCTGTAATCCCAGCTACTCGGGAG 

GCTGAGGCAGGAGAATTGCTTGAACCCAGGAGACGGAGGTTGC AAAAC TCCGTTTCAAAA 

AAATAAAGTTAGGTG AAACAAAATTTTTACTCTTCTG AAAG TCAAATTTTTAATTGGG G C 

TGGTTCTGCCTTGCTTGATTTCATTTTGTTCTTAGTGTTTTAAGACTGATTTCTGGAAAA 

CAGTTTTTGAAAGAAGAGTAGCAAAACTTCAGGTCTGTGG CTTTC TAAAG CATA ATTCTC 

CATTTTCTAAAAGTATTGATCCGCCTTGGGCTCTTTGTCAGTTTTATGCACTTTTGTAAT 

ACTCTTTGCGTTTTCAAGATGGATAGCCAATGGTGTTTTGATAAACTTGGTCAATTTCTT 

TACTACCCTAAAATGCAAGTAACCGGC 

>SEQUENCE:8948:prostate_MPM2000-004P6_Table5 

CCCTACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATT 

AATTAAGGCGGGTGGATCAACTGTGGTCAGGAGTTTGAGATCATCCAGGCCAACCTGGTG 

AAACCCCGTCTCTACTAAAAATACAAAAATTAGCTGGGCGTGATGGTGGGCGCCTGTTAT 

CCCAGCCACTTGGGAGGCTGAGGCAGGAGAATCACTTGAACCCGGGAGGCGGAGGTTGCA 

GTG AGCCG AG ATCG C ACC ATTG C ACTCC AGTCTG G G CA AC AG AGTG AG ATTCCGTCTTA A 

ACCAAGAAAAATAGCCTGAATCCAAAAGA 

>SEQUENCE:8949:prostate_MPM2000-004P6_Table5 

AATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTC 

TAGAATTAATTAAGGCGGGGGTAAGGTTATAGATTAACAGAATCTCAAGGCAGAAGAATT 

TTTCTTAGTACATAACAAAATGGAGTCTCCTATGTCTACTTCTTTCTACACAGACACAGT 

AACAATCTGATCTCTCTTGCTTTTCCCCACATGGGCGTGGTGGCCACTGCCTGTAATCCA 

GCTACTTGGGAGGGTGAGGCAGGAGAATCACTTGAACCCAGGAGGCAGAAGTTGCAGTGA 

G CCAAG ATTGTGCCATTG C ACTCC AG CCTTG G CAACAAG AG CG AG ACTCTCTT AAAAA AA 

A A AAATAA AAAA AAA A AAA AG G CG GCCG CC ACCG CGGTGGAG CTCC AATTCG CCCT AT AG 

TGAGTCGTATTACGCGCGCTCAACTGGCCGTCGTTTTACAACGTCGTGACTGGGAAAACC 

CTGGCGTTACCCAACTT 

>S EQ U ENCE:8950: prostate_M PM2000-004P6_Table5 

CCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAAT 

TAATTAAGGCGGGGGTATGTAAGTGCTTAAGACTGAAATTGTAGGATCTAAGGTTAGTAT 

GT ACTT A ACTCTGT AAG AAAATATTC ATGTCTT ACCTC AC ATCTCTAG G G AATG AAAG AT 

TTTAGATCAGAATGGTAGGGTAGAGGAAAATCCATTGGGGAAATTGTTCCTTTGGTATTT 

ACTTAATCTGAACATTTTTTAAATGCAATTGTAACTATTGATGAAATGTGAATATTGATT 

GAAAAAAGACGTTGATGTTAAATAAGACTTTACAAGCTTGTAAAAGAAAATATAGTTACA 

GAAGGAAAACAAGTTTTTAAAAACAGCTT TATTG TGATATAATTTATATACCATAGAATT 

CACCCATCTAAAGCGCTCAATTCAGTGAATTTTG 

>SEQUENCE:8951:prostate_MPM2000-004P6_Table5 

GATTACGCCAAGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCC 

CCCCTCGAGAGTACTTCTAGAATTAATTAATCCAAGATTTACAATAGCACAACGCTAAAT 

CACACAGTAACTACAAAAGGTTACATAGATATGAAAAGATTGGCAGAGGCCATTGCAGGA 

TGAATCACTTGTCACTTTTCTTCTGTGCTGGGAAAAATAATCAACAATGTGGGTCTTTCA 

TGAGCAGTGACGGATAGTTTAGCTTACTATGTTTCCCCCCCAATTCAATGATCTATAACA 

ACAGAGCAAAGTCTATGCTCATTTGCAGACTGGAATCATTAAGTAATTTAATAAAAAGAT 
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TGTGAAACAGCATATTACAAGTTTGAAAATTCAGGGCTGGTGAAAAAAATCAACTCTAAA 

TGATGATAATTTTGTACAGTTTTATATAAAACTCTGAGAACTAGAAGAAATTATTAACTT 

TTTTTCTTTTTTAATTCTAATTCACTTGTTTATTTTGGGGGAGGAAG 

GCAAAGAAATACCAAAACTACTTTAAATGGAATCAAACCAACTTTATTCl I I I I ITCCCC 

CATACTGGTAGATAAAGCAAACTTTATAAGTGGGCTATTGAAAGAAAAGTTACAAGCTTA 

AGATACAGAAGCATTTGTTCAAAGGAT 

>SEQUENCE:8953:prostate_MPM2000-004P6_Table5 

GCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 

TACTTCTAGAATTAATTAAGGCGGGCGGATCACGAGGTGAGGAGATCGAGAGCATCCCGG 

CTAACACAGTGAAACCCTGTCTCTACTAAAAATACAAAAAATTAGCCGGGCACGGTTGCG 

GGTGCCTGTAGTCCCAGCTACTTGGGAGGCTGAGGCAGGAGAATGGCATGAACCCGGGAG 

GCGGAGTTTGCAGTGAGCCCAGATCACGCCACTGCACTCCAGCCTGGGCGATAGAGTGAT 

ACTCTGTCTCAAAAAAAAAAATATAAAAAAAGCGGCCGCCACC GCGG TGGAGCTCCAATT 

CGCCCTATAGTGAGTCGTATTACGCGCGCTCACTGGCCGTCGTTTTACAACGTCGTGACT 

GGGAAAACCCTGGCGTTACCCAACTTAATCGCCTTGCAGCACATCCGCCTTTCGCCAGCT 

GGCGTAATAGCGAAGAGGCCCGCACCGATCGCCCTTCCAAACAGTT GCGC AATCTGAATG 

GCGAATG G AAATTGG AAGCGTTAATATTTTGTAAAAATTCGGTTAAAATTTTG GTAAATC 

AGCTTA I I i I I I I 

>SEQUENCE:8954:prostate_MPM2000-004P6_Table5 

AGCGCGCAATTCTACCTAAAGGGACCAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTAC 

TTCTAGAATTAATTAAGGCGGGGACGGAATTTTTTAAAATATGGCAGAGAAGGAAAGAAA 

CAGCAACACTGAACATGGAGAACACATAGAAATCTTTAGTAAGATGCTAGTGTTAACCCA 

AGTAGATCAGTAATTAAATGTAAATGGACTAAATGTCAAAGATTCTCAGAAGTGATAAAA 

AGAAGACAGAGCAAAGACGTAAGATTATAAAAAGATTAATAGT AAAAA ACAAAAATGGAA 

AAAGAGCACACTAATACTCACCTAGAGGAAGCTAATGTCTATA I I I I l ATATGAATGTAG 

ATTTTAAGGCAAAAACATATTGGTGAAAGATTCAACTGGCCAGGAAGATATAATAATGTA 

ATGTCTG CTTATATTT AGT AAT AAGCCCTC AAAATG 
>SEQUENCE:8955:prostate_MPM2000-004P6_Tabie5 

ACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTC TAGA ATTAATTAAGGCGGGGT 
TGGGGGAACTTGGCTGTCCCACGTCTTTCAAATAAAGCTGTTTTGTCTAACTCAAAAAAA 
CAA A AAA AAA A AAA A AA AAA A AAA A AAA AAAA A AAAA AAA AAAA AAA AG CG GCCG CC ACC 
GCGGTGGAGCTCCAATTCGCCCTATAGTGAGTCGTATTACGCGCGCTCACTGGCCGTCGT 
TTTACAACGTCGTGACTGGGAAAACCCTGGCGTTACCCAACTTAATCGCCTTGCAGCACA 
TCCCCCTTTCGCCAGCTGGCGTAATAGCGAAAGAGGCCCGAAC CGAT CGCCCTTCCCAAC 
AGTTG CG CAG CCTG AATGGCG AATGG AAATTGT AAGCGTTAATATTTTGTTAAAATTCGC 
GTT A AATTTTTGTT AAATC AGCTC ATTTTTTAACC AATAG GCCAA A ATCG G CAA A 
>SEQUENCE:8956:prostate_MPM2000-004P6_Table5 

TG G CCGTCCTTTTACAACCCTG AAT A AGG GG AACAC ATG CTGGGTGCCGGG CCCCCCCTC 
GAGAGTACTTCTAGAATTAATTAAGGCGGGCAGATCACAAGGTCAGGAGATCGAGACCAT 
CTTGGCTAACACGGTGAAACCCCGTCTCTACTAAAAATACAAAAAAATTAGCCAGGCATG 
GCAGCGCGCGCCTGTAGTCCCAGCTGCTGGGGAGGCTGAGGCAGGAGAATGGCGTGAAC 

C 

CGGGAGGCGGAGCTTGCAGTGAGCCGAGATTGCGCCACTACATTCCAGCCTGGGTAACAG 
AGGAAGATTCCGACTCAAAAAAAAAAAAAAAACCCCTCCCAGGCCAGGGGGGGGGGTTTA 
AGCCCTGAATTCCCACCTTTTGGGAAAACAAGGGGGGGGGGATCATTGGGGGCGGGGATT 
CCAAAACCGCCTTG ACAAATTGGG AAAACCCCCTTCCTTCCTCAAATTCC N N N N AAAAAA 
AAAAAAAAAAAAAANNCGGGGCCCCCCCCCGGGGGGGACCCCCAATCCCCCCTTAAAGGG 
G GTTTT ATCCCCCCCC 

>SEQUENCE:8957:prostate_MPM2000-004P6_Table5 

AAAGGGACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAATG 
CTCAGGACAGTAGAATAACACAAGATATTCATGGCTCTAAACTGAGTACTGGATCAAATG 
GACCTGATAGATATCTACAAAATTCTCCACCCATAAACAACAGAATAGACATTCTATCTC 
ATCACCTCCATGAGCCACTTA 

>SEQUENCE:8958:prostate_MPM2000-004P6_Table5 

AAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGG 
CGGGGTATTTAGAGCCTGTAATCTAAATGCTGGCTCAAATTTATTCCCCAGCTACTTCTT 
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ATACCACTATTCTTTTAATGTTTGCATAATCATAAGCACCTCAACACTTGAATACATAAT 

CTAAAAATTATATAGTAAAGCTGGTAGCCTTGAAAATGTCAGTGTGATATCTATTATGTA 

GATAAATATATATAGTGGCCTTTCAGGACTGTCACAGTAACACTTTATTTACAGAGCTAA 

TGTTTGTCCTAAATTTTCAGGACCCTAGAGGAGAGCTTTATACAATTACCGATGTGAATT 

TCTCTAAAGTGTATA I i I I I GTGTCCAGTTATATTATTTAAAAAAGTGTTACTTTGTAAA 

AATTGTATATAAAGAACTGTATAG 

>SEQUENCE:8959:prostate_MPM2000-004P6_Table5 

CAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGGAC 
CCCCCACAGGAACTAGGTCTCAGGCTGTGGAAAGGGAGCTGCCCCAGGGCCCAGGAGGG 
C 

CGGCTCTGCATTCCGCATGTTCCCAGAGTGAAAGAGAATGAGAAGGAGACACACAAGTGC 
TGTTATGACCTGGGTTGTTGGTTGGCAAATACAGCATCTAATAGAAACTTTCTTCCATCC 
CAGAATACCCTCTACCATCTGCTTTGGTCAGGGTGCCGCTCGAGGATTTAAATGCCTATT 
ATAAAAAAAATAAAAAAA 

>SEQUENCE:8960:prostate_MPM2000-004P6_Table5 

CCATGATTATTGGCGGTGGTTTTCCTTCCAGAAAAAGGAAATACCTTTGTTTCTGGCCGG 

TGGTTTTCCTTAGAAAAAAAAACATGAATTTTGCTTGTTTGAGAGATTTCCCATATTGCC 

ATCAGAGAAATAAATATACTTGCTTTAATTCTTAAGCCTATGCAAACAAGATATAAAAAT 

ATATGCTGAATTACTTGTGAAGAATGCGTTTAAAGCTATCTTAAATGTGTTTTTATTTGT 

TAGACATTACTTATTAAGAAGTGGGTTATTATGCTTACTGTTCTAATCTGGTGGTAAAGG 

TATTCTTAAGAATTTGCAGGTCCTACAGATTTTTAAAACT 

>SEQUENCE:8961:prostate_MPM2000-004P6_Table5 

AGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGA 

GT ACTTCT AG AATTAATT AAG GCG GG G ATGTAAG G GAG ATA AG C AAG G AAG G AAG G AAG G 

ATAAACTGTCTATTAACAGATAAATATTTGGTCATGTCCATAATGATCATTTACATGTTT 

TCI I I I I I I I I I CI I I I I CI I I i I I I I AAGAAATAGAGACAAGGTCCCACTATGTTGCCC 

AGGCTAGTCTTGAACTCCTGAGCTCAAGTGATCCTCCCATCTCAGCCTCCCAAAGTGCTA 

G G ATT AC AG G C ATG AGCCAGC AA ACCTG G CCACTACA AATTTTTCATCCT ATAC AAG G G C 

T AT ATG GTC AATTT AAG AATATG AC AAATGTG G CATATCGC ACACTACTGTG ATAC ACC A 

GAAAGCTAGATTAACACTCTGTNCCNNNNNAAAAAAAAAAAAAAAAAAAAAAAAGCGGCC 

GCCACCGCGGTGGAGCTCCAATTCGCCCTATAATGAGTCGTATTACGCGCGCTCACTGGC 

CGTCGTTTTACAACGTCGTGACTG 

>SEQUENCE:8962:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGCGGGGAGACTGAAGATGGCTTAGTGGTTATACGATACAAACAGACATAACCCGAGTT 

ACCTTCTTGCGGATAAGCATTATGGAAAAGAATACGGGAATGTTTACGGAAGGCTCCATG 

GTAAACATGTTTCAAATGTACATAAGATACTGTACATAAATGAAAAAATAAATTATGTCA 

TTCACAGGAAATGTTTTACAGATTACAATAGGCTATAACTTAGATTGTTATGAATAAAAT 

TTATGGCACATCATACATTTTTACATCACAGATTCTGTGTTAAATGAATTCAGACATGAT 

GAAGCTTAGACTTGACAAGAATGATGTAATAGAATGAGGCAACTGAAACTGAAATGGCAT 

GTGTG AGT AAAATT AATCCCCAAATT AAAG G AT 

>SEQUENCE:8963:prostate_MPM2000-004P6_Table5 

CGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGT 

ACTTCT AGAATTAATTAAGGCGGGTGCCTGTAATCTCAGCTACTTGGGAGGCTGAGGTGG 

GTGGATCACCTGAGGTCAGGAGCGCGAGACCAGCACAGCCAACATGGTGAAACTCCATCT 

CCTAAAAATGCAAAAAATTAGCTGGGCATGGTGGCGCACGCCTATATTCCCAACTATTCA 

GGAGGCTGAGGCAGGAGAATGGCTTGAACCCAGGAGGTGGAGGTTGCAGTGAGCCAAGAT 

CGTGCCACTGCACTCAAGCCTGGGCAACAAGAGTGAGACTCCATCTCAAATCAAAATAAA 

ATAAAAAAAAAAACCTTTCCAG I I I I I I I AATAGTTCATATATGTATACATACATTTATA 

TTTATATACGTATGTAATTATATATACGTACACAGACATATACGTATAAATGTGTATCTA 

TATGTATATATTGATGG I I I I I I I I I I I AATGTGAAGTTGCATTGAAGCGGTGCTTGAAG 

ATATC 

>SEQUENCE:8964:prostate_MPM2000-004P6_Table5 

GCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 

TACTTCTAGAATTAATTAAGGCGGAGGCAGGCCAACATGAGGATGGCCCTGTATTGATTG 

TTACCTTTCTATAAAACGTCTGCAGGCTCCTCACCACGTTCCAAGCAGATTTTCTCCTTT 
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AAACCTCCAGAGATCCTGCCCATTTGTCTACACTTGGCCCGTGTGGGTATCTGGTGTACA 
GCTGCTTGTCACAGGAACACTGAATTCTGTTCCTGTACCCGTTGCTCGTCACAGCTGGAC 
AGAGAGTATGGACTTAAAAGGGTCCAGTTATCCATCTCTGCATTCCGTAAATATTTATTC 
ATC ACTTTCTTTTTG ACAG ACTCTG CGG G AG GC ACTG CTATAAAAAG AT AATG A ATG CTG 
ATGCGGCTGGATTACATGAGGTCAGGAGCTTGAGACCAACCTGGCAAACATGGTGAAACC 
CTG CCTCTACTAAAAAG AC AAA AATTAG CTGGG C ATGGTGG C ATGTG CCTG C AATCCC AG 
CTACTCGGGAGGCTGAGGCAAGAGAATTGCTGAACCTGGGAGATGGAAGTTGCAGTGAGC 
CGATCATGCCACT 

>SEQUENCE:8965:prostate_MPM2000-004P6_Table5 

AACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGA 

ATTAATTAAGGCGGGTGTGCTCTTACACCTCTTCATCCCACTCTGGGGGTACTTATCACT 

GTGACAACACTAAAATAATAAACCAAAACACTACCTGACAAAAAGCAAAAATATAGATAA 

AACACAAGCTAAAGGCGGCGACTCGCTGGGTGATTAACCAAAGAACACCAAAATGTCATT 

TTCAACCCCCCTTGAGTGTTAGAGTTTATAGACTCTGTTATGATACTTTTCAAGACCTGG 

G AAATATTTGTATCCTTTAGTG AAAAG G G G AAG AATC AATTACTG AAAG CCATAAGCCTA 

CAGTAACGGAGCCAATTAATCCTTTGTCATCTTTGTTGAGTTTAGTTTTCTTCTGTTCTT 

AGCACGTCAGCTAGTAGATCTTTGATGAACTGTTGCTCCTCTTTAAATGT 

>SEQUENCE:8966:prostate_MPM2000-004P6_Table5 

AAG G GAGC AAAAG CTG G GTACCG G G CCCCCCCTCG AG AGTACTTCTAG AATTAATT AAG G 

CGGGGGAGAATGTTTTCATGTTACTTATACTAACATTAGTTCTTCTATAGGGTGATAGAT 

TGGTCAGTAGGAGAGCACGTTCAGAGGGAAGAGCCATCTCAAC AGAA TCGCACCAAACTA 

TACTTTCAGGATGMTTTCTTCTTTCTGCATCTTTTGGAATAAATATTTTCCTCCTTTCT 

ATGGAAAAAAAAGCACTCAAACCCGGAAGAAAAAAGAGACACCCCGTCTAAAAAAAA AAA 

AAAAAAAANNNGGCCCCCCCCCCCCGGGGGGGCCCCCCCCCCCCCCCTAGGGGGGTTTT 

T 

TTCCCCCCCCCC 

>SEQUENCE:8967:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGCGGGCTGTTAACGATAGAATAGGTTATTACAGGAAACGAAAGATTGATGCTGTGGTT 

TGAACGTATTCCCCAAATTTCACGTGTTGGAAACTTAATCCCCAATAAAACAGTGTTGAG 

ATGTGGGACCTTTAAAAGGTGATTAGGTCATGAGGGCTCTGCCCTCATGAATGATGCTGG 

TTTCAAGAGAGTGGGTAAGTTATTACAGGAGTGGACTCTTGATAAAAGGATGTGTTTCGC 

CACTCTCACTAl I I I I I AAATAATAGAGACAAAGTCTCACTATG7TGCCCAAGCTGGTCT 

TAAACTCCCAAGCTCAATCCATCCTTCCCCCTCAGCCTCCTGAAAAGCTGGGGCCACAGG 

CATGTACCATCATGCCA 

>SEQUENCE:8968:prostate_MPM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAG 

GCGGGAGGAGCTAAAAAAAAAAAAAAGATTGGGTACTAAGCTTAGTACCTAGGTAATGAA 

ATAATCTGTACAACCAACCCTGTGATACGAATTTCCCTATATAACAAAACTGCACATGTA 

CCCCTGAACCTAATAAAAAAGTTAAAACAATTACCAATTTGTTAAGTTAAAAAAGCAAAA 

ACAAACAAAAAACAACATCTGAGGCGTATCTTTTTACAAGAGATTCTAGGGAGTGATGAT 

TTGACCAACACAATGGGGATCCACAACAACATGAAAAGTCCCTCAACACTAGCAAGTGGT 

GCTG ATGTTGG CTGGCC AGGCTCAAAAG AATAACTCAAAG G CTAACAG AG AGTAGCCCTG 

CCACAGCCTACATTCTCAACGTATCTGTCAAAATCTTGGGTTTATATGTGTTTTAGAGTC 

CAGTAGTTG AG G ACATATATG AGTTCATATATGTG GTCTG ATAAGGTGTG ATATAACATT 

TCCATGGGGAGGAAGATTACACTCTGTGTTCTTACCACAACAAAACTTTTATCATTCATG 

C 

>SEQUENCE:8970:prostate_MPM2000-004P6_Table5 

GGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGG 

GGCAACTCGTCGTGGGCACACGTGCAGGAACGCCAGGTTCCCCTTCTTTCTTCTGAGGTT 

CCCCGCACCTCCTTGGGTGTCTTGAAGCCCAGACCGATGTTCTTGTAGTACCGCGGGAGC 

TTCTCCTTGCCTGGACCCCGCCTCAGCTCAGAAAGCCAATTCCCTAGATTCCAAAGGCCT 

TCCCAGACCAATTAGCATGTCCTGCAGCTGTCAGCTCCCTGTGCCTAGCCTGGACCTCAG 

CTCATGTCTAGCACCCAGTCTCCCAACCCCACACATATTCACAAATTAAAGAAAATAACA 

AATGACATG 

>SEQUENCE:8971:prostate_MPM2000-004P6_Table5 
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CCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAAT 

TAATTAAGGCGGGAGGATGCTAGGAACGGGTCTCTGCAGGATGAAGCATGTGGAAGAGAT 

CCCTGGGGGTGTTTGTCTTTCTTTATTCTCCTTTTCCTTCCCTTCTCTCCCTTTTTCCAC 

CCCAGCCCTGCCTTATGGCAATAGCAGCCACACATCCAGATAAAACATAATTCACTTTTT 

ACTCGCTTTCAAAATGTCAACAGTAAAGATGAACAGGATGCAAGATGAAAGAACATTGAA 

AAATAAAGATTAACAAGAAAGTAGTTTAAATAAAAGAGAGAAAAAAAAATCACCAATAAA 

AGGTAGAAGGCTAAAGATAAATGAAGGTAGTAAAAATGGCTTTAAAAAATCTTACCCAAT 

CTTACCCAATTCTTATTTAGAATAAGTTCCAAAAAAAAAAAAAAAAAATCATAAAAAAAA 

>SEQUENCE:8972:prostate_MPM2000-004P6_Table5 

GCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACT 

TCTAGAATTAATTAAGGCGGGAGCATTGCCTGAAGCCAGAAATTTGAGATCAGTCTGGAA 

GATAAAGTGAGACTCTATCTCTACAAAAAATTGTAAAATAAATAAATCAATAAAT AAGGT 

ATTGTTTTGCTACATTATCCTATTTTAAGTGTCAGAAATTGAATATTACCTTGGGTTTTT 

I I I I I I IACAI I I I I I I I CATTGAATTCTAATTTCATAGGTAGATCAGTGACTCAGAGAG 

TCTAGAGAAAAAAGACTGCTCTTAGAAGCAAAANAAAAAAAAAAAAAAAAAAAAAAAAAG 

CGGCCGCCACCGCGGTGGAGCTCCAATTCGCCCTATAGTGAGTCGTATTACGCGCGCTCA 

CTGGCCGTCGTTTTACAACGTCGTGACTGGGAAAACGCTGGCGTTACCCAACTTAATCGC 

CTTGC 

>SEQUENCE:8973:prostate_MPM2000-004P6_Table5 

GCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 

TACTTCTAGAATTAATTAAGGCGGGGGCGGCAGGCTTAGGGCTGGCTAGTTTGAACAATT 

TCAGCAGGCTCTGGGTCACAGGTTGTCTGGTACTTGGCTCTAGGGTTGACTAGGGCATGG 

GACTAGTGGCCCGGCATGTAAGCACCAAATAAAGGAGGTGACTGGGAGTGCAGACTCTGG 

ATGGGTTGGTGTTCCTATTACAGGCACACTTGCAGGAGAATCGCTTGAACCCGGGAGGCA 

GAGGTTGCAGTGAGCTGAGATCACGCCACTGTACTCCAGCCCAGGTGACAGAGTGAGACC 

CTGCCTCAAAAAAAAAAAAAAAAATGAAAGTAAGTAAACATATCTATATGGCACAGTGGG 

GTAAATTTGAGGGATTTTAGGGACATCTTACATGGGCCTAGGCTAAAATAGTCATTGCGT 

TTTCTTTATATTATATAA 

>SEQUENCE:8974:prostate_MPM2000-004P6_Table5 

ACTGGCCGTCGTTTTACACCCCGGAATAAGCGTGTACCCATGCTGGGTGCCGGGCCCCCC 

CTCGAGAGTACTTCTAGAATTAATTAAGGCGGGCGGATCACCTGAGGTCAGGAGTTCGAG 

ACCAGCCTGACCAACATGGCTAAACCCGATCTCTACTAAAAATACAAAATTATCTGAACA 

TGGTGGCGCATGCCTATAATCCTAGCTACTTGGGAGGCTAAGGCAGGAGAATCGCTTGAA 

CCCAAGACATGGAGGTTGCAGTGAACTGAGATCATGCCACTGCACTCAAGCCTGGGTGAC 

ACAGCAAAAATCTGCCTCAAAATAACATTTAAAACAAAGATCTATCACCCAAACATCGGC 

GCCCCCGGGCGGGGGGGCCCCCCTCCCCCCTTTTGGGGAAAATTGGACCCCCCCCACCG 

G 

GGCCGATTTTTTAATCCAGTCCCTCATAGCACTGGTGAATGACCCCCAGCCTGAGCACCC 
GCT 

>SEQUENCE:8975:prostate_MPM2000-004P6_Table5 

ACTGGCCGTCGTTTTACACCCGGGAACAAGCTATAACTATGATTATGGCCGGTGGTTTTC 

TTTAGAGAAAAAGAAAATTACTTTATTGCGGCGGAGGCGGTCCGTGCCCTGGAATAGAAA 

AACACACCCAGGCTTGATTTGGATCCACAGGCAGAGCCAAGGGAAGGTGTGATTCTCTGA 

GGAAAGAGTGATTCTGATATATGTACTTGTCACATTGGTGTTGGACACATTTGCGCCAAA 

AGTATGGTAATTCTATTATTAAATAATTCTCTGAGAACAAAAAAGAAAAAAGAAAAAAAA 

AAAAAAAAAAAAGGCCCCCCCCCCCGGAATTTAAAAAAAAAAAAAGACGGCCCCCCCCCC 

CGGGGGGGCCCCCCCCCCCCCCCTTTAAAAAAAAAAAAACCCCCCCCCCCGGGGGGGTTT 

TTTTAG G G GG G G G AAAA A AAAA A AC C CC 

>SEQUENCE:8976:prostate_MPM2000-004P6_Table5 

GCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACT 

TCTAGAATTAATTAAGGCGGGCATTCAAAAGGATTCCAGAGCCAGACGGTTACAGAGCTA 

ACCTTTAAAGAAGGAAAACTGTCTGTCTGTCTGTCCATTCATCTGTCTGTCTGTCTATCT 

ATCTATCTATCTATCTATCTATCTATCTATCTATCTATCTATCTATCTAATCAATCATCT 

GTTTTCTAGCTTTATTGAGGGATAGTTGTCAAATAAAATTTGTATGTATTTAAGGTGTGC 

AACATCATGATTTGGTATATGTATACACCGTGAAATGACCACCACAACTGAGCTAATTAA 

CACATCCATCACTGCAAATGCAGTGAGAACACTTAAGATCTACTCTCCTAGCAAATTTCA 
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AGTATACAATACAGTGTTATTAACTATAGTCACCATCCTGCATGTTATGTCCTCAGAATT 
TATACATCTTATTACTGATTATGCCCTTTTGACCAACATTTCCCTATTTCCCACAGCCCC 
TGGCAACCCCAATTCTACTCTCTGCTTCTGTGAGTTCAGTGACTTTAAATTCCACAAGTG 
ACAGCCGGG CG CAATG GCTC ACACCTGT 
>SEQUENCE:8977:prostate_MPM2000-004P6_Table5 

TGATACGCCAAGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCC 

CCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGCAAATGCTCACAAAGACCTACGAA 

GCTGTTATCTCTCATGTCTGCTTTACCTCCAAGCACTGCACAAGCAGGAAGAAAAGAAAA 

CAGCAAAGTTGTAATCTTTCTGGCTAAGTAAACCCAACTGCAAGAACTAGTAGATTTATA 

TTTGATGTGAGCAGGCATTTGAGAAAATCTCTGTCAAATAGCTAGCTCACATGAAGCTAA 

TAAAGCAGAGATTTTTATTGCTAAACACGACAAAAGGATGATATTTTAAAAATAATTTTG 

AAAACTCACCAAACAAACAAGTAAAATTTACAATAAGCAACAAAAAAAACCCAACGGGAT 

GAGAGAGAATATTATTTCAGGGTTGTTGTAATAGAAAAAGTCTAGTTTTCAGCAACAGCA 

ATGAAATACAAAGTGTGCAA 

>SEQUENCE:8978:prostate_MPM2000-004P6_Table5 

ACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 

TTAATTAAGGCGGGCGCTCGGATTGACAGATCCTCTTGGAACTGACGCAGGATAATATCT 

TGAATCCATGTGGCTGCACGAGCTGGAGGCATAAAGCGCGCCTGTGGACGCACGGCTGAG 

CTACCAACCATTACTGATGCTAAAAAATCAACGCGCCTAATGGACATCACAATACTTGAC 

ATCTAGACTAAAGCAATGCTAACATTTCTAGTGCCTTTACGACATAAAATTACATCTTAC 

TATC AAT ATG AATC AATTTATCCCTTG ATTTG C AAGTG CAG CCTTTGC ATGCC ATG C ACA 

CTGGCTCAGCCTCATTAAGAAATAACATGTGATTGAAAGCAAACGCTGGATCCCCTTGGC 

CTTATAAATGTCCCACCGCCTTCGGGTTTCCCAAAACCACTTCCCTGTGGGCTTCCAAAA 

G G G CCTTTATC ATTTCTCC ATTTTAAACCCTTCTTTCCTG CTTCC ATAC ACCC A AGG CTT 

G 

>SEQUENCE:8979:prostate_MPM2000-004P6_Table5 

CGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTAC 

TTCTAGAATTAATTAAGGCGGTGCCAAAACACTGAAAAGTCAAGATAATAATTTAGTACA 

ATATTTTTTAAGATAAACATTAATGCAATATGATGGACAAAATATCAACATTTTAAATTA 

ACGCTGCTGTTGTTTGATAATCCTCCACTATTATGCAATGAGAATGGTCATTTCTACTTA 

ACTGGTGGAGTCCCCCACTTGGAAGGACACAATGGTGTCCAACAGGTCGGGCATTGTGGA 

TCTTTCTATATAGTCAA I I I I I I I I ATTGTAGAGCTTTTATTAACTTTTTTCATTTGGTA 

CAAAATATGAGGGGATATACTGATAAGTGCATATACAGGCATACTTTCTTCTATATTTTT 

GCCTCGGGCTCTAGTATGATTCAGCAGGATACTGGATTTAAGGATTCAGTCTGTCAGCTG 

ATACAG CATG AAG ATACTT 

>SEQUENCE:8980:prostate_MPM2000-004P6_Table5 

GCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACT 

TCTAGAATTAATTAAGGCGGGATGCGATTATTTATCTGTCAATTCTTAGAGGAAATCAAT 

GGACAAAGCAGAGAATTCTTTTACTCTAGTAACAGAATACAAATGTTATTATCTTTAATT 

ATCCAAAAATATTAGAATAGTCAACAGAGGTATGAGGGCACATAAAAATAAAATGACAAT 

TTG AACGTGCCCCG CCCCACCGTG G G G C AC ATC AG AT AC ACCCG GTGTGC AT A AAATCTA 

GACGGCTGAGGAAGGAATTGTTCAAGCTAAAACTGGTTTCAAGCCAACCCCATGGCCTCC 

ATGACTTTTA 

>SEQUENCE:8981:prostate_MPM2000-004P6_Table5 

CTACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAA 

TTAAGGCGGGGAGATACTGAGTTTCCTTAGAAGGCTCAAGGTTGAAAAAATAGTTAAAGA 

GGTTGACTAAGAGGAAGAAACAGTGAGCTGACATGAATGGAGCAGGTGAGTCTGAGAGAG 

AACTGAATGGGGTGTCTTTGTTTTAAAAATCAAAATCAAAAGCCATGCTTGGTGGCTCAC 

ACCTGTTACGCCATCACTTTGGGAGGCCGACGCTGGCGGGTCACTTGAGGCTCGAGTCTG 

AGACCAACCTGGCTAACATGGCAAAACCCATCTCCATTAAAAATAGCAAAATTAGCCAGG 

TATGTGGTGCACGTCTGTAGTCACAGCTACTCGGGAGGCTGAGGCTTGAGAATCGCTTGA 

ACCTGGGAAGTGGAGGTTGCAGTGAGCCAAGATCATGCCACTGCACTCCAGCCTGGGAGA 

CAGAGCGAGACTCCC 

>SEQUENCE:8982:prostate_MPM2000-004P6_Table5 

AACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGA 
ATTAATTAAGGCGGGGTTTATATGCACTTTCTTCCGATCTGTACCTGAGAGGTTTGTGGA 



Table 7 
2926/3129 



AAAGATGGCAAATGGGGAATAAAAAGATTTTGTGTCACAATAATAAATAACAAAAAAAAA 

CAAA AAA AT AT AAT AAAA AT AC ACG CCCCCCCCCCGGGGGGG G GCCCAATG CCCCCC ATT 

ATGGAGGCCAATTTCCCCCCCCCGCTGGGGCGGTAAAAAAAAGGGAACCCGGGAGGCGGA 

CCTTGCAATAACCCAAAATTGCCCCACTGCACTTCCACCTGGGCCACAGAGCGAGACTCC 

GTCGCTGAAATAAAAAAAAAATATAAAAAACTCCGCCCCCCCCCCCGGGGGGGAACCAAC 

ATCCCCCCTTAAGGGGGGTTTTTTCCCCCCCCCCATTGGG 

>SEQUENCE:8983: prostate JVIPM2000-004P6_Table5 

GCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 

TACTTCTAGAATTAATTAACGCGGGGGAAGGAAAGCGAAACAGGAAGGGTTGAGAGAAAG 

AAAAAGAAAAAGAAAACACACAATTAAGGTAGTGCTACCTGATAAGTCTGTCCAGTGAGG 

GGCAGGTGGAAAGCTGACCTGCGCTGAGATTACGGGTTTGAGGCACGCAGGCCTTCCCCT 

TTCTG AAATG A AATACTTTTATCTTTATT AG AATTTAATAGTG ATG ATAG G CTGG AATTG 

CATGTG CCGTCTGGCCTAA A AAAAAAA AAA AAAA AA AAG CA AAAAA AAG AG GCGGCCGCC 

ACCGCGGTGGAGCTCCAATTCGCCCTATAGTGAGTCGTATTACGCGCGCTCACTGGCCGT 

CGTTTTACAACGTCGTGACTGGGAAAACCCTGGCGTTACCCAACTTAATCGCCTTGCAGC 

ACA 

>SEQUENCE:8984:prostate_MPM2000-004P6_Table5 

CG CG CAATTAACCCTTACTAAAG G G A AC AG AAG CTGGGT ACCG G G CCCCCCCTCG AG AGT 

ACTGCTAGAATTAATTAAGGCGGGGTACAGTGGCTCATGCCTGTAATCCCAGCACTTTGG 

GAGGCCAAGGCAGGTGGATCACTTAAGGCCAGGAGTTCAAGACCAGCCTGGGCAACATGG 

CAAAATCCCATCTCTACTAAAAATACAAAAATGAGCTGGATATGGTGGTGCATGCCTACA 

TGGGAGGCTGAGGTGGGAGGATGGAACGAGCCTGGAAGGTGGAGGCTGCAATGAGCTGA 

G 

ATCACATCTCTGCACTCCACCCTGGGCAACATAGACCCCATCTCAAAAATAACAACAACA 
ACAAATTCTAGCGAGCTATCCAGAGTGGGAATGTGATAAATTGATGTTAGTCCCCTTTGG 
TACCTAAAAGTGTTTGAGTTCTTTAATAATCTTTCATGACCTAGGCATCTGACTTCATTA 
AAATTAACTAA 

>SEQUENCE:8985:prostate_MPM2000-004P6_Table5 

CTGGCCGTGTGTTTACACCCCTAAATAAAGGGAAACACATGCTGGGTAGCCGGGCCCCCC 

CTCGAGAGTACTTCTAGAATTAATTAAGGCGGGTAAATGGGTGCAGCACACCAACATGGC 

ACATGTATACATATGTAACAAAGCTGCACGTTGTGCACATGTACCCTAAAACTTAAAGTA 

TAATAAAAAAAAAAACAGCTTCCCAATTAAAAATAAAAAAAAAAAAGACTCTGGGGCCCC 

CACTG G G G GGTG ATCA ATG ACCCACTT ATTGTG AG G AT ATTCCCCC ACCCT ATG CG GTCC 

TGTT1TAATACTTGGAAATCCGTCTAGTTAACATTTCAAGGGCAATACCGTGTTGGTTTT 

GACTGGATATTCATATAAACTTTTTAAAGAGTTGAGTGATAGAGCTAACCCTTATCTGTA 

AGTTTTGAATTTATATTGTTTCATCCCATGTACAAAACCATTTTTTCCTACAAATAGTTT 

GGGTTTTGTTGTTGGTTC I I I I I I I 

>SEQUENCE:8986:prostate_MPM2000-004P6_Table5 

AACCCTGAATAAGGGGAACACATGCTGGGTGCCGGGCCCCCCCTCGAGAGTACTTCTAGA 

ATTAATTAAGGCGGGCGGATCACAAGGTCAGATCGAGACCATCCTGGCTAACACGGTGAA 

ACCCCATCTCTACTAAAAATACAAAAAAATTAGCCGGGCATGGTAGCGGGCGCCTGTAGT 

CCCAGCTACTCGGGAGGCCGAGGCAGTGAATGGCGTGAACCCGGGAGGTGGAGCTTGCA 

G 

TGAGCTGAGATCACGCCACTGCACTCCAGCCTGGGCAACAGAGCGAGACTCCGTCTCAAA 

AAAAAAAAAGCCATTTATGACAAACCCACAGCCAGTGTTATATTGAACAGGGAAAAGTTG 

AAAGCTTTCCC 

>SEQUENCE:8987:prostate_MPM2000-004P6_Table5 

AGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGA 
GTACTTCTAGAATTAATTAAGGCGGGAGGATTGCTTGAGTCTGGGAGGTCGAGGCTGCAG 
TGAGCCACTGCACTCCAGCGAGTGATGGAGTGAGACCCTGTCTCAGAAAAAAAAAAAAAA 
AAGAAGAAAAAATATATTAATTCACAAAATTGTCAACCACATGTTGAGAAATACATTTTT 
AT ACTTG CTGT ATA I I I I I C AAT AG GT A ATG GTTC AAAA ATTTT A A AGT AC AA AG G GT AT 
ACAGTAGATGGTAGATTTCTGCCACAACTGTGCCCACCCAACCTTTTGTAi I I I ICCAGA 
AACATTCTATACATATATAAGGAAATGCATATAAATATATACATATATAAAAACATATGC 
ATTTT AC AT ATGTGTT AATACC ATT G G C AC A ACC AC AG AC ATT ATG C ATG CCG GTTTTTT 
TCACTTGATGTATCTGGGTTCTTCTTTCCTATACATTTATC I I I I I G GTTCTTTTG AATC 
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AGAAGAAGTTATGAAGGGGAAGGAAGACATGCTTG 
>SEQUENCE:8988:prostate_MPM2000-004P6_Table5 

CGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGT 

ACTTCTAGAATTAATTAAGGCGGGGATGACATTATTCAAGACTATTGTAATAGGGTTCAA 

G ACTGTTG CAATAGG AG AAAG AAG CTG AACTCAACTCTGCTG ATG CAAATGGTGG AAG G A 

TTTTTA AGG GCTAG G GTAAG CTAAC AG AAA AGT ACTG G AGTG C ATT ATG G AG A A AATTG G 

TCAATGTGATTCGACCATCTGCTTGTTAATTAGCACTTATCTAAGTTAGATTACTTCCCC 

TCCTCAAAGGCTTGAATATGGGGTCGCTATCTCCTTTCCTGCTTACATTTCTAAGACATG 

GCTTTCAAATCCTTAAGAAAGACATTCCTGGGTTGTAAAACTGGCAAGAGTCTGGGAAAA 

GATTTACATCTCANAAAAAAAAAAAAAAAAAAAAAAAAAGGCGGCCGCCACCGCGGTGGA 

GCTCCAATTCGCCC 

>SEQUENCE:8989:prostate_MPM2000-004P6_Table5 

GCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTA 

CTTCTAGAATTAATTAAGCCGGGGATGGATCTTTTCTAAATGTTATTACTTGTAAATAAA 

GTCTATTTTTCTCCCGTGAAAAAAAAAAAAAGAGAAAAAAAAAAAAAAAAAAAAAAAAAA 

AAAAAAAAAAACTATATTAAAAAAGCTAAAAAAATTTTAAAAATGGTGACTTCTGTGGTT 

TTCCTAGCATTTGTCTCTAACAAATGGTGAAATAATTACTCATGGCCCTCTCTGCCATTG 

TCTTTC ATTTTTTC ACAGTG AA ATTAG ACCCCTTTACTTC ACCATTCTG CC ACTG CAAAT 

TAAGTATAAAGAAAATAGCAAGAGTGTCCACACCAGTAGACAGTAAGCTTCTCTACCTGT 

AAGTGATGAAATCATAGCTAATGCACTTGCCATGGAATTTTTAAGATGATTGGTGTCAAA 

AAAATTTCAA 

>SEQUENCE:8990:prostate_MPM2000-004P6_TabIe5 

AGCGCGCAATTTTTCCCTTACTTAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAG 

AGTTCTTCTAGAATTAATTAAGGCGGAGCTACAGTGAGCTGTGATCGCATCACTGCCCTC 

CAGCTTGGGCAACAGAGTGAGACCCTGCCACAAATTAAAAAAAATAATAATGACAAAGTC 

TATAATATTTAAATTTCTGAAAATGAAAGACTGTTGAAAGTCTTAAGAGCTGCCAGATAA 

TAGCATCACCTTATCTATGATGGGAAATGCAATTAGAATGACAGTGGATTTCCCATCAGA 

AACTACTGCCTGAGAAAATAACAATATTTTTCAAGTCCTGGGGAAAATGAAATCTGTATA 

CTCAGAAATTAAGACTTTCTTAAATGAAGGAAACCTAAGAGAATTTATTTGCAGATTGAT 

TCTAAAAAATGGCTAAAGGGGCCTGTAATCCCAGCAT 

>SEQUENCE:8991 :prostate_MPM2000-004P6_Table5 

TGGCCGTCGTTTTACACCCCGGAACAAGCAATACCCATGATGGTGGCCGGTCGTTTTCTT 
TAGAGAAAAAAGAAAAAACTTTATGCGGGGGGAGAAATCCGTTAAACAAAACTA CATCA A 
CGCAATTAGTGAAACCTAGAGTGTAGAAAACCACACAAACTATTTCAGCTTTAGGTTTTA 
TAACCAAGTGAATTTCAAAGAAAAAAAATATCAGTGGGATGGGATTACCTAGGAGGCATA 
TCTACCAATTG CCATATA AG G ACTACTTG GG ATCCCAATTTAAATG AAAAACTGTGTATG 
TGTGTGTGCGCCAATCTGAAATATTGGAACAATGAATGTTTCATAATATTAAGGAATTAT 
TGTTAAI I I I I AGGTGGTTAATCCTACTGGGGGTATACTTTTAAAAATATTCTTATA 
>SEQU E NC E :8992: prostate_M PM2000-004P6_Table5 

GCGCGCCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGA 

GTACTTCTAGAATTAATTAAGGCGGGGCTAAAATAGCGGTTTTATACTACAGCCATTAAG 

TATGGTGGAAGCAGGCAGGGATTCCCTGTTATGTCTCTTGAGTTTACCTGACAGGCCTTT 

CTTCTGATGATGCCTAATGATGGCAAGTTACCGTTCTACTACAGTTTTCCCACTTAAACA 

ATTATTTCTAATCTAATCCTGTTAAAACTACTCTCTAGTAAATGTTATCTTAAGCCAAGA 

ACTCAATTTCCACATTTCCAGACATCACCTTCATATAAGACTGCTTATAGGGGTGGAGTA 

TGAATCCATTCCTGAGATGATGAAGGAAAGACAGAGAATGGGAGTCTCTATCCTACACAG 

ATGTG G G G CCT ATTATTCC ATTTG I I I I I GAAAAA 

>SEQUENCE:8993:prostate_MPM2000-004P6_Table5 

AGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGA 

GTACTTCTAGAATTAATTAAGGCGGGGAGAGGAGTGGTATTTGATGCTTTCTGTGGACAT 

TGTAACCCTAAACACATCATGTATTTTAAATGCCACCTACATAAATAAAACATAAGCTTA 

TTGCCTGAATATAGGACAAAAAAATCTAAGATAACATGAAAAAATGGACTCTAGAGGTCA 

TATGAAATTCAAGGAAACAGAACCAAACCAAAAAACATTAAAGTGGTCACCACATATGGG 

GGAAACTACCAGTTCCCTAAAACAGAAGCAGTATTAACTCCGCAAAATGGCCAAAGGTAC 

AAAATG C ATTA 

>S EQUEN CE :8994:prostate_M PM2000-004 P6_Table5 
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GGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGG 
GGTAAGGGGTGGTGATCCTGCCAAATACGCTAGGAACACTGTTAAACATACTACAATGTA 
TAA AAC AG CCTTTAC ACC ACCACC ACCACTC AGTTGT AATG ATAC AAA ATG CCCTG AG G G 
GTGAATTCACTCAATTGAGAACCATTGGATTAGAGTGTAGACTTCTGGTAATGAAATTCC 
ATCAG ATT ATG CAC A I I I I I AAAAACCTTAATATCTCAACTGTTTTGATTCTTATATCTC 
AAACTTCAATGTTCTTGTCAAGAATACCAGTAAAGCCCTTGTGGGCTTCTTATTGATAGG 
ACCTGCTTGAAATTCAAAATAGCAACATTACTTGTTTTTTCAGTGCACAAAGACCC 
>S EQ U ENCE:8995:prostate_M PM2000-004P6_Table5 

G G AGTCG ACGCGTAATACGTGTTCTG CG ACCCG G C ACC ACCGCTG G GTTCT ACG CCCCG C 

CCTCGAGAGTACTTTTAGAATCAATCACGGGTGTGAGAAGGTGACAAAGACCTACAAAAA 

TGTTTTATGTCATGGCTGCTTTACCTCCAAGCACTGCACAAGCAGGAAGAAAAGAAAACA 

GCTAAGTTGTAATCTTTCTGGCTAAGTAAACCCAACTGCAAGAACTAGTAGATTTATATT 

TGATGTGAGCAGGCATTTGAGAAAATCTCTGTCAAATAGCTAGCTCACATCACGATTCTT 

GTGACTAGG I I I I I ATTGCTAAACACGACAAAAGGATGATCTCTTAAAATGTAATATGAA 

AACTCACCAAACAAACAAGTAAAATTTACAATAAGCAACAAAAAAAACCCAACGGGATGA 

GAGAGAATATTATTTCAGGGTTGTTGTAATAGAAAAAGTCTAGTTTTCAGCATCT 

>SEQUENCE:8996:prostate_MPM2000-004P6_Table5 

GCGCGCAATTATCCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 

TACTTCTAGAATTAATTAAGGCGGGGGAGGAGGAAGAAACAATTGGCTTACTAGAGATTG 

GGAAGAAAAGAATTGGTCACATGGAATAGGGGCAACTTGATGAACAACTAGCT AGITATA 

TACAAAAGATACTTTTAAAAGATAAAAATACATTTAAAAGAATATGTAAAAATGGAAAAG 

GCAAAAAGTCGGAAGACAATTAAATAAGAATTGGATTATAAAGCGGCCGCCACCGCGGAG 

GAGCTCCAATTCGCCCTATAGCGAGCCGAATTACGCGCGCTCACTGGCCGTCGTTTTACA 

ACGTGCGAGACTGGGAAAACCCTGGCGTTACCCAACTTAATTGCCTTGCAGCACATCCCC 

CTTTCGCCAGCTGGCGTAATAGCGAAGA 

>SEQUENCE:8997:prostate_MPM2000-004P6_Table5 

GGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTTCTTCTAGAATTAATTAAGGCG 

GGTAGGCCTAGGATTGTGGGGGCAATGAATGAAGCGAACAGATTTTCGTTCATTTTGGTT 

CTCAGGGTTTGGTGGAAA I I I ! I I GTT ATG ATGTCTGTGTGG AAAG CG GCTGTGCAG ACA 

TTCAATTGTTATTATTATGTCCTACAAGCATAGAATAAAAAAAAAAAAAAAAAAAAAAAA 

GGAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAGGCGGCCGCCACCGCGGTGGAGCTCCAA 

TTCGCCCTATAGTGAGTCGTATTACGCGCGCTCACTGGCCGTGGTTTTACAACGTCGTGA 

CTGGGAAAACCCT 

>S EQ U ENCE:8998: prostate_M PM2000-004P6_Table5 

TAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAA 

GGCGGGGGGGGGTTACAAAATTACACCTTAAACTCTATTAAATAAACTACGGGGCCGGCT 

CCGAGGGGTGCTTACTTTTCCCCATAATTGTTTCCACCTGGACTCCCCACCAGAGGACTA 

GTTTTAAACATTTGAGCTGGAGAGGCTTATGGGCAATATGAAGTGGGCCAAATTCTTGCA 

ATACACCCTATTCAATTGAAAGTACAGTGTCTAAGGATAAGAATACTTCTTTAAAGACCA 

ACAATTGTTTTAATGCAATCTT 

>SEQUENCE:8999:prostate_MPM2000-004P6_Table5 

GGAACAAAAGCTGGGTACCGGGCCCCCCCTAGAGAGTACTTGTAGAATTAATTAAGGCGG 

GGTGATCAGGAATGCCTTGGAGAAGGATCAGGAGGGAATGAAGGGGCAAATCCTGCAGAT 

G AGGG AG AG AAGG AC ATTG CAG G CAAAGGG AACTGCAAATG AG AAAACTCTG AAG C AG AT 

GCATGTCTGGGATATTCCAAGAACATCAAGGATGTTAGTTGGGCTAAAATGAGTGAGAAG 

ATGCTTGGTTGAAGATGTGGAAAAAGAGTGGGAGTGACCCTCAAGGCCAGAAACAGAAAG 

TTC I I I I I CTGGGTGAGCAGGGAGCCATTGGAAGGGTCTGAAGGAGAGGAGAATGTTGTA 

ATCTGACTGGTGATTTTAGAAGATCACTCTGGCTGCTGTGTTGAGAACATGCCTTGCTGA 

AGTAAGAGAGTAAGGGAGAAAGCAGGGAGACCT 

>SEQUENCE:9000:prostate_MPM2000-004P6_Table5 

CGTCGTTTTACAACCCGGAATAAGGGGTAACCATGATGGGTGCCGGGCCCCCCCTTGAGA 

GTACTAATAGAATTAAGTAGGGCGGGGGGTACAATATAAACTCTATACACATAAAAAAGA 

TAATACAGAAATGTTATGAACAAATCCATGTCAATAAATTCATGAATTTAGATGAAATGG 

ACAAACTCCATGAAAGACAAACTACCATCGGTTACTCAAGAACAAATATATAACCTGAAT 

AGCCCTAACCTATTAAAGCAAATATAATTCATAGTTAAAAATTAGATATTTTCGAGTGAA 

GGAAATTCCAGGTCTATATGGATTCACTGATGAATGCTAGGAAACATCTAAGGAAGACGT 



Table 7 
2929/3129 



AAAACCAAACTTACAAAAATTATTCTATAGTGTGAGAATTTGATGGACCCAT 
>SEQUENCE:9001:prostate_MPM2000-004P6_Table5 

GCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 

T ACTTCT AG A ATT A ATT AA G G CG G G G T AATTTTT AA ATTC AT ATC AATC ATG G ATG AGTC 

TCGATGTGTAGGCCTTTCCATTCCATTTATTCACACTGAGTGTCCTACAATAAACTTCCG 

TATTTTTAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAACACGG 

AA AAA AAAA AAA A AAA A AA AAA AAAA AA AGG CG G CCGCC ACCG CGGGGGAG CTCCAATTC 

GCCCTATAGGGAGTCGAATTACGCGCGCTCACTGGCCGTCGTTTAACAACGTCGTGACTG 

GGAAAACCCTGGCGTTACCAAACTTAATGGCTTTGCAGCACATCCCCTTTTCTCCAGCTG 

GCGTAATAACGAAAAGGCCCGAACCGATCGCCCTTCC 

>SEQUENCE:9002:prostate_MPM2000-004P6_Table5 

GCGCGCAGCGCACTCTATACCTTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCC 

TCGAGAGTACTTCTAGAATTAATTAAGGCGGGCAGATCACGAGGTCAGGAGTTCAAGACC 

AGCCCGGCCAACATGGTGAAACCCCATCTCTACTAAAAATACAAAAATTAGTCGGGCATG 

GTGGCGGACACCTATAATCCCAGCTACTTGGGAGGCTGAGGCAGTAGAATCGCATGAACC 

CAGGAGGCAGAGGTTGCAGTGAGCCGAGATCGCGCCACTGCAGTCCAGCTTGGGTGACAG 

AGCGAGACTCTGTCTCAAAAAAAAACAACAAATCAGTTGCCTTTTACATACTGGGTCCAC 

ATAAGGACTGTGCTATAGTTAGATTGTCAACATCACATATAGTGTCCTGGTCAGGCTGCA 

ACTCTCTCCAAAGCATGCTCTTCACATGCTTTAGTTCAAAATGAGTCATTATATCTGATT 

GCTGCGTGGCAGGCTATTCTGCTAGTCCTTCCTTTCACA 

>SEQUENCE:9003:prostate_MPM2000-004P6_Table5 

TTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTA 

G AATT AATT AAG G CG GG AATTCTACCACTGGTG GTTCAGTG GTAG AATTCTCG CCTCAC A 

CGCGGGAGACCCGGGTTCAATTCCTGGTCAAGGCACGAGGAAAGAGAAAGCCAAGATCCA 

CCACCGGAAGAAGAAACAGCTCATGAGGCTACGGAAACAGGCCCTGAAGAACGTGGAGAA 

GAAAATTGACAAATACACAGAGGTCCTCAAGACCCACGGACTCCTGGTCTGAGCCCAATA 

AAGACTGTTAATTCCTCAAAAAAAAAAAATAAAAGACAAAAAAAAAAAAAGAAATACCCA 

ATATAAAATTAGAAATATGGGGAGCATCCGGTTTGAAATACAAAAAAAAAAAGGGGGCCG 

CCACCGGGGGGGACCCCCAATTCCCCCTATGGG 

>SEQUENCE:9004:prostate_MPM2000-004P6_Tabie5 

CGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTAC 

TTCTAGAATT AATT AAGGCGGGGGTTTTCTAGTTCCTTAGAGAAAT ATT AAACAGTGGAG 

AATTGAAGGTAGAGATGAATCCTTGAAGTGCATGAAACGAGCACTGATAGTTTCATAACT 

TCTCTAATTGCTAAGTAACCTGAAGTGTGTCCCAAAGGTTGCACGTTTTACTTTAAAGCT 

CATTTTGACTTTTAAAAATGTCAGTTTTCTCTGCTAAACAGACTTAGCCATTTAAGATCT 

CATAAATAGTCCTG I I I I I CAAAAAAATTATGACAGTATAGTCAGCTTATAGTCAGCTTA 

TTGTTATCAGTCTGAATTAAGAGATATACTCTTCCTTCTTTTGCTAATTATGTATTATTT 

TCTCCTTATTCTGCAGCCTGTGACTGTCATCCTGAGGGATCTCTTTCACTTCAGTGCAAA 

GATGATGGTCGCTGTGAATGCAGAGAAGGCTTTGTGGGAAATCGCTGTGACCAGTGTGAA 

G AAAACTATTTCTACAATCGGTCTTG GCCTG G CTG 

>SEQUENCE:9005:prostate_MPM2000-004P6_Table5 

AGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGA 
GTACTTCTAGAATTAATTAAGGCGGGGGCATCAGTAAACATTTTGAAAAGTTGAGTTTGA 
AACC AG GCTTT ACTAG C ATTTG AAAAG G GTGTCTG GTAG G G CAATTTG G CTTC AG G AACT 
GTTGT AAAC A A AGG C AATGTG ACACATATAAACC AGTTTG G G CTG G AACTT ACTGG ATT A 
GAAAAATTTTCTACAAGGTTTCCTCCCATTTAAAACAAAAGGGCAAAGTCGTCAGTGTAA 
CACTTA 

>SEQUENCE:9006:prostate_MPM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATT AATT AAG 

AGCGGGGCAGGAATCAAAGACAGATACTGCGACATAAGGTGCTCCGGCTCCAGCGTCTCG 

CAATGCTNTCAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 

AA A AAN GGCGCCCCCCCCCCGG G GG G A AA AAA AAACCCCCC A A AAAA AA A AAAT A A A ACC 

CCCCCCCCCGGGGGCGGTTTAAAAAAAANNNNNNNANGNTNNNGCNNAANGATANNTNGA 

NTCAAAGAAAAAAGTTGAANGAACCCGTAAATGTGTCACTGCACTCCAACAAGGGTGACA 

GAGATCTAATCTCTTAAATAAAATTAAAAAAAAAATAAAAAATACTCTTAAATAAAATTA 

AAAAAAAAAAA 
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>SEQUENCE:9007:prostate_MPM2000-004P6_Table5 

CCCAGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCG 

AGAGTACTTCTAGAATTAATTAAGGCGGGGGAAGCTCTTGGAAGTTCTACATGTAAAATC 

ACATAATTTGTGAACAGGAAAAAATTTCCTTCTTCCTGTCCAATTCTGATATCTTTTCTT 

TTTCTTGTCTAATTACTCTGACTAGAACATCCGGTACTATGGCGAATAGTAGTGGTAAAA 

GTTAACTAAGTCTCAATAGA I I I I I I I AAATAGAATAAAAAATAATAGTAAGTTAAAATA 

TAAAATGATTGTATAACACACATTCAACATACGAATATACATTTACACTGTTAATATATA 

AATACAAAATAAAGTAAAATATAAAATAATATTAGCTCGGTGCAGTGGCTCACACCTGTA 

ATCCTAACACTTTAGGAGGCAAAGACAGGAGGACTGCTTAATGCCAAGGAGTTTAAGACC 

AGCCTGGACAACATAGTGAAATCCTG 

>SEQUENCE:9008:prostate_MPM2000-004P6_Table5 

CACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAAT 
TAAGGCGGGTGATGGTGGCTATGATGGTGGGGATGATGAGGCTATTG I I I I I I GTGAATT 
CTTCGATAATGGCCCATTTGGCCAAACACAGAATCAGCAAAGAGGAGGCCATGCGCTGGT 
TCCAGCAGAAGTATGATGGGATCATCCTTCCTGGCAAATAAATTCCCGTTTCTATCCAAA 
AG AG C AATAA A AAGTTTTC AGTG AAA AAAAAA AAAAAG A A AAAAAAA AA AAAT AAATAAA 
ATAA 

>SEQUENCE:9009:prostate_MPM2000-004P6_Table5 

GCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTA 

CTTCTAGAATTAATTAAGGCGGGGAGAGGAAAGAAGGAAGGAAGGAAGGAAGGAAAAGAA 

GGGAATTAGATTATAACTCAAAACATTGAAAAAAAATCCTTGGGTCCACGTTGATATAAA 

TAAATGACTAAATAAGAACTTTCAATAATTTATATAAATCCTCTGTCTTAAAGAGATGGG 

CTGTAAGTCCCTCCTCCTTAAGTGTGGGCCATGCATAGCAACTTCCTTGCAAAGAGCACA 

GAACAGAAGTGTTGGGGGGGGGAGCGGGGTCACTTTACAGCAGAGAAGCCTGACTAACAC 

AATCTCACCCAGGTGATCAAGGTAAAAGCAGCCGTGATGATCCATCTTGATAGGATGTAC 

CCTTGGCATGATGTGATGAAAATGGCATTCTGCCTCTGTGGGCTTGCTACCACCAACACT 

TAACTCCAGACTAATGGGAAACACATTAGACAAATGTCAATGAGGGATATGCTACAAAAT 

ACCTGGCCAATATTCCTCAAAACTGTGAGGCTTACAAAAAAGAA 

>SEQUENCE:9010:prostate_MPM2000-004P6_Table5 

G CG C AG CG CG CAATTAATCCTC ACT AC AG GG AAC AA A AGCTG G GTACCG G GCCCCCCGTC 
CAGAGTACTTCTAGAATTAGATTAAGGCGGGCATGGTGGTGGGCGCCTGTAGTCCCAGCT 
ACTCAGGAGGCTGAGGCAGGAGAGTGGCGTGAACCCGGGAGGCGGAGCTTGCAGAGAGC 
C 

GAGATCGCACCACTGCACTCCCCCCTGGGCAACAGAGCGAGACTCCATCTTTT AAAAAAA 

AAAAAAAGAATTAGTGAAGATTCACCAGGGGTTGAGCTCAAGGATTGCGTGGGGGACCTG 

ACAATTCTCTAG GC AAAG GG A ATG ACCTG G ATAA AG AT AC AG AG G C AAG C A AAC ATTG CT 

AAAAATAGTATCCTTTGCAAGCTCTATTGCTTGGACCTGAGAAAATAAAATGTATAGCTT 

TATTTATTTCTGCGAGATGAGTTACCAATGGGTACTGCTATTCAAAAAAGCAAAACAGTG 

CAATTCTTTT 

>SEQUENCE:901 1 :prostate_MPM2000-004P6_Table5 

GCCAAGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTC 

GAGAGTACTTCTAGAATTAATTAAGGCGGGCGCCTGTAGTCCCAGCTACTCGGGAGACTG 

AAGCAGGAGAATGGCGTAAACCCTGGAGACAGAGCTTGCAGTGAGCCGAGATCCCACCAT 

TGCACTCCAGCCTGGGTGACAGAGCAAGACTCTGCCTCAAAAAAACAAAAAAAACAAAAA 

AAAAAACACCAGAGAAAACTCCTAAATTCACTCTGAGAAAGAAAAAGGTGAATGAGAATT 

TTCAACAAATAAAATATACAGATATTATTTTCTGAAACTCACC I I I I I ATGCTCTTTGTA 

AATATTTTCTTACCTTTCAAGCCCTACTAATAAAATGCAATTTACAGTTAAAAAACTGAG 

GTC AG CCG GG C ACAGTG G CTC AC ACCTGC AATCCC AG C ACTTTG G G AG GCCAAG GTG G G C 

AGATTACTTGAGGTCAGAATTTTGAGCTCAAACAGCCTGGTCAACATGGCAAACCCCCAT 

CTCTACTAAAAATACAAAAAGTAGCCAGGTGTGGTGGTGGGCACCTGTAGTCCCACCTAC 

TTGGGAGGC 

>SEQUENCE:9012:prostate_MPM2000-004P6_Table5 

CTGGCCGTCGTTTTACACGTTTTACACCCCGGAAAAAGAGAAACACATGATGGGTGGCGC 
GGCCCCCCCTCG AG AG AACTAATAAAATT AATTAAGGCGGGTGTTG G GTTTGTTATGG GT 
TAAAGTGCTTTTGAAATAAGTAAATTATTAGTTTGATTTTCAAAAAAAAAAAAAAAAAAA 
AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAACG 
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CCCCCCCCCCCCGGGGGGGGACCCCACCCCCCAAAAAAAGAGGTTTTTCCCCCCCCCCCC 

CG G G G G G GTTTTTT A A A A A A A 

>SEQUENCE:9013:prostate_MPM2000-004P6_Table5 

TAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAG 
AATTAATTAAGGCGGGGCGCGAAGTTAAAACTTCCAGGATCTTTGAAAGAAAAGAGAACA 
AAGCTGAAGATATCATGTGCATCAAAGTAAATTCCAGATGAAGAATGAATGTAAAATATG 
A AAT AATTC AAAG C ACTGTG G AAAC AC AG GTAG G ATTTATCTG AG CTTC AAG GTGG AG AA 
AGCCTTTTCAAGTG C AATAGTAAAAG AACCA ATC AAAAG G G AAAATAATGCATTAATT AT 
ATAAAAATGAAAAACAATGCAAAATTAAAAAGAAAAGAAAAACCAAGTAACAAATGGGAA 
ATATTTGTAATACAGCAACTAGTTAATATCCTTAATACATGAAGGGACATACATAAGGAA 
AAAAATAAATATCAATAAAATGTGCAAAAGACACAAATAGAACACTCACCAAAGTAGAAA 
TTAAA ATG G CTAAA AA 

>SEQUENCE:9014:prostate_MPM2000-004P6_Table5 

TACGCCAAGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCC 

CTCGAGAGTACTTCTAGAATTAATTAATTATCCACAAGTGTGTTGACTCAAAGCCTTTGT 

TATTAAATCTGTGCTG AATAAATGCCC ACAGG G CC AG CTAGTCAGGTTATATG GCTG CTA 

CAACTCTTTCTGTGAGTGGCCTGGTTCCCTAGCCACTCTTTCACTTTATATCGGTGTCTG 

AGTATGTTATTCATCCACCGTGCAGCCTGGGTCTGCAGGTCAGACCCCAGCATTTACTCA 

AAAAAAAAAAAAAAAAAAAAAAAAAAAGCGGCCGCCACCGCGGTGGAGCTCCAATTCGCC 

CTATAGTGAGTCGTATTACGCGCGCTCACTGGCCGTCGTTTTACAACGTCGTGACTGGGA 

AAACCCTGGCGTTACCCAACTTAATCGCCTTGCAGCACATCCCCCTTTCGCCAGCTGGCG 

TAATAGCGAAGAGGCCCGCACCGATCGCCCT 

>SEQUENCE:9015:prostate_MPM2000-004P6_Table5 

ACCCTACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAAT 

TAATTAAGGCGGGGGAGGGAAACTGATTTTTATTTGCCTGATTTAAGTGTCTGATAAACA 

AATCTTTGTTCTCTTAGGCTGCAATGGAACAACTTTACCAGGGTTTTGGCATTTCCTTTC 

CTTTTCTTTATAAAACATGCTCAGCAAACTGCACCAGTTAACTACAGTTTGGTCAATTGT 

TATGTTAACAATTATGACATCTGCAATGTTTTATCAAGCACCTCATTTAATAAAATCACT 

GTTGTGAGGACGTCTCCTTAAAACTAGTCCTGTTGGGCTAGTCTGTCCGGCA CCGGG GGG 

G ACTCTCCTCC ACCCATTG G AAG G GCTTAAA ACCG CCTCG CC ACCGTC ACCT I I I I I AAC 

ACTTACTTNTACCTACGCCTAATCTACTCCACCTCAATCACACTAC 

>SEQUENCE:9016:prostate_MPM2000-004P6_Table5 

GCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 

TACTTCTAGAATTAATTAATGCCCGTAAAGTGAAGATCTTTGTAAGTAGCACCTATTCAC 

TG ATT A ACTG CTG CTG G A AG G CCTTCCATATGCCCTGTT AAAATCATA A ACTCC TCCTG C 

CCCCAAATAAACATGATCCACATTTCTATAGCGATTATTACCTTG TTTCTT TAATA TTTT 

TATAG CG CATTCCTAAACACT ATACATTATAG CTTAG ACCTG CTG I I I I I CTAACCTTTT 

AAATTAACTTTATTAAGGAATAATTTACATACAATAAAATGTTACTCTAAGTGCT 

>SEQUENCE:9017:prostate_MPM2000-004P6_Table5 

GCGCGCATTACCCTACTCAAGCGCGCAATTAACTCCTCACTAAAGGGAACAAAAGCTGGG 

TACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGTTATGCAGTTCTCT 

AAATGACGTCATTGAAAGTACATCTCTCCCTCCAAGCACAAGCACTCAATTAGTTGAGCT 

AATAGCTCTGACAATAACACTTAAATTAAACAATGGAAAGGTAGCTAACATTTACACTGA 

CTCCAAGTATGCTTTCCTGGTTTTCCATG CTCATGCTGTCATCTG G AAG G G AAG ACATTT 

TCTTACCACTAATG G ATCTCCTGTAAAATATCACCAGG AAATTATCAG GTTATTATCTTC 

AGTTTTCCTTCCATGAGAAATAGAAGTTATGCATTTCAGGGGACATCAAAAGGGAACAGA 

TGAGGTAGCCTAAGGAAATAGACTAGATGATCAGGCCGCTAAGTCAGCAGCAAGGAAGCC 

TCAAGACATCAACACACTTCAAAACCCTCTAA 

>SEQUENCE:9018:prostate_MPM2000-004P6_Table5 

CTGGCCGTCGTTTTACACCCCGGAAAAAAGGGGAAACCATGCTGGGTGCCGGGCCCCCCC 

TCGAGAGTACTTGTAGAATTAATTAAGGCGGGCGCCTGTAGTCCCAGCTACTTGGGAGGC 

TGAGGCAGGAGAATGGTGTGAACCCAGGAGGCGGAGCTTGCAGCGAGCTGAGATCACTCC 

ACTGCACTCCAGCCTGGGTGACAGAGCGAGACTCCGTCTCAAAAAAATAAAATAAAATAA 

AATAAAATAATTTTAAAAAGTGTTGTATATATTTACATATATACACATAGATACATAAAG 

GAAAGACAGGCAGGAACCACATGCCATGCTCAAGATCTAGGGCTTTCTCTTCTAAGCAAA 

CAGTGAAGCTCCAGAGACACATTTTTAGGCAGGTAGGTGAGATCAGAGCTTCCTTCTGGA 
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AGGAAATAAGGTAGGTCAGAAGCGAGGCCCACTTTCCCTTCCCCTGGTTCACAGAGAGGT 
AACAGTACCAGCAACTACCCAATCTTTCCATCTGTAAGGATTGGACCAAGGACCCTCTCC 
TGCACCACTCTCACGCTATGGCCCAGTCCGGGCAATGCTG 
>SEQUENCE:9019:prostate_MPM2000-004P6_Table5 

TAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAG 

AATTAATTAAGGCGGGGGAGGTGTATTGAGGTCCTACATACAAACCTCACATGTGATGAT 

GGTGTAGTCCAACTTACACAAATAATGAGCTGTTATACTGGGCGTGGTGGAGCACACCTG 

TAATCCCAACTACTCGGGAGGCTGAAGCAAGAAAATCACTTGAACCCTGGAGGCAGAGGT 

TGCAATGAGCCGAGATCACGCCACTACACTCCAGCCTAGGCAACAGATCAAGACTCTGTC 

TCAAAAAAAACAAAACAAAAAGGAGGCACAAAACCCCAGGCTTCAAGTCTCTGCAGCCTG 

CTCCACATTTGGGCACAGAAGGACTCATACAGGCACTGTGTGGGCACGAGGTTTTACAGG 

GGTGGTCAGACCTCAGGCTTTAATGAATAAAGACACTACTCCC 

>SEQUENCE:9020:prostate_MPM2000-004P6_Table5 

CCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAAT 
TAATTAAAAGCTGATATTCAGGCI I I I I I I I I I I I AAGAAAAAATACCTTTCTGC I I I I I 
CTCATTTGGAGCCTGTTTCTGGGAA I I I I I I I I I I I I I CTGTTGACTGAAACCCC I I I I I 
ACATATGTTTAGTCCCTTTGTTTGCTTCTTTTCTTGTTAGTATGATGTAAAGTTTTATTG 
GCCTTCTGAAAAACTTAAAATCTCCCCAAATTGGCTTAGAGCTCTCCCATTTTCTTCTAC 
I I I I I CTTCCTTTAGCTATCTTTGATACCACATAAAGAAATCTAGAGGAGTCTTCTAATA 
TCTCTG AG ACCCTTTG AG G AACAC AGTAA AGTGTCAC AT AC ACCTTTA 
>SEQUENCE:9021:prostate_MPM2000-004P6_Table5 

CGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGT 

ACTTCTAGAATTAATTAAGGCGGGGAGGAGAAATAGAAGCAGTAAAGGAGCCTTCGAAGA 

GGTAAGCAAGTAAATACGGATGAAAACCAGAAGAGGATAATGTGCTATGAGCCCAGTGAA 

GAAGTCCTCTGGAAAATGGATCAAGTGCTTCAGAAGACTGAGAATTGAACCTTGGATTCA 

GTAAC ATG G AG GTCAGTAATG ACTTTTATG AG AAG AGTTTTG GTG G AACAGTCAGG G AAA 

AAGTAAGATACAATTGGCTTACGAGAGAATGGGAAGAAAAGAATTGGACACATAGAATAG 

GGCCAACTTGATGAACAACTAGCTAGTTATTTTCAAAAAAAAAAAAAATAAAAAAAAAAA 

TGCGGCCGCCACCGCGGTGGAGCTCCAATTCGCCCTATAGTGAGTCGTATTACGCGCGCT 

CACTGG 

>SEQUEN CE :9022:prostate_M PM2000-004 P6_Table5 

GCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 

TACTTCTAGAATTAATTAAGGCGGGGGTTATTAAAGAGGAAATTAGAGCCAGCTGATTAC 

AAACACATAATCAAAGCTTCTGAGCAGTCACAAAATGAGATAAAGGTTTCAGTGTTTTCA 

CCATAAACTGATATACTAATTCCTGTGAGTAAATGAGATCTTCAAGAAAGAGAATGTAAA 

AATTGAAGAACTTAGGACATGTTGCTCAATCTTAGGGAATAGACATTTGAAAGAAAAGGA 

ATGAACATGAGGAATGAAGGGAACAAATGAGAAACATGTGCCTGCTATCAACTT 

>SEQUENCE:9023:prostate_MPM2000-004P6_Table5 

CAGGCCGGCGTCTTTCCCTTTCAACCCTGACTAAGGG/IAACAAATGCTGGGTACCGGGCC 

CCCCCTCGAGAGTACTTCTAGAATTAATTAAGGGGGAAGGAATTGGTACAAAGTGCTAAT 

TGAGAAACACTGGCTGATAATATTTTCCAAAGCTGATGAAAAACATCACACCAGAGAATT 

CAGAACCTGTCCAAACCATAAGCAAGATAAGATGATGAAAAGCCACTTACGCCCCATACG 

ATTGCTGGAAATCAAAGACCAAGAGAAAATCTTAAAAGTTTCCAGAGATTATGGCTGACT 

TCTCAACAAACAATG GTATCATATATACAAAGTGTAAAT AAAAA ATAACTG CCAAACTAG 

AATTCTATACTCATCACAAATATTCCTTGAAAATAAATGTAAAATAAAGATG I I I I I ACA 

AAAGCACAAACTAAGAGAATTCATTACAAGCATACTAAAGAAATTCATTACCAGTCCACT 

AAAGAATATATTACCCAAGCTAAAAAAAAAACTGAAAGAAAATTCTTTGAGCAGAAGGAA 

AATTATCCTGGCTGGAAGCCC 

>SEQUENCE:9024:prostate_MPM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAG 

AG CG G G G G ACG G G ACTT AAATAAAG G C AG ACG CTGTTTTTCT A AA A AAA A AA AAA A AA A A 

AAAAAAAAAAAAAAAAACAAAAAAAAAAAAAAAAAAAAAAAAAAACTCTCCCCCCCCCCC 

GGGGGAACAAAAACCCCCCCCAAAAAAGGGAATATTTCCCCCCCCCCTTGCTTAGCATTA 

AAAAAAAAACGNAATTCTAATATCTTACCATGTTAACAGAAAATATCACCACTTACAAGA 

AAAACATGATGAAGGAAAAGATAAAAGGATTCTAAAACATGACGGAGGTTGAGATAAAGC 

TTATTCATGGAGTTAAAAATGTATTTCAAAGAAAATTGAGAAAAAGGACTACAGAGCCCC 
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GATTAATACCAATAGAAGGGCAATGCTTTTAATTAAA 
>SEQUENCE:9025:prostate_MPM2000-004P6_Table5 

GCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 

TACTTCTAGAATTAATTAAGGCGGGGGAACAGGGACGATAATATGACACCCCTAGACACT 

GTAAATTATGAACAGAGGTTACTCTAGCCTGCTTAAAGAGATTTTGGGGCAAAAACTCCG 

GCCGGCGCCGACAGTGGCTCTCCATTACACCCCTATAAGCTGTGGATTACTCGCGCTTAT 

TGTGCG ATACTTACCAACTTTAGG ACTG G G A 

>SEQUENCE:9026:prostate_MPM2000-004P6_Table5 

TG G CCGTCGTTTTAC ACCCCG G AATACAG CGTGT ACAC ATG CTGG GTAGCCG GGCCCCCC 

CTCGAGAGTACTTCTAGAATTAATTAAGGCGGGTGTGGTGGTGCATGCCTGTAATTCCAG 

CTACTCGGGAGGCTCCCGGGAGGCAGAGGTTGTGGTGAGCTGGAGATCGTGCCATTGCCC 

TGGGCAACAGGAGCAAAACTCCATCTCGAGAATAGAATATAATAGAATAGAATAGAATAG 

AATAGAATAGAATAGAATAGAATAGAATAGAATAGAATAGAATAGAATAGACTTGAGAGG 

ACAAAAAGACACTACATCTNAGGGCGCGCCCCCCCCCGGGGGGAACCCCCCCCCCCCCCT 

AAGGGGGGGG I I I I I CCCCCCC 

>SEQUENCE:9027:prostate_MPM2000-004P6_Table5 

AGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGA 

GTACTTCTAG A ATT AATTAAGGCG G GAG I I I I I I CCTAAAATTGTAATATAACTTAGTGA 

TTTAGATCCCAAACTCTAGAGTCAGATAGGTCCAGGTTCCAATTCTAGCTTAGCCTCTGC 

CTAGTTGTATGACCATTAGCCTCAGTCTCTTAATCTGTAAAATGGGGACAATAATGGTAC 

CTTTCTCATAAGGAAAATTAATCCAGGTTTATGAAATAGCCAGGACAAGTAAGCAGCCAA 

GAGATGTTAGCTATTATTATTATCTTATGATTATGCAATTCTTGTTCCCTGATCTATTTG 

TCATCCACTTTCAGACTTCCTTGTGGATGAGAAGTTTGGACTAATCTCTATACTCTTTCT 

CCCCCAGCCTCCTTTGAAAAAGGCACATTCTCAGCTGGGTGTGGTGGCTCACGCCTGTAA 

TCCCAGCACTTTCCGAGGCCGAGGCAAGCGGATGACAAG 

>SEQUENCE:9028:prostate_MPM2000-004P6_Table5 

CGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGT 

ACTTCTAG AATT AATTAAG G CG G G AGCGG CTATTTTTCCTAA ATG AG AATTGTTAC ATTG 

CAAATTGTTGAATAAAATATTTTGCGCTCCTTCAAAAAAAAAAAAAAAAAAAAAAAAAAA 

AA AAAAA AAAA AAA A A A A AAA AAAAAAA AAAAAAA A AA A AA A AAA AAA AAAAAG G CG GCC 

GCCACCGGGGGGGAGCTCCAATTCCCCCTATAGGGAGTCGAATTACCCCCCCTAACTGGC 

CGTCGTTTAACAACGTCTTGACTGGAAAAACCCTGGCGTAACCAAACTAAATCGCCTTGC 

AGAACATCCCCTTTTCGCCAGTTGGCGTAAAAGCAAAAAGGCCCGCACCGATCGCCCTTC 

CAAACAGTTGCCCAGCCTGAATGGCAAATGGAAATT 

>SEQUENCE:9029:prostate_M PM2000-004 P6_Table5 

CAAGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGA 

GAGTACTTCTAGAATTAATTAAGGCGGGTGGATCACAAGGTCAAGAGATCGAGACCATCC 

TGGCCAACATAGTGAAACCCCATCTCTACTAAAAATACAAAAATTAGCTGGGGGTGGTGG 

TGCGTGCCTGTAGTCCCAGCTACTGGGGAGGCTGAGGCCGGAAAATCGCTTGAACCTGGG 

AAGCAGAGGTTGCAGTGAACCGAGATGGCGCCACTGCACTCTAGCCTGGTGACAGAGCGA 

GACTGTCTCAAAAAAAAAAAAAAAAAAAAAAAAAGCGGCCGCCACCGCGGTGGAGCTCCA 

ATTCGCCCTATAGTGAGTCGTATTACGCGCGCTCACTGGCCGTCGTTTTACAACGTCGTG 

ACTGGGAAAACCCTGGC 

>SEQUENCE:9030:prostate_MPM2000-004P6_Table5 

TGGCCGTCGTTTTCACCCGGAAAAAGGGTGAACCATGTTGGTGCCGGGCCCCTTCCTCGA 

GAGAACTTGTAGAATTAATTAAGGCGGGAGGGGGGGGTTTGTTTAAAATAGTAAATCAGT 

AAGTCACTTCTAAATTTAAAGAAAACAAAATTGGAGTTGAAGAATAAGTAGGTTTCCAAT 

TGGCTATTGCCGTTTTCTTTGAAAAAATAAACATTTTTTAAAAAACCCNNNNAAAAAAAA 

AAAAAAAAAAAAAANCGGCCCCCCCCCCCGGGGGGGCCCCCATTCCCCCCTTAAGGGGGT 

I I I I I 1 CCCCCCCCCTTGGGGCCC I I I I I 

>SEQUENCE:9031:prostate_MPM2000-004P6_Table5 

AGGCGGGAGGGAATGTTCGGGAAGGGGGGGATTTTTAGGCAAGCGGNGGNGGGAGCACC 
A 

NNGGAAGGNGGAAAAAACGGAGAGCAAAGAGCAAAAGGGNGCAAACCCGGGCCNAAAAAA 
AAAAAAAAAAAAAAAAAAAAAAGCGGCCGCCACCGCGGGGGAGCCCCAAANCGCCCCAGA 
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GGGAGGCGAATAACGCGCGCCCACGGGCCGGCGGNNAACAACGGCGGGACGGGGAAAA 
CC 

CCGGCCGGACCCAACCAAANCGCCGGGCAGCACAACCCCCATNCGCCAGCGGGGGGAAA 
A 

GCGAAGAGGCCCGCACCGAACGCCCCNCCCAAC 
>SEQUENCE:9032:prostate_MPM2000-004P6_Table5 

AAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGG 

CGGTCTTCACCCTGTTAGCCAGGATGGTCTCGATCTCCTGGCCTTGTGATCCGCCCGCTT 

CTGCCTCCCAAAGTGCTGGGATTACAGGCGTGAGCCGCTGCGCCCAGCCTCTAAAGCTTT 

TTGATAAACTTTCACTCACTCCTGCTCTGGGTGGGGGAGAAAGAGTGTTTAAAAGCAGAT 

TGTGCTCTGTTTTCTAAAAATCTTAGCCTGTGATCTTCCAGTATAGAAACTTAAATAATC 

TCTTACATGATATAAAATATATTAAATATTCTGAAAAAGTAATCTTTGTTCAACAAAAGA 

AAGTCCCATCAGGCAAACTTGAAATATTTAATCTACATAAACACCATCTACATAGCGCTT 

TAATATCTTAACTTGGAAACTGAAAGATGCTGAAAATAGTTTCGTTAGGGACTTAGATAT 

GTGAAAT 

>SEQUENCE:9033:prostate_MPM2000-004P6_Table5 

AGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGC 

GGGGGGTCACCATTTTGGTCAGGCTGATCTCGAACTCCTGACCTCAAGTGATCCACCCAC 

CTCTGCCTCCCAAGGTACTGGGAGCCACCATGTGTGGCCCACTGCAGGGTTTTGAGCACA 

GAAATAAAACATTGGTTTTATGGTATCTTTAGATTTTAAGTATTATTTCTGTCTCCATTA 

TGTTTTAGCCTC I I I I I I GACTCATGAGCAAGTAATCAAAATGATTCAGTATTCTATGAA 

ATGTACTACTAGTGAAAAGTATCTCATAGATAATTTAAGCTCAAATCCCCACTAATTTAC 

TTTATGTGGGTAGAATACTAAAAACAGATAATATTGTTTCTGTTAAATTCAATCATGTGA 

CTCACAGAAATG 

>SEQUENCE:9034:prostate_MPM2000-004P6_Table5 

AAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGAGCAG 

GTGACTTATGCATGTTGCATCCTATTATTTAACAAAGACCCTCGGGTTGAGTCACGTAAA 

G C AAAACT ACTTCTC ATTATTTCCTG GTTTTATG AAAG G GT AGCCCTATTTTGC AGTATT 

ACACTAAATTATAAATGAAAAACTTATTCTTACTATCATACAGTGATAACTTACACAATA 

ACTATTCCAATCACCCTACTGATCAGGTGAAATTAAGCAGTCTTTTGGGACCAAAGCTCC 

CTAACTTTTAGCTATGAATATATCGAAAAAAAAAAAGCTGGGG 

>SEQUENCE:9035:prostate_MPM2000-004P6_Table5 

GCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACT 

TCT AG AATT AATTA AG G CG G GG AC ATTACTAC AAACCTT AC AG A AATG AA AAG G ATT AT A 

AGAAAACACCATGAGGAGGGTGAAGCAAGATGGCTGAATAGATGCTTTCACCGATTGTTC 

CCCTGCTAACCTTGCAGGAACACCAATTTAACAACCATCTACACACACAAAAAAGCACCT 

ACATAAGAACCAAAAATCAGGTAAGCAATCACAGTACCTGGTTTTAACTTCATATAGCTG 

AAAAAGGCATTGAAGACGGTAGGAAAGACAGACTTGAATTGCTGACGCCGCCCCTTCCCC 

ACTCCTTCAG CAG CGGCCATG AG ATACAG AG CATCTGTGCTCTTG AGGG AGG G AG AG CAC 

AGCGATTGTGGTACTTTGCATTCAACTCAGTGCTGCTCTGTCACAGTGGGAAACAAAACT 

GGACTAAACTCAGCCAATGCCCATCCATGGAGGCAGCATTTAGATCAGCCCTAGTCAGAG 

GGGAATCGCCCATCCCAGTGGTTAGAACTTGAGTTTTGGCAAAACTTTTTACCACGGAAA 

AG GTG CTCTG G G GTTCTAAAT 

>SEQUENCE:9036:prostate_MPM2000-004P6_Table5 

CTGGCCGTCGTTTTACACCCGGGAACAAGATATAACCATGATTCTGGGCGGTGGTTTTCC 

CCAAAGAAAAGGAAAAAAACATTAATGTTGGGCATGGGTGTCTCTCTTGCACATGAATAA 

ATTGAGAAATCTCATAGATTATAATTATTTTCCCAAACCGTAACAATCATTGTAGAGATA 

CAAATAATTTATTCTTACTTTTAGAAAGTAGATACTATGATCAATTAGTCATGCAGAGTG 

ATCTCTTGATATGTCAACATGTTGAGTTAAAAGTTTGAGAAGAGATACTTTAGAAAGTAG 

TAGACCCACTCCTCTTGTCTCATTTCCCTTCCTATAATTTAGTGGTAGTACATTTATGAA 

TCCAACCCTGTATGTTTGCAAACCCTGAGGTAGACAATTTGGCAGTGAATTTCTATAGTA 

CAATAAAGTTCAAATTGCCATTTGAGACCCTGGCAGCCTTTAATTTACCATTCCTTTAAA 

AATAACTG GGGCATTTTTC 

>SEQUENCE:9037:prostate_MPM2000-004P6_Table5 

GCCAAGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTC 
GAGAGTACTTCT AG AATT AATT AAGGCGGGCATTCAGGAAATTGCTATCAT AAG ATGGAA 
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GAAATAACTTACACACGGGTAATTTATATTATGGAAAGGTGAAACTGCCCCTTGAGATAA 

CCTGAAAGGCAGATCATCTACCCTTTACTAAAGAAAAAGACAGAAAAACAAAATATTTTG 

TAGTTGCTGTTCACTGCACTTGACAAAACGTACAGAAGAGATGAACTCAGAAAAGACTGG 

TCAGTTTGCAGGCAAAAATGAAAAGGAAGAGAATTCAAATTCAAGTACTTACTGGGTAGG 

ATGAGGCAACATTTTAATATCAAAAAGAAAGATAAAAATGGGAAATCCTTTTAAAAATAA 

ATAAAAAGAGAAATCCTTTAGCCAAAAGGTTGATTAAAAGCCAGTTTTGCCGCCGGGTGC 

AGAGGCTCACACGTATAACACCAACATTTTGGGAGCCCGAGGCGGGCGGACTGCTTGAGT 

CCAGGAGTTCGAGACTAGCCTGGGGAATACAGCAAGACCCTGCCTCCACATAAAAATACA 

AAAATTAGCTGGGTGTACTC 

>S EQ U E NCE:9038:prostate_M PM2000-004 P6_Table5 

CTGGCCGTCGTTTTACACCCGGGAACAAGCTATAACCATGATGTCTGGCCCGCGCGCTTT 

TCTCATAAAGAAAAAAAAAAAAACTTTATTGCTGGCCTCCCGTTTAGATCTCTTTACCTG 

ACTTGGAGGTGAAAAGTCCTATCTGAGAAAATGTTTGCAGTGACCCCTAGTCTGGGGTAC 

ACAGACCAGTGTTCCTTATTGACAGTGTTCAATAAGGCCCCGTCATTCTCGCCAGTCTGT 

TGTTGTTCTTAATGGGCTCCTCCTTGAAATGTGTGTGTGTTTGTGTCAAGAGGAGTTGTG 

TTCTTTGTAAATAAAGGTGAAAAAAAAAAAAAAANAAAAAAAAAANCGCGCCCCCCCCCC 

GGGGGGGCCCCCAATTCCCCT 

>SEQUENCE:9039:prostate_MPM2000-004P6_Table5 

GCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 

TACTTCTAGAATTAATTAAGGCGGGGGAATTTATCCTCACAAATTGGTGTTCTAAATGTC 

TTAAGAACCTAATTAAATAGCTGACTACAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 

AAAAAACAACAAAAAAAAAAAAAAAAAAAAAAAAGGCGGCCGCCACCGCGGGGGAGCTCC 

AATTCGCCCTATAGGGAGTCGAATAACGCGCGCTCACTGGCCGTCGTTTAACAACGTCGG 

GACTGGAAAAACCCTGGCGTTACCCAACTAAATCGCCTGGCAGAACATCCCCCTTTCGCC 

AGCTGGCGTAATAGCAAAAAGGCCCGCACCGATCGCCCTTCCAA 

>SEQUENCE:9040:prostate_MPM2000-004P6_Table5 

CTGGCCGTCGTTTTACACCCCGAAACACAGATATAACCATGATTATTGGCGGTCCTTTCC 

CCCAAAGAAAAAATAAAATAAATTATTGCGGGTGCCCGGGATGCTTTAAAAACACCAACG 

GATCTTTAACCATGCACAAACGGTAGTTTTGTGTGTTGGCTGCTCCACTGTCCTCTGCCA 

GCCTACAGGAGGAAAAGCATGGCTTACAGAAGGATGTTCCTTCAGGAGGAAGCAGCACTA 

AAAGCACTCTGAGTCAAGATGAGTGGGAAACCATCTCAATAAACACATTTTGGATAAAAA 

AAAAAAACAAAAAAAAACCAAACCAAAAAAAATAAAAAAAAAAAAAAACACAAAAAAAAA 

AAAAAATNGCCCTTTTGGCGGCCCCCCCCGGGGGGCC 

>SEQUENCE:9042:prostate_MPM2000-004P6_Table5 

CCCTACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATT 

AATTAATAGATATAATTGATTACTGGTCAGAATAGCAAAAAGAACTAGAAAACTTGAACA 

ACACTAAATACCAAGTATACTTCACCAGATATCTATAGAACATTCCACTCAGCAACAGCA 

GAATCCAGCAGAATATATATTCTTCTGAAGTGTATGTGGAACATTCTCCGGGATAGACCA 

TATGTTAAGTCATAAAACGAGTTTCAATAAATTTAAAAGGACTGAGATCATACCAAGTAT 

GCTCTCTGACCAGAATGGAATGAAATTAGAAATCAATAACAGAAGAAAATTTGGGAAATT 

CACAAATATGTAGAAATTAAAAAACACACTCCTTAAACAACCAGTGGGTCAGAAAAGAAA 

TCACAAGGGAAACTAGAAAATACTTTGAGCTGAATGAAAATGAAAATGTAATATACCAAA 

ACTTATTGAATGCAG 

>SEQUENCE:9043:prostate_MPM2000-004P6_Table5 

GCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 

TACTTCTAGAATTAATTAAGGCGGGAGGAGGGAGAAGATCAGGAAAGATAACTGATGAGT 

ACTACGCTTAACACCTGAGTGATGAAATAACTGATACAACAAACCTACATGACACAAGTT 

TTCCTATGCAACAAACCTGCACTTTTATCCCTGAACTTAAAAGCTAATAAAAAAAAAAAA 

AAAAAAAATTCCCCCCCCCCCTG I I I I I I AT AAG GTTTTTGTT AAAA A AAA AG GCTTTAA 

AA A A ATTTG G G AAATTTTTA AA A AATT A ATG G G CG G GG ACCTTTTA ATTATTG CCTAAAA 

AAAAC I I 1 I I I AATT AAA A AA A ATT AAAG GT I I I I I G I I I I I AG AAACCCTTAACAG CGT 

TTTAATTTTTAAATTCTTCAAAAAAAAAAAAAAAAAAAAAAAAAAAACCCCCCCCCCCCC 

GGGGGGGCCCCCAAATCCCCCT 

>SEQUENCE:9044:prostate_MPM2000-004P6_Table5 

AGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGC 
GGGGGGGGTGTGGCTGAAAACCATATAGAGTGAGAAATACAGGCAGTAAGATTCTCAGAG 
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CCATGTTTGCGTATCTACATTGCCTGTACTTTATGGAATTCTGGTTCTTGGTGATATTTG 

GAGTTCAGATAGTGGATTTATAGTGGGAAGAGGATTTTGAATATAGAGATAGTAGAACTA 

GG G AATG ATTTTTTAAA AATAA A AG GT AAAG A AC AG AATAG G CCG G G TG CAGTG G CTCAT 

GCCTATAATCCCAGTGCTTTGGGAGGCCCAAGAGGGGGAATTGCTTGAGGCCAGGAGTTT 

GAGACAGCCTGGCCAACATAAAGAGACCCCATCTCTACAAAAGTTAAAATTT 

>SEQUENCE:9045:prostate_MPM2000-004P6_Table5 

ACTGGCCGTCGTTTTACACCCCGGAACAAGCGTGTAACCATGATGGGGGGCGCGCCCTTT 

CTCGAGAGTACATAATAGAATTAATTAAGGCGGGAAAATGGGAAGTCCCTCTGCCTAAAG 

TACGTGCCCAGGGAGAAACAGAAGTATTAAAAGTTATTCGAACAGGAAAGAGAAAGAAGA 

AGGCATGGAAGAGAAATTAGAAGATAAAAACATACTTTTAGAAGAAAAAAGATAAATTTA 

AACCTGAAAAGTAGGAAGCAGAAAAAAAAAAAAAAAAAAAAAAAAAGGGGGGGCCCCCCC 

CGGGGGGGGCCCCAATTCCCCCTTTTGGGGGGTT I I I I I ACCCCCCCTCAGGGGGGGTTT 

TTT 

>SEQUENCE:9046:prostate_MPM2000-004P6_Table5 

CGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTAC 

TTCTAG AATTAATTAAGGCGGG G ATGTC AAGTTCATTTATGTG ACTCTTTG G CTCAACTT 

ACATAATCTTTGTTTTGATATCACAGTTGTCTAATTATTTTACTTTGTAGCTTAAGGCAG 

GCTGAATTGTTGATAAAATGGAAAAAGTAGTATATTGTTATATAAGCTTCTGAGGTGTGT 

TTTGTTGTATAAGCCCTGGAGGTTAAAAAGTCATCCCTTATGTATAGTAGTTAAAGGCAT 

AAAACTGTGACTTTTAGATATTCCACAGAACCAGACTTATTTGATGTGGATAATAACCAA 

TGATTTAGCATTTTGTTTGCTTTTGTTTTATTTTATCCGGGTTCA I I I I I IACTCTTCCC 

ATGTACATGAAACAGGTGGTGGCGTGTAGAGATCAGCTGATCCTTGTTTTATGGTTAATT 

GAACTACTTTGTATCCAGGGTTTCTGCAAATCCAAAAGTGA I I I I I CATCTAGGATCTAT 

TCCTAACAGTCTACTCCAATCCCACTTTAGTTTTCCACAATTTTAAATCTTAATAGTGAG 

AATTCAAATGAAAGTCATTTCATTTGACTATTCTGATGACATGATTGTGGCAGAATAAAT 

TGGGTCTTAAAATGCCCCTAAAAATGGT 

>S EQ U ENC E:9047:prostate_M PM2000-004 P6_Table5 

GGCAGATCACCTGAGGTCAGGAGTTCGAGACCAGTCTGGCTAACATGGCTGAAACCCCAT 
CTCTACTAAAAATACAAAAATTAGCCAGGTGAGGTGGTGCATGCCTGTAGTCCTAGCTAC 
TTGGGAGGCTGAAGTAGGAGAATCACTTGAATCCAGGAGAGGGAGGTTGTGGTGAGCCAA 
GATCACACCACTGTGCTCCAGCCTGGGCGACAGAGCGAGACTCTGTCAAAAAAAAAAAAA 
AAAATTGTTTGGAAACCTCCTTGGGGAAA I [Mill I AACAG 1 MM I AAGGGGACCCCC 
TAAATTTGCCCCCCAAATTTTAAAAA I I I I I AAGTCTTCATTCC I I t I I CCGGGGGGTTT 
TACCTTTTG G CCCT AAAAATTTTTCCAAAAAAAAAAA AA AAAA A AAA 
>SEQUENCE:9048:prostate_MPM2000-004P6_Table5 

AGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGA 

GTACTTCTAGAATTAATTAAGGCGGGGGAGGGGAGCTGGTTTCCTGGTGAACTTTCTAAA 

AGGAAAAATAATTTTAAGTCAAGAAAAAAGAAAAAAAAGGAAGACTAAACAGAAACCAGA 

ACTGAAACATTCACCTGGTAGCATATGACACATGCACGCACACACATACACGCACAAGCG 

CCAGTGCGCACGTGTACACAGAAAAACAAAAGGACAAGCTTTCTGTGAAACAAAATATTT 

ACTTAGGGATAATGTGGGGATTCACATGAATTAAATAGCTGCAATTGGGAAAAGAGTTTC 

AAATAGAAAATGAAAAACAAGCTAAGACAAGTATTGGAGAAGTATAGAAGAATAGAAAAA 

TAT AAAG CC A AAA ATTG G AT AAA AT A ACT ACCG GGGCCCCCCCCGGGGG 

>SEQUENCE:9049:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGCGGGAGAATCGATTGAACCCGGGAGGCAGAGGTTGCAGTGAGCAGAGATCGAGCCAC 

TGCACTCCAGCCTGGGTGACAGAACGAGACTCAATCTCAAAAAAAAAAAAAAAAATGTTA 

TTTCCAGGCTGGCCCGGGGGCTTACCCCTTTAATCCCAACCCTTTGGGGGGCCCAGGCAG 

GGGGATTACAAAGTCAGGAATTTAAAACCCGCCTGACCAACATTTTGAAACCCAGCCTTT 

TCTTA A AA AA AAA A A AAAATCTTTT A AAG GCGG G CCCCCCCCGGGGG 

>SEQUENCE:9050:prostate_MPM2000-004P6_Table5 

TAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAA 

GGCGGGAGATGAGTACCACTGTTAGAAGATACCTTATGCCTCTGTCCTCATTAGGATTCC 

TATGATCATCCTCTAGATACCACATATAGGCCCATTCCTGCATTTGAGATAGGGTTGGAA 

TATAGTACTCTACATGATGAATGTGGAAGCTTTGCGTTTGGTATTAAACCTGTTAGAT 

>SEQUENCE:9051:prostate_MPM2000-004P6_Table5 
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AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAG 

GCGGGTGATGGTGGCTATGATGGTGGGGATGATGAGGCTATTG I 1 I I I I GCGTAATGCTA 

CACACCTAACTTATGGAGCCAAAAAATCATGTACAAATGCTTGCTGCTGATTTAAACACA 

CTTTTGGAACATTACAGATAAATTTAAACCTGAAAAGTATGAAGCAGAAGAAAAAAGACC 

AGCTAGGAAACAAAAAGCTAAGGGCATAATGTTCAAACTTACAAGAAAATT 

>SEQUENCE:9052:prostate_MPM2000-004P6_Table5 

CGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGT 

ACTTCTAGAATTAATTAAGGCGGGGAAAAATACTATTTGGATAGCTATTCACTAAAGAAC 

AACTCGGGTAAGCTGCATGGTACTCTTGCTTGCTATCAGGATGGGGGTAATCTTTTAGAT 

ATTAGTTATTTTACTCTGTTACATTGCTAACAGGGTAAAACAGGTTAACCATTATTTATG 

TAGAAAATATAGAATGTGAGAAAATAAATAACACAATGAGAAATACAAAGACTAAACAAA 

CATTAAATAAAAAATACCAAACACATGCATAAAGATACAAACTCATACAGTAATACTCAT 

CCTTGAAATAATCT 

>SEQUENCE:9053:prostate_MPM2000-004P6_Table5 

G CGCGC AATT AACCCTCACTAA AG G G AAC AAAAG CTG GGT ACCGG G CCCCCCCTCG AG AG 

TACTTCTAGAATTAATTAAGGCAGGAAGTGTCTCTAAGATATTGTAGCCAATCCATAGAT 

CTTGAACTCCACTTTCTATTTAAAGCATACACACACATGCATGCATGCGTGTTCTCTCTC 

TCTCTCTCCCCCCCCACCAACCTTTCACTCTCTCTAGGATTGGCAGAAGATGGTGCGGCA 

AGAAGCATAGGAATTGTCTCCCCATCTAGACAACAATTACACTGGCAGAATAGGTCTTAC 

ATAATTATTTTGGAACTCTGATGTCTATTGAAGGCTTACGACTAAGAATGCTTGGATGGT 

CAATGAGGGTTAATTCTGGTCAATGTCAGCTCTTTACACAGTAACAACTACTCATTTCCC 

ACACCCAGTCCTATGGCAGGCAGCTCTTCTTGTGTTCATACAGAAACTTGCATACAGCTT 

ATAG G AGCC AAG ATG G G C AAAAAG 

>SEQUENCE:9054:prostate_MPM2000-004P6_Table5 

CGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGT 
ACTTCTAG AATTAATT AAG G CGGGTGG ATCACAAG GTCAG G AG ATCAAG ACC ATCCTG G C 
TAAC AC AGTG AAACCCTGTCTCTACT A AAA A ATAC AA AAA AAAA ATTAG CCG G G CGTG GT 
GGCGGGCGCCTGTAGTCCCAGCTACTCGGGAGGCTGAGGCAGGAGAATGGCGTGAACCC 
G 

GGAGGCGGAGCTTGCAGTGAGCCCAGATCGCACCACTGCACTCCAGCCTGGGTGACAGAG 

CGAGACTCTGTCTCAAAAAAAAAAAAAAAAAATTAAAAAATTAAAATAAAAAAATAAATG 

CTACAGGTGACCAATAAAGGCTGCAATAATAAGGGAAATGTTTATAAATAAGTAGATATT 

TAAGTCAGGCCTTGAAGCACCATTTCTCAAAAGTACTATTTCTCAAAGTGGAATGTGGTG 

TAGCAATCACATGAGTACTTGTC 

>SEQUENCE:9055:prostate_MPM2000-004P6_Table5 

CTGGCCGTCGTTTTACACCCCGGAACACAGAAATAACTATGATTATGGCCGGTGGTTTTC 

CTTCAAGAAAAAGAAAAAACCTTTATTGCTGGCCGCGGGGGTTCATGCCAGAAAAAAAAA 

AACTTTGGGAGGCCGAGGTGGGCGGATCACAAGCTCAGGAGTTCAAGACCAGCCTGACTA 

ACATGCATAGGACAGATGTGGTTGGATGTAACTTTGGAGATTCAGTTACAAAAAGACTGC 

AGCTTTGCTCACTCTGAGAGAAGGCAGCATCCATGTCTTGAGGACACTCAGGCAGCCTGG 

GACAGGCTTGGGGAGGACCCAGGACTGTGTGGGTTTCTTACCTGCCTGAGCCACCTCAGG 

GAATCTTCCAGCCTAATGCAGGCATTTCTGCACCTTTGGGGTCATGCTTTGTAGCAATGT 

CTCCCTTG CG ACCTCG CAATAAATTGGG CCCCACG GGG GTG ATTTTG ACAGTC A 

>SEQUENCE:9056:prostate_MPM2000-004P6_Table5 

CTG G CCGTCGTTTTACACCCCGG AACAC AG CG GT ACACATG ATGGTGG G CGCGCCTTTTC 
TCGAGAGAACTAGTAGAATACTTTAGGCGGGCGCCTGTGGTCCCAGCTACTCGGGAGGCT 
GAGGCAGGAGAATGCCGTGAACCCGGGAGGCAGAGCTTGCAGTGAGCCAAGATCGCGCC 
A 

CTGCCCTCCAGGCTAGGCGAGAATGCGAGACTCCGTCTCAAAAAAACAAACAAAAAAGCT 

ATTGGTGATCTAAAGATCTAAAGAAACAACATTCCAGTAGCAATGAGCACTTCCAGTACC 

CCAGATCCTGGTTTTCAATATCATTCTCTACTAAAAGGAACCAGGGCCCCCTTGGAGACA 

TGGCTGCTTCTAGGACGAAGGGCAGAAATACACAAGATAGGCCTGCAGCATTTTGTGTTG 

CCACAAAGTTTAAGGAACTGCTTCGAAAAAAAAAAAAAATAAAAAAAAAAANGGGGGGGC 

CCCCCCCGGGGG 

>SEQUENCE:9057:prostate_MPM2000-004P6_Table5 

CTGGCCGTCGTTTTACACCCCGGAACAAGAGTATAACCATGATGAGTGGCGCGCCCTTCC 
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TCCAAAGAAAAAATAAAATTAATTAAGGCGGGGGGATCCTTTGAGGTCAAGAGTTTAAAA 

CCAAACTGACCAACATGGTGAAACCCTGTCTCTACTAAAAATACAAAAAAATGAGCCAGG 

CATGGTGGCACATGCCTGTAATCCCAGCCACTCAAGAGGCTGAGGCACGAGAATTGCTTG 

AACCCAGGAGGCAGAGACTGCAGTCAGCCTAAATCACGCCACTGCATTCCAGCCTGGGTA 

ACAGACTGACAGCCTGTCTCAAAAAAAAAAAAAATTTAGCAGGGCCTGGGGACACACCCT 

GGTATTCCCATCTATTCAGAAGGCTAAGGCAGGAAAATCCCTTGAACCTGGAAACCCCAT 

GTTTCTTTAACCAAAAATTGACCCGTTGAACTCCTTAATCCGGGGCAACAAAGTGAAACT 

CTGCCTCCNAAAAAAAAAAAAAAAAAAAAANNNGGGGCCCCCCCCCCGGGGGGAACCCCC 

AATCCCCCCTAAAGGGGG I I I I I I CCCCCCCC 

>SEQUENCE:9058:prostate_MPM2000-004P6_Table5 

CCTCACTAAAG G G A ACAA A AG CTG G GTACCG G G CCCCCCCTCG AGTAGTACTTCT AG A AT 

TAATTAAGGCGGGAAGGACAGCTTGAGACACTTAATTCTCCAAGTGAGGTGTCAGTGCAG 

TTCCCAAAGCAACCCCAGCCTTGTCACCATGCCTGCCAATACCTCAGCTAGCAGAATTCG 

TCGAAAAGCATTGGCAATGGCTGCGTCAATTCCCACCATGTCAAACTCCAGTGAGTTTTC 

ATCCATGTGT ACT ACATCCACACG G AAATTCTAG AG G G AC AG G AAAAA AACATTT AAGTG 

AAATCTGCTCTCTGTGTAATATCTCTTCATACCTCCCCCTTAAATAATTCCCTCAAGTAT 

TATCCTCTCATCCAAAAACCTCCCTTTGCCCAAATGTCTCTTATTAAATATTCTATCTCG 

CCCAGTGTTTTAAAAAA 

>SEQUENCE:9059:prostate_MPM2000-004P6_Table5 

CTGGCCGTCGTTTTACACCGGGACTCGCGGTTAGCCCTAAATAAAGGGAACAAAAGCTGG 

GTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGAAAAAAAAGACTC 

ATTATGAACACAGGAACACCAGTTAGAATAACAACTGACTTCTCATTAGTAACAATAGAG 

GCAAGAAGGCGGTGAGAGCATATATTCTAAGTGCTGAAAGTGGAAAAACTGTCAACCAAG 

AATCTCCTATCCATCAAAATTACTATGCATGATCAAGGCTAAGTAAAGACTTTCTCAGAT 

GAACAAAAACTAACAGAATTCACCCAACCTGACTTATAAGAAATAATAGACATACTAAAG 

GATGTTCTTAAAGCTGAAACAGGTACCATCGAATAATAATTTGAATAACATGTAAAAATT 

ACAG AAGAGAGTGTAATTGAATA I I I I I ATACATTCTTTTCTTGACTGATTTTAACAGAA 

AGTATACGAACTGTTTATACA 

>SEQUENCE:9060:prostate_MPM2000-004P6_Table5 

GAA AAAAA AAAAAA ATT AAG GCGGGTGCG CTGTGTTCCC AG CT ACTAA AG AG G CTG AG G C 

AGGAGAATCGCTCGAACCCAGGAGGCTGAGGTTGCAGTAAGCTGAGACCATGCCATTGCA 

CTCCAGCCTGGGCAACAAGAATGAAACTGTGTCACACACACACACACACACAACGTCNTA 

TAAAAAAAAAAAAAAAAAAAAAAAAGAAGGTGATTGTGGGTG I I i I I I I AAAAAAAAAAA 

AAAAAAAAAAAAAGCCCCCCCCCCCCCGGGGGGGCCCCCCCCCCCACCATATAGGGGGGA 

ATCTCCCCCCCCCCCCGGGGGG I I I I I I AAAAAAA 

>SEQU E NC E:9061 :prostate_M PM2000-004 P6_Table5 

CAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTT 

CTAGAATTAATTAAGGCGGGGAAAAACACCTTATAAAACCATCAGATCTTTTGAAAACTC 

ACTAACTATCATGAGAACAGCATAGAGGTAACTGCCCCCATGATTCAATTACCTCCCACC 

GGATCCCTCCTGTGACATGTGGGGATTATGGGAACTACAGTTCAAAATGAGATTTGAGTG 

GGGACACTGCCAAACCATGTCACTATCTTTGTTAACTTTTCTCTAAACCTAAATCTATTT 

TAAAGTAGA I I I I I AG GAG AC ACAC ATG G CTTTG G AGTTCTCTGCCTTT AGCCCTCTC AT 

GACATTAGAGATTCACTGAATATTTCTGACCTCAAGCTCCTACTTTATCAAANAAAAAAA 

AAAAA AAAAAAAAAAAAAGCGGCCGCCACCGCGGTGGAGCTCCAATTCGCCCT AT AGT 

>SEQUENCE:9062:prostate_MPM2000-004P6_Table5 

CG CC A AG CG CG CA ATT AACCCTCACT AAAG G G AACA A AAGCTG GGTACCG GGCCCCCCCT 

CGAGAGTACTTCTAGAATTAATTAAGGCGGGCTAATTTAACTAGTCACTCACAGATGACT 

TTTCTTTAATAAAGTCCCTTTTCCTAAAAAAAAAAAAAAAAAAAAAAAAATTAAAAAAAA 

AAAAAAAAAGAAAAAAAAAAGCGGCCGCCACCGCGGTGGAGCTCCAATATCGCCCTATAG 

TGAGTCATATTACGCGCGCTCACTGGCCGTAGTTTTACAACGTCATGACTGGGAAAACCC 

TG G CGTT ACCC AACTT AATCG CCTTG C AG CAC ATCCCCCTTTCGCC AG CTG G CGT AAT AG 

CGAAGAGGCCCGCACCGATCGCCCTTACCAACAGTAGCACAGCCTGAATGGCGAATGGAA 

ATTGTAAGCGTTAATATTTTGTTAAAATACGCGTTAAA I I I I I GTT A AATC AG CTC ATTT 

TTTAACCAATAGGCCGAAATCGGCAAAATC 

>SEQUENCE:9063:prostate_MPM2000-004P6_Table5 

CTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGAAGAAATTA 
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GGAACTGCAGTACATCATCACCCCAGGTGTAAGAGTTATTTCTCTCCCAGTGCAGAAAGG 
GGAGTGTGGCCCCTGGCTGTACCTGAGCTTCCTCTTCTCCATCCCTGAGACATCACAGAA 
TCACCCG GGTTCTG ACCTCTCC ACTTCT AG CTCTCACTG AC ATCTG G AT ATCTTG ATG CA 
CTG CCTGTTTGT AAC AAC ATAT ACTTCTTTG CTG AATG CTAATAAACTTCTG G GTTC AAG 
AGGGAACCCCTCAGACCNAANAAAAAAAAAAAAAAANGGGGGCCCCCCCCGGGGGGGACC 
CCC AATTCCCCCTTATG G G G G G I I I I I I CCCCCCCCCTATTGGCCG I I I I I 
>S EQU EN CE :9064:prostate_M PM2000-004P6_Table5 

AT AA AGG AAAC AA ATG CTG GGTACCG G G CCCCCCCTCG AG AGTACTTCTAG AATTAATTA 
AGG CG G G G AACTA ATACTTTATG G G ATTTGG ATTG CTAC AGGTTTAATCATG CTATCT AT 
CCTTGCTGGTGGGACATTTGACTTAGAATTGTATATAAGTAAAATATAGATGAAAAATTG 
TATAATTTATAGCTATCTGAAAACAAC I I I I I I I I AATATTTGAACACTTTGAAATGCCT 
TACACTTCCTTGTTAAA AATCTTAAAG G G ATATTA AAATTA AATGG CACTTAATT ACT AT 
TAGT A ATTCCTAATATAATATTTAATTC AT A AAAG A AAA AAA AAA A AA AA AAAA AAAG G G 
G G CCCCCCCCG G GGGGG ACCCCCATTTCCCCTTATGG G GGGTGTTTTAACCCCCCCTCAT 
GGGCCGI I I I I I A 

>SEQUENCE:9065:prostate_MPM2000-004P6_Table5 

CTGGCCGTCGTTTTACACCCCGGAATAAGGGGTACACATGATGGGTGCCGGGCCCCCCCT 

CGAGAGTACTTCTAGAATTAATTAAGGCGGGTGGAATAGAGGGTCAAACTCCTTGGCGAG 

TTC AGTCT AACAG AG G AC AC ATTACTG CCCTACAAAG CAG CTCTG G AAA ATG AC AACCAG 

TGGCACTAACTCCAAGCAATATCTTTGTGAGGCTTGTGGGCTGTAATATAGTCTGCTCAG 

GCTGCCATAAAAAAAAAATCACAATCAGGCCAGGCACTATGGCTCACACCTGTAATCCCA 

GCACCTTGGGAGGCCAAGGAGGGCAGATCACCTGAGGTTAGGAGTTCAAGACCAGGCTGG 

CCAACATGGCAAAACCCCGTCTCTACTAAAAATACAAAAATTACCCGGATGTGGTAGCAC 

GCACCGGTAGTCCCAGCCACTCGTCAGGCTGAGGCAGGAGAATTGCTCGAACCCGGGAGG 

G 

>SEQUENCE:9066:prostate_MPM2000-004P6_Table5 

GCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 

T ACTTCT AGAATTAATTAAGGCGGGGGAGGGGGACTTTCTCCCTTTC I I I I IGGCTCCCA 

TGAATTCTTTTAAGTGTATTGACATTTGCATTCTGACTCAGAATTTGGACTGTCTTCATA 

AATGCTCACTGTGAACTTAAAAAATGTACATTCTGCAGTTTCAGGGTGGAATATTCTATA 

AATGTGATTTAGGCCTATTTGGTAAATAGTGTTGGACAAGTCTTCTATACCAGTATTGAT 

TTTTCTCTATACTTGTCCTGACAATTGTTGAAGAGAGATATATAAATCTCTGAATCTATT 

TGCGGATATGTCCATTACTCTGTATAGTTCTATCTGTTTCGGCTTGCATATTTTGAAGCT 

TTTTAATTAGGTGTATGAATGTTTAGGATTCTTGCATCTTCCTGATTAGTGAACCTCTTT 

ATC 

>SEQUENCE:9067:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGCGGGAGACTGCGGTAAAACAAGCCCCATAGGGGATGCCTTGGTTGTGGCTATGAACC 

GCTCAAAGCTCTAGCTGACCACTGAACTATGCATGCGAAACTAATGCTGTATGAACTGAA 

CTAAAAGTTGAACTACTTCCCACTGCAGGGGAAACAGTTTTGTCACTGAGTTCAACCAAG 

TTAACTGCATGTTTTAAAATAATTA I I I I I CAGAGGAATATTAGACAATCCTGAGTTTCT 

ACAACACAATGTAAATTATACACTAAATACAATGTCTACGATACAATCCAAAATTACTCA 

CTATCTGAATAAACTAAATAGTATGCCTGATTCTCACGAGAAGAGAC 

>SEQUENCE:9068:prostate_MPM2000-004P6_Table5 

AACAGNACTGGCCGTCGTTTTACACCCCGGAAAAAGAGTATAACCATGATGAGTGGCGGG 

CCCTTCCTAGAGAGTACTAATAAAATTAATTAAGGCGGGTGGATCACGAGGTCAGGAGTT 

CGAGACCAGCCTGGCCATTATGGTGAGACCCTGTGTCTACTAAAAATACAAAAATTATCC 

AGGCATGGTGGCGCGCACCTGTAGTCCCAGCTACTCAGGAGGCTGAGACGGAAGAATCTC 

TTCAACCTGGGAGGTGGAGGTTGCAGTGAGCTGAGATCACACCACTGCACTCCAGCCTGG 

GTGACAGAGTGAGATGCCATCTCAAAAAAAAAAAAACCAAATTTTCAAAAAATTTATTTG 

GGCTTAGGGGGGGACCCCTGAATTCCCACTTACTGGAAGGGTAAGGCAGAAAAATCATTT 

AACCCTGGGAG GGGG AGGTTCCATTGACCCAAAATAATGCTATTGCCCTCCACCCTGGGC 

AAGTGAAACTCCTTTTAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAGGGCCCCCCCCCCG 

GGGG 

>S EQU ENC E :9069: prostate_M P M2000-004 P6_Table5 

TTAACCCTCACTAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAG 
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AATTAATTAAGGCGGGGCGGAATGGTGACACCTTGAAACCTGCTCTAATGGGTTACTTAC 

AGACATGAATAGAGCCAAAGATAATCTGACACGTCTAATTCTATCCCTCTGTGCGAGACA 

AGTGCCTCTGTCTACAACACCTGTAATGGCTGTTCCACATCATGCACACACATTGGAATT 

ACTGGATGCCCTCTTGCCTGCAGCTTAAAGTACCTGAATTCCCAATGAACTGTATGACTA 

ATCTGCGGAGAATCCATACACACAGAATACATCAAGTTTTCTTTCAGACGAAAGTCCAGC 

CATAATTCCATTATATTCATGGCAACTATCACCTGCTAATGCTAATGTTAGTGTATAAAA 

ATGTATT 

>SEQUENCE:9070:prostate_MPM2000-004P6_Table5 

CTGGCCGTCGTTTTACACCCCGGAACAAGCGTGTAACCATGATGGTGGGCGCGCGCTTCC 

TCGAGAGAACATAATAGAATAAATTAAGGCGGGCTGTCTGGGATGATTTCTGAACCAACA 

GTCCAAGACCTTTTGTTGATTTCAGCCCCACTTAGCCAAGACCTCAAGTATAAATAATTC 

TGATAATTATGGAGAAATCAACTGCTATTTTATACTGATTCTGTAAAAAAAAAAAAAAAA 

TTTTTGTAACTATTAAAATAATTTTCTGACTCTGTCTAAAAAAAAGAAAAAAAAACTGAA 

CGGCGGCCCCCCCCCGGGGGGGCCCCCATTCCCCCCTATTGGGAG I I I I I I I CCCCCCCC 

TCAGGGGCCI Mill 

>SEQUENCE:9071 :prostate_MPM2000-004P6_Tabie5 

AAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGG 

CGGGAGAACAAAGTTAGAGTTTCTATTAGTTTTCTTATAGCTTGTTTGTTAGTTTGTTTT 

TGCAATCAGTGTTAAATTGCCATCAGTCTAAAGTAATGTATTATAAGATGTTATTTGTAA 

GCCTCATGATAACCTCATATCAAGAAGCCTGCAACTGATACACAAAAAATAAAAAGCAAG 

AAATTAGACATACCACTGGAGAAAATCAGCTTCACAAAAAGGAAGACAGGAAGGAAAGAA 

ACAAACAGGAGATCAAAATAAAAAAAAAAAAAAAAAAAAAAAAAAGCGGCCGCCACCGCG 

GTGGAGCTCCAATTCGCCCTATAGTGAGTCGTATTACGCGCGCTCACTGGCCGTCGTTTT 

ACAACGTCGTGACTGGGAAAACCCTGGCGTTACCCAACTTAATCGCCTTGCAGCACATCC 

CCCTTTCGCCCGCTGGCGTAAT 

>SEQUENCE:9072:prostate_MPM2000-004P6_Table5 

CCCTACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATT 

AATTAAGGCGGGAGAAAGCCTTTTATCTGTATATGCATATGTTATGTGAATATACATGCA 

CATATACATATATCTTCATATATACGTACATATGTGTGTTTGCAATACACTTAGGGTTAG 

GGTGGGGTGTGTGTGATGTGGATGAAGGTCATTAGTATGTTAGCTTATTTAAATTAAACC 

TTTACTTGAGATGATTTAAATAAATTCCAGACAATTGTTTTTTGGTGTTTCATATGCAAC 

CATTCATAATAGAAATATAAGGGGAAATACAAGGCGGCCGCCACCGCGGTGGAGCTCCAA 

TTCGCCCTATAGTGAGTCGTATTACGCGCGCTCACTGGCCGTAGTTTTACAACGTAATGA 

CTGGGAAAACCCTGTCGTTACCCAACTTAATCGCCTTGCAACACATCCCCCTT 

>SEQUENCE:9073:prostate_MPM2000-004P6_Table5 

TTACGCCAAGCGCGCATTTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCC 

CCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGGGTATTACATATTCATAGCATGCCGC 

AGAAATCATTTTAAGTCTATCAAAAACAACTATATTGTGCATTTTCAAATAAGCACATAT 

AA AAG ATG AG CTATAAG A AG AG AG AAG G ATG CT AAA A£ A AA A AA AA AAA AAA AA AA A A AA 

AAAGCGGCCGCCACCGCGGTGGAGCTCCAATTCGCCCTATAGTGAGTCGTATTACGCGCG 

CTC ACTG G CCGTCGTTTT AC A ACGTCGTG ACTGG G A AAACCCTG G CGTTACCCAACTT AA 

TCGCCTTGCAGCACATCCCCCTTTCGCCAGCTGGCGTAATAGCGAAGAGGCCCGCACCGA 

TCGCCCTTCCCAACAGTTGCGCAGCCTGAATGGCGAATGGAAATTGTAAGCGTTAATATT 

TTGTTAAAATTCGCGTTAAA I I I I I GTT A AATC AG CTC A I I I I I I AACCA ATAG G CCG A A 

ATCGGCAAAATCCCTTATAAATCAAAAG 

>SEQUENCE:9074:prostate_MPM2000-004P6_Table5 

CTGGCCGTCGTTTTACACCCGGGAACAAGATATAACCATGATTATTGCCGGTGGTTTTCC 

ATAAAGAAAAAAAAAAAAACTTTAATGCTGGCCGACCGGTTGAGGCCAAGAAAAAGAAAC 

CAGCCTGGCCGACATGGTGAAACGCCATCTCTACTAAAAATACAAAAATTAGCCAGGCGT 

AGTGACGTGCGCCTGTAATACCAGCTACTTGGGAGGCTGAGGCTGCAGAACCGCTTGAAC 

CTTGGAGGTGGAAGTTGCAGTGAGCCAAGATCGCACCACTGCACTCCAGCCTGGATGACA 

GAGAAAGACTCCGTCTCAAATAAAAACAGAAACAAAACATTAATGTCATTAAGCCCCCAC 

TGCTAAATCTGACTGGCTTAAAAAAAAAAGAGGGTCCCTTCAAGATTGTATCTAACTTAA 

C ATG CCCAT AAGTTG A ATAATATC AGT ATC A AA ATG G AT A AC AG C AAA 

>SEQUENCE:9075:prostate_MPM2000-004P6_Table5 

CCCTACTAAAGGGAAAAAAGCTGGGTACCGGGCCCTCCCTCGAGAGTACTTCTAGAATTA 
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ATTAAGGCGGGTGGATCACCTGAGGTCAGGAGTTCGAGACTAGCTGGGGCAACCGCGTAT 

GCCCTATTCTTAGAAAAACTCTATCGCTATTAAAAATACAAAAATTAGCTGGGCATAGTG 

GCACACACCTGTAGTCCCAGCTACTTGAGAGGCTGAACACGAGAATCGCTTGAGCTTGGA 

AGGTGGAAGTTGCACTCAGCTGAGATTGTGCCACTGTGCTCCAGCTTACGAAACATAGTG 

AGACACCGTCTCANAAAAAAACACCGGAGCAAGGACCAATCATAACAAATGGCTAGGGGC 

TCCCCCCGGGGGGG 

>SEQUENCE:9076:prostate_MPM2000-004P6_Table5 

CCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAAT 

TAATTAAGGCGGGTGGATCACAAGGTCAGGAGATCGAGACCATCCTAGCTAACACAGTGA 

G ACCCC ATCTCTACT AAAAATAC AAAA AATTAG CTG GGTGTGGTG G C AG G CG CCTGTG GT 

CCCGGCTACTCGGGAGGCTGAGGCAGGAGAATTGCATGAACCCAGGAGGCGGAGCTTGCA 

GTGAGCTGAGATCGCGCCACTGCACTCCAGCCTGGGCGACACGGTGAGACTCCATCTCAA 

A AAC A AACA AACAAACAA AA AAACCCTG CTCTGTCTTTGTTCA AG G CTCAG CTTTTTAG A 

TGTGAGTCCACTGAGCTGGTGTGTACCTTAAAATAAACAATCCTCCTGTTCTCCAGANNA 

AAAAAAAAAANNAAAAAAAAAAAANGGGCGGCCGCCACCGCGGTGGAGCTCCAATTCGCC 

CTATAGTGAGTCGTATTACGCGCGCTCACTGGCCGTCGTTTTACAACGTCGTGACTGGGA 

AAACCCTGGCGTTACCCAACTTAATCGCCTTGCAGCACATCCCCCTT 

>SEQUENCE:9077:prostate_MPM2000-004P6_Tabie5 

GAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGG 
ATCAGAATGGAAAAAGAACTGTTTAAAAGTTTGATACTTTTAAATAGTTGG I I I I i I I GC 
TTACTCTGGTAATGATTTTCTACAAATACATAATAAATTG I i II I I I GAGTCTATATTCT 
GTATGCAGTTGAATATCCATTACTTATTCTGCTGTGCTTTAATAGAATGGAATGTTTACA 
GGCCCTTAAAATATTATTTTTAAAAAACCTTCTGAAGATACATACCAAAGTTTTTCCAAG 
AAGATTTTATAATCAATTTAATAATGTAAGGTTTATCAGATTCTATAATAGTATAGTTAT 
TAAAGCAATTTTATGTTAGAGACTATATTGTAATGTACTGAGTGGTACCTTTATAAGAAA 
AGTGACTGCCAATATA I I I I I ATAGCTGATCTTTA 
>S EQ U E NCE:9078:prostate_M PM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAA 

ATTAACCTGTACAACAAACCCCCGAAACATGAGTTTGCCTGTGTGACAAACCTTCACGTG 

TAACCCTGAAACTAAAATAAAAG I I I I I I I I AAACCAACAAAAAAAAAAATCCAAAATAT 

TTTGATTAATTTAAAAGACAATATTCCCAACATAAAGAGATAATAAATGTTGGAAATAAT 

GGATACCCTGATTTTCCCGATCTAATCACTATTCATTACATGTATCAAAACCTCACCGTG 

TACCCCATGAATATGTACAATGTTTTCTGTCAA I I I I I AAAAATTAAATTAAATTTTTAA 

ATGCT 

>SEQUENCE:9079:prostate_MPM2000-004P6_Table5 

CTGGCCGTCGTTTTACACCCGGGAACAAGAGATAACCATGATGGTGGGCGGTGGTTTTCT 

ATAGAGAAAAAGGAAAAAACTTAGGCGGGTGGCTGGACTCCTGTTTTAATGAGGAATAGA 

GAAAAAGAACAAAAGCCCCTTACTCAAGCTGCAGCTTACTTAACTTCTAGCCAGTCAGCA 

ACAAAAGACCCAAGAAGCTATGAACCACTAGTTCCTGTCTTAGAGAGGGGCTGGAGACTT 

CCCTGCGACCCTGCATGTGCAATTAGAAGTAAACTTCGCCTTATACTGGCCTCTTCCTCA 

TTTTAATGCTGAAAATCACACCCAGGTGTGGAAATTTAAACTGCTAATGTTACGTGCAAT 

GTATGAAAAAGCATGAGGGCAGGGCGCGGTGGCTCACGCCTGTAATCCCAGCACTTTGGG 

AGGCCGAGGTGGGCGGATCACGAGGTCAGAAGATCGAGACCATCCTGGCTAACATGGTGA 

AACCCCGTCTCTACTAAAAAACATACAAGAAAATTANCCGGGTGTGGTGGGGGGCGCTTG 

TAATCCCAGCTACTTGGGAAGCTGAGGCA 

>SEQUENCE:9080:prostate_MPM2000-004P6_Table5 

TGGCCGTCGTTTTACACCCCGAAACAAGAGAAAACAATGATGGGTGCCGGGCCCCCCCTC 

GAGAGAACTAATAAAATTAATTAAGGCGGGCAGATCACCTATGGTCGGGAGTTCGAGACC 

AGCCTGACCAACACGGAGAAACCCGTCTCTACTAAAAATACAAAATTAGCTGGGCATGGT 

GGCACATGCCTGTAATCCCAGCTACTCAGGTGGCTGAGGCAGGAGAATCGCTTGAAACCA 

GGAGGTGGAGGTTGCGGTGAGCTGAGATCGCACCATTGCACTGCAGCCTGGGCAACAAGA 

GCGAAACCCTGTCTCAAAAAAAAAAAATTACCCAGGCGGTGGCGCATGCCTGTAATCCCA 

GTTACGTGAACCCAGGAGGCGGAGGTTGCAATGGGCTGAAATCATGCCATTGCACTCCAA 

CCTGGGCAACAGAAAGAGACTCTGTCTAAAAATAATTTTATTAAAAATAAAAAATAATAT 

TAAATTTGGAAAATATTCAACTTCATCTCAAATAAA 

>SEQUENCE:9081 : prostate_M PM2000-004P6_Table5 



Table 7 
2942/3129 



CCCCCCCTGGAGAGTACTTCTAGAATTAATTAAGGCGGAACTCGGCCCTTTGGAATCTAA 

TGCTATGTCCCGGTAGATAGCGTCACCATTGAATTAGAAGACACACATATGTTGAGAATA 

ATCATTCTGGTCATTTGCTGCATGTCTTATTGACAAANNANNANAAAAAAAAAAAAAAAA 

AAAAGCGGCCGCCACCGCGGTGGAGCTCCAATTCGCCCTATAGTGAGTCGTATTACGCGC 

GCTCACTGGCCGTCGTTTTACAACGTCGTGACTGGGAAAACCCTGGCGTTACCCAACTTA 

ATCGCCTTGCAGCACATCCCCCTTTCGCCAGCTGGCGTAATAGCGAAGAGGCCCGCACCG 

ATCGCCCTTCCCAACAGTTGCGCAGCCTGAATGGCGAATGGAAATTGTAAGCGTTAATAT 

TTTGTTAAAATTCGCGTTAAA I I I I I GTTAAATCAGCTCATTTT 

>SEQUENCE:9082:prostate_MPM2000-004P6_Table5 

ACCCTAACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 

TTAATTAAGGGCGGGGCGGCGCCCTCAGGGTACAGAGCACAGACAGATAGACATTCCAGA 

GACTGTATTGAGAGTCTTTATAAAGTGTGGGAGATTTAAAAAAAAAAAAAACTGATAAAA 

ATGCCCTTTTTGGGAGTGGGGAGGGAAAACCTTTAAAAGTTTTAAAAACCAAACAAAACC 

CCAAAAGATGAAAAACCAAAAAATTTCATTTTTCTTGTCCATAAAAAAAAAAAAAACCCC 

TTAACCCCCCCTTGTTACAACCGTTGCAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 

AAAAAATATTTTGAAAAAAAAAAAAAAAAAAAAAACCAAACCCCCCCCCCCCGGGGGGGC 

CCCCCCCCCCCCCCATAAAGGGGAGGTTCCCCCCCCCCCCCTGGGGG I I I I I I 

>SEQUENCE:9083:prostate_MPM2000-004P6_Table5 

TCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTA 

CTTCTAGAATTAATTAAGGCAGGTAGACAGGAGGGGAAGAGAGAGAGTAAAGCCGCTGAC 

CCTGCACACATGGCTCATGCCCAGGCTTCTGCCCAGAGAGATAATAAAGCCATATCAAAA 

CTGCCCACAATTCCTCGAGTGTTTTTCCAGCAACCCACCACTCGCCCACTGACTTCTATC 

AGACCTCAGCTTGGGCTGGAACCTGACACTTAGCATGACAGGGGAGCTTTCAGATTAAAT 

GTGATTGTTTCTGCACATTAGTCAGAAAGTCTCTCGAAAATACCTGTTAATAATACAGTT 

TTTAGAAAGTTATTTTAAAGTGAAGAATTCCTTCAGGAAACATGCTAACCAAGTGAATAA 

AATGGACAGATTGGCATCAGGTGCGGATGCATATATGAGGATGCAACATGACTTCTGTGA 

GATTACTGGCCAAAAATCATAAAT 

>SEQUENCE:9084:prostate_MPM2000-004P6_Table5 

GCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 

TACTTCTAGAATTAATTAAGGCGGGCTTGACGACAGGCTATTTGAAATATCCACTCAGAG 

ATAATAAAAGAAAAAGCATGAAGCATGCCTACAAGATCTAGAAAATAGCCTCAAAAGGGC 

AAATCTAAGAGTTATTGGCCAGTAGAGAGAGAGATAGCAGAGTAGAAAGTTTATTCAAAG 

GGATAATCACAGAGAACTTCCCAAACCTAGAGAAAGACATCAATATTCAGGAAAATGACA 

CGAAATAATACACAAAAAAAGCGGCCGCCACCGCGGTGGAGCTCCAATTCGCCCTATAGT 

GAGTCGTATTACGCGCGCTCACTGGCCGTCGTTTTACAACGTCGTGACTGGGAAAACCCT 

GGCGTTACCCAACTTAATCGCCTTGCAGCACATCCCCCTTTCGCCAGCTGGCGTAATAGC 

GAAGAGGCCCGCACCGATCGCCCTTCCCAACAGTTGCGCAGCCTGAATGGCGAATGGAAA 

T 

>SEQUENCE:9085:prostate_MPM2000-004P6_Tabie5 

AAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGAGGT 

ATTTAACTGAAAGGAATATCTGCTTCACTGTTGCAACCAAACCAGATGCCTTCTTCCACT 

TCACCAGACCAAGGAGATGACCTGGAGAACTGCATTTTAAGATTTTCTGACCTGGATTTA 

AAAGATATGAGTCTTATTAATCCCAGCAGCAGTCTTAAAGCAGAATTAGATGGCAGTACA 

AAAAAAGAAATACTCGTTTGCAAAGAAAAAGGTAGAATTCTTATGAATGTTTCATGATCA 

TGTATGTGTGGTTAACGCAGATACATTTGGAAGTCGGTTATCAAGGTTGCTCTCCAACTC 

AAGGTAAAGTCTAGTCAGGAACATTAACCAGTGATGTTAATTCCATCCCAGGCAAAGGGT 

AATCAT AGG C A 

>SEQUENCE:9086:prostate_MPM2000-004P6_Table5 

AGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGA 

GTACTTCTAGAATTAATTAAGGCGGGTGCCTGTAGTCCCAGCTACTCGGAAGGCTGAGGC 

AGGAGAATTGCTTGAACCCAGGAGGTGGAGGTTGCAGTGAGCCAAGATCGCGCCACTGCA 

CTCCAGCCTGGCTACAGTGCGAGACTCCGTCGCAAAAAAAAAAAAAAAAAGGTAGGTTTC 

TGAGTTGAGAACTAGGTTCAAATGTAAAGACTCAAATGATCTGCCTTTGGGAGTAAAAAT 

TATTATAGAGGGCTAAAGATAGCTTAAACATACAGTTAACCTAAAAAAAAAAAAAAAAAA 

AAAAAAAGCGGCCGCCACCGCGGTGGAGCTCCAATTCGCCCTATAGTGAGTCGTATTACG 

CGCGCTCACTGGCCGTCGTTTTACAACGTCGTGACTGGGAAAACCCTGGCGTTACCCAAC 
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TTAATC G C CTTG C AG C 

>SEQUENCE:9087:prostate_MPM2000-004P6_Table5 

TGATACGCCAAGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCC 

CCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGTGTGCTCACAGATCAGGCCATATG 

TG CATTAATTGTTTAAAG CCAGTATTATCTCAACTCTATTG ATGCGGGGTTAATAATACT 

CACAAAATTGTCCAGCAGACCAATTAACTAGGGACAAACTATAAACCTCAAGTTTATAAT 

GCGTGAAACGTGCGACTGACACATATATGTAAAGCACGGCGAAACATTAATTACCTACGA 

CTCCAAAACATTAATAACGTCTTTTAACCAGAGAGAATATGGACTCAATGGTTTACCATA 

CGAAACGTGACATATCCAACCAACCATCCATTCCCACCTGTGCCCTATTCTCTCCTAGTG 

GCCCTTTAGAGCCTTTGCAGCTATTGCCAGAGAAGCAAACTGCCCCAACGCCTGCCCCCG 

GTAACCGGTTCTTTGCCCAAATGGGCCATTATCGACGAATACGCACAAAACGATAGCCTT 

ATC ATCC AC ACC ATCATAG CCACC A 

>SEQUENCE:9088:prostate_MPM2000-004P6_Table5 

CTGGCCGTCGTTTTACACCCGGAAAAAAGAGTATACACATGATGGTGGGCGGCGCTTTCC 

TTGAGAGAACTAGTAAAATTAATTAAGGCGGGCCGATCACGAGGTTAGGAGTTCGAGACC 

AG CCTGG CCAAC AT AGTG AAACCCCGTCTCTACTAAAACTAC AA AAA AAATTAG CCG G G C 

GTGGTGGCAGACGTCTGTAGTCTCAGTCACTTGGGAGGCTGAAGCAGGAGAATCACTTGA 

ACCCAGGGGCGGAGGTTGCAGTGAGCCGAGATCGTGCCACTGCACTCCAGCCTGGGTGAC 

AGATGGAGACTCAGTCTCAAAACAAACTAAACAAAACGAAAACCACCTAATTGCATCCCA 

TCCTTCAGCTGACCTCCAACTCCACACAGAAAATAGAAGCTACTCAGCATATAACTTTCT 

CAATGTAGTTTCCTGGATTTGTGGCACTGCTTTCCTTTTCTAI I I I I I I I I I 

>SEQUENCE:9090:prostate_MPM2000-004P6_Table5 

CCTACTAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAA 

TTAAGGCGGGGTAGAAAAGAGATTTTAGATCTGTGGGATAATATCAGATGGTCTAACATA 

TATGTAATTGGAGTTTCAGAAGGAGAGAAGAGAATGTGGCAGAAGACATATTTGAAGAGA 

CAATGCTCAGGAACTTCTAAAATTGATGAGGTCATCAATTCACAAATGGAAGAAGTTCAG 

CAAATCCCAAGCAAGTTAAATACAAAACAAAAATAAGCCAACAAATTTAAAAATCCCATA 

TATAGGCATATCATAATCAAAAAAAAAAAAAAAAAAAAAAAAAAAAAGGCGGCCGCCACC 

GCGGTGGAGCTCCAATTCGCCCTATAGTGAGTCGTATTACGCGCGCTCACTGGCCGTCGT 

TTTACAACGTCGTGACTGGGAAAACCCTGGCGTTACCCAACTTAATCGCCTTGCAGCACA 

TCCCCCTTTCGCCAGCTGGCGTAATAGCGAAGAGGCCCGCACCGATCGCCCTTCCCAACA 

GTTGCGCAGCCTGAATGGCGAATGGAAA 

>SEQUENCE:9091:prostate_MPM2000-004P6_Table5 

G CG CAATTAACCCTCACTA AAGG G A AC AA A AG CTG G GT ACCG G G CCCCCCCTCG AG AGT A 
CTTCTAGAATTAATTAAGGCGGGGTAAGAGAGAGTTTTTAAAGAAGAAAATCAAAAGGTA 
TGI I I I I GAATGTAA I I I I I I I I CGTGTTA AGTTC AG CTT AGTTAATG AT ATTGT ACCAA 
ATATAGTTTCTCAAGGCAAAATGTCTATAGATATCTTCTACTTTTAATTCATAACTATAT 
TATGGTAGTGTACATACTGATTCTTCCTGGAAGAAATTAAGGTGACACTATACTAAGTGT 
CTTAAATCTAAACCAAGAGTG I I I I I I I AAAACACTAATGAAAAAAAAAAAAAAAATAAA 
TAAAAATTAAGCGGCCGCCACCGAGGGGGAGCTCCAATTTGCC 
>SEQUENCE:9092:prostate_MPM2000-004P6_Table5 

AAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGG 

CGGGGTAAGATTTGCCGAGTTCCTTTTAC I I I I I I I AACCTTTCCTTATGAGCATGCCTG 

TGTTGGGTTGACAGTGAGGGTAATAATGACTTAAGGTTGGAGAGCTAAACACTGGGATTT 

TTGGATAACAGACTGACAGTTTTGCATAATTATAATCGGCATTGTACATAGAAAGGATAT 

GGCTACCTTTTGTTAAATCTGCACTTTCTAAATATCAAAAAAGGGAAATGAAGTATAAAT 

C AATTTTTGT ATAATCTGTTTG AAACATG AGTTTT ATTTG CTTAATATT AG G G CTTTG CC 

CCTTTTCTGTAAGTCTCTTGGGATCCTGTGTAGAAGCTTGTCTCATTAAACACCAAACAG 

TTAAGTCCATTCTCTGGTACTAGCTACAAATTCGGTTTCATATTCTACTTAAC 

>SEQUENCE:9093:prostate_MPM2000-004P6_Table5 

AATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTC 
TAGAATTAATTAAGGCGGGGGGTTCATAGTAGAAGAGCGATGGTGAGAGCTAAGGTCGGG 
GCGGTGATGTAGAGGGTGATGGTAGATGTGGCGGGTTTTAGGGGCTCTTTGGAACAGATT 
TCTG ACATTGATGATG C AG TAAG AA A ACTGT A A A ATTCG AG CCATATAAATAAAACCTGT 
ACTGTTCTAGTTGTTTTAATCTGTC I I I I I ACATTGGCTTTTGTTTTCTAAATGTTCTCC 
AAGCT ATTGT ATGTTTGGATTGCAGAAGAATTTGTAAGATGAAT AC I I I I I I I I AATGTG 
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CATTATTAAAAATATTGAGTGAAGCTAATTGTCAACTTTATTAAGGATTACTTTGTCTGC 

CCACCACCTAGTGTAAAATAAAATCAAGTAA 

>SEQUENCE:9094:prostate_MPM2000-004P6_Table5 

CTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGACACACGGG 

CTCATGGCTGTAAACCCAACACTTTGCAGGGCTGAGCCGACGGTAAATCGCTTGAGCCCA 

GGAGTTCAAGACCAGCCTGAGTAACACGGAAAAACACCATCTCTGCTAAATAAATGAATA 

A ATC AAT ACTTAA ACC AAAACATGCT AAAAC AAA ACAA AA A AAAAG CG G CCG CC ACCCCG 

GTGGAGCTCCAATTCCCCCTATAGTGAGTCAAATTACCCGCGCTAACTGGCCGTAATTTT 

AC AACG AAG G G AC ATG G AAA ACCC 

>SEQUENCE:9095:prostate_MPM2000-004P6_Table5 

GCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACT 
TCTAGAATTAATTAAGGCGGGGAAATAAAAACTAAATAACAAAAAAAAAAAAAAAAAAAA 
AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 
A ATTTTCA AAA AAA AAAAAA AAA AAA A AA A AAA AG G G G G CCCCCCCCCG GGGGGGGCCCC 
CATTTCCCCTTTTGGGGGGTG I I I I I CCCCCCCCCCTTGGCCGGG I I I I ICCCCCCGGGG 
G G GGGGGG AAACCCTG GGGTTTCCCCATTTTTTCCCCTTG GG AAAAATCCCCCTTTTCCC 
CGGGGGGGTTTTTACAAAAGGGCCCCCCCCCTTTCCCCTTTCCAACCATTGCCCCCCCCT 
TATG GG CAAG G GG AATTTG AGGCCTTTTTTTTTTG GTAAAATTCCCG GTAAATTTTTG GT 
AAAACCCC I I I I I I I I I AACCCATTGGCCCCAATCCGGAAAACCCT I I I II I I I I CAAAA 
GATTCCCC 

>SEQUENCE:9096:prostate_MPM2000-004P6_Table5 

AGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGA 

GTACTTCTAGAATTAATTAAGGCGGGGGCTGATTTGATTTGAAGTGGAGGCCAAAAAACT 

CATTAGTGATATTGTCAACGAAAAAAGCACGCTGAAGGAAATTAACAGTCTAAGGCTATG 

GCCTTGGTAGGGCTAAGCAACACATTGGTGGTATAGCAAGAAACATAGCATGGGGTAAAT 

GAAGATGAGACAGACAGAGGCTACGTATGTTCACCAGGCCACCCAGTCTGCCCACCTGGC 

TATGCAATCTGACTAGGAGGTGATGACAAGCACAAACGACACCAAAGAGGGCCCAGTGGA 

AAGTTAAAGCTGGTACAGACTTCCGAACTGCCTAAATACTGCATGTGCTCCTCAATTTGC 

ACACAGTTCCATCAGCACTGGCTGGTCCCAGTGTTTGAGTACAACCTCTGATCAATCATT 

AAATAAC 

>SEQUENCE:9097:prostate_MPM2000-004P6_Table5 

CTGGCCGTCGTTTTCACCCCGGAAAACAGGGTAACCAGCTTGGGTGCCGGGCCCTCCCCT 

CGAGAGTACTTCTAGAATTAATTAAGGCGGGCACCTGTAGTCTCACCTACTCGGGAGGCT 

GAGGCAGGAGAATGGCATGAACCCAGGAGGCAGAGCTTGCAGTGAGCAGAGATCACGCCA 

CTGCACTCCAGCCTGGGCGACAAAGCAAGACTCCATCTCAAAAAAAAAAAAAAAAAAAGG 

CTGAATACCCTTGCCCCTTCCTTTTTAAGGGAACCAAAAAACCGGGGGGGGG 

>SEQUENCE:9098:prostate_MPM2000-004P6_Table5 

G CG CG C AATT AACCCTC ACTAAAG G G AACA A AAGCTG G GTACCG GGCCCCCCCTCGAGAG 

TACTTCTAGAATTAATTAAGGCGGGGGGATTGCTTGAGCCCAGGCTGTGTGGTTCACCAT 

AATTGTGTTTGTGACTAGCTACTGCACTCCAACCTGGGCAACATAGTGGGACTTCATCTC 

TAAAACAAAACAAAACAAAATTACACTTAAGCACTATTGTTTAATTTTTAATTGTCAGTT 

TATCATTATTTTGGGTAAGACATTCTGGGGTTTCTTGAATCTTGTCCAAAAACCAGTTGT 

TTTGGAAAATTGCTTTAAATTGAGCATATTTATGTATATTGGATAAAAATGTACTACAGA 

GCAAATTTCAAATTTTTCATTATATCAGTC I I I I I GAAAGGATCAACTTGGATAAAATAA 

ATATATAATGCTCTATTTGTTAGAGCTCTATTAAAAAGGAAACAGATTCCATAGATCTA 

>SEQUENCE:9099:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGCGGGAGCCACCGTGCCCGGCCAATACGTACTTTAAATAAAACACAAGTAGGTTGAAG 

CCAGAAGACAGAAAAGATAAACTATGTAAATAATAAGCATAAGAAAGCTGATTCGTGACC 

AT ATT A ATG CTACC AC ATAG ACTTC AAG AC AA AG AGT AT A AG AG G CAAAA A AG G AC ATTT 

TATAATACTCAAAAGGTCACTGGTAAATTCTATGAAAACTTTAAGATATATTTATATCAA 

TGGAACACCAACAAATGAACTAACACTCTTATACAAACTTTCAGAAAATAAAGGGAGAAG 

GAAAACTACCCAATTTATTGTATAAGGTCAGTACAACCCTGATACCAAAACCTGACATAA 

ACTTGATAAGAAAAAAAAAAAAAAAAAAAAA 

>S EQ U ENCE:9 1 00:prostate_M PM2000-004P6_Table5 

AGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGC 
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GGGATAATGCAGAGAGGTACCATCTTGATTTTCCCCAGTTACATTCACCTGGTCTGGTCT 

CTGTAAGCTTAGAAGAGTAGAATCACTTTATTTTTTAAAGACTTCCGGCCAGGCACGGTG 

GTTCACGCCTGTAATGCCAGCACTTTGGGAGGCCGAGGCGGGTGGACCACCTGAGGTCAG 

GAGTTCAAGACCAGCCTGGCCGACATGGCGAAACCCTGTCTCTACTAAAAAAAAAATACA 

AAAAGATTACCTGGGTGTGGTGGTGTGTGCCTATAATCCCAGCTACTCAGGAGGCTGAGG 

CA 

>SEQUENCE:91 01 :prostate_MPM2000-004P6_Table5 

ACTGCCGTCGTTTTACACCCGGGAACAAGAGTGTACACATGATGGTTGCCGCGCCTTTTC 

TTGAGAGAACTAGTAGAATTAATTAAGGCGGGCGGATCACGAGGTCAGGAGATTGAGACC 

ATCCTGGCTGGCACGGTGAAACCCAGTCTCTACTAAAAATACAAAAATTAGCCCGGCGTG 

GTGGCATGCGCCTGTGGTCCCAGCTACTTGGGAGGCTGAAGCAGGAGAATTGCCTGAGCC 

CAGGAGGAGGAGGTTGCAGTGAGCCGAGATCGCACCACTGCATTCCAGCTTGGGCAACAG 

AGCGAGACTCCATCTCAAAAAAAAAAAAAAGGTTTTTTCTTTCTTTAAAGTGGCTTTAAA 

TAAAGTTTATTTGGGTCCTTATGGAAACAAAGTTTTCATTAATGAGGGGACAGTAAGGGG 

G G GTTTTCCAAAGG GCCCTTTTTT AATAAGTT AAATAACCCC AAAATTCCG GGTT AAAAA 

AAAAAAAAAAAAAA 

>SEQUENCE:9102:prostate_MPM2000-004P6_Table5 

ATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCT 

AGAATTAATTAAGGCGGGTGGTAATTACTTTCCTTTCACAAAATTTGAAATCTATTTTAA 

TTCTCCCTTTG ACTCAAAAATCTCTCTCTCAATACACACACACAATG G G GCTC ACTCACC 

CACCACATTAACAACATAAAACCCTCATTCACACGAGAAAACACCCTC ATGT TCATACAC 

CTATCCCCCATTCTCCTCCTATCCCTCAACCCCGACATCATTACCGGGTTTTCCTCATTN 

NNNAAAAAAAAAAAAAAAAAAAAAAAAAAGCGGCCGCCACCGCGGTGGAGCTCCAATTCG 

CCCTATAGTGAGTCGTATTACGCGCGCTCACTGGCCGTCGTTTTACAACGTCGTGACTGG 

GAAAACCCTGGCGTTACCCAACTTAANCGCCTTGCAGCACATNCCCCTTTCGCCAGCTGG 

CGTAATAGCGAAGAGGCCCGCACCGATCGCCCTTCCCAACAGTTG 

>SEQUENCE:9103:prostate_MPM2000-004P6_Table5 

AATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTC 

TAGAATTAATTAAGGCGGGAGACGTCTTACAGAGGAACAAAAATAAGGATGACAGAAAAC 

TTCACCTCAAAAACAATGCAAAGGAGAAAACAGTAGAGTGCCATCTTTATGAATACAGGA 

GAGAAAAAAGTCAGTCTAGAATTCTATATAACAAGCCAAAATA I I I I I I i I AAATAAAGA 

AGAAAATTAAACTTTTGCAGACAAAAGACAGAAAAATTAATTACTAGCTAATCTTCACTT 

AAGAACTTAAAGTCGTTCAGGCAAATTTAAATCTACATAAAGGCATAAAAAGCAATAGAA 

ATAGTAAACATGTGAGCAAATATAAAATAGTATATAAAATACATTTTAAAACATTCAAAA 

CTCAACATTTTAAGAATATTCAAATTAGGCCGGGCGCAGTGGCTCACGCCTGTAATCCCA 

GCACTTTGGGAGGCTGAGGCGGGAGGATCACCTGAGGTCAGGAATTCAAGACCAGCCTGG 

CCAACATGGCGAAACTCTGTCTCTACTAAAAACACAAAACTTAGCTGGGCCTGGTGGCAG 

GCACCTGTAATCCCAGCTACTCGGAAGGCTGAAGCATAAGAATCACTTGAA 

>SEQUENCE:9104:prostate_MPM2000-004P6_Table5 

AACTGGCCGTCGTTTTACACCCCGGAAAAAGGTGAAACATGCTGGGTGACCGGGCCCCCC 

CTCGAGAGTACTTCTAGAATTAATTAAGGCGGGAGTGATGTTCTAATTTTCATCGCTTCT 

AGCCTGAGGCCAGCCCTTGTCTGCACCACACATGGAAGCAAAAAGAATACATAAAAATTA 

AAAAAAAAGTAAATCTTCTACTGGGAAGTGAAAGAGGAAACAGGAAAAGGAGAGTACCAG 

GATTAGAGGCACAAATTATCTGCATTTACTCTGCCTGTCAGGCTGACCACAAATGCTGAA 

GACACAGCCTTAGTAGGCTACATAAGAATAGAATAACTGAACTAAGATTTGGCCTGCTAC 

TTAAGACCAT 

>SEQUENCE:9105:prostate_MPM2000-004P6_Tabte5 

ACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 

TTAATTAAGGCGGGGGGTCAGTCAGTCTGAATATTGCATCTTTTGGAGAAAAAAGGCAGC 

CAGATGGTCCACGCAGCACTGGAAGAAGAGGGTGGTGATGTGGTCAGTGTACTGTGTCCC 

TAAGAAATGTATGTACTGTGAAATAAGGAGCAGATGGCAGGAGAACTAGGAGACACTTGA 

GTGATGAACTCAAGTATCCAGAAGAACTGGGAAGCAAAAAAAAAAAAAAAAAAAAAATAA 

AAAAAGCGGCCGCCACCGCGGTGGAGCTCCAATTCGCCCTATAGTGAGTCGTATTACGCG 

CG CTCACTGGCCGTCGTTTT ACAACGTCGTG ACTG G G AAAACCCTG GCGTTACCCAACTT 

AATCG CCTTG CAGCAC ATCCCCCTTTCGCCAG CTG G CGTAATAG CG AA 

>SEQUENCE:9106:prostate_MPM2000-004P6_Table5 
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TTTGCATCTGAGATCCTGCTGGAAACCACAGCAACCTGTATCCACTATTAGGAGGTAAAA 
ATCAATAAAATGGCCCATTCAAAAAAAAAAAAAGAAAAATAAAAATTTAAAATATGTTTG 
CTAAAAAAACAAAACAAAAAAAAAACCCCTAAGGTGAGTCCGTTGGTTATAAAAAAAAAA 
AA A AA AAAATAATCCCCCCCCCCCC CCG CG GG GTCCCCCCCCTCT AAAAAAAAAA AG G G G 
G ACCCCCCCCCCCCCG G G G GG AA AA AAAA AA A AA AA A AAA A AG AA AAC ACCCCCGGG G G G 
GTCTCTTTATTTTG G A AAAAA AAAAAAAAAA AAA 
>SEQUENCE:9107:prostate_MPM2000-004P6_Table5 

ACCCTCACTGAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 

TTAATTAAGGCGGGGGGGGGGGCTCTGACATTTACCTGCTCCCCACCTCTGCAGGTTGCG 

CTTGCAATAGACCTGTGTTGCTGTAGAGCCGCCAACTCTCTCTCTGTCTTTCTTTAACCT 

TCACCTTCTCTTCAAAACTTAACCCTTAGTTTCAACATTGTAATTGTCCACCCTCAGTTT 

CAACATTGTAATATGTTGAACAGTAACATTTTATAGAGGTTCTTAGAGCATTTAGAGTTT 

TTTTAGACCATATGTAAGGTCCTTAGCATAGTCCTCTAGTACCTCCAGACATTTACAAAT 

GTAACTTCCTTTCTTCTCTTTCTTTCCTAAATGATTTG TCCCA AGTACTGAGAATATTAT 

AAAAACTGCATCAGAAAAT ATACT TGAACTTAGCTTCATTTTATGGTTGGACTTATAAAG 

CTCCTATTTGACATCTTTC I I I I I 

>SEQUENCE:9108:prostate_MPM2000-004P6_Table5 

CCGTCGTTTTACACCCCGGAACACAGCGTATACACATGATGATTGGCGCGCCCTTCTCTT 

GAGAGAACTAGTAGAATTAATTAAGGCGGGGATACTGATTCAGAAATCCTGTAGCGTGTA 

ATAAAAGAAGAGGAAATGGCATGGAATCACTGCCTCCTGCGATTTGAAGGCCATTGTGAA 

GGAAAACAATGCAGTGAAAGAAAGTTCTTCATATTAGGACAGATATCATTGCATCACATT 

TATTTATCTTTCTGGGTATTTTTATAGCCCTTAATAAA AAATA TTAAAATAGCCAAAAAA 

AAAA AAA AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAATTTTAAAAAAAAAAAAAAA AAA 

AAAAAAANNNCCCCCCCCCCCCCGGGGGGGGCCCCCCCCCCCCCTTTAAAGGGTTTTTTC 

CCCCCCCCCCCCCGGGGCCTTTTTAAAAAAA 

>SEQUENCE:9109:prostate_MPM2000-004P6_Table5 

CGCGCAGTTCACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGT 

ACTTCTAGAATTAATTAAGGCGGGAGGCACGGAATCCAAAAGCCTGTTGTTTGAGAGTGT 

GTTAGGAGAAAGGATACTAGAAGTGGACACATTTCATT TCTAA GACATCTCAAGATAAAT 

GAGTAACTTTCCAAATCTTTCACATGTGTAACATATTTATTTTTGATGCAGTATATAATA 

ATCATATTTCTATAGTAATAAATCCATTCCTTTGACTGTATGTAATTCTAATTTATCACC 

TACCCCACCATTTTATCCTAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAGCGGCCGCCAC 

CGCGGTGGAGCTCCAATTCGCCCTATAGTGAGTCGTATTACGCGCGCTCACTGGCCGGCG 

TTTTACAACGTCGTGACTGGGAAAACCCTGGCGTTACCCAACTTAATCGCCTTGCAGCAC 

ATCCCCCTTTCGCCAGCTGGCGTAATAGCGAAGAGGCCCGCAC CGAT CGCCCTTCCCAAC 

AGTTGCGCAGCCTGAATGGCGAATGGAAATTGTAAGCGTTAATATTTTGTTAAAATTCGG 

GTTAAA 

>SEQUENCE:91 1 0:prostate_MPM2000-004P6_Table5 

GCCGTCGTTTTACACCCCGGAAATAAGGTGTCACAAGCTGGGTACCGGGCCCCCCCTCGA 

GAGTACTTCTAGAATTAATTAAGGCGGGCCCTGGGCCGCATGGTGGAGCGGAGCCTGCGC 

ATCGAGCTGGCTGCACTTCCCCCCAGCGTACAGGAGGAGCACGGGCAGCTGCTTGCGCTA 

CTGGCAGAGCTGCTGCGAGGACCCTGTGGCAGCTCTGATGTGCGCAAGACAGCTGACGAC 

TGAGCCCTGCTTCTGCTGGGGCTGTGTACAGAGTGCAAATGTTTATGTAAAATGAAGTTC 

T AT ATTTCCCTG CG CCTG CAG CAA AC AT ACT AC A A AGTATG 

>SEQUENCE:91 1 1 :prostate_MPM2000-004P6_Table5 

CTGGCCGGGCCGTCGTTTTACAGAAAGGAGGAACACATGCTGGGTGCCGGGCCCCCCCTC 

GAGAGTACTTGTAGAATTAATTAAGGCGGGATAAGAGTGAGTTGAATGAAATAAAAGAAA 

ATCAGAGAAGTCCAGTTAGAGTAAAAGAGAGAAAAATAACAGATCACAGGAATGTATCTG 

AGAGTCCAAACAGAAAAAATGAAAAGGAGAAGAAAGTTAAAGACCATAAATCTAACAGCA 

AAGAGAGAGACATCAGAAGAAATTCAGAAAAAGATGACAAGTATAAAAACAAAGTGAAGA 

AAAGGGCCAAATCTAAAAGTAGGAGTAAGAGCAAAGAGAAATCAAAGAGTAAAGAAAGAG 

ATTCAAAACATAATAGAAAAAAAAAAAAAAAAAAAAAAAAAAAAGGGGGCCCCCCCCGGG 

GGGGGACCCCCATTCCCCCTTTAGGGGGGGTTTTTACCCCCCCCCCTGGGGCGGTTTTTT 

A 

>SEQUENCE:91 1 2:prostate_MPM2000-004P6_Table5 

GCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 
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TACTTCTAGAATTAATTAAGGCGATGTAATTTACTCAGGAAGATCACAAATTCCTTAACA 

TTCTTT AC AATT AT AAAATTAACG G CTTTTTTATTATCAATA A ATT ACTTCCT ATTG CTC 

CCTAAATCACCTCCATAAAACCAAATATTAAGCTGTTTGTGTTACATTTCCTGTGATGCC 

TTTTAAAAACATTTTGGGCCGGGTGCAGTGGCTCACGCCTGTAATCCCAGCACTTTGGGA 

GGCCAAGATGGGTGGATCACGAGGTCAGGAGATCGAGACCATCCTGGCTAACACAGTGAA 

ACCCCGTCTTTGCT AAAAATAC AAA AAAAATTAG GCG G G CGTG GTGG CG G GCG CCTGTAG 

TCCCAGCTACTCAGGAGGCTGAGGCAGGAGAATGGCATGAACCTAGGAGGTGGAGCTTGC 

AGTGAGCAGAGATCGCTCCACT 

>SEQUENCE:91 1 3:prostate_MPM2000-004P6_Table5 

CAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTT 
CTAGAATTAATTAAGGCGGGAGACAAAAGACATATTTTTCAAGTGGTGAAAGAAAAAAAA 
GACTATCTACTGTGAATTCTACCATTGACAAAGCTATACTTCAGGAACAAAAGAAAAATA 
AAGATATATTCAGACAAAGGAAAACAAAAATAATTTGGCACTATAAGACCTACCTTTAAA 
TATTAGCTAAAG G AAGTTCTTTAAACACAATGG AAATAATTTTT AAAAAG G AATCCTAAG 
CATCAGAAAAAAAAAAAAAAAAAAAAAAAAAAAAAGGCGGCCGCCACCGCGGTGGAGCTC 
CAATTCGCCCTATAGTGAGTCGTATTACGCGCGCTCACTGGCCGTCGTTTTACAACGTCG 
TG ACTG G G AAAACCCTG G CGTTACCCAACTT AATCG C CTTG C AG CACATCC 
>SEQUENCE:91 1 4:prostate_MPM2000-004P6_Table5 

G CCAAG CG CG CAATTAACCCTCACTAAAGGG AACAAAAGCTG GGTACCGGGCCCCCCCTC 

GAGAGTACTTCTAGAATTAATTAATGAATTCATTAGATTGGTCAAGGCATGACACTTTAA 

CTACACAATAGGATTTAAAAAGCAGGTGGTTTTTTTAGTAGTTCTCTGGTAATCACACGC 

ACATACACACATACACAAAAATTTATAGAGTACTCTGAATATAGGATTTCCCCCTTAATT 

AAGG CGG GCAAAAG G G GTG GATTTAATACCTTTAG AG ACAG GG AAAATTATG ACAG AGGT 

TACTCTAG CCTG CTTA A AAG AG ATTTTG GGGC AAAA ACTCAG AATG GTGTTT AC AGTG CT 

GCAAATTACACCAATGGGAGCTTTGGAAGTAATTTTGTGTCTGCTGGTATACAGACCAGT 

TTTAGGACTGGTAATCCAACAGGGACTTACCAGAATGGTTATGATAGCACTCAGCAATAC 

GGAAGTAATGTTCCAAATATGCACAATGGTATGAACCAACAGGCATATGCATATCCTGCT 

ACTGCAGCAGCACCTATGATTGGTTATCCAATGCCAACAGGATATTCCCAATAAGACTTT 

AG A AGT AT ATGT AAATG 

>SEQUENCE:91 1 5:prostate_MPM2000-004P6_Table5 

ACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 

TTAATTAAGGCGGGGTGTGGTGGCATGTGCCTGTAGTCTCAGCTACTCGGGAGGCTGAGG 

CAGGAGAATCACTTGAACCTGGGAGGCGGAGGTTGCAGTG<U3TCAAGATCATACCACTGC 

ACTCCAGCCTGGGTGACAGAGTCAGGCTCCATCTAAAAACAAAAGATTGTCACAATAGCA 

GTTAACAAACACAAAAACATTTCCTAGTTATAAGAACCTTACCTGGAAACTGGAAAGCAG 

GAGACAGCCAAGCCGTTTGCTTTCTGCTAAATCGACACTGATAGACCGGCTGAGCTCTAA 

CATAAAACATAGCCACATTTAAGGAGCTGGATAGCTACATAGTTAGCAACTAACAAAACT 

GAAAAATGTCCTCCCTCTTGATAAATCCAACTTAA 

>SEQUENCE:91 1 6:prostate_MPM2000-004P6_Tabie5 

AACCCTCACTAA AGG G AAC AAAAG CTG G GT ACCGG G CCCCCCCTCG AG AGT ACTTCT AG A 
ATTAATTAAGGCATGTAACTATAC I I I I I I I ATGCTACATTATAACATGAGTGCTTTTCC 
TTGTTATG AAAAG I I I 1 I AATG AATTC ATAATCAAAGTTTTGTTACCTG CCGT ATTCTAA 
TCATTCTTCTATTATGGAACATTTGAGTGTGTGAGCTCTTCGTGTGATAAATATTTCCAT 
GAG G AATC ATCTTTG CATTCT AT ATT ATGTATTTAC A A ATTC AC ACTTA AT A AC ACTTTT 
AAAAGGTTATATAACCTCTTAGTAACCTCTTTAACAGATATTTAGCTTTCATATATAACT 
GCCTTAAAAATTTTGGAAAAGAATTATTGAAATAGTCTCTTATGTAATGAGACTGAAATC 
TAGAAGACAGGCTTGAAGCTCGACTCTGGCTCTGAAATTAGCCGGAAATAAACTCA 
>SEQUENCE:91 1 7:prostate_MPM2000-004P6_Table5 

TGGCCGTCGTTTTACACCCCGGAATACAGCGTGTACACATGATGTGTTGCCGGGCCCTCC 
CTCGAGAGTACTAGTAGAATTACTTAAGGCGGGGTTGGGAGGGGTGGCAAAGTTTCACTC 
TTGTTG CCCAG G CTG A AGTG CAATG G CAC A ATCTTG G CTC ACCACA ACCG CTG CCTACTG 
GGTTCAAGCAATTCTGAATGGTCTTGAGACAAACAGAAAAATGGAAAGTCTCAGCAAAGA 
AACAGATATGAAGAATAAAATGAAAATTTTAGAACTGAAAAATGCAGTTACGTGCTGTAT 
AACCATGTTTCCATCAACAACGGACTGCATATACAGTGAGGATCCTGTAAGATTATAATA 
GAGCTGAAAAATTCCTATCACCTAGTGACATCATAGTCATTGTGACATAGCACAATTACT 
TAAI I I I I AAATAAATTTAGTGTAG CCT AAATGTACAGCATTTATAAAGTCTACAGTAAT 
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GTAATG 

>SEQUENCE:91 1 8:prostate_MPM2000-004P6_Table5 

TGGCCGTCGTTTTACAACCCTGACAAAAAGGGAAACAAGCTGGGTACCGGGCCCCCCCTC 

GAGAGTACTTCTAGAATTAATTAAGGCGGGAAATTCATTAAAGTAGGAAAAGCTCTCATT 

CAAGAGCACAGGGAAATGAAAACCTTTAAGGATTTGAATGAGTGCACCAAATAATATAAT 

ATCAATGTTTCCAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAGGCCCCCCCCCCGGGGGG 

GACCCCAAATCCCCCTAAAAAAAAGGTATTTACCCCCCCCCCCGGGGCCGTTTTTTAAAA 

AAA 

>SEQUENCE:91 1 9:prostate_MPM2000-004P6_Table5 

CG CGC A ATTA ACCCTC ACTAAAG G G AAC AAAAG CTG G GT ACCG G G CCCCCCCTCG AG AGT 

ACTTCTAGAATTAATTAAGGCGGGAGAATCAGTTGAACGTGGGAGGTGGAGGTTGCAGTG 

AGCCAAGATCGCACCACTGCACTCCAGCCTGGGTGACAGAGCGAGACTGCATCTCACAAA 

AGAAAAAAGAAAAAAAAAGACATGTCAACTTAAAGCACTGTGGTATCCTGGATGAGATGA 

TTCTGGGACAGAAAAGGAATACTGGGTAACAACTAAGGAAATTCGAATAAAATATTAACT 

TTAGTTGACAATAGTGTATTGGTATTGGTTCATTGGTTGTGCTAATGCACCATATTGAAG 

TAATGTAAGATGTTAAAAATAGAGGGAATTGGGTGTAGGATATATAGCAACTCTACTATC 

TTTTCAGCTTTTCTCAAAATTTAAAACTATTCTTAAAAGGTCACTCTCCTTCCTCCTCTT 

C 

>SEQUENCE:9120:prostate_MPM2000-004P6_Table5 

CACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAAT 

TAAGGCGGGCAGGTCATCTGAGGTCAGGAGTTCGAGACCAGCCTGGCCAACAGGACAAAA 

CCCCGACTTTACTAAAATTAACCAGGCATGGTGGCGGGCGCCTGTAATTCCAGCTATTCA 

G G AG GCTT AGGC AGG AG AATCGCTTG AACCCTG GAG G GAG AG GTTAC AGTG AGCTG AG AT 

CGTGCCACTGTTCTCCAGCCTGGGCGACAAGAGCGAAACTCTGTCTCAAAAAATAAAAGA 

AATATCTTCTTGGGCTCTGTCTCTCTGTCTCTCCTCCTCTCTTCTTCCCTTCTTGTCTTT 

TTAGTTCTCTTTCTTCTCCCTTTCCTTTATCTTCTCCTACCAAAGAAACTTAAAAAAAAA 

AACTGAGCCTTTAAAAAGCGGCCGCCACCGCGGTGGAGCTCCAATTCGCCCTATAGTGAG 

TCGTATTACGCGCGCTCACTGGCCGTCGTTTTACAACGTTGTGACTGGGAAAACCCTGGC 

GTTACCCAACTTAATCGCCTTG 

>SEQUENCE:91 21 :prostate_MPM2000-004P6_Table5 

CTGGCCGTCGTTTTACACCCCGGCACAAGGAGAACACAAGCATGGGGCCGGGCCCCCCCT 

CACAAAGTACTTACTAGAATTAATTAAGGCGGGTGAGGATTTCCCCATATACCAGTGTGT 

GTTCATCTACCCATGAGGAATAAAACCATGCAGCAGCATGCAAAAAAAAAAAAAAAAAAA 

AAAAAAAAAAAAAAAAAAAAAGGGGGCCCCCCCCCGGGGGGGGCCCCCAACCCCCCCAAA 

AAGGGGGATTAAACCCCCCCCCCCGGGGGCGGTTTTTAAAAAAAAAAAAAGAGAAAGCCC 

CCCCCCCTGGGCGCGCGCTTTNATAAAAAAAAAAA 

>SEQUENCE:9122:prostate_MPM2000-004P6_Table5 

ACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATT 

AAGGCGGGGGGATGGCTGCACGACATTTACCTAATGCTAAATGACTAGTCTATGGGGGCG 

CTGCACCAACTTGGGACATGGCTACATATGTAACTAACCTGCCCATTGTGCACATGTACC 

CTAAAACTTAAAGTGTAGTGATAGCTGACATAAAACAATGATGATAACACTAAATTTCAA 

AAAACG AAG G ACAATCCTTACAGCATCTTATG AAAATACTACAAAG CC AG G ATCGTTTAT 

TCACAAGTTACACAAAATAA I I I I I I I I ACTGTTTACCTGACATCTAAAGTAAAAGCAGA 

ATAAAATAAACTTCTCACCAATAGTTAAAAAAAAAAGAATGTTCTTCCGAACTAAACTTT 

ATGTATGAAGGAGAAATGAAATCTTTTTCAGATAAGCAAA 

>SEQUENCE:9123:prostate_MPM2000-004P6_Table5 

CCTCACTAAAGGTAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATT 
ATATTAAGGCGGNGGGAAGCATTTAGTATTTCATTAAGTATGATGTTAGCTATAGGTTNT 
TTGTAGATATTCTTTATCAGTTTAAGAAAATTTCCTACGATTACTAGATTGTTCAGAATT 
GTTTTAAGATCATGAGTTGATATTTCAATTTTGTTAAATAC I I I I I CTGTTTCCATTAAG 
ATAATCATGTG I I I I I I I I AGTCAGTCATTGTAGCCCATTGTATTGCTTGATTTTCTTTA 
T 

>SEQUENCE:9124:prostate_MPM2000-004P6_Table5 

CTGGCCGTCGTTTTACACTCCGGAACAAGTTATAACTTTGATTCTTGCCCGCG I I I I ICC 
AT A AAG AA AA AA A AA A AAATTTT ATTTTTG G CG GTG G CTTT ACG G AC A A A A AG G A A AAGT 
ATTGTGTTGTTTTGTTCCCCTGCCCTCCTTTCTCAAAAAATTTTTGTTATTGTTGTTGTT 
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GTTCTTACACGAGTGCCTCCTGGTGCCTGCGGCATCCTTCTGCCTGTTTCTGTAAGCAAA 
TG CCAC AG G CC ACCT AT AGCTAC ATACTCCTG 
>SEQUENCE:9125:prostate_MPM2000-004P6_Table5 

AACCCTCAATAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGA 

ATTAATTAAGGCGGGGGAAGGGGACACAGGATCTCTCTGTATTCTTTCAACTGCATGTGA 

AACTATGAGCATCTCAAAATAAAATTTAACTGTAAATACAAAAAAAAAAAAAAAAAAAAA 

AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAGGGGGCCCCCCCCCGGGGGGGGCC 

CCCCACCCCCCCAAAAAGGGGGTTTAAACCCCCCCCCCCCGGGGCCGTTTTAAAAAAAAA 

A 

>SEQUENCE:91 26:prostate_M PM2000-004P6_Tabie5 

AGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGA 

GTACTTCTAGAATTAATTAAGGCGGGACCTGGAATTGATTTTTGTTTGTTGAGAAGTCAG 

AATCCATGTAATATGTCAATTAGATTTGCTGTGTGATTAACCACCCCAAAACTTAGTGGC 

TTAAAAGAACCACCATTTATTTAACATATATTCCTATGAGGCTGGTCTCAACTGGGCTCA 

CCCATGTATATGCTAGTCAGTTGCCAGTGAACTGAGTCACTCATCCCCTGGAGGTTAGCT 

GGTTGTCCACTGGGATAGCGGGCATATTGCCAGTGAGCCACATAGCTCTACCACTCATGA 

GGCTCTCTGAACTTCTTGATAGTGTGGCAGCAGGTTGCAAAAGGGAATGAGCCTTATTGT 

G CAAG CCTCT ATGTGCGGTG GTTGCT ATCATCTC ATT AG CC AAAG 

>SEQUENCE:9127:prostate_MPM2000-004P6_Tabie5 

ACTGGCCGTCGTTTTACACCCCTGAATACAGGGGAACACATGCTGGGTACCGGGCCCCCC 

CTCGAGAGTACTTCTAGAATTAATTAAGGTGGGCACATTTAAGGTCAGTTCACTAACCTA 

TGGTTCAGAGTTCTGATCATATGGAAGTTTGGAAAAGAGAGCTTATCACAGGTTTGTATG 

CTGGTGAATGGATAGTTTTAATTCTCACTGTCTCAAAAGAGAATCAGCTCTCCAGCAGTT 

CTAGAAAAGCTTTGACAATCCCCAAGGGGCAGTGTTACCTTACTCCTTCACTGCTTCTTA 

GAAGGTAGAATTAAGTTTCTGGAATTGCACCTACATGTTTTCTTATTAACATTCAGAATT 

G G GAATATTAA I I I I I CCAGTGAGTAGTTTTCTGAAATTG GTAACTTGG AG AGTAAAATA 

ACGTATTTTGCTTTTCAATTTTGTGTTTGTTTACTTTTATTGTAAAATTTGATATGTGAA 

TTACACAG 

>SEQUENCE:9128:prostate_MPM2000-004P6_Table5 

CGCGCAATTAATCATTACTAAAGGCGCGCAATTAACTGTGACTAAAGGGAACAAAAGCTG 

GGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGAGCCGTTAAGGG 

ACTTTAAGTA AG G G ATG AT AAG ACAG C ATCTGCT AAGT ATT AAAC AC ATTGTTAG CTA AC 

ATGCTGACATTGACGGACACTACAGAAAAAAAACTTAAAAGCAGACAAAAAAAAAAAAAA 

AAAAAAAAAAAAAAAAAGCGGCCGCCACCGCGGTGGAGCTCCAATTCGCCCTATAGTGAG 

TCGTATTACGCGCGCTCACTGGCCGTCGTTTTACAACGTCGTGACTGGGAAAACCCTGGC 

GTTACCC AACTT A ATCG CCTTGC AG C AC ATCCCCCTTTCG CCAG CTGGCGT AAT AG CG AA 

GAGGCCCGCACCGATCGCCCTTCCCAACAGTTGCGCAGCCTGAATGGCGAATGGAAATTG 

TAAGCGTTAATATTTTGTTAAAATTCGCGTTAAATTTTTG 

>SEQUENCE:9129:prostate_MPM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCACCTCGAGA3TACTTCTAGAATGAATGAAG 

GGGGCATGAATATTTAAAATCTAAAAACCTCAGATCAGCAGACCGAGTCGAAATGTGATT 

CTTCAAAGCAAGTATTGCTTTACCCTTGTCCTGAATGCAGTCCGTCATATGACCACTAAC 

TTGCATGTGACCAAATGTTTGCAGAGTG I I I I I I I AGATATGCTCTCGGTGAGCCGTCAT 

CCGTCAATCCAAGAAGAAGATGTTGTTGAACTGCGTTGCACAAAGTTTCTTGACCTCTTC 

ATTTACTTCAATCAGGTTTGCA I I I I I I I GATTCANAATAACATAGAGCCCCCGCCTTAA 

TTAAGGCGGGAGAACTCACTGAGGATGAGGTGGAACGTGTGATCACCATTATGCAGAATC 

CACGCCAGTACAAGATCCCAGACTGGTTCTTGAA 

>SEQUENCE:9130:prostate_MPM2000-004P6_Tab!e5 

AATAAAGGGAACACATGCTGGGTGCCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATT 
AAGGCGGGTGGGGGGAGTGGGCGGCATTCCTCCCAGCTTTAAATTAGGAAGTTTCAGGAC 
CCACTCCTTCTCCTAGGTCTATATTAGTATCACCTGGGGGCAGACTTAAACAAATATTGG 
TTCTCAAGTACCACACCCCCCCAGATTCTGATATAATTGGCTTGGCCTGGGGTCAGACAC 
TGACCTTTTTAAAGCTCTCCAAGGGATGACAGCCAGGGTTGCAAAGCAATGAAATATACC 
AG G G ATTCCCAACTTG G CTAAATATTAC AATTATCTGG GG ACCATTTAAAC AT ACCCAAA 
CCCATGCCACCTATCACACCCCATCCTAAN N N AAAAAAAAAAAAAAAAAAAAAAAAAAAA 
AAAA 
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>SEQUENCE:91 31 :prostate_MPM2000-004P6_Table5 

AGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGA 

GTACTTCTAGAATTAATTAAGGCGGGGGGGAATGGATTGGGCAGTTTGAGGAGCTTGGAC 

AAGACTTGAAATAGTTGCAGAAAATGAGAGTAAGTGTCACTGAGGAAATGTGGAATTATA 

TATTAAGTAAAACAAG CTG GTTGTAGCACTAACTAG ACTATT ATTATTACAG ATAAGCAA 

AGAAAAAAAACCACAACAAACCAACAAGCCTTATTAATACATCTCCTTATGATACCATGT 

ACTTACAATGTTGTTTAAATGGACATCAGCGGTGCATAATTAAAATACACCTAAATTGTC 

GCTTGCCTTTAGTGAATAGATAAATTGCTTATCTTTAACATGTCATTTATTGGAAATAAC 

AATTCTTATAATTCTTTTATCAAGGCTGCCAAAATTGACATTTAAA 

>SEQUENCE:9132:prostate_MPM2000-004P6_Table5 

TAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAG 

AATTAATTAAGGCGGGGGGGATTTGTGGCCTAACATTGGGAGGACTTTGCATCTAAGAAG 

ACAGAAGTACGGGAAGGCGAAGAAAAGAATAGATAACATGGGGAAATTAGAAGATAAAAA 

CATACTTTTTGAAGAAAAAAGATCAATTTAAACCTGAAAAGTAGGAAGCAGAAGAAAAAA 

GACAAGCTAGGAAACAAAAAGCTAAGGGCAAAATGTACAAACTTAGAAGAAAATTGGAAA 

TAAAAAAAAAAAAATGGAACAATTGGGGGCCCCCC CCCGC GGGGGATGCCAATTCCCCCC 

TTTGTGGGGAGATTTAACCCCCCCCCCCGGCCCCGTTTTTAAAAAAA 

>SEQUENCE:9133:prostate_MPM2000-004P6_Table5 

CGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGGAGCCAGCATCAGACAT 

GCTAATATCCAAAAACATCTACTCACATCAACTTAATTTCCAGTTTCTTTCAAATTGAAG 

AGTAAGTTCCMGACAMCTTTTTATTCTATTCTCTGACCAAGTGTTGGGAAAAGAAAAC 

TGTTACCATTTTCATTTCTAGCATACTAAAACAAAAAAACATAAAAACCCCAAAATCTAA 

AACACTTTTAAAAATAACATGGCGTTAAGAGTAGTTTGTTCAGTTTCCCTATAGAAAATG 

ATTTATGGAAGGAGAATAAAAGATTATTCTGAACACTAAAACAATAAGACCAANTTATAT 

AAAAAATAACCAAAAAGTATGCGGCCGCCACCGCGGTGGAGCTCCAATTCGCCCTATAGT 

GAGTCGTATTACG 

>SEQUENCE:9134:prostate_MPM2000-004P6_Tabie5 

CAAGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGA 

GAGTACTTCTAGAATTAATTAAGGCGGGGGAGGGCTTCTCATAACAAAAACTATCACAAA 

AGACTCTGCAAACCCCACAATGTTGCACAAAGATCATCATAACCTTTCAAAAAAAAAAAA 

ACACTTCTGCTAGGACAGCTGCCAGCAACTGCCTGTTGAAACTTGGACTGATGCCACCCT 

GTTATTGATCCTTACAGCCAAGGAGAATTATCGCAAAACAATTATGTAATCCTCCTCATT 

TTTCCTGTGTCAACTTTCATCTTCCTTTACCTCCCCAAATACAAACATAATTTACTATGA 

CACCCGTATTCCCATTGCAATGCCCTATCCCCAAATAAATGTCATTTTCCTTTNAAAAAA 

AA A A A AA AAAAAAAA A AAA AAG G AAAAAAA AA AAA AA AAA AAAA AA A AA AA AGG CG G CCG 

CCACCGCGGTGGAGCTCCAATT 

>SEQUENCE:9135:prostate_MPM2000-004P6_Table5 

CTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTA 

ATTAAGGCGGGGGGGACAATAGACCAGATAAGGAATTTAGACTATAATGACATACTTTGG 

GTACATTAAGGACTTCTTTCACCTTTAATAGTTCGAGACATATCAAAATGGACCATCTTG 

GATACGGCAAGCTCCTGGCAAAGCTGTACTTGAGAAGATAATAAGTAGGATTTTTGTTTT 

G G GTTGCCCTTTGG G GGGGCACCG AG AACTG ATTAG AACTTAG G AAGTGCCCCCCGG GTT 

GGTGAACATGCCATCAATAAAAGCCCTGGAAACAAGGTCATACTAGAGATTGGTTGTGCC 

TTGTCACAACTGCAAACAATACCTGAGTGGAGTATTCAAAAACTTGCTTAGAAAGAAAAC 

TCTAGGAACAGATGGCTTCACTGAAGTTATT 

>SEQUENCE:9136:prostate_MPM2000-004P6_Table5 

CTGGCCGTCGTTTTACACCCCGGAACACAGCGTGTAACCATGATGGGTGGCGCGGCCCTT 

CCTCGAGAGTACTTATAGAATTAATTAAGGCGGGGTATACAGATTGGAAAGGACAGTATG 

AATGCCTATAATAGAAAATGCCATGGACTCACCAAAAATTCTAGAACTAATAAATGAGTT 

AAG CA AG GTC AC AAG AT AG AA AAG G C AGTTGT ATTTTA ATATACT AG C AGTG AAC A ATTG 

GATATTGAGATATTAAACAGTACCATTTGCAGTAACTTAGAAAAAAATGAAATTCTATGT 

ATAAATCTCACAAGGATCTGTATACTGAAAACTATAAAAACACTGATAATGAAAGAAATC 

CAGGACCCAAATAAATGGAGAGATATACCATGCTAAAATGTTGGTTCTCCCCAAGTTGAT 

TTATAGATTAAGCACAGTCCCAAGCACAATCACAGCATGTTTGTTTATAAATATTACTAT 

AGATGTAAATATCTAAAATCTGTGCCTTTACATGTAGATTTTAAAATCTGTATGAAAAGG 

CAAAGGAACTAAAAAGCCAAAACAGTTTGGAAGAAAAAACAGGAACAATTGGAGGATTCA 
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CAACACCTTGTTTCAAGACTTAATTATAAAAGTACAGTAGTAATGA 
>SEQUENCE:9137:prostate_MPM2000-004P6_Table5 

AAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGG 
CGGGGATGAAACCGATATCGACGATACGGTTGTATAGGATTGCTTGAAAAAAAAAAAATA 
ATTAAGATTTTAAAATAGAAAATATTAAAGAAAAAAATAAAAGCGGCCGCCACCGCGGTG 
GAGCTCCAATTCGCCCTATATTGAGCCGTATTACGCGCGCTCACTGGCCGCCGTTTTACA 
ACGTTGTGACTGGGAAAACCCTGGCGTTACCCAACTTAATCGCCTTGCAGAACATCCCCC 
TTTCGCCAGCTGGCGTAATAGCGAAGAGGCCCGTACCGATCGCCCTTCCCAACAGTTTGC 
G CAG CCTG AATG G AG AATG G AAATTGTAAGCG TTAATATTTCGTT AAAATTCG CGTT AAA 
I I I I I GTTAAA 

>SEQUENCE:9138:prostate_MPM2000-004P6_Table5 

CTGGCCGTCGTTTTACACCCCGGAACAAGGTATAACCTATGATGTGATTGGCCCGCGCGC 

TTTTCTATAAAGAAAAAAAAAAAAACTTTATTGCTGAGCGTTCCGGATCGGCCAAGAAAG 

AGTAGTGGGAAGAAAGTTAGATTTACGCCGATGAATATGATAGAGAAATGGATTCAGTAT 

AAGGATAAGGAGGGAAGGTGGACCAGAATGAAAACTGTAAATA I I I I I I I AACCTAATAT 

CACTTAAATCGAGGCAGAAAGATATAGACATTCAATGAATTATATTCAATGCATTTAAAA 

TACCACTGTAATTGACAGAGTAAAAGTATAGATACAAAACCTTGGGTAAAAGGCTGACTT 

TTCCAAATAAACATTTTTTGAAAAAAAAAANAAAAA 

>SEQUENCE:9139:prostate_MPM2000-004P6_Table5 

CTGGCCGTCGTTTTACACCCCGGAAAAAGCGATACACATGATGGTTGCCGGGCCCCTCCT 

CGAGAGAACTTGTAGAATTAATTAAGGCGGGGTTTCAACTTATTCTATTGTAAGATACTG 

TTAAATCTAATAGAGGCATTGTCACTTTTACGTATAATTTTATTTTATTTCATATATTTC 

CTATTGGC I I I I I AC ATTT AAATTATGG AG CACTTC ATC ATATAA AA AACTTC AATT ATA 

TTTAAACAGTAAGTCTTTGGA I I I I I I I GCCTTGTAATTTCCATATTACATAATAATGAG 

ATAAACATTAATGTTTTCAGGGTACTTTAAATTTTAGATAATTACTCATTGTATTCATGT 

GAAATTTG I I I I I ACTGCATGTGTGGGTTGGAGGACTGTTTTCACTTCTGATTCATCTTT 

ACTCTTATCTCATCAGAGCTCATACCTCTTGTAATTGGGGGATTGCAGTTTATAATTCCA 

ATAAATGGGGCAAATTCAATAATAACATAATACAAATGAGTTTGAATG 

>SEQUENCE:9140:prostate_MPM2000-004P6_Table5 

AAAGGGAACAAAATCTGGGTACCGGGCCCCCCCTCAAGAGTACTTCTAGAATTAATTAAG 

GCGGGCCAACTCAAAGCTGGGGCTTCCAAGCTGTAAGTAAATTTAAACATTTTCTGGTTG 

ACAATTGCTTGAGTTTATTTGAAGACCTGGGATTAATGGAAAGAAATGTTCAGGTTAAGA 

T AAATG ATTGTG GGG ACC A AGTTTTACTGTG CAG AG G AATCTCTCAG C AG ACTTCATAG A 

GAGCAAATTGTTAAATGTTTCTTATCGGACCCAAAAGGGTGCCTGGCTCTCAACTGAATA 

TCCCCTGGATCTGCATACAAAGGAAGGAAAACAAAAGGGAAAGGGGGTTCTCTTTAGAAT 

GTGGATTTTTCCCACAAGAGACTTTGCCGGGCAATTTCAAGGCATGGGAAGGAAATAATA 

TTTTGGATTAA 

>SEQUENCE:91 41 :prostate_MPM2000-004P6_Table5 

GGGAACAAAAGCTGGGTACCGGGCCCCTCCTCGAGAGTACTTCT AG AATT AATT AAGCTG 

AATTTTATGTTACTTTATTATGAGGGAACAATGAATAATTTAAATTACAGTTTAAGTAAG 

TTTTAGATTCCTTTATATTTTCAAAATGAAATAAAAGATATACAATAGAATTAATATTCA 

GAT AAT ATTT AACTATCACTCAAAATATGTAGATAATAGCCAGGCACAGTGGCTCATGCC 

TGTAATCCCAGCACTTTGGGAGACCGAGTTGGGTGGATCACCTGAGGTCAGGAGTTGGGG 

ACCGGCCTGCCCAACATGGTGAAACCCCATCTCTACTGAAAATATAAAAATTAACTGGGC 

GTGGTGGTGTGTGCCTGTAATCCCAGCTGCTCGGGAGGCTGAGGCAGAAGAATCACTTGG 

GCCCGGGAGACAGAGGTTGCAGTGAGCCT 

>SEQUENCE:9142:prostate_MPM2000-004P6_Table5 

AAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGGGGGA 
GACAAAAAAAAAAAAAAAAATAATAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAACAA 
AAAAAAAAATAAATAAAAAAAAAAAATTATTATAAAAAAA 
>SEQUENCE:9143:prostate_MPM2000-004P6_Table5 

CTGGCCGTCGTTTTACACCCGGAAAAAGCGGTACACCTGCTGGGTTACCCCGGCCCCCTC 
CTCGAGAGTACTTCTAGAATAATTAAGGCGGGTAAAATGAATTTTGTAATATCCTCAGGA 
TACTTTTATCTTAAAAGTATGTTGTTAAAGATTTTGTAAATTGTATTTCAACAATTTTAA 
ATGTGTTGAGCAAGTTGCA 

>SEQUENCE:9144:prostate_MPM2000-004P6_Table5 
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CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGCGGGTCACCTGAAGTTGGGAGTTTGAGACCAGCCTGGCCAATATGGTGAAACCTCGT 

CTCTATTAAAAATACAAAAATTAGCCGGGCATGGTGGCACACACCTGTAATCCCAGCTAC 

TTGGGAGCCTGATGCAGGAGAATTGCCTGAGCCCATGAGGCAGAGGTTGCAGTGAGCTGA 

CATCACACCTCTGTACTCCTGCCTGGGTGACAGAGCAAGACTCCATCTCATAAAAAAAAA 

ATGGAAACAAGTGCCTGAAAACGCGGCCGTCACCGAGGTGGAGCTCCAATTGACCCTATA 

GTGAGTCGT 

>SEQUENCE:9145:prostate_MPM2000-004P6_Table5 

GCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTA 

CTTCT AG AATT AATTAAG G CG GGCG AGTCG G AC AGTT AAATG AG AAAATG AAATAG AAG G 

CATCCAGGTTAGAAAGAAAGAAGTTAATCTATCTCTATTCACAGATGACTTGGTCTTATA 

CATAGAAAACCCTAAAGAATCCACACACACGAAAAAAAACCTATCAGAGCTAATAAATGA 

GTTCAGTAAGTTACAGCGTACAAGATTAAGATACAAAAATCAATTGCGTTTGTATACGCT 

ATAGAACAATCTGAAAATGAGTAAAAATTAAAAGGAGTAAGATGCTTAGAATAAATTTAA 

TGAAAGAAGTGCAAGACTTGCATAATGAAAACCACAAAACATTGTTNGGCGACAAAAAAA 

AAAATAAAAAAAAAAAAAAAGGCGGCCGCCACCGCGGTGGAGCTCCAATTCGCCCTATAG 

TGA 

>SEQUENCE:9146:prostate_MPM2000-004P6_TabIe5 

AGGGACAAAAGCTGGGTACCGGGCCCTCCCTCGAGAGTACTTCTAGAATTAATTAAGGCG 

G G G7TTTTGTAAATAAAGTTTTATTGTACCACAAAGTGTATCTG AAATG ATAAAATGTAG 

CCCTGGCCCACTGCCCTGAAGTGTAAGTAGCAACCATTGGTAGTAATTCTTCCCCGTGTA 

TAAATTCAATTTTAAGTATAACAAATGTGACATGACATGAAAATATTCTAGAATAGATAC 

TGTATTAAATATTGCCATGTTTACAATATGTAATATG I I I I I AGCCGATGGATTTAAACA 

TGTAGATTCAACTTGAATCCATTTGTGATATTTGTAAATAAAGGTTGAAA 

>SEQUENCE:9147:prostate_MPM2000-004P6_Table5 

ACTGGCCGTCGTTTTACACCCCGGAACACAGCGTGTACCCATGATGATTGCCGCGCCCTT 

TCCTCGAGAGAACTAGTAGAATTAATTAAGGCGGGAGGACTGATTCCTGTATTCCCTTCT 

GCCTCTGCTGGGGCTTCTGCCAGTTGATAAGATGAGGCAAGATTACTTAATAAGGTTCAT 

TAGGTAACTCTACGTCACCTGCCTGCCTTGTTGATTGTTGGGATCCTTTGTAACCAAGCC 

AATCATTTATCCTGATTTACTTGGGACCATCTGAAGCTCTCCCATTGTCCCAGTGTAATT 

ATTAGTGTTCCTTTCATTCTTAAAAAGGTCCTAGTTTAGGGAAGGGGAACATCACACACT 

GGGGCCTGTTGTGGGGTGGCAGGACAGGGGAGGGATAGCATTAAGAGATATACCTAATGT 

AAATGACGAGTTAATGGGT 

>SEQUENCE:9148:prostate_MPM2000-004P6_Table5 

AGGG AACAAAAG CTGG GTACCGGG CCCCCCCTCG AG AGTACTTCTAG AATTAATTAAG G C 

GGGGGCAGAAATTGGTATCATGACTGAATTTTTAGAGACACATACCAACAAGACCTGAAC 

TCAGGAGTTCATGCTAAGAGAAGTTAACAGATATCGATATTGGATAGGTAAAACATATTA 

CAGGTATCGTTGTGAAGATTATACCCAGCACCAAGAGGAGGAGTGCACTTATGGAGCATA 

AATGTTGAGCTGCATCTGATATCTGTGAGACTTGATCCTAATTTGCGCACTATCACCTAA 

AGTG CTAG CAT ACTTG C ATTTCCAG G AA ATGTAATG AG AAAG AAGTCCTG AAAG CCTCTA 

ATTCCTGGAAACATATG 

>SEQUENCE:9149:prostate_MPM2000-004P6_Table5 

GCGCGCAATTAACCCTCGCTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 

TACTTCTAGAATTAATTAAGGGGGATGGGAATAGAGACATTCATCTACCTACTTTGTGTT 

I I I I I CCTTTTCATCCAGCTCCCTGTTTCTTGAAGTGAAAGAGCTCTTCCTGGCAGCTGT 

GCGGCTGGACCCTACCTCCATTGACCCTGATGTGCAGTGTGGCTTGGGAGTCCTTTTCAA 

CCTGAGTGGGGAGTATGACAAGGCCGTGGACTGCTTCACAGCTGCCCTCAGCGTTCGTCC 

CAATGTGAGCCCAGGGGAGGAATGGAAATGGGACATGACTGTGTACCTTATTGAAGAGCC 

ATTTGTTGGGAAGCTGGGTTTGATGGTGCATGCCTGTAGTCCCAGCTACTTGGGAGGCTG 

AAGTGGGAGGATCGCTTGAGCCTGGGAGTTCAAATCCAGCCTGGGCAACATAGCAAGACC 

>SEQUENCE:9150:prostate_MPM2000-004P6_Table5 

CGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGT 
ACTTCTAGAATTAATTAAAGCGGGTGTCACTCCTTGCCAAAGCTTTAGAAAGCCTTCCTC 
TTCAATGATCCCTAGAGCTGTGCGCACCATTCCCCTATAGGGGGCAGATTCTCTTGCACC 
GTCTCCCAACCGAGCAAGAGCTGCTTCTCCTTGCATTTGGAGTCGAG I I I I I GTGAGATC 
CAGGGGAAAGGTTGCTAACAAAAACACAAATGCAGGGAAAAACCCACAACATTCAGAGAA 
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ACAAACAAAAATCTAAAATCATAGGAGTAATATTTTCCCAAGACTGGTTGTTCTCATATT 
TTAGAATATATCAGAATCAGCTAGGGAGATTTTAAAAATTAGAAATTTCCTAGCCCCGTG 
CCCATGGATTCTAATTCAGTAGAGTGAAGAGGGTTTAGAAACTTGA 
>SEQUENCE:91 51 :prostate_MPM2000-004P6_Table5 

GTACTTCTAAAATTAATTAAGGCGGGTGGATCACGAGGTCAGGAAATCGAGACCATTTGT 

CTAACAAGGTGAAACCCCATCTCTACTAAAGAAAAATACAAAAAATTAGTCGGGTGTGGT 

GGCAGGTGCCTGTAGTCCCAGCTACTTCAGAGGCTGAGGCATGAGAATCGCTTGAACCCA 

GGAGGCGGAGGTTGCAGTGACCCAGGATTGTGCCACTGTACTCCAGGCTAGGTGAGATTG 

TGACACTGTACTCCACCCTGTCTCANAAAATCACAAAACAAACTGACAAAAAAACCCAGT 

AAATCAAAGTCTGTACATTTTAAATTAACGACTTACGGTTATAAAGAGAAATC 

>SEQUENCE:9152:prostate_MPM2000-004P6_Table5 

G CG CGC AATT AACCCTCACTAAAG G G AAC AAAAG CTG G GT ACCGGG CCCCCCCTCG AG AG 
TACTTCTAG AATTAATTAAG G CG G G GT AAG G GTG AAATACTGTAAATG G AAG CTTTCTGC 
TTAAAAGCCAAGTGATTA I I I I I ATTAGTTCTTTTCAGCATTGGAATAAAGAATCAGCCT 
CTGGTGCAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAGGCGGCCGCCA 
CCGCGGTGGAGCTCCAATTCGCCCTATAGTGAGTCGTATTACGCGCGCTCACTGGCCGTC 
GTTTT ACAACGTCGTG ACTG G G AAA ACCCTG G CGTTACCC AACTTA ATCGCCTTG CAG CA 
CATCCCCCTTTCGCCAGCTGGCGTAATAGCGAAGAGGCCCGCACCGATCGCCCTTCCCAA 
CAGTTGCGCAGCCTGAATGGCGAATGGAAATTGTAAGCGTTAATATTTTGTTAAAATTCG 
CGTTAAA I I I I IGTTAAA 

>SEQUENCE:9153:prostate_MPM2000-004P6_Table5 

CCCTACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATT 
AATT AAAGCGGGAAAACTTGTAGAGAAAATCTTACTGAAGATTGTTAAAGGATT ATT AAA 
AACAAAGT ATG ATAATAG AG AGTG ATAAAATAG AAGTTTAAAGTAAG G AG G AACATCCCA 
CTAAAACTTAAGCCTTAAAAAGAGTCAGAAGTCAAATAAGTAAAGATGATAAAACATTAA 
GATAAAAAATTTGACATGGTGAAAGTTGAGAGATTTTAAGAACATAAACTAAAACATGAT 
AAAAAAAAAAATATAAAATTTTANTTGGGGTTNNAAGAGGGGGGGGACCCCAATTGCCCC 
TAATGGG AAGGTTTTTTCCCCCCCCTCTGG G CCGG I I I I I I AAAAAACGTTATGAAAAAC 
CAGATAATCTAC I I I I I I ACCT 
>SEQUENCE:9154:prostate_MPM2000-004P6_Table5 

TCCAAGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTC 

GAGAGTACTTCTAGAATT AATT AAGGCGGGCGCCTGTAATCCCAGCT ACT AGGGAGGCTG 

AG G CAG GAG AATCACTTG A AC ATG G G AGGTG G AGTG AGCC AAG ATC ATG CCATTG C ACTC 

CGGCCTGGGCAACAAGAGCGAAACTCGGTCTTAAAAATAAAAAAATAAAACAGCCTCACA 

GGTGTGCTGAATCTTGACCTGAGAGTCACCAATCCATCTGTGGACCAGATTCACCTATAA 

GAGTCAATTTTGCAATTTTCCACTGCCTCCAGGTGTGACATTCAGAGCTTCAGAAGTAGG 

TTATGTTTATGTTAAGGGATGACAATATTTACTGTTGGCTGGTTGCGCATATGAGTATAA 

CAATGTCACCTGTGTGCTGGGCCATGTAAGGGCACTCAGTGTATTACCCGAGGGCTTTAT 

ACAATATACAGGAGAGTCAAATCCACTCTGAGATCTTTGTGATTGTATAAAACCATGATC 

GTACCTGCGGCCCTAGGCCCAGACTGGGGCAGGTGGATCAT 

>SEQUENCE:9155:prostate_MPM2000-004P6_Table5 

GCGCGCATAACCCTACTAAAGGGCCAAAAACTCGCTACTAAAGGGAACAAAAGCTGGGTA 

CCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGTATGTAACATACATAC 

TG CTTTGTAAAT ACGTGC AT A AT A A ATG CTGTTGTTT ACT A AAG CTTAAAG CTCT ATAG A 

CTAGCATACTGTCTTATTAACAAAAAAAAAAAAAAAAAAAAAAAAAAAAAGGCGGCCGCC 

AC CGCG GTGGAGCTCCAATTCGCCCTATAGTGAGTCGTATTACGCGCGCTCACTGGCCGT 

CGTTTTACAACGTCGTGACTGGGAAAACCCTGGCGTTACCCAACTTAATCGCCTTGCAGC 

ACATCCCCCTTTCGCCAGCTGGCGTAATAGCGAAGAGGCCCGCACCGATCGCCCTTCCCA 

AC AGTTG CGCAG CCTG AATG GCG AATG G AA ATTGT AAG CGTTAAT ATTTTGTTAAAATTC 

GCGTTAAA I I I I I GTTAAATCAGCTCA I I I I I I 

>SEQUENCE:9156:prostate_MPM2000-004P6_TabIe5 

GCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTA 
CTTCTAGAATTAATTAAGGCGGGGGAGAGAGAGAGAAGGCAAAAAAGGAAAAAAAATGAT 
ATTGGATTGAAAGATATGACTAGGGTGCTAGAACAGTACAAACTACACTCCCATATAATT 
CTAGCATTCCATGAAATAAACAGTAAAAGCCGAACATTCATGAAATTTTCCCAATTGTCT 
ATAAAATGTTAGTTTAACTTATACTTCTACCCAATCCAAAAAAAAAT I I I I I I AATTGTA 
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TGGAAI I I I I I I I I AACTGTTAAATGCACTGTTTCTTGTCTGCTGGTAAGTGCTATCAAA 

GACAAAAATTGGTCCCACGTGGTGGCTCATACCTGTAATCCCAACACCTTGAG 

>SEQUENCE:9157:prostate_MPM2000-004P6_Table5 

TACATAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAA 

TTAAGGCGGGAGAGGACAGAAAAGTTCTACATTCAGGCTGCCCCCCACCCTGAGACTTTG 

ACTGTGTATCTTAATTTGGCTCATTCTGATTCTTTATAATAAAACTATAATCATAAGTAA 

AATGATTTCCTGAGCTCTATGAGTTGTTTTAGCCTATTACTGAACCTGACAGAGTCACAG 

GAACCCCCAGAGTTGCAGCCTGGGGAACTTCAAATTTGCACCTGAAAACTACAGTGAAAG 

CAGTCTTATTGGGGACAATGACCTTAAATCCGTGGAGTCTCATGCTAACTCCAGGTGGTT 

AGTGTCAGAATTGAATTACAGCATGCTGCAACACAAAAGACAAACTTTCCACATTCAAGG 

AGTT AC ATGG GTATGTGTAG ATCC ACT 

>SEQUENCE:9158:prostate_MPM2000-004P6_Table5 

CTGGCCGGCGTCTTTCTTTTACAACCCGGAATAAGCGGTACACATGCTGGGTGCCGGGCC 

CCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGTGCCATCTGTCTCCGCAATGCCC 

CCCAAGAAACAGGCTCAGGCCGGGGGGCAGCAAAAAGGCGGAGCAAAAAAAGAAGGAGAA 

GATTATCGAAGACAAAACTTTCGGTTTGAAGAATAAGAAAGGAGCAAAGCAACAGAAGTT 

TATCAAGGCTGTCACACATCAAGTTAAATTTGGTCAACAAAATCCACGTCAGGTAAGTAA 

TTTAAATGTCCATATC I I I I I ATAAATGTAATATTAATATAGCCTCTGTTTCAGATAAAA 

TGTCTGGTATTATTATATAATTGTATTTCAAAANAAAAAAAAAAAAAAAAAAATTTCCGG 

GCCCCCCCCCGGGGGGGAACCCCAATCCCCCTTTTGGGGGGTTTTTAAACCCCCCCCCCG 

GGGGG 

>SEQUENCE:9159:prostate_MPM2000-004P6_Table5 

GCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 

TACTTCTAGAATTAATTAAGGCGGGCGGATCTATTTGAGGTTAGGAGTAGATCCTAACCA 

ACGTCTGACCAACATGGCAAAACCCTGTATCTACAAAAATACAAAACCTAGCCGGGGATG 

GTGGCACATGCCTGTAATCCCATGTGCCTGCAATCCCAGCTGTTCTGGAGGGTGAGGCAG 

GAGAACTGCCCGAATATGGGAGGAGGAGGTTGCAGTGAGCTAAGACTGCGCCACTGCCCT 

CCAACCTGGGTGACAGAGCAAGACTCCGTCAAAATAAACTAACAAACAT ACAT TTCATTC 

ATGTTTAAAATG G CTTAAATG AAG AATTATTCACAGTAACATTATTTCTAATTTTCACAA 

TTATTAATTAAGGCGGGAATGGCAATACTTGCAGAAACAGAGTAGCCCATTACAAACAAA 

G G C AC ATG G G CCTTTA AAC A 

>SEQUENCE:9160:prostate_MPM2000-004P6_Table5 

CGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGT 

ACTTCT AG AATTAATTAATAG ATG AATAACAG AATTAG CTG ACCAAGTCAATTGTTG CAA 

GTATTTAAAGCAGACTAGGTCTTAATATCAGCAATGTTTTCAGAAATTATTGGAGACTAG 

AAGGTTTGGAATTGAGGGGAGGCAAACCACAGGTGTGTAAAGAAATAAAAGTGTGAATTT 

TTACCTTAAGATAACAAAAAAAAAAAAAAAAAAAAAAAAAAAAAGCGGCCGCCACCGCGG 

TGGAGCTCCAATTCGCCCTATAGTGAGTCGTATTACGCGCGCTCACTGGCCGTCGTTTTA 

CAACGTCGTGACTGGGAAAACCCTGGCGTTACCCAACTTAATCGCCTTGCAGCACATCCC 

CCTTTCGCCAGCTGGCGTAATAGCGAAGAGGCCCGCACCGATCGCCCTTCCCAACAGTT 

>SEQUENCE:91 61 :prostate_MPM2000-004P6_Table5 

GCCAAGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTC 
GAGAGT ACTTCT AGAATTAATTAAGGATTGCCAGCTTCAGTTAAGACAAGACCTATCAGT 
A AATG AATATATGTTTTG ATTT AAC AC ATCTTT AC AATTA ATTC ATA AT AG G G ACTC AG G 
CTCAAATAACTGTTCCTGTGTCTAG ATTTATA ATG AG G ACATCAG GG AGCCTTTTTAAG C 
TAAAGAGTGATTATCTTTCACAGTAGAACTAGAAACAAAACCCTAACTTGTGAAGTTGCT 
ATTTA I I I I I CCCTGAGTGAATATAACTGTTATTTGGTCTTTAACAGATATACTGAGGTT 
TGAGTTTCACTTTCTTTAAGTCTCACATTGCTAACATGACATTAGCTGTAAGAAACAAGA 
TAG CTTTACATTTG AATGCCATTTACTG ATTTCT AATG ATT CTC I I I I I I I GTAAACAAC 
TGTTTCCTTTGATTATGTCAACATGTTTCTGATGTGGCAI I I i I GTTTTAATCCCAATCG 
>SEQUENCE:9162:prostate_MPM2000-004P6_Table5 

GGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGT ACTTCT AGAATTAATTAAATGC 

TGTCGTCCAGAAGTGATGTACAGCATTTCTGTCCACAACTCTTTGGCCAGAATTATTCTC 

ATGACCCTGCCAAGGGCAAGGTGGCAAAGAAGTACCATTCTTTCATGTGGCTGGGAGGGA 

AAAAAAGAACCAGATTTAGAAGAGCATTAGATATCTCTGTCACATCTGAGGAACAAATTA 

GCCATCAGAGCAAAGGTCCAGGCATCCCATCTCGGCAAACAAAGCATGATTAACCCTAGA 
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GCTGCTGATTCTGAGCTCACCCTAACTTGATTCCCTCCACTGGCCCCAAGCTGGCAGCTG 
TAGCTTTG CAAAC ATG AT AATG CTTCTCTTGTTAG AACTG AATTTAG AATTG G C AG CAAC 
AGAAACCTGCAAGCTGCAGTTCATTTGTGTATCCA 
>SEQUENCE:9163:prostate_MPM2000-004P6_Table5 

GCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 
TACTTCTAGAATTAATTAAGGGGGCTAGGGCTGAAAAAGCAAGGGGGGGCCAAGGGCCCC 
AGGCAAAGAAGCAGGCTCAAAGGCGGGCCTTCAGCGCAAGAGGCACAGAGTGGCGAGAC 
C 

ACCGAGACAGATGTGGAGGCATTGAGGCAGCCAGCGCAGGGGCTTCTGCTGAGGGGGCA 
G 

GCGGAGCTTGAGGAAACCGCAGATAAGTTTTTTTCTCTTTGAAAGATAGAGATTAATACA 

ACTACTTAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAGGCG G CCGCCACCG CGGTG G A 

GCTCCAATTCGCCCTATAGTGAGTCGTATTACGCGCGCTCACTGGCCGTCGTTTTACAAC 

GTCGTGACTGGGAAAACCCTGGCGTTACCCAACTTAATCGCCTTGCAGCACATCCCCCTT 

TCGCCAGCTGGCGTAATAGCGA 

>SEQUENCE:9164:prostate_MPM2000-004P6_Table5 

TAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAG 

AATTAATTAAGGCGGGGTGATGCCTGTTGGGGGCCAGTGCCCTCCTAATTGTGGGGTATG 

GGGCCATCCGAGCTGACGCCATCTGAGTGGTGGTGGCTGATGGTACTGGAGTAACTGAGT 

CGGGACGCTGAATCTGAATCCACCAATAAATGAAGCTTCTGCAGAATCAGTGAAAAAAAC 

AAATAAAAGAAGATTATTAAACCCCCCAAAATGCTCTAATTATAAAAAACTTGCTGTCCC 

CCCCCGGGGGGA 

>SEQUENCE:9165:prostate_MPM2000-004P6_Table5 

GCGCGCAATTAACCCTCACTATNGGGAACAAAAGTCTGNNNTCACGAGCACTATACGCGC 

AATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTC 

TAGAATTAATTAAGGCGGGGGGGGGGTCTATACATTCCTGAGATTCTGGGAAAGGTGCTC 

AAAGATGTACTGAGAGGAGGGGTAAATATATGTTTTGAGAAAA 

>SEQUENCE:9166:prostate_MPM2000-004P6_Table5 

AAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGTGGATC 

ACGAGGTCAGGAGATCGAGACCATCCTGGCTAACATGGTGAAACCCCGTCTCTACTAAAA 

ATACAAAAAATTAGCCGGGCGTGGTGACTCGTGCCTGTAGTCCCAGCTACTCATGAGGCT 

GAGGCAGGAGAAATCACTTGAGTCCGGGAGGCAGAGGCTGCAGTGACCCGAGATCGTGCC 

ACTGCACTCCAGCCTGGGCGACAGAGTGAGACTGTGTCTCAAAAAAAAAAAAAAAAACTC 

AATGGGC I I I I I CTTTGTTGTTGGAAAGATGCGGTCCTGCTATGTAACCCAGACTCCTCT 

TTGGTCTGCATGTATGCCTCAAATTCCAATTCTTTCTTGCCAAATAAAACATTAACTTTA 

GAGATTCATCTCTAAAAAAAAAAAAAAC 

>SEQUENCE:9167:prostate_MPM2000-004P6_Table5 

ATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCT 

AGAATTAATTAAGGCGGAGAGAGTGTGGCTGAAAAAAAAATATTTATATCTCATTTAATC 

GCCATCAAACATGCTCAATACCTGTGTTGAGAAAAGGCTTTCTTTATCCTAAAGATTATT 

ACCTTTTTAAAGTGCTCTTATATTT 

>SEQU EN CE :9 1 68 :prostate_M PM2000-004P6_Table5 

AGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGA 

GT ACTTCT AG AATTAATT AAG G CG G GC AG G AT AGTTC AG ACGGTTTCT ATTTCCTG AG CG 

TCTGAGATGTTAGTATTAGATTAGTTTTAAACCCTTGTTTGAAAGCCACATTGTTTTGGT 

TATTTCTATTAAATTAGAAAATTGAAAAAGTTAAAAAAAAAAAAAAAAAAAAAAAAAAAA 

AAAAAAAAAAAAAAAAAAAAACAAAAACAAAAAAGAAAAAAAAAAAAAAAAAAAAAATAT 

TAAATTAAAAA 

>SEQUENCE:9169:prostate_MPM2000-004P6_Table5 

GCCAAGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTC 

GAGAGT ACTTCT AGAATTAATTAAGGCGGGAGACATTGGCAGCAGCCAAAGTGGAGCACA 

GGGAGTTCAACTATTCCTGTTGACAGACTATATGATCTCATATCTAGAAAGCCTATGGGC 

TCAATCAAAAACTGCTTTGATCTGAACAATAAATTCAGCATAGCTGCATGACACAAAGTC 

AGGATACGAAAGAGAATCATGATATAAAAATCCCTAGATCCAAAATTACTGATAAAA 

>SEQUENCE:9170:prostate_MPM2000-004P6_Table5 

TGGCCGTCGTTTTACACCCCGGAAAAAGGTATAACCATCATGTGTGGCCGCGCCCTCTTC 
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TCCAGAGAACATAATAGAATTACTTAAGGCGGGGGGTTGTGACGTTGCTAGCGCTTGTCC 

GGTGGCTGCTGCGCTGCCGCAACGAATAGGGTTTCTGGCTGCGTAGGAGGGACGGGGGC 

G 

CGGAGCTGTGGGAAACTGCGCCAGGCGCCCGAAAGGTGAACACGGGAGTCGCGCGTCTC 
C 

CCCGCAGCAGCGGTAAAGCGGAAGTTATGCTGCAGCCGGAGCCCGGGCTTCCTCCCGGA 
G 

CCGCGTCGCGGGGCCCGGCTGCCCCGAGCTGAGCGGAGCATCCTTTCCGGGTGAGGGGA 
G 

GAGAGGACTTGGCGCGTTCCCCTCGCTGCCCCGGGAGCCGCAG 
>SEQUENCE:91 71 :prostate_MPM2000-004P6_Tabie5 

CG CG C AATTAACCCTC ACTAAAGGG AAC AAAAG CTG G GTACCG G G CCCCCCCTCG AG AGT 
ACTTCTAGAATTAATTAAGGCGGGACGACAGAAAAATTTAGATTCTTAAAGTAGCCACAT 
TCAAATTACCCAGGAGTAATTGGCCACCTAAGCAGCTGGATAAAGCAATTTCTTTGAAAT 
ACATTTCAAGGCCAAGCACAGTGGCTCATGCCTGTAATCCCAGCCCTTTGGGAGGCCAAG 
GCGGGCTGGTCTCAAACTCCTGACCTGGAGTGAGCCACTATATCCGGCCTTTATAAACTT 
TTTTGATTCTTGTCATAACACTTAGCCTAAAATGCAAATGTACAGCTGTAGAAAAATACT 
TTATTTCTTTATATCCTTATTCTAGAAGC I I I I I I I CTATTAATTTTTGTTTGTTTGTTT 
TGTTTTACTATTTACTTCTAAAAC I I I I I I GTTAAAAACCATGGCACAAACACACACATT 
ATGCTAG G CATAC A 

>SEQUENCE:9172:prostate_MPM2000-004P6_Table5 

CAAGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGA 
GAGTACTTCTAGAATTAATTAAGGGGGTCTAATTTTGGGGATCTCTTTTATTATTTTTAG 
ATGGAGTCTTGCTCTGTCACCCAGGATACAGTGTGATCAGAAAACAGTTTTAAGGAGGTC 
TAATTTTGGGGANNNNNNNNNNNTNNCNTNNNTNNATNATNNTTAAATATTTNANCTTTT 
I I I I I I I GATTTAAACACAAATTATA I I I I I I I ACTATTTATATNANGCACTGTTGGAAT 
ATAAAACCTGTATATTTTACTTTGTTGCAGATAGTCTTGCCGCATTTTGGCAAGTTGCAA 
AGATGGTGGAGCTAGAAAAAAAAAAAAAAAAAAAA 
>SEQUENCE:9173:prostate_MPM2000-004P6_Table5 

TTACAACCCTAAATAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTC 

TAGAATTAATTAAGGCGGGCTTGACGACAGGCTATTTGAAATATCCACTCAGAGATAATA 

AAAGAAAAAGCATGAAGCATGCCTACAAGATCTAGAAAATAGCCTCAAAAGGGCAAATCT 

AAGAGTTATTGGCCAGTAGAGAGAGAGATAGCAGAGTAGAAAGTTTATTCAAAGGGATAA 

TGACAGAGAACTTCCCAAACCTAGAGAAAGACATCAATATTCAAGAACAAGAAAGTTATA 

TAAAAACAAGCAGATTTAAACCTTATTAAATAAGACTACCTCAAGACATTTAGTAATCAA 

ACTTCAAAAGGTTGAGAATACAGAAAGGATCCTAAAAGAAGCAAGAGAATAAAAACAAAT 

AACATGCCAAGAACCTTCTATATGACTGGCAGCAAATTTCTCAGTGAAAACCTTAAGGGC 

CAGGAGAGAGTGGCATGACATAGCTAAAGCACTGAAGGAAAAAGTATTTTATCCTAGAAT 

AGTATATCCAGTGAAAATATCC7TTAAAAATGTGGGAGAAATAAAGACTTCTCCAGACAA 

ACTAAAATAAGGGATTTCATCAATA 

>S EQ U E NCE:9 1 74:prostate_M PM2000-004 P6_Table5 

CTGGCCGTCGTTTTACACCCGGGAAAACAGAAATAACCATGATTATGGCCGGTGGTTTTC 

C AT A A AG AAA A A AAA AA AACCTTT AAGTTTGG C CG G G GTTTTTCC AACA A AAAA A A AAA A 

AAACTTATAGGGTCGAGTGATGCTCCCACTTCAGCCTACAAAGAAACTGGCACTACAGGT 

ACACACCATACCTAGCCCAACATAATATTAGCACATAGAATTCATCAATATACAAAACAG 

AGTTATACATCATCACCAAGTGGTAATTATTTCTGGAAGGCTTCAATACATGAAGTGCAA 

TCAGTGGAACCCATTATATTAGCAGACTACAGAAGAGCTTAAAAAAAAAAAAAAAAGAAC 

GGGTAGGGGGCCCCCCGGGGGGGG 

>S EQ U ENCE:91 75:prostate_M PM2000-004P6_Tabie5 

GCCAAGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTC 

GAGAGTACTTCTAGAATTAATTAAGGCGGGAGAGGAAGCCTGCGGACACCTGCCCTTTGT 

GATTGAACCGCAGACACCAGGCCTGGCGGGGTCGCTTGCCTCCGCTGCCCAAGCTAAGGC 

TCCGCTAAGCTGGTCCTGAGAACATACTTCATGCTCAACTTCAGGGATGTGGCTGTAGTG 

TCCTCACTCTATGCTGAGAATGAAAGAAGCACAGTCTATGAAAGGAAAACCCCGACAGCA 

CAGAGCACTTCGTGCGGCAGCAGCACACCGGGAGTCCCACTCCCTTTCCTGCTGCGTTTG 

GATCTGCCGTGACAAGGACTATCAGAACCACTCACAGTAAGGTCGGGTCGCGTTTCTAAA 
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TCCACTGTTTATGGACCGTCTTTTCACTGAGAAGAAGCTCGTCAGTTCAGGGGTTTCTAG 
AACTTCTCCAGACTCTTCAAAAACTCATGACTTTCTCCAAGTTGGTAATCCCAGCACTTT 
GGGAGGCCCAAGCGGGCGGATCA 
>SEQUENCE:9176:prostate_MPM2000-004P6_Table5 

CTACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAA 

TTAAGGCGGGGCGATAAGTGCTGCCATGTCACGACCGGTCACATACGAGCGTGCGAACTC 

GGGGGCCATGATTGTATCCGATGCTGGCAGCATTGCCTGATCCTACAGTGTATTGGTCCC 

AAATAAAAAAAAAAACTCAACCCGCCAAAAAAAGTAAAACAATAAACAATAAACTACCTG 

AAAAAGTAAAAGTAAACAATTTTATTTATAATAACTCCCCCCCAGGGAGCTCATAAATGT 

AACCAAAATGGTGAAAGATTTCTATCTCCCAATGGAGAAACACTGAGTAGAANAACTTTC 

TAAATCACAAATAAATGGAAAGATATTTCTGGTTCATTGATTGGCAGAATTAATACTGTT 

AAAATGTCTACACTGAGCAAAACAATCTACAGATTCAAAGCAGTCTTTTATCTGTATACA 

AATGAAATTATNTAGAATATTTCAAAAA 

>SEQUENCE:9177:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGCGGGGGAAAGAGAGAGCTCCTTTCACCATGTTTTACCAGTCTGCTGTTATAACCTCT 

TAGGTTGTATCCTTTAATATCCAGCCTTTTAGGTTAGTTTCTGTAACAGATCAAGTGAGT 

CTGGGATGAATTCCTCAAAGTACTTCAAATGGTACTTGTTTTGTTGCTTGTAATAGCTTA 

ACAAATAAACCTAGGTTTTCTATTTTTTGAAAAAAAAAAGATGGTAAAAAATATAAATCA 

TCAGAACTCATAATAAAAAAAAAATAAAAAAGGGTGCCCCCCGGGGGGGGGCCCCCCAAG 

GCCCTTCAAAATAGGGACTATTCCCCCCTCCTGGGGGGGG I I I I I I AAA AAAAC A ATG GT 

TATAAACTGAATTAGGCAATCTTAAAAAAAAAAAA 

>SEQUENCE:9178:prostate_MPM2000-004P6_Table5 

GCGCGCAATTATTCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 

TACTTCTAAAATTAATTAAGGCGGGGGACCGGCTATCCGAGGCCAACCGAGGCTCCGCGG 

CGCTGCCGTATCGTTCCGCCTGGGCGGGATTCTGACTTAAAGGCGTTCAGTCATAATCCC 

ACAGATGGTAGCTTCGCCCCATTGGCTCACTCACCCACCACATTAACAACATAAAACCCT 

CATTCACACGAGAAAACACCCTCATGTTCATACACCTATCCCCCATTCTCCTCCTATCCC 

TCAACCCCGACATCATTACCGGGTTTTCCTCTT 

>S EQU E N CE:9 1 79:prostate_M PM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGCGGGGGGTTGAGCCGGGTAGGGAAAGCAGCCTAAAGCCCGGGACAGGCACACAGGC 

C 

CAGGTGTGTAGGCCACAGCAGCCGCAGTCCTGAAAGGCTGCAACACCCAGACCTCCAGGA 
GAGACCAGGCCCAGGATGCCTCGCCTGTTCTTGTTCCACCTGCTAGAATTCTGTTTACTA 
CTGAACCAATTTTCCAGAGCAGTCGCGGCCAAATGGAAGGACGATGTTATTAAATTATGC 
G GCCGCC ACCG CG GTG G AG CTCCAATTCG CCCTATAGTG AGTCGTATTACGCGCGCTCAC 
TGGCCGTCGTTTTAC 

>SEQUENCE:9180:prostate_MPM2000-004P6_Table5 

GCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 

TACTTCTAG AATTAATTAAG GGGGTAG G AGTGG AAAGTATAG AG G ACACAG AAAAATATC 

TAAAGATACAAGAGCAAAAAATTTTCCGAATTTGGTGAAAATTTAAAACCCACATGCCCA 

AGGAGCTCAACGGATCTCAAGCACAATAAACATCAAAAAGAAAAAGAAACTACAACACAT 

AACACATAACGTAACCAAATCACTTAACACCAGCAATAAAGAGAAGACCTCAAAAGCAGT 

CAAAGGCAGGAGACGTCTTACAGAGGAACAAAAATAAGGATGACAGAAAACTTCACCTCA 

AAAACAATGCAAAGGAGAAAACAGTAGAGTGCCATCTTTATGAATACAGGAGAGAAAAAA 

>SEQUENCE:9181:prostate_MPM2000-004P6_Table5 

TGATACGCCAAGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCC 

CCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGAGAATCGCTTGAACCTGGGAGGCG 

GAGGTTGCAGTGAGCCTAGATTGCGCCATTGCACTCCACCCTGGGCAACAGAGTGAGACT 

CTGTCTCAAAGAAAATAATAATAATAATAATAATAATCAGATAAATAGAAAAAGAGGAAA 

GGCAGAATTTACAAACATATATTAACCAAGAAATAGTGTTATTTATTCTTTACCATACAA 

ATTTGCATTGAAAAGTTCACAATATTTGA I I I I I GAGCTTTCTGAGCTCAGGATTGGTCA 

GAGCTTGAAGTTTAAAATAGTTGACAGATTTAGGGAATAGCTTTCATGTTAGTTACCGCA 

TGTTCATTAGCTTTGAGTTGCATGGG 

>SEQUENCE:9182:prostate_MPM2000-004P6_Table5 
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GCCAAGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTC 
GAGAGTACTTCTAGAATTAATTAAGGCGGGGTAAGATTTGCCGAGTTCCTTTTACI I I I I 
TTTTAACCTTTCCTTATGAGCATGCCAGTGTTAGGATGTCAGTTTTACAAAATAATGAAG 
CAATTAGCTATGTG ATTG AG AGTTATTGTTTGG G G ATGTGTGTTGTGGTTTTG CI I I I I I 
I I I I I I AGACTGTATTAATAAACATACAACACAAGCTGGCCTTGTGTTGCTGGTTCCTAT 
TCAGTATTTCCTGGGGATTGTTTGCI I I i t AAGTAAAACACTTCTGACCCATAACTCAGT 
ATGTCTGAATTCCAGAGGTCACATCAGCATCTTTCTGCTTTGAAAACTCTCACAGCTGTG 
GCTGCTTCACTTAGATGCAGTGAGACACATAGTTGGTGTTCCGATTTTCACATCCTTCCA 
TGTATTTATCTTGAAGAGATAAGCACAGAAGAGAAGGTGCTCACTAACAGAGGTACATTA 
CTGCAATGTTCTCTTAACAGTTAAACAAGCTGGTTACAGTTTAAACTGCTGAATATTATT 
TGAGCTATTTAAAGCTTATTATATTT 
>SEQUENCE:9183:prostate_MPM2000-004P6_Table5 

G CG CAATTAACCCTCACTAA AG G G A AC AA AAGCTG G GTACCG GGCCCCCCCTCG AG AGT A 

CTTCTAGAATTAATTAAGGCGGGAGCCATATGAATAGTGGCTGGGAGACTGGATTGTTTT 

TAATACTCCAGACACCAAAGCTCAAATGAGCTTCCCAGTGGGCAATATTCCATGTGTATT 

TTCACACAATGTTCCTAGAGAAATAGGTACTGCACACATGCCTTCACTGGGAGAGGATAA 

CTGGAAGCCCTGTGCCTTAAGGTCTCCTGAACCCTGCCTTGTGTGCCTGTTTCTTCTGCT 

GATTTTAATCTGTATCTTTTCACTGTACTGAACTGTAACCATGTGTGTAACAGCTTTCCA 

AGATCTGTGTGTCCCTTTAGAGAATGATCTAAC 

>SEQUENCE:9184:prostate_MPM2000-004P6_Table5 

AAGGGACAAAAGCTGGGTACCGGGCCCTCCCTCGAGAGTACTTCTAGAATTAATTAAGGC 

GG NGT AAG ATTTG CCG AGTTCCTTTT ACTTTTTTT AACCTTTCCTT ATG AGC ATG CCTGT 

GTTGGGTTGACAGTGAGGGTGTAGTAGATAAATTCAAGGAAATAAGAGATTTGTAAGAAA 

CTAGGACCAGCTTAACTTATAATGAATGGCATTGTGTTAAGAAAAGAACATTTCCAGTCA 

TTCAGCTGTGGTTATTTAAAGCAGACTTACATGTAAACCGGAATCCTCTCTATACAAGTT 

TATTAAAGATTATTTTTATTACCGTGAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 

AAAAAAAA 

>SEQUENCE:9185:prostate_MPM2000-004P6_Table5 

TACTCGGGAGGCTGAGGCAGGAGAATCACTTGAACCCAGGAGGCGGAGGTTGCAGTGTGC 
TGAGATCATGCCACTGTACTCCAGCCTGGTGACAGAGTGAGACTCCGTCTCAAAAATAAA 
AT AAA AT AA AATAAATTCTTG CCTGTG GTTGTTCCACAT AC ACTATTC AC AA AG G GT AAT 
TCTCCAGTCTCTTCAAACTCAGCACTCACTCCTCAAATAGTATTGGTACACAGGTCAACT 
TATCAAGAGCCAAGGAACATCATTCAAAAAAATTTGCCTTGC I I I I I AATTGACTACTGA 
TGTCTGTCCTCAGTGTCCTCAACTCTTGAAGCAACTAGTCTTGCCTAAAGACTACTAGTC 
CTGGATACATTTCTTCAGCTGCTTAA 
>SEQUENCE:9186:prostate_MPM2000-004P6_Table5 

GCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 

TACTTCTAGAATTAATTAAGGCGGGTGGATCACTTGAGGTCAGGAGTTCAAGACCAGCCT 

GGCCAACATGGCGAAACCCCGTCTCTACTAAAAATACAAAAAAAATTAGCCAGGCTTGGA 

GGCATGTGCCTGTAGTCCCAGCTACTCAGGAGGCTGAAATCACACCACTGCACTCCAGCC 

TGGGCAACAGAGTCCTCCATCTCAAAAAACAAAAAAAAAAGTTCTACATAAATCTGATTT 

TTTAAAATAATAGTTCCCTTTGGAATTAAATCACGTATCATTTTAGAAATGTCTTTCCCA 

CTGCCTTTTCTACTATCTCTCCTGACCCCTAGTCCAGCTTCACAGTAGTATCTCTGTAAC 

CTGATAAACCATAAATGAACAGGAATTCTCTACAGCCATTAAAAGCAAAAGATATAGCGG 

GTATCTTAACTAAGATGATAACTTA 

>SEQUENCE:9187:prostate_MPM2000-004P6_Tabie5 

ACGCCAAGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCC 

TCGAGAGTACTTCTAGAATTAATTAAGGCGGGGGAGAATGTTTTCATGTTACTTATACTA 

ACATTAGTTCTTCTATAGGGTGATAGATTGGTCCAATTGGCTGCAAACTCTTCAGTTCCT 

TTGGTTATGGATTTTGAATCTTTTCTGTGTTTCTTAATAAAGTTCTTTTGAAAAATGGGA 

ACCTTTCTCAGATGGGAATTTTGTATCTTTCCTCTGTTTCTTAATAAAGTTCTTTTGAAA 

AATTGGAA 

>SEQUENCE:9188:prostateJVIPM2000-004P6_Table5 

GCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 
TACTTCTAGAATTAATTAAGGCGGGGGACAGGCAGAGCCAGGACAAGACCGACAGGTCGG 
GCTGTGGGGGTCCCGGCACCTGGCGTGAGTTTCATGTATGAAAACATAAAATTGAAAAAA 
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AAAAAAAAAACCTACACGAGCACCGTGATTTCAAGTAATAAACAGAAAATGAATCACATA 

AAAAAAAAAAAAAAAAAAAAAATTTCGAAAAGAAAATAGAAATAAAAAAAAAAAGGCGGC 

CGCCACCGTGTTGGAACTCCAATTGGCCCTATAGTGAGACTTATTACACGCGCTCACTGG 

CCGTGATTTAACAACGTCTAGACTGGGAAAACCCTGTCTTACCCCAACTTAATCTCCTTG 

AAGAACATACCCTTTTCGCCAGCTGGCGTAATAGCGAAAAGGCCCGAACCGATCGCCTTT 

CCCAACAATTGCCCAGCCTGAATGGCAAATGGAAA 

>SEQUENCE:9189:prostate_MPM2000-004P6_Table5 

CGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACC GGGC C CCCCCTC GAGAGTAC 

TTCTAGAATTAATTAAGGCGGGGTAAGATTTGCCGAGTTCCTTTTACI I I I I I IAACCTT 

TCCTTATGAGCATGCCTGTGTTGGGTTCACAGCGGGCAGGGAAAGCCGCGGGAAGGGTAC 

TCCAGGCGAGAGGCGGACGCGAGTCGTCGTGGCAGGAAAAGTGACTAGCTCCCCTTCGTT 

GTCAGCCAGGGACGAGAACACAGCCACGCTCCCACCCGGCTGCCAACGATCCCTCGGCG 

G 

CGATGTCGGCCGCCGGTGCCCGAGGCCTGCGGGCCACCTACCACCGGCTCCTCGATAAA 
G 

TGGAGCTGATGCTGCCCGAGAAATTGAGGCCGTTGTACAACCATCCAGCAGGTC 
>SEQUENCE:9190:prostate_MPM2000-004P6_Table5 

CCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAAT 
TAATTAAGGCGGGTGACAGCTGAGGAGCAACTAAAAAGCAGAGCATTCTGTGGT TTGGAA 
CGCTGATGGCGGGAAAATGGATGTGGCCACGTTTTTGAAATCAAACTGACCAATG I I I I I 
ATTGACTTTGCTGTAAATCAAATCATAGGATACGTAAGCTACCTGAAGCTTAACAAAAGA 
GTCCATCTAAAG 

>SEQUENCE:91 91 :prostate_MPM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAG 

GCGGGCGGATCACGAGGTCAGGAGATTGAGACCATCCTGGCTAACACGGTGAAACCCAGT 

CTCTACTAAAAATACAAAAATTAGCCCGGCGTGGTGGCATGCGCCTGTAGTCCCAGCTAC 

TTGGGAGGCTGAAGCAGGAGAATTGCCTGAACCCAGGAAGAGGAGGTTGCAGTGAGCCGA 

GATCGCACCACTGCATTCCAGCCTGGGCAACAGAGCGAGACTCCATCTCAAAAAAAAAAA 

AAAAGTTCTCTCATTCTTTAAAGTGGCTTTAAATAAGGTATAATTAGGTCACTATGGAAA 

CAAAGTTTTCATTAATGAGGGGACAGTAAGGGGGGGCTCTGCAAATGGCCCCTTTCTAAT 

AAGTTTAATAACCCCAAAAAAA 

>S EQ U ENCE:9 1 92:prostate_M PM2000-004 P6_Table5 

TATGG,\CCCTGCCCGCCTGCGTGTAGAGTGTGTGTCCCGCGCCTTTGCTCACTATTGCTT 

CCGTGTGGGAGGGGGTTTCCCCCCCCTCCCTTCCCTTATTTCCCTGGAAACAAGGTCATA 

CTACAGATTGGTTGTGCCTTGTTCCTACTGCTAACAATACCTGAGTGGAGTATTCAAAAA 

CTTGCTTAGAAAGAAAACTCTAGGAACAGATGGCTTCACTGAAGTTATTCCCAATATTTA 

AGAAATAATACCAGGCTTTTATAAAC 

>SEQUENCE:9193:prostate_MPM2000-004P6_Table5 

GCGCAATTAACCCTCACTAAATGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTA 

CTTCTAGAATTAATTAAGGCGGGGCAATATCCTTGTCTAAAAAAAAAAAAAGTT GACT TA 

AACATTTTCTTTAACAGTTGTC I I I I I I I I I CTAAATTCAGTCTTTCTCTTGC I I I I I I I 

TCCCTGCTATTGAGGAAGTATTTTGCCTTCCCTACTCACTGAGAAGTAATGACTTCGTGG 

TACACATTCTAAAGCATTTCTGATTTGAATA I I I I I GTACATTGTTATCAATTATTAAAC 

CTTCTCTTCTAGTCCAAAAAAAGATAAATAAGACATATATATATGCGGTCGCCACCGCGG 

TGGAACTCCAATTCGCCCTATAGTGAATCGTATTTACGCGCGCTCACTGGCCGTCATTTT 

ACAACTTTCTGACTGGGAAAACCTTGGCGTTACCCAACTT 

>SEQUENCE:9194:prostate_MPM2000-004P6_Table5 

GCCAAGCGCGCAATCAACCCTCACTAAAGGGAACAAAAGCTGCTACCGGGCGCCCCCTCG 

AG AGTACTTCTAG AATTAATTAAG G GGGC AG AG AG AATATTTG AAG ATAATAATG G CTG A 

AAACGCACCAAGTTTAATAAAAGACATGAATATATACATCCAAGATGCACCATGAACTCC 

AAGGAGGATAAACTCAAAGATCCACACCGTGACACATTATTATTAAGCTTTCAAAAGACA 

GAGAAGACCTTGAAAGCAGCACTAGTTGGAGCAATCCATCACATACAAGGGGCCCGCAAT 

AAAATAATCCACAGAGTTTTACTCAGAAACTGGAGGCCACAAAGTAGTGGGCCAGTATAT 

TCAAACTGCTAAAAGAAAAACAATAAACTACCAAGAATTCTACAACTGACAAAACTGTCC 

TTCAAAAGTGAGGGCGAAATTAAGACATTCCCAGATAAACAAAAGCTGAGGAAGTGTGCT 

GCCACTAGACCTGCCCTGCAAGATGTGATCTTATATGCAAGAAATCTGAAAGAATCCACT 
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TAGTTTCAGACACTA 

>SEQUENCE:9195:prostate_MPM2000-004P6_Table5 

CTA AAG G G A AC AAAAG CTG GGT ACCG G G CCCCCCCTCG AG AGTACTTC TAG A ATT AATT A 

AGGCG G GTAGCCATGTGTCTTAATCCCAAATG G CCTTCCAAAATTGGCCTTTTTTGTCGC 

AAGAATTAAGACTTTGAAGATTGTATTCCATACATTTCTGGAT TCTA TTATATGAAATGT 

CAGCCATCAATATATTTCGTTATTTCTTTGTAGGTAATCTGGCTTTTGTCTCTTGATGAT 

TCTATAGTTTTCCCTTTGCATTTGATGTATGGTAGTTTCACTCTGATGTGTCACACCAGA 

TGTGACTTCCTGCTCTGAACTTGATGGGATTTCTGAATATGAGATTTGACGTATTTAGTT 

CTGAAATATTCCAGGATTTGGATATATATTGATAGATATTGCTTCTCTATATACACTAT 

>SEQUENCE:9196:prostate_MPM2000-004P6_Table5 

ACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 

TTAATTAATGCATGTGCTATATGTGCTGACTGCTCCATAACCTGGATGGGTCTATATCTG 

TCTTTATCTATTAACTCTTCCCTATTTCCTGACAAAAATACCACTATCACATGTTAAAGC 

CCCTTAATGATCCCTACGACTGGCTCCTACGTGTACAAGTGAAAACAAGAGTCACATGTG 

TCTCACTTTAAATTATAAGCTCAAAACGATTACACTGACTGATGAAAGCATGTGACCAAA 

ACATGATTAATCTTGGCGAGGAAGGCTGGGAAGGACAACATTTAGGCATCACATACCAAA 

GAGTTAGCCAAATTGTGAATAGAAAGAAAATTTTTTGAAGTAAATTAAAAGGGCTCCATC 

GGTGAACACACTAATAATAAGGAAATAAAATAGTCTTATTACTGAAA 

>SEQUENCE:9197:prostate_MPM2000-004P6_Table5 

AAGGG A AC AA AAG CTG G GT ACCG G G CCCCCACTCG AG AGTACTTCTAG AATT A ATT AAG G 

CGGGCGAGGTCAGGAGTTCGAGACCAGCCTGGCCAACATGGTGAAACCCCATCTCTACTA 

AAAATACACACATTAGCTGGTCGTGGTGGCACCTGCCAGTAGTTCCAGCTACTTGGGAGG 

CTGACGCAGGACAATCACTTGAACCCGGGAGGTGGAGGTTGCAGTGAGCCGAGATCTCAC 

CACTGCACTCCAGTCTGGCAACAGAGTGAGACTCTGTCTCAAACAAAACTAAAAAACCCC 

CCAAAACCAAACAACATCAACAACAACT AAAAG AGTAACTGAATGGAGATGTGTGTGTGA 

ACAGATAAAGCCACAGCGTAAAAATGGCCAATGTGAAAACATGTGCAGCTGTTCTTGTAA 

TCAAAGAAATGCATATTAAATTGAGAT 

>SEQUENCE:9198:prostate_MPM2000-004P6_Table5 

TTAACCCTC ACT AAAG G G A AC AAAAG CTG G GTACCG G G CCCCCCCTCG AG AG TACTTCTA 

GAATTAATTAAGGCGGGGGGAAAAGAGCACATTACATATGGAAGAACAGAGATAAGGATG 

GCAGGAGTCATCATTGCATCTCATTGAACAGTGAAGCCAGAAGATAGTGGTGCAGAATCT 

TTTAAGTACTGATAGCAAAAACTATCAACTAGGATTCATTACCTACTAAAAATTTATTTC 

AGAAATGAAGATGAAATAAAGACTTTTCCCAGACATGTAAAAGCGAGATAATTCATCCGC 

AGCAGATCTGCATTACAAGAAATGTGAAAAGATGTCCTTAGGCAGAAGGGAAATGATACC 

AAATGGAAATCTGAAAATGAATACAGAGTACCAGAGATGGTAATTATGTGGATAAATATA 

AATTACTCTTACCATAACTGAATATTTAAAGCACAAGAAAAAAAAGGAACATTAAAGGCG 

GCCGCCACCGCGGGGGAGCTCCAATTCGCCCTATAGTGAGTCGTATTACGCGCGCTCACT 

GGCCGTCGTTTTACAACGTCGGGACTGGGAAAACCCTGGCGTTACCCAACTTAATCGCCT 

TGCAGCACATCCCCCTTTCGCCAGCTGGCGTAAT 

>SEQUENCE:9199:prostate_MPM2000-004P6_Table5 

AATT A ACCCTC ACTAAAGG G A AC AA AAG CTG G GTACCG GGCCCCCCCTCG AG AGTACTTC 

TAG AATT AATT AAG G CG G G C AG ATC ACGTG GTC AG G AG ATC AAG ACC ATCCTG G CTA AC A 

TG GTG AAACCCCCTGTCTACT AAAAATACAAAAAATT AGTGGGG CGTG GTG GTG CACG CC 

TGTAATCCCAGCTACTCAGGAGGCTGAGGCACGAGAATCACTTGAACCCAGGAGGCGGAG 

GTTGCAGTGAGCCAAGATTGCGCCACTGCACTCCAGCCTGGGTGATAGAGTGAGACTCCG 

TCTCAAAAAAAAAAAAAAAATCTCTTGGATGAGAAAACTAGACTTAGGATTTAAGGAAAT 

CTACGTTAATGGACTGGCCAGAAAAACAAGTCATAAAGGGAAATTAGGAAGTAATCATGA 

GAGAGGGGGATGTTATGTCCTATTACCTGAAGCAGAAATATAAATGGAAAACATATCAGT 

GTTATTAACTG AAG G G AAAAG AAAA 

>SEQUENCE:9200:prostate_MPM2000-004P6_Table5 

GCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 
TACTTCTAGAATT AATT AAAGCGGGGCCGGCTCGAGGGGGTGGATACTGTGAGTTT AATT 
ATAAAGAATGACCTGGTACAAANGCCAAANAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 
AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAANNNAAAAAAAAAAAC 
CCAAAAAAAAAAAAAAAAAAAAAAAAAATAGGGGGGCCCACCCCGGGGGGAACCCAAAAT 
TCCCCT AAAAG AAAGGGAAAAAACGCCCCCAAATGGGCGGGTTTTAAAAAAGGGGAGAAG 
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G G A AAA AAC CG G G G GTTAACA AA ATTAA ATG CCTTG A A AAA AAATCCCTTTTTCC AAAGT 
G G G AAA AA A AAAA AAA AG CCCC AC AC AA 
>SEQUENCE:9201:prostate_MPM2000-004P6_Table5 

GCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 

TACTTCTAGAATTAATTAAGGCGGGAGGATCGCTTGAGGCCAGGGGTTTGAAACCAGCCT 

GGGCAACATTGTGAAGGCTTGTCTCTAAGAATCTTCTTAAATTAGCTGGATACGGTGGTA 

TATGCACCTGTAGTCCCAGCTACTTAGGAGGCTGAGGTGAGAGGATCACTTGAGCCCAGG 

ATTTTAAGGTTAGAGTGAGTCATGATCGTGCCACTTCACTCTAGCCTGGGCAACAGAGCG 

AGACCCTTTCTCTAAAAAACAAAAATCCCCAGAAAACAGACAGAGAGATACAAAGGGTGT 

CATAAGTCTGGTGCTTACATGAGCCTCAGAACAGTTTTTTGCTGTTCTCTTTGACCACAT 

AAAAGTTAGAAACTCCTGTTCAACAAACGGCACATAACATAAAGCAAAAATCTCACACGC 

AGCCTGTGAAAAGATACTTGCCATCCAAA 

>SEQUENCE:9202:prostate_MPM2000-004P6_Table5 

AGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGA 

GTACTTCTAG AATT AATTAAG G CG G G CCAG A ATCTATC ATTG ACTCC A AA AT ACTG AGTG 

AGCTCTTTCCACTGGGTTCCATTTGAGGACGGTTCACTCTGTAATTCTTTCTCATTCTTC 

AATTTATCTGAAAAGAATTCACAAACTGTCAATACCTAACTTCAGTAATTTCAAAACCAT 

ATTTTAAAAAAATGGCTAAACTCACTCACAACTTATCATTATCACGACGAACAACCTGAG 

TTAAAACAAAACACCTTTTCTGGAGCGTTTTCTTCTTTTACCTCTGAATCTTGAGGATGG 

GCTTTTCTGTTC 

>SEQUENCE:9203:prostate_MPM2000-004P6_Tabie5 

GCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 

TACTTCT AG A ATT AATTAAG G CG G G AGTGTTC AGG AATTC I I I I I AATATTCTTGCAAAT 

TTTCTGTAAATTTAAAATTATTTAAGAATCTAAAGTTTAAAAAATGTCTCTAAA CTGTTA 

AAAG CTTAC AAAAGGTATTTATAG ATATTTTACCCGTG G GAI I I I I I I C I I i I I I t I I I I 

CTTG AT AG G GT A I I I I I CTGTCTCCCAGGCTAGAGTGCAATCTGCTGCGCTGGAGTGATC 

CTCCCATCTCAGCTTCCTCAGTAGTGGGACTACAAGCATGTACCACCCAGGCTTGCTAAA 

TAAAATAAAAAAATTAAAAAAAAAAAAGCGGCCGCCACCGCGGTGGAGCTCCAATTCGCC 

CTATAGTGAGTCGTATTACGCGCGCTCACTGGCCGTCGTTTTACAACGTCGTGACTGGGA 

AAACCCTGGCGTTACCCAACTTAA 

>SEQUENCE:9204:prostate_MPM2000-004P6_Table5 

GAGAGTACTTCTAAAATTAATTAAGGCGGGGGAAGAAAAGGGTCCCCTAGTTGAGGATAG 
TC AG GAG CGTC A ATGTG CTTGTACATAG AGTG CTGTAG CTGTGTGTTCC AAT AAATTATT 
TTGTAGGGAAAGTNNAAAAAAAAAAAAAAAAAAAAATTTTAAAAAAAAAAAAAAAAAAAA 
AAAAAAAAGCGCCCCCCCCCCGGGGGGGACCCAAATTCCCCCTTTAAGGGGGTTTTTTAC 
CCCCCCCCTTGGGGGGG I I I I I AAA 
>SEQUENCE:9205:prostate_MPM2000-004P6_Table5 

CCCTACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATT 

AATT AAGG CG GG AG G G A ATAAG G A ACTACTG G ACTTG AATTG CACTTTTG ACC ACTTG G A 

ACTAACAGACATTTTCTGAACTTTGCATCCATCGACAACAGAGTACACATTTGGCTCTAG 

CACACATGCATAGAACATTTTTCAAGATAGACCTTGTGTAATGCCACAAAAGAAGATGGA 

CCATATATCTAGTATTGTTTCAAACTACAGTGATCTGAAACTATAAATCAGTAGCAGGAG 

GAACCTTGGAAAATTAACAAATATGTGGAAATTTAAAAACATGCTCCTGAATGACCAGTG 

GGTCAAAGAATAAATCAAAAGAGAAATTTCTAAAATGTCTTGAGACAAATGACAGTGGAA 

G C AC AG CAT ACC A A AAC ATG G G ATGCAG C A AACG C ATTTCT AAG AG G G AC ATT ATAG C AA 

TTAATGCCTATGTTAAAAAGAAG 

>SEQUENCE:9206:prostate_MPM2000-004P6„Table5 

CCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAAT 

TAATTAAGGCGGGTCTTCAAACAAGGCAGTTAAAGTTTCTGGAATATTAAAAGGGACTTA 

CAAAAAGATCTACAGCAAGTATTCACAGTAGTCGTATAACAGTAGTGCTTCAATGTAGAG 

GACAAAATAAATGCATGACCAAATGTTTTCTTGAAAATCACTCTAAAATTAGATGACCAA 

AGACGTAAGTACTACATCCACAGTCAAGATATAAAGAGATTTTCCATATAAATGAATGAG 

CACG ACACAC AC AG ATTCTG CAAG CATAG CA AAACCTG AAACTAA AAATATTGTTTTAG C 

TGGGAAAAACATTGTTTATATATAAGTGAATTACGGTGAGTTTCCAAAAGGCCTGAAATG 

CATCCTGAANGCAAAAGATGCAATG 

>S EQU E N CE :9207:prostate_M PM2000-004 P6_Table5 



Table 7 
2962/3129 



AGCTGGGTACCGGGCCCTCCCTCGAGAGTACTTCTAGAATTAATTAAGTCGGGGTAGGGG 

GTACTCTTGTCAAAAGGCACATTGGTGCATGTGTGTTTGCTAGCTCACTTGTCCATGAAA 

ATATTTTATGATATTCAAGAAAATCTTTTGAAATCGCTGTTTTTTAACGAAGAGAATTTA 

TGTGGCTTCTCATTTGTAAATCCCTCAAAGGTGTGACTAGTCTCTTTCTCAACACACACT 

TAACAAATTTTTAATATCGGCTATTCAAGATAGGACAAACTTGGAGAGTATGGACAACTT 

TGATATTGCTTGGCACAGATGGTATTAAAAAAACCACAC 

>SEQUENCE:9208:prostate_MPM2000-004P6_Table5 

CGCTTTACACCCCGGACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTA 

CTTCTAGAATTAATTAAGGCGGGCAGAGCACGAGGTCAGAAGATCGAGACCATCCTGGCT 

AACACAGTGAAACCCCGTCTCTACTAAAAATACAAAAGAAAAAAAAAAGAAAAAAAAAAA 

GGGGGCCCGACCCGGGGGGGGCACGGAACTGCCCCTGGAGGGAGCGTGTACGCCCCCC 

GA 

CAGGGGGCCCTTTTTTGAGCCACTGCCAGGGGAGGAAAGGCCTTGATGTTCCAGACAATA 
ATAAATGCGCCTGTGACTTAAAAAAAAAAAAAAAAAAAAANNNNNNNAAAAAAAAAAAAA 
AAAAAAAAAANNNNNNNCCCCCCCCCCGGGGGGGA 
>SEQUENCE:9209:prostate_MPM2000-004P6_TabIe5 

TCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAAT 

TAATTAAAGCCGGGCCCGCTGGATAACTCATTTAATGCCGCCGCTTTGGGAGCCCCAGGC 

GGTTCAATCACTAGGTCTCTATTTCAATACCTACCTACTCTACATGGTGATACCTCTTCT 

CTTCTAAAAACACACACACACAAAAATAGCTGGGCATGGTAGTGCATGCATATAATCCCA 

GCTACTTGGGAGGCTGGGGCATGATAATCCAAGAGACGGAGGTTGCACTGAGCTGAGATC 

GTGCACTCCAGCCTGGGCGACAGAGTGAGACTCCTTCTCACAAATAAATAAACAAACAAA 

TA A AT AAAGTG AGTAGGTGG G CCACTG GCCAATTTTTAT AACCTC AG CCTT ACGG G GTCT 

GCTCCAAAAGCATCTG 

>SEQUENCE:9210:prostate_MPM2000-004P6_Table5 

G CG CG C A ATTAACCCTC ACTAAAG G G A AC A A A AGCTG G GTACCG G G CCCCCCCTCG AG AG 

TACTTCTAGAATTAATTAAGGCGGGCGGCTAGGTCTGTGCATTTCTGGTTGCACCGCGGC 

GCTTCCCAGCACCAACATGTAACCGGCATGTTTCCAGCAGAAGACAAAAAGACAAACATG 

AAAGTCTAGAAATAAAACTGGTAAAACCCCAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 

AAAAGCGGCCGCCACCGCGGTGGAGCTCCAATTCGCCCTATAGTGAGTCGTATTACGCGC 

GCTCACTGGCCGTCGTTTTACAACGTCGTGACTGGGAAAACCCTGGCGTTACCCAACTTA 

ATCGCCTTGCAGCACATCCCCCTTTCGCCAGCTGGCGTAATAGCGAAGAGGCCCGCACCG 

ATCGCCCTTCCCAACAGTTGCGCAGCCTGAATGGCGA ATGGAA ATTGTAAGCGTTAATAT 

TTTGTTAAAATTCGCGTTAAATTTTTGTTAAATCAGCTCATTTTTTAACAATAGGCCGAA 

ATCGGCAAAATCC 

>SEQUENCE:921 1 :prostate_MPM2000-004P6_Table5 

AGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGA 

GTACTTCTAGAATTAATTAAGGCGGGAAGATAGATGTGTATATGAAGGGGACTTTATTAA 

GGGGGCANTTGACTAACACCATCATAAGGGTGAAGTTCCACAATAAGGCNNCATCTGCTT 

GGCTTGAGGAGCAAAGGAAGCCAGTTCAAGTCCCCGGAACCTCAAAAGTAGGGAATTCG 

>SEQUENCE:9212:prostate_MPM2000-004P6_Table5 

CCCTACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATT 

AATTAAGGCAGGCGAAAATCTAAGATAATGCCATGACCTTCACCCTTAGGGTCATGTTAT 

ATATAATAATCCACCCCCTCTGAGTGTGGGTGGGATCTGTGGCTTGCTTCTGGCCAATAG 

AATATGGCAAAGTGATGGGATGCCACTCCCTTTATTAGGTTCATTATATAGCAAGAGTGA 

GAGGATGTCACTCCTATGATCAAGTTGCATTATATTAGAACTCTGTCTTAGCAGACAAGA 

GAGACTCTTGTGAGCTAGCCAGGCATGGTGGCTTATGCCTATAATCCCAAAAATTTGAGA 

GGCTGAGGCAGGAGGATCATTTGAGGCCAGGAATCCAAGACCAGCCTGGGCAACATAGCA 

AG AG CTTG GTGTTAC AAA AAACTT AAA AA AC ATA AAACTT ANC ATG GTGTG ATG GTG CAT 

GCCTGTAGTCCTAGATACCTGGGA 

>SEQUENCE:9213:prostate_MPM2000-004P6_Table5 

CCCTACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATT 
A ATT A AG GCGGGGGGGG ACTG ACTT ACTCTGTGCG A AC AG G AAC ATGTGT AACC ATTTCC 
AGCCAAATGATCGTGAAAAGCCCTGAGAATTATCGTACACGCCTTGTAATTAGCCTATCA 
TCAACTTGTTCCACTATAATGAAAAAGCTCATGAAAAAAAAAAGCTCTGAACTGCTCTAC 
AGAGCTTCAATGTGAAAAGATCGTGCCATTGAAAGCTCATTACCAGTAGGAACATAATGT 
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TTGGCTCTCCCTATTCACAACCAGTGCACAGTTTGACACAGTGGCCTCAGGTTCACAGTG 
CACCATGTCACTGTGCTATCCTACGAAATCATTTGTTTCTAAGTTGTGTTTATTCCTGGA 
GTG AC ATG CCACCCCG AATG G CTC ACTTTCAC 
>SEQUENCE:9214:prostate_MPM2000-004P6_Table5 

CGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGT 

ACTTCTAGAATTAATTAAGGGGGAGAAAAGAGCGATAACCAGAGATATGGAGATGATTCA 

AGGGACTTGATGAAAATAACACTTGCATGAATATCAATAAATTTGAATATCTAGAGCAGA 

GGTCAATAAACTTTTTCTGTAAAGGGCCAGATAGTAAACATTTTAGGCTTTATAGGTCAC 

GAGAGTATTATGTGGGTACTTATGTAATCTTATTGATGAAATTTA AAAAA TAATTTTAAA 

AATATAGGACTATTAGAAGAATGGAATTATTTTTTATTTGACATTATTTTACTTAATTGG 

GATTCATGGTTATTGTTTTCTACCATCAAATTAATTCCAAATGTTTATCTGTAAAAAAAC 

ATTCTTAGGTTATAGGCTATACAAAAATAGATGGTGGATGAAATTTAACTCAGGTGCTAT 

GGTTTGCTGACCTCTGACCTGGAACAAATGGATTATTTTCATA 

>SEQUENCE:9215:prostate_MPM2000-004P6_Table5 

AATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTC 

TAGAATTAATTAAAAAAATAAAAACCAACATTAACCAGAGTTTGGAAGAAGTTGATTCCA 

ACCTTCATAGGTGACTCTGAGGGGTTCAAGTCTTCAGTGGAAAAAGTAACTGTGGATGTG 

ATGGAAAAAAGAGAACTAGAATTAGAAGTGGAGCCTGAAGATGTGACAGAATTGTTTCAA 

TCTCGTGAAAAAACTTGAACAGATGAGAGGCTGCTTTGTATAGATAAGCAAAGAAAGTGG 

TTTCCTGAAATGAAATCTACTCCTGAAGATGCTGTGAACATTGTTGAAAAGACAACAGAC 

TTAGAATATTACATCAACTTAGTTGATCAAGCAGTGGCGAAGTTTGAGAGGATTAAGTCC 

AATTCTAAAAGAAGTTCCACTATGCGTAAAATGTTATCAAACAGCGTCGAATGC 

>SEQUENCE:9216:prostate_MPM2000-004P6_Table5 

TAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAG 

AATTAATTAAGGCGGGAGGGAGTAGTCTTTGTCTAACTTTATACCAGTACCAAACTATGT 

TAATTTAATGTAGTTTTATAATAAATCTTTAAGTCCTTAAAAAAAAAAAAAAAAAAAA AA 

CAAAAAAGGGGGCCCCCCCCGGGGGGGACCCCAATTCCCCCTTAAGGGGGGGGTTTTAAC 

CCCCCCCCTGGGGCGGTTTTTTAAAA 

>SEQUENCE:9217:prostate_MPM2000-004P6_Table5 

TACGCCAAGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCC 

CTCGAGAGTACTTCTAGAATTAATTAAGGCGGGAGTCAGTGGATGGAAAATTACCCAAAG 

GAAACATCAGGGGCAAGGTGGGATTCTGGCTAAATTGACTTGACAGGATTCTTGCTGAAG 

GCATGCCAGGCTGATCAAATACCAAGGGTGGGAGTTCTTTCTAAACTGATTCAGCAAGAT 

TCTTGCTACAACTGGGTGGGTAGTGCAGGCCCAACAAAGATGTCAAGGTCAGGGCCTAGA 

CAGCTTAGAGGAACCTGACTAGAAGTAGATAAAGGAGGGCATCTTGTCAGTGCAAAGAAT 

AATAAGACACTTCCTGCCCTCAAGGAATGCAGTCCAAAATTACAAAATTTCTTTGATTCT 

AGGTCATCAATAATTTTTTTCCTGTGCCAGTCTTCTAAATCATAGCTTTGCCGGGTGC 

>S EQU ENC E :921 8: prostate_M PM2000-004P6_Table5 

CCCTACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATT 

AATTAAGGCGGGCATTAGAGAGCCCAACATCTCCCGATGCTGAGGCACAAGAATCACTTG 

AACCTGGTAGGCGGAGGTTGCATTGAGCCCAGATCGCACCTCTGTGCTCCAGACTGGGCA 

ACAGAGCGAGACCCAATCTCTTAAAAAAAAAAAAAAAAAAAAGGGGTAAAAATTTCCCCG 

GGGGGGAGGGTTTGCCCCTGTATCCCCACTTGCCCCAGGGGTTAA GGGA AAGGGATGGTT 

TACCCCCAGGGGGCCCCGGCCATTGTGACCCATAATTTTCCCCTTGTTTTCCACCCGGGG 

G G AAAAG G G AAA ACCCTTTTT A A A AAA A AAA A AAA A AAA A AAA A A A AG GGGGCCCCCCCC 

GGGGGGGGGCCCCAATTCCCCCTTAAAGGGGGATATTTCCCCCCCCCC 

>SEQUENCE:9219:prostate_MPM2000-004P6_Table5 

CGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGT 

ACTTCTAGAATTAATTAAAGCAGCATGAAGAATATATTATAAAAATACTTTCTGTAAATT 

GTTTATATTAATTTGCATTTATGTTTATTTAAGGAATAGAGGAATGGATTTCATTTATTT 

CAGAGTTGTTATAAGAGGTAAATATGAAGTGTTAAGCATGGTGCCTGGCATGTAGTAAGT 

GTTCCATAAATGTCAGCTATTTTAATTGTCATCGTGAAGCAGGGCCA GCCT TTGTTTATT 

TACAGAGCAATAATTTGATGATTATTGGAAAATTCTCCTTTCCCAAGGTTTTCTAATTAT 

AATTCCCTAAATTCCACTTATAAATATCCATTACTTTGGATTTAGACTTTCTGTCTTTGG 

GGCCTTTTTGTTAATATGAAGATTAATCTTTTGGAACAATGGGTAATAACTGGGAGGGGC 

CTCTGTGGAGCTGGTAATGTTCTATTTCTTGATTTGGTTGGTGGTTACATGTGTCACTGT 
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GTAAAAGTCAAAGCT 

>SEQUENCE:9220:prostate_MPM2000-004P6_Table5 

CAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAAAAGCATGTACGGTA 

TCAACGCAGAGTTAATAGGCGGGTGTGCTCTTTTAGCTGTTCTTAGGTAGCTCGT CTGG T 

TTCGGGGGTCCTTCCCTTTGCCTGTGGTGTAAAAGTGCATCACACAGGTATTGCCTTTTA 

ACAAGAACTGATGCTCCTTGGGTGCTGCTGCTACTCAGACTAGCTCTAAGTAATG TGATT 

CTTCTAAAGCAAAGTCATTGGATGGGAGGAGGAAGAAAAAGTCCCATAAAGGAACTTTTG 

TAGTCTTATCAACATATAATCTAATCCCTTAGCATCAGCTCCTCCCTCAGTGGTACATGC 

GTCAAGATTTGTAGCAGTAATAACTGCAGGTCACTTGTATGTAATGGATGTGAGGTAGCC 

G AAGTTTG GTTC 

>SEQUENCE:9221 :prostate_MPM2000-004P6_Table5 

CTGGCCGTCGTTTACACCCCGCACACGATATAACCTTGATTATTGGCGGCGGTTTTCCTT 
AGAGAAAAAGAAAATAACTTTAGGCGGGCTGGCGGGGTGCCCCCGCCAAAGGCGGACACG 
GGCTGGACGGCCTGTCTTCTTTCCACTGGCCCCCCGGCATGGGATGGGCCAGGGCGCCG 
G 

GTCGGGTACCGGAGTGCAAGCTCGAAAGAGAGAGAGAAAACACTGAGACAGCATTAGTGG 

AGTGAAAGGCGGACACAGATGAGCCTGCAGACCATGCCCCCAACCCTCCGCTGCCCATCC 

CCTCCTCCCTCCTCACTTGGATAAAAAGCAGATTTGCCTTAN/ AAAAAAAAAAAAAAAAA 

AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAATAAAAAAAAAAAAAAAAAAAA 

AAAAANNCCGCCCCCCCCCCCCGGGGGGGCCCCCCCCCCCCCCTTTAGGGGGGGTTTTA 

C 

CCCCCCCCCCGGGGGGGTTTTTTAAAAAA 
>SEQUENCE:9222:prostate_MPM2000-004P6_Table5 

CCCTCACTAAAGGGATCAAAAGCTGGGTACCGGGCCCTTCCTCGAGAGTACTTCTAGAAT 

TAATTAAGGCGGGTACATATGTTGGAATTAACAGACAAGGACACTAGTTATTATAACCAT 

ACTCCATATATTTAAAAAGTTGCATACAGACATATAAGACTCAAAGTGAATTTCTAGACA 

TGAAATCTACAATATCTGAGATGAAAAATACACTGGATGGGATTAACAGCAGATTAACAT 

TGCAGATTAGTGAACTTTAAAGCGTATCAGTAGAAACTATCCAAAACGAAAAAAAAAAAA 

AAAAAAAAAAAAAAAAGGCGGCCGCCACCGCGGTGGAGCTCCAATTCGCCCTATAGTGAG 

TCGTATT ACGCGCG CTC ACTG G CCGTCGTTTTAC AACGTCGTG ACTG G G A AAACCCTG G C 

GTTACCCAACTTAATCGCCTTGCAGCACATCCCCCTTTCGCCAGCTG 

>SEQUENCE:9223:prostate_MPM2000-004P6_Table5 

ACGCCAAGCGCGCAATTAACTCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCC 

CTGAGGAGTCTTTTAGAAATTAATTAATTTTCAGGACATAAAATACCAAAGATATTCATG 

GCCTAAACTGAGTACTGAATCAAATGGACCTGATAGATATCTACAAAATTCTCCACCCAG 

AAACAACAGAATAGACATTCTTCTCATCAGCCCATGGCACTTACTCTAAAATTGATCACA 

TAATTG G A AGTA A A AC ACTCCTC AG CAN AN G AA AAA AAA A AA AAAAAAAAAAA AAAA AAG 

GCGGCCGCCACCGCGGTGGAGCTCCAATTCGCCCTATAGTGAGTCGTATTACGCGCGCTC 

ACTGGCCGTCGTTTTACAACGTCGTGACTGGGAAAACCCTGGCGTTACCCAACTTAATCG 

CCTTGCAGCACATCCCCCTTTCGCCAGCTGGCGTAATAGCGAAGAGGCCCGCAC CGAT CG 

CCCTTCCCAACAGTTGCGCAGCCTGAATGGCGAATGGAAATTGTAAGCGTTAAAATTTTG 

TTAAAATTCGCGTTAAATTTTTGTTAAATCAACTCATTTTTTAACCA 

>SEQUENCE:9224:prostate_MPM2000-004P6_Table5 

ACCCTC ACT AA AG G G AAC A AA AG CTG G GT ACCG G G CCCCCCCTCG AG AGTACTTCTAG AA 

TTAATTAAGGCGGGGAAGTACACAAGAGGTGCAATTTTATTTTATATTTTTAGAGACAGT 

TTCTTGCTCTTTTGCCCAGGCTATAGTGCAGTGGAGCGATCAGAGCTCACTGCAGCCTCC 

AACTCCTGGGACCAAGCGATCCCCCACTCCCAACCTTGGCTCTAGACTGTTACTCTTAAG 

CTTTGAGAAATTTTCACATTGATGACTATTTTAAAATCAAATAAAACTATTTTACTGGAA 

AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAATAAAAAAAAAAAAAAAAAAAAAAATA 

AAAAAAAAAAAAAAAAAAAAAGGCGGCCGCCACCGGGGGGGAGCTCCAATTCGCCCTATA 

GGGAGTGGTATTACGCGCGCTCACTGGCCGGGGTTTTACAACGTGGGGACTGGGAAAACC 

C 

>S EQ U ENCE :9225: prostate_M PM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGCAAAGAAATGATTTTTAATCTGTATGTAATTGTTTTAAAGCACCCATTTTAAGAGAAA 

ATACTGTGCAATGAAGAAACCAGTTTAGGCATTTGCTATAAACTGAAATATTCCAAAAGA 
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ATCATCTATAACAGCCCTGTAAATTCCTTTAAAATGATAACTAACAGGACAGTTTGACCA 

A I I I I I I I I AAATATACTTCCTTTTATGTGTTCAACAGGGAAAAAAAAAAAAAAAATAGA 

AATATTGGGGGGCCCCCCGGGGGGGGAACGCTAACTACCGATATTGAGGAGTTGAATTCA 

CACCTGCACCGGGCGACTTAATAAAATNTANAGACCTCTCCACCCCAAATGAACAGAGTA 

TACATTCTTCTCAGCACCACATCACACTTATTCCAAAATTGACCACATAGTTGGAAGTAA 

AGCACTCCTTAGCA 

>S EQ U E N C E :9226:p rostate_M PM2000-004 P6_Table5 

GCG CG C AATTAACCCTCACT AAAGGG AAC AAAAGCTGG GT ACCG G GCCCCCCCTCG AG AG 

TACTTCTAGAATTAATTAAGGCGGGCTGACAGAATTGTCTTCCTCATTTCCAAGAAAAAA 

AAAAAAAAACAACTCATGAGCTTTTTAACAGAATTACTTTGACTCTGTAGGTCAAAAAAA 

AAAAAAAAAAAAAAAAAAAAAGGCGGCCGCCACCGCGGTGGAGCTCCAATTCGGCCTATA 

GTGAGTCGTATTACGCGCGCTCACTGGCCGTCGTTTTACAACGTCGTGACTGGGAAAACC 

CTGGCGTTACCCAACTTAATCGCCTTGCAGCACATCCCCCTTTCGCCAGCTGGCGTAATA 

GCGAAGAGGCCCGCACCGATCGCCCTTCCCAACAGT TGCGC AGCCTGAATGGCGAATGGA 

AATTGTAAGCGTTAATATTTTGTTAAAATTCGCGTTAAATTTTTGTTAAATCAGCTCATT 

TTTTAACCAATAGGCCGAAATCGGCAAAATC 

>SEQ U ENCE:9227: prostate_M PM2000-004 P6_Table5 

TTAACCCTCAGTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTA 

GAATTAATTAAGGCGGGCGTGGTGGCGCATGCCTGTAATCCCAGCTACTCGGGAGGCTGA 

AGCAGGACAATCGCTTGAACCCGGGAAGGCAGAGGTTGCAGTGAGCCAGATCGCGCCACT 

GCACTCCAGCCTGGGCAACAAGAGCAAAACCCCG TCTCAAA AAGAAAAAAAGATTTATAT 

TAGAAGGAGGCGCCTTCTCTAAAAGTAATGAATCC I I I I I I I CCC TCCCCA AGCAAAAAA 

TCCTTCTCTAAAATTAACAATCATTNTTCTAAGCGTGGTTTAATGCTTTTTTGGAAGACT 

ACTT ATTTCTTTTCCTTTC AAAAGTTATG CAAG CTCATTAAAAA AAAAA AAAAAAA AG CG 

GCCGCCACCGCGGTGGAGCTCCAATTCGCCCTATAGTGAGT 

>SEQUENCE:9228:prostate_MPM2000-004P6_Table5 

TTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTA 

GAATTAATTAAGGCGGGCAGATCACATGAGGTTGGGAGTTTGAGACCAGCCTGGCCAACA 

TAGTGAAACTCTGTTTCTACTAAAAATACAAAAATTAGCCAGGTGTGGTGGCATGCGCCT 

GTAATCCCAGCTACTCAGGAACCTTCTTTTCATGATTTAAATACAAATCAAATTCAGAGA 

CACGCAAGTTAAGCCTCCTTTAAACTATACTTGGTTTTAAACTTTTAATAGAACACTTTA 

GCCAAATACATACAGATTTAACTAACCAAGCCATAGAAAACCTGTTTGAGATGTTCACTA 

GTTTTATAAAATTATCCTCCAAAACATTTAAAATTCCTAAAGCAAAGGAAAAACTGACTT 

TAAAATAACCTATTTTCTGGGCGGGAGCGGTGGCTCACGCTTGTAATCCCATCACTTTGG 

GA 

>SEQUENCE:9229:prostate_MPM2000-004P6_Table5 

GCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 

TACTTCTAGAATTAATTAAGGCGGGGAAGCAGCAAGTGCACAGGTCCAGACAAAGAACTG 

CACACGCTCATGAATCTGGGGAACAGAGGCCACACGCAAAGAATGGCTGACGGGCCACTC 

G GCTG G G ATCG CTCCTTTTACC AAG AGC A AG C AG AGG CC ACTG GAG G AGTTTAAG AAC AA 

TATTAAAATGTTGACATCTGAGCTTTCTGTACTTATATGACAGTATACTCTAACCCTTAC 

AGCGCTACACGTTAAAGCTGTCCCTATTTTACGAAAATAGAGGCCAGATTAACAATACGT 

GATGCGGCCGTCACCGCGGAGGAGCTCCAATTCGCCCTATCATGAGTCGTATAACGCGCG 

CTCACTGGCCGACGATTTACAACCACGTGACTGGTAAAAACCTGGCGTAACCAAACTT 

>SEQUENCE:9230:prostate_MPM2000-004P6_Table5 

TAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAG 

AATTAATTAAGGCGGGAGAAGGGCAAGAGTTGAAAAACTAACTGTTGGGTACT ATGCTCA 

CTACGTGGGTGATGGGATTATTCATACCTCAAACCTCGGAGTCATGGGTAACA I I I I I I I 

AACCCATGTAACAAACCTGTACATGTACCTCCTGAATCTAAAATAAAAGTTGAAAAAGAA 

AACAAGAGATTAGAACAGAGACAATATACATGGCTAGAAGACCTTGTGAAGACACAACGA 

GAAAATAGCCATTGACAAGCCAAGGAGAGAGGCTTTAGAGGAAAC CAATCC TGCTGACAC 

TTTGATCTCGGACTTCCAGCCTCTAGCACTTGGGGGAAATAATTTGTTTTTTGAGCCAGT 

CAGTCTGTGGTATTTGTTACAGAAGCCCTAGAAAACTAATAAAATGCCCTCCTCTGTTTT 

AAAAACAAAAGAGTTCATCTGAAA 

>SEQUENCE:9231:prostate_MPM2000-004P6_Table5 

GCGCGCAATTAACCCTCACT AAAGGG AACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 
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TACTTCTAGAATTAATTAAGGTGGGCTGAAGATGGATCCCCCAAGGATACAAACTGCAGA 

GGGTGGTAGAGAAGCCCAAAGATACGAGAAAGGAAGAGAAGGGAAGAATGGGATGATCCA 

GACTTCAGAGTTGCAGAAGTCAAAAAGTGTGGGCTCTGAGGTGGAAGAGTGATGAGCACT 

GCCAAACACAACAGAGATGTCCAATAAGATGGGGCCTGGAAACTGCTTACTGGATTTGGC 

AA 

>SEQUENCE:9232:prostate_MPM2000-004P6_Tab!e5 

CCCTACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATT 
AATTAAGGCGGGGACACTGAGGGGCGGGTGAAGGGTCGAGGCCATGTCTATAGCTGTCTA 
TCATCACACACGGAGAACCACTTCATTAAATAGAGTGGCCGGATATGTCACTATTGATTA 
TGCTGACATACATTACATAATATAAAAGATCAACATGTAGGATGAGTCTGTCI I I I ICCT 
TCTTCTGCGTGTTGGTCTCCAGATGGTGCATTTCTTCAGTTACTTTTCGTAACTGTAGAT 
TCTCACAAGAAATGAACACTTNTACCATACTTGTAAGGTGTTGTAAAGATGTGTAAAGTT 
TTCACI I I I IGCATCATATTCACATGTGGCTATATGCCCTTTTGTCTTCAAAGTTTTCTT 
TATCTTGATCACTTATCAGAGGCGTGACTGTTTTATTATCTTAGTCTTTTGAAAGAATCC 
TCCCTTAGTTTTA I I I I I IAA 

>SEQUENCE:9233:prostate_MPM2000-004P6_Table5 

TACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGATTTAAT 

TAAAGCGGNGGAGAAAGACAAGGGAACAGCTAGTTGGTCGAGCAGTCAGAAACCCACATT 

TGTTAGTTAATTTTGCATTCAGTCTTCCATGGTGTGGTTTGTGGCAACCCAAAATAATTA 

CAATAGTAACATCAAAGACCACTGACTACAGATCACTATAATGGAAATAATAATCATGAA 

TAAGTTTGAAATATTGTGAGAATTACCCAAAGTGTGACACAAACAGAAGTGAGCCTATAC 

TGTTAGTAAAATGGCACTGATAGGCTTGCTTGATGCATAGTTGCTACAAACTTTCAATTT 

TTAAAAAATGCAACACTTGTAAAGTGCAATTNNNNAAAAAAAAAAAAAAAAAAAAAAGGG 

GGCCCCCCCCGGGGGGG 

>SEQUENCE:9234:prostate_MPM2000-004P6_Table5 

CTG G CCGTCGTTTTACACCCCG G AAA AAGGTTTAACC ATCTTGTTTG ACCCCG CCCTCTT 
CTCTAGAGTACTAATAGAATTAATTAAGGCGGGCAGATCACGAGGTCAGGAGATCGAGAC 
CATCCTGGCTAACACAGTGAAACCCCGTCTCTACTAAAAATACAAAAACTTAGCCGGGGT 
GTG 

>SEQUENCE:9236:prostate_MPM2000-004P6_Table5 

GC ACCTCACTACT AGGG AACAA AAGCTG GGTACCG G G C CCCCCCTCG AG AGT ACTTCT AG 

AATTAATTAAAGCGGGGTTGCTCCATGTTGGCCAGGGTGGTCTGGAATCCTGACTTCAGG 

TGACCCGCCGCCTTTGCCTTCCAAAGTGCTGGGATTACAGGCGTGAGCCAGCGTGCCCGA 

TCAATCTAATAACTTTTAACGCTTTCTTCCATGATTACCGCTCTATGTGGGTATTTTATC 

TTGAAGGAATTTTGAAAATGTGTGTATGGCTCAAAAAATTATGTTTCACTGAGATTTTCA 

AGTGGTTATAAAATAT 

>SEQUENCE:9237:prostate_MPM2000-004P6_Table5 

TTTCCTTCCAGAAACAAAAAATACCTTTGTTGCCTGGCCGGGG I I I I I CCTTCCAAAAAA 
AAAAAAAATCTTTTGGGTTTGCCCCGGCTTCCATCTACTC-* AGGCTAACAAACTGTGTTG 
GGI I I I I ATTCTTATCATTATTATGAAGGGTATAATATAATTATTTTATTTTAGTTGTTG 
TGCCNNCCTCAATAATGCTGTTCTAACTACAGTGCTCAATAAAATGATTAATGACAGGAT 
G G G G TTCCCCTGTGCTTTT AC C AGTAGC ATG ACCCCTTCTG AAG CCATCCG CAG A A AGT A 
CTTTGTCCTCCAAAAAGCTAACATACGGGTTTGAAGCAACATTGAAACTTTTGTAGCAAT 
CTGGTCTATAGACTTTTAACTCAAGAAGCTAGGGCTGGACTTGTTACCTTCGTTGAATGA 
TGTTAGTTGAACTGACTGTAATGTT 
>SEQUENCE:9238:prostate_MPM2000-004P6_Table5 

TG AT ACATACG CCA AG CG CG CA ATTAACCCTC ACT AAAG GG A AC A AAAG CTG G GT ACCG G 
GCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGGAGAGAGAGAAGTCACAGCA 
GTGGGGGGAGGCGCAGAGGAGTGAGGGAGGCCAGTGCCTAGAGTGAAGACAGCTGCTGT 
T 

TTAATAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 

AAAAAAGGTGAAAAAAAAAAAAAAAAAAAAAAAAAAAAGCGGCCGCCACCGGGGGGGAGC 

TCCAATTCGCCCTATAGTGAGTCGTATTACCCGCGCTCACTGGCCGTCGTTTAACAACGT 

CGTGACTGGGAAAACCCTGGCGTTACCCAACTTAATCGCCTTGAAGCAAATCCCCTTTTC 

GCCAGCTGGCGTATTAGCAAAAAGGC 

>S EQU ENCE:9239:prostate_M PM2000-004P6_Table5 
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CACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAAT 

TAAGGCGGGGGAAGGATGCAAGAATAAATCTACTGGATTCAGATATTTGAGCAGGTAGTT 

AAAATATTGGTG ATTG CCTGTGGTAG G AAAACTG AACTTACTCTAACCTCACTAAAG AAT 

GTTGAAGGACGTGACTACTTATGTGTACTGGATACACTGTCAGGGGCAGCCTTCAGAGGT 

ACTGAAAAAAAAAAAAAAAAAAACAAAAAAATGGCGGCCGCCACCGCGGTGGAGCTCCAA 

TTCGCCCTATAGTGAGTCGTATTACGCGCGCTCACTGGCCGTGGTTTTACAACGTCGTGA 

CTGGGAAAACCCTGGCGTTACCCAACTTAATCGCCTTGCAGCACATCCCCCTTTCGCCAG 

CTGGCGTAATAGCGAAGAGGCCCGCACCGATCGCCC 

>SEQUENCE:9240:prostate_MPM2000-004P6_Table5 

GCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 

TACTTCT AG AATTAATT AAG G CG G G AG GTG AAC ATA AG A ACAAAC AT ATG G AT AAGTG AC 

ACAAAACGGAGTTCAGAAATAAACCCACACGTATGTAGAAAATTAATATTGGATCTAGGG 

GCGAAGTAATTAAATTTACGAAG I I I I I I I I CATTTAATGATACCAGAACAAGTGACTAT 

TCCTGTGCACAAAAATAAACCTTGCTTCTTTCCTCATATATATCAAAATTAATTGAATGC 

CAAAA TTGGAACCAACCTAAATGTCATCAACTGGTGAATGGATGACCAAATTGTGGTTAC 

ATTTTACAATGGAGCACTGATCAGCAATACAAAGAAACAAATAACTGATAGACAACTGAA 

AAAGAGCAGACCAAACACAGGAGAAGGGCGGCCGCCACCGCGGGGGAGCTCCAATTCGC 
C 

>SEQUENCE:9241:prostate_MPM2000-004P6_Table5 

TAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAA 
GGCG G G AGTG C AGTG AC ACG ATCG G G ACCCACTGT AG CCTC A AACTCCTGCCCTTAAG C A 
ATCCAACTGCTTCAG CCTCCCGAGTAGCTGAGACTGCAGGTGAGGACCGCCATGTCTAGC 
l I I I iGi I I I I I I I I l AAACATATG G G GTCTCTCTGTGTTG CCC AG CCTG CTCTG G AACT 

CCTAGCTTCAATTGAC CCTCT GCCTCAGCCTCCCAAAGTGTTGGGATTGCAGATGTGAGC 
CACTGTGCCCAACCTGTTTTTCTTGGTGTTTTATATAAATGGAATTGTATCGCACGTAAT 
CTTTAG GGAAGTGG G G G CTGTTC ATTG AGC AT AATTATG CTGG AATTC ATGTATATATTG 
ATAAATATTTTAAGAGCTTTTTATTGCTGAACGGTGTC 
>SEQUENCE:9242:prostate_MPM2000-004P6_Table5 

G ATTACG CCAAG CG CG CA ATT AACCCTC ACTAAAG G G AAC A AAAG CTGG GT ACCGG G CCC 

CCCCTCGAGAGTACTTCTAGAATTAATTAATTAATGCTTGTAGGACATAATAATAACAAT 

TGAATGTCTGCACAGCCGCTTTCCACACAGACATCATAACAAAAAATTTCCACCAAACCC 

TGAGAACCAAAATGAACGAAAATCTGTTCGCTTCATTCATTGCCCCCACAATCCTAGGCC 

TACCCGCCGCAGTACTGATCATTCTATTTCCCCCTCTATTGATCCCCGCCTTAATTAAGG 

CGGGGGCCACTTGAGAAGTGAATAAATGGGGCGGTTTCGGAAGCGTCAGTGTTTCCATGT 

TATGGATCTCTCTGCGTTTGAATAAAGACTA 

>SEQUENCE:9243:prostate_MPM2000-004P6_Table5 

GGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGG 

GCGTGGTGGCGCATGCCTATATTCCCACCTACTTGGGAGGCCAAGGCAGGAGAATCGCCT 

GGACCCGGGAGGTGGAGATTGCAATGAGCCGAGATCGAGAAAAAAAAAAAAAATTCAATC 

GCCATCACTTAAAAAAAAACTCTCATTTCCTTTAAAGTGAAAGAAATTAGTTTTGCAAAA 

TTCACTACATAGTCTTGAGCTTTCTTGGTTTTTTTCAGGGACTGTTCTCACAGATCAGTA 

CCTGTTTGTTGACCACTGACTTAAGGAGTTTGATAAGGGCATAATCAAACTACAT AAGTG 

TCCAGTATTTTGGCTTCCCTGGGCCACATTGGAAGAATAAAAATTGTCTTGGGCCACACA 

CAAAATACACGAACGCAAACGATAGTTGATGAGCTA 

>SEQUENCE:9244:prostate_MPM2000-004P6_Table5 

GCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 

TACTTCTAGAATTAATTAAGGCGGGCAGATCACAAGGTCAGGAGTTTGAGACCGGCCTGG 

CCAACATGGTGAAACCCCGTCTCTACTAAAAATACAAAAATTTGCTGGGCATGGTGGCGC 

GTGCCTGTAATCCCAGCTACTAGGGGGGCTGAGGCAGGAGGATCGCTTGAACCTGAGAGG 

CAGAGGTTGCAGTGAGCCAAGATCATGCCACTTTACTCCAGTCTGAGCAACAGAACGGGA 

CTTAGTCAAAATAAATAAATAAATAAATAAATAAATAAATAAATAAAATATCTTTTATCT 

TTA AAGTGTTTAACATTG GTATACTGCCTGTAG GTG GTTCATTAATC 

>SEGUENCE:9245:prostate_MPM2000-004P6_Table5 

CCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAAT 
TAATTAAAGCATTCAAATTTAAATTACTGGAGGTTATTTTAAAACTTTCACAAATCTGCT 
GCCTCATG CTGTTTGTTTTATAGTTGTAAC ACTTAAAAGG CTAAT AATTG G CTGGTCTG A 
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GTGCATTGGTGTTTACAACATAATTGATCATAATCAGCTACAGATTTCTTTATTCATTCT 
CCACTCCCACTGCTTCACTTG ACTAG CCTGCAAAATAAACCAAG G CTTG ATTAAAG AATG 
CTGCCCCCCCCGGGGGGGCTGCTAATAGCCCCCAGGTGTATTATACTTTCCCCCCCCTCA 
AGTG ATGG AAATT ACTTG NGTA A AAG G G CTTCAAG A ATATATCC AATTTTTAAATATTTT 
AATATATCTCCTATCTGATAACTTAATTCTTCT 
>SEQUENCE:9246:prostate_MPM2000-004P6_Tabte5 

TAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAA 

GCGGGCTTATAGACAAAACATGTAAAATCATCTAATCAGAGGAGAAAAAAAGAATTAAAA 

ACAATGACAAAGGCATACAAAATTTATGGGACACCATCAAGTAAACTAATTTCCATGTAA 

TTGGAATT CCTT AAGAAGATTAAAATAGAAAAATCTTAAAAAGCATATTTAAGGAAATAA 

CGAACATATTTTAATCTAGAAAAAGAAGAGGAAGACAAGATCATCCACGTATAAGGATCT 

CAGAAATCACCAATTACTTTCAACACAAAGAAGTAATTACCCAAGTTATATCATAATCAA 

ATTAGCAAATCCAAACACTAAAAAATAAAAAATTCAGTGCAGCAGGAGAAAAGAACCATA 

ACACATGAAGTGGAGGCATTATATGCCTTTCAACAGATTACTT 

>SEQUENCE:9247:prostate_MPM2000-004P6_Table5 

GCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 

TACTTCTAGAATTAATTAAGGCGGGTGAGGAGGACTCCCTCCCCCATGCAGGCTTTGCCT 

GCAGGAGCTGCACCAGGAACTCACAGAGGATCAGGAATTATTCTGAGAACATACTTCTGA 

GGGCTGCCTACAGGGAGAAAATAAATTATAAAAAATAAATCAATTCTAAACAAAATATGA 

CATTTGTTATTAGAAACTATTTCTGGAACCTGTGGGAAACAAACCAACCCTGTGGCTGAC 

AACAACCACCGGCAGACACCATCCCCTCCACAGCCCTGTGTTTGGAACATCACCTGAGTG 

ATTGTATAAGGAACTTTCTTTCATAATCATGTTAAAGACTTATGAGTCCCATTTCACATG 

GAGAGGTCATCTATCCATTTTGTCTT 

>SEQUENCE:9248:prostate_MPM2000-004P6_Table5 

CCTACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTA 

ATTAAGGCGGGGATTGAGACAGTGTTCTTTTGATGAATGTATCTTAAGACTGCTTGCTTA 

GGACTGATGTGAAACTAGATTAATACATGGTTCAAGATAGAGACTATGTCATATATGCCT 

ATTATCACTTTGATACATAATGGCTTAGACATGTGACTTTGAAATAAAATAACCACAAAA 

TAACTACACTAGCTACTGCTAAGTGAGGAAATATGTATGAAAAGAAGTGAGCTGTCATAT 

TATGAAACTCGACTTTCATTATGTCCCTACATAGCCATGCAAAAGACTACAAAATGAAAT 

AAAGATATGAAAACATATTAAGAATATTCCCCTACCAAAAATAGAAATCTCTCTAAAACA 

GACAAGTAAGTAAACAACACACAACTATTCTACTTCCTA 

>SEQUENCE:9249:prostate_MPM2000-004P6_Table5 

CT AATG G G AAC A AAAG CTGG GTACCG GGCCCCCCCTCG AG AGT ACTTCT AG AATTAATT A 

AGGCGGGCGGGTCACCTGAGGTCAGGAGTTTGAGACAAGCCTGGCCAACATGGCGAAACC 

CTGTCTCT ACT AAAA ATAC AAAAATTAGTCCG GCACAGTG GCG G G CACCTGTA ATCCTA A 

CTAAGGAGGCTGAGGCAGGAGAATCGCTTGAACCTGGGAGGCAGAAGTTGCAGTGAGCCA 

AGATTGTGCCACTACTGCACTACAGCCTGGGCGACAGAGCCAGACTCCGTCTCAAAAAAA 

AAAAAAAAAAAAAAGGATCAAATCTCTGGAAGTAAGAGAGGTTAAAGAAAAAAAAATCTG 

TGCAAT GGCA ACAAAAGAGTAAATCAGAAAATACTGTAAAGAAGTGAAATACACAGATCA 

G CTAG ATTTTG CTG CTTTCT ATT AAC AGCTGTTTTG CA ATATAATTC ATGTACTG T A A A A 

>SEQUENCE:9250:prostate_MPM2000-004P6_Table5 

GCGCGCAATTAATCCCTACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 

TACTTCTAGAATTAATTAAGGCGGGATCTCTAATAATTAAACAGAAAGTAGTAGGCTTGC 

AAAGCAAGTC AGTC ACATATAAAAAAATAGCTCTGACATAGATTCTAGTATATTTTATGT 

ATAAAAATATGTTTTAAGTATATTAATATATAATGGGATAATATGTAAATTATGTATGTT 

ATAT AATT ATATATGTTATAGGCTAATAAAGTTATATATTATGTAACTAGTATATAATTT 

TATGTTTTAAAATTATGTTTTATAAAATAATATTTTATGCATATTTTATATAGCTTAGTA 

C ATG AT AAAG C ATTG C A A ACTCTTG G G G AAAC ATT ATTCT AC AC AC ATG G GG AAA ATAGT 

C ATAATAA AG AAG CC ATG G AAGTTCTTG GT AT A 

>SEQUENCE:9251:prostate_MPM2000-004P6_Table5 

AG G G AAC AAAAG CTGGGTACCGG GCCCCCCCTCG AG AGTACTTCT AG AATTAATT AAG G C 

GGGGGAAGGATGCAAGAATAAATCTACTGGATTCAGATATTTGAGCAGGTAGTTAAAATA 

TTGGTGATTGCCTGTGGTAGGAAAACTGAACTTACTCTAACCTCACTAAAGAATGTTGAA 

GGACGTGACTACTTATGTGTACTGGATACACTGTCAGGGGCAGCCTTCAGAGGTACTGAA 

ATAAAAAAAAAAAAAAAAAAAAAAAGGGCGGCCGCCACCGCGGTGGAGCTCCAATTCGCC 
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CTATAGTGAGTCGTATTACGCGCGCTCACTGGCCGTCGTTTTACAACGTCGTGACTGGGA 
AAACCCTGGCGTTACCCAACTTAATCGCCTTGCAGCACATCCCCCTTTCGCCAGCTGGCG 
TAATAGCGAAGAGGCCCGCACCGATCGCCCTTCCCAACAGTTGCGCAGCCTGAA 
>S EQ U ENCE:9252:prostate_M PM2000-004 P6_Table5 

GCCCCCCTCGAGAGTACTTCTAGAATAATTAAGGCGGGGAGTCAAATTTTCTTTTTAAAA 

AGGAGCTTCAATGATTTGTAACTGAAATATCAGGTTCTAGAAGAAACTGGCGCTTACACC 

AAAAAAAAAAAAAAAAAAAAAAAAAAANNCCCCCAAAAAAAAAAAAAAAAAAAAAAAAAC 

CCCCCCCCCCCCGGGGGGCCCCCCCCCCCCCCCCAAAAAAAAAAAAAAAACCCCCCCCCC 

CGGGGGGGGTGTTAAAAAAAAAAAAAAAAAAAAAANCCNGGGNGGGGGGNNGGNNNNNNA 
AAAAAAAAAAAAAAAAAAAAAA 

>SEQUENCE:9253:prostate_MPM2000-004P6_Table5 

ACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 
TTA ATT AAGGCGG G GG G GTTATGTG ATTCATCACTG CAATGTG G AAGTG AATGTTG CC AA 
TTGTCAG CTTTTTCCAAACTGC AT ACTGTTATATG GTTTATGTCG CAATC AATG GTG GC A 
AAACTC 

>SEQUENCE:9254:prostate_MPM2000-004P6_Table5 

GCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 
TACTTCTAG AATT AATT AAGG CG G GTTGTAA AG G TA ATGTTTAATCATTGTATAGTG ATT 
ATGCCTCTGGTATAGCTTTCCTAATAAAAAGTTTTTGAAAAACATAAAAAAAAAAAAAAA 
AAAAAAAAAAAAAAAAAAAAAGCGGCCGCCACCGCGGTGGAGCTCCAATTCGCCCTATAG 
TGAGTCGTATTACGCGCGCTCACTGGCCGTCGTTTTACAACGTCGTGACTGGGAAAACCC 
TG G CGTT ACCCAACTTAATCG CCTTGC AG C AC ATCCCCCTTTCG CCAG CTG G CGT AATAG 
CGAAAAGGCCCGCAC CGAT CGCCCTTCCCAACAGTTGCGCAGCCTGAATGGCGAATGGAA 
ATTGTAAGCGTTAATATTTTGTTAAAATTCGCGTTAAATTTTTGTTAAATCAGCTCATTT 
TTTAACCAATAG G CCG A A ATCG G CA 

>SEQUENCE:9255:prostate_MPM2000-004P6_Table5 

AATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTC 

TAGAATTA ATTA AGGCGGGATTGCATGGGTAGAGGATTTTAAGGGGTAGACTCTCAAGAG 

CTAATAAGTTTTACTTGTTTGTGGAAAACACACACACACACACGCACACACACACAACCA 

TTATCTGAAAGTTCTTCATACTACTCCAGTTCTAGTCTCTCCATCCCAAAAAAAAAAAAA 

AAAAAAAAAAAAAAAAAAGCGGCCGCCACCGCGGTGGAGCTCCAATTCGCCCTATAGTGA 

GTCGTATTACGCGCGCTCACTGGCCGTCGTTTTACAACGTCGTGACTGGGAAAACCCTGG 

CGTTACCCAACTTAATCGCCTTGCAGCACATCCCCCTTTCGCCAGCTGGCGTAATAGCGA 

AGAGGCCCGCACCGATCGCCCTTCCCAACAGTTGCGCAGCCTGAATGGCGAATGGAAATT 

GT AAG CGTT AATATTTTGTT AAA ATTCG CGTTA AATTTTT 

>SEQUENCE:9256:prostate_MPM2000-004P6_Table5 

AGCGCGCAATACACCGCGCGCAATTGGCCCTCACTCATGGGAACAGAAGCTGGGTACCGG 

GCCCCCC CTCGAGAGT ACTTCTAGAATTAATTAAGGGGGATGAAGTTAAGGCATAGAGTT 

ATTATTAGTTTTC I I I I I GCTTGTTTATGCAAGCACTATTAGGTTGTGATAACAGTGATA 

AG CTTAAAAT A ATGG CTTATAAAATAGTG CTGG A A AATCTC ATG GTA ACTC AAATC ACA A 

ACATACAACAAATAGACACAAAAGTAAAAAGCAAGAAATTAAATCATACCACCAGAGAAA 

ATCACCTTTACTAAAAGGAGAAGAAAAAAAAAAAAAAGAAAAAAAAGGCGGCCGCCACCG 

AGGTGGAGCTCCAATTCGCCCTATAGTGAGTCGTATTACGCGCGCTCACTGGCCGTCGTT 

TTACAACGACGTGACTGGGAAAACCCTGGCGTTACCCAACTTAATCGCCTTGCAGCACAT 
CCCCCTTT 

>SEQUENCE:9257:prostate_MPM2000-004P6_Table5 

CCCTACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATT 

AATTAAGGCTGGTGGAGGACCAGGCTAAATGATGCATTATAATGGGAGCCCGTATGAGGT 

TATAGAAGCTACTGTGAACCATGCTTCTTTCTACAAGTTTAGTGAAACATTTCACGTAAA 

AATGAACAACAGATTGTGGTGATGGTTACACAACTCTGAATATAAAACACTGAACTGTTG 

GCTCACACCTGTAATCCCAGCACTTTGGGAGGCGGATCACAAGGTCAGGAGTTTGAGACC 

AGCCTGGTCAAGATGGTGAAACCCCGTCTC 

>SEQUENCE:9258:prostate_MPM2000-004P6_Table5 

CACTTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTT 

CTAGAATTAATTAAGGCGG GAGT TGGGAAGGATTCACCATACTTGTGTTCTCCTCCCTTT 

ATAAATTCTATTCATAGGACTTTTAAAAGGCTTGTGCTATCTTTCCAGTGAAAACTGAAA 
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GTGCATTATTATGGAAGAATGTATTTGCAGGTAGTAATAGCATTAAAAAATATACTCGTG 
TGTAAACACATACTAATTTTGACCTTGAAAGATGAATTCCTTCAAGAAAAATTAAATAAT 
GCTTAAGAAAATGTGTACCAAAATTAAATAAAGGACTTAATTTACATACTACAT 
>SEQUENCE:9 259:pr ostate_MPM2000-004P6_Table5 

CTGGCCGTCGTTTTACACCCCGGAATAAGCGTGAACACATGATGGGTGCCGGGCCCCCCC 

TCGAGAGTACTTCTAGAATTAATTAAGGCGGGGAGAAGATAGGGAACACTCATCCCTGGT 

CGTCTATCCCAGTGTGTGTTTAACATTCACAGCCCAGAACCACAGATGTGTCTGGGAGAG 

CCTGGCAAGGCATTCCTCATCACCATCGTGTTTGCAAAGGTTAAAACAAAAACAAAAAAC 

CACAAAAATAAAAAACAAAAAAAACAAAAAACCCANGAAAAAAAAAAAAAAAAAAAAAAA 

AAAAAGGGCGCCCCCCCCCGGGGGGGACCCCAATTCCCCCTTAAAGGGGGTTTTTTACCC 

CCCCCTTTG G GGCGGTTTTTTA 

>SEQUENCE:9260:prostate_MPM2000-004P6_Table5 

G G GT ACCG G G CCCCCCCTCG AG AGTACTTCT AG AATTAATTAAG G CG G G GTTTTTTG CTT 

TTGCTTCTTCCTCATTTTCTCTTGCTGCTGCCATGTAAGAAGTGCCTTTCACCTCCTGCC 
ATGCTTCTG 

>SEQUENCE:9261 :prostate_M PM2000-004 P6_Table5 

CCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTTCTTCTAGAAT 

TAATTAATGCGGGAGTTTACCAAGAGCAGCTCTGAATTGCTACTTGTTGAAACTGAGAGA 

TACATGAGGTTTCATTGCTATGTTCATGAAAAAGAATGTGGATAGATATCAAAGCCAATA 

AAGTACTCTCTTCTGATGTTTAAGGAATTCATTTAAAAGATTGTAATTTAAATTTGTCTT 

TCAGTCAAAAATGACACCAAGGGATATTTTCCCTAATAAAAAGATCATACTAATTAGGTT 

C ATTGTG CTG ACTG CTTTT ATATATGTTTTAAAT 

>SEQUENCE:9262:prostate_MPM2000-004P6_Table5 

GCGACGCGTTAGACGTGTCTCGCGACCAGGGAACACCAGCTGGGTACCGGGCCCNCCCTC 

GAGAGTACTTCTAGAATTAATTAAGGCGGGGGAAAGCAACATCGTATTTATATACTGATG 

GTGACATTCTAATAATGAAAAGAAAGAGAATGGAAAAGACAGAGGAAAAAGCTGAAGTGA 

TGTCTTTAGTAGGGAATTATAATGATAAATAATTCATCATTATAACAGCAGAAGCACATG 

GATAAAATAACAATAATAACAGCTGAACACATGAACATCTTTGCAGATAAGTGGGCAGAT 

GTAATATGGGGGCTTGTGGAAGTGCTCTTTAACCAGATTATATTTTAGACAAGATATTCC 

AGAAGCACCCCTGAGGGGGATGGCAAGTATCTGATTGCGGAAGTGTTCCCAGGAGAAGGC 

TGTTGTGAGTCAGAAAAGGAGGAAAGAGAAGAAGCCAAAAAAAAAAAAAAAAAAAAAAAA 

AAGC 

>S EQU ENCE.-9263: prostate_M PM2000-004 P6_Table5 

CAAGCGCGCAATTATCCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGA 

GAGTACTTCTAGAATTAATTAAGGCGGGCTAATTGAAAGTACACAGACGAGAAAACAGAA 

TAACATGGAATGAGGCACAACTACACGGTCTAGAAAATAGCCTCAGAAGGGCAAATTTAA 

GAGTTATTGTCCTTAAAGAGGAGGTAGAGAGAGAGTTAGGCGTACAAAATTTATTCATAT 

AGATAATAACAGAGAGCCTCTCAAACCTAGTAAAAGATATCAATATTAAAATACAAGAAG 

GTTATAGAACACTGAGCAGATTTAACCCAAGACTACCTCAAGATACTTAATAATCAAACT 

CTCAAAGGTCAAGGATGAAGAAAGGATCCTAAAAGCAGCANGAAAAAAAATTTAAAAAAA 

AAAAAAGGCGGCCGCCACCGCGGTGGAGCTCCAATTCGCCCTATAGTGAGTCGTATTACG 

CGCGCTCACTGGCCGTCGTTTTACAACGTCGGGACTGGGAAAACCCTGGCGTTACCCAAC 

TTAATTGCCTTGCAGCACATCCCCCTTTTCCCAG CTG G CGTAATAGCG AAG AG G CCCGC A 

CCGATCG 

>SEQUENCE:9264:prostate_MPM2000-004P6_Table5 

CTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTA 

ATTAAGGCGGGGGGAGGGATAGCATTAGGAGATATACCTAATGTAAATGACGAGTTAATG 

GGTGCAACACACCAATATGGCTCATGTATACACATGTTACAAAGCTGCACATTGCGCACA 

TGTACCCCATAACTTAAAGTGTAATTATATGAACTCAATAAAACCAAAAATAAAATCCCA 

CCAGCAAGAAAGAAAGAAAGAAAGAATGATTGATTACTGTCACATATACTCTATTAGTTA 

TCATCACAAGCCTACCACGTATATACGATAGGCTTTAAGTCAGAAAACAAACAGAGATGA 

AGTGATTTACCCACTGTCATACAGCTAGCAAAGCTACAGACTTAACCTTGGACTTTCCAC 

TCTAGCTCTTATCAATTATCCCACACTGAGTTACCTGTCAAAAACACAGATGACACCAAG 

TTAACACTG GTAAAGTTATG AG AAAAATA 

>SEQUENCE:9265:prostate_MPM2000-004P6_Table5 

AGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGA 
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GTACTTCTAGAATTAATTAAGGCGGGGAGCTAAAGGAAAATATGAACATGATGAGGAGAG 

AAACAGAAGACATAAGAAAACAGATCTTCTAGAGCTAAAAAATACAATATCTAAAATGAA 

AAATTCCATAGATGGGATTGGACACTGCGAACTAGAAGTTTGGATACTCTAAAGGATTAA 

TAAACTTGAAGACAGAGCAAAACAAACTAGACAAACTGAAGCATAGAGAGAAAAGAGTGG 

GAAAAACTTAGCAGAGCCTCAATGGCTGTGGGACAATATTGGGTGGTCTTACATATATAT 

ATATAATTGGAATCCCAGAAAGACAAGAGAATATTTGAAAAAATATGGCAGAAAACATTC 

CAACTTGATTAAAGCTATAATCCCACAGATTCAAGAAGTTCAATGAATTCCAAAAAGGTT 

AAAC AA AA AT AACAAG G CAC ATC AT AATC 

>SEQUENCE:9266:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGCGGGTGGATGGTGTTAAGGTGTAAAGTTTTTATTAGTTTTATTTTGCATGTTTGTTT 

CTTCATGCAAACAGTGTTATTATTTAGTTGAAAATAATGGGTCATAAGATAGTATTTGCA 

AGTATGTGGCATGCCAACAGTGAACAATCTGAAAAAGAAATAAAAAATTAATCCCATTTA 

CAATAGCCAGAAATAAAATTAAATAGCGGGGCGTTAACCAAAAAAAAAAAAAAAAAAAAA 

AAAAAAAGGGCCCCCCCCCGGGGGGGACCCCCAATTCCCCCTTAAGGGAGGTTTTTTCCC 

CCCCCCCCTGGG 

>SEQUENCE:9267:prostate_MPM2000-004P6_Table5 

CAAG CG CG C A ATT AACCCTCACTAAAG G G AAC A AAAG CTGG GTACCG G GCCCCCCCTCG A 

GAGTACTTCTAGAATTAATTAAGGCGGGGCACAGTGGGATAGGGAGAGCATCAGGAAGAA 

TAGCTAATGGATACTGGGTTTAATTCCTAGGTGATGTGTTGATCTGTGCAGCAAACCACC 

ATGGCACATGTTTACTTATGTAACAAACCTGCACATCCTGCACATGTGGTACTTTTAAGT 

ACCCCAGAACTTAAAAGTTGAAGAAAAAAATAGTAAGGGGTTCTCTAGTTTTGTCAATGA 

G CTT AGTG ATAATTC AC A ATAGGTACATTCGTTTTTAAG G A A AAA AG AAATA AAG CAATT 

ATAAAATCAAAAACTAAAAGATTATTCANANNAAAAAAAAAAAAAAAAAAAAAAAGCGGC 

CGCCAC CGCG GTGGAGCTCCAATTCGCCCTATAGTGAGTCGTATTACGCGCGCTCACTGG 

CCGTCGTTTTACAACGTCGTGACTGGGAAAACCCTGGCGTTACCCAACTTAATCGCCTTG 

CAG CAC ATCCCCCTTTCG CCAG CTGGCG 

>SEQUENCE:9268:prostate_MPM2000-004P6_Table5 

AGCTGGGTACCGTGCCCCCCCTCGAGAGTACTTTTTTAATTAATTAAGGCGGGGACTCTG 

GCACCTTATACAAAAATTTAAATCCATCAAAGGTCTTAAACATAAGTCTTAAAACTATAA 

AACTCTTAGAAGAAAATGTAGGGGAAAAGCTTCATGACATTAGATTTGGCAATGATTTTG 

ATATGACACCCAAAGCACAGGCAACAAAAGAAAAAATAGATAAGCTGAACTTTATCAAAA 

TTAAAAAATTGTGTATTGAGGGATACTATAAAGAGAACCACAGAATGGGAGAAAAATATT 

TGC AAATTATGTATCTGG ATA AG G G ATTAATGG CCACAATATATG AAAAACTCCTAAAAC 

TCAACAACAAACTGATTCAAAAATGGGGAAAGGACTTTAATAGAACTTTTTCCAAAGAGG 

GCACAAATGACCAACCGACACATAAAAAGATGCTCAACATCACAATTACTAAGGAAA 

>SEQUENCE:9269:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGCGGGCCCTGCACTCATGAGGGCTTCCAATGTGCTGCCCCCCTCTTAATACTCACCAA 

TAAATTCTACTTCCTGTCCAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAGGGGGGCCCCC 

CCGGGGGGGGGCCCCAATTTCCCCCAAAGGGGGGGGAATATCCCCCCCCCCCGGGGGGG 
G 

I I I I I AAAAAATAATGCCAGATTTTAAAAACATATAAAGATAACATAAACTAAGGGTAAC 
TTATTAAGGCGACCAATTATTCAAAGAGGCTAGCATTAACTCCATAAACACGGCTTCCAC 
TACAGAAATCTGAAAATGTTCCCAAGAATATGGGCCCAAATAGATTATTATATAGAAAAA 
ATAATTATTCTATTATTAGCAGGTGGACA 
>SEQUENCE:9270:prostate_MPM2000-004P6_Table5 

AGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGA 

GTACTTCTAGAATTAATTAAGGCGGGATAAAGTTATCATAAGGAATTAAAAAAACTCAGA 

AAAGCTGAGCCAGCAGAACACAGTAATACAAATGCTATTTTAAGAAAGAGATAAATAACT 

TTGTAACAAAGTTCTAAAGCTAATTTATTAAAAAAAAAAAAAAAAAAAAAAAAAAAAAGC 

GGCCGCCA CCGCG GTGGAGCTCCAATTCGCCCTATAGTGAGTCGTATTACGCGCGATCAC 

TGGCCGTCGTTTTACAACGTCGTGACTGGGAAAACCCTGGCGTTACCCAACTTAATCGCC 

TTGCAGCACATCCCCCTTTCGCCAGCTGGCGTAATAGCGAAGAGGCCCGCACCGATCGCC 

CTTCCCAACAGTTGCGCAGCCTGAATGGCGAATGGAAATTGTAAGCGTTAATATTTTGTT 

AAAATTCGCGTTAAATTTTTGTTAAATCAGCTCATT 
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>SEQUENCE:9271:prostate_MPM2000-004P6_Table5 

CCTCACTAGAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATT 

AATTAAGGCGGGACAGTAAGATTAATTTATTCTAACAATGATCTTGATAATCCCCCTGAT 

TCCCAGACTCCTTGGAATAGCTCCACAGCTATCAGTGGTTCTGCCACAGGTTCAGAGCCT 

TCCCAGTACTGCCTTCTTATTTGAGAGGTGTGCTAAGAGCTATAAAGCAGAGGCTTCAAT 

TGTAC AC AATTG G G AAGTTTAG G CAAAAGTCATTTCTTCCCTATATTTTGTCATG CTT AT 

CTCCTGTCTCTTTCTGTTTTACAGATTAGCAATAAACTCCTTAAAACCCAAAGGTTTGGG 

CTTCTGTTCCTTTCACTTGCAGTCAGACATGGAGTTAGTGGTAGAAGAAACAGAAGGGGT 

AACCTGCATGGTGACAGCTACTGAGGGGATGGATAGGAAAG 

>SEQUENCE:9272:prostate_MPM2000-004P6_Table5 

CTGGCCGTCGTTTTACACCCCGCACAAGCTATAACCTGATTCTTGCCCGCCTTTTCCATA 

AAGAAAAAAAAAAAAACTTTATTGCTGGCCGATCACCTGAGGTCGGGAGTACAAGACCAG 

CCTGGCCAACATGGTGAAACCCCATCTCTACTGAAAATACAAAAATTAGCCGGGCATGGT 

GGCAGGTGCCTGTAATCCCAGCTACATGGGAGGCTGAGGCAGGAGAATCACTTG 

>SEQUENCE:9273:prostate_MPM2000-004P6_Table5 

GCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 

TACTTCTAGA ATTAA TTAAGGCGGGGTGTGCGGAGCGCTTTACCTTCCACAGTGTCCGGC 

ACACGCATCCTTTTCGACATCATCACTTGACCTGCTGCAATAGGCAACCTACCTGGCTCT 

CTCGCATCCCGTTATCAGCGTCAAGAAGATTTGCACGTAGGCCTTTAAAGCCAGCCGCCA 

GCCCCGGACGCCTTCCTCTCACTAACCCCATGCTGCCTTTCCAAACGGAAGATGAACTTA 

GCA ATTCTA GGCGCTGCCTGTGTACTAGGTAGGGACCCTGAAAGTTCATAGCCATCTAGT 

TCAG I I I I I CTCAGCCTCCACGCTATTGACATTTTAGACCAGATAATTCTTTGCCTTTGA 

G G G GCTG CCCTTTGC ATTGTAAG ATGTTT AG CAG CATATCTG GCCTCTCC AC ACT A AATG 

CCAGTAGTGCCACCACCCCCAGTCATGACA 

>SEQUENCE:9274:prostate_MPM2000-004P6_Table5 

TTA ACCCTC ACTAAAG G G A AC AAA AG CTGG GTACAG CG CCCCCCCTCG AG AGTACTTCTA 

GAATTAATTAANGCGGGGGCACTCGGAGGGCAGGAAAACCCCCATTTTCACAAAATGCGT 

TTG AACG TTAA ATG CCG G CAAAAGTG CTG AATC AACTATAAAACTAAATCCCTGCATTCC 

ATCGCCCTTTTAAATATGTAATCATTCTCCACAAAATATATGCATACCTCCTAAGAAGCG 

GTCGCCACCGCTGAGGAACTCCAATTCCCCCTATAATGAGTCGTATAACTCGCGCTCACT 

GTCCCTC AATTTAC AACTTCCTG ACTTG G AAAACCCTG G CGTTACCC AACTTA 

>S EQ U ENCE:9275:prostate_M PM2000-004P6_Table5 

G CG CG C AATT A ACCCTC ACT AAAGGGAACAAAAGCTG G GT ACCG G GCCCCCCCTCG AG AG 

TACTTCTAGAATTAATTAAGGCGGGTGGATCACGAGGTCAGGAAATCGAGACCATCCTGG 

CTAACACGGGTGAAACCCCGTCTCTATTAAAAAAATAGAAAAAAATTAGGCGGGCGTGGT 

GGTGAGCGCCTGTAGTCCCAGCTACTCGAGAGCCTGAGGCAGGAGAATGGCATGAACCTG 

GAAGGCGGAGCTTGCAGTGAGCTGAGATGGTGCCACTGCACTCTAACCTGGGCGACAGAG 

TGAGACACCGTCTCAAAAAAAAAAAAACAAAAAACAAGAATTATCCAGGTGTGGCGGTGG 

GCGCCTGTGAGGCAGGCGAATCTCTTGAACCCGGGAGGCGGAGGTTGCAGTGAGCCAAGA 

TCAC ACC ATTG C ACCCCAG CCTG G G CAAC AAG AGTG A A ATTCC ATCTC AAAAAG ATACC A 

AAAA A ACAA A AAA A A A AC ATG CC 

>SEQUENCE:9276:prostate_MPM2000-004P6_Table5 

TGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGGGAGGTGTAG 

GATTTCAAGAAGACAAAGTATACAACAGTTTACAATGCAGTAATAGAGGCAAGTAAAATA 

AGGATTTATTGCATCAAACTATCTTAATGAGCATATACTCATTGGTGTTCTAGAAACAAA 

AGCCAAAGTACTTTAGGCTGAGAAATAAATAGAAGGTGAGAAAAAAAAATCTAAAAAAAA 

AAAAAAAAAAAGCGGCCGCCACCGCGGTGGAGCTCCAATTCGCCCTATAGTGAAGTCGAT 

TACGCCTCGCTCACTTGGCCGTGCGTTTTACAACGTCTTGACTGGAAAAACCCTGGCGTT 

ACCCAACTTAATCGCCTTGCAGCACATCCCCCTTTGGCCAGCTGGCGTAATATCGAAGAG 

GCCCGCACCG ATCG CCCTTCCAAACAGTT 

>SEQUENCE:9277:prostate_MPM2000-004P6_Table5 

AAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGG 

C GGGCT GAATTGTTGATAAAATGGAAAAAGTAGTATATTGTTATATAAGCTTCTGAGGTG 

TGTTTTGTTGTATA AGCC CTGGAGGTTAAAAAGTCATCCCTTATGTATAGTAGTTAAAGG 

CATAAAACTGTGACTTTTAGATATTCCACAGAACCAGACTTATTTGATGTGGATAATAAC 

CAATGATTTAGCATTTTGTTTGCTTTTGTTTTATTTTATCCGGGTTCATTTTTTAC 
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CCCATGTACATGAAACAGGTGGTGGCGTGTAGAGATCAGCTGATCCTTGTTTTATGGTTA 
ATTGAACTACTTTGTATCCAGGGTTTCTGCAAATCCAAAAGTGATTTTTCATCTAGGATC 
TATTCCTAACAGTCTACTTCAATCCCACTTTAGTTTTCCACAATTTTAAATCTTAATAGT 
GAG 

>SEQUENCE:9278:prostate_MPM2000-004P6_Table5 

CGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTAC 

TTCTAGAATTAATTAAGGGGGGGGATCCAAAGATGGTTTCACTAAGAAGGGAAAAACACC 

G G ACCTG AG ACTTG AATG C AAGTAG A ATTTTGTC AGG CAG ATG ATCTGTTCTTCC AG GTA 

G ATAATCCATCCTG G GCAG AC A AA ACCAG G CTGTAG AAG G AACACC ATGTGTG GAG CAAT 

AGAAATATCTCATTGTTACTGGAGTATAATGCATGCAAGAAGCAGGCAAGGTAGACAGGG 

GCCACCGTGAAGGAAACTCTGAATAGGGGAATGATATCATCACATTTCCATGTTAGGACA 

AATAGGAGAAGTTTAATATCAAGATGTAAGAAAGTTAATGGAGGGAGACAATTCAGGTGT 

TCCAGCCAAGGGATGACAATACCTAGTTTGAAGGCAGGGATAGGGAGACAAAAAAAA 

>SEQUENCE:9279:prostate_MPM2000-004P6_Table5 

TAAGGCGGGGGGTCTTGGGGGCCTCTCAACTCCCGCCCATGCCTCCCTGATGGGTGGGCC 

CAGGGCGGCCTCTCTCTGAGGAGACCTCACCCACTCCTCGCTCAGTTTGACCACTGTAAG 

TGTCTGCACTCTGTATTCTATTAATAAACTAAANTNAAAAAAAAAAAAAAAAAAAAAAAA 

AAAA AAAAAAAAGGGCGCCCCCCCCCCGGGGGGAACCCCCATTCCCCCCTAAAAGGGGTT 

TTTTACCCCCCCCCCCGGGGCCTTTTTTAAAAAAAAAAAAAAAAAAAAAACCCTCTCCCT 

TGTGGGGTGGGTAAAAAAAAAAAAAAAAAAA 

>SEQUENCE:9280:prostate_MPM2000-004P6_Table5 

GGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGATTAATTAAGGCGG 

GCGCCTGTCAAGCCCGCGTCTACGGAGGCTGACGCAGGAGAATCGCTTGAACCTGGGAGG 

CGAAGGTTGCAATGAGCCGAGATTGTGCCATTGCACTCCGACCTGGGCAACAAGTGCAAG 

ACTCTGTCTC A A AAAA AAA AAA ATG G CAC ACGCTG G CATG CTTTAG GAG G AGCATGCTG G 

CTGCTATGATGAAAAAAGTACAGGAGGGCAAGGTCAAAAGCTAGGAAACCAGTTAGGAGG 

TGATGGCAATGACTCAGGTGAAAGATGATGATGGTTTAAACCAGGGCAGTACCAATGGCT 

AA 

>SEQUENCE:9281:prostate_MPM2000-004P6_Table5 

GAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGG 

CTACTCGGGGAAGTACTGATTCCAGGACTTGGAAAGGAATGTAACAGGAAGCCTACATCA 

TGTTGTGCCAGAAACCAAGTAAGTTTTAAAGACTAATAAGGTCATGTCAAAATTATACAG 

CAATCAAGGACTCCTACTAGACAAATCTAGGACAATTTAAACATCGAAAAGAATAATGAC 

TGCAATTGACTGAAACATGAAAATTTAAAAATCGTAAATACTGATACTCANAAAAAAAAA 

AAAAAAAAAAAAAAAAAAGGCGGCCGCCACCGCGGTGGAGCTCCAATTCGCCCTATAGTG 

AGTCGTATTACGCGCGCTCACTGGCCGTCGTTTTACAACGTCGTGACTGGGAAAACCCTG 

GCGTTACCCAACTTAATCGCCTTGCAGCACATCCCCCTTT 

>SEQUENCE:9282:prostate_MPM2000-004P6_Table5 

CTGGGTACCGGGCCCTTCCTCGAGAGTACTTCTAGAATTAATTAATGCTTGTAGGACATA 

ATAATAACAATTGAATGTCTGCACAGCCGCTTTCCACACAGACATCATAACAAAAAATTT 

CCACCAAACCCCCCCTCCCCCCGCCTTAATTAAGGCGGGGGTGCTGGACTGGACTCTTGT 

TCACTTTACCTTCTGCCAAATGCAGAGAGGGAGGCCAGTGTCAGGGTCGGAGTGGCCTGG 

CTCTTAACACTGACCGACCATTGCCATTTCTGGCCTCGCTAGGCCCAGGAGAGGAGGGAG 

GCAAGCCAGTCGGGTTTTCTGGAGCAATGGGTGTGCCAGCCCTCAACATGACTCTGCCAA 

GCATTCAGACCACAAATGCAGGAATTTGGCTGAGGAGCATCCTTAGGTATGGATTGATGA 

CTAAGTCA AG CTACT 

>SEQUENCE:9283:prostate_MPM2000-004P6_Table5 

TGGGTAGCCGGGCCCCCCCTCGAGAGTACTTATAGAATTAATTAAGGCGGGAGATGGAGG 

CCAAACGCGCCGAGAGGAAGGTGGCCAAGGGCCCCATGAAGCTGGGAGCCCGGAAGCTG 
G 

ACTGAACCGTGGCGGTGGCCCTTCCCGGCTGCGGAGAGCCCGCCCCACAGATGTATTTAT 

TGTACAAACCATGTGAGCCCGGCCGGCCCAGCCAGGCCATCTCACGTGTACATAATCAGA 

GCCACAATAAATTCTATTTCACACCAAAAAAAAAAAAATAAACCTAAAAAAAAAAAAAAA 

AAAAAATAATTCGGGCCCCCCCCCCGGGGGGGCCCCTTAAAGCCCCTTAAAAGGGGTGAA 

AACCCCCCCCCCTGGGGGGG 

>SEQUENCE:9284:prostate_MPM2000-004P6_Table5 
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GATTACGCCAAGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCC 

CCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGGCACGGTGGCTCACGCCTGTAATC 

CCAGCACTTTGGGAGGCCGACACCCAACGCAGGTGGATTGCTTGAAGCCAGGAGTTTGAC 

ACCAGCCTGAACAACATGGCAAAACCCTGTCTCTACCAAAAATACAAAAAAATAGCCGGA 

CATGGTGGCACGTGCCTGTAGTCCTAGCTATTAGGGGGGCTGAGGCAGGACAATAGCTTA 

AACCC AG G AA ACG GAG GTTG CAGTG AGTG G AG ATCACGCCAATGCACTCTAG CCTG G GTG 

ACAGGGCAAAACTCTGTCTCAAAAAAAAAAAAAAAAAAAAAAAAAGCGGCCGCCACCGCG 

GTGGAGCTCCAATTCGCCCTATAGTGAGTCGTATTACGCGCGCTCACTGGCCGTCGTTTT 

ACAACGTCGTGACTGGGAAAACCCTGGCGTTACCCAACTTAATTGCCTTGCAGC 

>SEQUENCE:9285:prostate_MPM2000-004P6_Table5 

GCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 

TACTTCTAGAATTAATTAAGGCGGGTGGATTACCTGAAGTTGGGAGTTTGAGACCAGCCT 

GACCAACATGGAGAAACCCCGTCTCTACTAAAAATACAAAATTAGCTGGGCGTGGTGGCA 

CATGCCTGTAATCCCAACTACTCGGGAAGCTGAGGCAGGAGAATCACTTGAACCCGGGAG 

GTGGAGCTTGCGGTGAGCCGAGATCGCGCCATTGCACTCCAGCCTGGGCAACAAGAGTGA 

AACTCC ATCTCTA AAAA AAA AAAAAAA AA AAA AAAAA AAAA AAG CGG CCG CCACCG CGGT 

GGAGCTCCAATTCGCCCTATAGTGAGTCGTATTACGCGCGCTCACTGGCCGTCGTTTTAC 

AACGTCGTGACTGGGAAAACCCTGGCGTTACCCAACTTAATCGCCTTGCAGCACATCCCC 

CTTTCGCCAGCTGGCGTAAT 

>SEQUENCE:9286:prostate_MPM2000-004P6_Table5 

ACGCCAAGCGCGCAATTAACCCTCACTAAAGGGAGCAAAAGCTGGGTACCGGGCCCCCCC 

TCGAGAGTACTTCTAGAATTAATTAAGGCGGGGGCGGGTGAACCTGTGTGCTGCGAATGA 

CGAGACTTACTGTTGAACAGTGTGCTGGTGTAAACATATGGGGAAACTATTACTAATAAA 

GATTTGTTTATTAGAAGATAAAAACATACTTTTAGAAGAAAAAAGATAAGTTTAAACCAA 

AAAAAAAAAAAAAAAAAAAGGCGGCCGCCCCCGCGGCGGAGCTC 

>SEQUENCE:9287:prostate_MPM2000-004P6_Table5 

CAAGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACAGGGCCCCCCCTCGA 

G AGTACTTCTAG AATT AATTAAG G CG GG G CAGG ACTGTATTG AAATA AT AC AT ATT ATTT 

AAATTAAGTAATACATATATTTAAATAACACATATTCTTTAAATATGTGTATACTCTTTA 

TATATACTATATTTATGGTATGCATATGTATATATACGTATTTATGACAAAACCATATAT 

ATATAGGCCAGGCATGGTGGCTCATACCTGTAATCCCAGCACTTTGGGTGGCTGAGGCAG 

GTGGATCACTTGAAGTCAGGAGTTCGAGATCAGCCTGGGCAACATAGTAAGACCTCATTG 

CTACNNANNAAAAAAAAAAAAAAAAAAAAAAAAAAGCGGCCGCCACCGCGGTGGAGCTCC 

AATTCGCCCTATAGTGAGTCGTATTACGCGCGCTCACTGGCCGTTGTTTTACAACGTCGT 

GACTGGGAAAACCCTGGCGTTACCCAACTTAATCGCCTT 

>SEQUENCE:9288:prostate_MPM2000-004P6_Table5 

ATCCCAGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCT 
CG AG AGTACTTCTAG AATT AATT AAG G CGG GCATG GTG G CGGGCACCTGTACTCCCAGCT 
ACTCAGGAGGCTGAGGCAGGAGAATGACGTGAACCCGGC ^GGCGGAGCTTGCAGTGAGC 
C 

GAGATCACACCACTGCACTCCAGCCTGGGCGACAGATCAAGACTCTATCTCAAAAAAAAA 

AAAAAAAAAAAAAAAAGCTTTAGAACAGTAAGGAAAGAAGGACAGAAAGTACAACTTGGA 

AGAGGGCCAAGTAGGTGACTTGTGTGCCTGATTTAAAATATTCTTACGAAGAATTCTAAC 

AGGGAAAATATCTGCCCTCAAGCTATGTTTTCAAATAAGTCTCCATTCGACATGAAAATA 

TCCCAGTAAAGGACTATTATTTCCCAGATGAAGAAAGAGAGGTTTAAAGGTTACAGAACA 

AATAAGCTTGAGAAAAGAGACAGAT 

>SEQUENCE:9289:prostate_MPM2000-004P6_Table5 

CGGGGGAGGGAGAATGAGGAAGGAAAAGAGGATGTCACAGGTACTATTTTGGTAGATTTT 

AGTTGCTATTAACATAAAAGAAACAAGATGTGAGTTTGGTTTTAGATGAGCTGTTTTTTA 

AGGTGAAAAGAGATGGGTGTTGAAGACAGAGGCATTTATACAGGATATAATATTGACCTC 

CTCTATG GGACTT TGCCTTGATTTGATCATATTCAAAACTGTAATGTAACCATGTATCAC 

TCTTCTACTTTTTA ACTGAATG CATAACTG CCTTACGAAAAC AATTAAG AGCTG GTTTTT 

TTG G G G AATTG CCCCTG G A AAGT AG GTG ATC AATTTTT A ACCT 

>SEQ U ENCE:9290 :prostate_M PM2000-004 P6_Table5 

CGCGCATAACCCTACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACT 
TCTAGAATTAATTAAGGCGGGGAAGCAAAGAATCGAAGGTAAAATGTTGATTCAAAGATT 
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GTCTCCCCTAAATCCTTCATTTCTTTCTCTGAAATGGAACTTTGGAAGCCATTTATATAG 
ATTAGTCTGACAGCCTTTATATTTGCATGTAAGTTTACTTGCATCCTTAGACTTGGCTTT 
ATGCAAAAAGAAAA I I I I I ATTCGTTATATTGTATTTCATCTGTCTGATTTCCCTGGCAC 
ATTAAGATGGTCCTGGTCCCTCAGGATAC I I I I I CCCTTAATAAATGTCATATGTAAATA 
AAGGCAACTCATTTATTAGTTTGGGATTA Mill CCCTTGAGAAATAAATGTTTGTTGAA 
CATAAATTCTTCTTTACCTCATGTGCTAAGAACTAAACTATATAATCTGATATAT I I I I I 
ATGCCT 

>SEQUENCE:9291:prostate_MPM2000-004P6_Table5 

AGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGA 

GTACTTCTAGAATTAATTAAGGCGGGGTTGGCCCTTGTCTTTTCAAGTAATTTTCATATT 

AAACAAAAACAAAGAAAAAAAATCTTATAAAAAGGAAAAAAAACCAAAAAAAAAAAAAAA 

AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 

AAAAAAAAAAAAAAAAAAAAAACGCGGCCCCCCCCGGGGGGAAACCCCAATTCCCCCTAT 

AAGGAGGGGATTAACCCCCCCTAACGGCCCGTGTTTTAAAAACCTTGGAACGGGAAAAAC 

CCTGGCTTTCCCAAATTAAAAGGCTTGGAAAAAAAACCCCTTTTCCAAACTGGGTGAAAA 

ACAAAAAAGGCCCGCCCAAATCCCCTTTCAAAAAAATGGCCAAATTTTATGGGAAAATGA 

AAA 

>SEQUENCE:9292:prostate_MPM2000-004P6_Tabie5 

GCGCGCAATTAAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAG 

AATTAATTAAGGCGGGCTAAGAAGCAGAGAGGAAGTTTTAGAGTAGCATTTCCCAGAGAG 

TCTTCCACAG CTTTTCATAAGTGTTACGTG A AAAG G GTT AAATAAATAATAATTCTGT AA 

AAAAAAAAAAAAAAAAAAAAAAAAAAAAGCGGCCGCCACCGCGGTGGAGCTCCAATTCGC 

CCTATAGTGAGTCGTATTACGCGCGCTCACTGGCCGTCGTTTTACAACGTCGTGACTGGG 

AAAACCCTGGCGTTACCCAACTTAATCGCCTTGCAGCACATCCCCCTTTCGCCAGCTGGC 

GTAATAGCGAAGAGGCCCGCACCGATCGCCCTTCCCAACAGTTGCGCAGCCTGAATGGCG 

AATGGAAATTGTAAGCGTTAATATTTTGTTAAAATTCGCGTTAAA I I I I I GTTAAATCAG 

CTCATTTTTTAACCAATAGGCCGAAATCGGCAAAATCCCTTATAAATCAAAAGAATAGAC 

CGAGATAGGGTTGAATGTTGTTCCAGTTTGGAACAAGAGTCCACTATTAAAGAACGTGGA 

CTCCAACGTCAAAGGGCGAAAAACCGTCTATCAGGGCGATGGCCCACTACGTGAACCATC 

ACCCTAAT 

>S EQ U ENCE:9293:prostate_MPM2000-004P6_Table5 

ACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 

TTAATTAAGGCGGGGGATACTGTAATTTTGGAGCAGTCATCTGCAAATTAACTTATTTGG 

CAGATACCAATGTCAAATTGGTATGAAACAACAGGAAAGTAAAGCATATTATAATATTTT 

CCTTAAAAATCATGGAAAGGTGATATAACACCCTGAAGCCTGAAACTGCTGTCGTTAGTG 

CCAATGACTATACTGATTTTTAAAAATCTGGCCGGGTGCGGTGGCTCACACCTGTAATCC 

CAGCACTTTGGGAGGCCGAGGTGGGCAGATCACAAGGTCAGGAGATCGACACCATCCTGG 

CCAACATGGTGAAACCCGTCTCCACCAAAACACAAAAAATTAGCCAGGCGTGGTGGCACA 

CGCCCGCAGTCCCAGCCACTCGGGAGGCTGAGGCAGGGGAATCACCCGAACCCAGGAG 

>SEQUENCE:9294:prostate_MPM2000-004P6_Table5 

CAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCAGGTCC 

T ATG AGTCTT AG G CAG G CCTAG G CACGTGTTCTCTC I I I I I GTTGTTAGATTCTCAATTT 

ACGACAAATGAAGAACGAGGCCTTTACCTGGTCTGGATCGACTTGTTATGGAGCCCATGT 

GAAATGAAAATGATTCATAAACAAAACTGATTCCATCCCCAGCAACAGCAGAGATGACCA 

TGAACAATTAGCCACCTGAGAATCCTCAACAATTCTTGGGGAATTCATTAATTACATTTT 

ATTAAAGGGCAGGGATATCCAAGGTGACATATGGGTTACAAAGGCAAAGTATAATTTCTT 

TATG G GTTATGTTAATGTG AAATATAAATTAATAAGC INI! GATTTTACTAATACAAAC 

ATACCCATCAATTGGTCTTCTTCAATTCAGAAATAACTAGAGTTTGA 

>S EQ U E NCE:9295: prostate_M P M2000-004P6_Table5 

AAAGCTGGGTACCGGGCCCTCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGGGTTC 

TTAAGATTATCTGATAAATAACTTCTACTACATTGAAATGCAGACTTAAAAAAGCAAGAC 

ATTGCATTAGAGCAGTCAAAACAACCAAGCAAGCATAAAAGGTTAATAAGATGTAATCTT 

GATCGACAAGGTGGAAAACTTATTATAATGGAAAGAAAGTCTTATTCCCTTTATTTGTTT 

GATGGGCACTATGCCATATAATACCCAAAGTTCTTTTAAAAAATATTTTCATCAACCATT 

TTTATTTAAAATAAACAT 

>SEQUENCE:9296:prosiate_MPM2000-004P6_Table5 
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AGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGA 

GTACTTCTAGAATTAATTAAGGCGGGGGATTAATCTGGGGTGCACTTTGAAAGAAGAAAC 

AAATATTTTATGTTAAGTGAGGATTAAGGAAAGATTTGAGATATCTTAATGGGTAATGCC 

CCACTAGCAGCAATACATGTTGGGATTGAAAATCAGTGTAACTGTTATTTGGGTATCATT 

TACTTTAACATACCTACTAGATCTAAGGTCGGCAGACTTTTTCTGAAACACGCCAAATAG 

GAAATATTTGAGGCTTTGTAAGCCAAAATACAGAATTGTGGATTCTATTTAAGTATTTAT 

ATAACAAGGGGAAAAATAAGTTTCCAAAANAAAAAAAAAAAAAAAAAAAAAAAAAGCGGC 

CG CC ACCGCG GTG G AG CTCCAATTCG CCCTAT AGTG AGTCGT ATTA 

>SEQUENCE:9297:prostate_MPM2000-004P6_Table5 

CCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATT 

AATTAAGGCGGGATGCTATTAAAAAAAGAAAAAAGAAGAGAACAAAAAAGTCCTCCAGTA 

AATTTAAAATATGGTAGTCAAGGCCGGGCTTGGTGGCTCAATCCTATAATACCAGCACCT 

TGGGAGGCCGAGGCGGGAGGATCACTTGAGGCCAGGAGTTCAAGACCGGCCTGGGCAAC 

A 

TAATGAGAACCCATCTTTACCAAAAAAATAAAATTACATTAAAAATTATCCGGGCACGGT 

GACGTCTGCCTGAGGTCACATTCAAGAAGCTGATGTGGGAGGATCACTTGAGCTCAGGAG 

TTCCAGACCATTCCAAAGCAAAAACAAAAGGATTTTGAGATCAGTGTGGACAACTTAGCA 

AAACACCATCTCTAAAAAAAAAAAAAAAAAA 

>SEQUENCE:9298:prostate_MPM2000-004P6_Table5 

CCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAAT 

TAATTAAGGCGGGGGTTGCAGCGAGCCGAGATCACGCCACTGTACTCCAGCCTGGGTGAC 

AGAG TGA GACT CCATCTCAAAAAAATAAAATAAATAAAATAAAATAAAATTGAAGAAACT 

TTTTTTAATTTTAAACTTTGAATTTTGAGATAATGGTAGATTCACATGCAGCTGTAAGAA 

AGAACACAGAGAAATCCTATATACTCTTCCCCCAG I I I I I I I GAGACTCTGTCTCAAAAA 

AAAAAAAATGAAAAAAAAAAAAAGCGGCCGCCACCGCGGTGGAGCTCCAATTCGCCCTAT 

AGTGAGTCGTATTACGCGCGCTCACTGGCCGTCGTTTTACAACGTCGTGACTGGGAAAAC 

CCTGGCGTTACCCAACTTAATCGCCTTGCAGCACATCCCCCTTTCGCCAGCTGGCGTAAT 

AGCGAAGAGGCCCGCACCGATC 

>SEQUENCE:9299:prostate_MPM2000-004P6_Table5 

ACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 

T TAATT AAGGCGGGCGCCGTTGGCTAGGCGGTTACAAGAGACGGTTCTAGAATCAAGACC 

GTTTTCCTGTAACGGATGACTGTGGCTGGGCCATGGGAGAACCAACGGGGGTCAAGAAAC 

AAATAAAATTTGTAAGACAACCCCCCCCCCATGGGGGACCCCCAAAGTAGCCTTTAAAAC 

TAGGCACACACCGCCCCCCGGCCCCCAAACGGACTGGCTGTGTGTTCACAGAAAGACAAA 

CACCACGCGGTCTGTGCTAGTAGGGCTGCTCTGAAGACAATTACAAAGAATTGGAATCAC 

AAAATCAAGTGGGTATCTTATGAAGTTCTAGAAAAATAGATTTGTTGTATATTCAAATGC 

AAGTGTAAATATTTCCCCTTCAGCAGTCGTTCTAGCAAA 

>SEQUENCE: 9300: prostate_MPM2000-004P6_Table5 

TGGCCGTCGTTTTACACCCGGGAAAAAGGTTTAACCATCATGACTGCCCGCCTTTCTAAG 

AGAACAATAAATACTTAGGCGGGCTGGAGGGTTGCTCTCAAAACTAATGCATGAAGAATT 

GG AG ACCCCATG ACAGTCCTATAACACCTAAATAACTTG AATCATTCAATCATCTAG G CC 

CACATGATTTCACTGGAGTGTTCTGTATAATTCAAGGGAGAAAATATCCGACTTTTTTCA 

CGCATT CTTCTGGGAAACAACATACTTCCCTCGGTTTTCTCATCCCAAAGTCTGAAATAT 

TTTTTTCTCCTACACGATATTTACCTTTCATATTTAGATCTGCAATCCATCTGGAATGGA 

TATTGTGTGTGGTGTGAGGGAA 

>SEQUENCE:9301:prostate_MPM2000-004P6_Tabie5 

AATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTC 

TAGAATTAATTAAGGCGGGGGTTGCAGTGAGCCGAGACCACGCTATTGCACTTGAGCCTG 

GGCAACAAGAACGAAACTTGGTCTAAAAAAAAAAAAAGATTATGGGTCTAGCATGAGTGT 

CATGCAAGTAAAAAAAGAAAATTTTCATGGAAAGATTCTAAATGATAAGCTGTTAGATAG 

TGTAATAAACTG AATACAAAG C AG AGTATATAC ATTTG CTTTTAG CATTTTTG AGG ATTT 

TTGTTTTCTAGTAAATTAGACATCTTATTAAAATGCTTTGTTTTGTTTCAATATTGCTCT 

TTTCTTCTGAAAACAGTTACAAACTTATATTCAAACACCCTTACTCCTTAAACCTGTTAT 

ATCTTTAGACTAATAGATGTGTAT ATTT AACTCTATGTAAGTCAAAACTAAAACTCT ATT 

GTGTGCTCTTAGGCAGAGGCCACGTGTTCAAAAAATACATAAAAAATTTTTGAAAATTAT 

TCAGGACTCAGAAATATATCATTTTATTTACGCTTGTATATAATTTTTATGATGACCATA 
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AAAATAACCATGTAGCCCATAATAATTTAACTGTACAACTTAGAATAACTAAGACTGTAG 

AATTGAATTGTTTGTAATACAAAACAT 

>SEQUENCE:9302:prostate_MPM2000-004P6_Table5 

GCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 

TACTTCTAGAATTAATTAAGGCGGGGGTTGTTTACAGGAAATTAGGAGAATAATAACATT 

TCCAAATAAGGAAGGGGTGTAGGCTGTAAGCTGGGAAATGCCTGGGCACGTTCGGACATG 

TCTGAGCAGGTTATAGTCCAGAACAAATAACCTGGTTAAAGTACAAGGACATAGAATGTA 

CTTATTCCCTTACT ATATTT AACAG CC AC AT AG G G CTTAAC AAAG AGTTATTAGC AAAA A 

GCAAGGGAGCTTGAAGGAAGTTAATTTCTAAAAGAAACTGCTATTTCTAACACTTGCTAT 

TTATTCTTTAACAAAAAGGGAAACTTTGAAGAGGAACTTTTT 

>SEQUENCE:9303:prostate_MPM2000-004P6_Table5 

CG CCAGCG CG C ATTTAACCCTCACTAAAGGG AAC AAAAGCTG G GTACCGG G CCCCCCCTC 

GAGAGTACTTCTAGAATTAATTAAGGCGGGCACAATGGCTCACGCCTGTAATCCCAGCAT 

TTTGGGAGGCCAAGACGGGTGGATCACCTGAGGTCAGGAGTTTGAGACCAGCCTGGCCAA 

CATGGAGAAACCCCATCTCTGCTAAAAATACAAAAAAAATTAACTGGGCGTGGTGGTGCA 

CACCTGTGGTCCCAGACACTTGGGAGGCTGAGGCACGAGGATCGCTTGGACCTGGGAGGC 

GGAGGTTGCAATGAGCCGAGATCATGCCACTGCACTCCAGCCTGGGCAAAAAGAGTGAAA 

CTCCGTCCCTNTAAAAAAAAAAAAAAAAAATAAAAAGGCGGCCGCCACCGCGGTGGAGCT 

CCAATTCGCCCTATAGTGAGTCGTATTACGCGCGCTCACTGGCCGTCGTTTTACAACGTC 

GTGACTGGGAAAACCCTGGCGTTACCCAACTTAATCGCCTTGCAGCACATCCCCCTTTCG 

CCAGCTGGCGTAATAGCCAAGAGGCCCGCACCGATCGCCCTTCCC 

>SEQUENCE:9304:prostate_MPM2000-004P6_Table5 

AGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGA 

GTACTTCTAGAATTAATTAAGGCGGGTGGATCACAAATTCAAGAGATGGAGACCATCCTG 

GCTAACACGGTGAAACCCCATCTTTACTAAAAATACAAAAAATTAGCCAGGCATCATGAC 

GGGTGCCTGTAGTCCCAGTTACTCGGGAGGCTGAGGCAGGAGAATCGTTTGAACCCAGGA 

GGTGGAGGTTACAGTGAGCCGCGATCGCACCACTGCACTCCAGCCTGGGCGACAGAGTGA 

GACTCTGTCTAAAAACAACAACAAAAAAGCATTTATTTGTATTTTTAAGATGGAATTTAT 

TTGAGAAACGTATAAAAACACAACAGAACGCTTCCTAGGCCACTTTACACAATCAATAGG 

CAATAATAACATACATATATTTGCAAGCATAAAACTCAGGTATGCTAACGATAGTCTCAC 

GG GTATAATGGTAATG AG C AG ATG AGTTGTATTTGTAAAG A AATG GGTC AAAAAG C AAA A 

TGCATAAAAGCATGGTTGGTAACTGGGTGCACTCAGCTTTATAACTTAGGTCATCTGGAA 

TATTGTGCCAACCTAAGTCTTTTGACCAGATTCATCAAAAGCTGGGATGGGTCACCATCT 

AATATGTAGTCA 

>SEQUENCE:9305:prostate_MPM2000-004P6_Table5 

CGCGCGCACGCACCCTCACTAAAGTGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGA 

GTACTTCTAGAATTAATTAAGGCGGGAAATTTTGCTTCCTTTGGGCTTTGCTGTTAGGAC 

TCTGCGTAGAGGCAGGGTTTCGCCATGTTGCCCAGGCTGGTCTTGAACTCCTGACCTCAG 

ATGATCCACCTACCTCGGCCTCCCCAAAGTGCTGGGATTACAGAGGCAGAATCCACGCTG 

CAAAATTCATCCTCAGCTGTTCATACTGAAAGTAACAAGCTACAACCCAAGAGAACGGCA 

GATGCGATGAATCTCAGTGTTGATGTGGAAAGTAGTCAGGATGGAGACAGTGATGAAGAT 

ACCACACCAGCCCTGGATTTTTCGGGATTGTCACCCTACTAAAGGAAGAGACTGAAGAAC 

CTATTATAAAACGCAGACTTTTTTGCTTCTCTTTAGTTGTCTGAGTCTGCTGCAAGACTC 

CGTGAAAT 

>SEQUENCE:9307:prostate_MPM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAA 

GCGGGGTCGAGAGCTGATGGGCGGCATTGGAAAACCATGATGCAGAGTGGCGGCACCTTT 

GGCACATTCATGGCCATTGGGATGGGCATCCGATGCTAACCATGGTTGCCAACTACATCT 

GTCCCTTCCCATCAATCCCAGCCCATGTACTAATAAAAGAAAGTCTTTGAGTTAAAAAAA 

AAAAAAAAAAAAAAAAAAAAAAAAAAAAATGGGTAAAAAAAAAAAAAAAAAAAAAAAAAG 

CGCCCCCCCCCCCGGGGGGGCCCCCCCCCCCCCCACAAGAGAGAATTTTTCCCCCCCCC 

C 

CCGGG 

>SEQUENCE:9308:prostate_MPM2000-004P6_Table5 

AAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACAGCTAGAATTAATTAAGG 
CGAGGTAGATGTTGATCAAAGCATATAAAATTTCAGTTAGATAAGGGAATAAGCTCAACA 
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TGATGACTACAGTTAAAAACAATGTACTATATTGTATTCTTGAAAATCACTAGAAGCATA 

GATTTTAAGTGTTCTCACACAAAAAATAAGAATGTGAGATAATACATATGCTAATTAGCT 

ATATTTAGCCATTCTACACTGTATACACATATCAAAACATGATGTATATGATAAATATGT 

ATAATTTTGTCAATTATCAAAAATAAATAAATATTTAAAAGTTATTCTATCATATCTGGT 

TAATCCACTAATACACATACACACTAAATTGTAAAAATATTGATAATGTATAAAAAAATC 

TAAATTTTGAAAAATTATAAAACTCCTTTTCCCTCAATCTTGATTTCCCAAAAACAGTCT 

TTACGCTTGTAATCTAAAATAACAGATAATACTCTACAAACATTTATACTAACTTAAAAA 

TAAACATGTTCTGTAGCACCTTTAAATCACTGTCTCCATTAAACACTCTATGATAAACAT 

AATTTAATAAAAACACATAATTTTA 

>SEQUENCE:9309:prostate_MPM2000-004P6_Table5 

CAAAAGCAGTGAGAGATGCACTGAAGACAGAATTCAAAGCAAATGCTGAGAAGACTTCTG 

GCAGCAACGTAAAGATTGTGAAAGTAAAGAAGGAATAATCTACCCTGACTAAAGCTTGAA 

ATGCTACATTTCCAAGGTGAAGATGTGTGGGCACATGTTATGGCAGATTGAAAAGGATCT 

CATTCCATGGGAAAAAAAAAAATCCTGTCTTGTTCATAAATTGACAATGTCAATAAATTG 

AAATATGGTTCACTGTTAAAAAANANAANNNNNANNNNAAAAANAAATTTTNAAAAAAAA 

AAAAAAAAAAAAAAAA 

>SEQUENCE:9310:prostate_MPM2000-004P6_Table5 

ACGCTGGCCGTCGTTTTACACTCCGAAAGGGGAAATAACCTTGATTCCGGCGCCCCCCCT 

CAAGAGTACTTCTAGAAATTAATTAAGGCGGGATCGAGAGATTGGTGAGGAGAAACGGAA 

GTCCTCATTCTTGACAGCTCTCAGCACATGCAGCCCTCCCCACACACACAGTCACACTCA 

CACACACTCACAACCAGATTCACATTCCTACCCATGCACACACTAACACACACTTGTGCA 

CTTAAACTCGTG CACTTAC ACATTCACATTCATATACTCACATG CACACATTCTAAAC AC 

ACACATACTCTACAAACACTCATGTTGCAAAAGGGGATTTGTAAGCTGAATGTTTAGAAC 

TCAGAACACATATTTTCACAAAAATAATATTATGGTCGGGCGCTGTGGCTCACGCCTGTA 

ATCCTAGCACTTTGGGAGGCTCAGCTGGGCGGATCACTTGAGATCAGGAGTTCAGGACCA 

GCCTGGCCAACATACTAAAAATACAGAAATTAGCCAGGCATGGTGGTGCATGCCTGTAAT 

CCCAGCTACTCGGGAGGCTGAGGCAGGAGAATCACTTGAACCCAGGAGGCAAAGGTTGCA 

GTGAGCCGAGATCCTGCCACTGCACTCCAGACTGGGCAACAAGAGCAAGGCTCCATC 

>SEQUENCE:931 1 :prostate_MPM2000-004P6_Table5 

CTGCAGCAATAACATTCAGTGAGATATGTACTAAAACTTACTGACACTGACCTTAGAAGA 
TAAAACATCTTTCAATTACTCAAGGAATTCTCAATAGCACACGTGTTGTG Mill GAT AG 
G C AA ACTGTATCTTTCCTCTATTG ATTCA I I I I I I GTTACTACACAAACAACCGTTAAAC 
TGCTCCCAGGCATTTTCCTAAGTAGTTACTAGTGAGAAATACTTCTGATTTAATTTTTGT 
AG ATTTTCTACTTATG ATATCATTACTGTG AAG AG AG ATTCTCACTTCTGGG G CATCTTT 
GAGTGGATTTGGTTTTAGCTGGAGCATCAGCTTCATATGATTGAGCTCTTAGCCATGATC 
TCAACTCACTTTACTC 

>SEQUENCE:9312:prostate_MPM2000-004P6_Table5 

TGGCCGGCTCTTCAACCCTGAATAAAGGGAACACAAAGCTGGGTACCGGGCCCCCCCTCG 

AG AGT ACTTCTAG AATT A ATTAAG GCGGGCGTGG CAC AG C ACG ACG AG AAG ACCCT ATG G 

AGCTTTAATTGATTAATGCAAACAGTACCTAACAAACCCACAGGTCCTAAACTACCAGAC 

CTGCATTACTGGTAATAACTGAAAAAATAAAAAAGAAAAGAAAAAGGAAATTACGGGGCC 

CCCCCCGGGGGGACCCCCCCTACCCCATAAAAGGGAGTAAATTTACCGACCCTACGGGAG 

AAAATTATATAAACCACAAAAGAAGACAAGAAGAAAGGCAGACAGTAGTTACAAGACAAT 

CAGAAAACAAACAACAAAATGACAAAAATAAGTCCTTATTTATCAAAAATAACACTGAGT 

GTAAATAAACTCACTTCATTTAAAAACCATACAG 

>SEQUENCE:9313:prostate_MPM2000-004P6_Table5 

GCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 

TACTTCTAGAATTAATTAAGGCAGGACTACACTAAACAACAGAATTTTAATATAGAAGAA 

ACAGCCTTCTATTGTCAGATGATACTATCTAGAAGTTTCTTAGCTAGAGAAGAGAAGTCA 

ATGCTTGGCTTCAAAGTTGCAAAGGACAGGCTGGCTTTCTTCTTAGGGAATAATACAGCT 

GGTGACTAAGCTGAAGGCAATGCCCATTTGCTATTCTTATAGTCCTAGCGTCCTTAAGAA 

TTACGCTAAGTCGTAATCCCAGCACTTTGGGAGGCCGAGGAAGGCAGATCATGAGGTCAG 

GAGATCGAGACCATCCTGGCCAACATGATGAAACCCCATCTCTACTAAAAATACAAAGAT 

TAGCTGGACGTGGTGGTGCACACCTGTAGTTCCAGCTACTCTGGAGGCTGAGGCAGAAGA 

ATAGCTTGAACCTGGGAGGCG 

>SEQUENCE:9314:prostate_MPM2000-004P6_Tabie5 
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GCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 

TACTTCTAGAATTAATTAAGGCGGGGAACAACACACACTGGGCCTGTCGGAAGGGCGAGG 

GGAGGGAGAGCATCAGGAAAAATTGCTAATGTGTGTTGGGCTTAATACCTAGGTGATGGA 

TTG ATAG GT ACAG CA AACC ACCATG G CACAC ATTTACCTACATAAC AAACCTG CAG GTCC 

CGCACAT GTATC CCAGAACTTAAAATAAAAATAAAAATTAAAAAAATTAAAAAAAAGAAA 

ATTTG GCATTTT AGGTGTCATATGGTAGCAACTAGATATTGATTTCCCTTCTCTCTCTCT 

GAGGCl GTTGTTGTTGTCATTTGCTTGTTTAGTGACTTGATTAAACTATTTTACC 

AAANNNAAAAANAAAAAAACAATAAAAATGGCGGCCGCCACCGCGGTGGAGCTCCAATTC 
GCCCTATAG 

>SEQUENCE: 9315: prostate_MPM2000-004P6_Table5 

TGGCCGTCGTTTTACACCCAGAAAAACAGAAATAACCATGATTATTGCCCGTGGTTTTAC 

ATAAAGAAAAAAAAAAAAACTTTGTTGTTGGCGGGTCACTTTGAGGTCAAGAAAAAGAAA 

CCAGCCTGGCCAACGTGGTGAAACCCTGTCTCTACTAATAATACAAAAATTAGTTGGGCG 

TGGTGGCAGGCACCTGTAAAGCGAGCTACTTGGGAGGCTGAGACTGGAGAATTGCTTGAA 

CCC AC AAG G CAG AG GTTG AAGTG AG CC AGG ATCG CG AC ACTTCACCCC AGTGTGG GTG AC 

AGAGCAAGACTCTGTCTAAAAAAAAAAGAAAAATGAAATACTGGTATTGACATATTTAAA 

ACAATTGCCTACACAGAACCATATTCATTCATTTAAACAATACTTATAGAGTGTCTAATA 

TATGTGAGGCAGCAGTGATTGTAATCAGTGCTTTGAACAAAATCCACAAAATAGGGTAAT 

ATTTC 

>SEQUENCE:9316:prostate_MPM2000-004P6_Table5 

GCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 

TACTTCTAGAATTAATTAAGGCGGGGAGAAACAGGACTTGAGGATTCTAGAATCTCAGGT 

TGTAGAGAACTCAGTCACCAAACTCAATGCTTTAATCCCTTCTACAAAATCCCTGCCAAA 

TGGTTAGCCAGTGCGGTGACAGCATTCACTATCTCCTGAAACTACATTAGAAACTAGTCA 

AAACTGTC CCTGT GGTCACTTCCTCTCAGTAGCCCTTATGTCAGCTGAGGACATTCAAAG 

TGTAACTCATTTTGTTCTATATCTCCAATATCTTAATTGACCAGGTATTAAGTCCCTTCA 

AATTCTGGTCTGGTCTTTGAATACATCCTTATCTGTATCTGTTTGGTGCAGATGGCAGAT 

AG A AGTCTATC AATGTAGTCTACTGTTTCTC AAAGTGTAG G CCATG GTTC ACTTG C ATCG 

GAATACCTATAAATTCCTCTAAGAGTTTGTTAGACGTGCAGCTTTCAAGGCCACACTTCA 

AAACCTCTGGATGTGAAATTTGACAAACATCCCAAATAATAATCATTTGTTTCACAGTTT 

GAGAATCACTTTGGCC 

>SEQUENCE:9317:prostate_MPM2000-004P6_Table5 

CACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAAT 

TAAGGCGGGTATCTTGGCTCAGCCTAGGCAGTTCTGAAACCCAGGACCAGGAAAAATTGG 

AGGGGGAACGGAAGACAGATCATTCTGTAAAGTTTCCAAAAAGGAACCTCAACCCAAAGA 

CATCCTGATGTC TGTGCC TAGGAAAAATAAAAGGAGAGGCACAAAGGTTTTGTTCACTGA 

GATGTGTGGTGATTTTTTCTCTGCCTTCTTCTCATGTGAAATTTTCAGAAATAGCAAACA 

AATACTTTAAAAAGAATCATCTATTGCTCTGTGATAAAATAATAAACAATTAAAATACAC 

TGCATCTGTTTTAAACGGGATGAATAAATACAATGTTGTACTATAAAGAAGAAATAGTTG 

ATAATATTGTGAACTGGAGAATGGAGTTGATGTTGGAAACGCGGGAGAG 

>SEQUENCE:9318:prostate_MPM2000-004P6_Table5 

AGCGCGCAATTAACCCTCACTAAAG G G AACAAAAG CTG G GT ACCGG G CCCCCCCTCG AG A 

GTACTTCTAGAATTAATTAAGGCGGGGTAGCTCACACAGACAGTTCCTTATCCCCTTCAC 

CCTGG CTTCC TTCCATCCCCACGGTGGACAAAGATCAGGAGTTCCCAACCTCCACACTAA 

GTGATATTTTACCTGGAGGATTCTTTGCTGTCGGGGGGCTGTCTTGTGCCTTGCGGGAGG 

TTGAGCAGCATCCCCGGTGCCTACCTAGGAGCAGCACCCCCTCCCCACTCATCCACCAGC 

ACACCCAGGACCAGGAGCCTCGACACACTTGGGACTCAAGGGCTTGCACCCCACCCAGCC 

CTGAGGATGAACAACCTCAGAGAAGAGGTGGTTTAGAGCAAGGAAAAAAATGAAACCAGT 

GACCAAAAAATAAAAAAATAACCTGATACATTAAAAATAGACTAAAAAAAAAAAGTCATT 

GAAAACCAGTCTAGGACACCATAGAGAGTACTATGACTCTATAAAAATGCCGGCCCCCCC 
CGGGGGGGACCCCC 

>S EQU ENCE :93 1 9 :prostate_M PM2000-004P6_Table5 

GCCAAGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTC 
GAGAGTACTTCTAGAATTAATTAAAAACTAAGACAAAAACACACGTATTAACTTAGGCCT 
CCACAGGGTCAGGTTCATCAATATCCCTGTCTTCCACCACCTCCCCTCATCCCATTGGAA 
GGCCGTCAGGGGCAGTAACACTCATGGAGTTGTCATCTTCTGTGATAATGATGCCTTCTT 
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CTGGATACCTCCTGAAGAACCTGCCTCAGGCTGTTTCACGGTTAAC I I I I I I I I TTATAA 

GTAGAAGTACACTCTAAAATTTTAAACAATAAAAAGTATAGTAAATACATAAAGCAGTAA 

CATAACCATTTATTATCATTATCAAGTATTATGTAGTGTACATAATTGAACATGCTTAGA 

CTTTTATATGACTGGCAGTATAGGTTTGTTTACACCAGCATCACCACAAACACCTGAGTA 

ATGGGTTGTCTTGTGATATTATGGTGGCTACAGCATTGCTAGGCAATGGGAATTTTCAGC 

TCCAACCTGGGTGAAAAAGTGAGACTCTGTCTCAAAAAAAGAAAAAAAGACATCATAGTG 

C ACTGTGTTCTTACCTGTG AATAG CC ACTG CCCTTAA ACCTG G G C AACATAG CG AG ACCT 

CCATCTCTTAAAAAAAAAGAA 

>SEQUENCE:9320:prostate_MPM2000-004P6_Table5 

CAATAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAAT 

TAAGGCGGGGTCTTGTCATGTTGCCTAGGCTGGTCTTGAACTCTTGGGCTCAAGCAATGC 

TCCCACATCAGCTTCCCAAAGTGCTGATATTACAGGCGTCAGCCACCATGCTTGGTGTGT 

TTCCTTTCAGTTATAAAATATCTCAGATACATAAACATGATTCGTTCATTCGACAAATAT 

TTGTTG AGCATATACCACATG G AAGG C ACTATTCTGGGTTTAG G AACATAAC AATTG ACA 

CAGTAGTCCGAGTCCTTGTTCTCAAGGAGCTACATTCTAGCGGAGGAAGATAGATAATCA 

AC AAATAA ATATA AA AC AG GTTTGTTGGTGTTG AGTACC AN N N NAA AAA AAA AAA A AAA A 

AAAAAAAGGGGCCCCCCCCGGGGGGGAACCCAAATTCCCCTTTAAGGGGGGTTTTTAACC 

CCCCC 

>SEQUENCE:9321:prostate_MPM2000-004P6_Table5 

CTAGAATTAATTAAGGCGGGCTGCGTGGTTCCCGTGTCTTCACCCTTTCCCTAGTGACTG 
CGTTGTCGGCTTTACGTTTATTCC I I I I I GTGGCCCGCTTTGTAATTGGTGCA I I I I I I I 
CTATGTATTATAACAC ATG G CTCATAAA AT AAAACTAATTTCT ATTTTCATC AC AA A AAA 
AAATAAGAAGAAA 

>SEQUENCE:9322:prostate_MPM2000-004P6_Table5 

AG CG CGC AATT AACCCTC ACTAAAGG G A ACAAA AG CTGGGTACCG G G CCCCCCCTCG AG A 

GTACTTCTAGAATTAATTAAGGCGGGTGGATCACATGAGGTCGGGAGTTTGAGACCAGCC 

TGGCCAGCATGGTGAAACCCCATCTCTACTAAAAATACAAAAATTAGTGGCTGACGCCTG 

TAATCTCAGCACTTTGGGAGGCCAAGGTGGGCAGGCGGATCATGAGGTCAGGAGATCAAG 

ACCATCCCGGCTAACACGGTGAAACCCCGTCTCTACTAAAAATACAAAAAAAAATTTAGC 

CAGGTGTGGTAGCAGGTGCCTGTAGTCCCAGCTACTCGGAAGGCTGAGGCAGAAGAATGG 

CGTGAACCTGGGAGGTGGAGCTTGCAGTGAGCCGAGTGAGCCACTGCACTCCAACCTGGG 

TAACAGAGAGAGACTCCGTCTCAAAAAAAAAAAAAAATACAAAAAGTTGCCGGGCATGGG 

GGCAGGCGCCTGTAATCTCAGCTACTCAAGAAGCTGAGGCGGGAATCG 

>S EQ U ENCE:9323:prostate_M PM2000-004P6_Table5 

GCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 

TACTTCT AG AATTAATT A AGG CTG G G AAA AG G GG AG A AAC AG G A ACTG G A AAGCC ACTG G 

CACTTGTCTGTGAACAATATGAGAAGAAAACAGCAAATTCATGTTTTCCAGTCAGCAGCT 

AGTCAAACCTCTAACAGTACGTAAGTGGTCAGAGAGGACAAGCCCTCTCATCCAGGGCTG 

AG A AC AG GTTGTTTTGG CTGTC AAG C ATTTTC AAA AC AAGTTTTCTTG GTCTC ATG AC AG 

GTTGTGGCAAGAAAAAAAAAAAAAAAAAAAAAAAAAAAAAGGCGGCCGCCACCGCGGTGG 

AGCTCCAATTCGCCCTATAGTGAGTCGTATTACGCGCGCTCACTGGCCGTCGTTTTACAA 

CGTCGTGACTGGGAAAACCCTGGCGTTACCCAACTTAATCGCCTTGCAGCACATCCCCCT 

TTCGCCAGCTGGCGTAATAGCGAAGAGGCCCGCACT 

>S EQ UENCE:9325:prostate_M PM2000-004P6_Table5 

CTGGCCGTCGTTTTACACCCCGGAATACAGAGTGTACACATGCTGGGTAGCCGGGCCCCC 

CCTCGAGAGTACTTATAGAATTAATTAAGGCGGGCGGACTGTCCGAGCTCAGGAGTTCGA 

GACCAGCCTGGGCAACATGGCGAAGCCCTGTCTCTACCAAAAAAATACAAAAAAATTAGC 

CAGGCACGGTGGCGCACGGCCGCAGTCCCAGCTACTCAGGAGGATGAGGCACAATAATCG 

CTTGAACCCGGGAGGCGGAGGTTGTAAGCTGGAGCGCACTGCACTCCAGCTTGGGTGACA 

GAGCAAGACTCTGTCCCCCCACCACCCCCAAAAATCAGGAAAGAAGGTGCGGCTAATTAA 

AAAAATGGAACCCTTTCAATGTTAAAATATCACAAAAAAAAAAAAAAAATTGNACTCCCC 

CCCCCCCCCGG G G G G CCCACCCCTCCCCTAAAAATTTTTGCCAC AAAACACTGGG AATG A 

ATTTG A A AGT A A A A A A A A A A A A A A A AG N N I I I I I I I I I GGGGGGCCCCCCCGGGGGG 

>SEQUENCE:9326:prostate_MPM2000-004P6_Table5 

TGATTACGCCAAGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCC 
CCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGTGGTGAGAAATGGTGGAAGAAGG 
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CCTTTAAAGGTTGGTAATGCACTGGAACAGAAGAAAAGAGCACTTGTTACCTGATTCCTG 
CCTG CTATCTTTTAC ACTGG AG AATG ACCCCTG G CTC ATTTTGTG G AG CTGTT AATT ATA 
GGCTCCTGCCTCTTCTACCACCTATCCCTTGGCCACAGTGCTTGGTTCAGGGATGGTCAC 
ATG CTAG G CCTATG AG AG CCA ACC ATG AG AT A I I I I I I I GGCATATCCTA I I i I IATTCT 
AGAGCCATCAGCTAGCTGTTAGTAGTCCTCTTTGCCACCTGATAAGAAGACCCTGCCTAA 
GAATGAAGTCAGCACAGTGAAAAGCAGAGTTGAAAACTAGGAAGAGATAAAGAGCCCTGC 
TGACATTATTTGATCTCCTGCATTCAGACATACCTGAATCCATGGCTAGAI I I I IAATTG 
AATG AGCCA AT A AATTCCTTTCCTTTCTATG GTTTG G GTTG AAG I i I I I GTCACCTTTGA 
CT 

>SEQUENCE:9327:prostate_MPM2000-004P6_Table5 

TGATTCGCCAAGCGCGCAATTCACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCC 

CCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGGATCCAGCCTGGGAATGGATAGTC 

ACAGGCTTGCAGATGATCAGCCCATCTTTGATCAGCTTCTGGATCTGCTGATAGGAGCTT 

GGCGCTGGTGATTTTACCGATCTCACTGAGGTTCAAGTAGACC I I I I I GCCACAGTGAAG 

GCCACTGGAGGCGAGCCTCTTCTGAAGCCTGAGCGTACTCCTGGCTATAGACGCAGCCCT 

GTAAGACTCTTCAGCTTTGTACAGGAATGCAGTTGAGTTACTTGGGAACAGATCCCGTTA 

GTCTTTTCTCTCTCATGTAGACTCTTCTTTCAAAATACATCCAGACTCACACCAC I I I I I 

CCCACCTCCACTGATACTGCCCTGGTCTAGGCCATCATCACTGCTTGCCTGAATTATGAC 

ATAAGCCTCTTGACTGGTCTTCTGCTCTGCCTTTGCCTTCCTCAGGGATCTCTCAACAAC 

GCAACTCATACACCTTCTATGAAAAAACTTCCTACCACTCACCCTTACATTACTTATATG 

ATATGTCTCCATACCCATTACAATCTTCAGCATTCCCCCTCA 

>SEQUENCE:9328:prostate_MPM2000-004P6_Table5 

CGCGCAATTTTCCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGT 

ACTTCTAGAATTAATTAAGGCGGGCGGATCACGAGATCAGGAGATCGAGACCATCCTGGC 

TAACATGGTGAAACCCCATCTCTACTAAAGATACAAAAAATTACCCGGGTGTGGTGGCAG 

GCACCTGTGGTCCCAGCTACTTGGGAGGCTGAGGCAGGAGAATGGTGCAAACCCGGGAGG 

CAGAGCTTGCAGTGAGCAAAGGTTGTGCCACTGCATTCCAGCCTGGGTGACAAAGTAAGA 

CTCCATCTCCAACACCCACTACCTAAAAAATACAAAACAGCGGCCGCCACC 

>SEQUENCE:9329:prostate_MPM2000-004P6_Table5 

GATTACGCCAAGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCC 

CCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGAGGATCACTTGAGCTCAGAAGGTC 

AAGGCTACAATGAGCTATGATTATACCACTGTACTAGAGCATCTGTGACAGACAAAGACC 

TTGTCTCTTAAAAAAACAAAAACAGACTAAAGATGTGATGAATTG3TGTAATCTCATGAT 

AAAACATGAATAAATGAGGAATTGCTTCTTACAGATAGGCAAACAAGTGGTTTCTTGAGA 

CAGAATCTACAGTGTTGAAATGATAAAGTGTAAACAGATAGAGGGTCTCCAGGGATTATA 

GGAATTTTACATTTAAAGGAGAAAAGTATAATATGTAAGCAATATTTTAATTACTAGCTC 

CTCTAA AG AG G A ATCTAGT ATAAATACTGT ACCCTAAACTTTCT AG CTAAA AG AGG G TAT 

AAAACCTAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAGGCGGCCGCCACCGCGGTGGAGC 

TCCAATTCGCCCTATAGTGAGTCGTATTACGCGCGC 

>SEQUENCE:9330:prostate_MPM2000-004P6_Table5 

GCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 

TACTTCTAGAATTAATTAAGGCGGGCGTGGTGGTACACACCTGTAGTCTCAGCTACTCAG 

GAGGCTGAGGCACAAGACTCTGACTCAAAAAAATAAAAATAAAAGACTGGTGGTTGGCAG 

CATCTAGGTGGCTTCAGGATGGGGCTGGTCACCAGAAAGACCAAGCCAGGATTAGAGGAT 

TGGGACTTTCACCCCCACCCTCAACCTCCAGGAAGGGGATAGGGGCTGGAGGTTAAGCTA 

ATCCCCAGTGGCCAATGATTCCATCAGTCATCCTATGTAATAAAGCCTCCATAACAACCC 

AAAGGACTGGGTCAGGGTAGCCGGGCACAGTGGTACGGTCCTGTGGTCAGGCTGCTTGGC 

AAGCTGAGGTGGGAGGATCACTTAAGCCTGGGACACTAAGGCTGCAGTGAGCT 

>SEQUENCE:9331:prostate_MPM2000-004P6_Table5 

CAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGGTT 
TCAGAATAAGGAACACATTTTGAGAAATGTTAATTTCTGAATGAGAC I I I I I I I CCCCAA 
AGTAGCTGTGAAAAAAAGAGCCTCAGGCATAAGTCAGCCAGCTTATTTTGTCTCAATATA 
AATTAAAAATTACCCTCACCACCACCTCCACCAAAACTGAAATAAAAAATAAAATAAGTA 
A AAGTCC A A AAT AAA A AAA A A A AAAA A AA A A A A AAAAG CG G CCGCC ACCG CGGTGGAG CT 
CC AATTCGCCCTATAGTG AGTCGTATT ACG CGCG CTCACTGG CCGTCGTTTTACAACGTC 
GTGACTGGGAAAACCCTGGCGTTACCCAACTTAATCGCCTTGCAGCACATCCCCCTTTCG 
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CCAGCTGGCGTAATAGCGAAGAGGCCCGCACCGATCGCCCTTCCCAACAGTTGCGCAGCC 
TGAATGGCGAATGGAAATTGT 

>SEQUENCE:9332:prostate_MPM2000-004P6_Table5 

GCCAGCGCGCATTACCCTACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGA 

GTACTTCTAGAATTAATTAAGGCGGGTCATTATGTGTTGTCGTGCAGGTAGAGGCTTACT 

AGAAGTGTGAAAACGTAGGCTTGGATTAAGGCGACAGCGATTTCTAGGATAGTCAGTAGG 

ATGAAACAATTTGGAGAAGATAGAAGTTTGAAGTGGAAAACTGGAAGACAGAAGTACGGG 

AAGGCGAAGAAAAGAATAGAGAAGATAGGGAAATTAGAAGATAAAAACATACTTTTAGAA 

GAAAAAAGATAAATTTAAACCTGAAAAGTAGGAAGCNNAAAAAATAAAAAAAAAAAAAAA 

AAAAGCGGCCGCCACCGCGGTGGAGCTCCAATTCGCCCTATAGTGAGTCGTATTACGCGC 

GCTCACTGGCCGTCGTTTTACAACGTCGTGACTGGGAAAACCCTGGCGTTACCCAACTTA 

ATCGCCTTGCAGCACATCCCCCTTTCGCCAGCT 

>SEQUENCE:9333:prostate_MPM2000-004P6_Table5 

GCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 

TACTTCTAGAATTAATTAAAGAACTTTATTATCACTATTATCAGTCTTCATTGTTAAGAG 

GAAACAAAAGAATCCTTTTAACGTCTTGCTATTATAGTACGTAAAAGTCGCAGTTATTGA 

TTCACCAAGGTGGTTCTCTAGGACAATTTAAGAACAAA^ AAAAAACCTCTCACTTCTTGA 

GAAACCAGATG ACCTTT TAAGGTGATCTGTCATTAGAAQATTTTAATGAACGGAAATGAA 

CCTATCATTCTATTTTTTCAGCCTATTAGACTTTGCTGGCTCTGGTTAGTCATAGAGTTT 

GGCCCAACTTCCTATTCCCTAATTCTAGCTACCTGGTTTATGTAATGATATCGGGGTTGG 

GAGATGAGATCTTAGCCTTGATGGGCATATCTTTAAAACTAATGACTTGGCTCCTAAATA 

ACTACAAAGTTATA 

>SEQUENCE:9334:prostate_MPM2000-004P6_Table5 

CCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAAT 

TAATTAAGGCGGGGAGGGGGGAAGGGGGAGAGCACACACTTCGTCACGCTTTTGGATTTC 

TTTGTGTAGGCTAGGTTCAGAAAGAAATTATCTGTTTCCTATTAAACACCCAGAGGATTC 

GCTCTGAACTCAGGACGTGGTCAACAATTAACAAAACCAAAAAAAAAAAAAAAAAAAAAA 

GAAAAAAAGGCGGCCGCCACCGCGGTGGAGCTCCAATTCGCCCTATAGTGAGTCGTATTA 

CGCGCGCTCACTGGCCGTCGTTTTACAACGTCGTGACTGGGAAAACCCTGGCGTTACCCA 

ACTTAATCGCCTTGCAGCACATCCCCCTTTCGCCAGCTGGCGTAATAGCGAAGAGGCCCG 

CACCGATCGCCCTTCCCAACAGTTGCGCAGCCTGAATGGCGAATGGAAATTGTAAGCGTT 

A 

>SEQUENCE:9 335:pr ostate_MPM2000-004P6_Table5 

CTGGCCGTCGTTTTACACCCAGGAAAAAGATATAACCATGATTACGGCCGGTGGTTTTCC 
AC AA AG A AAAAG G AAAAACCTTTATTG CG G G CCG GTG GTTTACAATTA A AC ACATAAC AT 
ATAGAATAATTTGCGTCTCATTTTGCCTAAATTGGTTCTGTATTCATAAACACTTTCCAC 
ATAGAAAATAGATTAGTATTACCTGTGGCACCTTTTAAGAAAGGGTCAAATGTTTATATG 
CTTAAGATACATAGCCTAC I I I I I M I CGCAGTTGTTTTC I I I I I I I AAATTGAGTTATG 
AC AAATAAA AAATTG CGT ATT AG AT AT AG AG A AG G G A A AAA A , AAA A AAA AAA AAAA AG AG 
AAGAAAAAAAAAATATTTAAAAGAAGAAAAAAAAAAAAAAAAAAAAGGAGGGGGGAGTTT 
TAAATGGGTGGGAGAAAAAAAAAAAAA 
>SEQUENCE:9336:prostate_MPM2000-004P6_Table5 

AATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTC 

TAGAATTAATTAAGGCGGGAGGCCAGGGATGCTCTGCTGAGCACCATCTGTGTAGCTAGC 

CTGCGTCACCCCCACCCAGGACCAACTCATACACCTCCTATGAAAAAACTTCCTACCACT 

CACCCTAGCATTACTTATATGATATGTCTCCATACCCATTACAATCTCCAGCATTCCCCC 

TCAAACCTAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAG 

GCGGCCGCCA CCGC GGGGGAGCTCCAATTCGCCCTATAGGGAGTCGTATTACGCGCGCTC 

ACTGGCCGTCGTTTTACAACGTCGTGACTGGGAAAACCCTGGCGTTACCCAACTTAATCG 

CCTTGCAGCACATCCCCCTTTCGCCAGCTGGCGTAATAGCGAAGAGGCCCGCACCGATCG 

CCCTTCCCAACAGTTGCGCAGCCTGAATGGCGAATGGAAATTGTAAGCGTTAATATTTTG 

TTAAAATTCGCGTTAAATTTTTGTTAAATCAGCTCATTTTTTAACCAATAGGCCGAAA 

>SEQUENCE:9337:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGCGGGCAGATCACTTGCAGTGAGCTGAGATCACGCCACTGCACTTTAGCCTGAGCGAC 

AGAGTAAGACTGTCTCAAAAAAAAAAAAAAAAAATTTTTTCCGGTGTAACCGGCAAAAAT 
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TTTTTGGGGCGGGCCCCGGGGGTTAATCCCTGTAATCCCACACTTTGGGGAGGTTGGGGG 

GGGGGGTTTTGAGGGTTAGAAAATGAAAACTTTTTGGCCAAGGGGGGGAAAACCCCTTTT 

TTCTTCCAATTTTAAAAAAT 

>SEQUENCE:9338:prostate_MPM2000-004P6_Table5 

GCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 

T ACTTCT AG AATAAATCAACG CG G G C ATGGTG G C AG G CG CCTGTAATACCATCTGCTCAG 

CAGGCTGAGGTAGGAGAATCGCTTGAACCCGGAAGGTGGAGGTTGGAGTGAGCTGAGATG 

GCGCCAGTGCACTCCTGCCTGGGTGACAGATAGAGACTCCATCTAAAAGAATTTTTAAAA 

ATAAAAAAGGCAAACATTAAAAAGACAAAATTAGATAACTTCCCCCAAATTACATCTAAC 

CAGCCAATAAAAGAAAAATAAAAGTTAACAGGCATAAAAAATGGGCAAAAAATCCTACTA 

GACAATTGCGGGCAGTATCACAAAAGGGACCTACATTAGTGTAATAAAATAACAACTGCT 

AAGGAAATATGATATATTCTAAGATTATAAGCAATCACATATGTGATCAAAGATACGTAC 

CA 

>SEQUENCE:9339:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGCGGGGGAGAGGTGGGGATGGTTAATGGATACAAAAAAATTACAAAGAATAAATAAGA 

CCTAGTATTTGCTAGCACAACAGAATGGCTCTAGTAAAATAATTTAATTGTACATTCTAA 

AATAACAAAAGAGCATAACTGGATTGTTTGTAACACAAAGGATAAATGCTTGAGGTGATG 

AATGCTCCATTTACCCTGATGTGATTACTACACATTGCATGCCTGTATCAAAATATTTCA 

TGTAACCCATAAATACATACATGTACTATGTGCCCACAAAAATTAAAAATTAAAAGCATA 

TTAAAAACCAATCTCTTTAAATGTTTTTCATGGACATTAAAATGTGGGACCACTGGCCTA 

TAGTTTAGACTCAAAAACGANNNANNNNNNNNNNAAAAAAAAAAAAAAGGGGCCCCCCCC 

GGGGG 

>SEQUENCE:9340:prostate_MPM2000-004P6_Table5 

CAAGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGA 

GAGTACTTCTAGAATTAATTAAGCGGGTGGAAATCTTGTAATAAATGCCTAAAAATGTTT 

T AAG C AATTTG ACTGGG CTCTG G AAAG C ATTTTGTG ATTCTG A ACT AAAAG ATG G AC AAG 

TAAATTTTATCAATTAAGAACAAACACCCAGAGACTATTTCTCTTATCCAGAATTTATGA 

CAAGGTCCTGTTGTTCTTATTATCAGTGATACTTATAATATGGTTTCTTGGGATGAGTAA 

TGGAGTTTACTCCAAGAAACTCAAAGCATTTCATACATTATTTCTGTGATAAATCAGGAA 

ATATGTGAATAATTATTTTATGAATATGTATTACCTAAAGTTCATTAGTTCACATTTTAT 

TTTTGCATTCAGAAAATCTAATTCTTTACCCATCCTAACCTTTTAGCAAGCAATTTTGTA 

GTCACCCTCAGGCAAGCAATAGTGTAGCTATACTCTGGAAACCCTTCACTTCTTGAAAGA 

AGAAAAAGTCTTCCTGATTGA 

>SEQUENCE:9341:prostate_MPM2000-004P6_Table5 

ATGATTATGCCAAGCGCGCAATTATCCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGC 

CCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGGTAAGATTTGCCGAGTTCCTTT 

TACTTTTTTTAACCTTTCCTTATG AGC ATG CCTGTGTTG G GTTG ACAGTG AGTATTCCAC 

AGAAAGTGGTAATTATCTCTCTCTCTTCCTCCATTAGAAAATTAGGTAAATAATGGATTC 

CTATAATG G GAG C ATCACC ACTTATTAAA AC ACAC ATAG AATG AAAA A AAA AAA A AAA AA 

AAAAAAAAAAAAAAAAGCGGCCGCCACCGCGGTGGAGCTCCAATTCGCCCTATAGTGAGT 

CGTATTACGCGCGCTCACTGGCCGTCGTTTTACAACGTCGTGACTGGGAAAACCCTGGCG 

TTACCCAACTTAATCGCCTTGCAGCACATCCCCCTTTCGCCAGCTGGCGTAATAGCGAAG 

AGGCCCGCACCGATCGCCCTTCCCAACAGTTGCGCAGCCTGAATGGCGAATGGAAATTGT 

AAGCGTTAATATTTTGTTAAAATTCGCGTTAAATTTTTGTTAAATCAGCTCAI I I I I I A 

>S EQU E NCE: 9342: prostate _M PM2000-004P6_Table5 

GCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTA 

CTTCTAGAATTAATTAAGGGGGGCAGGGACGGGTGTTAGAAAATGGCCCTAATTACTGGA 

TTCTGAAACACTGAATACACTCCCCCTAGGAAAAGGTCTTAAACTATTATCACTCTTTTA 

AGCCTTAGAAAAACTAGTTAAGACTGATTTCTCATCTTTTATTCCTTCTCCTCTTGCTAA 

AAAG AAGAGATTACACATTT AAA AAAAAAAAATAAAAAAAAATTAAAAAGCGGCCGCCAC 

CGCG GTGGAGCTCCAATTCGCCCTATAGTGAGTCGTATTACGCGCGCTCACTGGCCGTCG 

TTTT AC AACGTCGTG ACTG G G A AAACCCTGG CGTTACCC AACTT A ATCG CCTTG CAG C AC 

ATCCCCCTTTCGCCAGCTGGCGTAATAGCGAAAAAGCCCGCACCGATCGCCCTTCCAACA 

GTTG 

>SEQUENCE:9343:prostate_MPM2000-004P6_Table5 
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GCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTA 

CTTCTAGAATTAATTAAGGCCGGTGGGGAGATGACTGTGGGTCATGGATCTTCTAATATT 

TAAACTTAACTGTTCCTGTCTGCGCGAAAGATAAAGTGATAAGCAGCCAGGTTTCCCTAA 

GGAGATAGTCTTGATTCGTCTTTTAACGTTTGATCGTACCCTTTATATAGTTCTTTAAAA 

TAACTTAAAAATT ATTAGG AAACAG GATAATCAATAAGTTATTATGCTGATACAAGTTTA 

AC TGAT TATTTTAATGAATTATAATAAAACTCGTATGTGCATTATGTTGGAGGGCCTTGA 

TGTTTTAGAAATTATGAGAAGCATTCATATATTTGTGTGCCGATACCTCTATAATCTCAA 

CAATCAGATTTTTATTGATCGAACAAGCCCTAACTAGCTTTTGA 

>SEQUENCE:9345:prostate_MPM2000-004P6_Table5 

GCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 

TACTTCTAG AATTAATTAAGG CGGG C ACCTGTC AATCCC ATCTACTCG G G AG ACTG AG G C 

AAGAAAATTGCTTGAGCCCAGCAGGCAGAGGTTGTAGTGAGCCGAGATCACGCCACTGTG 

CTCTAGCCTGGGCGACAGAGAAAGACTCCGTCTTGAGAAAAAAAAATGCATATATATGTA 

TCTATTTCCCTTCCTATCCCTTGCGTCCTTCCTTATATGAAGCTAACGACACTCTATAAG 

GGATCCTTGCATTGGCATTAGGTAGAAGGTCGGATTCTGAAACTATTGGTGCCTTGTCTT 

AAAGAGGTATACTTAAATTTTAGAGTTGTGTCACCATCACCACTATTTGATTTTACAACA 

CTGTTATTCCCCTGAAATGTGCCATTGTGCCCATTTGCTGGAAATGACTGCTCCACTCTC 

AGCCTGTGGCAACCACTGGTCTTCTGCTTTCCTATGAATCCTGGGCCTTCTATATAAATG 

>SEQUENCE:9346:prostate_MPM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAG 

GCGGGGGATGAAGTCAAAGTGTACAGTTTTTATTAGTTTTCTTTCTGAGTGTTTGTTTAT 

GCAGTTAGTGATAAGTTATCATCAGTTTAAAATAATGGGTTATAAGATATTATTTGCAAG 

CCTCGTGGAAACCTCAAATCAAAAACTACAACAGTTACAAAATAAATAAATAAATAAAAG 

GCAAGAAGTTAAAACATACCACCAGAGAAAATCACCTTTGCTGAAAGGAAGACAGAAAGA 

AAGTGAAGATCACAAAACAACCAGAAAACAAATAACAAAATGGCAGGAGTATGTTTTTAC 

TTATTAAAA 

>SEQUENCE:9347:prostate_MPM2000-004P6_Table5 

GCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 

TACTTCTAGAATTAATTAAGGCGGGAAGGAAGGACAAAGCGGTTATGTACAAACTGAAAA 

CTACATAATTGAAATTAAAACCTTTGCTGGATGGACTCATTTGCCGAATGGAAATGATAA 

AATAGTGATCTTAAAAGGTCAAGATCAAGATATATTATCCCATTTGAAACAGAGAGGAAA 

AAAGATTGAAAAAAATAACAGACTTGCATACCTGTGGGACAATATCAGAAAGATTAACAT 

TTATGTCTTTGGTGTCCCAGATCAGGAGGAAGATACTGCTGCAGATGAATATTGAAAAAA 

ATAAAGGATAGAAACTTTAAAATTTGGCAAANNAAAAAAACAAAAAATTATAAAAGCGGC 

CGCCACCGCGGTGGAGCTCCAATTCGCCCTATAGTGAGTCGTATTACGCGCGCTCACTGG 

CCGTCGTTTTACAACGTC 

>SEQUENCE:9348:prostate_MPM2000-004P6_Table5 

GCCAAGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTC 

GAGAGTACTTCTAGAATTAATTAAGGCGGGATTTGACATAAAGCCATAAAAATATTTAGT 

ATGA AAATAGAAAGCCTTTCTCTGTGAAACAAACATAACATGCAATTTCCCCCAATATAT 

TTTTATGAAACATTTTAAACAAACAGAAAAATTAAAAGAATTTTACAGTGAACACTCACA 

TGCCCACTGCCTAGATTCTACCATTAACATTTTACTATGCTTGCTTCGTCACATATTCCT 

CCACTTATTTATCAATAAAACCTTCTTATTTTTTGGATGTATTTCAAAATAATTTCTAGA 

CAGCCAGAAACTTTCTCCTAAAAACAGTACTTCAGAATATATATGTTAACTGGAGTTCAG 

TATTTGTTTAGAGTTATGTTTTATTTTGAATATACAGTTAAAGCACTAATGAGGCCGGGC 

ATGGCGGCTCACACCTGTAATCCCAGTGCTTTGGTAGGCTGAGGCGGGTGGATCACTTGA 

G GTTG G G AGTTTG AG ACC AGTCTG G CC A AC ATG GTG AAACCCCGTGTCTACTT AAAATAC 

AAAAAGTAGCCGGGTATGGTGGTGGGTGTCTGTAAACCCAGCTACTCAAGAAGGCTGA 

>SEQUENCE:9349:prostate_MPM2000-004P6_Table5 

GCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 

TACTTCTAGAATTAATTAAGGCGGGTCACAGTTTAAAAAAAAAGGTTGAGAAACACCATT 

AGTG A ATCT CTT A A A ATATG G AG CCC A ACTGTC AT AT ACTG CTG GC AG A AACCTCAACT A 

GTACAACTCTTTTGGAAAGGTAGCTGGCACAATTTATCATGTATCTCTAAAGTATTTATG 

CTCTTTGACTTGGTAATTCCACTTCTGGGAATGTGTCCTGAGGAAATTAGCAGAGGTCTG 

ACACACGTATGACTCACAACCATTCTAACCATAAGAGTTAAAACCTATAAACAACCTAAA 

TGTCCAACAACAACAGAATGGTTACACAGAGTAAACCACTCAATAGAAGAATAAGCCATT 
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TAGATGGTATTTTATTTAAATGGTGTTTTTAAAGACTTCGCAATGCAAAAATATTTGCTT 
TAATGTCTTTAAA 

>SEQUENCE:9350:prostate_MPM2000-004P6_Tab!e5 

GCGCGCCGCGCACTTATACCTTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCT 

CGAGAGTACTTCTAGAATTAATTAAGGCGGGGGAGTAGAGAGTTAGTGTTTCGTGGGTAC 

GGAATTTCAACTTGGAAAGACGAAAAAGGTTTTGGAGATGGATAGTGGTCATGGTTGTCC 

AGTAAC ATAAA CACACTAAATCCCACTGAACAATACACTTAAAATGGTAAATTTAATGTT 

TTGTATATTTTACCACAAAAAAAGATACAATAAAACATACCCACCAGAACAGCTAAATAT 

GGAAAAGAGATGAATAATCCCAAGTTTTGGCAGGGTTGTGAAGCAACTGGAACTCTCAGA 

CTGTTGGTGGGTGTGTAAATTTGTACAGTCATTCTGGAACACCGACAGTATCTACTGAGG 

CTGAGCAGCTGCAACCCATGACTCAACAATGCTACTCCTAGGTATGCACTCAATGCCAGC 

GTGTACATTTGTTCACCATAAGACATGAACTAAAATGTTCATAGCTGCACTATTCATACT 

ACCCCTAAACTG 

>SEQUENCE:9351:prostate_MPM2000-004P6_Table5 

TAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAA 
G GCGGG GGAATTGAATTAGAACTTGATTCTTGAAAAAAGAAATTGTGAI I I I I I IAGACT 
TCTTTTTATGCAAAAGTAACGTAACTTCCATTCAACACATTTTATCCCAAAAAAAAAAAA 
A AAAAAA AAAAAAAAAGCGGGCCCCCCCCGGGGGGGGCCCCCAATTCCCCCAAATGGGGG 
G I I I I I I CCCCCCCCCCCTGGGGCGGTTTTTAAAA 
>SEQUENCE:9352:prostate_MPM2000-004P6_Table5 

TTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTA 
GAATTAATTAACACACTTTAGTGAAAAAAAAAAAAAAAAAAAAAAAACCAAAAAAAAAAA 
AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAGGAAAAAAAAAAAAAAAAAAAAAAAAA 
AAAAAAG GCGG CCG CC ACCG G G G G G GAG CTCCAATTCG CCCTAT AG G G AGTCGTATTACC 
CGCGCTAACTGGCCGTGGTTTTACAACGTCGGGACTGGAAAAACCCTGGCGTTACCCAAC 
TAAATCG CCTTGC AAAA AATCCCCTTTTCGCC AGTTG G G G AAATAG C A AAA AG G CCCGC A 
CCGATCG CCTTTCCAA 

>SEQUENCE:9353:prostate_MPM2000-004P6_Table5 

AGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGA 

GTACTTC TAGA ATTAATTAAGGCGGGAGGGACTTGCCTTGTCTCAGATGAGACTTTGGAC 

TGTGGA CTTTT GGATTAATTCTGAAATGAGTTAAGACTTTGGGGGACTGTTGGGAGGGCA 

TGATTGGTTTTGAAATGTGAGGACCTGAGATTTGGAGGGGCCAGGGGTGGAATGATAATG 

ATTTGGCTGTGTCCCTATTCAAATCTCAACTGAATTATATGTCCCAGAATTCTCACGTGT 

TGTGGGAGGGACTTACGGGGAGGTAACTGAATCATAAGGGCCGGTCTTTCCCATGCTATT 

CTTGTGATAGTAAGTCTCGGGAGATCTGATGGGTTTATCAGGGGTTTCCGCCTTTGCTTC 

TTCCTCATTCTTTCTTGCTGCCACATTGTAAGCAGTGCCTTTTGCCCTCTGCCATGATTA 

TGAGACC 

>SEQUENCE:9354:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGCGGGGATTACTAAAATTATGTCCTCTTGATATGATGAAATAGAAAGTATACAGAACC 

TTCC AGGAAATGTTCCCCCCAAATAATAATAAATAACATTAAAGTTAAACTCGACTCTAA 

TTTTCAGTTTACAGAAAATAAGGATGATGGAAGAACAAGCTAAATGACACCATAGATGCT 

AACTGGAAAAACGTACCTATTAAAAAAGGACATTGCTGTGACAATCAGGAAAAGTTGAAC 

ATAAAGTGGCTATCAAATGATACAATAAAATTGTCGTCAATTTTCATAGATTTGGAAATG 

GAGTTATATTTAAAATAAGTTCTTAACTGTCAGAGATACTACTGAAGAAGTATAAGTGAC 

ATG ATAG G ATGTCTG A AACTTCTTTT A AC ATG CT 

>SEQUENCE:9355:prostate_MPM2000-004P6_Table5 

AGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGA 

GTACTTCTAGAATTAATTAAGGCGGGAGGAAAGGGAGCTCCCTGACCCCTTGTGCTTCCC 

AAGTGAGGCAATGCCTCGCCCTGCTTCAGCTCGCACATGGTGCGCGCACCCACTGACCTG 

CGCCCAGTGTATGGCACTCCCTAGCGAGATGAACCCGGCACCTCAGATGGAAATGCAGAA 

ATCACCCGTCTTCTGCATCGCTCACGCTGGGAGCTGTAGACCGGAGTTGTTCCTATTCAG 

CCATCTTGGCTCCTCCCGAAAGACGGGCGTCTACTGGTGGCTGATCTTTGTCATGCAACT 

TCTAATTCATTAGCGGCTTGAAATAAAGCAGTGAAACGAAGACAGAAGTGCCTATCCTCA 

TACAGATTACTGGTTAATAAAATGATAATGATTGCTTTTGCAAAGAAAATCTGAGCTGAA 

CAATGAAAATCTTCAGCAGAAATAGAAA 
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>SEQUENCE:9356:prostate_MPM2000-004P6_Table5 

AGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGA 

GTACTTCTAGAATTAATTAAGGCGGGGAAAAAATAAGACAGATATGTAGAGTATTAAGTA 

ATAACACAATAAAGACAATGTTGAACCACAAAAAAAAAAAAAGAAGAAAAAAAAAAAAAT 

AAA A AAA AAA AAA AAA AAA AAA AAAG GCGGCCGCCACCGCGGGGGAG CTCC AATTCG CCC 

TATAGAGAGTGGAATTACGCGCGCTCACTGGCCGTGGTTTTACAACGTCGTGACTGGGAA 

AACCCTGGCGTTACCCAACTTAATCGCCTTGAAGAACATCCCCCTTTCGCCAGCTGGCGT 

AATAGCGAAAAGGCCCGCACCGATCGCCCTTCCAAACAGTTGCGCAGCCTGAATGGCGAA 

TGGAAATTGTAAGCGTTAATATTTTGTTAAAATTCGCGTTAAATTTTTGTTAAATCAGCT 

CATTTT 

>SEQUENCE:9357:prostate_MPM2000-004P6_Table5 

TAAAGGGAACGAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAA 

GGGGGCTCCGACCAACAAAAGAGAAGAGTAACTCATACTGAAATCTATGAGTTCAAAATA 

TTACACACATATACCCTTCCCACTTGTCACCTTTGGAGTCTGTAAGAGTATCATCTCTCC 

TGAA AAAA CTCTTCTGAAAAGAATCAAGAGAAGTATTTACCCTACATTTTCTGTATCAGC 

TGCATTTTAAGGTAACCTATTAACTAGCAAGGGAAATCATTATCTGTAACATAACTCCAT 

GTAATAAATACCTAAATACTGACAAAATTATAATGATATCCTTTTGAAACTCTGAATTGA 

ACGATGGATCTAGGCG 

>SEQUENCE:9358:prostate_MPM2000-004P6_Tab!e5 

CCAAGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCG 

AGAGTACTTCTAGAATTAATTAAGGCGCGATCTCGACTCACTACATCCTCCGCCTCCTGG 

GTTTAAGCAGTTCTCCTGCCTCAGCCTCCCAAGTAGCTGAGATTACAGGCGCCCACCACC 

ACGCCTGGCTAATTTTTTGTGTACTTTTAGTAGAGATGAGGTTTCACCATTTTGGCCAGG 

CCGATCTTGACGCCTGACCTCGTGATCCACCCACCCGTCTTGGCCTCCCAAAGTGCTGGA 

ATTTACAGTTGTG AGCTACCGTG CCCG G CCAGTATTTACATGTTTTACACATTTATGCCG 

TATCTTTCTCTTAAA I I I I I I I G ATATTTCTAGG CTATG GTAGTTC ATCTGTG AG GTTTT 

TTTTAATTGTTCCAANNNAAAAAAAAAAAAAAAAAAAAAAAAAAGCGGCCGCCACCGCGG 

TGGAGCTCCAATTCGCCCTATAGTGAGGTCGATTACGCGCGCTCACTGGCCGTCGTTTTA 

CAACGTCGTGACTGGGAAAACCCTGGCGTTACCCAACTTAATCGCC 

>SEQUENCE:9359:prostate_MPM2000-004P6_Table5 

CGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTAC 

TTCTAGAATTAATTAAGGCGGGGGATCTCTCTGTTAGAGAACTTAACATTACCCTAGGAA 

CAGCAAGAGCATCATCAGCCCCAGGAAAATCTACCTCTGATATGGAGACCAGGCTTAAGA 

AAATCCCCTAGAACCCAGAGAAAAAGTGCAAAACAAGGAAAATGGCCAAAGAGAATATCA 

TAGATACAGAGATCAGACAATGAGAATCCAGAGTCTTGTTAAGTGATAGAAGGAAAATAC 

T AACAG AAC ACATGTAACAG G A AC AACATTTTAG AG G AAAC AGAN NAAAAAAAAAAAAAA 

AAAAAAAAAAAGGCGGCCGCCACCGCGGTGGAGCTCCAATTCGCCCTATAGTGAGTCGTA 

TTACGCGCGCTCACTGGCCGTCGTTTTACAACGTCGTGACTGGGAAAACCCTGGCGTTAC 

CCAACTTAATCGCCTTGCAGCACAT 

>SEQUENCE:9360:prostate_MPM2000-004P6_Table5 

GCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 

TACTTCTAGAATTAATTAAGGCGGGGTTTATATGCACTTTCTTCCCATCTGGACCCGAAA 

AGGTTGGGGGAAAAAATGCCAAATGGGGATAAAAAGATTTTGTGTCCACCAAAAAAAAAA 

AAAACAAAAAAAACCCCACAAAAAAAAATAAAAAAAAAAAAAAAAAAGGCCGCCCCCCCC 

CCCGGGGAACTCCAATTCCCCCTATAGGGAATCGTATTACCCCCCCCC 

>SEQUENCE:9361:prostate_MPM2000-004P6_Table5 

CGCAATTAACCCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTA 

CTTCTAGAATTAATTAAGGCGGGGAATTAAACTGTGTAGTTCTTTTTCCCATCTGATATT 

TACAATCTCTTCACTGGGTCATACTCCACAGCTATTTTACCACTTTCTGAAATAAAGTTA 

GCAAGGATCAATTCAGAATCTTTTTCATTCTAAAACTTCCTGCATATACTGGTCGCACCC 

CACAATGAGACATTCTTTTGGTTTCTAAAAGCAGAAAATAAGATGTGATGATTAAATGAA 

ATAATGGCCAGATCTTGGTTCACATTCCACACAACAGGGAACCACGACTCTAGGGAATGT 

GGCTG ATTCC CAGGCTGTAGCAGGAAAGGGTTATGAGATCAGTCTGGATTCTTGTTGTAC 

CACAAATTTTAAAAATGCTCAAAGTATGGATTGGGGCATGTCAAATGGACACAAGAGCTA 

GCTCAAAGAGGCACTGACTGGCCAGATCTTGGACAATATTTTTTGGTAACCAGTTTATTG 

AG ATATAATTC ATGTATCATA 
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>SEQUENCE:9362:prostate_MPM2000-004P6_Table5 

CCCCCCCTCG AG AGTACTTATAG AATTAATTAAG G CG GG G GCTGTAAGCCAAAAAGTTCC 

CGAAGTTCACACAGGCC TGGG AGATGTTCACGTTTTGAAAAGCAAAAAGCGAAGAGGCCT 

TGTTGAGCACCTGGGCATTTTGTAGAGATCGGAGAAGGACTGTGCCTCAGTCTTAGGACT 

AAACTAGCCCCAGAGGAAAGACTACCCTTGATTTAACCTAACTGCTTAAAAATAAGCCTT 

TAAAGGACAAAGCTGATCCACAAGTAACTGGACTGTCTGCCAGAGAAAGTCCAAAATCTG 

TGGAAAAAAAAAAAAAAAGAAAAAAAAGGGGGGGCCCCCCCCCGGGGGGGGCCCCCAATG 

CCCCCTTAGG G GG G G GTTTTTACCCCCCCCATTG G G CCGTTTTTT 

>SEQUENCE:9363:prostate_MPM2000-004P6_Table5 

ATGATTACGCCAAGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGC 

CCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGAGGTCAAGTTGGTCAGGGGAGA 

ATGAATACTGGCCGTATTTCAGTGGCCCCCACAGATACACAGAGTTTGGCAAACAGAACA 

AAG C ATATGT ACC AAC A ATG C ATGTTT AT ATTCTGTGCC ATGCC AG GG G CAAATTCATAG 

TTGGCCTGTTTCCATAAGTGTGGGGATGGAACCTTGAAACACAGGACATCTCATAATGCT 

GTAAGCAGGGACCATTGAAATTGATTCCTAGAGTCTTGTTCTACAACTTCTTTAAAAATT 

ACTGATTTGACAGCAGTATGTATTCAACATTTAAGACTTTCTGTCTAATTTTGAGCATAC 

ATTCTTG ACTA AGGCTAGCAATTAGAGATTCTTTCTTTAATTTATCAGATATCTATTAAT 

TGTCTACTTTTGAGTGGGCTCTGTGCAAGGCGCTAAAAAGCCAGTTACTGGG 

>SEQUENCE:9364:prostate_MPM2000-004P6_Table5 

TAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAA 

GGGGGATGCTGGACGTCTGGAGAGACCAACGCAATGCTCCGCCATCGTCTTCCTACTTCA 

TTGTCTATCACAAGGATCTCTGCTGTTACTTACCCCCAAAGGAATTGGTGAATTCCAGTT 

CTTGTGTTTCTAAAGTGAAAGGCGGAGAGATGGAGTGTCTGGTAAAGGGCAGCAAGGGGT 

TCTTCACGATCGACTTTGGCCTGCTGATGTTCGTTTTTCTCATTAGCACCACTTACTGCT 

AATTAATTCGTCACAAACTATCTCATTGATTTATTGCTGTCCCGTAGAGAATGGAATACT 

TGGGGAGGATCATGAAAATTGAAACAACATAAGGGGGGGCC 

>SEQUENCE:9365:prostate_MPM2000-004P6_Table5 

GGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTGTAGAATTAATTAAGGCGGGGTGATGG 

ACGCAGTGGTTAATTGCTGAGTACGGTAGTAATAAGCCATGAGGTTCTGAACACATAGCA 

CAAGCCCAGTTCTACTAATCCGCTCATCATTAGTGAAGGGAATTATGTTAGCTTCCAGAA 

GTCAGCCAGACTTCTAT TCTTC CGGCCCTCTCCCTAACGTCTCCTTCTCCCACCCCAAAC 

CTGCTAATTGTGGTTAACTTTTTACCTTTATTATTTTCAATTATTCTTGCAGACAACTAT 

GGTGGAGGGCAGGAGCCAGGAAGCAGTTACCAAGGAGGGAGTCCACATCTAAACAATATG 

GAGTCAGTCAGGAAGGAAGACCTTGTATGCTACAAGGTAAACGGCTAAAAAGATCGAT 

>SEQUENCE:9366:prostate_MPM2000-004P6_Table5 

TAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAG 

GCGGGGGAGCCGGTGCCCTGGGATCATGGTGGCGTTGCGGGGCCTTGGTAGCGGCCTGC 
A 

GCCCTGGTGTCCGCTGGATCTTAGACTCGAATGGGTTGACACAGTGTGGGAACTGGATTT 

CACAGAGACTGAGCCTTTGGATCCCAGCATAGAAGCAGAGATCATAGAGACTGGATTGGC 

TGCATTCACAAAACTCTATGAAAGCCTTTTACCCTTTGCTACTGGAGAACATGGATCTAT 

GGAGGTAAAAATATAAAAACAAACTAGCCAAAGTTTGGTGTTAGAAGTAGAAGATGAAAG 

TCATTATTATAATCTGAAGCTTAGCTTTCTTGGTGGACAGTTCACAGGGAGTACAATATT 

AGTAACAATAAAGAATGTGGCTATATTATTGGAATATCCT 

>SEQUENCE:9367:prostate_MPM2000-004P6_Table5 

AGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGA 

GTACTTCTAGAATTAATTAAGGCGGGATGAGAGAGAATATTATTTCAGGGGCGTCGTATT 

AGAAAAAGTGTAGTTTCCAGCACCTGCTTTGTAATACAAGGTGCGCATATTACTTAATGA 

AAAAATCATGGCCCACTAATCTGACTACATGTTATTAACAGAAACAGTCCTAGAGGAATC 
GTGGGCAT 

>SEQUENCE:9368:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCTCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGCGGGGGGGTTGGGAGCTGAACCATCCCCACCTCAAGGTTATATCTCCCTCTCCCCTT 

TCCTCCCCGCCAAGAGCTCTCCCAGGGGCGGGCAAAAATAAAAGTTAAAAGAAAAGAAAT 

AATAA AAAAA GAAACAAACCACCTCTACATATTATGGAAAGAAAATATTGTTGTCGATTC 

TTATTCTTTTATAATTATGCGTGGAAGAAGTAGACACATTAAACGATTTCAGTTGGGAAC 
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TTGAAAGAAAAA 

>S EQU EN CE :9369 :prostate_M PM2000-004P6_Table5 

GCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 

TACTTCTAGAATTAATTAAGGCGGGGGGGGGGAGATTCTTAATCTCATCACAATACTGCA 

TGTATTACAATATAAATTTTAAAATAAATTCTAGCACGACTAAATAAAATGCCATATAGA 

GTAATATTACCTGAATTACAGGAGAACAAGACTGAAGCAAGAAAAACTGCTTGAACCCAA 

AGGGCAAAAGGTTGCAGAGAGCTGAAATCATGCCGGTTAACTCCAAACTAAGTGAGTGAG 

ACTGGGGGGCCGCCACCGGGGGGGAGCTCAAATTCCCCCTTTAGGGAGCGGTTTAACCCC 

CCCTCACTGGCCGG 

>SEQUENCE:9370:prostate_MPM2000-004P6_Tabie5 

AGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGC 

GGNGGTAGGAGTTGACTACAAAAGGGCCTGGAGAGTTTTAGGGGGGTGATGCAACTATAT 

TTCGATTGTGGTAGTGGTTCACTCCTGTATATGTTTGTACAAACTCACATAACTAAAACT 

ATAAAGAGTGAACTTTACTATATGTAAATGTACCCTAATTGTTTTGAAAAATGAAGGTAA 

AAAGTTAAGAAAATACTTT7TTAAAAAAAACCTTTGAGATATGCTGTAGGTAGAGAAACT 

GCACTCCCAACCTC I I I I I I GTTTTCCTC I I I I I I I I I CCCCCTGAGACAGTCTCACTCT 

GTTTCAAAAAAAAAAAAAAAAAAAGCCGCCCCCCC 

>SEQUENCE:9371:prostate_MPM2000-004P6_Table5 

GAAAAAAAAAAATACTTTAATGCTGGCTCTCTGGGAACACGGGCTTAGCTTTGTCACTGC 

TGTTCCCCAGGGCCAGACTAACACACAGTAGGTGCTCCATAAGTGTTTCTTGAAAGGATG 

TTTGGAGGGATGGATGGATGGATGGATGGATGGGCAGGAAATTATATANACGGGGGCAAA 

CTGCCAAAGGCTACAGTTTAGTTGGCAGCAAAAAAAATCGTTTCTGAGAACGCATCCCAC 

TGAATTTAGAATAAAAGCCAAACTCTTAGAACAAAAAAAA 

>SEQUENCE:9372:prostate_MPM2000-004P6_Table5 

AGGGACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGAG 

GGTGGGGAATTAGAGCCTAAGACACAGATGCCTGAACAGGTTATAATGTTAGACTTTGAT 

CCTATGCTGCGGGGTGCCTATTTTAAACTCAAGACAATGCACCTAGCTGGCAGACCTAGT 

GCTCTTAAGCCTAAATGCCTAGAAATGTAAACTGCCATATATAACAGATACATTTCCCTC 

TTTCTTATAATACTCTGTTGTACTATGGAAAATCAGCTGCTCAGCAACCTTTCACCTTTG 

TG I I I I i I I CAATAATAAAAAATATTCTTGTTAAAAAAAAAATACAAATTAAAAAANGGG 

GGGCCCC 

>SEQUENCE:9373:prostate_MPM2000-004P6_Table5 

CCGGGCCCTTCCTCTAAAGAACAAATAAAATTAATTAAGGCGGGAGTTATCAGACTGAGA 

ACTAAGTTTGCCTACTGCATTAAAAGAAACAAATGACTAGATTGAAATTTTTGTCAAAGA 

ATTAGAAACTATGCCAAAAAAAAGCTAAATGGAAGTTGTAGAACTGAAAAATACATTAGT 

TAAAATTAAGACATCAGAGGATGGATTGTACACTGCCAGAGAGAGAATCGGCAAGCTCTA 

AAGAAACTAAAGTAAAATAAGGATAATGAAAACAGTAGAAAATAGAAAAGAGGTGCTAAG 

AAATATAGAGATTACAGTGAGATGGTCAAACATCATGTAATTGGAGTCCCAGAAAACAAG 

AGAATGCAGCAAAAACAAGTTTGAAGAGATAATGCAGAGAATTGGAAGGCATGAAACCAC 

TAATTCAAGAAACTTCCAAACTCTGTAAGT 

>SEQUENCE:9374:prostate_MPM2000-004P6_Table5 

AATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTC 

TAGAATTAATTAAGGCGGGGGTGGACAGGGAGGCAGCTTGTGAA I I I I I GTTTTACTGTT 

TAACTTTATTAAAAAAGAAAAAAAAAAAAGAGAATAAAATGTTTTGACCCTTCCTGAAAA 

AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 

AAAAAGGGGGCCGCCACCGCGGGGGAGCTCCAATTCGCCCTATAGGGAGTCGTATTACCC 

GCGCTCACTGGCCGTCGTTTAACAACGTCGGGACTGGAAAAACCCTGGCGTTACCCAACT 

AAATAGCTTTGAAGCAAATCCCCTTTTCGCCAGCTGGGGTAATAGCAAAAAGGCCCGAAC 

CGATCGCCTTTCCCAACAGTTGCCCAGCCTGAATGGCAAATGGAAATTGTAAGCGTTAAT 

ATTTTGTAAAAATTCGCGTTAAATTTTTGTAAAATCAGTTAA MINI AACAAATAGGC 

>SEQUENCE:9375:prostate_MPM2000-004P6_Table5 

ACTGGCCTTTACATCCCTACATAAAAGAAACAAAAGCTGGGTACCGGGCCCCCCCTCGAG 

AGTACTTCTAAAATTAATTAAGGCGGGGGAGTGACTTTTTAAAGAGACACTTATAATTTC 

TACTACTGCACTACTGTCCATTGTGGGATGATTAAACATGGTATTTAACTGTGAAAAAAA 

AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 

AAAAAAAAAAAAAAAANNCNCCCCCCCCCCCCCCCGGGGGACCCCCCCCCCCCCAAAAAA 
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AAAGAGANNCCCCCCCCCCCCCCCGGGGCNTTTAAAAAAAAAAAAA 
>SEQU ENC E :9376 :prostate_M PM2000-004P6_Table5 

ACA A AAG CTG G GT ACCG G G CCCCCCTTTG AG AGTTTTTTTAG AATTAATTAAGG CG G GTG 

AGGTGCTTGTGACCAGGAGTTCAACACCAGCCTGGGCAACACAGTGAAGCTGCCTTTGCA 

CAAACCTTAAAAATTAGCTAAGCATGGTAGCCTGTGCCTGTAGTCCCAGCTATTCAGGAG 

GCTGAAGGGGATGGATCCATTGAACCCAGGAATTTGGGGCGGCAGTGATCCGTGATTATG 

CCACTGCACTCCAGCTGCCTGGGTTACAAGGTGAGACACTGTCTTTAAAAAAAGAAAGAA 

ATAGGCCAGGCGCGGTGCCTTACACCTGTTATCCCAGCACTTTGGGAGGCCGAGGCAGGT 

G G ATCACCTG AGGTC AG G AGTTTG 

>SEQUENCE:9377:prostate_MPM2000-004P6_Table5 

TAAATAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAA 

TTAAGGCGGGACGTCCTTAAGGATGTACTGCTCCCATGGTACAATGCCTATCGCTTCTTA 

ATCCAGAACGTTCTGAGGCTCCAGAAGGAGGAAGAAATTGAATTTCTCTACAATGAGAAC 

ACGGGTAGAGAAAGCCCCAACATTACAGACCGGTGGATCCTGTCCTTCATGCAATCTCTC 

ATTG G CTTCTTTG ACACTG AAATGG CAG GTG AGTCTCTCTTG GTCTGG CCTCCCAG G AAT 

AAGGACTATTCTCTTTGTAACTGCCCCTTTGATATTTAATAGTGGAAATATTGAGAGATA 

CAGAAAATTAAATAATTGTTTCCTTTTACCTCTGATATAGT 

>SEQUENCE:9378:prostate_MPM2000-004P6_Table5 

CTGGCCGTCGTTTTACACCCGGGAACAAGCGATACCCTTGATGCTGGCCGGGCGCTTTAC 

TAGAGAGAAAAAATAAAATTAATAAGCGGGAGATGACGGTGACATAAAGGCAACAGTTTT 

TATACTTCACTCAAACTTTATGTATTAATGTAATCCATAAAGCAACCAAAAAAGCTATAC 

TAAGTACATTCAAAAACACAATAGATAAACCAAACAAAATTCTAAAGGATGTACAAGTAA 

CCCACTGGAAGCTGCAAAAAATGTAAACAGAAACTAAAAACAGAGAATAAATGAAAAATT 

AAAAACGAAATGGCAGACTTAGGCCCTAATATACAAATTATCACATTAAATATAAATGGT 

CT AAAT AC ACC AACTGTAAG AC AG AG ATTAG C AA AGTCG ATTTAAAA ACATG ACTC AACT 

ACGTGCTGTCTACAAGAAACTCACTTCAAATATACCAAGATAGGAAGGTTGAAAGTAAAA 

CG ATG G AAA A AG ATGT ATC ATGTG A AC ATTAATC AAAG G AAAGC AGG G GTG GCTATATTA 

ACATCAGGTAAAATAAACTTCTGAG 

>SEQUENCE:9379:prostate_MPM2000-004P6_Table5 

AACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGT 
GATGGTGGCCAAGGATGCTGGAGCTGAATCAGACGCTGACAGTTCTTCAGGCATTTCTAT 
TTCACAATCGAATTGAACACATTGGCCAAATAAAGTTGAAATTTTACCACCAAGAAAAAA 
AAT AAAAAAAAATAAAAAAAAAAAAAAAAAAACAAAAAAAAAAAAAAAAAAAATT ATGTG 
TGATAAAAAAAAAAAAAAAA 

>SEQUENCE:9380:prostate_MPM2000-004P6_Table5 

T AC AACCCT AAAT AAAG GGAACA AAAG CTG G GT ACCGGG CCCCCCCTCG AG AGTACTTCT 

AGAATTAATTAAGGGGGATCTTGTAAGCTGAACCCTTCAAAAAAAAAGAGCAATAAAAAT 

AAAAATAAATCCTTATAATATATGTCAATGAGATATATATGTACATAAGAATTGTTCATT 

AAATAAGTTTATGGATCACTGGTAGATCGTTTATAATCAATTTCTTTGTTTTCAAATTTC 

ATTAAGAAACCTCAGTCAGGAACTGAAAAAAAAAAAAAAAAAAAAAAAAAANGGGGGCCC 

CCCCCGGGGGGGGACCCCAATTCCCCCTTTTGGGGGG I I I I I I I CCCCCCCCCATGGGGG 

GG I I I I I I AAA 

>SEQUENCE:9381:prostate_MPM2000-004P6_Table5 

AGAATTAA TTAAGGCGG GCGTGGTGGCAGGTGCCTGTAATAGTGTCTAACTGGTTTTTTA 

ATAAATCCTTTTGTTTTGGCCAAAAAAAAAAGAACTGAATACTACTATTGCTAGGTGTGA 

GAAAGTGGTGGAGAAAACCTATAAAGCAGTGGAGATTTGCTACCTGGTCTGTGTTTTGAA 

AAAAGCCCCTTAGAAAGTTCAAAGAATGTAGAAAAGATACTCAGTCTTAATCCTATGCAA 

AAAAAAAACAAAAAAAAAAAAATATTGGCCCCCCCCCCGGGGG 

>SEQUENCE:9382:prostate_MPM2000-004P6_Table5 

CTGGCCGTCTGTTTACACCCGGAAAAACAAGGGAACACATGCTGGGTGCCGGGCCCCCCC 

TCGAGAGTACTTCTAGAATTAATTAAGGCGGGAGGATCACTTGAGCCTAGGAAGTCAAGG 

CTG CAGTG AGCTATGATTGCACCACTGCACTCCAGCCTGGGCAACAGAACGAGGCCCCAA 

CTCATTTTATATAAAGGACTTGAGCATCCTGGGGTTTTGGTGGAGGAGGAGAGTTGTGGA 

ACCAATCCTTGAGGATATTGAGAATTGGCTGTAATTTGAATAAAATCTTTAGTTAATAGT 

ATTACGCACATGTCAATTTCCTGGTTTTCATCATTGTACTAGGATTATATAAGATGTTCT 

TGGGGAAATATAATTTAAGACAAAAATTCCTGCCACAACAAAAAACCTCTCCATTAAAGT 
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AGAAGAGAAAAAAACAATTTTAGTATTTGAAAACCTATCAGACCAGAATGTGATGTGCAT 

TACAGGCAATCTGCTAAAGAGATTGCAAAGACAACCTAACCCTCACCCCTGGAAGGCAGA 

GGTTGCAGTGAGCCGAGATTGCGCTACTGCACTCCANCTTGGGTGACGGAATGAGACTCT 

GTCTCAAAAAAATAAAAAACACTCACCCCTTTATATAACCAGGCAGATGCAACCCATGTC 

A 

>SEQUENCE:9383:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGCGGGATCTGTTGTAGCTTTGTC I i I I ICI I I I I CTTTTCATTACATCAGGTATATTG 

CCCTGTAAATTGTGGTAGTGGTACCAGGAATAAAAAATTAAGGAATTTTTAAAAAAAAAA 

AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAATTTAAAAAAAAAAAAAAA 

AAAAAAAAAAAAGGCCCCCCCCCCCCGGGGGGGGCCCCCCCCCCCCCAAAAAGGGGGTTT 

TATACCCCCCCCCCCGGGGGGTTTAAAAAAAAAAAAAA 

>SEQUENCE:9384:prostate_MPM2000-004P6_Table5 

ATACTGACCGTCTCTTCAACTCCTGAATACAGGGAACACATGCTGGGTGCCGGGCCCCCC 

CTCGAGAGTACTTCTAGAATTAATTAAGGCGGGGAATTATTGTAGTTTTGTTTATTTATG 

AATACTAAGTTTATTTCAGTGTATAACTGTTAATTTCTTTGATTATGGGTTGCTGACTGA 

TATGGTTTGGTTGTGTCCCCACCCATATCTCATCTTGAATTGTAGCTCCCATAATTCCCA 

CATGTTGTGGGAGGGACCTGGTGGGAGATAACTGAATCATGGTGGTGGGTCTTTCCCATG 

CTATTCTCATGATAATGAATAAGTCTCATAAGATCTGATGGCTTTATAAGGGGGAGTAAA 

TTTCCCTGCACAAGTTCTCTTATCTTGTCTGCTGCCATGTGAGACGTGCCTTTGACCTTC 

CACCATGATTGTGAGGCCTCCCCAGCCACGTGGAACTGTGAGTGCATTAAACCTCTTTCT 

TT 

>SEQUENCE:9385:prostate_MPM2000-004P6_Table5 

AACTAAAGGGAACAAATGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAAT 

TAAGGCAGGGAAAGCTTTAGGTCATGATGCAGACCTGACAGAATCTTGGCCAACAAAATC 

GGGGAGCTCCAGAGCAAAGACTGCCTGTTAGAGGAATCTTGCATGCACGGAAATGCTCCT 

GCAGAGCTAGATCACTAGGCACTGCCCAGGAAAAGCATGGCCTTGGCTTGAAAGCTGAGG 

CAGATCCTGCAGAGGGAACAGCTGGAGGCTGTCAGCTCACTACACCATTTACAGCTGAAC 

AATTGTTTTCTTGAAGGGACAACTGAATAACACATTTCCATACCTGCCACTGGGAGACAA 

AGACCNNNNANAAAAAAAAAAAAAAAAAANGGGGCCCCCCCCCGGGGGGGGCCCCAATTC 

CCCCCTTAGGGGGGG I I I I I I CCCCCCCCC 

>SEQUENCE:9386:prostate_MPM2000-004P6_Table5 

CTCTTCACATAAAGGNAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGATACTTCTAGAA 
TTAATTAAGGCGGGGTGGGCTTGGAACACAGGTGTGTACAGCGTGCTGTAGTGGAAGTTT 
TGTATCATAGTAATCCTGTTTCCACTTTGTTATACTCTAGCCAAGATTGACTGTATTAGA 
TGAAATGTGAGGATCTTGTTCAATCGGAAACCCCCGTTACCTCCTC I I I I I CTTTCTCTT 
TCI I I I I I I I 

>SEQUENCE:9387:prostate_MPM2000-004P6_Table5 

TAACTCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTA 

GAATTAATTAAGGCCGGGCATAGTGGCTCACTCCTGTAATCCCAGCACTTTGGAGGCCGA 

GGCGGGTAGATCACCTGAGGTTAGGAGTTCAAGACCAGCCTGGCCAACATGGTGAAACCC 

CTTCTCTACTAAAAATGCAAAAATTAGCTGGGTGTGGTGGCGGGCGCCTGTAATCCCAGC 

TACTCGGGAGGCTGAGGTGGGAGAATTGCTTGAACCCAGGAGACGGAGGTTGCAGTGAGC 

CG AG ATC ACGCCTCTG C ACTCC AG CCTGG G C AACA AG AG TG AG ACTCCGTCTCC A AN AA A 

AAAAACAAAAAAAAAAANNGGCCCCCCCCCCCCGGGGGGAACCC 

>SEQUENCE:9388:prostate_MPM2000-004P6_Table5 

ACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 

TTAATTAAGGCGGGAAGCCACAAGCAGACTGACAACGTTTCTAGGATCAGGTGAGCTGTG 

TCCAGAAAACCAACGAGAAGGAGTGGAAGGAGGAATGAACGTTTCGTTCTCGTTAATAAA 

GGCATTATCCTAATTAAAAAAAAAAAAAAAAAAAAAATAAAAATGAACGGGGCCCCCCCC 

CGGGGGGACCCCCCAACCCCCCTTTGAGA 

>SEQUENCE:9389:prostate_MPM2000-004P6_Table5 

TACATTCGGGAATAAGGGGAACACATGCTGGGTGCCGGGCCCCCCCTCGAGAGTACTTCT 
AGAATTAATTAAGTCGGGGAACATCTGAAGAAATAATGGCTAAAAAGTTCCCAAGCATGA 
TGAAATACGTGAATCTACACATTCCAAAATCTCATTGAATTCATAGTATAAACTCAAAGA 
ACTCTACACCAAGACAAATTACAATAAAACTTTCAAAAGCTAAAGAGACAACTTTGAAGA 
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AAGTTATGGAGAAAAGACTACTATTTGCAATGCATCTACACTGACATTAACAACTCACTA 

AAAACTAGAGTCCAGAATATAATTTCTCACTAAAAACTACGGAGTCCAGAATATGATAGG 

ACAATATATTTAAAGTGTAGAANGAAAAAAAAAAAAAAAAAAAAAAAAAAAAACCCGGCC 

CCCCCCCGGGGGGGACCCAAATTCCCCCCTTAGGGGGGGGTTATCCCCCCCC 

>SEQUENCE:9390:prostate_MPM2000-004P6_Table5 

CTGGCCGTCGTTTTACATCCGGGAACAAGGGGAACACATGCTGGGGGGGGGCCCTCCCTC 

GAGAGAACTTGTAGAATTAATTAAGGCGGGTCAGAAAAAATATTCATTTGGTACCCCAGA 

AGAAAACCAAACAACGAAACAGAACTAATATTTAAAACTGTAATCCAAGAAAGCATTCCA 

GAAACAAAAAAAAAAAAAAAAAAAAAAAAAAAGGGGGGCCCCCCCGGGGGGGGGCCCCAA 

TTTCCCCTAAAGGGGGGGTTTTTACCCCCCCCCTTGGGGGGGTTTTTTAAAAAGGGGAAA 

GGGAATATCCCCCCTCCCCTGGGGGTTG I I I I I 

>SEQUENCE:9391:prostate_MPM2000-004P6_Table5 

ACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 

TTAATTAAGGCGGGCTGACATTTCAAGTCATTACAGAAGTAAAAAACGAAAACAAGGCCC 

AGAGCTGTGGCTCATGCCTGTAATCCCAGCACTTTGGGAGGCCGAGGCGGGCAGATCACG 

AGGTCAGGAGATCGAGACCATCCTGGCTAACACGGTGAAACCCCGTCTCTACTAAAAATA 

CAAAAAAAAAAAAAAAAAATTTCCCCGGCCGGGGGGGAAGCCCCTTTTTTCCCCACTTCC 

TGGGGGGGTTAATC CAGAA AAAGGGTGTAACCCCGGGGGGCAAATTTTGCAGGGACCAAA 

AATGGGCCCCTTGCCTTTTCCCCGGACCAAAAAACCGAA I I II I I I I I I AAAAAAAAAAA 

AAAAAAAAAAANCGGGGCCCCCCCCCCCGGGGGGGACCCCAAACCCCCTTAAGGGGGGG 
T 

TTTATCCCCCCCCCCTTGGGG 

>S EQ U E NCE:9392:prostate_M PM2000-004 P6_Table5 

ATAA AG G G AAC AAA AG CTG G GT ACCG GGCCCCCCCTCG AG AGTACTTCTAG A ATT AATT A 

AGGCGGGCAT AGAAG AGACTGACTTTTTTATTAGACTT1TCGTTATTTGCTTTTAACTAG 

AGAAAATTAAG l I I I I AAAAATTACCAAAAAAGCAATGTAATTACCTGTCAAACTTTTGA 

CTCACCCTGGCAGTAATTGTTCCGTGCTTTTCTCCTCTGTTGTTTATCATCCGAATCCCA 

GCCGACTGAAACATCTCCTTCATTTGAGTAGGGGTAGCAGTGGTGGCAAAATCTATATCC 

TGAGGCTTTACTCCATTTAATAAATCCCTCACTGCTCCTCCTGCTATTCTTAATTCGTGA 

TTCTCTTTGACAAA TAATT CTGAGATGAGAGAAAATAAGATTTTTATTCCCAAGTTCTTT 

ATTTCAATGTGTTTATTTTAACCACAAAAGTACAAGGCTTTTCCATCTAATTGGAACAGC 
AGAGAATCATTTAACT 

>SEQUENCE:9393:prostate_MPM2000-004P6_Table5 

AAC A AAGCTGG GT ACCG G G CCCCCCCTCG AG AGTACTTCTAG AATT AATT AAG G CG G G C A 

GATCGAGAAGACAGGAGATCAAGACCATCCTGGCTAACACCGTGAAACCAGTCTCTACTA 

AAAATACAAAATATTAACCAGGTGTGGTGGCATGCACCTGCAGTCCCAGCTGATTGGGAG 

GCTGACGCATGAGAATCACTTGAACCCATGAGGTGGAGGTTGCAGTGAGCTGAGATCCTG 

CCACTGTACTTCAACCTGCGCAACAGTGAGACTCTGCCCCAACTGTATCTTGATGTTAAA 

AA AAGTATTCGCGCCCCCCCGG G G 

>SEQUENCE:9394:prostate_MPM2000-004P6_Table5 

GACTGGCCGTCGTTTTACAACCCTGAATAAGGGGAACACATGCTGGGTGCCGGGCCCCCC 

CTCGAGAGTACTTCTAGAATTAATTAAGGCGGGAGCCTTGGGGCAGTCCCAGGGCGCCGT 

GAAGAGGTGACGGAGGGCTGGCTATGGGCGGCCGGCCGGGGTGGGGGACGAGCGCCGG 
GT 

TCCGTCCAAGCCCTGTTGAAGCAGGAAACCCCTACGACTCTCGGCGAAGAACGTCTCTCA 

TCAGAGACTCTTAATAGCAGAGTTGACCAAGCAGAAGAATTGGCGAGCTTGACGACAGGC 

TATTTGAAATATCCACTCAGAGATAATAAAAGAAAAAGCATGAAGCATGCCTACAAGATC 

TAGAAAATAGCCTCAAAAGGGCAAATCTAAGAGTTATTGGCCAGTAGAGAGAGAGATAGC 

AGAGTAGAAAGTTTATTCAAAGGGATAATCACAGAGAACTTCCCAAACCTAGAGAAAGAC 

ATCAATATTCAAGAACAAGAAAGTTATATAAAAACAAGCAGATTTAAACCTTATTAAATA 

AGACTACCTCAAGACATTTAGTAATCAAACTTCAAAAGGTTGAGAAT 

>SEQUENCE:9395:prostate_MPM2000-004P6_Table5 

GCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTA 
CTTCTAGAATTAATTAAGGCGGGGAGAGGAGGCTCTCAATAAATAATCGTGTGACCTTAA 
AAAGAAAAAAAGAAAAAAAAGCCGGAAAAACTCTATGCTAAATGTGTCTAAAAAAAAACA 
AAAACTTTCTACTA 
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>SEQUENCE:9396:prostate_MPM2000-004P6_Table5 

AACAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGAG 

CAGCGTGTGGGGGCCCCCGCCACCCCCAGAGCTAGTCTCAGACCAGGAAGGGAGCTGGG 

C 

ACCAGAGAAGCGACATCACGTCGGCACCTGTAACTCCCGGGATCCGTAATTGGGCCCCGC 

TCCACCCAGCCTGCGCCACTGTGTTCTTCTCTTAAGAGGCTTCCAGAGAAAACGGCACAC 

CAATCAATAAAGAACTGAGCAGAAACCAAAAAAAAAAAAAAAAATAAAAAAAAATAAATA 

GAAATCGAAAAAATAAAAAAAAAA 

>SEQUENCE:9397:prostate_MPM2000-004P6_Table5 

AA AG G G AAC A AAAG CTGGGTACCG G GCCCCCCCTCG AG AGTACTTCTAG AATT A ATTAAG 
GCGGGAGAATCGCTTTAACCTGGGAGGTGGAGGTTGCAGTGTGCCGAGATCACATCATTG 
CACTCCAGCCTGGGCAACAAGAGTGAAATTCCATCTTGAAAAAAAAAAAAAGGGGTTGAA 
ATTAAAAAATTAAAAAACCCCAAATTTTTGGGGGGAAATCTAAATTAATTTTTCTCCCAA 
AAATGGATGGGGAAAATAAACACCTTTTTAAAAAAAAATTAAAAATTTTGAATCCCCCTA 
TAAATCATTTAAATTAAATGGACTTTTATAAAACATTCCCCAAAAAAATGGAAAAATCCT 
I 1 I I I I I I I AAAAGGCCCTTAAAATTTTCCCCAAAATGGGACCCTGCCAAAATTTTAAAA 
AAAAGTCTAATTAAATTTAAAAATCCAAATTTTCCCCAGATTTTGTTTTGGGACCCCATT 
AAAAACCATTCCCTTAAAAATTTTTAAAAAAACCCCCAAATATTTGTCCTTTTAACAACC 
CTTTTCAAAAAGGGATTCCCCGGGGAAAAAAAAANAAAAAAA 
>SEQUENCE:9398:prostate_MPM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAG 

G CG GG GTAGTTT ATTTATAT AC ATTTTCTTG AATGT AG ATTT ATCTAA I I I I I AAAACCT 

TAAAGTTAATAGTGAATTCTTCA I I I I i ACCAGAGTTCATTTTAAACATGTTTGTTTAGG 

TTTT ACTG C AATC AC AG C AACC A ACCCC ATTTGGCTTATAA AG ACTCG GTT AC AG CTTG A 

TGCAAGGAACCGCGGGGAAAGGCGAATGGGTGCTTTTGAATGTGTTCGTAAAGTGTATCA 

GACAGATGGAC TAAAA GGATTTTATAGGGGCATGTCTGCTTCATATGCTGGTATATCAGA 

GACTGTTATCCATTTTGTTATTTATGAAAGTATAAAACAAAAACTACTGGAATATAAGAC 

TGCTTCTACAATGGAAAATGATGAAGAGTCTGTGAAAGAAGCATCAGATTTTGTGGGAAT 

G ATGCT AG CTG CTG CCACCTCA A AAAC 

>S EQU ENCE:9399: prostate_M PM2000-004P6_Table5 

CAAGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGA 

GAGTACTTCTAGAATTAATTAAGGCGGGTGGATCATCTGAGGTTAGGAGTTCGAGACCAG 

CCTGGTCAACATGGAAAAACCTTGTCTCTAACAAAAATACAAAAATTAGCTGGGAATGGT 

GGTAGGTGCCGGTAGTTCCAGCTACTGGAGTGGCTGAAGCAAAAGAATCACTTGAATCAG 

GGAGGCAGAGGTTGCAGTGAGCAGAGATCACATCACTGCACTCCAGACTGGGCAGCAAAG 

CAAC ACTGTCCCN N AN N AAAA AAA AAAA AAAAA AA AAAAA A 

>SEQUENCE:9400:prostate_MPM2000-004P6_Table5 

ACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGGA 
TGCTTTCTTGTTCTTTATTCATTTGCTCACATACTT ATT ATTT AATTTGGCC I I I I I I I I 
TTCCATCAGAAATTTCCTGAGTCCTTTCAGTGTCACCAAGTGCTGGGATTACAAAGATAG 
AG G AGTTCGTGCTTTC AG G G C ATTCAC ACAGTG ATAAGG A 
>S EQU EN CE:9402: prostate_M PM2000-004P6_Table5 

ACCCTACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAAT 

T AATT A AG G CG G GCCATC AAAG G AACGTAATTCCCTAGT A AC AC ACTCC AATG G G AAAAA 

AACTTAATGAATTGCCAGAAAAGGAATTCAAAATTATGATCGTATGGAAACTCAGAGAGA 

TACAAGAAAACGTGTAGACAATCAATAGAGTTGGGGAAACAGTTCACAATATAAACAGGA 

AATTGAATAAAAGAGAAGTAAGAATCAAATCCTGCAGCTGAAGAATTCAATGAATGAAAA 

AACATACAGTGGAGAATTTCAGCAGCAAACTTGATCATATGTAAGAAAGAATCTCTCAAC 

TTGAAGATAGGTTATTTGAAATTAACAAGTCAGAGATTANNNAAAAAAAAAAAAAAAAAA 

AAAGGGGGGCCCCCCCCGGGGGGGACCCCCATTTCCCCCTATAGGGGGGGTTTTTCCCCC 

CCCC 

>S EQU ENCE: 9403: prostate_M PM2000-004 P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 
AGGCGGGCAGATCACGAGGTCAGGAGATCAAGACCAATCCTGGCTAACACGGTGAAACCC 
CGTCTCTACTAAAAATACAAAAAAAAAAAAATTTACCTGGGCGTGGGGCCGGCCCCCTGG 
GGTCCCGGTTGTTTTGGAGGCTAAGGCAGGAAAATGGTGTGACCCAGGGAGGCGGATTTT 
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GCAGTGACCCAAAATTGCCCCACTGCACTCCAGTTTGGGCTACAAAGGGAAACTCCTTCT 
CGAAAAAAAAAAAAAAAAAAAAAAAAAAGGGGGCCCCCCCCCCGGGGGGGACCCCCACTC 
CCCCCTATGGGGGG I I I I I I ACCCCCCCC 
>SEQUENCE:9404:prostate_MPM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAC 

TTAGTGACACCACCAAGTGTTTTGATATAACTAAATTTGTGGTAATAAGACTGTCTGCAC 

CTGTAT TCAT TGTGGAACTTCCTCTTTCATTGGAAACTTTCTTACTCAAGAATGACGGCA 

GTATTGTTTTCTTATATGTG C AATG AAGTG G AATG ATAAACAGT ATG CCTTTAATTT AAA 

AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAACCAAAAAAAAAAAAAAA 

CGGCGCCCCCCCCCGGGGGGGAGACCCCTTCCCCCCTATGACCGGGGTTTTTTCCCCCCC 

CCCCCGGGG I I I I I I I AAAAAA 

>SEQUENCE:9405:prostate_MPM2000-004P6_Table5 

ACAAAAGCTGGGTACCGGGCCCCCCCTCGAGATACTTCTAGAATTAATTAAGGCGGGCAC 

ATGCTCACAGAGACCTACAAAGCTGTTATCTCTCATGTCTGATGGTACCTTCAAGCACTG 

CACAAGCATGAAGAAAAGAAAACAGCAAAGTTGTAATCTTTCTGGCTAAGTAAACCCAAC 

TGCAAGAACTAGTAGATCTATATTTGATGTGAGCAGGCCTTTGAGAAAATCTGTGTCAAA 

TAGCTAGCTCACATGAAGCTAATAAAGCAGAGATTTTTATTGCTAAACACGACAAAAGGA 

TGATATTTTACAAATAATTCTGAAAACTCACCANACANACAAGTAAA 

>SEQUENCE:9406:prostate_MPM2000-004P6_Table5 

TAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAA 

ATA AAAG CACTG AATG AA ATG ATACAA AAAACATTTT ATCACTTCAAGTG GTAAAAG CTT 

TTCTAACTAAGAGTTTTTAAGATTTCTGGACTTCATATTGACATATTTAACTATATAATA 

ATCAGAAACTCTATATGCAAAAAAAAAAATCAAAAAGTAAATTAAACCCTTAAAAAAATC 

ATTTGCAACCCATATCATTACATAAGCACAAATAGCTTCCTGAAAAAAAATTTTTAAAAA 

AA AAT AT ATCTG CTTGTG GG A ACT AG G GTGTT A AA AA A A A AA A A AAG AA A ATTTTG G G A A 

AAAAAAAAAAAAAAAAAAAAAAANGGGGCCCCCCCCCCGGGGGGGCCCCCCCACCCCCCC 

TTTGGGGGGGTTTTTACCCCCCCCCCTGGGGGGGTTTT 

>SEQUENCE:9407:prostate„MPM2000-004P6_Table5 

CTGGCCGTCGTTTTACATCCGGAAACACAGTGTTACCACATTGCTGCTGGGCGGGCCCTT 

TCCTCTAGAGAACTTATAGAATTAATTAAGGCGGGGCGGGAGGATTGCTCTAGCCCAAGA 

AG AAG A AGTTTCTGATTG CCTTG G ATTG GTTACTGTTCTCT ATCCTGG G C A AC AAT ATTC 

GCAGTTCATATATTTTTCTATTGAAGAATGGAGCAGGCAGACTGATGCTGGGGAAGGACC 

CATCTGGGAAAAATAGGCTTCAATGAGTACAATGAAGAATCTATGATGAAGCTGTCAGTT 

TAGGAAGATGAAGACGATGAGAGTCCGAACACTAATAGCTCAGATAGCTAATTAGGAAAT 

TTCG G GTCG G CC ACTG GTAG CATTCTCTTTG ACCTTT AAAAAT A ATTTTT ATTCCCACTC 

CATGCGTAATTGATTTTACACCTCATTACTGGTGGATAATTTATGTGATGTGGATTGCTG 

GTGTCCAG CATG ACCCCTAAAC AG GTC A AAAAAATG ATG G AATGTTTTAA 

>SEQUENCE:9408:prostate_MPM2000-004P6_Table5 

AAGCGCGCAATTAACCCTCACTAAAGGG AAC AAAAG CTG G GTACCG G G CCCCCCCTCG AG 

AGTACTTCTAGAATTAATTAAGGCGGGCAGATCATCTGAGGTCGGGAGTTCAAGACCAGC 

CTGACCAACCTGGAGAAACCCCATCTCT ACT AAAAAT ACAAAATTAGCCGGGTGTGGTGG 

CACATGACTGCAATCCCAGCTACTCAGGAGGCTGAGGCAGGAGAATCACTTGAACCCGGG 

AGGCAGAGGTTGCAGTGAGCCAAGATCACACCATTGCACTCCAGACTGGGCAACAAGGGT 

AAAATTCCATCTAAAANAAAAAAAAAAAAAAAAAAAAAGGCGGCCGCCACCGCGGTGGAG 

CTCCAATTCGCCCTATAGTGAGTCGTATTACGCGCG 

>SEQUENCE:9409:prostate_MPM2000-004P6_Table5 

AAATAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAAT 

TAAGGATTAACACTGGCTGCTTTCCTCAACCTGAATGTCAAATGACTTCTGTGTGTGTGT 

GTGTGAGCGTGTGAGTGTGTGTACGCACACACCCACGCATATGTATCTGTGTGTATGTCT 

ATCTCATGGGGCATAACATTCTGACTAAAAAGAAAGAGGGATGATTGAAACAAGATAGAA 

AATGAAAATATCGCTAAGAGTrACACATAGAAAATGAAAAACTAGTTCAGACAATATAAG 

CACAATACTCTACTATAGAACAAGATTGAGCCACCAAAAAATACACTTTATACTAAATTG 

GCCCTCAACAGATGGACAAATACCTTTTTTTAAAAACCCCATAAAAAATCAACTGGTAGA 

GCTG 

>SEQU EN CE: 94 1 0 :prostate_M PM2000-004P6_Table5 

AGGGAACACAGCTGGGTGCCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCG 
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GGGACTTCTCACATCTGACCATAATCAAGACTGAAAATGGGTTTCTTCTGCCAGCTCACT 
TGCTGTGC TACCA GG G CTATACCTG CTTTCTAAAAATAGCTTCCCACCTATTTCCAAG GT 
TTCCAGTTGTTTTACCTACAGGTATCTGTGCCCTGAAATAACTCACACATGAAACCATCT 
GAACCCAGAGCCTTTTCTAGTGATAGTTACCATAAAATAATCCCAAC 
>SEQUENCE:941 1 :prostate_MPM2000-004P6_Table5 

ACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGGA 

AAAAAAGAGTGTGTGCACAGGAACTCCCCTTTATAAAACCATCAGATCTCATGAGACTTA 

TTCACTATCCTGAGAAGCACAGGAAAGACCCACCCCCATGAGGCAATTATCTCCAACCAG 

GTCATGCCCATGACACATGGGGATTATGGGTGCTACAATTCAAGATTAGATTTGGGTGGG 

GACACAGCCAAATCATATCAAAAGCTGTCAAGGTCTCANACCTTAGTTTGATTCTAAA 

>S EQ U ENCE:94 1 2:prostate_M PM2000-004 P6_Tab!e5 

G CTG GGTACCG G G CCCCCCCTCG AG AGTACTTCTAG AATTAATTAAG G CGGG AG C ACT AA 
AACCAAAATACATGTATTATTTATAGAAAATATTTTCTGTTTTAATCTTTTCTTTTTAAA 
CAAGGAC TCATACTTAAAAAAATGTTTAGCAAAAAAAAAAAAAAAGGTGAAAACTTTTTA 
l l l I I I I I AAG GG CTG G CAATCCCCG G GTAATTTTTTAATTTG CCGTTTTTTG AAACC AC 
T TTGT TTATTAAAAA CCCAA AAAAAAAATTTCCCTCCCCTTTAAAAAGCCCCCTATTTTT 
GT TTTA AG G GTT T ACTTTT ACCCCC AATTTG AAA AAATTTG G GGGTA A AC AGGG AAAA AA 
AAA I I I I I I I I i i GGCATAAAAATTTTTTG CCCG CCTTTAAATTTG GTTG AAAAAATTTA 
AAAAATCCCAA I I I I I I I I AAAACTTTCTT 
>SEQUENCE:9413:prostate_MPM2000-004P6_Table5 

AGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGC 

GGGTAGATCACTTGAGGCCAGGAATTCAAGACCAACCTAGCCAATATGGCTAAACTCTGT 

CTCTACTAAAAATACAAAAATTAGCCAGGCTTGGTGGCACACGCCTGTGATCCCAGCTAC 

TCAAAAGGCTGAGGCAGGAGAATCGCTTGAACCCAGGCGGCGGAGGTTGCGGTAAGCCAA 

GATCATGCCATTGCACTC CAGC CTGGGCAACAGAGCAAGGTTGTATCTCAAAAAACACAA 

CAAAAAAAG TTCAATT TAATTTTAAAATAAATCGTAAAACTGCCACAAAGCTTGTAGGAC 

AATGTATAAA I I I I I I AAATTATAAATAATTTTATAATTATAAAATTTCATAACAGCATA 

AAATTATAAATCATAAAAGCATACATAAG 

>SEQUENCE:9414:prostate_MPM2000-004P6_Table5 

AAAACTGGGTACCGGGCCCCCCCTCGAAAATACTTCTAGAATTAATTAAGGCGGGGACAC 
GGG GGGGTG GGTGAAGGTTCGTTACCTTTTCTAGTGCGTTCTATCATAGTTAACGGTTGC 
AC ACTTTTTTAAAA AAAGT AAATG G ATTTG CC AC A ATTAAATG TG ATAAC ATTTATG AC A 
GAATATAAAA TATT AACATATTTTAAGCCAAGTTTTAGGTGTATTTTTTGAATCTTGGTT 

ATAAACCCATTTTTAAAGGGCGATGTATCCAGCGTTGTGAAGGCAACAGATTGTACCCAT 
ATTTATA I I I I I ATAAAATA 

>SEQUENCE:9415:prostate_MPM2000-004P6_Table5 

AG G G AAC AAA AG CTG GGTACCGGG CCCCCCCTCG AG AGTACTTCTAG AATTAATTAAG GC 

GGGGTAAGATTTGCCGAGTTCCTTTTAC I I I I I I I AACCTTTCCTTATGAGCATGCCTGT 

GTTGGGTTGACAGTGAGGGTAATAATGAATGTTGCTGATAGGGATAAATCTTGAGGCTGA 

GGGCGGGTGGTACAGATGTGTATGGGAAACCCCAACCCCTATATATTGTAAATAGATGGG 

CTGGGCTAAACATTGTTGCCGTTTCATACTTCTACCAACTCAGCTTTTACACAATAAAGC 

TCTACTGTCTCTGGAAAAAAAAAAAAAAAAAAAAAAAAAAAAATTTTNAAAAAAAAAAAA 

AAAAAACCCCCCAAAAAAAAAAAAAAAAAAAAAAAAAAAGCCCCCCCCCCCGGGGGGACC 

CCCCCCCCCCCCTATAGGGGGGAATTTCCCCCCCCCCCC 

>SEQUENCE:9416:prostate_MPM2000-004P6_Table5 

AAAGGGA ACAAAA GCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAG 

GCGGGGG l l I I I CACACTTAGTATTTGG CAG AT ATTTCTTG AA AATG AAGTG AG CTTGTC 

ACTTTTAGGAAAACAACTGACAGTATTTATTACCAGTGATAAAATTTGGGTGAAAATTAG 

AATTTTTAAAAAGTTGACAGCTGGAGTTTGACAGCTTCCTAGTACTTAAAAGACTTTCCT 

TATGATATCAGTGGTTAAGGACTGCAATATTTTAAAATGTTGTTTAATGAAATATGTTAT 

TTG G AAG ATGGG CATAACTCAGTAAATCTAG GCTTTGC AAATG ACCAATG CATG ATGTTG 

CAAAATCAAGCAAAGGCAAAAGATCCTTTGAAAATTCCAGATATAGCAATGGATTTTAAC 

AGTAAAAAAAGTGGATTGATGTGGTTTCAGATTCCAAAATGTTAACTGTCCTTTAAGAAA 

CTACTATTTGGCCTAGCGTGGTGGCTCACTCCTGTAATCCCAACACTTTGGGAGGCCAGG 

GTGGAAAGATTGTGTGAGCCCAGGAGTTGGAGTTGAGCCTGGTCAGCATAGT 

>SEQUENCE:9417:prostate_MPM2000-004P6_Table5 
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CTTTTCCCC ACAG A A AAA AGTTAT AACCTT AATGG GGGGCCCGCG GTTTTAC ACTC AG AA 

AAAGGGACTTTCCTTGCTTTGTGCATTTTAATAGTTTTGAACCTTATCCTACTAGTGAAA 

CAGGATCATCATTTCACTATTATATTAAAGAACAAAAAACTCATTTTCTTCCAAACAATG 

AGATTACTTTAAAGAGAGCATTTTTGGTAGCACAGCACGATAGACACAGAGACTAGACTG 

CAGAGGGCTGACAAGTCAATTTCAGAAAACAAAAAAGACACTGATTGTAGACACTTTTTT 

TTTTGAAATGGAGTCTCGCTCTGTCGCCCAAGCTAAAGTGCAGTATTAGGATCTCAGCTC 

ACTGCAAACTCCGCCTCGCAGGTTAAGACAATTCTAACGGGGGGAAAAAAAA 

>SEQUENCE:9418:prostate_MPM2000-004P6_Table5 

ACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGGC 

GCAGTGGCTCATGCTCTGTTGTACCCAACACTTTGGGAGAACCGCTGTGGCTGGATCACA 

CTGGAGTCAGGATTTAGACACCAGCCTGGCTAACATGGTGAAACCCCATCGCNTCCTCAT 

AAAAACTGCGGGAAAAACCTATGCGCTCCCCTCCACAAGAGGTCAATCGGTTTCACTCTA 

GTAATGTACAAAGGAAATATCCAAGTGTTCTTCAAGCCTGTACTATACAAAGAGTGCCAC 

ACGATTGAAATCCATGACATTGTATTCATGCATAAAAAAGAATGAATTCATGTCCTTTGC 

AGGGACATGGATGCAGCTAGAAACCATCATTCTGAGCAAACTATCACAAGGACAGAAAAC 

CAAACACCACATGTTCTCACTCATAGGTGGGAATTGAATAATGAGAACACCTGGACACAG 

G 

>SEQUENCE:9419:prostate_MPM2000-004P6_Table5 

CTAAGGGACAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGG 

CGGGGGACCGGGTATCCGAGGCCAACCGAGGCTCCGCGGCGCTGCCGTATCGTTCCGCC 

T 

GGGCGGGATTCTGACTTAAAGGCGTTCATTCATAATCCCACAAATGGTAGCTTCGCCCCA 
TTGGCTCACTCACCCACCACATTAACAACATAAAACCCTCATTCACACGAAAAAACACCC 
TTATGTTCATACACCTATCCCCCATTCTCCTCCTATACCTGAACCCCGACATAATTACCG 
G GTTTTCCTCTTAACTGGG C AAN AAAA AAAAA AAAAAAAAAAAAA AAG GTGG G CG CCCCC 
GGGGGG G GGCCCCCCCCGGGG G GG AA AACAAAATCCCCTTTTAGGGGG ATTTTTCCCCCC 
CCCCCC 

>SEQUENCE:9420:prostate_MPM2000-004P6_Table5 

ACTGGCCGTCGTTTTACAACCCGGAATAAAGGGAACACAATGCTGGGTGCCGGGCCCCCC 

CTCGAGAGTACTTCTAGAATTAATTAAGGCGGGAGAAGCCCCGGCTGGTTTGAAGCAACT 

ACTTCAAATTTGCAATGCAATATGAAAATCACCTCGGAGCTGGTAAAAAGAGGCCTAACC 

CCTGTCTTTAGATTTACAGTCCAATGCTTCACTCAACCATTTTACCTCACCCCCAAAGAA 

AAAAAAAAAAAGAAACCCAACTGAAAAACTAACCAACATAAAGGAGGGCCCCCCCCGGGG 

GGGTACACTGGCTCATGTCTATGAATGCCATTACTTCCCCCCGCTGAGACCAGGTTTGCA 

AATCATTTGAGTTCAGGAATTTGAGATTAGCCTGGCTAAAATGGTGAAACTCCACCTCTA 

CTAAAACTACAAAAATTAGCCAGGTGTGGTGGTGTGTGCCTGTAATCCCAGCTACTAGAG 

AATCACTTGAACCTGAGAGGCGGAGGTTGCAGTGAGCTGAAATTGCACCACTGCTCTCCC 

ACCTGGGTGACAGAGCAAA 

>SEQUENCE:9421:prostate_MPM2000-004P6_Table5 

ACTGGCCGTCGTTTTACATCACGGACACAGAAAAAACCATAATGCTGGGCGGGCCTTTAC 

TCGAGAGAACAAAATAGAATATAATTAAGGCGGGGGCGGAGGATGGGAACTGGCTAGTGA 

GCACTGAAATATAAATTCTGAATCCTCAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 

AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 

AAAAAAAAAAAGGCCCCCCCCCCGGGGAGAAAAAAAATTCTTTAAAAAAAAAAGATATAC 

CCCCCCCCCC 

>SEQUENCE:9422:prostate_MPM2000-004P6_Table5 

TGGGTACCGGGCCCCCCCTCGAGATACTTCTAGAATTAATTAAAAAAAGCCTGTATGCCT 
TTTTTTGGTCGGATTGTAAATAAATATACCATTGTCCTACAAAAAAAAAAAAAAAAAAAA 
AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 
A A AAA A A AAAAAA A AAAN NNNNNNNNNNNCCCCCCCCC 
>SEQUENCE:9423:prostate_MPM2000-004P6_Table5 

GAAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGG 
G GCTT AATGTTG C AC AG C AG C AG C AG AG G CAC A AAC ACC AGCCG G G CC AGC ACC AG G CTT 
GGCAGCCAGCGGCTGTCCTTCCCAGGCTGTGGGCACCAGGCAGGGCCTCAGCCCAGGCC 
G 

CCACCCCAGGGCACAGCCAGGCCCCCAAGGATCCATCTGGGGCCCCTCAGGATCTGAACT 
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GAAACCTCAAAGCCTGGTTCTCCTTAGGGGGTTACTCTTGAAAGGGGCATGGTGGAGCCT 

TCTG G AGTG CTG G AAAT ATTGT AC ATCTCG ATCTGGG C AG GT ATGTGT ATAT ACATATAT 

TCATTAAGTTGTACACTTAAGACTTGTACTTAACTCTGCGTTGATACCGTACATGCTTTT 

AAGGCGGGGATACTGATTCAGAAATCCTGTAGCGTGTAATAAAAGAAGAGGAAATGGCAT 

GGAATCACTGCCTCCTGTGATTTG 

>SEQUENCE:9424:prostate_MPM2000-004P6_Table5 

CAAGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGA 
G AGT ACTTCT AG AATT AATT AAGG CTGG AGG GTTT A AAACTCTTTTTTGG G G G GTTAAGT 
GGAGGTAGGGGTCGGAGCCTAACACTCACAGATACGTGGGGCCTGGAGGAGGCAGCAGT 
G 

GGGTTG GTCATGG AATG AGCACGTTTG AGTGT AGG GTC ATCATG G AG CATCCTGGGG GTA 

GTGTCATGGGACTGTTCTGGAGAAATCAAGACTGTTACAAATTTGGCCGGGCACAGTGGC 

TCAAGCCTGTAATCCCAGCACTTTGGGCGGCCAATGTGGGCGGATCACCTGAGGTCAGGA 

GTTCGCGACCAGCCTGGACAACATGATGAAACCCCATCTCTACTAAAGATACGAAAATTA 

GCCGGGCGTGGTGGCAGGAGCCTGTAATCCCA 

>SEQUENCE:9425:prostate_MPM2000-004P6_TabIe5 

CCTAACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATT 
AATTAA I I I I I GTTTGGATGGATTATAG I I I I t CTGGTTCTTTGTTTGGAATGGTGATTT 
TTTGTTGAAAATCAAACACTTGAATCTGATAATGTGGTAGCTCTGGAAATCACATTCTCT 
CTC II I I I CAGGGTTTGCTGTTTTG I I I I I I I I I I CCCTT AACCTTTT AAAAATTGTTG A 
AGGCTGTCTTTGTCCCACGGATCACCCTGAGGTGTCAACTAAGGGTCTTTTCAAGTTCCT 
TTTAACCCTGCCCAATCACTTTCTAATTTTCCCCATATATCCATTTCCTTTTAAATGTTT 
AAGTCTTTAATGCCTGGCTTTCAAAAGGGACATAATTTAAAAAAAAAAAAAAAAAAAGGG 
CCCCCCCCCCCGGGGGGCCCCCCAATTCCCCCTTAGGGGG I I I I I I I CCCCCCCCCCTTT 
G 

>SEQUENCE:9426:prostate_MPM2000-004P6_Table5 

AAAGGG AACAAAAG CTGG GTACCG G G CCCCCCCTCG AG AGTACTTCTAG AATTAATTAAG 

GCGGGGATGCAACTTTCCCTTTCCTCTTAAATTTTGGTGTTATCCTTTTGTTCTACCATC 

CTTTCCTACAGCATTACCATTTCATTATGCAGATTAAACTTTGGGAAGCAAAGCCTTAAG 

GAATAAGTTACCAGAATTTATATTTAAGAAGAGAGTGATTGGTAGTGAAAGAAAAAAGGA 

GTGATCACAACATGGGGGAGGAGTAGGGAAGAAGGAGAAGGAAGAGATTGATCTGTTTAG 

GGAGAGAAGTTGTGCCACATAGAAGACAGATACAGAGAGTGACAATAAAGAAAAATGATT 

AAAAAATTTTTAAGGTATCTTTGAGGAAAAAAAAAAAAAAAAAAAAAAAAAAAAGAGGGG 

CCCCCCCCGGGGGGGGACCCCAATTCCCCTTTTGGGGGGG I I I I I I ACCCCCCCCTTTGG 

GGGGGI I I I I AAA 

>SEQUENCE:9427:prostate_MPM2000-004P6_Table5 

GCCCCCCCCCCTGAAGAGTTCTTAAAATAATTAAATGCGGCGGGAGTTAGGCGACCAAAC 

CAGAGAGAGCCCCAATCCCTGCAGTTTTGTGGCTTCAAGTGTGGGTGGACAGTCCTAATG 

GGGATCTCCAGCTCCTTCCCTGTGGGCTGCCACAAACAGCTACCTCCAAAAGGGTCACTG 

TTTGGAGTGGTTGCGTGCCAAAACTGCTCCAGTCAAAGCGAACTACTATACGTTATTGAT 

CCAATAACTTGACCAACGGAACAAGTTACCCTAGGGATAA 

>SEQUENCE:9428:prostate_MPM2000-004P6_Table5 

AACAAAGCTGGGTACCGGGCCCCCCCTCGAAGTACTTCTAGAATTAATTAAGGCGGGGGA 
TT AATATCT AGG AT ATACAAGGAAACTCAAACATCTTAACAGCCAAAT AAAT AAAT AAAT 
A A AT A AAT AA AT AACTCG ATAAA AAA A A A AA AAA A AA A AAA A A ACG GGGGGCCG CC ACG G 
G GGGGG ACACAAACACCCCCTTAG G AAG G G ATTTTTACCGCCCCCCCTG G GGCCAAATAT 
TAAAAGGGTAATGTGTTCAGAAGTCGCTGTCCTTACTACTTTTGCGGAAGTATGGAAGTC 
ACAACTACA 

>SEQUENCE:9429:prostate_MPM2000-004P6_Table5 

ACCCTG AAT AAAGG G AACAAAAG CTGGGTACCGGGCCC CCCCTCG AG AGTACTTCTAG AA 

TTAATTAAGGCGGGGGGGGGTTAAAAAAAAAAGAAACTATACATAAGATCAGGGGCCCTC 

CCCCGGAGGAACTCCATATGGCCATTGAATATGCCATATTACCACGCCTTCCAGGGCCTG 

CCATTAAAAAGATACCCCTGGGCATACACTATCTTGGGGAAAAGGTCAAAAAGACCTCCT 

GACTCCATGTTACAGTATACAAAACAAGTTGGACTCTTTTGGACCTATAAACCCTACTCT 

GAATACAACATACAGCTTCCTTACTACATTTTTCCAAAGAAATTAGTGAGGTGTTTCCAG 

ATCAATTCATTCATTTGGGAAGAGATGAAGTGGGAATTTAAATGTTGGGAATCAGATCCA 
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AAAATTTCAAGATTTCATGAGGCAAAAAGGCTTTGGCAC 
>SEQUENCE:9430:prostate_MPM2000-004P6_Table5 

ACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 
TTAATTAAGGCGGGGGGACGTGCCGCGCCAGGAAGGGCCTCCTCCCGCTGCGTCGTCGG 
G 

AGCGCCCTCGCCAAATC GACC TCGTACGACTCTTAGCGGTGGATCACTCGGCTCGTGCGT 

CGATGAAAA AAAAA AGGATTTTGAAAAAAGGGAAAGGGGGGGGAAAGGAAAAGAAGGAAA 

AG G A AC A A ATTTTTNTT ATTT AT AAAA AAGG G G G A A A A A AA A A A A ATT AAA AAT A ATTG G 

GGCGGCCCCCCCCCGGGGGGGGCCCCCCCCCCCCCCAAAAGGGGGGTTTTTACCCCCCC 

C 

C 

>SEQUENCE:9431:prostate_MPM2000-004P6_TabIe5 

CCCCCCCTCGAGAGTACTTCTAGAATTAATTAGCGCGGGTGTGGGCCACTGTGGTGGCAG 

TGGAGGTGGGGTGTTTCGGAGGCTGCGTGCCAATCTACAATAAAAAGGCTTGCATTCTCA 

CATTGTCGTGACGATAACTTCCTATCCTTTACTCTAAAGAACCCTAGGAACCCGAAAACG 

GTGCCGCCTCCCGGCGTTTCATGCCAACCACTTCAACCGTTTACCTATATGGCAAACCGG 

GGCCCAAGAAAAAATGA CCTGAA CCTGACCCGAAGGACTTGAAACCCTACCCTATATTTT 

TTCCAGATCAGGCTTGGATTTTTATTTTTTGCANAGGATGNCCATAAGGCCAGTATGATT 

TATAAATGCAATCTCCCCTTGATTTAAACACACAGATACACACACACACACACACACACA 

CACAAACCTTCTCCCTTTGATGTTACAGATTTAATACAGTTTATTTTTAAAGATAGATCC 

TTTTATGTGTGAGAAA 

>SEQUENCE:9432:prostate_MPM2000-004P6_Table5 

ACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCTGGAG 
AATTGAATCCAGGAAGGCGGAGATTGCATTGAGCCAATATTGCACCACTGAACTACAGCC 
TGGATACACTAACACTTTGACACTATACACCAGGGGCTCTTGGAGGAAAAACCCCC 
>SEQUENCE:9433:prostate_MPM2000-004P6_Table5 

ACTCCTTACTAAGGGAACAAAACTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAAT 

TAATTAAGGCGGGNGAAAAAGACAGAACTAGACAAAGATCAGAATCAAAACACAAATCGC 

CTAAGAAAAAGACTGGAAAGGATTCTGTAAGTATTTAGAATTGTTTCATGCCTGTATTTT 

CAAAATGCAAAAATGTATTCTGTGGTTAAACCATGATGGTGTTGAAAGAATAGGCTTTTT 

TCCAGGTGTGCTACCATTGAAGAAAACAGTGAAAATTCAGTTAAGTACATTTCACACAAT 

ATCATAG I I I I I GGTCATGCATGATCCT 

>SEQUENCE:9434:prostate_MPM2000-004P6_Table5 

CGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTAC 

TTCTAGAATTAATTAAGGCGGGGGATGAAATTGTTTTTATTCTTTTAGAA I I I I I I I I AT 

CAGGAAAAC AGAGG T AAAGTGCTA TCAATTACTATTTAAGAGTTCTATTTTGAAAAGTGA 

GAATTAAGGAI I I I I CTTTTCTTTTTAAAAAAAACTTTTTTAAAAATCAAAAAAAAAAAA 

A A AAA AAAA AAA A A AAA AG CG G CCG CCACCG CGGTGGAG CTCC A ATTCGCCCT ATAGTG A 

GTCGTATTACGCGCGCTCACTGGCCGTCGTTTTACAACGTCGTGACTGGGAAAACCCTGG 

CGTTACCCAACTTAATCGCCTTGCAGCACATCCCCCTTTCGCCAGCTGGCGTAATAGCGA 

AGAGGCCCGCACCGATCGCCCTTCCCAACAGTTGCGCAGCCTGAATGGCGAATGGAAATT 

GTAAGCGTTAA 

>SEQUENCE:9435:prostate_MPM2000-004P6_Table5 

TACTGGCCGTCGTTTTACATCAGGAAACAGGTATGACCTTTGCTGCTGGCCGGGCCTTTC 

CTCGAGAGAACTAGTAGAATTAATTAATTCTGGGGTGGGTGGAAAAAAATAGCTTCAAAT 

ATGTTTGTAAAGGATTTAAGAACAGCCATTACAAAAATAAGAAGCATATATATAACTACT 

AGAACACTTAAAGAAAAAAGAAATAGCACAAATAATCCCAAGGAAAGGAAAAAAGGAAAG 

AATGATCAACAGAAAATATAACATATGATGTCATAAATAATTTGAAACATATCAATATTT 

GCAATAAATATTTGCATGGAAACCTAACAAATACATCTAGAAGGAGAACCTAAGACTTCA 

GACTAACTCTCATCTTATGGCAAAGCCAATAACGATCTACAGAATTTACTTGATATAGTA 

CTTAATAAGCTTTATTTAATAGGTATATATCTATATCTTAATTATTAATACATATTTATT 

TATATAAAATAAAT ATCAACTTTTGTGCTGTCCAG AG GCTTTGT ATTTTTCTCAAACATC 

AAAATATTGGTCATACATTATTAGGTCACAAAAATTCAGTAACACTGCAAAAGAAGTTAC 

GTATATGTCATAACCTCTGGTCATAATGCATAA 

>SEQUENCE:9436:prostate_MPM2000-004P6_Table5 

CTGGCCGTCGTTTTCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGA 
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GTACTTCTAGAATTAATTAAGGCGGGGACCTGCTCGGGTGTGAGGGCACAGGGAGGGACG 
CCATGAAGGAACTTGGGATTTTCAATGGAGTAAATCAAACATAAAGTCTATACTTGGGAA 
A ATG CTT AAATG AAA AA 

>SEQUENCE:9437:prostate_MPM2000-004P6_Table5 

TCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAA 

TTAAGGCGGGGGAGAGAGAGAGAGAGAGAAGAAGAAAAGAAAGAGAAAAAGAGAAGTGTA 

AGGGGTGGGAGGAGAAAAAAACTCTTAACTGGAAAAGTCAGAAAAAAAGCAGAATCCAGA 

GTTGCTACAGTATATCATCTAAAATATCCAGTGTTTAACAAAAATAGAAGACATGTAAAG 

AAATAAG A AAGT G TG ACC A AT ACTTG G GAG G AAA AAGC AGTA AATAG AAACTTTTG AGTA 

G G CTTATATTTTG GTTTTATT AG ATAG ACTTC AG AG CAG CC ATT ATAAATATATTC AA AG 

ATTGAAGGAAACTATGCACATATAGTGTAAATGTAAATGGCTAAAAGAAAATATAATGAA 

AATG AC AAATCAG G AATCTC AGTAAATTN N N N AA AAAAAA AAA AAA A AAA AAAN NCGGCG 

CCCCCCCCCGGGGGGGACCCCCATTCCCCCTTTTAGGGGGTTTTTTCCCCCCCC 

>SEQUENCE:9438:prostate_MPM2000-004P6_Table5 

ACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 

TTAATTAAGGCGGGCTCGCAGGTCGTAGGTTAGTACAAAGAATTTACTGATGTCAGCATA 

GGTTTGAAAAAAAAAAAAAAAAAAAAAAAAAAAAGGGGCCCCCCCCCGGGGGGGGCCCCC 

AATTCCCCCTAATGGGGAGTTTTTTCCCCCCCCCCCTGGGCCCTTTTTTAAA 

>SEQUENCE:9439:prostate_MPM2000-004P6_Table5 

ACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 

TTAATTAAAGCGGGCGCCTGTAATCCAAGCTACTGGGGAGGCTGAGGCAGGAGAATTGCT 

TAAATCCAGGAGGCGGAGGTTGCAGTGAGCCAAGATTGTGCCACTGCACTCCAGCCTGGG 

TGACAGAGTAAGACTCCGTCTCAAATAAATAAATTAAAAAAAAAAAAAAAAAAAAAAAAA 

AAAGGGGGCCCCCCCCCGGGGGGAACCCCCATTCCCCCCTTGGGGGAGGAAATTAACCC 
C 

CCCCTTGGGGCCTGTTTTTAAAAAATTTACATAATGGAAAAAAGAAACTGTCTATTTTGA 

ATGGCTGAAGCTAAAGCAACGTTAGTTTCTCTTACCCTGCTTTTT 

>S EQ U EN CE:94 40: prostate_M PM2000-004 P6_Table5 

GCCGTCGTTTTACACCCGAGACTAAGAGTGAACCTATGCTGGGTGCCGGGCCCCCCCTCG 

AGAGTAACTTATAGAATTAATTAAGGCGGGATCCGAATACCGTCTATACATTGTACATTA 

GTACATCTATTAAGTTTGGTAAAGCCTCTTTTTCATAGTATTGGCATGAAGAGTTACTAG 

GATTGGGGCTGGACATGGTGGCTCATGCCCAAAATCCCAGCACTTTGCGAGGCACAGGCG 

GATGGATCACCTGATGTCAGGAGTTCAAGACCAGCCTGGCCAACACGGTGAAACCCCATG 

TCTACTAAAAGAAAAAAAAAAAAAACATTATAGGGGGGGGCCCCCCGGGGGGGACCTCAA 

ATTCCCCTTAAAAGGAGGAAATTAACCCCCCCTTTTTGGCCG I I I I I I I 

>SEQUENCE:9441:prostate_MPM2000-004P6_Table5 

TAACTAAAGGGAA CAAAA GCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAA 

TTAAGGCGGGGCCTTTTGATTATTGCTATATCTCCAAATACTAACACAGGGTCTGGCATT 

CAA AAATATTTGTTG AATAGTGTATTTACCTTAGTTTATAAAA * AAATTAAAGTCTATTT 

AGCTACATCTCACACACCACAAATTTAGGGGGCAGACCAGTTTTCAGTTACATTATACAT 

TAGGAATCCCTCTGAAACAACATATTTTCCCAAAAAAAAAAAAAAAAAAAAAAAAAAAAG 

GGGCCCCCCCCCGGGGGGGGCCCCCATTTCCCCCTAAGGGGGGGTTTTTTCCCCCCCCTT 

TTGGGGGG I I I I I I AAAAAAA 

>SEQUENCE:9442:prostate_MPM2000-004P6_Table5 

CTCTTC AC ATAAAG G AA AC AAA AG CTG G GT ACCG GGCCCCCC CTCG AG ATACTTCTAG AA 

TTAATTAAGGCGGGATCCTCCGTATGCTGAACGCTGGCCCCCTGGGCCCCCTTATTTCTT 

TCTCTAAAAAAAAAAAAAAAAAAAAAAAAAAAATTCCGGTGTTAATTGCCGAAAAAAAAA 

AAAAAAGAAAGAAAGCACCAGTCTGAACCAGAAATGGCTGCAGCCCAGCCCCTGCTATGA 

ACACTCAACTATTACTGAGCTTGGCCTACACACAGACACAACTCCAGGGCAAGAGCAACT 

GGACAGTGGGCCTG 

>SEQUENCE:9443:prostate_MPM2000-004P6_Table5 

CCTACTAACGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTATAGAATTA 
ATTAAGGCGGGGCGGGTAAAGGGTATTTTAACTTATGGGTAGTTCCTGCTGTGAGTGGTT 
ACAGCTGATCCTCGGGAAGAACACAGCTAAAGCTGCCTTTTGTCTGATATTTTATTTTTT 
TG A AGTTTAAATAAAGTTTACTAATTTTG ACC AG GAG ATG G G A ACTCC A A ATGTG CG CAT 
TG AC ACCA AG CTCAAC A A AACTGTCTG G G CCA A AG G A AT A AG G AATGTG CC AT ACCC A 
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>S EQU ENC E:9444:prostate_M PM2000-004 P6_Table5 

CTAAGGGTAACAAAGCTGGGTGCCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAA 

GGCGGGGGGGAGGGCAAAACAAATTGTTTTTAGTAATCCATTTAAAAAACACAGCAGTAA 

TATAAACATCATTTATGTTTGAACATTTTCATGTTGATCCATATAAACATGAAAATGAAA 

TACCAGACCACGTCTATAATTTAGTGCTACGACAGTATAGAAAGAACATTAAGCTGAGAG 

TTAGGAAACAATGCGAAAAGCACTTTTATAGC I I I I I I I I GTTG I I I I I I I GTG I I I I I I 

TTGAGAAGGATCTGGCCTCTGTATCCAACCTGGGCAACAGAGCAAGACTCCATCTTAAAA 

AAAAAAAAAAAAAATTTT 

>SEQUENCE:9445:prostate_MPM2000-004P6_Table5 

ATGAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCAAGAGTACTTCTAGAATTAATTG 
AGGCGGGCATAGTAGCAGGTGCCTGTAATCCCAGGTACTCGGGAGGCTGAGACAGAGAAC 
TGCTTGAAACCAGGAGGCAAAGGTTGTGGTGAGCCAAGATCACACCACTGCACTCCAGTC 
TAGGTGACAGAGCGAGACTCCGTCTTATTTAAAAAAAAAAAAAAAAACATGCCTTTTATT 
TGTT AAGG G G AAAAG G A ATAACTTTTT AAATTTAAG GTTTTGTATAAAATTG CTAT AAAC 
GGGATTCCCTGCCCTTTCAGGGTTAATGCGGTACCCATTTGGGCAGGC1 I I I I I I I I IAA 
AAAAAAAAGGGGGTCTCCCTGGGGG 
>SEQUENCE:9446:prostate_MPM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAG 

GCGGGGAAAGACTGCTTGAGCTCACGAGTTCGAGACTAGCCTGGCAATATACTGACATTC 

TGTCTCTACAAAAACTGAAAAAATTAGCAAGTGCGGTGGCATGTGCCTGTAGTCCCGACT 

ACCCAGGAGGCTGAAGTGGGAGAATCGCTTGAGCCCAGGAGGTGAAGTTGTAGTGAGCTG 

AAACTGTGCCACTGCACTCCAGCCTGGGCGACAGTGAGACCCTGTCTCAAAACAAACAAC 

AACAAAACTCAGAATGGCTGAATAAATAGCAGCTTAGTGTAAAAGCCAAAATTTATGACC 

TTCAGTTCCTCCTAAGATCTGCACCCTGATCTCTTCTGACCATAGCTCGATCATGGGCTC 

TAACCACAATGGACTCTGCT 

>SEQUENCE:9447:prostate_MPM2000-004P6_Table5 

ACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCAGGCA 

GATCACTTGAGGCCACGTATTCACGACCAACCTGGCCAACATTGAGAAACCCCGTCTGTA 

CTGAAAATACCAAATTCAACCACACTTGGTGGTACTTGCCTGTAGTACCAGCTACTCAAG 

AGGCTAAGGCACAAGATTTAATTGAACCCATGAGGCGGAGGTTGCAGTGAGCTGATAAGG 

CGCCACTGTGACTCCATGCTGGGTGACAAATCAAGACTCTGTCTCAAGACATACAACAGA 

TCTATAAAATGAATG 

>SEQUENCE:9448:prostate_MPM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTANAGTGGGTAAGC 
AGG CCG G NTC ACAAG G G C A A AAATTTGTT ACTATTCTG G NTA AC ACGGTG AA ACCCCG AC 
TCTACTAAAACTACAAAAAAAAATTAGCTGGGCGTGGTGGCGGGCGCCTGTAGTCCCAGC 
TACTCAGGAGGCTGAGGCAGGAGAAAAGTGTGAACCCAGGAGGCGGAGCTTGCAGTGAGC 
CGAGATCACACCACTGCACTCCATCCAGCCTGGGTGACAGGGTGAGACTCTGTCTCAAAA 
A AA AAA A AAG G G G AACCCC AAAATTTCCTG CAAAAT I I I I I I CCCAG G GTTTTG G AA AA A 
AAAATTGCCCTTGTTTTTTAAGGTGGGGAACCTAAAACCAAAAAG 
>SEQUENCE:9449:prostate_MPM2000-004P6_Table5 

AACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGA 

ATTAATTAAAGCGGGGAAAGGCCACAGCACACTGGCGCTCCAGCAAAGCCAAATCATGTC 

TCCTCTGGCCACTGCGGTCCTCTCCTTGGTACATGTCATCCCCCAGAGGAGTATCCAAAG 

CTATTCCACTATGCACTCATCAACCCTGGCTTGTCAGCCTTGGGGAAGGTCACTTTATTC 

AT AAA A ATG CCTCTTTG AGTTTCTAA A AAA A A AA AAA AA AAA AAAA A A AAAAG G G G G CCC 

CCCCCCGGGGGGGGCCCCCATTCCCCCCTTTAGGGGGTTTTTTACCCCCCCCCC 

>SEQUENCE:9450:prostate_MPM2000-004P6_Table5 

AATTAATTAAGGCGGGCGCAACATGACGTCTGGACATCGAAAGCATACTAGTCTCTCTCG 

GAGAAACCCCTTCTGTACTAATATTACACACACTACTACACACACACACTTTTGTTCCAG 

GTGTGGTGGCGGGTGCCTGTAATCCCAGCTACTCGGGAGGCTGAAGCAAGAGAATGGCGT 

GAACCCGGTGGGCGGAGCTTGCAGATCACACCACTGCACTCCAGCCTGGGTGACAGAGCG 

AGACTCCGTCTCAAAAAAAAAA 

>SEQUENCE:9451:prostate_MPM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAG 
GCGGGAGGGGCATCCACCTTATTAAGGCTTGAGTGGTGGTTTTCCCCTCACAATGTAAAA 
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CAAGCCACCTGGATATTAGGACTGGGTGGAGCCCACCTCAGTGCCTCAAAGCCCCTGTAG 

CCACACTGCCTCTCTAGATTCCTCCTCTCCGGGCAGGGCATCTCTGAAAGAAAGGCAGCA 

GCCCCAGTCAGGGGCTTATAGATAAAACTCGCATCTCCATGGGACAGAGCCCCAGGGGGA 

AGGGGCGGTTGTGGGTGCAGCTACAGCAGACTTAAACATTCCTGCTTGCTGGCTCTGAAG 

AGAGGAGTGGATCTCCAAGCACAGTGCTTGACCTCTGGTAAGGGACAGACTGCCTCCTCA 

AGTGGGTCCCTGACCCCATACCTCCAGATGGGGAGAAACCTCACAGCAGGGTTCAACAGA 

CACCTTATACAGGAGAGCTTCAGCTGGCATCTGGTGGGTGCCCCTCTGGGACGAAGATTC 

CATAAGAAGGAACAGGCAGCAATCTTTGCTGTTCTGCAACCTCCAATGGTGATACC 

>SEQUENCE:9452:prostate_MPM2000-004P6_Table5 

ACAAAAGCTGGGTACCGGGCCCCCCCTCGAGATACTTCTAGAATTAATTAAGGCGGGGGG 

GACAGAGTCTAACTATTTCGCTAACACTGGCGTGAAAAGAGGCTAAACCCGGTCACTGAA 

GTCG C AGTG AG CTG AG ATCAAGCG ATTGTACTG CTTCCTG CTACAG GAG CG ATG CTATTT 

CTGGTGCACACCAGCACTCCAGGCTAA I I I I IGTGI I I t I AGTAGAGATGGGGTTTCACC 

ATGTTGTTCAGGCTGGTCTTGAACTCCTGACCTCGTTCCTGCCTTAGCCTNCTAAAGTGC 

CGGGATTACAGGCGTGAACCACCGCACCTGGCCAGTACTACATTCATTTTATTGAATGAT 

TTTGAATGAC 

>SEQUENCE:9453:prostate_MPM2000-004P6_Table5 

ACTGGCCGTCGTTTTACATCAGGGAGCAAGTATGACCACTTATTGCTGGCCGGCGGTTTC 

CATTAGAGAAAAAGTAAAAACATTAATGCCGGACGGTGGCTTGAACCCTGGAAGCAGAAG 

ATGCAATGATCCGAGATCACACCACTACACTCCAGCCTAGGCAACAGAGCAAGACTCTGT 

CTCAAAAAAAACAAAACAAAAAGGAGGCACAAAACCCCAGGCTTCAAGTCTCTGCAGCCT 

GCTCCACATTTGGGCACAGAAGGACTCAAACAGGCACTGTGTGGGCACGAGGTTGGACAG 

GGGTGGTCAGACCTCAGGCTTTAATGAATAAAGACACTACTCC 

>SEQUENCE:9454:prostate_MPM2000-004P6_Table5 

GCCAAG CG CGCAATTAACCCTCACTAAAGG G AACAAAAGCTG GGTACCG G GCCCCCCCTC 
GAGAGTACTTCTAGAATTAATTAAGGCGGGAAGACATTTCTCCGAGTTCTCCCGAAGGGA 
GCCAGGCGCGAGCGCGACCTGGGGAAAGTCCAGAGTGCCAGCCACGGGGAAGGGCGGG 
CA 

GTGCAGAGTGGAAGAGAAGCCAGCAAGTTAGACACAGCCCCTCTCTGGGAGGCCGCCTCT 

AAAATGGAACTAGCGGACGTACCTTGGTTTGTACATTTGACCATGGACACACGTAAAGAT 

TTTGAAAAAAAATCTTTGAAAAAAAA I I I I I I I A ACG CAATTCCTAAACTTTTAACTAAC 

GCAATTTTGTGGACCTCTGAATCTTAATTCAAATGAACTGGAGAACAACTATAAAGCAAT 

TTCGATAATATGATCAGTGACATTTTATATTGCAGAATTGTAAATTTTGTTGTCATTATA 

CTGTAATTTTATTTCTTTAAAAGA 

>SEQUENCE:9455:prostate_MPM2000-004P6_Table5 

TACATAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAA 
TTAAGGCGGGCAGATCACCTGAGGTCAGGAGTTCGAGACCAGCCTGACCGACATGGAGAC 
ACCCCGTCTCTACTAAAAATACAAAATTAGCCAGGTGTGGTGGTACATGCCTGTAATCTC 
AGCTACTCGGGAAGCTGAGGCAGGAGAATCTCTTGAACCCGGGAGACGGAGGTTACGGTG 
AGCCAAGATTGTGCCATTGCACTCCAGCCTGGGCAACAAGAGTGAAACTCTTGTCTCAAA 
AAAA AAAA A AAA ATTTTTG G GGG G A AAAA AG G AAAAAAAG CCTTTTC AAA ATTTTTAAAC 
TT AAAA AG G G G G AAATTTTG G G G GG AATTCTTTG A A AA AC AA ATCCC I I I I I I 1 GGATTA 
AAAAAAACATTCCCCGGGCACGGGGGTTAATGCCTGAAATCCCACCCTTTGGGAAGGTTG 
AG G CG G CC AAA 

>SEQUENCE:9456:prostate_MPM2000-004P6_Table5 

CGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGTGGGTGAAGAAAGTACA 

GAGATGTTAGTCAAAGAACACAAAATTTCAGTTAAGTGAAATAAGTTCAAGAGATCTATT 

ATACAACATGGTGGCTACAGCTAATAACAATACATTGTATAGAGTTGACCTACTGCAACC 

ACAAATTCAAACAGGCATGGATCAAAAATATTTTTAAAAAAGTAAGATTTAACAAAAAAA 

AACTAAAAAAAAAAAAAAAGCGGCCGCCACCGCGGTGGAGCTCCAATTCGCCCTATAGTG 

AGTCGTATTACGCGCGCTCACTGGCCGTCGTTTTACAACGTCGTGACTGGGAAAACCCTG 

GCGTTACCCAACTTAATCGCCTTGCAGCACATTCGCCTTTCGCCAGCTGGCGTAATAGCG 

AAGAGGCCCGCACCGATCGCCCTTCCCAACAATTGCGCAGCCTGAATGGCTAATGGAAA 

>SEQUENCE:9457:prostate_MPM2000-004P6_Tabie5 

TGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGTGGGGGCAGA 
AATCAAATCAGCCCAAGGATATAGTTAGGATTAATTACTTAATAGAGAAATCCTAACTAT 
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ATCACACAAAGGGATACAACTATAAATGTAATAAAATTTATGTCTAGAAGTTAAAAAAAA 

AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 

AAAAAAAAAAAAAAACCCCCCCCCAAAAAAAAAAAAAAAAAAAANNNGGGGGGCCCCCCC 

CCCGGGGGGGGCCCCCCCCC 

>SEQUENCE:9458:prostate_MPM2000-004P6_Table5 

TAAGGGAACAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGG 

CGGGTGTCTATAATACCAGCTGTTTGGGAAGCTGAGGCAGGAGAATCGCTTGAATCTGGG 

GGACGGAGGTTGCAGTGAGCCAAGATCGTGCCACTGCACTCCAGCCTGGGCGACAGAGTG 

AGACTCCATCGAAAAAAAAAAAAAAAAAAAAAAAAAAAAGGGGGCCCCCCCCCGGGGGGA 

CCCCCAATCCCCCCTTTAGGGAAAATTTTTCCCCCCCC 

>SEQUENCE:9459:prostate_MPM2000-004P6_Table5 

CAAGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGA 

G AGTACTTCTAG AATTAATT AAG G CG G G C AG ATC ACCTG AG GTCG GG AGTTCG AG ACC AG 

CCTG ACCAAC ACAG AG AAACCTCGTCTCTACTAAAAATACAAAATTAG CCAG GCGTG ATG 

GTGCATGCCTGTAATCCCAGCTACTGGGAAAGGCTGAGGCAGGAGAATCGCTTGAACCCG 

GGAGGCAGAGGTTGTAGTGAGCCAAGATCACACCATTGCACTCCAGCCTGGACAACAAGA 

GCAAAAGTCTGTCTCAAAAAAAAAAAAAAAAAAGGATAAGAAAAAAAAAAGGTTGAAACA 

AACAGAAAAAGCGGCCGCCACCGCGGTGGAGCTCCAATTCGCCCTATAGTGAGTCGTATT 

ACGCGCGCTCACTGGCCGTCGTTTTACAACGTCGTGACTGGGAAAACCCTGGCGTTACCC 

AAC 

>SEQUENCE:9460:prostate_MPM2000-004P6_Table5 

CTGGCCGTCGTTTTACACCCCGAAACAAGTGTGGACCATTGCTGGGTGCCGGGCCCTCCC 
TCG AG AGTACTTATAG AATTAATT AAGG CG G G G G CTG G CAG GT AGG AGTTCTA A AACTTT 
TTGGTCTTGGGCCCCTGTTATACTCTTAAATTAGTAAGGACCCCAAGGAGATTTGTTTAT 
GGGCTTATTATCAATATTTATCATTTCTAATACAATTAGAAATTAAAATTGAATAATCAA 
AAATGTTAATTTATTAATTTCTTTAAAAATAATAGTAAACCCATTACAGATTAAAATAAA 
TAAAATTTGTACCG AA AAA AAA AAA AAAA AAA AAAAA A AAAAAG G G G CCCCCCCCCG G G G 
GGGCCCCCAATTCCCCCTTTTGGGGGGTTTTTTACCCCCCCCTTTGGGGCGGTTTTTTAA 
>S EQ U ENCE:946 1 : prostate_M PM2000-004P6_Table5 

AAAT AAAG GG AAC AA AAG CTG G GTACCGG G CCCCCCCTCG AG AGTACTTCTAG AATT A AT 
TAAGGCGGGTCAAGATTCATTAGGCAAACTTTGGTTTAAGTAAACATATGTTCAAAATCA 
GATTAACA GATAC AGGTTTCATAGAGAACAAAGGTGATCATTTGAAGGGCATGCTGTAAT 
TTCACACAATTTTCCAGTTCAAAAATGGAGAATACTTCGCCTAAAATACTGTTAAGTGGG 
TTAATT GATACAAGTTTCTGTGGTGGAAAATTTATGCAGGTTTTCACGAATCCTTTTTTT 
IE I I I I AAAACGGATTTTCC I I I I I I I CCCCCCCTG AATTG C ATT ACCGG AATTTG G GTT 
AATTGGAACCTCCCCCTCCCAATTTAAAGAAATTTTCTTGCCTAACCCCCCTTAAAAACT 
G GG A ACTACG G G G GCCCCCC AC ATTCCCAATAAAATTTTTG I I I I I I GAAAAAAA 
>SEQUENCE:9462:prostate_MPM2000-004P6_Table5 

AATATAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTT 
CTAGAATTAATTAAGGCGGGGTGATTATCTCCTAGGGTTATGTCCAGCCGGGGTGTTTAA 
GACAGCACAAACTGCCAAGTTCTG I I I I I I I I AACCGACTGACATCACTGTGGGATATCT 
CTTCCTG CACC ACTG C AAAGTTTTAGTTTTTT AAG A AAAT ACTC ATG C AC AT AT AT AT AT 
ATATATGTTTCCCACCCC I I I I I I I AAAATACAGTCTTTATTGGGTCTGCACCTCTCATT 
CTTGATCTTGTCAGCCATGCTGTTTTTGCTGATAGTCGGGTTAGAGTTGGCTCTTCGCGA 
GGTTTGTT A AT A AAAGTTTGTTAAAG GTTCG CC ACCG CG GTG G AACTC C A ATTC G CCCTA 
>SEQUENCE:9463:prostate_MPM2000-004P6_Table5 

CCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATT 

AATT AAG AGCGGGCTAATTTAACTAGGCACTCACAGATGACTTTTCTTTAATAAAGTCCC 

TTTTCCTATCTCTACTAAAAAAACAAAAAAAAAAAACAGACATAAAAACAAAGGGCCCGC 

CCCCCGGGGGACTCCCCAAGCTCCCGCAGGAGAATGACTTGTACCCCCCGCACACGGAGG 

TTGTTTTGAACTGAAATCATGCCACTGCACTCCAGCCTGGGCAACAGAGCAAGACACCGA 

AAAAAAAAAAAAAAAAATAAAAAAAAAGGCGGCCCCCCCCGGGGG 

>SEQUENCE:9464:prostate_MPM2000-004P6_Table5 

ACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 
TTAATT AAAGCGGGGTGGGGGTGGTCAGACACTTTTGTTAGAACCATGTGAATGGCATTG 
I I I I M CTGTATTGCAAATTAGTATTTCTACCACTCTCCCCAGGCCTACACGCCCAGACA 
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CACA CATAC CCAACCAAAAAAATCTCCCAAGCTCCTCTCTTAGGTATGTTTCCTTATTAT 

TCAGTTTTTCTGGGAACAACTGATTGCATAAGAATATAGAACCACCTGGAAGGTGTTAAA 

TAGAATCTCTAAGAAATTAGGAATAATTTGGATTTGATTAGAATGAAAGTTTTAAAAATC 

AAGAATGCCAGTGAGCGTTTGTCATATAAAACTATCTATAGATACTATTGGTACTGATCC 

TGGGTTGATTTAATAATCTTAGAAATGATTTAGAGACAAAGACATATTTGAAAATAA 

>SEQUENCE:9465:prostate_MPM2000-004P6_Table5 

TACTTGCTAGAATTAATTAAGGCGGGGGAGGGGCGGCCTGCCCTCATCTCATTTCTATTA 
AACGCCTTTGCCAGCTAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAGGGGGCCCCCCCCC 
GGGGGGGACCCCAAATCCCCCTTAAAGGGAGGTTTTTACCCCCCCCCCCGGGGCCGGTTT 
TTAAAAAAAAAAAAA 

>SEQUENCE:9466:prostate_MPM2000-004P6_Table5 

ACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 

TTAATTAAGGCGGGCTTGACGACAGGCTATTTGAAATATCCACTCAGAGATAATAAAAGA 

AAAAGCATGAAGCATGCCTACAAGATCTAGAAAATAGCCTCAAAAGGGCAAATCTAAGAG 

TTATTGGCCAGTAGAGAGAGAGATAGCAGAGTAGAAAGTTTATTCAAAGGGATAATCACA 

GAGAACTTCCCAAACCTAGAGAAAGACATCAATATTCAAGAACAAGAAAGTTATATAAAA 

ACAAGCAGATTTAAACCTTATTAAATAAGACTACCTCAAGACATTTAGTAATCAAACTTC 

AAAAGGGTTGAGAATACAGAAAGGATCCTAAAAGAAGCAAGAGAATAAAAACAAATAACA 

TGCCAAGAACCTTCTATATGACTGGCAGCAAATTTCTCAGTGAAAACCTTAAGGGCCAGG 

AGAGAGTGGCATG 

>SEQUENCE:9467:prostate_MPM2000-004P6_Table5 

AACGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGA 

GT ACTTCTAG AATT AATTAAGG G G G GG CGTTCTTCGTA AAG AT AAG G ATC AGTTC ATCAA 

GAAGA TACAA CAGTCCTAAATGTGTAACTTTTATAAAACAGTATACCCAACAATTGCAGA 

ATATTGTTTTAAGTAGACATGAACTGCTCAACAATATAGACCAAATGCTGGACCATAAAA 

TAAGTCACACTAAATTCCAAAAGGAATAAAATCATACATGGTATATTGTTAAACCACATA 

AAAAAAAAAAAAAAAAAAAAAAAAGCGGCCGCCACCGCGGGGGAGCTCCAATTCGCCCTA 

TAGTGAGTCGTATTACGCGCGCTCACTGGCCGTCGTTTTACAACGTCGTGACTGGGAAAA 

CCCTGGCGTTACCCAACTTAATCGCCTTGCAGCACATCCCCCTTTCGCCAGCTGGCGTAA 

TAGCGAAAAGGCCCGCACCGATCGCCCTTCCCAACAATTGCGCAGCCTGAATGGCGAATG 

G A AATTGT A AG CCTT AAT ATTTTGTTAAA 

>SEQUENCE:9468:prostate_MPM2000-004P6_Table5 

AACAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGGT 
GAGATGGGCC GAGT TCCCTGAACTTTATCTTTACCCTTAACTGAAATGTATACATAGCTT 
CTGGTG AT ATCTTTTC ATG ATTT A AT ATCTCTTAAAATG G C G ATG G ATGTG ACACCTTAT 
AGAAGAGAGCTATGAACTGTGAATAACTCTTAAAGAATATGTCATTTTAAACAATAAAAA 
TATGCGCTGCTCAACTGCTTGATCTGGTCCTCTTATTGATATACCTTCTGAGACAGAAAG 
TTCTG I I I I I 

>SEQUENCE:9469:prostate_MPM2000-004P6_Table5 

ACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 
TT AATT AAG G CGGGTCCATAG ACAC ATTTATTTTTACTTTTATATTTAGATTTAATTTAA 
I I 1 I I I I I I I I C AAAG ACAG G GTCTCACTCTG CTGTCCTG G CTG G AGTG CAGTGGTGC AA 
TCATGGCTTACTCAACATACCTTAAAAATTTTTTTATTCTGAAATAAAAGCGGGATGCTT 
TTAAAAAAAGAAAAAAGAAGAGAACAAAAAAGTCCTCCAGTAAATTTAAAATATGGTAGT 
C AAG G CCG G G C ACG GTG G CTC ACACCTGT AATCCC A AT ACTTTG GG AG G CCG AG G C AG G T 
GGATCATGAGGTCAGGAGATCGAGACCATCCTGGCTAACATGGTGAAACCCTGTCTCTAC 
TAAAAAATAC AAAAAAATTAACCG G GCATGGTGG CG G GC ACCTGTAATCCCAACTACTC 
>SEQUENCE:9470:prostate_MPM2000-004P6_Table5 

G CTG GGT ACCG G G CCCCCCCTCG AG AGT ACTTCTAG AATT AATT AAG G CG G G AG AATC AG 

AGATCTTGAAGATACGGCTGTTGAAATTATGCAGTTGGAGGAGGAGCAGAAAGAAAAATG 

AATGAAGAAAAGTGAATAGAGCCTAAGGGACCTGTAGAACATCATCTGATGTACCAATAT 

TCACATTAAGGGGAAGCCCAAAGAAGAGCAGAGAACAAAAAAAAAAAAAAAAAAAAAAAA 

GGGGGGCCCCCCCCGGGGGGGGCCCCAAATTCCCCTTTAGGGGGGGTTTTTACCCCCCC 

C 

TTTTGGGGGG I I I I I I AA 

>SEQUENCE:9471:prostate_MPM2000-004P6_Table5 
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AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATGAATTAAG 

GCGGGGTTCTAGAGAGAAAGGTGATCGTTTTAGATTATTGGTCTCTCTGTAATCTAAAAT 

CCACTGTGCCTGGCCTATAACACTATTTCTTAAAACAAAACAGAGAGACCAAAGAACAAG 

CTTTACACAACCAACATGACTGAGAAGACATCAGTATCTCTCACTAGTGGTGTGAATTAA 

GTGCGTTTACTTGCATAACTAAGAATAAATGATGGTTATAATGGCACCAGTATAGGATAT 

CTTGGCTATGTGCTTTAACAATATACAGGTTGACCATGAAATCT 

>SEQUENCE:9472:prostate_MPM2000-004P6_Table5 

TCGTTTTACACCCCGGAAAAAGGGTAACACTGCTTGGTGCCCGGCCCTCTCCTCGAGGTA 

CTTCTAGAATTAATTAAGGCGGGGTGCGGTGGTTCATACCTGTAATCTCAGCACTTTGGG 

AGGTTGAGGCAGGAGGATCATTTGGGCCCAGGAGTTCGAGATCAGCCTGGGCAACATAGG 

GGGGCCCATCTCTATAAAAAATACAAAAATTAGCCAGGCGTGGGTCACAGCTACTTGGGA 

GGCTAAGGTGGGAGGATCGATTGAGTCCAGGAGTATGAGGCTGCAGTGAGCTGTGATTGC 

ACCACTGCACTCCAGTCTCGGCGACAGAGCGAGACCCTGCCTCTGATAAAT 

>SEQUENCE:9473:prostate_MPM2000-004P6_Table5 

TAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGG 
CGCCTGTGGTCCCAGCTACTAGGCAGGTTGAGGCAGAAGTATTGCTTGAACCTAGGAGGC 
AGAGTTTGCAGTGAGCCAAGATTGCACCATTGCACTCCAGCCTGGGCAACAAGAGCGAAA 
CTCCAT CTCAAAA AAAAAAAAAAAAAAAAAAACCCTTTTAAATTTTTGAAAAAATTCCCC 
CC AAAAI I I I I I I GGGGCG GGAA I I I I I I I I I AAAAAAGGGTGAAAAAAAAAATTTAAAA 
CC I I I I I I i I I I I I I I I I I I I AAAAAAAAGGAGGGGGGAAAC I I I I I I I I AAAACAAAAC 
CCCAAAAAAAAAAAAAAAAAAAAAGGGGGGCCCCCCCCCGGGGGGGAGCTCAACATCCCG 
CTTA AAAA AG G ATTTT ACCCCCCCCC 
>SEQUENCE:9474:prostate_MPM2000-004P6_Table5 

ATTAATTAAGGCGGGTGTGGTGGCACGCACCTGTAATCCCAGCTACTCGGGAGGCTGAGA 

CAGGAGAATTGCTTGAACCCAGGAGATGGAGGTTGCAGAGAGCTGAGATCACACCACTGC 

ACTCTACTAGCCTGGGTGACAGAGCAAGACTCCCATCTCAATCTCAAAAAAAAAATAGTC 

ATGAATTATGCAATTATTCTAATTGTATCTGCACTTACAAAGTCAGAGGTCTCCTTTTTC 

AGTCCCTCTGATAGTCCCACCTAAGTGCTGTCCTGCTCCTGTGAACACTTTCCTGTGCAA 

CCAAACAGGAGGTGCCAGGTTCCCAAAACTCTCTAACATTACAGATCTCTGTCCATCTT 

>SEQUENCE:9475:prostate_MPM2000-004P6_Table5 

TAAG G G AACAA AAG CTG G GT ACCG G GCCCCCCCTCG AG AGTACTTCTAG AATTAATTAAG 

GCGGGCTGCATGCCTGAGATATCGAGACCATCCTGGCTCTCGGCACAGTGAGCGCGAAAC 

TCTACTCTATATTCAAAATAACAATTGCTCGCGCGCTGTGGGCTGGCGCTCCGCCTGTCT 

GCTACTTCGGTAGGCTGAGAGCGGGAAAATTGGCTTAACTCCCGAAGGCGGAACTTGCAG 

TGGGCTGAGTAT CACAC CACTGTACTCCAGCCTGGGCGACTTGGGATACCTGTGTCTCAA 

CAACAACAAAAAGTTTTAATAGTGAGTGATTTCTGATGACTTTTCTGGTGAAATTTAAAA 

AATATTAAAAAGGTGAAATAAAAAAATTTTGCCCCCCCCTTTGGGG 

>SEQUENCE:9476:prostate_MPM2000-004P6_Table5 

C AATT A ACCCTC ACTAAAG G G AACAA A AG CTG G GTACCG G G CCC CCCCTCG AG AGT ACTT 

CTAGAATTAATTAAACACAT AATAA AAAAAGATCAATGTTTAAAATTGTCAGTCTTTGAG 

ACTGCA AAGGA ATTTACTAGTTTTCTTACTATAAGTATCAAATTAGATCTTAAGTGAATC 

TTATTTA I I I I I ATTT ATT AT AAG G AACA ATTTTCTG G GTTTTTTGTTGTTG CTTTGTG A 

TG G G GTCTTGTCTATAGCCC AG GCTG G AG AG C AG TG ATG C A AT CAT AG CTC ACTGC AGTC 

TCAACCTCCATGGTCTGGCAATCCTCCTCCCTGCAGCATTCCAAGTAACTGAAGTGGGAG 

GACAGCCTGAGCAAGACTACACGGAGCTCAGACTGTGCCACTGAACTGCAGCCTGTGCAA 

CAGAGCATGACTCATAAAAACAAAAAAAAAAAAAAAGCGGCCGCCACCGCGGAGGAGCTC 
CAATTCTCCCTAT 

>SEQUENCE:9477:prostate_MPM2000-004P6_Table5 

A AAT A AAG G G AAC AAA AG CTG G GTACCG G G CCCCCCCTCG AG AGTACTTCTAG A ATT A AT 

TAAGGTGGGAGTGTAAATTAGTTCAACCATTGGGGAAGACAGTGTGGCGATTCCTAAGAC 

CTAAAGACAGAAATACTGTTTGACCCAGCAATCCCATTAGTGGGTATATACCCAAAAAAA 

A A AAA A A AAA A A AAAA AAA AGGG G GGCCCCCCCCGGGGGGGG CCCCCA ATTCCCCCT AA A 

GGGGAGTTTTTAAGCCCCCCCTTGGGGCGGGTTTTTAAAAAA 

>SEQUENCE:9478:prostate_MPM2000-004P6_Table5 

TAACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAA 
TTAAGGCGGGGTGGGGGAGGAGTATAATTAGGAGAAATACCTAAAGTTAATGACAAGTTG 
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ATGGGTGCGGCAAGCCAACATGGCACATGTATACCTATGTAACAAACCTGCGCGTTGTGC 

ACATG TACCG TAGAACTTAAAGTACAATTAAAAAAAAGGTAAAAAAATGTGAACAGGAAC 

AATTTGTTTTAAAAAGGCTTGAATGGCTTTGATTGGAAGATATTTTAATGTGATAAATTA 

AAGG AGG AAA AATTAC ATG AGTCTATAAGTTGCCAAAAAAAAAAAAAN AAAAN N N N N N N N 

CACCCCCCCCCCCCCGGGGGA 

>SEQUENCE:9479:prostate_MPM2000-004P6_Table5 

CTAAAG G G AAC AAAAGCTG G GTACCG G G CCCCCCCTCG AG AGTACTTCTAG AATTAATT A 

AGACGAGCTGCCTAACACCAGCTTATAGAGCTCACCCGTCTATGTAGCCCACTGAAGTAA 

AGGAACTAATTGACATCATCGTTCCCTCAACGGAAATTGACGTTTATTCCCTCATAAGTG 

TTGGCTATTACCGCGCACTTATCCATACAATCTATACTTTTTCTAGGCACTAAAAGGGGG 

AAAAGGCTTAATAGCCAAAATAATTATCAAAAGACCCTAAAGCTGGGGTCCTGTACACCA 

TG AAAGG ATTACTTTC ATTCTCATGTAAG GGCATG CTTTTATAAAAAACAAACATGGGCT 

AGGCGCAGTGACTCACGCCTGTAATCCCAGCACCTTGGGAGGCTGAGGCGGGCAGATCAC 

GAGGTCAGGAGATTGAGATCATCCTGGCTAACATGGTGAAACCCTGTCTCTACTAAAAAT 

ACAAAAAGTTAGCCAGGCGTGGTGGCAGGTGCCTGTAGTCCCAACTACTCGGAAGGCTGA 

TGCAAGAGAATGGCGTGAACCCGGTAGGTGGAGCTTGCATTGAGCAGAGATCGCGCCACT 

GCACTCCAG 

>SEQUENCE:9480:prostate_MPM2000-004P6_Table5 

GGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGGTAGCAGCTTCCCCTGGA 
ACAGCCAGGCACATCCGGGGCAGGGGCCTGTGCCAGTGTGGCAGCCAGCACGCTTAGCA 
G 

TAGGCCCAGTCGAAGTTCCCAGGGCAGAGGCTGTCCCCTCCCTCTTTCCCTTGAGGTCAG 
CTCCATCCTGAAGAGGGGAACAGGGATAAGGGGAGGTGAACGGTCTCGGGCCCGAGCCCT 
CCTNCTTGCTTTGGGGTTCCGTGTCAACTCTGCCTGT 
>SEQUENCE:9481:prostate_MPM2000-004P6_Table5 

CTAAAGG G A AC AAA AGCTG G GTACCG G G CCCCCCCTCG AG AGTACTTCTAG AATTAATT A 

AGGGGGCAGGGATTTAGGGTCAGTGAGACGGACCTCTTAATCACTTATTTTGTACACATC 

AAAGCAGTGACATTGTGTTTCTTTAAAAATACTAGGGGCCAGCCCGGGCACAGTGGCATG 

CCTGTAATCCCAGCACTTTGGGAGGCCAAGGTGGGCAGTTCACCTAAGATCAGGAGTTCA 

AGACCAGCCTGCCAACATGGTGAAACCTCATCTCTACTAAAAAAAAAAAAAAAAAAAAAA 

AAAAACCGGGCCCCCCCCCGGGGGGGACCCCCAATCCCCCTTAAAGGGAGGGAATTAACC 

CCCCCTCCTGGGCCGGG I I I I I 

>SEQUENCE:9482:prostate_MPM2000-004P6_Table5 

TAACTCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTA 

GAATTAATTAAGGCGGGGATGAGAAATGGACAGGGAGGACCACATAGGGCATAGGAAAGA 

CAGTA GAGAAGGAAATTCATTCCAAATAGAGGTAAGAAGATAGCAGTAATGTGACACATG 

ATTTTATAAACCATTCCTTAATTTAAGATCTTGGCAGTCTTGAGAATTCCATTGAAGGGA 

ATATTGT CTTCT AAAACCTACGTCACAGCCAAAAAGCCCTGCATGTTAAACTTACCTTCA 

G AATG ACTTTT ATG GTGTGTTC AG AAGTATAC AGG A AGTATTC AG CCA AG ACT AGG G CCT 

AAC TCAG CACTAGGCACAGAGGTACTGAATTATAAGTTTTTGGTGCCTATTAACATATAC 

GTGTTTTGAAACCCGGCAGTTAAGTTTCTATTCCACCAAAACGCCCAGTATTTTTTGTGA 

TTATG 

>SEQUENCE:9483:prostate_MPM2000-004P6_Table5 

AAATAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAAT 

TAAGGCGGGGAACATCACACACCAGACCCTGTTGCTGGGTGGGGGACTGTGGGAGGTATA 

GCATTAGGAGAAATACCTAATGTAAATGACGAGTTGATGGGTGCAGCCAATCAACATGGC 

AC ATGTA TACCTATGTAACAAACCTGCACGTTGTGCACATGTACCCTAGAACTTAAAGTA 

TAATTTTAAAAAAAAAGGAATAATTAATCACCTATCAAATTTTAAAAAAAAAAAAAAAAA 

AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAGGGCCCCCCCCCCG 

GGGGGGAACCCAAATCCCCTTATAAGGGGG I I I I I I I CCCCCCCCCTTTGGGGCCTTTTT 

TAAAAATTA 

>SEQUENCE:9484:prostate_MPM2000-004P6_Table5 

ATAAAG G G AAC AAAAGCTG G GTACCG G G CCCCCCCTCG AG AGTACTTCTAG AATTAATT A 
AGGGGGAAATAGGGAATAAACAACGCTAAGCATAGTTGTACTATCTCAGATAGTGATAGA 
CCAGGATAAGAGGTTAGAAAGTGAAGGTGAAGTGCTCTTGTTTTCCTGAGTAACACTCTT 
ACTCCAGATACATATACAGGTCACTCAACTCCTTCAATTTGTAAATCTCTGGTTAAATAG 
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AAAGGTAGCAGATCAGCCCTCCTTGATCTCTGCCAACTTAATATTTGAACAGAGATTTAA 
AGG AAAAAATATTACAG AAGTG G G AATCCTC AAAATACTTTCT AAAACTAGCAAAGTG CT 
GGGATTATAGGCATAAGCTACTGCACCCATCTCAGAATTTGTCTATGTTTACAATATTAT 
C AATG G GT AG AC AG CTAATTGC AC AG A ATATAAATG AG GAG AG GTAG ATTTTTATT AATG 
TGTACATTTTCCTTAATTCCTGATTTACTCAGGCCCAGGCTTCTTTGTTTCTGGTCTTGG 
ATCTATGGGCCTGTGTAAATCTTTGTCACTTAGCTAAAAGGATTTCTTGAAAATCCTTGT 
AGTTG GTTATTG AG C ATTTACT 
>SEQUENCE:9485:prostate_MPM2000-004P6_Table5 

GGTACCGGGCCCCCCCTCGAGATACTTCTAGAATTAATTAAGGCGGGGTTTATATGCACT 
TTCTTCCG ATCTGTACCTG AG AGGTTTGTG G AAAAG ATGGCAAATGGG G AATAAAAAG AT 
TTTGTGTCACCAAAAAAACANAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 
AA AAAAA AAAA AAA AAN N N N NCCCCCCCCCCCCC 
>SEQUENCE:9486:prostate_MPM2000-004P6_Table5 

AGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGC 

GGGGGATGAAGTCAAAGTGTACAG I I I I I ATTAGTTTTCTTTCTG AGTGTTTGTTTATG C 

AGTTAGTG ATAAGTTATC ATC AGTCTAAAAT AATG G GTT AT AAG ATATTATTTG C AAGCC 

TCGTGGAAACCTCAAATCAAAAACTACAACAGTTACAAAATAAATAAATAAATAAAAGGC 

ACGAAGTTAAAACATACCACCAGAGAAAATCACCTTTGCTGAAAGGAAGACAGAAAGAAA 

GTGAAGATCACAAAACAACCAGAAAACAAATAACAAAATGGCAGGAGTATGTTTTTACTT 

ATTAAAAATAAGATTTAATGTAAATGAACTAAACTCTCCCGTCAAAAGACATAGAGTGGA 

TGAGTGAATAAAAAAAAAAAAAGACCAAATGATCTGTTGCATGCAAGAAACACACTTCAC 

TTACAAAGACAA 

>SEQUENCE:9487:prostate_MPM2000-004P6_Table5 

ACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGGA 
CATGACTGATCCCCTCAAAGCATGCTCAAGCCTGGAGTCTGCCCCCAAAAGTTTCACATA 
TG G CCAG G CATCCTCTG CGTTTCTTTCCCTG G ACCTG AACTGTG G AC ATG CCATT AAACT 
CTCTCTATAATGTAACTGAAACTGCTGGCTGGGCGCACTGGCTACCACCTGTAATCTCAA 
CCCTTCC 

>SEQUENCE:9488:prostate_MPM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAG 

GCGGGCGGATCATGTGGTCAGGAGATCGAGACCATCTTGGCCAACACGGTGAAACCCTGT 

CTCTACTAAAAATACAAAAATTAGCTGGGTATGGTGGCAGGCGCCTGTAGTCCCAGCTAT 

TTGGGAGGCTGAGGCAGAAGAATGGCATGAACCCACGAGGTGGAGCTTGCAGTGAGCCAA 

GATCATGCCACCGCACTCCAGCCTGGGTGACAGAGCGAGACTCCGTCTCATNNNTNNAAA 

AAAAAA AAAAAAAAAAAGGGCCCCCCCCCGGGGGGGAACCCACAATCCCCCTTTAAGGAG 

E I I I I I CCCCCCCCCCCCCGGGCCGGTTTTAAAAAAAAAAANNNTNNTNNTTTATTTTTA 

CACTATTACAGATACGCTAGCATCCGTTATTGAAGGCTCAAC I I I I I I I I I I I I I 

>SEQUENCE:9489:prostate_MPM2000-004P6_Table5 

TCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAA 

TTAAGGCGGGGGACGGGTGGGTGCAGTGGCTCACATCTGTAACCCCAGCACTTTGGGAGG 

CTGAGATGGGCAGATCACTTGAGGTCAGGAGTTCGAGACCAGCCTGGCCAACATGGTGAA 

ACCCCATATCCATTAAAAATATTTAAAAATTAGCCAGACATGGTGGCACGCGTCTGTGGT 

CCTAGCTCCTCGGGAGGCTGAGGCAGGAGAATCGCTTGAACTCGGGAGGCAGAGGTTGTC 

ATGAGCTGAGCTAACACCACGGCACTTCAGCCTGGGTGACAGAATGAGACTCTGTGTCAA 

AAAAATAAAAAATAAAAAATCTAAGGGCTCAGGAAAAAAAAAAAAAAAAAAAAAAAAAAA 

GAAANCNGCCCAATNCCAAAAAAAAAAAAAAANNCCCCCCCCCCCCCCCGGGGGGGAACC 

CAAACCCCCAAGGGGGGGGGGAATTCTCCCCCCCCCCCCGGGGGGTTTTATAAAAAAA 

>SEQUENCE:9490:prostate_MPM2000-004P6_Table5 

AAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGGTGG 

TCATCAAAATAGCTACAAACCATACTAAATTATTCCATTTGCAACTTATCCCCAACAGGT 

GGTGAAGCAGTATTTTCCAATTTGAAGATTCATTTGAAGGTGGCTCCTGCCACCTGCTAA 

TAGCAGTTCAAACTAAATTTTTTGTATCAAGTCCCTGAATGGAAGTATGACGTTGGGTCC 

CTCTGAAGTTTAATTCTGAGTTCTCATTAAAAGAAATTTGCTTTATTTAAAAGTAACAAA 

TTTAAAAATAAATAGGGGCCCCCCCCCCGGGGGGCCCCCATTCCTCCTTTGAGAGGTTTC 

ATTAACCCCCCCTTGAGTGGCTGATTTTTTAAATGTTAGAATATGACATGCTATGGAAAT 

CACTGTATACGAATTCATCTGCTrATGGATATGTTATTGCTTCTTATTTTTGTCTGTTAG 
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AAAGGTAGCAGATCAGCCCTCCTTGATCTCTGCCAACTTAATATTTGAACAGAGATTTAA 

AGGAAAAAATATTACAGAAGTGGGAATCCTCAAAATACTTTCTAAAACTAGCAAAGTGCT 

GGGATTATAGGCATAAGCTACTGCACCCATCTCAGAATTTGTCTATGTTTACAATATTAT 

CAATGGGTAGACAGCTAATTGCACAGAATATAAATGAGGAGAGGTAGATTTTTATTAATG 

TGTACATTTTCCTTAATTCCTGATTTACTCAGGCCCAGGCTTCTTTGTTTCTGGTCTTGG 

ATCTATGGGCCTGTGTAAATCTTTGTCACTTAGCTAAAAGGATTTCTTGAAAATCCTTGT 

AGTTGGTTATTGAGCATTTACT 

>SEQUENCE:9485:prostate_MPM2000-004P6_Tabte5 

GGTACCGGGCCCCCCCTCGAGATACTTCTAGAATTAATTAAGGCGGGGTTTATATGCACT 
TTCTTCCGATCTGTACCTGAGAGGTTTGTGGAAAAGATGGCAAATGGGGAATAAAAAGAT 
TTTGTGTCACCAAAAAAACANAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 
AAAAAAAAAAAAAAAAN N N N N CCCCCCCCCCCCC 
>S EQ U ENCE:9486: prostate_M PM2000-004P6_Table5 

AGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGC 

G GG G G ATG AAGTCAAAGTGTACAGTTTTTATT AGTTTTCTTTCTG AGTGTTTGTTTATG C 

AGTTAGTGATAAGTTATCATCAGTCTAAAATAATGGGTTATAAGATATTATTTGCAAGCC 

TCGTGGAAACCTCAAATCAAAAACTACAACAGTTACAAAArAAATAAATAAATAAAAGGC 

ACGAAGTTAAAACATACCACCAGAGAAAATCACCTTTGCTGAAAGGAAGACAGAAAGAAA 

GTG AAG ATCACAAAACAACCAG AAAACAAATAACAAAATG G CAGGAGTATG I I I I IACTT 

ATTAAAAATAAGATTTAATGTAAATGAACTAAACTCTCCCGTCAAAAGACATAGAGTGGA 

TGAGTGAATAAAAAAAAAAAAAGACCAAATGATCTGTTGCATGCAAGAAACACACTTCAC 

TTACAAAGACAA 

>SEQUENCE:9487:prostate_MPM2000-004P6_Table5 

ACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGGA 
CATGACTGATCCCCTCAAAGCATGCTCAAGCCTGGAGTCTGCCCCCAAAAGTTTCACATA 
TG G CC AG G CATCCTCTG CGTTTCTTTCCCTGG ACCTG AACTGTG G AC ATG CC ATTAA ACT 
CTCTCTATAATGTAACTGAAACTGCTGGCTGGGCGCACTGGCTACCACCTGTAATCTCAA 
CCCTTCC 

>SEQUENCE:9488:prostate_MPM2000-004P6„Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAG 

GCGGGCGGATCATGTGGTCAGGAGATCGAGACCATCTTGGCCAACACGGTGAAACCCTGT 

CTCTACTAAAAATACAAAAATTAGCTGGGTATGGTGGCAGGCGCCTGTAGTCCCAGCTAT 

TTGGGAGGCTGAGGCAGAAGAATGGCATGAACCCACGAGGTGGAGCTTGCAGTGAGCCAA 

GATCATGCCACCGCACTCCAGCCTGGGTGACAGAGCGAGACTCCGTCTCATNNNTNNAAA 

AAAAAAAAAAAAAAAAAGGGCCCCCCCCCGGGGGGGAACCCACAATCCCCCTTTAAGGAG 

I I I I I I CCCCCCCCCCCCCGGGCCGGTTTTAAAAAAAAAAANNNTNNTNNTTTATTTTTA 

CACTATTACAGATACGCTAGCATCCGTTATTGAAGGCTCAAC I I I I I I I I I I I I I 

>S EQU ENCE :9489: prostate_M PM2000-004P6_Table5 

TCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCC \GAGTACTTCTAGAATTAA 

TTAAGGCGGGGGACGGGTGGGTGCAGTGGCTCACATCTGTAACCCCAGCACTTTGGGAGG 

CTGAGATGGGCAGATCACTTGAGGTCAGGAGTTCGAGACCAGCCTGGCCAACATGGTGAA 

ACCCCATATCCATTAAAAATATTTAAAAATTAGCCAGACATGGTGGCACGCGTCTGTGGT 

CCTAGCTCCTCGGGAGGCTGAGGCAGGAGAATCGCTTGAACTCGGGAGGCAGAGGTTGTC 

ATGAGCTGAGCTAACACCACGGCACTTCAGCCTGGGTGACAGAATGAGACTCTGTGTCAA 

AA AAAT AA A A AAT AAA A AATCTAAG G G CTC AGG AAAAAA A AAAA A AAAA AAA A AAA A AAA 

GAAANCNGCCCAATNCCAAAAAAAAAAAAAAANNCCCCCCCCCCCCCCCGGGGGGGAACC 

CAAACCCCCAAGGGGGGGGGGAATTCTCCCCCCCCCCCCGGGGGGTTTTATAAAAAAA 

>SEQUENCE:9490:prostate_MPM2000-004P6_Table5 

AAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGGTGG 
TCATCAAAATAGCTACAAACCATACTAAATTATTCCATTTGCAACTTATCCCCAACAGGT 
GGTGAAGCAGTATTTTCCAATTTGAAGATTCATTTGAAGGTGGCTCCTGCCACCTGCTAA 
TAG C AGTTCAA ACTA A AT I I I I I GTATCAAGTCCCTGAATGGAAGTATGACGTTGGGTCC 
CTCTGAAGTTTAATTCTGAGTTCTCATTAAAAGAAATTTGCTTTATTTAAAAGTAACAAA 
TTTAAAAATAAATAGGGGCCCCCCCCCCGGGGGGCCCCCATTCCTCCTTTGAGAGGTTTC 
ATTAACCCCCCCTTGAGTGGCTGA I I I I I I AAATGTTAGAATATGACATGCTATGGAAAT 
CACTGTATACGAATTCATCTGCTTATGGATATGTTATTGCTTCTTA Mill GTCTGTTAG 
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GAATAAAACTG 

>S EQ U ENCE:949 1 :prostate_M PM2000-004 P6_Table5 

A AT AAAG G G A ACAC A AG CTG G GTACCG G GCCCCCCCTCG AG AG TACTTCTAG A ATTAATT 

AAGGCGGGAAGGCATAACTCCAACAAAAAATTACAGAGTAAAGTTCCCTGATTCTTAATG 

TGTAATGTCTGCCCTATGTGTACATACACAATATAATTATACATCTGTGCATATAAAAGA 

AAAACAAAAAAAAAAAAAAAAAAAAAAAAATTTGGGCCCGCCAAGGGGGAGGCCCAAAAA 

ACCCCACAAGATGGGAGGCAAAACCCCCCCGCCAGGGGGTACAAATAAAAAAAAAAATTG 

GAAGATAAAAACAAGATAGAAAATGAAAATATTGTCACGAGTTTCAGATAGAAAATGAAA 

AACAAGCTTAGACAAGTATTGGAGAAGTTTACAAGATAGAAAAATATAAAGCCAAAAATT 

GGA 

>SEQUENCE:9492:prostate_MPM2000-004P6_Table5 

GGTCCCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGGTTTCACCATAC 

TGACCAGGCTGGAGTGCAGTAGTACAATCACAGCTCACTACAGCCTTGACCTCCCCAGGC 

TCAGGAGATCTTCCCATCTCAGCCTCCCAAGTAGCTGAGACTAAAGGTGCACACCACCAT 

GCCCATCTAA I I I I I I IGTAI I I I I CAGAGATAGGGTTTTGCTCTGTTGGCCAGGCTGGT 

TTCAAACTCCTGGCCTCAAGCACCTCGGCCCCCCGCAGTGTGCTGGGATTACAGGCATGA 

GCCACCATGCCTGGCCAAAAT I I I I I I I ATGTAAATCTTTCTGATAAAAATTTCAGATCC 

AGATGGCTTGACTGGTAAATCCTTTCAAATAATTAAGGAGGGAGTAATATGAATCCCACA 

AAAACTTTTAGAAAACATAGAAGACAATACTTCCCAAGTAATTTTATGAGGCCAGTGTTA 

ACTCTGATACCAAAACCAAACACCTAACAAATAGACCAGGAGTCAGCAAACCATGGCTTG 

TGGGGCCAAACCAGACTATG 

>SEQUENCE:9493:prostate_MPM2000-004P6_Table5 

CTTCACTAAGGGAAACAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTA 

ATTAAGGCGGGAATATCATCGCCCCATTCAGCCTGAAGAAGTTACAGAAGATGGATCTTT 

GTCCCTCTACGACTGTTAGGATTAAGGGTTCTGCTGTAAAAGGGAGGGGGGAAACATGTC 

AGGGGTGTCTGAACCAGAGAAACTCCATCTTGAATAGGGGGTGAGTAAAATAAGGCTGAG 

ACCC ACTG G G CT AC ATTCCCAG G AG GTTAG G C ATTCTA AGTC ACAG G ATG AG AC AG G AG G 

TCGGCACAAGATACAGGTAATAAAGACCTTAATGATGAAACAGGCTGCAGTGAAGAAGCT 

GACCAAAACCAAGATGGCGATGAAAGTGACCTCTGGTTGTCCTTACTATTCATTATACTC 

>SEQUENCE:9494:prostate_MPM2000-004P6_Table5 

GCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACT 

TCTAGAATTAATTAAGGCGGGAGAGCAGACATCTCTTTTCTTTAAATAAACATGCCCCCA 

GCATTCGGCCTTAGGGCTCTCACCTTCTCTTTCTTTCCCTAAGTCAAAGCAAACCTCTCT 

TTCACCTGTTATAGAAGTCTAGCTAATTCCCACTTCTTAGGATGAGGGAAAGATAGAGCA 

CTTCCAATGATAGTGAATCTAAAAAGAAATGGAAGAA I I I I I ATTATAGTGGTCACCTGT 

ATGAGTTCTTATTAGACAGGTATTTTTAAAGGAAAAAAAAAAAATAAAAAAAAAAAAAAA 

ATGGCGGCCGCCACCGCGGTGGAGCTCCAATTCGCCCTATAGTGAGTCGTATTACGCGCG 

CTCACTGGCCGTCGTTTTACAACGTCGTGACTGGGAAAACCCTGGCGTTACCCAACTTAA 

TCG CCTTGCAGCACA 

>SEQUENCE:9495:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGCGGGGGGATCAGCTGACGTCATGAGTTGGAGACCAACGTGGCTAACATGGCATAACC 

CGGTCTCTACTATAAAGACAAAAATATTTATCCGGGCTTAGTGGCAGGCGCCTGTCTTCC 

CAGCTACTCAGGAGGCTGAGGCAGGGGAATTGCTTGAACCAGGGAGGTGAAGGTCGAAGT 

GAGCCAAGATCGTGCCACTGCACTCCATCCTGGGCGACAGAGCGAGACTCCGTCTCAAAA 

AGAGAAAACAAACAAACAACACCAACAGCAAAACAAATTATCCGGGAGTGGTGGTGCACA 

CCTGTAATCC 

>SEQUENCE:9496:prostate_MPM2000-004P6_Table5 

CCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATT 
AATTAAGGCGGGAAAGACAATGGTAGGGGCCTGTTTAGGGAAGAGCTAGGAAGAGATTAG 
CATCTCATTTCTAATGATGTAATACATAGAATCTTGCAGGAGCCTTTAGTGAAGTGTAGT 
TT AAGTC ATTT AATACT AAAATTT AT ATA A AGTGTCC AG A ATG CCTTTT ACTGT AA ATAA 
CTTATTAAAATAATAAACTGCCCAAACAAGAAGACAAAAAGAGACACCAGATAAAAAAAA 
A AAA AAA AAAA A A A AAA AAA A A AAAA A AAA A A NNNNGGGGGGCCCCCCCCGGGGGGGGAA 
ACACCCTI I I I I I I I GGGGGG I I I I I ICCCCCCCCCCCTCGGGGGGG GT AAAA A A AA A 
>SEQUENCE:9497:prostate_MPM2000-004P6_Table5 
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CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGCGGGGGGGGGCCAATGTGGTGGGCCTGGACGTGGGGAGGCAGAGACGGTCAGATCA 
C 

CTGAGTGAGGACAGGGGTTGCATACCAACCTGACCAAGATGGTGAAACCCTTGTCTTTCC 

CAAAAATGCAAAAATTATCCAGGTGTCTTTGGTGCCAACTGGTGTTTGAAAGTATGGACC 

TGAT AGGTT TACCTAGAGAACAGGTGGTTTTTAAGGGTTATCTTAGATGTTTCACACCGG 

AAGG l I I I I AAACACTCAGATGTCTAAATTTATAGTTAAGGCTCAAAAGTATATTTATTG 

CAGAGGATGTTCATAAGGCCAGTATGATTTATAAATGCAATCTCCCCTTGATTTAAACAC 

ACAGAT ACACACACAC ACACACACACACACACAAACCTTTTGTCTTTGATGTTACAGATT 

TAATACATTTTATTTTTAAAGATAGATCCTTTTATAGGTGAAAAAAAACAATTTGGGAGA 
AAAA 

>SEQUENCE:9498:prostate_MPM2000-004P6_Table5 

AAGCTGGG TACCGTG CCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGAGGGGGGGTT 

TGGTGGAAATTTTTTGTTATGATGTCTGTGTGGAAAGCGGCTGTGCAGACATTCAATTGT 

TATTAAAAAAAAAAAAAAAAAAACCCTACAAAAAAAGCTAGAGAAAAAAAAAAAAAAAAA 

AAAAAAAAGGTCCCCCCCCCCCCACGGGGAGACCACCCTCACCCTTAAAAAAAAATCTAT 

ACACCCCCCCCAGACGGGCTGTTTAGTAAAAATAAGTGGAGAGGGTGTGGAAAGTT 

>SEQUENCE:9499:prostate_MPM2000-004P6_Table5 

AGGGAACAAAGCTGGGTACCGGGCCCCCCCTCGAGATACTTCTAGAATTAATTAAGGCGG 

GAAATGCATCAAAAGACTTAAAGGTAAAGCGTATTACCCCTCGTCACTTGCAACTTGCTA 

TTCGTGGAGATGAAGAATTGGATTCTCTCATCAAGGCTACAATTGCTGGTGGTGGTGTCA 

TTCCACACATCCACAAATCTCTGATTGGGAAGAAAGGACAACAGAAGACTGTCTAAAGGA 

TGCCTGGATTCCTTGTTATCTCAGGACTCTAAATACTCTAACAGCTGTCCAGTGTTGGTG 

ATTCC AGTG G ACTGTATCTCTGTG AA A A 

>SEQUENCE:9500:prostate_MPM2000-004P6_Table5 

AGCCCTAAATAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGA 

ATTAATTAAGGCGGGAGGATCACTTGAGCTCTGGAGTTCAAAACCAACCTAGGCAACATA 

G CG AG ACCCTCTCTCTAC AAA AA A ATAATAATAATAATAATTAG CTG G G CAT AGTG ACAC 

ACACCTGTAGCTCCTGCTTCTTGCGAAGCTGAGGCCAGAAGGTAAAGGCTACAGTTACCT 

ATGATTGTGCCTCTGCACTCCAGCCTGGGCAACAGAGCAGACTCAGTGTCTCCCAAAAAA 

AGGAAAAAAAAAAAATCTGTACCAACAATTTTCAAAAAGGCTTTAAAAATCGTGGGAATG 

ATTTCTTTCAAA TGATG GGGGCTATAGCTGGTATCACTTGATAAGCATTTTTGTAATACC 

CTTATTTGGAGAT TTTA AAAGAATAAATATCCTTAAATTTTTTGAGTTATAAATTCATAC 

TGGTTAGTAAATATTTTAAATGTCCCCACTGATATTCTCTATTTTGCATAAA 

>SEQUENCE:9 501:pr ostate_MPM2000-004P6_Table5 

CTGGCCGTCGTTTTACACCCCGAAACACAGCTATACCCTTGATTCTGGCCGCGCCTTTCC 

CCCACAGAACAGGGAGAATCAATTTAGGCGGGGAGGAGGAGGAGGCCAAAAAAAAATATT 

I I I I I ACTGTCGGGCCAATTGTGAAAATGAATATCATGCAAACAAATTATGCTATTCTTT 

TTTCAAAGTAATACCTATGCCTAGGGATCCTGTTGATCTGTGACCTTACCCCCAAACCCT 

G AGCTATATG AAG CGTGCCCCG CGTCCACTCAG G GTTAAATG G ATTAA AGG CGGTGCAAG 

ATGCGCCCCGTTAAACAGATGCTTTAAAGCAGCATGCTCGTTAAGAGTCACCACCAATCC 

CTAATCTCAAGTAATCAGGGACACAAACACTGAGGAAGGCCGCAGGGTCCTCTACCTAGG 

AAAACCAGAGACCTTTGTTCACTTGTTTATCTGCTGACCTTCCCTCCACTATTGTCCCAT 

GACCCTGCCAAATCCCCCTCTGTGAGAAACACCCAAGAATTATTAATTAAAAAATAAAT 

>SEQUENCE:9502:prostate_MPM2000-004P6_Table5 

AACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGA 

ATT A ATT AAG G CG GG GTAAG ATTTG CCG AGTTCCTTTTAC I I I I I I I AACCTTACCTTAT 

GTGCCTTTCTTCATTGCTGATTTTAATCTGTATCCTTTCACTGTAATAAACTGTAACTAT 

GAGTGCAAAAAAAAAAAAAAAAAAAAAAAAAAAAGCGGCCCCCCCCCGGGGGGGAACCCC 

AACTCCCCCTAATGGGGGCTTTTTTCCCCCCCCCCTGTGTGCCTATTTTAAAAAAATTTC 

CCAAAAAAAAAAAAAAAAC 

>SEQUENCE:9503:prostate_MPM2000-004P6_Table5 

AATAAAGGGAACAAAAGCTGGGTAGCCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAAT 

TAAGGCGGGAGGATTGCCTGGGCCTGGGAGTCAGAGGCTGCAGTGAGCCAGGAGCAAGC 
C 

TGTGAATAGCCACTGCAGTGCAGTGGGCAGTGTGGAATAGACCCCATTTCAATTAAACAA 
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AAAAAAAAAAAAAAAAAAAAAAAAGGGGGGCCCCCCCCGGGGGGGACCCCCAATTCCCCT 

TTTAAGGGGTTTTTTTCCCCCCCCCTATGGGCCTTTTTTTAAAAAANGGAGGGGCTAATG 

CCTGTAATTCCAGGACTTTGGGAGGCTGAAACGGGAGGATAACTTGAGGCCAGGAGTTCA 

AAACCAGCCTGGGCAACATAACAAGACCCCTTCTGTCCNAAAAAAAAAAAAAAAAAAAAA 

TATGGGGGGGGGCCCCCCCGGGGGGG 

>SEQUENCE:9504:prostate_MPM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAG 

GCGGGAGATCAAGGCCATCCTGGCCAACATGGTGAAACCCTGTCTCTACTAAAAATACAA 

AAATTAGCCGGGTGTGGTGGCGCACACCTGTAATCCCAGCTATTCGGGAGGCTGAGGCAG 

GAGAATCAGTTGAACCCGGGGGGCAGAGGTTGCAGCGAGCCAAGATCACACCACTGCACT 

CCAGCCTGGCGACACAGTGAGATTCCGTCGCNNANNANAAAAAAAAAAAAAAAAAAAAAA 

GGCCCCCCCCCCGGGGGGGGCCCCCAATTCCCCCTATTGGGGGTTTTTTTCCCCCCCCCA 

AAGGGGCGTTTTTTAAAAAAAA 

>SEQUENCE:9505:prostate_MPM2000-004P6_Table5 

GGCCGTCGGTTTACAACCCTAAATAAGGGGAACACATGCTGGGTACCGGGCCCCCCCTCG 

AGAGTACTTCTAGAATTAATTAAGGCGGGGGTTGCAGTGAGCAGAGAGCGGGCCATTACA 

CTCCA GCCTGGGTAACAGAGCAAGACTTCGTCTAAAAAAAAAAAGCAATATAACTGAGGT 

I I I I I CTAAACAAAAGTAATGAGCATACTAACAAGTTAATGGCAAGCCATTTTGTAAATA 

TTACCAACAGGGACTTCAAAAAAACACTTTGAGATGGTCCCATGTGAACTGAGGATTGGG 

TGTGGGTTTTCACTTGTTTCCTGATCCACAGATGAATTACCATCGGCAATGTTTTTCTTA 

AACATAAAAACCATATACCTATTTGCACACTACAAATTCAAAGAGTGCTTTTAACGTAAA 

AAGTGGAATATAAGTGACTATGAAGTTCATAACAATTTCTAAAAAATGAAAATAAAAGCT 

TAAAGTAGTTGCTTTCTTTAAATAGGGAATCTTATAAGAGATATGAAATTCAACATCTAC 

TGTACTTTAAGCCTATATCTTATTGATAATTTAAAATTATAATTAGTGTTCTTGGGACTG 

A 

>SEQUENCE:9506:prostate_MPM2000-004P6_Table5 

GCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGGGAACTAT 

CATTCTGAGCAAACTATCGCAAGGACAGAAAACCAAACACCGCATGTTCTCACACATAGG 

TGGGAATTGAACAATGAGAACACTTGGACCCAGGGCGGGGAACATCACACACCAGGGCCT 

GTCGTGGGGTGGGGACATGGGTGAGAGATAGTATTAGGAGAAATATGTAATGTAAATGAA 

GAGTTAATGGGTACAGCAAACCAACACGGCACATGTATACATATGTAACCTGCACATTGT 

GCACATGTACCCTAGAACTTAAAGTATAATTTAAAAAATAAATAAAAATAAAAGGATAAT 

AAAGAAATACTAAGAAAAACTGCTCTGCCCATGTATTTGATAACTTAGATGAAATTTCTT 

TAATCAAGACACAAACTTCCAAAATATACACAAGGAGAAATACATCATCTCA 

>SEQUENCE:9507:prostate_MPM2000-004P6_Table5 

AAC AAAAG CTG G GTTCCGGG CCCCCCTACTAG AGTATTTATAG AATTAATT AAAAGTAAA 

TATTCAAGTTATAGGTATATTTAAAGGAGTGATAGACAGCTTTTGAAACTGTCATTGCAA 

AACTGTCACTGAGACAGTCAAAGAGATCCCACCCAAAAAAAAAAAAAAAAAAAAAAAAAA 

AAAAAGCGGCCGCCACCGCGGTGGAGCTCCAATTCGCCCTATAGTGAGTCGTATTACGCG 

CGCTCACTGGCCGTCGTTTTACAACGTCGTGACTGGGAAAACCCTGGCGTTACCCAACTT 

AATCGCCTTGCAGCACATCCCCCTTTCGCCAGCTGGCGTAATAGCGAAGAGGCCCGCACC 

GATC GCCCTTCCCAACAGTTG CGCA GCCTGAATGGCGAATGGAAATTGTAAGCGTTAATA 

TTTTGTTAAAATTCGCGTTAAATTTTTGTTAAATCAGCTCATTTTTTAACCAATAGGCCG 

AAATCGGCAAAA 

>SEQUENCE:9508:prostate_MPM2000-004P6_Table5 

CATGATTACTGGCCGCGCGCATACAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGG 

CCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGACGACTCTCGGCGAAGAACGT 

CTCTCATCAGAGACTCTTAATAGCAGAGTTGACCAAGCAGAAGAATTGGCGAGCTTGACG 

ACAGGCTATTTGAAATATCCACTCAGAGATAATAAAAGAAAAAGCATGAAGCATGCCTAC 

AAGATCTAGAAAATAGCCTCAAAAGGGCAAATCTAAGAGTTATTGGCCAGTAGAGAGAGA 

GATAGCAGAGTAGAAAGTTTATTCAAAGGGATAATCACAGAGAACTTCCCAAACCTAGAG 

AAAGACATCAATATTCAAGAACAAGAAAGTTATATAAAAACAAGCAGATTTAAACCTTAT 

TAAATAAGACTACCTCAAGACATTTAGTAATCAAACTTCAAAAGGTTGAGAATACAGAAA 

G G ATCCTA AAAG AAGCAAG AG AATAAAAAC AAATTA 

>SEQUENCE:9509:prostate_MPM2000-004P6_Table5 

GCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 
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TACTTCTAGAATTAATTAAGGCGGGTGAAACTTTGTTGAGGAACAGGATATTTATATAGT 

TTCAATGTATTTCTCCATCAAATACTTCTTAACTACCAAAGAGAAAGAAGTGATTTTTAT 

AATGAAGAAACCTGGAAGATAATACCTTAATCAAATGTTTAAAGTTGACATCACTTGTAA 

AAGCACAACTCAACATCATGTGTCTCCTTGACATGATACAAGGAGACAGACAATATGACT 

TCTGTGTTATTTCTTGTAAAAATGAAAAACCTGCATCATCATGAACAAATAGAAAATTCA 

AATTTAAGGGTATTTGAAAAAATAACTGGTCTGTATTCTTCAAAAATGTCAAGGTCCTGA 

AAGACAAGGAAATAGTAAAAAACTATTCTACATTGAAGAACATTAAAAGTAACAAGGCAA 

CTA AG CAC AAC AT ATG GTCCTCA AC AG AC 

>SEQUENCE:9510:prostate_MPM2000-004P6_Table5 

AT A AAG G G A AC A AAAG CTG GGTACCGGG CCCCCCCTCG AG AGT ACTTCTAG AATTAATTA 
AGGCGGGTGGATCACGAGGTCAGGAGATCGAGATCATCCTGGCTAACACGGTGAAACCCC 
GTCTCT ACTAAAAAA A AAA AAA AAA AAA A AAA AAAA AA A AA A AAA A AAAAAAA AAAG G G G 
GCCCCCCCCCGGGGGGGAACCCCAACCCCCCCAAAAAGGGGGGTTTAAACCCCCCCCCC 
G 

GGGGCC I I I I I AAAAAA 

>SEQUENCE:951 1 :prostate_MPM2000-004P6_Table5 

CTGGCCGTCGGTTTACAACCGGAAATAAGGGGAACACATGCTGGGTGCCGGGCCCCCCCT 

CGAGAGTACTTCTAGAATTAATTAAGGCGGGAGAGCAGACATCTCTTTTCTTTAAATAAA 

CATGCCCCCAGCATTCGGCCTTAGGGCTCTCACCTTCTCTTTCTTTCCCTAAGTCAAAGC 

AAACCTCTCTTTCACCTGTTATAGAAGTCTAGCTAATTCCCACTTCTTAGGATGAGGGAA 

AGATAGAGCACTTCCAATGATAGTGAATCTAAAAAGAAATGGAAGAATTTTTATTATAGT 

GGTCACCTGTATGAGTTCTTATTAGACAGGTATTTTTAACGGAAAAGAAAAAAAAAAAAA 

AAAAAAAAAAAAGGGGCCCCCCCCCGGGGGGGCCCCCAATTCCCCCTTAAGGGGAGGTTT 

TTCCCCCCCCCTCTGGGGGGG I I I I I I 

>SEQUENCE:9512:prostate_MPM2000-004P6_Table5 

AACCCTAAATAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGA 

ATTAAT TAAGG CGGGGGGCAAGAGTAAGCCTTAGGAAAAAAAAATGAAACTATTTCATCT 

TTGGACTTTTCAATACTATTGGAGTGA I I I I I I I CTTTCT A A AC AG G G AAA AT A ATG TT A 

CAAAAGCATCTTTTTTGTTATTTGTTTGCATCCCTCCCCCACACCCTGGTGTTTTAAAAT 

GAAGAAAAAAACCATCACCTTTTGTACAAAAACTCTTAATGATTAAAAAAACAAACAAAA 

CATAAAACAAAAAAAACAAAACAAAATAAAAAAAAACAAATAAAAAAAGCAAACCCGACA 

ATAAAACAAAATAAAGAAAAAAATTTATAAGTATAGGCGACGAGACCTGCCGATCCTGGT 

GATACTCTAGAAGGACAAGATAGATTCTTAGTTCAACTTTAAATTTGCCCACAGAACCCT 

CTAAATCCCCTTGTAAATATAACTGTTAGTCCAAAGAGGAACAGCTCTTTGGAACACTAG 

GAAAAAACC 

>SEQUENCE:9513:prostate_MPM2000-004P6_Table5 

AATTAATTAAGGGGGGGCACGGTGCCTGTAATTATTAAACATGAATTCAATTAAAAAAAA 

AAAAAAAAAAAAAAACCCAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 

AAAAAAAAAAAAAAAAAAAAGCCCCCCCCCCCCCGG G G GGCCCCCCCCCCCCCCCA AAAA 

GGGGGGATTCCCCCCCCCCCCCCGGGGCGGGTTTAAAAAAAAAAGAGAGGGGGGANAACT 

NTTTCCCCGGGGGG I I I I I I CAAAAAAAAA 

>S EQU ENCE:95 1 4: prostate_M PM2000-004P6_Table5 

AGCGCGCAATTAACCCTCACTAAAGGGACCCCCCCTCGAGAGCACTCCTCCACTCAATAA 

AAGCTGTGAGGGAATATATGTGCCTTTACGCTTACCTAACCCTGTCCTCCCTACAAGACT 

GACAGTACACATTTCATATCTGGATTTTTACGACTAATGATGGCTATCTCTAATGGTAAT 

CTACTCACTGAACCAGTTAATTTCAAAGCTTTACACAGTGCTTTGAGAGGATAAGACTTG 

CTGGA ACGG CACAGTGAAGTACGAGATC I I I I I I I I I I CTAATCAGACATCCACAGGAGG 

AAAATGTTTTAACTCTGCCTCCTAAAATGGAGAATGTACTTCACCTTCATTAGGTGATCA 

GGCACNCCACCACCCATACAAGAGCTAAAAATTCCTTAGCACAAGAGAATTAGCTCTTTG 

TCATGTCCATGGAACATCTATTGTTTGGCTAGCTTACTCTGGAAGGGGTTTCTAAGTTAG 

TTGGCT 

>SEQUENCE:9515:prostate_MPM2000-004P6_Table5 

TAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAG 
A ATT AATT A AGG G G G G AAGTGTTC AG AA ACTT ATT AT AC ACG G ATTCTTCC A A ATG GTG A 
AAAAACCACTAGATCCTGGTTACTTTATTCAACCTCAAAAGATTCTGTGTTTTGTCTATA 
TTGCAAACTCTTTGGGGAAGGAAAAAATCAACTGAAAAATGAAAATGGGTGCAAAGATTG 
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GCAACATTTACCACATATTCTTAGTAAACATGAAGAAAGTGAAATGCACATCAACAATAG 

TGTTAAGTACTCAAAATTAAAATCTGATCTGAAAAAAATAAAGCTATTGATGCTGCAGAA 

CGCAGATTATATGAAAATGAGAAAAATGATGGTGTGCTGTTGTTGTACACGTAATATACC 

TGAGTTGTTTTTTGGCATGATGATCAGAATCTTACATTACTCAGAAAACATCTGTCCTGC 

AATAGTCAGTACTATTGTGTTGTAAGTCTCCTCTACAGAATAACTTGCAGCAGTTCCTTA 

GCAATAAGTATGATAGCAAATAAATAGCAAAGAATGTTTCCATTCTAAATCTAAAACTAA 

TTAGATTCAATCATCATTAGGCAATGACTTCATTAGGCAATGAAGATTAAC 

>SEQUENCE:9516:prostate_MPM2000-004P6_Table5 

AGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGA 

GTACTTCTAGAATTAATTAAGGCGGGCAGTCCACTCCCCTGGCTTCTCCTAATAGCTCCT 

CATAGTGGCAATGCCCAGACCCAGATGTCCCATCCCCACCAGATGCCCATGGCTGCTTCA 

CAGCAAACACGTCCCAATCTAAGCCCACTTCTCTGTTCTTCCTCCTGCATCTCCCATTTC 

AGTGAATAGGAACGCCCCCCACTCAGGCCCCCAAGCCATGAACGTGGGCATAATCCAATG 

TCGTCCTGCTTGGCGAGCCCAATCACCAAGCTTCCTGAACAGCTCCTAACCACACCCCAC 

TCCATGCTCATGTCCTTTCCCTGGTCTGCCTCATCTCCTCTCACCTAGACTCATCATGGC 

ACTGACAGAGGAAGATGAGTGGTGACAAGCCAAGAACTCAGGCCAGGCTGCCCAGGGTCA 

AACCCC AG CTCT ACC ACTG G GG AACCTTGG G C A A 

>SEQUENCE:9517:prostate_MPM2000-004P6_Table5 

AAAGGGAACACAGCTGGGTGCCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGG 

CGGGCAGATCACGAGGTCTGGAGATTGAGACCGTCCTGGCTAACACAGTGAAACCCCGTC 

TCTACTAAAAATACAAAAAATTAGCTGGGCGTGGTGGCGGGCGCCTGTAGTCCCAGCTAT 

TCGGGAGGTGAGGCAGTAGAATGGCATGAACCCGGGAGGCGGAGCTTGCAGTGAGCTGA 

G 

ATCCTGCCACTGCACTCCAGCCTGGGTGACAGAGCGAGACTCTGTCTCAAAAAAATAAAA 

AAGCTTTTGCCAATATTTAAAATATGACTTGATGTGAGAGTCTTAATTTCTTCTACGCAG 

TATACAGATATATAGCATTCCTGTCATTTAGCAGGGGTGATAGCAAAAAAAAAAAAAAAA 

AAAAAAANNGGGGGCGCCCCCCCCGGGGGGGGCCCCCAATTCCCCCTTAAGGGGAGTTTT 

TTCCCCCCCCCTCG G GG CCG GTTTT 

>SEQUENCE:9518:prostate_MPM2000-004P6_Table5 

ATAAAGGGAACACATGCTGGGTGCCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGCGGGTGGATCACGTCAGGAGATCGAGACCATCCTGACTAACACAGTGAAACCCCATC 

TCTACTAAAAATACAGAAAATTAGCTGGGCGTGGTGGCAGGCGCCTGTAGTCCCAGCTAC 

TCGGGAGACTGAGGCAGGAGACTGGCATGAACCCGGGAGGCGGAGCTTGAAGTGAGCTG 

A 

GATCGCGCCACTGCACTCCAGCCTGGGCGACAGAACGAGACTCCGTCTCNNAAAAAAAAA 
AAAAAAAAAAGG GGGGG GGGCGGGGGGTTCCCCCCTTTAATCCCAACCTTTGGGGGGGCC 
CG GGGGGGCG GTTTTTG G G GG CGG G AAA ATAA AACCTTTTTG GTTAA ACGG G G A A AACCC 
CC I I I I I I I I I AAATTCCCCNANAAAAAAAAAAAAAAAAAAANNCAAAGGCCCCCCCCCC 
GGGGGGGGCCCCAACCCCCCCCTTAAGGGGGGTTTTTCCCCCCCCC 
>SEQUENCE:9519:prostate_MPM2000-004P6_Table5 

A A AT A A AG G G AAC AAAAG CTGG GT ACCG GG CCCCCCCTCG AG AGT ACTTCT AG AATTA AT 

TAAGGCGGGAGCTACACCACCAACTTTGCTGGGTCTGCAGCTTGCGGGGTACAAATCACT 

G G ACTTAG CCTCCATAACTGTTTC AACCA ATTG CTT ATG ATA A AT ATCTCTCG CTCCCC C 

GCAACAACTGACTCTATCTCCCTATCTACTATCTCTTCTGATGTTCTGTAGAACCTTACA 

AAAGCAGTACATGTCTCATACACAATGATTTCCTGATGCCATATATATGAAAATGACCAT 

AATGTGTGAGGGCGCCCCCACCGGGGGGGAGCCCACACACCCCATATAACCAGTTTTACC 

AACACCCCCGTCGGGATAGGCCAAGCATGGTGGCTCATGCCTGTAATCCTAGCACTTTGG 

GAGGCCAAGGTGGGCAGATCACTTGAGGTCAGGAGTTCGAGACCAGTCTGGCCAACATGG 

TGAAACCCTGTCTCTACTAAAAATACAAAAATTAGCCAGGCATGATGGCAGGTGCCTGTA 

ATCCCAACTACCANGGAGGCTGAGGCAGGAGAATCACTTGAACCCAAAAGTCAGAGGTTG 

CAATGAGCTGAGATCGCGCCACTGCACTCCAACCTGGGGGAC 

>SEQUENCE:9520:prostate_MPM2000-004P6_Tabie5 

ACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGGCGGGG 
CGGGGGTT AT AACCAACTACT AAAAG AAACTGAAACAAGAAAAATGGCATGAAACCTGGG 
AGGCAAAGCTTGCAAAAGAGCCAAAATTACACCACTGCACTCCAGCCTGCGCGACAGAGA 
GAGACTCCATCTCACAAAAAAAAACAAAATTCCCCCCCCCCCTATACTTTGATACTGAAC 
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C AATTTTTAAAA A AT AG CTTAAG ATA A A ATTTATACTATG C A 
>SEQUENCE:9521:prostate_MPM2000-004P6_Table5 

AAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGG 

CGGGG G CAG GTTG G G G GG C AC AAAGTTA AC ATATTCTTG GTTAACC ATG GTT A A AT ATG C 

TATTTTAATAAAATATTGAAACTCAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 

AAAAAAAAACAAAACAAAAAAAAAAAAAAAAAAAAAAAAAAACCCCCCCCCCCCCGGGAG 

GGGGCCAACCCCCTCCAAAAAGAGGGGGAAAAAACCCCCCCCTCCATGTGGTAAAATTAA 

AAAAA 

>SEQUENCE:9522:prostate_MPM2000-004P6_Table5 

GCCGTCGTTTTACACTCAGGAAACAGCGATGACCATGATTACTGGCGCGCCCTCCCTCGA 

GAGTACTTATAGAATTACTTGAGGCGGGGTGGGACTTCCTTCCTCTGTCCGGAGAGGCAC 

AGGTGTCACCAGTTCCAGCCAAAGGCTCCTCACAGGCGCTGTGAATTTTTGTACAAGTCT 

TGTAATTATCGAATCAACAACTTGTTTCAATTTAATAAAAATGCTCATGGGAAGTGCANA 

AA AAAAAAA A AA AAAAAA A AAAAAAATTTCTTGG G CCCCCCCCCCCGG G G 

>SEQUENCE:9523:prostate_MPM2000-004P6_Table5 

AAGGGAACACAATGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAG 
GCGGGCTAATTTAACTAGTCACTCACAGATGACTTTTCTTTAATAAAGTCCCTTTTCCTA 
AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA \AAAAAAAAAAAAA 
AAAAAAAAAAA AAAAAA AAAA AAAAAAA AAAAGGGGGCCCCCCCCCCGGGGGAAAAAACA 
ACCCATTTTTAAAAAGAAAAAAAACCCCCCCCCCCCGGGGGGAAAA AAAAAA 
>SEQUENCE:9524:prostate_MPM2000-004P6_Table5 

CTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTA 

ATTAAGGCGGGGGACAGGCATGCGGAGAGCACACCACTATTGCAGAAGCCACATAAAGGC 

CTGAATTATGAGGGTGGAAGGGAGAGAAATTCTGGAGGACTTGTGGGATTTGGCAGTTGA 

ATGCTAAGTATGAAAGAAGGAGGGAAAAAAATAAGTTGAAGGCAGCTTTAATATTTTATG 

CCTAGGACTAGGTGTGGTGGCTTACACCTGTCATCCCAGCACTTTGGGAGGCTGAAGCGG 

GTGGATCACCTGACGTCAAGATTTTGAAACCAGTCTGAACACTGAAATGAGCCATGATCA 

CCCTGCTGCACTCTAGCATGGGTGACAGAATGAGACTCATTCCCTTACTTGTTTTACATT 

TCG AAA AAA AAA AG CG G CCG CC ACCGCGGTGG AG CTCC AATT 

>SEQUENCE:9525:prostate_MPM2000-004P6_Table5 

G CG CG C AATTAACCCTCACTAAAG G G A AC AAA AG CTGG GTACCGGG CCCCCCCTCG AG AG 

TACTTCTAG AATT AATT AAGGCGGGAGGGAAAGGTAAAGGATGAT ATT ATGACTTGGGTG 

AGTAATTGAGCAGTTCAATTAGATAAGGACAAAAAAAAGGAGAAGTTTTGGGAAACACAT 

CCATATTTATTGAAGTTTTGGGAGAGAGGAAGAATAAGCCGAGTGAAAGTCCATGGGATG 

GGATCAAGAGAGGTCCCCAAACTGGAACCTGATGAAAAAATTAAAGAATTACTACTGAAT 

GGCCCACAACCAAACTTAACCAAACCAAACCACCAACAAAACAAACCGNNNAAAAAAAAG 

NAAAAAAAAAAAAAAAAAAAGCGGCCGCCACCGCGGTGGAGCTCCAATTCGCCCTATAGT 

GAGTCGTATTACGCGCGCTCACTGGCCGTCGTTTTACAACGTCGTGACTGGGAAAACCCT 

GGCGTTACCCAACTTA 

>SEQUENCE:9526:prostate_MPM2000-004P6_Tabie5 

GTTT A AC AG AT ACCTCCCTC AC AG CCCTC AG A AG AG G CTG ACCCTG CCTTTACCTTTTCT 

CTGGCTCCTAATCTGTCGAGCTATGAAGGGGTGCTTTTCTCTTGGTTAAGTCATCCAAGT 

TGTGGAACTTTGCTAAAGCAGCTCTAACAGACTAATGCAAGTTCTTTAAAATTGTATTAT 

CTTGTG CTTATTA ATATC ATCT 

>SEQUENCE:9527:prostate_MPM2000-004P6_Table5 

GAACAAAAGCTGGGTTTCGGGCCCCCCTTCGAGAGTACTTCTAGAATTAATTAAGGCGGG 

TGGATCACGGATCACCTGAGGTTAGGAATTCAAGACCAGCCTGGCCAACATGGCGAAACC 

CCCGACTCTACTAAAAAAAAAAAAAAAAAAAAATTTTCCCCGGGCGGGGGGGGGGGCCCC 

TGAAACCCCACTTCCTGGGGACCCTAGGGGGGAAAAATTCTTTAACCCCAGGAAAAAAAG 

GTTGCAGAGACCCGGAAACGCCCCTTTGCCCTCATTCCGGGGAAAAAAAAGAAAAATTTT 

TTCTAA A AAA A AAAAAA A A AAAAG G G G CCCCCCCCG G G 

>S EQ U ENCE:9528:prostate_M PM2000-004P6_Table5 

AGGGTAACAAAGCTGGGTGCCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGC 

GGGAGAATCGCTGGGACCTGGGAGGCGGAGGTTGCGGTGAGCCGGGATCGCTCCAGTGC 

A 

CTCCAGCCTGGGTGATGGAGGGAGACCGTCTCAAAAG AAAAG AACAGAAATATTTGTCTA 
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ACCCAAGGCCCCAGAGATTTTCTCCTATGTTTTATAGATTTAGAAGTTTTATAGTTTTAG 
CTCTAACCTATAGTTAAGGGTCAGAGTTTTTCCATGTGAATATCCAGTTGTTCCAGCACT 
ATTATTGAAAAGTCTATCTTTTCCCCCATTGAATTACATTGGCTGCTTTG 
>SEQUENCE:9529:prostate_MPM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTAC CGGG CCCCCCCTCGAGAGTACTTCTAGAATTAATTAAG 

G CG GGG AGG ATTCG CG CCTCCAI I I i ICCAG G AG AG AGCGGG ATACCAAG AG AACCGG AC 

C AG CTGCTG G CAG G G AAACTGTCTTCCTTTTCTCC AAG ATGT AC AG AACCA AAGTG G G CT 

TGAAGGACCGCCAGCAGCTCTACAAGCTGATCATTAGCCAGCTGCTATATGACGGCTACA 

TCAGCATCGCCAATGGCCTCATCAATGAAATCAAGCCTCAGTCTGTGTGTGCACCCTCGG 

AGCAGC TCCT GCATCTCATCAAACTCGGTAGATTGTGAACACAAATCCATACGTCCCATG 

GCAAGGTTTTAGATATTTTCATATGGCAGAATTTTTCAAGAATATTCTTGTTTTGTTTCA 

GTACCTAGTATGAGCCCGGTACTTCAGTAAGTAAATAGTTCACCATGAGTTCAGGAAGGA 

G CTC A AT AAGT A AG G G GT AA AG C AA 

>SEQUENCE:9530:prostate_MPM2000-004P6_Table5 

G CCCCCCC AAG AA AGTACTTTCTAG AATTA ATTAAG G CG G G CG G ATCACG AG GTCAG GAG 
ATCGAGACCATCCCGGCTAAAACGGCGAAACCCCGTCTCTACTAAAAATACAAAAAATTA 
GCCGGGCGTAGTGGCGGGCGCCTGTAGTCCCAGCTACTTGGGAGGCTGAGGCAGGAGAA 
T 

GGCGTGAACCCGGGAGGCGGAGCTTGCAGTGAGCCGAGATCCCGCCACTGCACTCCAGC 
C 

TG GGCG AC AG AGCG AG ACTCCGTCTAATG NAAACAC ATTAAG CTAAA A AAA AG AG G CG G G 
CCCC CCCCG GGGGGAACCCAAATTCCCCCATTGAGGGAGGATTTTGGGCCCCCTACGGGG 
GCTG I I I I I AAAAATGGGGAGCAAACCACAGTTTCATGCCCATCGTCCTAGAATTAATTC 
CCCTAAAAATCTTTGAAATAGGGCCCGTATTTACCCTATAGCACCCCCTCTACCCCC 
>SEQUENCE:9531:prostate_MPM2000-004P6_Table5 

CCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAAT 

TAATTAAGGCGGGGACTAGGGGAGGGATAGCATTAAGAGAAATACCTAATACGGATGACG 

GGTTGATGGGTGCAGCTAACCAGCATGTCACGTGTATACCTATGTAACAAACCTGCATAT 

TCTGCACATGTACCCCAGAACTTAAAAGTATAATTGGAAAAAAAAAAAAAAAAAAAAAAA 

AAAAAAAAAAAGCGGCCGCCACCGCGGGGGAGCTCCAATTCGCCCTATAGTGAGTCGTAT 

TACGCGCGCTCACTGGCCGTCGTTTTACAACGTCTTGACTGGGAAAACCCTGGCGTTACC 

CAACTTAATCGCCTTGCAGCACATCCCCCTTTCGCCAGCTGGCGTAAATAGCGAAAAGGC 

CCGCAC CGAT CGCCCTTCCCAACAGTTGCGCAGCCTGAATGGCCAATGGAAATTGTAAGC 

GTTAATATTTTGTTAAAATTCGCGTTAAATTTTTGTTAAATCAACTCATTTTTTAAACCA 

>SEQUENCE:9532:prostate_MPM2000-004P6_Table5 

CGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGGGATGAAGTCAAAGTGC 

CCAGTTTTAATTAGTGTTCTTTCTGAGTGTTGGTTCATGCATTTAGTGATAACTTATCAT 

CATGTTTAAAATAATGGGTTATAAGATATTATTTGCAAGCCTCGTGGAAACCTCAAATCA 

AAAACTACAACAGTTACAAAATACATAAATAAATAAAAGGCAAGAAGTTAAAACATACCA 

CCAGAGAAAATCACCTTTGCTGAAAGGAAGACAGAAAGAAAGTGAAGATCACAAAACACC 

CGTGANAAAAAGAAAAGAAAAAAAAAAGCGCCCCCCCCCCCCCGGGGGGACCCCCATTCC 

CCCCTTAAGGGGGTTTTTTTCCCCCCCCCTCTTGGCGGTTTTTTAAAA 

>SEQUENCE:9533:prostate_MPM2000-004P6_Table5 

GCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 

TACTTCTAGAATTAATTAAGGCGGGGTAGGCTAGTTTATAATAGTAACAATAATATAATT 

GCCAGGGAATAAATCAAAATGTTAAGAATGTATATGATTTTAGTAAAATTGATAAGTGAG 

TGAATAAAAAATCATATGCCACTGTGATGGAAGATATGTCATAAAGGTGTCAATATTTTT 

ATAATATGCAAACATAATGTAATTCCACTTAAGATTCTGGTGCAGTTTTAAGAAAATGAT 

AAAATTATTCTAAAATTCATGGAAAGAACAAATGTAAAAAAACTGTAAATAAAATTATAA 

AAAAAAG GAAAGAAGAAAAGCTTTGTCTAGTCATATATTTAAAGTATTATAAAGGAACAA 

A AAAAGTATAAGACAAGGGTAAAAAGACTTATGGGGATTGTCTGCAAAATGTAA 

AAAG CAG ATATCTTTTG G 

>SEQUENCE:9534:prostate_MPM2000-004P6_Table5 

CCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATT 

AATTAAGGCGGGAGGATCACCTGAGGCTGGGAGTTCAAGACCAGCCTGACCAATCTGGAG 

AAACTCCGTCTCTACTAAAAATACAAAATTAGCTGGGTGTGGTGATGCATGCCTGTAATC 
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CTAGCTACTTGGGAGGCTGAGGCAGGAGAATCGCTTGAACCTGGGAGGCATAGGTTGCAG 

TGAACCCAGATCTTGCCACTGCATGCCAGCCTGGACACAGAGAACGACTCCGTCTAAAAA 

ATTAAA AAAAA AAGCAAAGTGGATGATAAATGTGAAAAGATTCTGAATTTTGCTAACAAA 

GTCAG GTTTT GGAGATCTAATTTCTAGTCAGTAAAATTCATCCTTTCTAGGATACAATGC 

TAAGAGTTTTGATAAATGCATAGAACTGTGTTACACTGTTGTGTAATTACCACAATCATG 

GCTTAGAACATTTCCATCGTTCACCCAGATTCCCTCCTGTCCCTTCACAGCCAGTCTCCT 

TCTCCACCCCCAGCTTTAACCAACCCCTGAGTTGTTTGCTGACCTTA 

>SEQUENCE:9535:prostate_MPM2000-004P6_Table5 

CTCCTAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAAT 

TAAGG CG G G CAAGTTCTCGTTG ATTTCCACGG G CC ATG CCG ACCACC A ACGG AG CCTG G A 

AGAAGAGCAACTCGGAAAAGCAACGGTTCTCTGGCACTCTGGGATACCGTCACCACCGCT 

GACCGGGAAGGCTGAGCCCTCGTGGAGGTTGCAGTGAGCTGAGATCGTGCCATTGTGATA 

TGAATATGCCTTATATGCTGATATGAATATGCCTTAAAATAAAGTGTTCCCCACCCGCNN 

NANANAAAAAAAAAAAAAAAAAAAAAAGGCGGCCGCCACCGCGGTGGAGCTCCAATTCGC 

CCTATAGTGAGTCGTATTACGCGCGCTCACTGGCCGTCGTTTTACAACGTCGTGACTGGG 

AAACCCCTGCGTTAC 

>SEQUENCE:9536:prostate_MPM2000-004P6_Table5 

CTGGGTGCCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGTGGATCACC 

TGAGGTCAGGGGTTCGAGACCAGCTTGACCAACAAGGTGAAACCTCGTCTCTACTAAAAA 

ATACAAAAATTAGCCAGTTGTGATGGCGGGCGTATGTAGTCCCAGCTACTCGGAAGGCTG 

ATACAGGAGAATTGCTTGAACCCGGGAGGCAGAAGTTGCAGTGAGCCAAGATCGCGCCAC 

TGCACTCCAGCCTGGGTGACAGAGCAAGACCCCATCCCAGAAACACATAAGAACTCTTAA 

AAAATATGCTCGGCCCCCCCAGGGGGG 

>S EQ U EN CE:9537:prostate_M PM2000-004 P6_Table5 

CTAAAGGGAACAAAAGCTGGGTCCCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAGTCA 

AGGCGGCGGGGGGGGGAAACAAAAAGGCATTCAAGAATAGGTTACAACAATTTCAAGCAT 

AATGCGTAACTAACATGCTCATTCATTATTGCGGCCCTCCTGTCAGTTGGACATACAGGA 

AATAAATGCACTTACTTGGAAAGGACGGGGCAGTTTTTAGACGCGTGTTTTACGCGTAGC 

GT TCAG CATACATCACGTTCGGCTACAAGAAGCTATCATAATTGTCCATCACCTGGGGAG 

GGTTTTCGGCGTGGGGGACAAGGCTCAGGGTTATCTTCTCTTGCTAACTTAATCTTAATA 

GAAATTCCTGGTTGGTGAGGGCAGGCCCACCATCTAAGCAGTGTTTCTTCTTACGGAGGG 

AAAGGAAGAAATAAAATTTATTACGCCGACCCCTGAGTACCTGCCCGGGCGGCCGCTCTA 

>S EQ U £NCE:9539:prostate_M PM2000-004P6_Table5 

GCCCCCCCTCGAGAGTACTATCTAGAATTAATTAAGGCGGGCGTGGCGGCACATGCCTGT 

AATCCCAGCTACATGGGAGGCTGGGGTGGGAGAATTGCTTGAACCCAGGAGGCGGAGGCA 

GAGGCTGCAGTGACCCAAGATTGTGCCACTGCACTCCACCCTGGGCAACAGAGCAAGACC 

CCATCTC AAAAA ATAAATAAATATATATAAAAAATAAAAAGCTATTTCTAGTTTATTTCA 

CTATAAAGTTTTGCTTTATTAAAAAGCTAATAAACAGCTATTAATCACAGTGTATTAGTA 

TTTGTT AC ATTTTTG G ATTTC ACTATCTTTAT ACT ATA 

>S EQ U ENCE:9540:prostate_M PM2000-004P6_Table5 

CTG G CCGTCGTTTTAC ATCACG G AAAC AAGTGTG ACCATTG CTG CTG G CCG G GCCCTTC C 

TTTAGAGAACTTCTAGAATTAATTAAGGGGGATACAATCTGATCCGAGAAATGCATTGCT 

AGGTAATTTCCTCATTGTGTGAACATCACAGAGTGTATTACACAACACCTACACAGCTAG 

GCTACAGACCTATACAACATATTAATGCACTGAACAGCAACTGTAACATAATGGCAAGTA 

TCTGTGTATCTAAATATATCTAAACATAGGAAAGGTACAGTAAAAAAAGGAAACAATCTT 

ATGTGGCCACTACACTACACGCGGTCGGTCATTGACCAAAACATCGTTATGTAGTGCATG 

ACTGCATATCTCCTCAAATCTGACGATTCTAAACAAGTAAAGATGTGGAAGAATTAGATA 

AACAGAAAGAAAGTACATCCTTCAAATAGAGAATCTGTA I I I I I I I CACACATC 

>S EQU ENCE :954 1 : prostate_M PM2000-004P6_Table5 

TGGGTGCCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGTGGGGGACTAGAAC 

TGGGATGTCTTGGCTTGTATGTTTTTTGAAGCTTCGATTATGATTTTTAAACAATAAAAA 

GTTCTCCACAGTGAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 

AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAACGGCCCCCCCCCCCGGGGGGGGAAACC 

CACCCCCCTTAAAAGGGGGTTTAAACCCCCCCCCCCGGGGGGGGAAAAAAAAAAAAAAAA 

AAAAAAGGGCCCCCCCCCGG 

>SEQUENCE:9542:prostate_MPM2000-004P6_Table5 
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AACTCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAG 
AATTAATTAAGGCGGGGTTGGATATCCGGGCACACTTCAAGAGACTCTATGGAAAGTCTC 
TGTACTCGTTC ATC AAG G GTG AC AC ATCTG G AG ACT ACTG G AAG GT ACTG CTGGTTCTCT 
GTGGAGGAGATGATTAAAATCCAACTCCCTCAAGGACAGGAGGATTCTCAACACTTTGAA 
I I I I I I I AACTTCA I I I I I ATACACTGCTATTATCATTATCTCAAAGTGCTTATTTCCAA 
TTAAAACGCCTACAGCTGCCTCCTAGAATATAAACTGTCTGTATCATTATTCACCTATAA 
TA ACTCATTATG ATG CTTTAAAGCTGTACTTGCATTTCCAAGCTTGTCACAT ATAG ATG G 
AGATTTTAAAGTCAAAATTAATATGCATTCCATGTCTTCAACTCTGCGTTGGCCAAAGCC 
AACAACGGCGCC 

>SEQUENCE:9543:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGCGGGAGATGTGGGTGTGAAGTGCAAAGCTGAACGCCTGTTTGCTTTTCAACCTCGCT 

TTGATCAAGATTGAAAGGCAAGGCATGGCCTCCTTGGGGAAGAAGGAGAGAGATGCGGCA 

CTGTCCTCCCCTTAGGAGGGTTTAGGGACACACTCATTCATGAAAACCAGAGAGGGCGGG 

GCGCCGTGGCGCACACCTGTGGTCCCAGCACTTTGGGAGGCCGGGACGGGAGGATCGCT 

T 

GATCCCAGGAGTTCGAGGCTGCAGTGAACGTTGATCGCACCACTGCACACAAGCCTAGGC 
G ACAG AG AGGTCCTG CCTCTTTAAAAAC AAAAAC AAAAAAA AACCC I I I I I I I AAATTAA 
AAATC AG ATCTACCC AA ATG GTCTAC ATTTG G ACCC AC AA ACCG 
>SEQUENCE:9544:prostate_MPM2000-004P6_Table5 

GCCCGTAACCCTTACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACT 

TCTAGAATTAATTAAGGCGGGGTACCCTAGGGATTCATATGTGTTCTTAACTTACCTTTG 

CATCTGAAATACTGATGGAAACCACATAAACCTGCATCCACCTATAATGAGGTAAAAATC 

ATATAAATGGCCCATCCATTTGTGTTGTGGCTTAAGATGGGATAAAAAGGAAAAAAAAAA 

TATTGGAGCCCTCCGGACTAAATACGACGGTCCTGCCATATTCTAGTCATGATAATGACC 

AGTCATACCCATCTGAACTAAATTCTTGGATATGGAGATGGTGACATCAATTTGAGGATG 

ATAGGTCAAAAAGCACTGGTTAACTGAGTTTGTATGATTAGAGTCACCATACATTGGAAG 

AGGAGGTTGTTCTCTTTTGTTAATGTGAGAAAGGAAGAGGACAGAAATGAAAATCTTTTC 

AC 

>SEQUENCE:9545:prostate_MPM2000-004P6_Table5 

CGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTAC 

TTCTAGAATTAATTAAGGCGGGGGAGAAATCAACTGCTATTTTATACTGATTCTGTTAAA 

AAAAAAAAAAAAAAAATTTTGTAACTATTAAAATAATTTTCTGACTCAAAAAAAAAAAAA 

AAAAAAAAAAGCGGCCGCCACCGCGGTGGAGCTCCAATTCGCCCTATAGTGAGTCGTATT 

ACGCGCGCTCACTGGCCGTCGTTTTACAACGTCGTGACTGGGAAAACCCTGGCGTTACCC 

AACTTAATCGCCTTGCAGCACATCCCCCTTTCGCCAGTTGTGCGTATTAACAAAAAGGCC 

CGCACCGATCGCCCTTCCCAACAGTTGCGCAGCCTGAATGGCTAATGGAAATTGTAAGCG 

TTAATATTTTGTTAAAATACG CGTAAAATGTTTGTTAAATCAGCTCA I I I I I IAACCAA 

>SEQUENCE:9546:prostate_MPM2000-004P6_Table5 

GAACAAAAGCTGGGTACCGGGCCCCCCCTAGAGAGTACTTCTAGAATTAATTAATGCTAT 

GTGAAAGAGGACAGGGTGAGAAAATGTAGGAAAGAGAGGAATGAAGGATAAATCCTGAGA 

CTCTCAAAAGCAAATAATTGGAAAAAGTGGAATTATGAGAACTGGCTTGAGTTTACAAAA 

TGAATTAATAAAAACCCAAATTTT 

>SEQUENCE:9547:prostate_MPM2000-004P6_Table5 

ACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGAT 

GAAAGGTACTGCCATTACAGGACCAGAAGCAAAGGCAGTGCGCAGACTCGCGGCCCCTGC 

ATTGCATCCAATGCTGGCAGCATTGCATGATTCTCCAGTGTATTTGTAAAAAATAAAAAA 

AAAACTCTGCCGCAGGAAAATAGATTAGAACCCAAAAAGAGGGCGGCCCACACCGCCGAG 

GATCTCCAATTGCCCTTATAGCGAGTCGAATTACCCGCACTCACTGGCCGTCGTTTTACA 

ACGTCGTGACTGGGAAAACCCTGGCGTTACCCAACTTAATCGCCTTGCAGCACATCCCCC 

TTTCGCCAGCTGGCGTAATAGCGAATAGGCCCGCACCGATCGCCCTTCCCAACAGTTGCG 

CAACCTGAATGG 

>S EQU ENCE :9548: prostate_M PM2000-004P6_Table5 

TCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAA 
TTA AGGCGGGG G CAG GTTG G G GGGCACAAAGTTAACATATTCTTG GTTAACC ATG GTTAA 
ATATGCTATTTTAATAAAATATTGAAACTCACGCTGCACAAAAAATGTAATATGCATTGA 
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GAAAAAGGAAAAAAACAAAAGCTGCCCGCCGCCCGTGGGAAGAGTCCCAAGACCCTATCA 

CTGTAGAACGGGCCCTGCCCTTGCAGAGCACGGTTAGAACAAACAGTCTCCATGTCAAGA 

CCAAGGGCCTCCTGGAAACACCAACTCTGACAAAAAGGAGTCATCTGGGAGCCCGAGAAT 

CCTACTCCTGGCCGGGCACAGTGGCTCACGCACCAACATGGAGAAACCCCGTCTCTACTA 

AAAAAAG AAGTAAAAAAAAAAAAAAAAAAG G G 

>SEQUENCE:9549:prostate_MPM2000-004P6_Table5 

AACCCTCACTAAAGGGAACAAAAACTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGA 

ATTAATTAAGGCGGGTGGATCACCTGAGGTCAGGAACTTGAGACCATCCTGGCCAACATG 

GCATCTCTACTGAACCCTGTCTCTACTAAAAATAGAAAAATTTAAGGCCAGGTGCAGTGG 

CTCATGCCTGTAATTCCAGCACTTTGGGAGGCCGAGGCGGGCAGACCATGAGATCAGGAG 

TTTGAGACCAGCCTGGCCAACATGGTGAAACCTCGTCACTACTAAAAATACAGAAATTAG 

CCGTGCATGGTGGTCCGTGCCTGTAGTCTCAGCTACTCGGGAGGCTGAGGCAGGAGAATC 

GCTTGAACCCGGGAGGTGGAGGTTGCAATGACCCAAGATGGCACCCACTGCACTCCAGCC 

TG G G A AACAG AGCG AG ACTG 

>SEQUENCE:9550:prostate_MPM2000-004P6_Table5 

CGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGT 

ACTTCTAGAATTAATTAAGGCGGGTAGGATTATGGTGGTCCAAAGCAGTTAACGTTGACT 

TCAGGCATTTCTAAGTTACATGACCTTGGGCAAATTACCTAATTTCTCTG CCACAAT ATT 

TACCTCAC AG ATT ATTGGG G GT ATTAAATG AAATTT ATCCTTTG AGTTTG CTTTTTT AAA 

AAAAAAAAAAAAAAAAAAAAAAAAAGGCGGCCGCCACCGCGGTGGAGCTCCAATTCGCCC 

TATAGTGAGTCGTATTACGCGCGCTCACTGGCCGTCGTTTTACAACGTCGTGACTGGGAA 

AACCCTGGCGTTACCCAACTTAATCGCCTTGCAGCACATCCCCCTTTCGCCAGCTGGCGT 

AATAGCG AAG AGG CCCG C ACCG ATCG CCCTTCCC AAC A 

>SEQUENCE:9551:prostate_MPM2000-004P6_Table5 

TAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAA 

GGGGGGAAGATAAAAAATATACTAGTTGTTCAAAGTCACAGTCCAGTATGAATTACTGCC 

ATAAGGTAGCACTAAAGATACAAATGAGTTACAAGTTATGATTCCAATCTAATCTCTTCT 

TTTTGTTTTATTTTTATTTATGTGTCTATTTTTGAGATAGAGTCTAGCTCTGTCGCCTAG 

ACTGGAGTGCAGTTGGCGCTGTCTCAGTTCAGTGCAGCCTCTGCCTCCCGGGTTCTAGCG 

ATTCTCCTGCCTCACCCTTCCAAGTACCTGGGACTACAGGCACGTGTCACCACAATCGGC 

TG ATTTTTGT ATTTTTAGT ATTTTGTG I I I I I AAACCTCTTTACTTGAAATTTGCTGGAA 

AAAAAAAACGCAAATGATAGATTTGCTGTGTAAAATAGTGGAAATGGAGTACATACCCAT 

AGTTCGAGCA I I I I I I I ATTTTTACCACAAACATTAA 

>SEQUENCE:9552:prostate_MPM2000-004P6_Table5 

AAGGAAACAAAACTGGGTCACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGG 

CGGGGTAAGAAAACTGGTCTGGAGTTGCTGAATGTTGCATTAATTGTGCTGTTTGCTTGT 

AGTTGAATAAAAATAGAAACCTGAATGAAGAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 

AAAAAAAAAAAAAAAAACCCAAAAAAAAAAAAAAAAAAAAAAAANCGCCCCCCCCCCGGG 

GGGGGCACCCCCCCCCCCCAAAAAGGGGGGAAAACCCCCCCCCCCCCGGGCGGGGAAAA 

A 

AAAAAAA 

>SEQUENCE:9553:prostate_MPM2000-004P6_Tabie5 

ATAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGCGGGGTCCACTGTCCGGCAGAGGAAAAATGCCAGCTGTGGGACAAGGAGTGCAGGC 

C 

GCACAACCTCGGCAGGCACCGGGGGGATGTGGCGATTCTACACAGAAGATTCACCTGGGC 

TCAAAGTTGGCCCTGTTCCAGTATTGGTTATGAGTCTTCTGTTCATCGCTTCTGTATTTA 

TGTTGCACATTTGGGGCAAGTACACTCGTTCGTAGAATTCAGTTACATCCATCTGTCATC 

TGAAGAAGGAGGAAAAAAACCCAACATTTCTTGGACCAAAAGTATAGTGACTATCTGTTC 

ATGAGAGAAATTTTCTGTAAGCT 

>SEQUENCE:9554:prostate_MPM2000-004P6_Table5 

AATTATTAAGGCGGGTCCCTGAAGTTGGAGAACCATTTGAAAAAAAGAAGGCTGTGGTCA 
AGTATCTTAGATTCAACTGTTCAACTAAATCCATCAGTGTCATGGGTAAACTGTTTGTTT 
ATTTT ATTG CTTC AAA AG C AGTG G ACTGTCTTTTG G ATTC AAAGTG G G C AAAG G CC ACG A 
AAGGAGAGGAAGCTTTATTTACAACCAGGGAGTCTGTGGTTGACTACTGCAACAGGCTTT 
T 
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>SEQUENCE:9555:prostate_MPM2000-004P6_Table5 

AATTAATTAAGGCGGGAGAATTGCTTGAACCCGGAAGGCGGAGGTTGCAGGGAGCCAGGA 

TCGTGCCACTGCACTCCAGCCTGGTGACACAGTAAGACTCCGTCTCAAAAAAACCAAAAC 

CAAAAACAAACAAAAAAAGTTAATATACAAATACCAAAAACAGAAACTGCAGAATATCTG 

AGTACTTACTAAGGAGCAGTCACCATTTTAAGTACTTTACTCATTTAATTCTCACAACAG 

CCATGTGAGGTAAGTAGTATTATCTCCATTTTCCA 

>SEQUENCE:9556:prostate_MPM2000-004P6_Table5 

CTGGCCGTCGTTTTACACCTGAAAAAGGGAACAAATCTGGGTGCCGGGCCCCCCCTCGAG 

AGTACTTCTAGAATTAATTAAGGCGGGGGAGGACAAGAACTCAGGGAGGCCGGGCGGGAC 

AAGGCGGGGCTCCAGGAACCCCACAGGGCTAGGAACAGATGCCGGTGCAACCCAGTTTTG 

AGGCTGGGAGCAAATGTCGAAGGGCTTCCTCCCCTCCAGCGCCACC 

>SEQUENCE:9557:prostate_MPM2000-004P6_Table5 

AGGGAACTTATGCTGGGTTCTGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGC 

GGGGAGGAACCGTCCCAAAATGTCCCTTGCTCAGAAGAAGGATCGGGTAGCT CAAA AGAA 

GGC AAGCTTCCTCAG AG CTCAGG AG CG G GCTGCTG AG AG CTAAACCC AG C AATTTTCT AT 

GATTTTTTCAGATCTCGATAATAAACTTATGAACAGCTCTTNNNCCCAAAAAATAATAAA 

AAAAAAAAGGCGGCCGCCACCGCGGGGGAGCTCCAATTCGCCCTATAGTGAGTCGTATTA 

CGCGCGCTCACTGGCCGTTGTTTTACAACGTCGTGACTGGGAAAACCCTGGCGTTACCCA 

ACTTAATCGCCTTGCAGCACATCCCCTTTT 

>SEQUENCE:9558:prostate_MPM2000-004P6_Table5 

AA AG G G AAC AAAAGCTG G GT ACCG G G CCCCCCCTCG AG AGTACTTCTAG AATTA ATT AAG 

AGCGGGAAACACTGAAGCATCTTTCAGCAGAATGCTACAAAATTGC TGAG GAAGTAATGA 

TTTCTAATAGTAGTAGTGGTTGATGCAATCCTTAGTTGTAAATATTTATTTTGTTGTAGT 

GCTAACAAATGGAGATTTTTAAACACCTTAAATGCAGATTAAAATATATTTCATTTCAAC 

AACTCAGATGTGTAAGTGATTAGTTTTCCTCAGTGTTGTCAACACTTTTCATTGAGAATT 

GACTGCTTTATGCTTCTTTGCAA 

>SEQUENCE:9559:prostate_MPM2000-004P6_Table5 

CTGGGTGCCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCAGGTTCTTAGAA 
AGGATAAATAAAATTGATAAACCTTTAGTTAATTTATGAAGGAAAAAAGATACAAGTTTT 
AAATATCAGGAATGAAAAAGTAGATGTTACTACAGATCGTACATAAAAGGATAATAAAGG 
AACATTATGGACAACTTTATGCCAATAAATTCAACAAGATGAAATGGACAAATTCCTTAA 
AAGAGACAAACTAGCAAAACTGACTCAGGAAGAAATAGAAAACTTGAATATCCCTGTATC 
T ATTTAAAA ATTCTTAATTTAAA AT ATTCCC AAAATG AA AACTCC AG ACC AG ATG G CATC 
AGTCGTGAATTGTGTAAGAGTTTTAAGAAAGAAAAAATACTAATTGCTCATTNNNNAAAA 
AAA A AA A AA A AA A AAAN G G G G G G CCCCCCCCG GG GGG G G CCCCC AATCCCCCCTATG G G G 
GG I I I I I I AACCCCCC 

>SEQUENCE:9560:prostate_MPM2000-004P6_Table5 

TAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAA 

GGGGGAGGAATATTAAATAAAAAATATTTCATGAATCCTAAGGGAGGTATAGAAGAAGGA 

AAAAGGAAATCAAAGCAGAAGTGACAAATGGTACAGTGATAGTTTTAAACCCAAATATAG 

CAGTAATCATACTACATGTAGGCCAGGTGCGGTGGCTCATGCCTGTAATCCCAGCACTTT 

AGGAGGCTGAGGTGGACTGATCATGTGGGGCCAGGAGTTCGAGACCAGCCTAACCAACGT 

A ATG AA ACCTCGTCTCT AT AC AAAAA AAA A AAA AAT AAA AAA AA A AG G CG G CCG CC ACCG 

CGGTGGAGCTCCAATTCGCCCTATAGTGAGTCGTATTACGCGCGCTCACTTGGCCGTGTT 

TTA 

>SEQUENCE:9561:prostate_MPM2000-004P6_Table5 

AT AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATT AATTA 

AGGCGGGGGGTTGTTAGGGAGTATGCCCAAGTCTTGGAGTCTTGGTTCCTGTTCGCGGTG 

TTTATGGGTTATTTCCCTCTCCATCCCTCA I I I I I I I I I I TTAAAAAAAAGCAAAAATGA 

AAATAAACCCAAGTAGACTTGTCAAAAAAAAAAAAAAAAAAAATTAAAAAAAAAAAAAAA 

AAAAAAAAAAAACCCCCCCCCCCCCCGGGGGGACCCCCCACCCCCCCTAAAAGGAGGTTT 

TTTTCCCCCCCCCTTTGGGCC I I I I I I A AAAAA 

>SEQUENCE:9562:prostate_MPM2000-004P6_Table5 

GAATAAAGGGAACACATGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAAT 
TAAGGCGGGGAAAGGATGTTCCAGAATGTTTCAGAAGAATATCGCTGAAAGGGTTGGAAC 
CAATTATTATGAACATACCTTAAAGCAGGAGTCAGCAAATGTTTTCTGCAAAGGTATTGA 
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CTnTCAGACAGTACATATCTTAGGCTTTGGGGAGGACATATAATCTTTGTTGAAACGAT 
TCAGCTTTGCCAGTGGAGTGCACAAACAGACCTCGATGATTATATATAAAATGAACAAGC 
ATGGTTGTTAAAATAAAACTTTATTTATAGACTAAAATTTTAATTCCTGTAATTTTCACA 
TGTCACAAAGTATCAGTCTTCATTTGA I I I I I I I I I CCCACCAGCCACCTAAAAAGGTAA 
AAATCA 

>SEQUENCE:9563:prostate_MPM2000-004P6_Table5 

TAACCCTCACTTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTA 

G AATTAATT AAG G CG G G GT AG G ATAAATT ACGG ATAT AGTCATTCTAG GGGTTTC AGTCT 

TTTCCATCTCAAGGCATTGTGTGTTTTGTTCCGGGACTGGTTTGGCTGGGACAAAGTTAG 

AACTGCCTGAAGTTCGCACATTCAGATTGTTGTGTCCATGGAGTTTTAGGAGGGGATGGC 

CTTTCCGGTCTTCG C ACTTCCATCCTCTCCCACTTCCATCTG G CGTCCC AC ACCTTGTCC 

NCTGCACTTCTGGATGACACAGGGTGCTGCT 

>SEQUENCE:9564:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGCGGGGAAGTAGTCTCGGGTATGCTGTTGTGAAATTGAAACTGTAAAAGTAGATGGTT 

GAAAGTACTGGTATGTAGCTCTGTATGGTAAGAACTAATTCTGTTACCTCATGTACATAA 

TTACTA ATCACTTTTCTTCCCCTTT AC AG CACA AATAA AGTTGG AGTTG CTG CT AAAAG A 

CCAAAATGAGCCATTGCGCTCCCCCCTGGGCAGGAGAACCAGACTCCGTCTCATAACATA 

ATGAAATTGGCGATCCCTGGTGGGCCAATATATAATGTTANTTCAACTTTAAATTTGCCC 

ACAGAACCCTCTCCATCCCCTTGTGAATTTAACTGTTAGTCCAAAGAGGAACAGCTCTTT 

GGACACTAAGAAAAAAACCTTGTAGAGAGAGTAAAAAAT 

>SEQUENCE:9565:prostate_MPM2000-004P6_Table5 

GCGCGCAGTGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCC 

TCGAGAGTACTTCTAGAATTAATTAAGGCGGGGCAGGGCATTTTCACTTCTTTTGTGATT 

CTTCAGTTATTTCAGGCCATCTGGGCGTATATGTGCAAGTCACCGGGGATGCGATGGCTT 

AGCTTGGGCTCAGAGGCCTGACAAGAACAGAATTTGTGAATTGCATTTTATTTCTCATAA 

GAAGTATTTGTTTAGATTGTTAAAAGTAAGAAATTGGATTGTTGAGAGTAGGCAGTCTTC 

TCAATTTTAACTTCCGCATGTCTTTGCAGTTGACGGTATTGTCTG I I I I I AAAAATTTCT 

TATTTCAGATTAATCCTAAATCCTTGAGATTGTGGATTATTGAATAGCCATATATGGTAT 

ATACGACATTTTGGATAATTCTGTTTTAACCTGGTTCTTTGGTTAATCATGTTATTTGCT 

TAACCAGGTCTCCCATTCCT 

>SEQUENCE:9566:prostate_MPM2000-004P6_Table5 

CCCCCCCTAGACATTATTTATAGAATTAATGAGGGCGGGGGGGGGATGTTCCAGAATGTT 

TCCCAAAACTATCTCTGAAAGGGTTGGAACCAATTATTATGAACATACCTTAAAGCAGGA 

GTCAGCAAATGTTTTCTGCCAAGGTATTGACTTTTCAGACGGTGCATATCTTAGGCTTTG 

GGGAGGACATATAATCTTTGTTGAAACGATTCAGCTTTGCCAGCGGATTGCCCAAACAGA 

CCTCGATGATTATATATAGAATGAACAAGCATGGTTGTTAAAATAAAACTTTATTTATAG 

ACTAAAATTTTAATTCCTGTAATTTTCACATGTCACAAAGTATCAGTCTTCATTTGATTT 

I I I I I I CC 

>SEQUENCE:9567:prostate_MPM2000-004P6_Table5 

GGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATCAATTAAGGCGG 

GGCGCGAAGTTAAAACTTCCAGGATCTTTGAAAGAAAAGAGAACAAAGCTGAAGATATCA 

TGTG C ATC A A AGT A A ATTCC AG ATG AAG A ATG AATGT AAA ATATG A AAT A ATTC AA AG C A 

CTGTGGAAACACAGGTAGGATTTATCTGAGCTTCAAGGTGGGGAAAGCCTTTTCAAGTGC 

AAT AGTAA A AG A ACC AATC AAAAG G G AAA AT A ATG C ATT A ATTAT AT AAA A ATG AAA AAC 

AATGCAAAATTAAAAAGAAAAGAAAAACCAAGTAACAAATGGGAAATATTTGTAATACAG 

CAACTAGTTAATATCCTTAATACATGAAGGGACATACATAAGGAAAAAATAAATATCAAT 

AAAATGTGCAAAAGACACAAATAGAACACTCACCAAAAAAAAAAAAAAAAAAAAAAAAA 

>SEQUENCE:9568:prostate_MPM2000-004P6_Table5 

TAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAA 

GGCGGGGGAGGAGAAAGACCGGAGCCAGCCGAGCTGTCACGACCGGAGGGGGGACTCG 

CA 

GCCTTACCAGGCACTTAAGTATTCATCGAAGAGTCACCCCAGTAGCGGTGATCACAGACA 
TGAAAAGATGCGAGACGCCGGAGATCCTTCACCACCAAATAAAATGTTGCGGAGATCTGA 
TAGTCCTGAAAACAAATACAGTGACAGCACAGGTCACAGTAAGGCCAAAAATGTGCATAC 
TCACAGAGTTAGAGAGAGGGATGGTGGTGAGTATCTTTCTTGTTGAAACTTTGACATACA 
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GTTTTAACAATAGCCCTATATAAAAGGCGGCAGTAGTATTTCTAGCTTGAAGAAGTTACT 
GTTCAGTTATGTCATTAAAATATTTTAATCCTATCA I I I I I I I I I I ACTCTGAACAAGTT 
ACTGTAAAAACAAGATGCTGATGTGAGCATCTAAAAAGTGGACTCTTAAGGCCAGG 
>SEQUENCE:9569:prostate_MPM2000-004P6_Table5 

GCTGGGTACTCGCCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGAGCAGTGG 

GACACACTGACCCCTGAGCCCCCTGTGGATCCCAACCAGGAAGTGCCTCCTGGGCCACCT 

AGGTTCCAGCAAGTTCCTACGGATGCCCTGGCCAACAAGTTGTTTGGTGCTACTGAGCCC 

TCCACCATCGCCCGCTCTCTACCATCCACTGTACCACAGTCACCAAACTACCGGAACACC 

TGGACACCTAGGACTACCGGGACACCACCGCTCATTATACCAACACTAGAAAAGACGGCC 

GCTCTCCAACTAGGGGAGGCCCCCGGCTGCCCGAATTAAATAGTTAGCTTACCGCCCCCG 

TCGACCTCGATGGGAGGCCCGGTACCCAATTCGCCCTATAGTGAGTCGTATTACGCGCGC 

TCACTGGACGCCGTTTTACAACTCACCAA 

>SEQUENCE:9570:prostate_MPM2000-004P6_Tab!e5 

TAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACT TCTAGA ATTAATTAA 

GGCGGGGGGAAAAAGAAAGGAAAATACTTGAGTTGTTAACATATGATTTTTTAAAAATTA 

ATGATGCTCAGTTATAAAAAATCCAGTGGAAAATATCATTAATGTATTCTGAAACAGTTT 

GAAAAAGCCACTCTGTGAATCAACCTACTTTTGGTTTTAGAA TTTAT TTACTTATTTAGA 

AAGAAAGAAAACAGAAAGACAGGCACCATTCTCTGTATGTTATTTTCCTGAAAGGTGTTA 

AGGCGAAAAAAAAAAAAAAAAAAAAAAAAAAAAAGGGGCCCCCCC CCGG GGGGGACCCCA 

ATTCCCCCTTATGGGGAGGGTTATACCCCCCCCCCTGGGCCGGGTTTTTAA 

>SEQUENCE:9571 :prostate_MPM2000-004P6_Table5 

CCTAACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATT 

AATTAAGGCGGGCGTCACCTGAAGTCAGTGAGACCCTGTCTCTACTAAAAATACAAAAAT 

TAGCTAGGGCGTGGTGGCAGGTGCCTGTAATCCCAGCTACTCGGGAGGTTGAGGAGAAGA 

ATTGCTTGAACCAGGGAGGCAGAGGTTGCGGTGAGCCAAGACCACGCCATTGCACTCCAG 

CCTGNGCAACAAGAGTGAAAATCCGTCTCAAAAAAAAAAAGAAAAAAAAAAATCTGCCTA 

TCAT 

>SEQUENCE:9572:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCTAGAGTACTTTTAGAATTAATTA 

AGG CG G G AG AC AG AG AG AGG AAATGGTTTTCTTAAAT ACCTG CT AA AAAGTT ACTGTG GT 

ATCTATGACTTATCATCTTACCTGTGTTAAAAATGAATCTTTACTATGGCAGATATGGTA 

TGGATCGCTCTATTTTAACCACTAGAAATATTTTAATCTCCTCTCATTATGCTGTTCAAT 

AATTG GTTTATTAACTG AATTG CATTAG ATCATT AAAAGTGG AAGTG G ATTGTGTATATG 

TTCTTCTACAAATCCCTGATTCTCTATATCTCATATCCTTCAAATTCTTTTAGGAGACGT 

TTGCTGGGTGGTTTCAAATCGGGGCCCTTTTGCGGAGGAAAAATTACATATTTCTTTCTG 

AAACCCTATGTTAACCGTTGGAAAACCCGATGGGCAAAGCTCTTTCCATGGATGGGGGGC 

G I I I I I I I I I I I I i I I GGAGGGTTTTAACCC 

>SEQUENCE:9573:prostate_MPM2000-004P6_Table5 

ACCCTAACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 

TTAATTAAGGCGGGTACCAATTTAATTTTCAAGTTGACAGATGCTGTGTAAAGTCTCTCA 

TAATGAGAGTAGTCCATTAAATTGTTGAAAGTTGCACTGCTTTTCATCTTTCAGGTACCT 

GAAATGAGTGACATCAGGTATTTGGAAGGAGTAAGATCATAAACTGTATTCATTTTCTTC 

CTTGTACAAAGTGATGACTTCTAATGCTTATATCTCAAGGTATTTTTTAAAAAAGCAACG 

GTCCCTAATAGAGTAAAATTTGGTTTTGGTCCAAGTTCCCAATAATGTATTTAATGTTTC 

TGTTGTTTACTGGTGCCTCCCGTTGCATCAGGTAGAGATTGCCTGCCTCTTTGTAGGGCA 

GCCTTGTGGCACCTTATGTCCAACTTGGAGGATAGTATATGGCTTCTTTGTGCCTCTACT 

ATCTTTTCAAAAGCCATTTTATAAAAATCCTAAGTAGCCTATTTTAATATTTAAATATAT 

ATATTTGTG 

>SEQUENCE:9574:prostate_MPM2000-004P6_Tab!e5 

TTTGATCTGATGGCCATCCTTAGGCTGTTCTTGTCATACTGATTGGAAGGTGAAACCCAT 

GCATATACTATTATAACCGTGTTCTGCATATAAAGACACCAATAGCTTAAAAGTAAAAGG 

AAGGAAGATGATATACAATGAGAATACTAGTCAAAAGAAAACTGGAGTGACTTTTTAAAT 

ATATCAAAGTAGATTTCAGAGCAAAGAACATTACCAGGGATAAAGAAGGTATCATGAGGG 

CCAGTCTGCCAGAAGACCATAACACTCGTAAATGTTTATGCATCTAATAACATGGTTTTG 

AAATATGTGACCCCAAAACTGATGAAACTTTAGGGAGAAATAGATACAAGTTATAGATAG 

AAATTTTAATATTTTCAATAATTTAT 
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>SEQUENCE:9575:prostate_MPM2000-004P6_Table5 

TAAATAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAA 

TTAAGGCGGGTGGATCACGAGGTCAGGAGTTGAAGACCAGCCTGGCCAGCATGGTGAAAC 

CCCATCTCTAATAAAAATACAAAAAGCATTAGCCGGGTGTGGTGGCGGGCGCCTGCAGTC 

CC AG CT ACTTG G G AG G CTG AAGCAG G AG AATTG CTTG AACCC AG C AG GC AG AG GTTG C AG 

TGAGCTGAGATCATGCCACTGCACTCCAGCCTGGGTGACAGAATAAGACTCCGGAATAGA 

GAAAAAAAAAAAAAAATCCGGGCCCCCCCCGGGGGGGAGGCCCAATGACCCCTTATAAAA 

TCCAATTTAACCCCCCCCCTGGGCCGTTTTTTAAAAACCCCATCTCTATAAAAAATAAAT 

AAGTAAATAAAAAACAAATTCGAAAAAAAAAAAA 

>S EQ U ENCE:9576:prostate_M PM2000-004P6_Table5 

ACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTCTTCTAGAATTAATTAAGGCGGGGGT 

TGCAATACTGTCACTGATAAAACAGACTTTAAACCAACAAAGATCAAAAGAGACAAAGAA 

GGCCATTACATAATGGTAAAGAGATCAATTCAACAAGAAGAGCTAACTATCCTAAATACA 

TATGCACCCAATACAGGAACACCCAGATTCTTAAAGCAAGTCCTGAGTGATGTACAAAGA 

GACTTAGACTCCCACACAATAATAATTGGAGACTTCAACACCCCACTGTCAATATTAGAC 

AGATCAACGAG 

>SEQUENCE:9577:prostate_MPM2000-004P6_Table5 

A AAG G G AAC AAA AGCTG G GT ACCG G G CCCCCCCTCG AG AGT ACTTCTAG AATTA ATTAAG 

GCGGGCTTACCGGCTGGCGATTTGGGCCGCGGATCTTAAGGAGGCTGATGCACGCAAATG 

CTATTAACTCATGAGGTACAGCTAGAATTTAGTGGACAACCTGTACCTGTGCCCTGTGCT 

ACTCCACCTACCAAGAGTGCGCTTCAAGGTTGTGTATAAGTACCTATAGAACAATCCCCT 

TTTTTCCATCAAGCTGTAACCTGCACAGAATGGAAACGTGGGAAAGGAATGGTATGTGGG 

GGAAATGCATCCCCTCAGAGGACTGAGGCATAGTCTCTCATCTGCTATTGAATAAAGACC 

TTCTATCTTGAANAATAAAAAAAAGAAAAAAAAAAAAAAAAGGTGGGGGATAAAAAAAAT 

AAAAAAAAAATTAATAATTGGGGGCCCCCCCCCGGGGGGGGAAACCCACCCCCTTTTATG 

GGGGGTTTATTCCCCCCCCCTTTGGGG I I I I I I I I AAAAAA 

>SEQUENCE:9578:prostate_MPM2000-004P6_Table5 

GGGTAACACAGCTGGGTGCCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCG 

GGGTAGCCGCATGATCAACCGAAGTCACACTGGGCACCCTTACAGATGATGGCTGATACA 

TGAGAACCCTGTTTTAAATAGCACGGGCAAATTACAAACAATCTGGCTGTATATTCACAG 

GCAAACAAGAGCTGCACCACTGGGCATTCTCATTCTTTAGTTAACCATTTTCAGCACAAC 

TATATGGCATCTAC 

>SEQUENCE:9579:prostate_MPM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAG 

GCGGGAAAAAGTTATCTTTACAAGGCAGAAATCTGATAGATAGCATCTTAATCAAATGAT 

CAAATTTAACATCTCCAGTATCATGACAAATTGGCGTGTGCTTCTTGATGATATACTGAG 

GATACATACTTATATAGTATTCTTATACTATACTTATATAGTATTCCTGCCAAAAATGTT 

TAGTTTGAATCTAATCATGGAGACAGAAATAAAAAATTAAGGACAGTGTACAAAATAATT 

GATCTGGACTTTGTAAAAATGTCAGTGTTACATAAAAAGACACGACCTCACAAAACAAAT 

GTATTGCAAAAATCTTTAATAATCTAGGTGGAAGATATATACGTATTGTACTTTTGTTGT 

AATTCTGAAGGATTGAAATCTTGGAAATGTTGGGGAAAATAGAATAATATTGATTTTATT 

TTTT A ACTTT AATCTTTT AAAA ATG AGTATTACT A AACA AT ATG GG G GT ACTAAG ATG G G 

AAAT I I I I I I I GAAACAAATTACT 

>SEQUENCE:9580:prostate_MPM2000-004P6_Table5 

CTAAG G GTAACAAAG CTG GGTACCG G G CCCCCCCTCG AG AGTCTTCTAGAATTAATT AAG 

GCGGGAGGCGAAGGAAGAGCAGGCATGTCTTACATGGCAGCAGGCAAGAAGCTTGTGCAG 

GGGAACTCCCCTTTATAAAACCATCAGATATTGTGAGACTTATTCACTATCACGGGAACA 

GCACAGGAAAAACTCGTCCCCACGATTCAATTGCCTACCACCGGGTCCCTCCCATGACAC 

ATGGGGATCATTAAAATTC 

>SEQUENCE:9581:prostate_MPM2000-004P6_Table5 

CTGGCCGTCTTTTTACAACCCTAAATAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCT 
CG AG AGTACTTCTAG A ATT A ATTAAG GCGGGGTG G AATTA AG A A ATT AG ACTTATTTTCC 
TGTTCATTAATAAATTATCCATTTTAAACACAATTTTAAACATAAACCTTGCTATAAATA 
CTCTTGTTTATATGTGTGACATCAAGCTTAACCATCTACACACCCTTTTGTCCCCTGTGG 
GTTTCCTGTTTAA I I I I I I ATTAGTAACAGTATATTCCATAACACACACACACAAAATTA 
AACAAACAAAAGAAAGGTTTTAATGTTAAGGAAAACATAAGACAATGGTAATACAACTTA 
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GATCATACATTAGGAAAGTAACACAACAGATGTATTATTCAGCATTACCGCAAGTCATAA 
G ACT AGTTATTGTGTGTTC AC AA AACTG G GG G GTGT A AC AGT AT ATAT AG G AAG ATTATC 
AAAAAACTCTTTGG CTTT AG AAGG AA A ACC ACTAGTCTAATAATTGTCTCTAAATGTG C A 
AGTGACAATCAGGCTGCCATATCTAAAATGTTACTGTCTGACAT 
>SEQUENCE:9582:prostate_MPM2000-004P6_Table5 

GCGCGCATTTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 

TACTTCTAGAATTAATTAAGGCGGGGAGGAGGTGCCAGGCTCTGTAATCAACTAGCTCTT 

GCATGAACTAATAAAGCCAGAATGCACTCATTACTGTGAGGAGGGAACGAAGCCATTATT 

CATGAGGGATCTGCCCCCATGACTCACACACCAACGGTGAGACCCTTCAACCAACATTGG 

GGATCACATTTAAACATAAGATCTGGAGAGGAAAACATCCAAACTATATCAGATGGGGTC 

TCAATATACTGCCCAGGCTGGTCTCAAACTCTTGGCCTCAAGTAATGCTCGTGCCACAGC 

CTTTCATTGCTAGCGTTATAGACACGAGC TATTGCA CCCAGCTAAATTTGGGGTTAGGCC 

ATAATATCTTCAAATATTCCTTTTGTTCCTCTTTTTTCTCT 

>SEQUENCE:9583:prostate_MPM2000-004P6_Table5 

TAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAA 

GGCGGGATGGCACATGGCACGGTCTCTCAGAGAGTAATCTGCTATATTGGAATGGCATGG 

AATCACTG CCTCCTGTG ATTTAG AAAG G CC ATTGTG AAG G AAAACAATG CAGTG AAAG AA 

AGTTCTTC AT ATTAG G ACAG ATATCATTG C ATC ACATTTATTTATCTTTCTG GGTATTTT 

TATAGCCCTTAATAAAAAATATTAAAATAAAAAAAAAAAAAAAAAAA AAAAA AAAAGGGG 

GGCCCCCCCCGGGGGGGGCCCCCATTTCCCCCTTTGGGGAGGCTTTTTACCCCCCCCCAT 

GGGCCGGTTTT 

>SEQUENCE:9584:prostate_MPM2000-004P6_Table5 

CGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGT 
ACTTCTAGAATTAATTAAGGCGGGGAGAACCTAATTAGAAAATATGTATCCACTATAATT 
AGCTATGACAGCCATCTGTAATGAATCTGTCGCAAAGACGTAATAAAATTAACTGGTGGC 
A 

>SEQUENCE:9585:prostate_MPM2000-004P6_Table5 

ACCCTCACTAAAGGG AACAAAAG CTG G GTACCGG G CCCCCCCTCG AG AGTACTTCTAG AA 

TTAATTAAGGCGGGACTGGGGTAGGCGGTAGTCAAGGCCCTTTGGTGAAGCAAG CGAT TG 

TCTCCAGCGTTGTCAGCTTCGCTCCTCCATAAGACAGTTGCTAATTTCCACCTCTGTTTT 

CACCTACATAAGACACTTTATGACAGGTTTAACTTTTATGTTATTATTAGCTCTAGCCAC 

TGGTATTTCATACTCAGTTCGTCTGAGCTACTTATAAAGTGACAAGTCCAGCCAGGGCAA 

CATGGTGAAACTCCGTCTCTACAAAAATTAGCTGGGCCTGGTGGCA TGCACCTGTAGTCT 

TAACTACTTGGGAGGCTGAGGTGGGAGGATTGCTTAAGCCCAAAAAGCAGAGGTTGGAGT 

GAGCCATGATCACGCCACTGCACTCCAGCTTGGGTGACA 

>SEQUENCE:9586:prostate_MPM2000-004P6_Table5 

AACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGA 

ATTAATTAAGGCGGGGGACATGGTGAGTGTGGGTCTCTGTGCGGCCTAGAACTCTATCTG 

CCTGCATCTGTCCTTGTTTTCTTCTCCCGCACCCATCTCCTCTCCTGCCTTACCCCGTGT 

TCTCTCCTGTCTCCATGCCTTTGCAGGAGACACCATTGTCGGAAGCTCCCCAAGGCGGAG 

GGGCGGGGGCGCCTTGGCTGGGCCTGGCGCGCTCCANCCGGGTTAACGCCGGGCCTTCG 

G 

AGCGCGCGG CC AG CCCTG G G C ACTGGTTTCGTTG G GTTG AATTT AG G G AAAACTAGGTC A 
TATGTAATTCACATGTCGGTCACACGTCANTGAGGTGGAGGAACGGTGTGTGGAGGCTCC 
AGGGCCTGCCTGGGTTCCAGGTCTATCACTGGTTTCTCCCTTCACTCTAAACAGGCCAAA 
CGT 

>SEQUENCE:9587:prostate_MPM2000-004P6_Table5 

GCGCTATTAACCCTCACTAAGGTGAACAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTAC 
TTCTAGAATTAATTAAGGGGGGCTGCCACCCCAGGTCCTCCAAGCAACCCTTTTCCCCAT 
AGTG G G AG GTC AG C ATCCCTC AG AAG C ATCTC AG GG AA A A A ATG AT A AAG CATTTAG AG A 
ATTGGGAAGAAAATAGAGGGATACTATCAAAGAGTAAAGGACAGTCCTGGGGGATGAAGG 
GGGATTTTC I I I I I I C I I I I I I I I I I I 
>SEQUENCE:9588:prostate_MPM2000-004P6_Table5 

AAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTATAGGCGGGGGAAG 

GGAAGATTAATTATTGTTGAGTGTTAACTAACTGCCAGGTGCTTTTATCTTGTTTGTCTA 

ATTTAAATTTTATATGGACTTAATAAAGTAGATATTACCATGCACATTTTACAGGTTGCC 
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AA ACTGTG G CTGTG G G AG GTTCTAAG CAACTGTTCCAG GTC ACTTGT ACAGTAA G CTGT A 

TAGCAAAAAATCCAATTTGGTTCGGTTCCAAATACTGGACATACTCAACTTCGGATTTTT 

AATGTTAAAAAGGTATTTAGCGCTTTATATAAAATCATATAAATATACATAATTAAGCGG 

CCGCCACCGCGGCGGAGCTCCAATATCGCCTATACAGAGGCGTATTACGCGCGCTCACTG 

GCCGTCGTTTTACAACTGTCGTGACTGGGAAAAC 

>SEQUENCE:9589:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 
AGGCGGGAGAGTGGCGTGAACCCGGGAGGCGGAGCTTGCAGTGAGCCGAGATCGCACCA 

C 

TGCACTCCCCCCTGGGCAACAGAGCGAGACTCCATCTTTTAAAAAAAAAAAAAA AAAATT 
TGGGGAAAATTCCCCGGGGGTGGACCTAAGGGATGGGGGGGGGGACCTGACA I I I I I I I G 
G G C A AGG GG AATG ACCG G G ATA A AAATCC AGG G G C A ACC AAACTTT GTT AAA A AT AGTA C 
CCTTGG AAAG CTTTATCCCTG G G CCCG G AAAAA A A AA AAGGTATAG CTTTT TTTATTTT T 
G G G AAAG AAGTAACC A AG G GGTCCGGTTTTTAA AAAA AG C A AAAC AGG G CA II I I I I I GG 
ACTTTAACG G G G CCCT ACTTTTCCAA A AAATCCCTATGTTTTAAAC 
>SEQUENCE:9590:prostate_MPM2000-004P6_Table5 

GAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTI CTAGAATTAATTAAGGCGGA 

GCTGCATCACAATGTACAATCATGGAATCACAGGAA GAATC CACTCAGCTTTGCAAGATG 

CTGCCCAAGGGGTTGCTTGGAGTAACCAAATTAACATTTTTCATTCTGCCCAGAGCAAAA 

TACATGTGACAAAACATAAAAAAAA AAAAA AAAAA AAAAAAAAA AAAAA AAA AAAAAAAA 

AAAAAAAAAAATTATAAAAAAAAAAAAAAAAAAAAAAAAAGGCCCCCCCCCCCC CCGG GG 

GGGACCCCACCCCCCTCAATAAAGGGGTTTCCCCCCCCCCCCCCCCGGCCCCTTTT 

>SEQUENCE:9591:prostate_MPM2000-004P6_Table5 

AAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTCTTCTAGAATTAATTAAGGCGGGA 

AGATCACTTCAGCCCAGGAGTTCAAGGCTGCACTGAGCGATGACGGCACCACTGCACCCC 

AGCCTGTGCAACAGAGCAAGACCCTGTCTCAAAAAATGAAAAACAACAATAAAATAAATA 

AATAAGCCTGGGACTCCTTCCTTCTCTCTCTTGCTTCCTCTCTCTCCACGTTCCCTCTTC 

ACCTTCTGCCATGATTAGAAGCTTCCTGAGGCCTCAGCAGAAGTGGATGCTGGCACCAGG 

CTTCCAGTACAGTCCACAGAATCATAAGCCAATC 

>SEQUENCE:9592:prostate_MPM2000-004P6_Table5 

CTGGCCGTCGTTTTACACCCCGGAACACAGTGTGAAACCATGCTGGTTGCCGGGCCCCTT 
CCTCGAGAGAACTTATAGAATTAATTAAGGCGGGGTCTTAGCTT TGGC TCCCCTCTTCTG 
AGCTAGTTGGTTGAA I I I I I I I I AATGCTTAAGATTTGTTTTTCTCTTTTCACAGCAACA 
TTTTCTTGAA I I I I I I I CTGCACAGCTTTTCCAAAATAAAAACCTTCCAAACAAAAAAAA 
AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 
AAAAAAAAAAAAAAAAAAAAAAAGAGGGGGCCCCCCCCCCCGGGGGGAAACCAACCCTCC 
ATAAAAAAGGGGGGGTCCCCCCCCCCCCCCGGCGGGGTTTAAAAAA 
>SEQUENCE:9593:prostate_MPM2000-004P6_Tabie5 

TCCCTGACTAAAGGGAACACTAAGCTGGGTGCCGGGCCCTCC 3TCGAGAGTACTTCTAGA 

ATTAATTAAGGCGGGGGAGGGCAATTTCAAAACTACATGAGATACTGTTGCATCAAATGT 

TTCAGGAAAAAAAAAAACTACCAAAAATTTATAAATCCAACTGCTGTGTACAAAACCTGT 

ATAGTGTAAAAATATTGGTCAACCTGCAAGTTATATAACATTCTAAATCAAATGGAGTTT 

GTAGTCCATGCTTTAAAATTTCTCTAAAACTGTCTCCATCTCCTTCAAAAAAAATCAGTC 

TGCTGAAAGTCTCATGAATAAAAGCCGATCGAAAAGCTGTGTGTCTAACAGTAGGTAATC 

TAG CTAACCTG G AAAGG CC AC AA A ATGCTAG C ATTCTG AA ACTTGCCTTTTAG G CTTACT 

TCCACTTCTCTCTGGCTCCCTTCTTCTCACTACTTTAATCTTACC I I I I I ATCCCCTCTT 

CCCTCCCAA 

>SEQUENCE:9594:prostate_MPM2000-004P6_Table5 

AT AAAG G G AAC AAAAG CTG G GT ACCG GG CCCCCCCTCGAGAGT ACTTCT AG AATT AATT A 

AGGCGGGGGTGTGAGCCATCGCACCCGGCCAGAGATTTTTTAAACATTGTCTACACCATG 

AAGTCATACTTTGCGTTTAAAAAAGATGACTTCATAGTTTTACACGATATCTGATGGCAA 

TTTTCACAAGGTGGAATGTAGGGAGAGCTCTTAATCAGCCCTCTCCCTCTGGAAACAGGC 

AGAAACTTCTCCAGTGAAATGATATTACCATTATTGCTTCATTTCCTGAGGTTAGAACCG 

GTTCTTGGTCATCATAAGTTTGCCTACCTGCCTACATGTTTGCATCCCCTCGAAACTTTT 

ATGTTGAAATCCTAATCCTCAATGTGACGGTATTAGGAGGTGGAGCCTTTGAAGGTACTG 

GGTTAGGGGGTAGAAATCCTCATGAAAAGGATTAGTGTTCTTAAAGAGAACCTCAAAAGC 
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TCTCTAACTTTTCTCTACCATATGAGGATACAGCAAGAAGACAGTTGGCTGGAAACCAAG 

AAACGCATCCTTACCAGACCTGAAGCTGCCAGCACC 

>SEQUENCE:9595:prostate_MPM2000-004P6_Table5 

ATAAAG G G A AC AAA AG CTGGGTACCGGG CCCCCCCTCG AG AGT ACTTCTAG AATT AATTA 

AGGCGGGCAGATGACGAGGTCAGGAGATCGAGACCATCCTGGTTAAGACGGTGAAACCCC 

GTCTCTACT AAAAATG AAAATAAAAATTAA A AAAAAGTAG CCG G G CATG GTGG C AGG CAC 

CTGTAGTCCCAGCTACTCGAGAGGCTGAGGCAGGAGAATGGCGTGAACCTGGGAGGTGGA 

GCTTGCAGTGAGCCGAGATCGTGCCACTGCACTCCAGCCTGG GCGA CAGCGAGACTCTGT 

CTCAAAAAAAAAAAAAAAAAAAATTTTTTGAAACCTAAAAACCAATT TTGGGT TCTTTAA 

AAAGGGTTTTAAAAAATTGGTGGGATTCAAAATTTTAAAAAGGAAAA TTTTTAAT AAAAT 

TTTTTGGCCAAAGGGTTTTAAATTAATTTTAAAAATAAGGGTTTAAAT I I I I I I I IAAAC 

CGGGCCAGGGG 

>SEQUENCE:9596:prostate_MPM2000-004P6_Table5 

T AG AATTAATTAAG G CAG G CCCAGN AAAG ACACATCTACATGGTCTCACTT ACACGC AG A 

ATTTTAAAAAGTTGAACTCATAGAAATAGAGAAGAAGATAGTGTTTTTCAGACACTGGAG 

GAAGAAAGTGCAGAGAAGGGGAGATGCTGATCAAAGAGATAAGCTTTAGTGATCTGTTGC 

ACAG AATG GTG ACT AT A ATTAGTAATAATGT ATGGTAT ATTTCAAAATTG CTAAAAG AG A 

AGATTTTAAATATTCTCACCACAAAAAAGTAACAACTATGTGAG 

>SEQUENCE:9597:prostate_MPM2000-004P6_Table5 

CGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGT 

ACTTCTAGAATTAATTAAGGCGGGAAAAAAGAATACAGAATAGTTGGGATAAGCAGAAAA 

TAAATAGGAAGATGGTACACAGCCAGGTTAATAATTATACAAAATGTAAATGGTCATACA 

TTCAAAGGCAGAGATTGTCAGAGTGGATTAAAAAGCAAGACTCAACTGTATGCTGTCTAG 

AGTAAACCCATTTTAAATATAAAGACACAGCTAAAAAAAAAAAAAAAAAAAAAAAAAAAA 

AAGGCGGCCGCCACCGCGGTGGAGCTCCAATTCGCCCTATAGTGAGTCGTATTACGCGCG 

CTCACTGGCCGTCGTTTTACAACGTCGTGACTGGGAAAACCCTGGCGTTACCCAACTTAA 

TCGCCTTGCAGCACATCCCCCTTTCGCCAGCTGGCGTAATAGCGAAGAGGCCCGCACCGA 

TCGCCCTTCCCAACAGTTGCGCAGCCTGA 

>SEQUENCE:9598:prostate_MPM2000-004P6_Table5 

TGGGTGCCGGGCCCCCCCTCGAGAGTACTTCTAGAAT TAATT AAGGCGGGAGGAGAGAAG 

CCATACAGGAGCAAGTGTTTTGCATACTATTAAAATTGGTTTTACTCAGAACTAAAATCT 

TATAAATTAAGGTATTATTGGCCAGGTGCGGTGGCTCACGCCCGTAATCCCAGCACTTTG 

GGAGGCCGAGGTGGGTGGATCACGAGGTCAGGAGTTTGAGGCCAGCCTGACCAACATGGT 

GAAACCCCGTCTCTACTAAAAATACAAAAATTAGCCGGGCGTGGTGGCACGCGCCTGTAA 

CCCCAGCTACTCAGGAAGCTGAGGCAGGAGAATTGCTTGAATCCAGGAGGCAGAGGTTGC 

AGTGAGCCGCCATTGTGCCATGGCACTCCAGCCTGGGCAACAGAGTGAGACTCTGTCGCA 

A A AA A AA AAAA A AAAAAAAAAA AAAG CG CCCCCCCCCCG GG 

>SEQUENCE:9600:prostate_MPM2000-004P6_Table5 

TCCCGGCCCCCCCTCGAGATACTTCTAGAATTAATTAAGGCGGGAGAACAGCTTGAACCA 

GGGAGGCGGAGGTTGCCGTGAGATCGCACCATTGCAC TCCAT CCAGCCTGGGCAACAGAA 

TGAGGCACCATCTCAAAAAAAAAAAATTTCATTTGGTTTCTTTTAAAAAATTTGGACTTT 

TTTACATTTAAATATTTGATCAAACTGTAATTTATTGGGAAAAAACAAGAAGGAGGGG 

>SEQUENCE:9601:prostate_MPM2000-004P6_Table5 

CGTTTTCACCCGGAAAAAGGGAACACAGCTGGGTGCCGGGCCCCCCCTCGAGAGTACTTC 

TAG AATTAATTAAG G CG G G AGTCCTTTTTT AAC AGTAACTATTTT AA ATG A AA ATG G ATT 

CAACTCTTCAATTTAAAGGAAGAGATTAGCAGAAGGATAAAATAACAAACAACCAAAATG 

ACCAAATTATTTATTGTCTAAAAGAAACCCATTTTAGATCTAAAGTCACAAACAGGTAAA 

AAGTGAAAAGATGTAAAGATATTCTGTGAAAAGAGGAATCAAAAGAGAGCTCTGGTGGCT 

ATCAGACAAAATAGACTATAAGTAAAAATCGTTACCAGTGACAAAGAAGTGCATTATACA 

TGGATGAAATAGTTTTTTCATCTAGAAGGTATAATAAATTATAACAAATACTACCCTTAC 

ACAGAACCCTAAAANTTTTAAAAAAAAAAAAAAAAAAAAAAAAAAGGCGCCCCCCCCCGG 

GG 

>S EQ U ENC E:9602: prostate_M PM2000-004P6_Table5 

CCTCACTAAAGGGAACAAATGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATT 
AATT AAAA AAATAAAAACCAACATTAACCAGAGTTTGGAAGAAGTTGATTCCAACCTTCA 
TAGGTGACTCTGAGGGGTTCAAGTCTTCAGTGGAAAAAGTAACTGTGGATGTGATGGAAA 
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AAAGAGAACTAGAATTAGAAGTGGAGCCTGAAGATGTGACAGAATTGTTTCAATCTCGTG 

AAAAAACTTGAACAGATGAGAGGCTGCTTTGTATAGATAAGCAAAGAAAGTGGTTTCCTG 

AAATGAAGTCTACTCCTGAAGATGCTGTGAACATTGTTGAAAAGACAACAGACTTAGAAT 

ATTACATCAACTTAGTTGATCAAGCAGTGGCGAAGTTTGAGAGGATTAAGTCCAATTCTA 

AAAGAAGTTCCACTATGCGTAAAATGTTATCAAACAGCGTCGAATGCTAAAGAGAAGTTT 

TTCATGTAA 

>S EQ U EN CE :9603:prostate_M PM2000-004P6_Table5 

AAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAAT TAATTA AGGCGGGGATT 

TCCCACATACAATTAAGGCATGGTTCCCTGTTTTTCTTCTTGGTC I I I I I ACCAAAACTA 

CTGCACTTTTAACAAATATGATCATGAAGCCAACCCCATTCCCAAAGTGTGTGTCCTTAA 

CATTTTTCAAGGCCCGTGTATAGCTGTTATCTTGTGTGAACCTCAGATGGCCCAATAAGG 

ATGTAAGGCAAGTTCAAGTACAGTCTCCGCACTAGAGATAAGAAAACAGAGATAGCGCCT 

GTAATCCCAGCACTTTGAGAGGCCGAGGAGGGCGGATCATGAGGTCAGGAGATGGCGACC 

ATCCTGGCTAACACGGTGAAACCCCATCTCTTCTAAAAAAAATACAAAAAACTTAGCTGG 

GCATGGTGGCAGGCGCCCGTAGTCCCAGCTACTCGGGACGCTGAGGCAGGAAAATGGCGT 

GAACCCAGGAGGCGGAGCTTGCAGTTAGCTGAAATCGAGCCACGGCACTCCAGCCTGGGC 

GACTGAATGAGAC 

>SEQUENCE:9604:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACACAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGCGGGTGGATCACTTAAGGTCAGGAGTTCAAGACTAGCCTGACCAACATGGGGAAACC 

CCATCTCTACTAAAAATACAAAAAAAATTGGCCAGGCGTGGTGGTGCACACCTGTAATCC 

CAGCTACTTGGGAGGCTGAGGCAGGAGAATCTCTTGAATCCGGGAGGCAGAGGTTGCAGT 

GAGCCAAGATCGCGCCACTGCACTCCAGCCTGGGCAGTAAGAGTGAAACTCTGTGCCANA 

AAAAAAAAAAAAAAAAAAAAAAAAGCGGCCGCCACCGCGGTGGAGCTCCAATTCGCCCTA 

TAGTGAGTCGTATTACGCGCGCTCACTGGCCGTCGTTTTACAACGTCGTGACTGGGAAAA 

CCCTGGCGTTACCCAACTTAATCGCCTTGCAGCACATCCCCCCTTTCGCCCAGCTGGCGT 

AATAACGAAAAGGCCCGCACCGATCGCCCTTTCCAAC 

>SEQUENCE:9605:prostate_MPM2000-004P6_Table5 

CGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTAC 

TTCTAGAATTAATTAAGGCGGGGATGTCAAGTTCATTTATGTGACTCTTTGGCTCAACTT 

ACATAATCTTTGTTTTGATATCACAGTTGTCTAATTATTTTACTTTGTAGCTTAAGGCAG 

GCTGAATTGTTGATAAAATGGAAAAAGTAGTATATTGTTATATAAGCTTCTGAGGTGTGT 

TTTGTTGTATAAGCCCTGGAGGTTAAAAAGTCATCCCTTATGTATAGTAGTTAAAGGCAT 

AAAACTGTGACTTTTAGATATTCCACAGAACCAGACTTATTTGA TGTGGA TAATAACCAA 

TG ATTT AG C ATTTTGTTTG CTTTTGTTTT ATTTTATC CG G GTTCATTTTTTACTCTTCCC 

ATGTACATGAAACAGGTGGTGGCGTGTAGAGATCAGCTGATCCTTGTTTTATGGTTAATT 

GAACTACTTTGTATCCAGGGTTTCTGCAAATCCAAAAGTGATTTTTCATCTAGGATCTAT 

TCCTAACAGTCTACTCCAATCCCACTTTAGTTTTCCACAATTTTAAATCTTAATAGTGAG 

AATTCAAATGAAAGTCATTTCATTTGACTATTCTGATGACATGATTGTGGCAGAATAAAT 

TGGGTCTTAAAATG CCCCTAAAAATGGT 

>SEQUENCE:9606:prostate_MPM2000-004P6_Table5 

ACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 

TTAATTAAGGCGGGGTGAGGAATAGACTACATATTTGGTACAGTGTACATTGCTTGGGTG 

G C AG GTG CACCAAAATCTTAT AAATCACCACT AC AG AACTG ATCCATGT AACCAAAAAAC 

ACCTGTACCCCACAAACTATTGAAAAACCCAAAAAATACCTTGCAAACGGGGGGCCCCCC 

CCCGGGGGGACCCCCGGAATCCCATTTGTGGCTTTCTTTATGCCCCCACCATGGGGGATA 

GTTGCAAGTTTACAAGCTGTGGATGGGTTTCCATAGTCTTCCTTTCTGTACATTGCTATA 

TCTTCAGTCCTTTGGAGCAAGTGGACCTAACAAGTTGAGCAAAATGAATATTTGGATCCA 

TGTTCCTCTTGTGACCCTGAGTCTTCATGCAAGGAGATCTGAAGCTGAACAATGAAAATC 

TT 

>SEQUENCE:9607:prostate_MPM2000-004P6_Table5 

AC A AAAG CTG G GT ACCG G G CCCCCCCTCG AG AGTACTTCT AG A ATTAATT A AG G CG G GC A 

GATCACCAGATCAGGAGATAGAGACCATCCTGGCTAACAGTCTTTACTAAAAATACATAA 

AATTAGCCAGGCGTGGTGGCGGGCACCTGTAGTCTCAGCTAGGCAGAGCTTGCAGGGAGC 

CGAGATTGCACCACTGCACTCTAGCCTGGGCAACCGAGTGAGACTCCATCTCAAAAAAAA 

AAAATCACGTTTTTGGTTTTAATTTATCTGACTTACCTTATGT 
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>SEQUENCE:9608:prostate_MPM2000-004P6_Table5 

GAGTACATATATAGAATTAATTAAGGCGGGCTGGTCCATCTCAGAAAAACCTTCCAAGAG 

CGCTGGGGTTTATGCTTTCTGAATAAACACTACTGTTTACATGAAAAAAAAAAAAAAAAA 

AA AAAA AAAAAAAAAAAGGGGGCCCCCCCCCGGGGGGGACCCCAAATCCCCCTAAAAGGG 

AGTTTTAAAACCCCCCCCTCTGGGCCTTTTTTAAAAAAAAAGAAA 

>SEQUENCE:9609:prostate_MPM2000-004P6_Table5 

AGG G A ACA AAAG CTG G GTACCG GGCCCCCCCTCG AG AGTACTTCTAG AATTA ATT AAGG C 

GGGAAATTTATAGCTGTGAGCAGTTAACTAAAAAAGAAGAAAGATCTCAAATCCATAGCC 

TAACTGTACACTGTATGGAACTAAAAAAAAGTAAAACAAAAATAGAAGTCATCTTTATGA 

TTTGAAAGAGTAAAAGATTTACCTAATAAGTCCCTAAATTTACTAATAATAAAAAAAAAA 

AAAAAAAAAACAAAAAACCGGGCCCCCCCCCGGGGGGGAAACCAATCCCCCCTTAAGGGA 

AGGCATAAACCCCCCCCC 

>SEQUENCE:9610:prostate_MPM2000-004P6_Table5 

GGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGGTGAATATTTT 
ATACTGTAAGTGAGCAATCAGAGTATAATGTTTATGGTGACAAAATTAAAGGCTTTCTAA 
AAAAAAAAAAAAAAAAAAAAAAAAAAAGGGGGCCCCCCCCGGGGGGGACCCCCAATCCCC 
CCTAAAGGGAGGTTTTTTACCCCCCCCCCTGGGCCG I I I I I IAAAAAA 
>SEQUENCE:961 1 :prostate_MPM2000-004P6_Table5 

AAAACTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGCGGAT 

CACGAGGTCAGGAGATTGAGACCATCCTGGCTAACATGGTGAAACCCCATCTCTACTAAA 

AATACAAAAAATTAGCTGGGCGTGTGGCGGGCACCTGTAGTCCCAGCTACTTGGGAGGCT 

GACGCAGGAGAATGGCGTGAACCCGGGAGGCAGAGCTTGCAGTGAGCCGAGATCACGCC 

A 

CTGCACTCCAGCCTGGGCGACAGAGCAAGACTCCGTCTCAAAAAAAAAAAAAGCTTTTT 
>SEQUENCE:9612:prostate_MPM2000-004P6_Table5 

AAAG G G AACAAAAG CTGGGTACCG G G CCCCCCCTCG AG AGTACTTCTAG AATT AATTA AG 
GCGG G ATCAG AATG G AAAAAG AACTGTTTAAAAGTTTG ATACTTTTAAATAGTTGGTTTT 
TTTGCTTACTCTGGTAATGATTTTCTACAAATACATAATAAATTGTTTTTTTGAGTCTAT 
ATTCTGTATG CAGTTG AATATCCATT ACTTATTCTG CTGTG CTTTAATAG A ATG G AATGT 
TTAC AG G CCCTT A A AATATTATTTTT A AAA A ACCTTCTG A AG ATAC ATACCA AAGTTTTT 
CCAAGAAGATTTTATAATCAATTTAATAATGTAAGGTTTATCAGATTCTATAATAGTATA 
GTTATTAAGGCAATTTTATGTTAGAGACTATTTTGTAATGTAGTGAGTGGTACCTTTATA 
AGAAAAGTG ACTG CCAATATATTTTTATAGCTGATCTTTATAAATTCTAATGTTGAGTTT 
TTAATGATTATTTTAAATGTTTATATAGTTTAGTAAAATTTGCATCTCAAAGTATCATTT 
TTATATTATG GG ACGTTTTC 

>SEQUENCE:9613:prostate_MPM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAG 

GCGGGTAATGTAGCCCGGTTGAACATGAACCAGAAGGAAAATGGTTAAAGCTGAGGGCAC 

TAATTCCTTACAGGCCCGGGGACATGGGGCTCCAACCAGTGGATGCATGTAGCTTCCCAG 

AACCGAATGTCTGGCCCTCCCTGGCGGATGATGCCTGCCGCGTTGCCCCCCCCCAACTCC 

CTCTACCGGAACTCAGCCCACGAGGCTGGGCCCCGTATGGCCCACCATAATTACCCCCAT 

ACTCCTTACACTATTCCTCATCACCCAACTAAAAATATTAAACACAAACTACCACCTACC 

TCCCTCACCAAAGCCCANAAAAAAAAAAAAAGAAAAAAAAAAANGGGGGCCCCCCCCCGG 

GGGGGAACCACAATTCCCCTTTATAGGGGGGGTTATTCCCCCCCCC 

>SEQU ENCE: 96 1 4: prostate_M PM2000-004 P6_Table5 

GGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGG 

GTAAGGGATGAATCCATGATGTCATCTGCCACCAGGAAGAAAGCTTGCAGCTAGAAAGAG 

TGGAATAAGACCTGCAGGGCTCCTCATTACTGTTCCTTCTATCAGCAACAGAGCTGCTAC 

TTTATACCAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAGCGGCCGCCACCGCGGTGGAGC 

TCCAATTCGCCCTATAGTGAGTCGTATTACGCGCGCTCACTGGCCGTCGTTTTACAACGT 

CGTGACTG G G AAAACCCTGGCGTTACCCAACTTAATCG CCTTG CAG CACATCCCCCTTTC 

GCCAGCTGGCGTAATAGCGAAAAGGCCCGCACCGATCGCCCTTCCCAACAGTTGCGCAGC 

CTGAATGGCGAAT GGAA ATTGTAAGCGTTAATATTTTGTTAAAATTCGCGTTAAATTTTT 

GTTAAATCAGCTCATTTTTTAACCAATAGGCCGAAATCGGCAAAATCCCTTATAAATCAA 

AAGAATAGACCGAGATAGGGTTGAGTGTT 

>SEQUENCE:9615:prostate_MPM2000-004P6_Table5 
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CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AAGCGGGGATGGGTTGGTGTACATATGCCCTGCAGACAAATGCCACACTGAGTCACACAT 

GCACTGGTGGTCCTGCTGTCCGTGCAGAAAAGTTCAAGAGCAGAGTCCTCCACAATCCTT 

CAACCTGACTTTCTGGCTGTATGAGTTATGGATGGGAGGGAGAGGCAATTATATTTTAAG 

TGTCTCCTTTCTAGAAGAACTGAGTGTTCTCTGAAGGACCATTCCAGCTGCAGAAGTACT 

TCTGAATGGGTGAAGAAAGGGCACTAAAATGTACCAAAAGATTTTGGGCCCAAGTGACAT 

CCAGACCA I I I I I CTTTTCTATT AAAGT AAACTG AAGTTT AG ATAAGG G CT AG ATT AAAT 

TCAAGGAAACTCCTGATAACCATGTTAAGATCAACCACAGTAGGCTGAGTTTTACTGAAA 

CCTTGGTCCTCTTAAGCTACTACATACTGATTCTATTATAAGTACATTTTGATTCTCCCC 

>S EQUENCE: 96 1 6: prostate_M PM2000-004P6_Table5 

GGAACAAAAGCTGGGTGCCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAGAGGCG 

GGGTGTGAAAACATGTGCCATGCAAAAACTAGGCTGAAGAGAGTTTATGTAGATGTCTTT 

TACTAGAAGACAAAATAAATGAAAAGCATTGTTGTAAAGTACACTGCAATATGTTAAAAT 

GCTCAGATTCTTGAAGAAGATATAACAATTCTTAATTTGTATATATATAATTACCATCTT 

AAAATATGTAACAGAAATTGACAGTAGGGGATTTCCTTATGACAAATTTGTAGTCATAAT 

TCAAGA I I I I I GCACGCTTCTTTCAAGTATTGATTTTAAAAACAGACAAAATCATCAAGG 

ATATAGAAAATTAAAATAACACAATTAGCAAACGTGACCCTACAAACATAGAAACACAAT 

GCCCAACAAGTGCAGTACACATATTATTTTCAAGGAAACTAGAAATTATACAAAAGTTAG 

TTATACCCAGGGCCATAATACAAGTCTACAAATGTCATAGGAATGAAAGTCTGCAGGGAA 

TGTTATATTACAATTAGATTATGCCTAAAATCAGTAAT 

>SEQUENCE:9617:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGCGGGGGAAGCAAAGGCGTTGGCGGCGTGAGGCTCAGGACTGTACATCAAAGGAAGC 

C 

AAAAGCCAGCTGGAATACTTCCTGAATACAGTTTTAATCTTGTTTGCAATTATTTCGAAG 

GGGAGAAATCATCTGGATCAGAATTAAGATGCTCTGGTTTCAAGGAAATAGCATGCAACT 

TGCCAGATCCTCCTTTGGACTCTTCTTGAGAAATTGCTCTGCCTCTAAGACAACTCTGCC 

TGTGTTGACCTTATTCACAAAGGACCCATGCCCCCTTTGTGATGAAGCCAAGGAAGTACT 

CAAGCCTTATGAAAACAGGCAACCCTACAAGGATCAGAAGCTGCCAGGAACAAGGAGAAG 

ACGCTCCCCTTCCTCACCTTCCCACCCCCACATGGCTTCTCAGTCCGGGAAAAGATACAA 

CTTAACTTTAAACCAAGTCTTAAGTTTTGATTATGACATGGGATTAGATGCACCAAAAAC 

AATTTCAAGTGACTGTGGGGCATTCTA 

>SEQUENCE:9618:prostate_MPM2000-004P6_Table5 

AAAG GG AACAAAAG CTG G GT ACCGG GCCCCCCCTCG AG AGTACTTCTAG AATTAATTAAA 

ACTAAAAATTCAGTTCCTCAGTAATATTACTCACACTTCAAGTGCTCAATAGCCACATGT 

GGCTAGTGGGTACAATAATGGACCATGCAGGTTTCCATCACCACAGAAATATTAGTAGAC 

AAGTCTGTTCTAGAGCCTAGAAAAGTATGTGACACTATAATTATTGAATGAAGAAATATA 

AAAACTATTAGCATTCATGGTTCAAGAAGAATAACAAGAAAACATCAAGAAGAATGAGTA 

TCTTCAATTTTGGATCTTTGTAAAAGATCCAAAAGAATCACAACACAAGATTATCTTATT 

AACTTTTATAAAGGCAGTAAATTTAAGGCTAGGAAAATGCCAATTAAGAAATATTTCTGT 

AGCCAGGTGTGGTGACACGTGCCTGTAGTCCCAGCTCAAGAGGCTGA 

>SEQUENCE:9619:prostate_MPM2000-004P6_Table5 

GCAATGTAACTCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTA 

CTTCTAGAATTAATTAAGGCGGGGGAAATAGGAGAAAAGGAAATGGCTACCAATCTGTAG 

TAATAAAGAGATGATCGCCGAAGAAAACAAGCTTTGGACTACAAACAAACATTCATACCA 

T A A AC AG G CC AT AATGTC ATG GGTTTT AAGTTG AG A AG CATGTG AATAC ATC ACTTG C AG 

GGAAACAGATGAAAGAAACCGGGACTGAACAAATGGGCTTCCCCCTGGGGGGGACACCAA 

GACTCCCCTTTAGGGGAACAAAATAACCCCCCCTAATGGGCGGGGTTTTAAAGGGGGGGA 

CACCTGAACCCCCCTTTAAAATATTAACTAATCCCCGACCTGATTTTTTGAAAAAAATTA 

ATAAAAAATAGAGTGCTAACTAGACTAAGAAAAAAAAAAAAAAAAAAAAAAAGNGGCCGG 

CCCCCCC 

>S EQU EN CE :9620: prostate_M PM2000-004 P6_Table5 

ACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 
TTAATT A AG G CG G GTCCCTG CTTGTCCTATG A ACTG CTC AG AG CTCCTGTC AGTCC AG CT 
GGGCCTTCTGGGTTCTGGCACCATTTCGTAGCCATTCTCTTTGTATTTTAAAAGGACGTT 
ATGAAAGGGCTTAGACCAAAATAAATCATAATGTTACTTGAGCCACCTTATATAGCTGCT 
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TGGAGAGTCTATGTAGTTCTTTCTGCATGCATTAAAAATGTTTAGAAATGCTTCAGCAAT 
GGTGI I I I I I I CCTCAAAGAAACCATGGCCAGTAGCTAGGTGTTCAGTAGGAATCAAAGA 
AAAATCAGTAAGAGCTCCAGATTAAACCTGATTTTTAACTGAAGGAACATTCTGAGGAAA 
AATACTTAAAAGTNAAANAAAAAAAAAAAAAAAAAAAAAAAAAGGGGGCCCCCCCCGGGG 
GG 

>SEQUENCE:9621:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGCGGGGAATGGAAAATTATATAGGCACCTA AGTTTC CTTTCTAGTTATGGTCAGTGTT 

TACACTGAGTATTCATGACAGACAATGCACCAATTTTTTAATAGGCTATGTATGTCAAAA 

AGGATGTTCCTTTGTGGCAAAAACATGGACGGAACTTCTGAAACATGTGAGAGAAACCCA 

TAAAGAGGAAATACTATGTGAAGTATGCCGGAAAACATTTAAACGCAAAGATTACCTTAA 

GCAACACATGAAAACTCATGCCCCAGAAAGGGATGTATGTCGCTGTCCAAGAGAAGGCTG 

TGGAAGAACCTATACAACTGTGTTTAATCTCCAAAGCCATATCCTCTCCTTCCATGAGGA 

AAGCCGCCCTTTTGTGTGTGAACATGCTGGCTGTGGCAAAACATTT 

>SEQUENCE:9622:prostate_MPM2000-004P6_Table5 

TAAACGGAAGGGAACCTGAGTTCGGTGCCGGGCCCCCCCTAGACAGTACTTATATAATTA 

ATGAAGGCGGGCAGATAAAAACGTCAGGAAAGCCAGACCATCCTGGCTAACACGGAGAAA 

CTCCGTCTCTACTAAAAATACAAAAAGAAATCAGCCGGGCATGGCGGCGGGCACCTGTAG 

TCCCAGCTACTCAGGAGGCTGAGGCAGGAGAATGGCGTGAACCCGGGAGGCACAGCTTGC 

AGTGAGCCGAGATCGTGCCACTGCACTCCAGCCTGGGTGACAGAGCAAGACTCTGTCTTT 

T AG AACTTT AAAAAA AG AAATG G G CCG ACCCCCG G GG G GGCTCCA ACTTG ACCCTGTAG G 

AATTATTTTAACCGCCCCTACCTGGCGGCTTTTTGACAATTGATCCTAGAAAGAAAAAAT 

AATTTTTCATTTTAAATCTTGATTGAATTTAAGATGTATTTATATGCCTACAAAAAGTCT 

G G CTTGTAACTGTTGT ATAAAAT A AACCT 

>SEQUENCE:9623:prostate_MPM2000-004P6_Table5 

CTAAAGGG AACAAAAGCTG G GT ACCGG GCCCCCCCTCG AG AGTACTTCTAG AATTAATTA 

AGGCGGGCGGCATGGCTGACAAGGATGACACCGGAGTTTGACGAAGAGGTGGTTTTTGAG 

ACATTAAAACTACCACTACTATGGAAGTTCCACTACTTGATGGAAGTTTGACCTGGACAT 

GGTGGCTCACACTTGTAATCCCAGCACTTTGAGAGGCCAAGGTGGGAGGATCGCTCGAGG 

CC AG G AGTTC ATG ATCA ACCTG G G CTG C ATAGTG AG ACCCCATCTCTG AATG ATATCG A A 

ATAAAAGTCAAACCAACCTCACATT 

>SEQUENCE:9624:prostate_MPM2000-004P6_Table5 

CTAACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTA 

ATTAAGGCGGGTGGATCACTAGGTCAGGAGTTCAAGACCAGCCTGGCCAACATGGTGAAA 

CCCTGTCTGTACTAAAAATACAAAAGTTAGCTGAGCATGGTGGCGTGTGCCTGTAATCTC 

AGCTACTCAGGAGGCTGAGGCAGGAGAATCGCTTGAACCCAGGAGGCGGAGGCTGCAGTG 

AGCTGAGATTGTGCCACTGCACTCCAGCCTGGGAGA CAGAGC AAGACTCAGTCTCAAAAA 

AAA A A AAA AC C I I I I I I CTGTTTAAAGGTTGGGAAAC I I I I I I I GGTTCTCCCCCTTCCC 

GAACCC I I I I I I I G ATCCTA ACCC AATTTTTTGG C A ATTTAATTGG G GTAAATTTAG G GC 

TTTCCTCATAAAAAAATTTGTTGCAGTTTTTACAGTGGAATAAAAAAAAACACCTGCTTT 

TNAAAAAAAAAAAAAAAAAAAAAAANNNCGGGCCCCCCCCCCCGGGGGGGACCCAAATTC 

CCCTTTAAGGGGGGTTTTTAACCCCCCCCTTTGGG 

>S EQU ENCE:9625: prostate_M PM2000-004P6_Table5 

AGTCCTTAACGGTTAAGTGCCTACAATGAGCTCAAATTGGTTGTGTTTACTAACTGACAG 

GCTCTCTTATCATAATCCTCTATTAGCTTGTTATTATTACGATAATCGTTCCTTTATCCA 

TGAGGGCCATGAGATACCGGGAGTTTAAATAACTAACATTGTACTGCTTGGAAATGAGGG 

TTTGC AT ATGG G AC ATGTCCA A AG CCTAG CCTCTT ACC AG G AC ATC ACCTTG C C ATTC AG 

TGAAACAGAAAGGGCTTCATTATAGTGAGAGTAATTGGAGAAAATTATTATTCCAGGGAG 

AATAAAGGGCTCGGGAAAAAAAAAA 

>SEQUENCE:9626:prostate_MPM2000-004P6_Table5 

CGGGCCCCCCCTCTTAGTACTTCTTTAATTAATTTTGGCGGGGCGAATACTACTTTGTAA 
CTTTT AT AGTCTTAA ACTTTTC A AT AA A ATTG AG TG AG ACTT AT AG G CGC AAA AAA AAA A 
AAAAAAAAAAAAAAAAAAAGCGGCCGCCACCGCGGTGGAGCTCCAATTCGCCCT ATAGTG 
AGTCGTATTACGCGCGCTCACTGGCCGTCGTTTTACAACGTCGTGACTGGGAAAACCCTG 
GCGTTACCCAACTTAATCGCCTTGCAGCACATACCCCTTTCGCCAGCTGGCGTAATAACG 
AAGAGGCCCGCACCGATCGCCCTTCCCAACAGTTGCGCAGCCTGAATGGCGAATGGAAAT 
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TGTAAGCGTTAATATTTTGTTAAAATTCGCGTTAAATTTTTGTTAAATCAGCTCATTTTT 

TAACCAATAGGCCGAAATCGGCAAAATCCCTTATAAATCAAA 

>SEQUENCE:9627:prostate_MPM2000-004P6_Table5 

AA AACTG G GTACCG G GCCCCCCCTCG AG AGTACTTCTAG AATTAATT AAG G CG G G GTC A A 

CTCCGTGTAACCAGTAACTACAGCCATTTACAATTGACTCCGTTTCCTTTTGTAGGTTTC 

CCTGTCTGTCTGTGTTAGTAGAAAAATAAAATCCTATGAAATCTGAAAAAAAAAAAAAAA 

ATAACCCCCTACAAAAAAAAGGCCCTTTTAT 

>SEQUENCE:9628:prostate_MPM2000-004P6_Table5 

AAAGGAAACAAAACTGGGTACCGGGCCCCCCCTCGAGATACTTCTAGAATTAATTAAGGC 

GGGGAATACAGTGTTTTCAATTTGTACAGAATAGTTAGAATATTCTATTAAAGTGGTGAA 

ACATTGAGTCAAAANAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAANNN 

GCGCCCCCCCCCCGGGGGGAAAAAAAAACCCCCCCAAAAAAAGAGAGTAATACCCCCCCC 

CCCCGGGGGCTTTAAAAAAAAAAAAAAAAAAAAAAGGAAAAAGAAACAAACCATAAATAA 

AAAAAAAAAAAAAAAAATAAAAAAAAAAAAAAAAA 

>SEQUENCE:9629:prostate_MPM2000-004P6_Table5 

ATAAAGGGAACAAAAGCTGGGTAGCCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATT 

AAGGCGGGGGAAACAACTTGACCAAAAATTTGTCACAGAATTTTGAGACCCATTAAAAAA 

GTTAAATGAGAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 

AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAGCCCCCCCCCCCCCGGGGGGG 

GAAAAAACTC I I I I I I AATGGGGGG I I I I I CCCCCCCCCCCCCGGGGGGGTTTTTTAAAA 

AAAAAAGAAAA 

>SEQUENCE:9630:prostate_MPM2000-004P6_Table5 

AACCCT A AAT AAAG G G AAC A AAAG CTGGGTACCGGG CCCCCCCTCG AG AGTACTTCTAG A 

ATT A ATT AAG G CG G G G AC AC AG ATCC AAACC AT ATC AG C AG GCATTTCCC A AAAG AAAAA 

TTCAAATGGCCAATAAACATGAAAAGGCGCTCACCCTCATTGCAATGAGAGAAATGAATA 

GTAAAACCACGAGAGCTCTACAAACTCACAGGAATTGCTACATTAAAAAGACTGACAGTG 

GCAATACCAAGTATTGGCAAGGATATGGAACAACAGGAATTCTCACATGCTGCCCTTGGA 

TATGTAAAGTGGTACAACCGTTTTGAAAACATTTTGGCTTTACCAAACGAAGGTGAAGAT 

TTACATACATTAAGATTCAGAAATTCCATGTTTACATTTATAGCCAACAGAAATGTGAGC 

CCCTGTGCACTTG CAACATGTG CAAAAATGTTTGTAG CAACATTAAG AACCAC AAATTTG 

AAACAACCCAAAATGCCTCTTCACGCAACTTAGACTGGATAAATAAATTGTGACATATAT 

TCATACAAATAAATAATATTTGGCAAGGGAAATGAACAGACCACTTCTTTTCCCCTAGAA 

CAAGGATGAATCTCAAAAACATAATTGTGAATTAAAGAGCCCAGAAAGAAATATACTATA 

TTATTCTACATATATTATTCTA 

>SEQUENCE:9631 :prostate_MPM2000-004P6_Table5 

ACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTCTTCTAGAATTAATTAAGGCGGGCGG 

ATCACGAGGTCAGGAGATTGAGACCATCCTGGCTAATACGGTGGAACCCTGTCTCTACTA 

AAAATACAAAAATAATAATAATAATTAGCCATGCATGGTGGCATGCATCTGTAGTCCCAG 

CTACCTGAGAGGCTGAGGCAAGAGAAGAATCGCTTGAACCCGGGAGGTGGAGGATGCAGT 

GAGCTGAGATGGTGCCACTGCACTCCACCCTGGATGACAGAGCGAGACTCCATCTCAAAA 

ACAAACAAACAAACAAAAAAAACCAAAAGAAAGAAAGAAAGATTCTGAAAGATGGAAAGA 

AGAAGTCAGACTACCTGGCTACCTGGGAACCTCAGGAATTGAGAAATGACATGGCAGTGA 

GTTACTTGGGTTTCCTTATTATCTCCTGTATATTCTGGACAGGATACTGAAGAAAGCCTT 

CAACCTGGAACCACCAACAGGTGGCGTAAACAAAAATACCCCTAC 

>SEQUENCE:9632:prostate_MPM2000-004P6_Tab!e5 

AAGGGAACAAAAGCTGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGC 

GGGTCTTTGAAATAAGGCCCGTATTTACCCTATAGCACCCCCTCTACCCCCTCTAGAGCC 

AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 

AAAAAAAAAAAAAAAAAAAGCTGGGGCCCCCCACGGGGGGGGGAGCTCCTAACCCAAAAA 

AAGGGGAAAGAACTCCCCCCCCGAAACAGAGTGAAAAAAAAAATCAAAAAACATACATAC 

ACACACACACACAATAAAAAAAAATAATCGTAAGCCATAAAAAAAGAGTGAGAAAAAAGG 

TGTAATAAAAACACTTT 

>SEQUENCE:9633:prostate_MPM2000-004P6_Table5 

CGCAATAAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTAC 
TTCT AG AATTAATT A AG GCAGGAGATGG CTT AAAT AA AT AACTTAA ATTTAA A AAA A A A A 
AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAATTAAAAAAAAAAAAAAAAAAAAAA 
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AAAAAAAGGCGGCCGCCACCGGGGGGGAGCTCCAATTCGCCCTATAGGGAGTCGTATTAC 

CCGCGCTCACTGGCCGTCTTTTAACAACGTCGGGACTGGAAAAACCCTGGCGTTCCCCAA 

CTTAATCGCCTTGCAGCACATCCCCTTTTCCCCAGCTGGCGTAATACCAAAAAGGCCCGA 

ACCGATCGCCCTTCCCAACAATTGCCCACCCTGAATGGCAAATGGAAATTGTAAGCGTTA 

ATATTTTGTAAAAAATCCCGTTAAA Mil! GTTAAATCACCTCATTTTTTAACCAAAAGG 

CCGAAATCGGAAAAA 

>SEQUENCE:9634:prostate_MPM2000-004P6_Table5 

AATAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATT 
AAGGCGGGTGCAAGCCTTCGCTGTGCCGAGCCTTGTGTTTCTGACGCAAGCCAAATGAAG 
AAAAG C AAAG CTTAAA A AA AAA A AAAAAA A A AAAA AA A AAAAAA AAAA A AAAA AAA AAA A 
AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAGGGCTCGCCCTGGGGGGGAGG 
CACAATGGCTCACGCATGTAATGCCAACACTCCCCCCACGCTGAGGCGGTGGAT AAAAAA 
GNCAGGAGATGGAGAGCATCCTGGCTAACACGGTGAAACCCTGTCTCTATTGAT AAAAAA 
AAAAAAAAAAAAAAAATGGCGGGCCCCCCCCCCG 
>SEQUENCE:9635:prostate_MPM2000-004P6_Table5 

AATATAATAAGACAGGATTATTGGAAATTTGTTATAATGAATGAAACATTTTGTCATATA 
AGATTCATATTTACTTCTTATACATTTGATAAAGTAAGGCATGGTTGTGGTTAATCTGGT 
TTATTTTTGTTCCACAAGTTAAATAAATCATAAAACTTGAAAAAAAAAAAAAGAAAAAAA 
AAAAA AAAA AAA AAAGCCCCCCCCCCCCG G G GGG G CCCCCCC ATTCCCCCTAA AG G GG AG 
G I I I I I I CCCCCCCCCCGGGGGCCTG I I I I I I 
>SEQUENCE:9636:prostate_MPM2000-004P6_Table5 

TAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAA 

GGCGGGGTGTTTAATAGCTGACTGAAATGTTAGGTTTCCTAAAGGGTACAGTGCCGTATA 

AAACAACCTGCCTCATATATATCTCCTGCTAACGTTGGACTATTTGGGAAAAGGAAAAGA 

GTTGGGAAAATAGGTTTTAAGGTGAGTTTTATTCAAAAGAATTCTTTCTTGAAACTAGCT 

GGTTTGTGGATTCAGATACTCTGATCCTTACAGAATCCAAGAGGAAGCTTTCATAAAAAC 

AATTCATCAAATATTTCCAATATAATTCGAATGGCTAATTTTCAGTTGCTAATTAATTAG 

CAGCTTTGTAATACTTGATTTGGGAGCATTTACTTGGAAATCCTAAGGACTATAATAAAA 

GTTTTCAACATATTTCTAAATTGTGTGAGTTTCCAGCTGTAG 

>SEQUENCE:9637:prostate_MPM2000-004P6_Table5 

GCGCGCATTACACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 

TACTTCTAGAATTAATTAAGGCGGGGCACGGTGGTGGGCTCCTGTAGTCCCACCTACTCT 

GAGGCTGAGGCAGGAGAATGGCGTGAACCCAGGAGGCAGAGCTTGCAGTGAGCCGAAATC 

GCACCACTGCACTCCAGCCTGGGCGACAGAGTGAGACTCCGCCTCAAAAAAAAAAAAAAA 

7TTTAACAGTGGGCCAGGCCCAATGGCTAATGCCTGTAATCCCACCCCTTTGGGAGGCCG 

AG G C AGG C A AATCT AA AAACA ACCCTG G CCAAC AT AG G G A A ACCCTGTCTCCCCTAA A AT 

TCCAAAAAAAAAAAAAAAAAATTTTAAAAAAAAGCGGCCCCCCCCCGGGGGGGCCCCCAA 

TTCCCCCT 

>SEQUENCE:9638:prostate_MPM2000-004P6_Table5 

CAACCCTC ACT AAAG G G A AC AA AAGCTG G GT ACCG G G CCCCCCCTCG AG AGT ACTTCT AG 

AATTAATTAAAATATGCTAAGAGCTTAAAAAACATCAGGTCTTTCTTGAGTTCTGAACAT 

CCATTAGTGAAGAAAATGCAAGATTGAACTTATATTTTGGCATGGCAAATACTAATGCTC 

ATCCCGCCTTAATTAAGGCGGGGGAGAGAGAGAGAGAAGAAGGAGAAGGAGGAGAAGGAG 

AAGAAGCAGAAGCAAAAAAGGCAGAGAATGAGGACAGAACAGCTCTGCCAGTTTTAGAAT 

GAAATTACACATGAATATA I I I I I AAATTTACTTGTTGGG I I I I I GAACTGATTATGGGC 

AGTTTGACTGTCCTTAATTAAGGCGGGGGAAGGAGGAGGAGGTGCAACAGCAAAAGTTGG 

CAGAGGAGAGACGGCGGCAGAATTTACAGGAGGAAAAGGAAAGGAAGTTGGAA 

>SEQUENCE:9641:prostate_MPM2000-004P6_Table5 

ACCCTCACT AAAG G G AAC AAA AG CTG G GTACCGG G CCCCCCCTCG AG AGTACTTCT AG AA 

TTAATTAAGGCGGGGTAAGGGCTGAGGCAGATGCTGGGGTGGTTAGCTGTTGTCACTTAC 

CTCCCTACGATCAGTTTTATTGTGTTGGTAAAGACGCCATTCAGAGCCAGGGCAAGGCTG 

GCAGCTGCAAAGCAAAGCCATTAGTTGAAAGGATCTGTCTAGGAGGAAAGGTATGGTCAT 

GGCCTCGTTATGAGAGCAGCCGTGCTGTTTCTGAGATGGATAGAATCCAACCAGGCCTGG 

GCACAAAAATAATTAGGGTCCTCAGTGATCACTCTTTTGTAGCCGAGAACTTTTGTACTA 

G G CC AA AG AC ATTTCTG AG GT AC AAAT A ACCC AGTG C ATTT AG G CACAG G G CTG 

>SEQUENCE:9642:prostate_MPM2000-004P6_Table5 
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CCTAACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATT 

AATTAAGGCGGGAGGTAAGTACTACCGATTACCGAATCCAGAGGTCCAGATTAGCTACTA 

ATTTGAGTTAGAACAATAATAATCAACTACCATTTACAGTGTATCTCTATGCTATTACAT 

AAAGATATACTGGTTCCTGCCCTTAGGCAGCTTAGAAGAGGAGACAGCATTTACAAAATA 

ACTTACTGAAGTGACTTAGTGATTGTTTAGGAGATGGGAAGAACATTCAAGGAATATATT 

TAACAGACTTGTAGTGTTTTCTTTGGGTAAGAAATTTGCCATTTTAAATCTAAAAGAGAA 

ATAAGAGTGTCCTCTTGCTTGACATTAAATTTAGTTTACTAGTAAAATAAATGAAGAAAC 

TTAATACAAATGGTCTCTAGTGTATAAGTGATGAGCATTTCTAAAGAAAATAAGTTAGTT 

TTTTG G ATATTG GTAG AAAC AATGTTGTATGTGG AC 

>SEQUENCE:9643:prostate_MPM2000-004P6_Table5 

CCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAAT 

TAATTAAGGCGGGAGAATCGCTTGAACCTGGGAGGCGTAGGTTGCAGTGAGCTGACATCG 

CTCACTCCACTCCAGCCTGGGCAACAGAGCGAGACTCCGTCTTAAAAAAGAAAAAAAAAT 

CCTTCAATTCATTTAAATTCTATGGCCTTTATATGTATAGCTCCTCCATATCCTCCTAAA 

TGTCTTTGTGAGTGACCTTTTCCCTTCTCTCTCAGCCTTTCAGACCAGGACATCACTGGC 

TCTTATCCAGGTTGAGCATCCCAAATCTGAAAATCCAAAATCCAGAATGCTCCAAAATTC 

A ACTTTCTG AGCACTG ACGTGG CG CTCA AAG G AACTTCTC ATTG G AACATTTTG G ACTTC 

AAATTTATGGATTTGGGATGCTCAACCGGTATTCTATAATGCANAANAAAAAAAAAAAAA 

AAAAAAAAAAAGCG 

>SEQUENCE:9644:prostate_MPM2000-004P6„Table5 

TACATAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAA 

TTAAGGCGGGTGGTTCACTTAAGGTCAGGAGTTCAAGATCAGCCTGGCCAACAACTTGGG 

TGAAACCCCAAGATCTCTACAAAAAAATACAAAAATTAGTCAGGTGTGGTGATGCACACC 

TACAGTCCCAGCTACTCCCGGGCTGAGGTGGGAGAACAGCTTGAACTCAGGAGGCAGAGG 

TTACAGTGAGCTGAGATCACACCACTGTGCTCCAGCCCATGTTATAAAGTGAGACCCTTT 

CTTAAAAAAAAAGATTTACTAAACCTTATATCTGAAAGTAATCTCTCTCACATACAGCCA 

TACACACATACAACCCATTTAAGTTTAATTTTAGACATGATATCAAAGTGTATTCTATAA 

CACATTAGCCTGTAAGGTACCTGTCAAAAGATCTATGATCAAATAAGGTTGGGAAATACT 

ACAAATTATAGCCCCATCTTGAAAAGCCACAATACTTACTAGGATTATAGGTCAATCCCA 

ATGACTCTAAGAAGTCAATCAGTATAGAATTCTACTTGACT 

>SEQUENCE:9645:prostate_MPM2000-004P6_Table5 

CCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAAT 

TAATTAAGGCGGGGTAGGAAGGGCAAAAGCCTCATTGGAGTGGATTCAGGTGAGACCAGA 

AAAGAGGAATTGGAGATAGGATGAACAGATAAAAGAGGCGATTGACTTAAGAAAAAAAGC 

ATTAGCTCTAATAAATTCTGATTGTGCAGACTATGGGCTTTAATTTGATAGAGGTATAAG 

GGAAAAGGTACATTTTAAAGCAGACATAATTTCTTTTATTGGTTCTGGGATCAGCTGAGC 

TGTCTGACTCACTGCACACAGTATTGGCCATTTCACTGATTTAAAAGCTTTCTTGGTAAC 

TTTG ATCAACCTATCAAACTG G CATTTCAAAAGTTACTG AAC AATTCC ATGTTTG AAATA 

CAGTCTTAGTTCCTAGATTT 

>SEQUENCE:9646:prostate_MPM2000-004P6_Table5 

GGGATATCAAAATGCCAATGCCTGGTTAGAATAGATAAAATATTTCATCCGCACTTTAAA 

CAAAAGCAATTGTTATGCTCGTGCTCATGGCAGGCCAGAGGGCCAGATTGTCCCCTTTCC 

ACTATGATGGTCCTCCAGTCAACCAGGCATGGGCTGTATGGTAGCTCI I I I I CCAGGATT 

CCACAGCCTGGGGTAACAAGTCGTGCCAAGCTCTTTCTCTGCTATATCCCGAAGTTCAAG 

ACCCCACAGGTTAGCCCCCGAGGGCCATCCAGCTTCTGTCTCCTGACACTGAGTTCATTT 

TGTGTCTCTCACGACAAAGAGGAAACTTAGCATCCCTTAGAGACCTAAAAGGATGCGGTG 

AGCTTAAGACTTTCCAAGAGCTCACCAACCAGTCAGCCCTTATACACCCCCGAGCAGATG 

TATGGTGATATTGTGGTAGACCTTTGCTGGACACTCTGCCTAGTAACTGGAGTGTCACTT 

GCGCCCT AATGCAGTTG G CT ATCCCTTTCACCCTG G C ATTTCATC 

>SEQUENCE:9647:prostate_MPM2000-004P6„Table5 

GGGTACCGGGCCCCCCCTCGAGATACTTCTAGAATTAATTAAGGCGGGAGGAGTAAGCCC 
TGGGAGAGGGTGGGGGGGTGGGCAGCATGGGAGCCTGATCCTTCTGACATAAATAAACAC 
AATGCATGCAGGAACTGAAAAAAAAAAAAAAAAAAAAAAAATTGGAAAAAAAAAAAAAAA 
AANAAAAA 

>SEQUENCE:9648:prostate_MPM2000-004P6_Table5 

ACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 
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TTAATTAAGGCGGGTGGATCACGAGGTCAGGAGATCGAGACGTCCTGGCTAACACAGTGA 
AACTCCATCTCTACTAAAAATACAAAAAATTAGCTGGGCGCGGTTGCAGGTGCCTGTAGT 
CCCAGCTACTCGGGAGGCTGAGGCAGGAGAATGGCCTGAACCCGGGAGGCGGAGTTTGC 
A 

GTGAGCCGAGATCGTGCCACTGCACTCCAGCCTGGGCGACAGAGTGAGACTCCGTCTCAC 
AATATAAAAAAATAAAAACCAATAAAGTGGGGGCCCCCCCCGGGGGGGGCCCCCCATTCC 
CCTTTAGGAGGAGTATTTGCCCCCCCCCTTAGGGGGG I I I I I I AAAAAANGCCTGTGGTT 
CTGTACAGGGCTTATTTATTTACTGTTAATAAACAGATCTTCCA 
>SEQUENCE:9649:prostate_MPM2000-004P6_Table5 

CTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGGAGAAATCA 

ATAGGAATTATTCAATTTGAAGAACAAAGAGAAAAAAGGTTTTAAAAAGTTAACGTATTA 

TCACTGACCTGTGGAACAATGCTATGAGTCTAGCATATCTGTATTTGCTATTTCAGAAAA 

AG AG G AG AG A AATAATG G AGCAG AA AATAATTTG AAAATATACTTG CT AAAAA ATTCTCA 

I I I I I GTGACAATAATTGA I I I I I ATATCCATAAATTTTAGGAAAACAAAACACGATAAA 

TATAAAGAATACCATACCTAGGCATATCGTAAGCTAACTCCTGAAAAGCAAATGTAAAGA 

GAAAATATTGAAAATCATTACATTATATATAGAGAAAAGATGATAGAAGTTATCACTGAC 

TTTTTATCAGAAACAAAGGAGATCAGCAGACAATGGG 

>SEQUENCE:9650:prosiate_MPM2000-004P6_Table5 

TAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAA 

GGCGGGGGACTATGAGAATCGAACCCATCCCTGAGAATCCAAAATTCTCCGTGCCACCTA 

TCACACCCCATCCTAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 

AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAGGGCCCCCCCCCCCGGGAGGGGCCCCA 

ACCCCCCCTAAAAAGGAGATTTAATCCCCCCCCCAAGGGGGCCAAATAAAAAAAATTACC 

CTAAGGATAACACCGCAATCCTATTCTAAAGTCCATATCAACAATAGGGTTTACAACCTC 

AATGTTGGATCAGGACATCCCGATGGTGCAGCCGCTATTAAAGG 

>SEQUENCE:9651 :prostate_MPM2000-004P6_Table5 

TAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAA 

GGCGGGTACCTGTAATCCCAGCTACTTAGGAGGCTGAGGCAGGAGAATCTCTTGAAACCG 

G G AG GCG G AGGTTG AGGTG AG CCG AAATTGCACCATTGC ACTCC AGCCTGGG CAATAAG A 

GCGAAACTCCATCTCAAAAAAAAAACAAAGGAACGAAGGAAGGAAGGAAAGAATTGGCAG 

TTCCCATCTG I I I I I I I I GTGTGAAACATGGGAGTTTAACTGAAGTCTCTCTTTCCTAAT 

AAATGTTCCCACTCTAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 

AAAAAAAAAAAAAATCCCCCCCCCCCCCCGGGGGGGGGCCCCCCCCCCCCCCTTAAGGGG 

GTTTTTTCCCCCCCCCCCTTGGGGGTTAAAAAAAAAAAAA 

>SEQUENC E :9652 :prostate_M PM2000-004 P6_Table5 

ACTGGCCGTCGTTTTACAACCCGAAACAAAGGAAACCAATGCTGGGTGCCGGGCCCCCCC 

TCGAGAGTACTTGTAGAATTAATTAAGGCGGGGGGAAGAAGAAGAGGTCAGGAAATAAAT 

ACCTTCCTGGCCAACATGGTGAAGCCCTGTGTCTGCTAAATACAAAAAATTAACCATGTG 

TGGTAGCACATGCCTGTAATCCCAGCTACTTGGGAGGCTGAGGCAGAAGAATCGCTTGAA 

CCTGGGAGGCAGAGGCTGCAGTGAGCTGAGATTGCACCATTGCACTCTAGCCTGGGCAAC 

AAGAGTGAAATTCCATCCCAAAGAAAAAAATAAAAAAACAATATAAAGGGGGCCCCCCCC 

GGGGGGAGCCCCAAATTCCCCCTTAAAAAGTTGCTAAAACCCCCCCCGTATACGTATTTT 

TTATAAAATATT 

>SEQUENCE:9653:prostate_MPM2000-004P6_Table5 

TAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTANCTTCTAGAATTAATTA 

AGGCGGGGGCAGAAAATGGGCCCTCTTGGCCGTCGGGACTTGTACTGTTGGTGACTCCGT 

CTCCTTAGACGGTGGAGCCTGCGTGACCCAGAAAGGCCACAGCTGTGCTCCTG ATTCTCA 

GGCCTCGGGACCCAGACCAGGATTTCCATCAGCTCCCCTGGCTCGCAGGCCTTCTGACTT 

CTGACTCACCATCAGCTCTCCTGGATCCAGCTTGCCAATGGCAGATCGTGGGACTCCTTG 

CCCTCTAATCGCATGAAACAATGCCCACAGTATGTCTCCTATTAAATAAATATATATCTA 

ATCTCTTANNANAAAAAAAAAAACAAAAAAAAAAAAAGGGGGAAAAACAAAAAAA AAAAA 

AAAAAAAAANCCCCCGCCCCCCCCCCGGGGGGGGACCCCCAACCCCCCTTTTGGGGGGTT 

TTACCCCCCCCC 

>S EQU EN CE :9654: prostate_M PM2000-004 P6_Table5 

GGAACAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGG 
G AA ACG G GTGTTCCG AATAAT ATCCTG G A AGTT ATC AG G ACACCT ATTTTAAATAT AGG C 
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CTGAATTTTGTAAAGTAATATTTAAGGTGGTCCGTGATAATTAAATAAAATGCTTAATTC 

ATGTGGCTCANANNAAAAAAAAAAAAAAAAAAAAAAAAGCGCCCCCCCCCGGGGGGGACC 

CCCAATCCCCC 

>SEQUENCE:9655:prostate_MPM2000-004P6_Table5 

ACTTCTAGAATTAATTAACGCGGGGAATTCTTTTAATAGCTTCTCTAGAATACTAAAACT 

AACCTATACAATTATCAATTAAATGTATACCTTTTATTAGTAGGAAACGCTCTTTGGGGG 

CTCATATTTATTAGTGAAAGGACACACTGTGGCAAGTGTTTTGTTTTACTCCTCTTCACA 

AAGACAAAAGAAATTAGATCTCAACAAAACATTTATCTCACCTTTTCCTAAAGATCACGT 

CTCAGGTGTGGGCCTCTAAACCTACTGTCATACGTACATTCCCATATCANAAGGGCATAC 

AGAAAGCCACTATGCCATCTTAAGTACACTCCCACATTANAAAGTGATGCAAAGGGCACA 

CACACTCA 

>SEQUENCE:9656:prostate_MPM2000-004P6_Table5 

ACAAAAGCTGGGTACCGGGCCCCCCCTCGAGATACTTCTAGAATTAATTAAGGCGGGAGG 

G G AACG G ACTG CATTCAACCAGCTTCCTTG AAAAAAAGTG AACAAG AAATTTG ATTGG AC 

ATTAGAACACACAGTGGAAACTGCTATAACGTGCCTGTCTACTGCTCTATCACTTGATTT 

CAAACCTTCAAAAATCCAAGTTGGAGACTTGACTGTTGAAGATCCTTACTTCACGATTCT 

TACAGAAGCAGAGATTGGTGCTCACCTTGATGCTCTAGCATAGAGAGACTAAACATTGAC 

GTTAGTTTACCAGATCCGTGAAGCCACTTACCTGTGTGTGTGGTAAC 

>SEQUENCE:9657:prostate_MPM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAG 

GCGGGATTAAACCAGGCAGTACAGGGTTACTCGGGGAAGCCAGACTGCTGGGATTTCCTG 

TCGCTTTAGCCAGAATAATCCAGGTATATGGATATACAGATAATCTGAAAGAGTTTCTCA 

TTTTTATATTTGTGGAACATCGTGTAAGAAAAACTGAAGAGCAAGTGCCTGAAATAAAAT 

CCCCCACATGTATCAGCCTGCAAAACAATGTATAACTAAGACATAAACTGTAGACTCACT 

CCTGAAAGGCTACTGCAAAAACTNTGTGCTGCCCCTACCCGGGGGGGGCAAAATGCCCAA 

GGCAATAAGTGGGGAGGAACCCCCCCCGCAGACGGTTTTAAAAAATGATGCAAGAAAATC 

AA ATG G G AATCTG G GG ACCC AACAC A AC ATCC 

>SEQUENCE:9658:prostate_MPM2000-004P6_Table5 

ATTAAGGCGGGCTCTCAATACAGGAGGCCTGGGGGCAGCAAAGGGAATAGGATGGAAAAA 
AGTTT AAATATG G CTG C AATTCG GC A AG GTGTGGTG G CTC AC ACCTGTAATCCC AG C ACT 
TTGGGAAGCCAAGGCAGGTGGATTGTCTGAGTCCAGGAGTTCAAGACCAGCCTGGGCAAC 
AGAGCGAGACTCCGTCTCACAAAAAAAAGAAAAA 
>SEQUENCE:9659:prostate_MPM2000-004P6_Table5 

TACTGGCCGTCGTTTTACACACAGGAAAACAGCGTATAACCATGATTACTGGCCGTCCCT 

TTCCACACAGTACATCATATATTACCTTGATGCCGTGACCGACAATGGTTAATGGAAGTA 

GAAGGAGGTAATAGAAAAGGGAAAATCAGTTTTCCTAAAATGCAATGTCTGTCATATTAT 

TCTCCTGCTCACCAGGACTTTCCTTGTCTAAGAATTATGTACCCAI I I I IAACCTTTCCC 

TCCAAGGCTTCCCAAAAAATAACACCAGGGTTCCACTATGGGCATCTTATCCCTTATTTG 

GTTTTCTAACCA I Mil I GAACTGGGCATGGTGGTTTGCACCTTTAATCCCAGCTGATCA 

GAAGGCTGAGACAGAAGGATTGCAAGCCCAGGAGTTCGAGACCAGCTTGGGCAATATAGT 

GAGACCCCCCATCCCNNNNNAAAAAAAAAAAAA 

>SEQU EN CE :9660 :prostate_M PM2000-004P6_Table5 

CTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTA 

ATTAAGGCGGGAGAGGGCTGATGATACAGTTTTGATATGATCGAGCTTTGAAGTGGACTA 

CTGTAACACACATGTTCGGGAAGGCCATGATTAGAATGGAGTTGATTGGGAAATTAAAGA 

TAAAAACGTCCTTTTAGAAGAAACCTGATTAATTCCATCCTGACAAGTATGACGCGCAAG 

AA A AG ATG ACGG G CTTCG A ATCAG AAAG CTAAG G G CTG C ACA A AAC AT A AAAG GAT AG TG 

G CGCG CCC ACC AG CTG G G G ATG GCTTTCC ATCCTTCTTG CTTTCTGTACATCG CCCT ATC 

TTGGGTCCTTTGTAGCAAGTGGACCTAACAAGTTGAGCAAAATGAATATTTGGATCCATG 

TTCCTCTTGTGACCCTGAGTCTTCATGCAAGGAGATCTGAAGCTGAACAATGAAAATCTT 

CAGCAGAAATAGAAATGGCCGTGGATTGTAATACACACTGAAATTCTGACTTTCTGAATT 

TAAATGTAGAATAAATTTTACCAACT 

>SEQUENCE:9661:prostate_MPM2000-004P6_Table5 

CCTC ACT AAAG G G AAC AAAAGCTG GGT ACCGG G CCCCCCCTCG AG AGTACTTCT AG A ATT 
AATTAAGGCGGGAAGTATTTTGAAAGCGTCATGCTGGCACAACTGGATATCCATA I I I I I 
TAAATGAACCTTGACCACTATCTCATACCACATTTAAAACTTAATTTGAGATGAATCATA 
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AACATAATTATAAAAGCTAAAACTTCTGAAAGAACGCAGAGGAGACTATCCTCGCAATGT 
TTTGAGGAGGCAAAGATTTTTAGGCAGGATACAAAAAGCTCTTACTAGAAAAAGAAAAAG 
GATAAATTTGTACTACACTTTCCTTAAATTAAAAACGT 
>SEQUENCE:9662:prostate_MPM2000-004P6_Table5 

AGCGGGAAAAAGTGAAAGTAGAACAAGTTTTTGATTGCCTCAAAT ATAAC AAGGAGGAGT 

CAGAGCATAATTTTAGAGGTAGCAAATCAAAAGCAGAAGGACAAATTTTTAAAAAAGGAA 

AAAAG AG GG G CC AAA A AT ACT AG CTTAAGTGT ATT ACT ATAAAG AT A AATATT AG AAC A A 

AAATAAAAATCTTTCTAAATACCAAGACGAAAAAAACCCAAATAAATAGTAGAAGACACA 

CAGTAAATATAAAATAAAATGACAAATCTGAGACTAAACATATCAGTCATATCAATTATA 

TAAATGGACATGACTCATCTAACTAANAAAAAAAAAAAAA AAAAA AAAAAAAACGGCCCC 

CCCCCGGGGGGGACCCCAAATTCCCCCTAAAGGGAGGTTTTTTCCCCCCCCCCCTGGGCC 

GTTTTTTAACAAAAAAAAAA 

>SEQUENCE:9663:prostate_MPM2000-004P6_Table5 

ACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGCGGGGAT 

TGTGTGTTGAAGGATAAAGGTTGTAGCTATAAAAGAGTAACATAAGGAATCCTTTTGGTG 

ATGGAAACGTCCTGTTTCTTAGCTGTATCAAGGTCAGCATACTGTTGTGATGTTGCAGCA 

GTTTTGAAAGATGCCTCCATTGGAGGAAACTGAAAAACTGCATATGAAGCTATAATTAAT 

TCAAAANAAAAAAAAAAAAAAAAAAAAAAAAAGCGGCCGCCACCGCGGTGGAGCTCCAAT 

TCG CCCTATAGTG AGTCGTATTA 

>SEQUENCE:9664:prostate_MPM2000-004P6_Table5 

AAGGAAACAAAAGCTGGGTGCCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGG 

GGG GTTTAG ATCTTTATCTCAAG CCATAAGTG AAACAAATTAATTTGGTCAG CTACAGCG 

GCTCACACCTGTAATCCCAGCACTTTGGGAGGCCGAGGCAGGCGGATCACGAGGTCAGGA 

GATCGAGACCATCCTGGCTAACACGGTGAAACCCCATGTCTACTAAAAATACAAAAAATT 

ANCCAGGTGTGGTGGCAGGCGCTTGTGGTCCCAGCCACTCGGGAGGCTGAGGCAGGAGA 

A 

TGGCATGAACCCGGGAGGTGAAGCTTGCAGTGAGCCGAGATCACGCCA TTGCAC TCCAGC 
TGGGCGATAAAGTGTGACTCTGTCTCCAAAAAAAAAAAAAGGGGGGGGGTTTTTTCCCCC 
CCCCCCCAAAAAAAAAGGAGGGGGGGGCCCCCCACCCAAAGGGGCCCCTTTTGTGGAAAA 
AAACTTTCTCTTCTGGGGGGGGGGAAGCCCCCCCCCCCCCCCCCCCCCCCAGGGGGGGG 

G 

GGGGGGGGGGGACCCCCCCCCCCCCCCCCCCGTGCGGG I I I I I I I I I I I AAAAAAAAAAA 
ATAGAAA I I I I I GTTGGTG G G AG AAG AAAAGTG GTTGTAAG AA AAAGG AGG AAG AAGTGC 
CCCCCCTGGAAGAGAAAAAAAAAAAAAAAAAAAAAATNACGGGGGGGGGGGGGGGGGGG 
G 

GG 

>SEQUENCE:9665:p rostate_M PM2000-004 P6_Table5 

ATTCACTGCCCGTCGTTTTACATAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGA 

GAGTACTTCTAGAATTAATTAAGGCGGGAGGGACACACCTGTGATTCTAGCACTTTGGGA 

GGCCCATGCTCCTTTTTGCGGATTGGTTGAGCCCAGGAGTTCAAGACCAACCTGGGCAAC 

ATAGGGAGACCCTGTACTCTCTCTCTCTCTCTCACACACACACACACACACACACACACA 

CACACACAAATTACCACCGCATGGTGGCGCATGCCTATAATCCCAGCTACTTGGGAGGCT 

GAGGTGGGAGGATCACTTGCCCCCAGGAGGTCGAGGCTGCAATTATCTATGATGATGCCA 

CTGCACTCCAGCCTGGGTAACAAAATGAGACTCTGTATCAAAAAAAAAAAGGGGGGCCCC 

GGGATTTCTTTTTCGGGGCCTTTTTTATACTGAAATATTACAGGGGGTTTGTCCCAGCGG 

GTTAACCCCCCTTTGTAAATCCTCCCAAAATGGGGGAAACACCCCAAGTCCCCTTTCAAA 

GGGG 

>SEQUENCE:9666:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGCGGGGTTCTAAAACTGTTTTTAACTCCCAGATTTCAACTTTCATGAACCAGGGAAAT 

AAATCCAATAATATTTAACAACCCAAGATTAATAGGCCACGATGAGGTTAAACTCAATGT 

GAAACTGTCCTCCTAGGATAAGGTTTAAAGTGGCTTTTTGGGGGCTGGGTGCCGCGGCTC 

ACGCCTGTTATTCCAACATTCAGGGAGGCTGAGGTGGCCTAATCACTTGACGCCAAGAGT 

TCGAGACCAGACTGGCCAACATG 

>SEQU EN CE :9667: prostate_M PM2000-004 P6_Table5 

CCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATT 
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AATTAAGGGGGCTTTGATGATAAATGAACCCCAAGCCCACTCTAGCCTTTCACTTAAGTC 

CTCTGTCAAGCATTTTAACTGAGCTGCTCAAAAGACCAGGCTTACAAATTAGCAATTTCA 

GTTTGTTCCCTTTTTCCTACTGGGGCCTAGGTATTCAATCAGGAAAAACTGCTTCTCAAA 

CTGACA CAGC TAGCTGGACAGCTTTTCTTAGAGCCCTCAGGAGACAGGGTCCTCTAGACT 

TCAGAGTTTTAGGAGAGAGAGCCAGGGAGTTCCAGATTGGTTTAGTTCTGAAAAACAGAC 

TAAGTATCTCTAAAGAGGGGAAGCATAATAAAGATTAGACAGGCCAGGCGCAGTGGCTTC 

ATGCCTGTAATCCTAACACTTTGGGAAGCCAAGGCAGGAGGGTCACTTGAGCTCAAGCAC 

TTGACACCAGCCTAGGCAACACAGTTACCAACACAGGCAACATAACCAGCCTCGTCTCTA 

TTAAAAAGTANATNTAGGCCAGGCATGGTGGCTCACGCCTGNTATCCCAGCACGTTGGGG 

AGGCCAAGGCAGATGGATCA 

>SEQUENCE:9668:prostate_MPM2000-004P6_Table5 

TAAAG G G AAC AAAAGCTG G GT ACCG G G CCCCCCCTCG AG AGTACTTCTAG AATT AATT A A 

GGCGGGAATAGATAGTGCTTAACAGTTGCAATCTTGATCAACTTATAAGGCTTGAACCTC 

AGCCTCCCTGCTCTCATTCCAAAGGAAACACCAGTGCTAAAATCAACTACAAATGTGAGC 

TTATAATGTAAACTGAAGTCAATGTGAGACTGGCGGGTAGGCTGGACTCCTGTTTTAATG 

TGGTATAGAGAAAAAGAACAAAAGCCCCTTACTCAAGCTGCAGCTTACTTAACTTCTAGC 

CAGTCAGCAACAAAAGACCCAAGAAGCTATGAACCACTAGTTCCTGTCTTAAAGAGGGGC 

TG G AAACT TCCCT GCG ACCCTG CATGTG CA ATTAG AAGTA A ACTTCG CCTT AT ACTG GCC 

TCTTCCTCATTTTAATGCTGAAAATCACACCCAGGTGTGGAAATTTAAACTGCTAATGTT 

ACGTGCAATGTATGAAAAAAACATGATGGCAGGGCGCGGTGGCTCA 

>SEQUENCE:9669:prostate_MPM2000-004P6_Tab!e5 

TAAAGGGAACAAAAGCTGGGTGCCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAA 

GGCGGGATGAGAGAGAATATTATTTCAGGGTTGTTGTAATAGAAAAAGTCTAGTTTTCAG 

CAACAGCAATGAAATACAAAGTGTGCAAATAAATTAATGAAAAAATAATGGCCCACTAAT 

AAGATAACAGATATTAACAGAAACAGTCCTAGAGGAATCGTAGGCATTGAAAAATCTAGA 

AAAAGTCTTTAAATTACCTGTCTTAAATGTGCTGCAAAGATAAATAACATCAAAAGGAAA 

AACATTTCAGAAGAATAGTGTCTCATCAAATAGAAAATATCAATAGAGATAGAGATTATA 

AACTGAAGCCAAACTCTAAAGTTGAAAATTAAGATAACCNANAAAAAAAAAAAAAAAAAA 

AAAANGGGGGGCCCCCCCCGGGGGGG 

>SEQUENCE:9670:prostate_MPM2000-004P6_Table5 

GGCCCGCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGGTAAAGGAACATAAAGGAA 

GGTAAGTTTACTATACTTCACTTGAACTGGTAAAATCATTATACCAGTAGAGCATGATGT 

ATGTTATGGCTATAAAATGTCATACCTACCAACCACTAGAAAAAGCTATACAAAGAGATA 

TATTCTAAAACACTCTACATAAATCACAAGGAAATTCTAAAAAAATGTTCAAGTAATCTA 

CAGGAAGGTAGGACAAGTAATCTACAGGAAGTAAACAAAAAAAAAAAAAAAAAAAAAGGG 

GGCCCCCCCCCGGGGGGAACCCCAATTCCCCCTT 

>SEQUENCE:9671:prostate_MPM2000-004P6_Table5 

AGGGAACCAAAGCTGGGTACCGGTCCCCCCCTCGATAGTACTTCTTT AATT AATT AAGGC 

GGGCGCCTATAATCCTAGCTACTAGGGAGGCCAAGGTGGGAGATCGCTTAAACCCAGGAG 

GTGGAGGTTGTAGTGAGCCAAGATTGCACCACGGCACGCTAGCCTGGGTGACACAGCAAG 

ACTCCATCTCAAAAAAAAAAAAAATTTCTTTTCACCAGGGCTTATAGCCTTTGGAAATAT 

ATT TGTT TCCTATAACTTTGACCAAAATCTGTCCTTATGTTGGGGGGGTAATATCCCAAT 

T AGTTTT AT AT A AT ATCCTC ATAACCTTTTTT AATTTTTG A AA AAACCCC AA AAG G TTTT 

AAATGGATAGTCTGTTTAATTTTAAACAAATTATTACCCTTTATAAAAAGTTTTTTT 

>SEQUENCE:9672:prostate_MPM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATT AATT AAG 

GCGGGGGTATGTCAGTGTCACTGGATGTCAAACAGTAATAAATTAAACCAACAACAAAGC 

GCANAAGAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAGGGGGGGGGCCC 

CCGGGGGGGGGGAAAAAAATCCCTCTTTAGGGGGGGGTTAAACCCCCCCCCCTGGGGGG 

C 

TTTAAAAAAAAAAAAGAAAATTGT 
>SEQUENCE:9673:prostate_MPM2000-004P6_Tabie5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 
AGGCGGGAAAAGGTAACTAATAATCAAGGGAACAAATAAACTAGGAGCAGACTCACAAAT 
AACCTAGATATTGCAGTTAACATACAAGGCACTTAAAACAACTAGGAATAATATCTTAAA 
G AAAATAGAGG AAA AGTACAAAAGG G ATGAAAAG ATG G AGAATTTAAAAG GTTAG AATCT 
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ATAAGAATAATCACATGACAGTCTAGATTTGAAAAATACAATTTCTGAAACTAAGAACAT 

ATTGGATGGGTTTAACAGAGTCAGAATACAGCAGGAGACAGAATTAGTGACTTCGAAGGC 

AGTAACATAGAAAATATTCAGACTGAAGCACAGAGAGAAGAAATAATAGAAAGAGACCAG 

GGCAAAGATTGATGTGGGACATGGTCTAACGTCCATGTAATTGGA 

>SEQUENCE:9674:prostate_MPM2000-004P6_Table5 

CTCACTAAAGAGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTA 

ATTAAGGCGGGGGGTCCAGAAGGCAGACTGCTATGGGTTGAACTGTGGTCCCCAAGAAAT 

GTATGTGAAGTCCTTAACACCCAGTATCTTACACAGTAACCTTATTTGGAAAAAGGATCA 

TTGCAAATGTAATTAGGATGAGGTCACATGATGGAGTAGGGCAGGACCCTAATCCAATAT 

GACTGGTCTCCTAATAAGAAGATAGCCATATGGAGACAGAGACAAAGGAAGAATGGAATG 

TGAAGATAGCAGCAGAGATTAGGGTGATTTAAAAAAAAAAAACAAAAAACCAAAACTGTC 

AACCACTGACATCCATCACTAGAAGC 

>SEQUENCE:9675:prostate_MPM2000-004P6_Table5 

AAAGGGAACAAATGCTGGGTGCCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAG 

GCGGGGGAAATACCTACCCTTTGAAATACCACCTAGAGGAGGGGGTTATAGCACACCCTA 

TCATGTGCTCCAGACTATGAAATATTTGCACGTTACTCTGAATTGTGAAGAACA ATATAT 

TTTCAGGACTCAAAAGATTTGCTTGCTATGGACTTGTCTTGCAACATAAAGAATC I I I I I 

GTGGACCTCTTCTCCAAGTACCAAAAAGCAACTGAAAGAAACAAACATGGAGAAGAAGAG 

AAGTAACACCGAAAAATCTTTACCATCACTTTACAAAGGGGACCCTGACTGTGTTAAAGA 

AGAAGTGGGAGAACCCATGGCTGGGAGCATAGTCTCACACAAACTCTCTACGGAACAGCA 

GCACTGAGATTAGGCACAGAGCAGACCATCCTCCTGCTGAAGTGACAAGCCACGCTGCTT 

CTGGAGCCAAAGCTGACCAAGAAGAACAAATCCACCCCAGATCTAGACTCAAGTCACCTC 

CTGAAGCCCTCGTTCAGGGTCGATATCCCCACATCAA 

>SEQUENCE:9676:prostate_MPM2000-004P6_Table5 

ACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAA TTAAGGC GGGGA 

TGTG AGTGTTCTG CCTTCC AATAAATATT AG G CCCTAA A AAACTGC AT AC I I I I I I AGCC 

CTTTTCCTTAAAGGGCTCCACTCTAAAGTCAGTAATTGAATTAAGAAACAAACTGGCCAG 

ACGCAGTGGCTCACGCCTGTAATCCCAGCAATTTGGGAGGCCAAGGCAGGAAGATTGCTA 

GAAGTCAAGAATTCAAGACCACCCTGAGGAACAAAATGAGACCACATCTCTACACAAAAT 

GTAAAAATTAACTGGGCTTAGTGGTGCGTGCCTGTAGTGCCAGCTATTCAGGAGGCTGGG 

GTGGGAGGATCACTTAACTAAGTTCAAGGCTATAGTGAGCTATGATCACACCACTGCACT 

ACAGCGTGGGTGACAGAGCAAGACCTTATCCCAAAAAAAAAAAAAAAAAAAAAAAAAAAA 

AAGGGGCCCCCCCCGGGGGG 

>S EQ U ENCE:9677: prostate_M PM2000-004P6_Table5 

TAACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAA 

TTAAG GCG G G AG ATG A AAATACCTTTA AAATG G G AA A AAAG G CC AA ATATTT AAA AC AG A 

TCCATAGAAAATATAGATATGTACATTATACAGTAGGAGAATTGAAACAAAAACATTGAA 

TATATTCAATAAAATATAAAACAAGGTGAAATATTATATAAGAGAATTGGGAAAATAAAA 

TACTGAATCTCATTGCTCTACATATTGGCTTTGTAACAAAATAGACAAAGGAAAAAAAGA 

TGTTTGGTGACTAGAACGTGTGTCTGTAAAAGTTACCCAACTCGATAAGGAAAAAAAAAA 

AAAAAAAAAAAAAAAANNGGGGGCCCCCCCCGGGGGGGGACCCCAATTCCCCCTAAAGGG 

GGGGTTTTTCCCCCCCCCCTTGGGGGGGTTTTTAAA 

>SEQUENCE:9680:prostate_MPM2000-004P6_Table5 

CGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTAC 

TTCTAGAATTAATTAAGGCGGGGATGTCAAGTTCATTTATGTGACTCTTTGGCTCAACTT 

ACATAATCTTTGTTTTGATATCACAGTTGTCTAATTATTTTACTTTGTAGCTTAAGGCAG 

GCTGAATTGTTGATAAAATGGAAAAAGTAGTATATTGTTATATAAGCTTCTGAGGTGTGT 

TTTGTTGTATAAGCCCTGGAGGTTAAAAAGTCATCCCTTATGTATAGTAGTTAAAGGCAT 

AAAACTGTGACTTTTAGATATTCCACAGAACCAGACTTATTTGA TGTGGA TAATAACCAA 

TGATTTAGCATTTTGTTTGCTTTTGTTTTATTTTATCCGGGTTCATTT TTTAC TCTTC 

ATGTACATGAAACAGGTGGTGGCGTGTAGAGATCAGCTGA TCCT TGTTTTATGGTTAATT 

GAACTACTTTGTATCCAGGGTTTCTGCAAATCCAAAAGTGATTTTTCATCTAGGATCTAT 

TCCTAACAGTCTACTCCAATCCCACTTTAGTTTTCCACAATTTTAAATCTTAATAGTGAG 

AATTCAAATGAAAGTCATTTCATTTGACTATTCTGATGACATGATTGTGGCAGAATAAAT 

TG G GTCTT A A AATG CCCCT AAAA ATG GT 

>SEQUENCE:9681:prostate_MPM2000-004P6_Table5 
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ACTCCTAACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGA 

ATTAATTAAGGCGGGAGACACAACCAGCAAGCTTGAGGTCACTTCAATTCGTATTATCCC 

AACTAGCAGAAATAAAAATTAATGAATAAAGATGAACAGAGCCTAAGATAACAATGGGAT 

ACTATGAAATGTGCCATTACAAGCATTATGAAAACTCCCGAAAGAAGGGAGAAAGATAAA 

ATGGGGCAGAAAGAACATCTGAAGAAATAATGGCTAAAAAGTTCCCAAGCGTGATGAAAT 

ACGTGAATCTACACATTCCAAAATCTCATTGAATTCATAGTCTCCAAAAGAAAAAAAAAA 

AAAAAAAAAANGGGGGGCCCCCCCCGGGGGGGACCCCAAATCCCCCTTTAAGGGGGGGTT 

TTTCCCCCCCCCCCG G GGCCGG I I I I I AA 

>SEQ U E NCE:9682:prostate_M PM2000-004P6_Table5 

TACCGGGCCCCCCCCTCGNGGGTACTTCTAGAATTAATTAAGGCGGGCGGATCACGAGGT 
CAAGAGTTTGAGACCAGCCTGGCCAACATGNGTGAAACCCCATCTTTACTAAGAATACAA 
AAATTAGCTGGGCATGTTGGCACGTGCCTGTAATCCCAGCTACTTGGCAGGCTGAGGCAG 
GAG A ATTG CTTG AACCC AGG AG G C AC AG GTCG C AGTG AG CAG AG ATC ACGCTG CTGT ACT 
CC AGCCTG AG C AG CG G G AGTAAG ACTTGTCCTTG GG AAAA AAAAAAAAAAG 
>SEQUENCE:9683:prostate_MPM2000-004P6_Table5 

AAAACTGGGTACCGGGCCCCCCCTCGAGATACTTCTAGAATTAATTAAGGCGGGAGTGGC 

AGCTGGAAGAAGAGGGAGAGGTGGTAGCAACATTGAGGGCCGAGTGAGAGCGTGCTCCAG 

CCTGGCTCCCACAGGCAGCTTTAACCATTAAAACTGAAGTCTGAAmGATGGGGCGACCTC 

G G AAC AAAAACCC AACCTCCG AGCAGT ACATGCTAAG ACTTCACC AGTCG G CGCGCCCTC 

CTATACTGAATTGATCCAATAACTTGACAAACGGAACAAGTTACCCTACGGATAACAGCG 

CAAT 

>SEQUENCE:9684:prostate_MPM2000-004P6_Table5 

ATAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGCGGGGGACTATGGTGGCTATTGCAACATTATTCAATGTAGACCTTAAGGTGAAAAGT 

ATTACAAAGAGAGACAATTTGTAATGATAAAAGATTTGATTCACCAGAAAGTTTCAACAG 

GTCTAATATTTTAATG ATTTAACAATATAG CCTCAAATATATAAG CAG AAATG AACAG AA 

CTAAAATGAGAAAAGACAAGTCTGCATTCCCAGATTTTAATATACTCAGTAACAGAACAG 

CAGCCATGCAAAAATACGTAAATATGTAAAGATTGGAATAATACTTTA AAAC TTAACCTA 

ATTGGCATATATGAAACAGAATACCCAACAACTGCAAAATACACATTATTTTCAAATGCA 

GATAGAATATTTATCAAAACTGACCATATTCCAAGTCATAGGAATGGAATATATTCTTTG 

GCCATGTATCATTCACTTAGAAATCAATAATAATTTCAAAAATAGAAAAATTCTATTAAG 

TTCATAAATTAAGAAATACACTTTTAAATAACTCATGGATCAGACCATAAATTACAATGA 

AAATTAGAATATTTTTGAACTGGATAGTGAAAGTGCTACATGTTAAAACTTA 

>SEQUENC E :9685:prostate_M PM2000-004 P6_Table5 

TGGGTGCCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGGATTTGACTT 

GTTTTTCCATTTGGATGCCTTTTATTTCTTTCTCTTGCCTGATTGCTCTGGCTAGGACiT 

CCAGTACTACATTGAATAGCAGTGTAATTGGGAAGGAAGGTTGAAAATGAATGTACACAT 

AGTTAAAGGATGCCAATTATTGCTGGAAAGGCAGCTCATCATGCANAG TGAA ATGAGGGA 

AAGACAAATGGCCATGCAGATTGCGTGGTCTCGGGAATTCCTCAAATATTTTGGAACTTT 

TTTTGGCCTTGCAGCCATCTCTTTAACAGCTGGAGCGATTAAAAAAAAGAAGCCAGCCTT 

CCTGGTCCCGATTGTTCCATTAAGCTTTATCCTCACCTACCANTATGACTTGGGCTATGG 

AACCCTTTTAAAAAGAATGAAAGGTGAAGCTGAGGACATACTGGAAACAGAAAAGAGTAA 

ATTGCAGCTGCCAAGAGGAATGATCACTTTTGAAAGCATTGAAAAA 

>SEQUENCE:9686:prostate_MPM2000-004P6_Table5 

TAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAA 

GGCGGGAGTGGAGTGGAAGAAGAGGGAGAGGTGGAGCAAAGTGAGGGCCGAGTGAGAGC 

G 

TG CTCC AG CCTG GCTCCC AC AG G CAG CTTT A ACCATT AAAACTG AAGTCTG AAAAAA A A A 

AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 

AAAAAAAAAAAAAAAAAAAAAAACCCCCCCCCCCCCCCCGGGGGGGAATATCTTTTTTAA 

AAATAGAAGTTTGGAACACCCCCCTCCTGAGGGCTAAACAAAAAGGCTAATTTTCCCCAT 

AACCGTGGGGTGAATTCCCTGGTCACCAAGGCAGTGCATGCATGTTGGGGTTTCCTTTAC 

CTTTTCTATAAGTTGGACCAAAACATCCACTTAAGTTCTTTGATTTGTACCCAA 

>SEQUENCE:9687:prostate_MPM2000-004P6_Table5 

TT AACCCTCACTAAAG G G AACA AAAGCTG GGT ACCG G G CCCCCCCTCG AG AGTACTTCT A 
GAATTAATTAACAATATACCTAACAGAACTTTGCTTCCTACCAAGATTCTTCATAGGATT 
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AAAAAACTGTATCCCATGACTCACCACTACAAACTTACTCGAAATACAGAGAGAAAGAGT 

TG AG G AG G G G GCACCCC AGT A ACAG CC ACC ACTC ATGT ACCCCAG G AA AG ATTTCTATT A 

GTCCCTTAATCAAATGTTTCACATCACTGGCTAATCCCTGCGACAGGGAAATCACCTGGC 

AAATATAGCTCCTAAGCACTGGCAGAGACTGAATACCCTA AACCT AGTTACAGCAAATGT 

TTTCCCAAACAGCACCAGAGTCCCTTAACTCCTCAGAAATCTTTTCCCAGCCAACTCTCG 

ATTCTCCAAACTAAGCACATAAATTCATCANANAAAAAAAAAAAAAAAAAATAAAAAAAA 

AAGCGGCCGCCACCGCG 

>SEQUENCE:9688:prostate_MPM2000-004P6_Table5 

AATTAACCCTCACTTAAGGGAAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGGGTACTT 
CTAGAATTAATTAAGGCGGGGTCGAAGAAGGTGGTGTTGAGGTTGCGGTCTGTTAGTAGT 
ATAGTGATGCCAGCAGCTAGAACTACTCCCACCCTGGAGCCTCCGTAGACCTAACCATCT 
TCTCCTTAC 

>SEQUENCE:9689:prostate_MPM2000-004P6_Table5 

GCCCTCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGAGAATCGCTTGAACCCAGGA 

GATGGAGGTTGCGGTGAGCCGAGACTGTGCCGCTGCACTCTAGCCTGGGCAACAGAGCAA 

AACTCCGTCTCACAAAAAAAAAAAAAACCCTGCAGAAAAAACCCAGCTGCCCCTATCCAT 

GAGGTCCCTCCTGGTTTCCATGGGCTAAAGTTTCCCTATAAAAAAAATCCCAAAAGGGGG 

AATGGTGGGGGTGGGCTTAAAAAAATTTGGCAAAATGGCCCTCCCNNAAAAAAAAAAAAA 

AAGGAAAAAAAAAAAAAGGGTGGAACAAGGGGGGGCCCCCCCCCCCCCCGGGGGAAACC 

C 

TTCCCCCCCCCAGGGGGGGTTTCCCCCCCCCCCCCCCGG 
>SEQUENCE:9690:prostate_MPM2000-004P6_Table5 

AGGGTAACAAAGCTGGGTGACCGGGCCCCCCCTCGAGGGTACTTCTNGAAATTAATTAAG 

GCGGGCGGATCATGAGGTCAGGAGATCGAGACCATCTGCCTAACACGGTGAAACC CCGT C 

TCTACTAAAAATACAAAAAAAAAAAAAAAATTTCCCCGGGGGTGGGGGGGGCCCCCTTTT 

TCCCAATTTTTTGGGGGGGTTAGGGCGGGAAATGGGATTTACCCTTGGGGGCAA AGGTT G 

CAGTAACCCAAAATCGCCCCTTTGCCCTCCACCTGGGGCAACAAACGAAAACTCCTTTTA 

AAAAAAAAAAAAAAAAC 

>SEQUENCE:9691:prostate_MPM2000-004P6_Table5 

ATAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAGGGGGGAG 

CAGCCGGTNNAACTACTGACACT I I I I I I I ATTTATTTGTCNCNGCACAAAACTATACTA 

GTAGCCATTATATCTTTCACCTTCATGTGCTCACGATAAAAAGGAGAAAAAAGTCCATTT 

TATTTAAGAATGTGCTTGATGAGAGTAAATATTATTAATTTTATTAACTCTTCTCCCCAG 

AGTTATGTCTTTCTACTATTCTGCGTAACAAATGGAAAGTATGCATAAAGCGCTTCTGTT 

GCATTCAGAAGTGTTGCATTCAGCTTTCTGCTGCATTCAGAAATGGCTGTCTCAAAAAGC 

GTGTGTGCGGGCCGGGTGCAGTGGCTCACACCTGTAATCCCAGCACTTTGGGAGGCTGAG 

GCTGACAGATCACCTGAGGTCAGGAGTTTGAGAACAGCCTGGCCAACATG 

>SEQ U ENCE:9692: prostate_M PM2000-004P6_Table5 

AACAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGTG 

GATCATTTGAGGTCAGGAGTTCGAGACCAGCGTGCCCAACATGGTGAAACCCCCGTCTCT 

ACTAAAAATTAGCCGGATGTGGTGCCGCACGCCTGTAATCTCAGCTACTCTGAGGGTGAG 

GCAGGCAAATCGCTTGATCCCGAGAGAGGGAGGTTGCAGTCA TCGGA GATCGCGCCACTG 

CACTCCAGCCTGGGCGAGAGAGCAAGACTCCACGTCAAAAATGTTTTTAATTAAGGCGGG 

ATGGAATGGATGCACCGCANATAATGCATTTTCTGAGTTTTCTTGTTAAAAAAAAATTTT 

TTTTAAGTAAGAAAAAAA 

>SEQUENCE:9693:prostate_MPM2000-004P6_Table5 

ATACAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTC 
TAGAATTAATTAAGGCGGGGAGTTAAAATATTTCGAI I I I I I I I I I I I I I I I AAGG GAAA 
GTCCTGCATAACAACCCGGGGCCTTTTTAACTAAAAGGCTCACCACTTACCCGGTTTTTT 
ATCCCTTTTTTAA A A AAAC AAAT AATTTTGTTC AG G A ATTTG G CTG I I I I I CTTAAGGCT 
AAAACCTGGCCTTTTATTCCTGCTCCACCGGGGGGGGAAAATGGGCATTCTGATAAAAAC 
CGGGCCCTTAGGAAACTGGAAGTTTAAAAATGTCCAAGTCCTTTCAGGGATAAGGGAATT 
GAI I I I I I I I AAAAGCCTTTTTCTTAAAAAGCCAAAATGTTTG I I I I I I I AAAATTCTGA 
AAGGGGTTGGGACAACAATGACCCATTTATGACCTTAAATCTTTTTCAAAAAAAAA 
>SEQUENCE:9694:prostate_MPM2000-004P6_Table5 

GTACTTATAGAATTAATTAAGGCGGTCTATGAAGACAAGTTAGCTCTAAAGCATGTCAAG 
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TTGAATGAGTATATCTAAAAAATAATACTATATTTGTTTTAGAACCATAGATAAAAATCC 
AGT ATTATGTTTTTATAATCAG CTAAC AG ATATG GTTACTTCATTG G AGTA ATG CT AAT A 
TGACAATAATATCATATTCAATATAGGAAATTCTTCATTGCAATGTGACCTTGACAAGCT 
ATATAACCTCTGTAAATATCAAATTTAGCACCTCCAAAATGGACATATAATGAGCTTCAA 
AG CGT ATTC AATT A AAT ATTCT AT AACAGTG CCTG G C ACATAGT AG GCGCTC AATAAAT A 
CTTGTTTGTTG AAC AATTG A 

>SEQUENCE:9695:prostate_MPM2000-004P6_Table5 

CTCCTAAGGGAACAAAGCTGGGTACCGGGCCCCCCCTCGGNAGTCTTCTAGAATTAATTA 

AGGCGGGAATAGGGAATACAACTTTGTTTCGAGACTACTTGGAACACTTAGGAAAGTTGA 

CATATATTAGCTTACAAAGACAACCTCAATGAGTTCCGTAACAGAAATAATACAAACAAC 

ATTCTGTGCTCACAATGCAATAAAACTAAAAATTAATCATAAGA TTAAA AACCAAAAAGG 

CCCTTCAATTTGAAGAGTTACAAGATTAAACTCTATTAAATAAGTTTTTAGGAAAAAAAA 

AAAAAAAAAAAA AAAAAAAAAAGCGG CCG CCACCGCG GTG G AG CTCCAATTCG CCCTATA 

GTGAGTCGTATTACGCGCGCTCACTGGCCGTCGTTTTACAACGTCGTGACTGGGAAAACC 

CTGGCGTTACCCAACTTAATCGCCTTGCAGCACATCCCCCTTTCGCCAGCTGGCGTAATA 

GCGAAGAGGCCCGCACCGATCGCCCTTCCCAACAGTTGCGCAGCCTGAATGGCGAATGGA 

AATTGTAAGCGTTAATATTTTGTTAAAATTCGCGTTAAATTTTTGTTAAA 

>SEQUENCE:9696:prostate_MPM2000-004P6_Table5 

GCGCGCAATCAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 

TACTTCTAGAATTAATTAAGGCGGGTTAATCTTGCATATTTGTTTCTAATTACTCTATTT 

TTACTACTCCCATCATTTCTCTTTCTCCTGCAAGAAGTTGGAATGTGCTAACCACAGTGC 

ATCACATACACCCACAGAACAGTACCAAATGAGGGCCCCAGGGTTTCTGTAAAGAAAGCA 

GTCACCCTGATAACTGCCGGTAATGACAACCTTGTTGAC TGTAC CAGTCAAGGTTTATTA 

TTAAGTGTGCAGAAATTTTCATTTTTGACTCACAAATACATTTTTGTTCTTTCATAAACA 

TGTATAATAGCAAAAAANANNANAAAAAAAAAAAAANGGGGGGGCCCCCCCGGGGGGGGG 

CCC 

>SEQUENCE:9697:prostate_MPM2000-004P6_Table5 

AACAAAACTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGGG 

GACACATCGAATCCTCTTTTTCTCCCTGGTATTCACCTGTCTTTGTTATCCCAAAGAAAT 

CTGGTAGGTGGCGAATGCTTACTGATCTTAAGGTGGTAAATGCTGTCCGTCAGCCTATGG 

GAACGTTACAACCCAGTTTGCCCTCCCCCACTATGATTCCTGAGTATTGGCCACTTATCA 

TCATTGACCTTAAAGATTGCTTCT 

>SEQUENCE:9698:prostate_MPM2000-004P6_Table5 

CTGGCCGTCGTTTTACACCCGGAAACACAGTGTTACCCTTATTTCTGGCCGGTCCTTTCC 

TCTAGAGAACTAGTAAAATACTTTATGCGGGGGAAGGATTTAAAGCTGGAGAATATAATG 

CCACCAAAGGATGGTTTGATAATTTTAGAAAGATGTTTGGCTTTAAAAATGTCAGGATAA 

CGGAAGAAGCATCTTCTGCCAACGAAGAGGCAGCAGACCTCAAGTTCTCAGATGCCATGG 

AGAAAATCAGTGAAGGCCGTCTGTGGTGGCTCACACCTGTAACCGCACCATAGCTGGACC 

CCATCTCTACCCTCACCCCACCCCCTGCGGAAAAAAAAAATAmATAACCCAAAAGAGGGA 

AAAAATAATAAATAAAA AAAAAAAAAGGGCCCCCCCCCCGGG G G GG ACCCCCAATTCCCC 

TTTTTAGGGGGGTATTACCCCCCCCCTAGGGGGGG I I I I I 

>S EQU ENCE :9699: prostate_M PM2000-004P6_Table5 

CTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTA 

ATTAAGGCGGGCGGATCACGAGGTCAGGAGATCGAGATCATCCTGGCTAACACGGTGAAA 

CCCCGTCTCTACTAAAAATACAAAAAAATTAACTGCGCGTGGTGGTGAGCGCCTGTAGTC 

CCAGCTACTGGGGAGGCTGAGGCAGGAGAATGGCGTGAACCCAGGAGGTGGAGCTTGCA 

G 

TGAGCTGAGATAGTGCCACTGCACTCCAGCCTGGGCGGTAAAGCGAGACTCCATCCCAAA 

ACAAATAAAAAAAAAAATAATACTTAGCGCCCCCCCCCGGGGGGAAACCCAAATCCCCCC 

TTAGGAGGAATGGTTTCACCCCCCTTATGGGCCGGGTGAAAAAAACTA ATTTT ATCTTGC 

TAAATAACTTAGTTTACTATAATATAAACAGAATGTCCAAAGGGGAATATTTTTAATATA 

TTCTTAATCTCAACCTTTCCT 

>S EQ U EN CE:9700: prostate_M PM2000-004P6_Table5 

AAATAAAGGGAACACATGCTGGGTGCCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAAT 

TAAGGCGGGGTTACAGTGAGCCGAGATCACGACACTGCACTCCAGCCTAGGCGACAGAGT 

GAGACTACATCTAAAAAAAAAAAAAAAAATTTTTGATCCAAAATTTACAACTACAAAAAC 
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TTGCTTTCGGTTGGGCCCACCGGTTAATGCCTGTAATCCCAGGACTTTGGGAGGCGGAGG 

TAACCGGATCACAAGGTCAGGAAATCGAAACCTTCCTGGTTAACACGGGAAAACCCCATT 

TTTCCTAAAAATACAAAAAATTACCCGGGCTTGGGGGCCCCCCCCTGTTTTCCCACCTAC 

TCGGGAGGATAAGGCAGGAAAATGGCTTAAACCCGGGAAGGGG ACCTTG CAATAACCCAA 

AATCGGG CC ATTG G CCTCC ACCCC AG G G G ACA A AGTG AAACTCCTTTTTTC AAA AG G G G A 

AAAAAAAAAA 

>SEQUENCE:9701 :prostate_MPM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAA 
TAAAAGCACTGAATGAAATGATACAAAAAACATTTTATCACTTCAAGTGGTAAAAGCTTT 
TCTAACTAAGAGTTTTTAAGATTTCTGGACTTCATATTGACATATTTAACTATATAATAA 
TCAGAAACTCTATATGCAAAAAAAATCAAAAAGTAAATTAAACACTTAGAAAAATCATTT 
G C AACCCATATCATTACATAAG CAC AAATAG CTTCCTG AAAAAAAAA AAAAAAAAAAAAA 
AAAAAGGGGGGCCCCCCCCGGGGGGGGCCCCCAATTCCCCCTTTGGGGGGGT! I I I IACC 
CCCCCCTCTG G GGCCGTTTTT 
>SEQUENCE:9702:prostate_MPM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAG 

GCGGGCGGATCACGAGGTCAGGAGTTTGAGACCATCCTGGCCAACATATGAAACCCCATC 

TTTTTTAAAAATATTAAAATTACCCAAGCCTGGTGGGGTGAGGCATGAAAATCCCTTGAA 

CCTGAGAGGTGGAGGTTGCAATTAGCCTAAATCATGCCAGTGCACTCCACCCTGGGTGAC 

AAACACTCTTGTGTCATAAATATTGATAATAATAATAATCTTCATCTTGATAATAAATAC 

TCATTATCACAACTATATTGTCTAAAGGGTATGTTCCCCAACCATAATGGATAAGACAAT 

CCACAGGGGTACCACAAGAAAACTCAGAGGGCAAACAACGACAAAAATAAACAATGAAAA 

C AA AACAAAA AAAACTC AG AGG G CTG ACAGTG CTG CT 

>SEQUENCE:9703:prostate_MPM2000-004P6_Table5 

TAAATAAAGGGAACAAAAGCTGGGTAGCCGGGCCCCCCCTCGAGAGTACTTCTAGAATTA 

ATTAAGGCGGGATCAATA7TACTGATTTTCTTTTGTCTCAGATTCCAATATGGTTTCATA 

GCTTTTGTGCTTTGACTTCCAAAAAAAAAATAATTAAATAAAATAAAAAAAATCAAAGGA 

AACCAAACCAAAGCAACAAAAAAAAATAAGTAATACCCAAAAAAAAAAAA AAAAAA AAAA 

AAAGGCCCCCCCCCCCCGGGGGGGACCCCAAATCCCCTTTAAAGAAAATTTTTTCCCCCC 

CCTTTATGG G CCTTTTTTAAAACAG ATTT ATAA ACCTACA AATAGTGTGT AT AC ATTTCT 

AAACCTTGTTTGCAGGAATAAACCGGGCATTTAGCAAATTATAAAAAA 

>SEQUENCE:9704:prostate_MPM2000-004P6_Table5 

ACCCTAACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTNACTTCTAGA 

ATTAATTAAGGCGGGCAGATCACTTGAGGCCAGGAGTTCAAGACCAGTCTGGCCAACATA 

GCGAAACCCCATCTCTAATAAAAATACAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 

AAAAAAAAAAAAAATCCCCCCCAAAAAAAAGGGTTTTTTATTTTCCAAAAAAAACCCCCC 

TTTGGGCCCCCGGGGGTTTTTTTAAAAAAAGGACCCCAAAAAATGGGCCCTTTGAAATAA 

AAAGTTTCTTCCCCCTCCCCGGGGGGGAGGGGAAAAAATTTTTTTAATATT TCGG GGGGA 

AAAGCCCAAAAAAATTTTGACCCAAAAGGAAAACCCTTTCCAAAGGGAAAATTTTGGGGT 

TACCAAAAAAAAAAAAACTTTTCCCGGGGGGGAATCCCGGGAAAAAAATTAATTTAAAAT 

TCTGGGGGGGGGCA I I I I I I I I I AAA AAAA A AATTTTTTGG CCTTTTT AAAAATG GG C A A 

AAATCC A A AAAA A AAACCG G G AA AATT 

>SEQUENCE:9705:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAGAAGCTGGATCCTCCCCCCCCCCTCGAGAGTACTTCCAGAATCATTCT 

ACGCGGGACACACAGAGCCAAACCGTATCATGTGGTAGGATGGTCATTAAGGGTAAATGG 

CATC AT A AG G ATG G AG ACCT AAATCC A AT AGG ACT ATTGTCTTTGTA AG A AG AG G GAG AG 

ATATCATAGCTTGCACCAGCCACCTCCCCCTTGCCTCACCAATCCCCCTTCTACCATGCA 

CCCACAAAGAGAAGGCCATGTGAGAGCACAGTAAGGAGGGGCTGTCTATAAGTCAGGAAG 

AGAGGCCTCACGAGAAAGCAACCCTGCTGGCACCTTGCTCTTGGACTTTCAGCCTCCAGA 

GCTGTGGGAAAATACATTTCTGCAGTTTAGACTACCCATTANGTGGTATGGTGGGCCCTC 

CATATCCATGGGTTCTGTTTCTGTGGATTCAACCAACAAACAAAAAAAAAAAAAA 

>SEQUENCE:9706:prostate_MPM2000-004P6_Table5 

TAACGGGAACTGAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAA 
GGCGGGAGGGCCCAAGGCCAGGAGTTCAAGACCAGCCTAGGCAACATGACAAGACCTCCA 
TCTCTACAAAAAATGAAACTAAGAAGTTCTGAATAGGAATGAAAGGGTGGTAGGTGCTAG 
GAGTTTGCTGCTTCTTGAACCATAGCACTTGGCTAAGTTAAATAAAAACCCCAGCTCTCT 
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GAGAAGGCCAAAAATTGAAAAACGGGGCCCCCCCCGGGGGGGGACCCCACCCTCCCCTTT 

ATGGGGGAGATTTCGCCCCCCCCTAGGGGCCCTTTTTTAACCAGGCATGTTAGCATGTAC 

CTGTAGTCCCA 

>SEQUENCE:9707:prostate_MPM2000-004P6_Table5 

TAAATAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAA 

TTAAGGCGGGATATCGAAGTGTCCTGAGCACATTTAAGGTAGGCTAGGCTAAGCTATGAT 

GCTCGGCAGATTAGGAGTATCAGATGCATTTTCAACTTGCGATATGTTCAACTTATGATG 

GGTTTTTCAGGACGTAACCCCACTGTAAGTTGAGAAGTATCTGCGCTCATACACATACAC 

ACTTTTTCCTGAAACTCTGAGAGTAAGCTCTAGACATTGTGCCCCTTTACTCCTAAATAT 

TTCTGGGTGTATTTCCCAACAAACACATTTTTTAACATAACCAATAGCACAATTA TCAA A 

ATCGGGACATTTAACTTTTTATAATACTAATATTTAATTTACAGACTTTATTCGTATTTT 

GCCAATTGTCCTATCGATGCCCATCATCGCAAAAAAAAAAGAAGGAAAAAAAAATTTGTT 

CTGGTCCAGGCCCCAATCTA 

>SEQUENCE:9708:prostate_MPM2000-004P6_Table5 

CACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAAT 
TAAGGGCGGGATTATTAAACTTGGACAAAGTAGAATTTAAGGTTGAAAACATTAAGCAGG 
GATAAAGAGCCACATTATAATAATAAAAAGCACAATTTATAAAAGAGATCTAACAGTCAT 
A AACCCGT AG AC ACCTAGTAAC A AAG C AG CTAAC AAG ATAA AG CG A AAATTATT AAAATG 
C A AG G ATTACTTG ATT AAAG GT AC AG CTAG G CTG G G CG CAGTG GCTC ACG CCTGTA ATCC 
CAGCACTGTGGGAGGCCGAGGCAGGTGGATCACCTGAGGAGTTTGAGACCAGCTTGGCCA 
ACATGATGAAACCCTATCTGTACTAAAAATACAAAAAAAAAAAAAAAAGGGGGCCCCCCC 
CGGGGG 

>SEQUENCE:9709:prostate_MPM2000-004P6_Table5 

GGCCGTCGTCTTTCACCTGGAAAAAGGAAACAAAGCTGGGTGCCGGGCCCCCCCTCGAGA 
GTACTTCTAGAATTAATTAAGGCGGGACTCTCACGGTGACATGTTTACAGCTGGGTGTGA 
CTCAGTAAAGTGGA i I I I I I I I I CAAAAAAAAAAAAAAAAAAAAAAAATTAAAAAAAAAA 
AAAAAAAAAAAAAAAAAAAGGGGGCCCCCCC CCGG GGGGGGACCCCAACCCCCCCTAAAA 
G G G GGTTT AAACCCCCCCCCCCG G G G G GGGTTTT AAAAAA AAAAAAAAAA 
>SEQUENCE:9710:prostate_MPM2000-004P6_Table5 

CAACCGTAAATAAAGGGAACAAAAGCTGGGTGCCGGGCCCCCCCTCGAGAGTACTTCTAG 
AATTAATTAAGGCGGGCATGGTGGCACGCACCTATAATCCCAGCTACCCAGGAGGCTGAG 
GCAGGAGAATCGCTGGAACCCGGGAGTCTGAGGTTGCAGTGAGCCGAGAGATCATGCCAC 
TGTACTCCAGCCTG GGGG ACAG AGCAAG GTTCTGTCTCAAAA AAAAAAAAAGG G CCAAAC 
CGGGGGGTTAAGCCTTGTATTCCCACCTTTTGGGAAACCCGG GGCGGG GGGTTCCTTGGA 
AATAGGGATTTAAAAACCACCCGGGCCAACTGGGGAAACCCTCTTTTTTCTTAAAACCCC 
AAAATTTCCCCGGGCTTAAGGGGGGGTCCCTGTATCCCCACCTCCTGGGTGGGCTAGGGC 
AGG AAA ATCTTTTTACCCCGG AAGGGG G AGGTTG CG GTAACCCAA ACCCG G CCCCTTGTC 
CTCCACCCGGGGGGATAAACCAAAACTATTTTTNNAAAAAAAAAA A AAAAA AAA AAANGG 
GGGGCCCCCCCCCGGGGGGGACCCCAAATCCCCCTTTTGGGGGG I I I I I I ICCCCCCC 
>SEQUENCE:971 1 :prostate_MPM2000-004P6_Table5 

AGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGA 

GTACTTCTAGAATTAATTAAGGCGGGGGAAGGGAAAAATAATAACTTTACAGTGGAGAAA 

TCTGGCAGACACCACCTTATCAAGTATTCAAGATGAACCTTCCCAACAAGTCATGGTGCT 

TCTGAAGAGCACTTCATCTCTGTGGTATTCTTCTCCCAAATCTATGCCCCAGATTAATCA 

TGACATAGCATCAGACAAGCCCAAATTGAGGGACATTCTACAAAGTATCCAACCAAGCAC 

CCTTCAAAAGTGTCAAGGTCGTAAAAAGCAAGCAAAGACTGAGAAGCTATCACAGATTGA 

TGGAGACTAAGGGGTCATGATAACTAAATACAATATGGACATTAGTGGAAAAACTGGTGA 

AATCCAAGTAAATTCTGTAGTTAATAGTGTTGTACCAATGTCAATTTCTTAGTTNTGATA 

AATGCACTATGGTTAGATAAGATGTTAATA 

>SEQUENCE:9712:prostate_MPM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAG 

GCG G G C AG G A A AT AC AC A A AGTG AG C ATG G G G C ATCTTG CAGTG CT AG AA AGTA AG G ATG 

TGCTCAAACACATACACAGGTGTACACACATGCACACATACACAGTGATGGAGGTATATC 

AAAGGGACATAGGAGGAAGTTGATGGAGCTTCCCATGGTCAAAATGGAATAATTTGACCA 

ACAAAATAAATAATGTAATGTTGTATAAATGCTACAGGCATTAAAAGAGTAATGTGTACA 

TTAGAAACAACTTTATTACACAAAGTTGACAACTTAGTTGAAATAGACCATTTCTTGAAA 
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GATGCAAACTACTAATATTCATTCGAGATGAAATTGATAACTCAGTAATACTCTGTTTAT 

TGAAGACATTGTATTAGTATTTGTAATCTTCAAAAAAAATCAAAAACAAAAACGAAAAAC 

AAAACACTGTCCCAGATAGTTCTGGGAAATTCTACAAAACATTTAAAGAAGAAATGATAC 

CAATTCTCACAGTTTCTTCTGGAAAAATATAAGACAGAATACTTCTCAACTTATTTTGTG 

AAGCCAATCTTAACCTGCTACCAAAATCATGCAAAGATGGCACATGAAAATAAAACTA 

>SEQUENCE:9713:prostate_MPM2000-004P6_Table5 

ATTAATTAAGGCGGGGAGATGGGACTGGTGTCTTTACAAGCAGCAGAAGAGAGACCGGAG 

CTAACACATTTGCTCTGTCTTGCCATGTGATGCCTCCCACCATTGTCATGATGTAGCAGG 

AAGGCCCTCACCAGATGCCAGCACCATACTCTTGGACATCTCAGCCTCTAGAACTGCGAG 

TTAAATAAACTTCTATTGTTTATTATTTACTTAGTGCATGGTATTCTGTTATAGTAACAG 

AAAATGGACTAGGACAGGTAACTATACTTTTATCAGATAAAAGAGACATTAAGTCAAAAA 

CTGTAAAATAAGAAAAATAAGGTCATTATATAATGACAAAGGGACCAATTCATCAATAAG 

ATGTAAAA I I I I I 

>SEQUENCE:9714:prostate_MPM2000-004P6_Table5 

ACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 

TTAATTAAGGCGGGAGAAAAACTGGCAACTAATTAATGCGGAAGGAATTAAAGAAACAGA 

AAATAGAAAATAATGTGGTACCATCATTAGTGGCTGATAATTCAAGTGGGAGTCTTGAAT 

GT ATGTTAAG GTTG GTG AATG G AG GTTTG ACAAG AAACAG GCT ATTAAG AGTATC AG AAT 

ATCACTCCACAATAATATTTATCAATTATAAGAGAAAAGCAGTGTCTTTACAGTAGAGAA 

ACCTGGCAGACAATAACATGAACAGGTAATCAGGATTGATATCATGTCAGCAGGGCATGG 

TGGCTCACACCTGTAATCCCAGCGCTTTGGGAGACTGAAGTGTGCAGATCACTTGAGGT 

>SEQUENCE:9715:prostate_MPM2000-004P6_Table5 

GGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTATAGAATTAATTAAGGCGG 

GGAATCAGTGTCATTCAAGGACGTAACTGTATACTTCAGTAGGGATGAGTGGCAACAATT 

AGACCTTGCTCAGAAAAGCCTGTACAGAGAAGTGATGCTGGAAAACTATTTCAACTTGAT 

CTCAGTGGGATGTCAAGTTCCCAAACCAGAAGTCATCTTCAGCTTGGAACAAGA AGAGC C 

ATGTATGTTGGATGGTGAGATCCCCAGTCAGAGCCGTCCAGATGGGGACATTGGTTTTGG 

ACCTTTACAACAGAGGATGTCTGAAGAAGTTTTCTTTCCAGTCTGAGAT 

>SEQUENCE:9716:prostate_MPM2000-004P6_Table5 

GGGTGCCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGGGGGGATGTGTGACT 

CATCCGCTGGAACACAGACCTGTTTTTACAACAAATACTAATCAAATCGGTATGATCACA 

ATCCTGGAAGAATGATCCTGCATGCTTGATGCTGCTGAAGCATACTGTGAGAAACCACAT 

TTCTTGAATACATTACAATACCAATTATTTTACCTACAAACCACTTTGTGCGTT CCCACC 

ATGTGG G G GTGTCC ATC AGTCTTAACTATG GGTAT ACT ACCGGCCCT AT ATTGTTTTTTT 

TTTGAGACAACAGTACATATAATAGAGGTACAATTCGGTGGATTTTTGGTTATGTATTTA 

TTTC ATTCCAG G GTGG ATTTATTTAAATTGTTG ATACTTAAGTTGTCG AACAG G AG ACAT 

TACTTGTTTTATTTATGATATATTTCA 

>S EQU EN CE :97 1 7: prostate_M PM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGCGGGTGGGTCATTTGAGGTCAGGAATTTGAGACCAGCCTGGCCAACATGGTGAAACC 

CTATCTCTACTAAAAATACAAAATTTAGCCGGGCATGGTAGCAGGCGCCTGTAATCCCAG 

CT ACTT AGG AG G CTG AG ACAAG AG AATAGCTCAAACCTGG G AGGC AG AG GTTG CAGTAAA 

CCGAGATGGCACCACTGCACTCCAGCCTGGGCAACAGAGTGAAACTCCATCTCAAAAAAA 

AA A AGG G A AAA ATCTTCT AATTTCT A AAATTG G CTT AATTAACCC AAAAGGGG CG G G G CT 

ATGGGTTAAAAAAAAAATTCCTAATAAATTTTTAAAAATCAATAACTTTTTTAATGTCGA 

AAAATTCCCATAATAGGCTTTTAAAAAAAAAAAGTTTTTGGGCTAGGGCCAGGGGCTAAT 

CCCTGAAA 

>SEQUENCE:9718:prostate_MPM2000-004P6_Table5 

TTCCTACCTAAAAGGAACAAAAGCTGGGTTCCGGGCCCCCCCTCTAGAGTACTTCTAGAA 

TTAATTAATGAATGTAGGCCCTGAGAGAGTTGATTGATAAACATTTGCCATCTCACTACT 

GCTCATAAATGTGCCATTTAATGAATGAAAAGCAGGAAAAGCTCCTCAAATTAGGTTCCT 

GCTAGATCAAGGATCCTCGTAATGCTTTCATTATGGCCTGCCTTTCCTGTTGCTAATAAC 

GCCCATGGGGGCTTGTTTTCACTGATCACAGGGACCAAATTGTCTCCATACCACAAGGAC 

TACTCTTCCTTTATATAAGCATCCTTAATGAACAATTCCTTTAAAGTTGGAAATTGAAGG 

ACATGAG 

>SEQUENCE:9719:prostate_MPM2000-004P6_TabIe5 
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GCTGGGTGCCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGGGGAACAA 

GTCANGCTNNGAAATAAAAACTATTCTGTTTAACTCGGNGAAACCTCGTCTCTACTAAAA 

ATACAAAAATTGGCCGGGCACAGTGGTACATGCCTGTAATCCCAGCACTTTGGGAGGCCG 

AGGCAGGCGGATCACGTGAGGCCAAGAATTCAAGACCAGTCTGGTCAACATGGCACAACC 

CCATCTCTACTAAAAATACAAAAATTGGCCAGGCATGGTGGCGCAAGCCTGTAATCTCAG 

CTATTTGGGAGACTGAGGCACAAGAATCGCTTGGACCCGGCAGGCAGAAGTTGCAGTGAG 

CTGAGATTGTGCCATTGCACTCCAGCCTGGGCAGCAGAATGAGAGTCCATCTCANANNAA 

A AAA AAA AAAAAAAAAN G G G G G G CCCCCCCCG GGGGGGGG CCC A AATT 

>SEQUENCE:9720:prostate_MPM2000-004P6_Table5 

GGTACCGGGCCCCCCCTCGAGAGTCTTC TAGA ATTAATTAAGGCGGGAGAAAAGATAGAG 

AATAAGAGAAATTATAAGATAAAAACATACTTTTAGAGGAAAAAAGATAAATTTAAACCT 

GAAAAGTCGGAAGCAGAAGAAAAAAGACAAGCTAGGAAACAAAAAGCTAAGGGCAAAATG 

TACAAACTTAGAAGAAAATTGGAAGATAGAAACAAGATAGAATATGAAAATATTGTCTAA 

AAAGGAAAATGCAAAAATATTATGCGGGGCCCCCCC 

>SEQUENCE:9721:prostate_MPM2000-004P6_Table5 

GCTGGGTGCCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGGCTAGTAT 

TTGCGCACAGCTGCCTTGTACTTTAAAAAACCTTGTGCCCTGACAGATTACATCTGCTGA 

GATGAAGTGATGTGAAATATATGTAGTGATGTTGATTTTAACTTGTACTGGTGTTAAGCA 

CCAAAGCATGTTTCAAGAAAAAAATATTCTACAAGTTGCAAAAGCCTTTATTCCAAGTGT 

ACAGGTTTCAAATGGACTAAAAAGAATATAAGCCCACCCTTAAAGATGAGAAAAATTAAC 

GGAATACATATACATCCTTTAATTGATGTTCCATGAATATTGTATATTGTAAAAAAAAAA 

A 

>SEQUENCE:9722:prostate_MPM2000-004P6_Table5 

TGATTACGCCAAGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCC 

CCCCCTCG AG AGTACTTCTAG AATTAATTAAGGCG G GAG AATTGCTTG AACCCTG AAG G C 

G GAG GTTGC AGGG AGCC AGG ATCGTG CC ACTG C ACTCCAG CCTG GTG AC ACAGT AAG ACT 

CCGTCTCAAAAAAACCAAAACCAAAAACAAACAAAAAAAGTTAATATACAAATACCAAAA 

ACAGAAACTGCAGAATATCTGAGTACTTACTAAGGAGCAGTCACCATT TTAAG TACTTTA 

CTCATTTAATTCTCACAACAGCCATGTGAGGTAAGTAGTATTATCTCCATTTTCCAAAAG 

GGGAAAATTAGAGAGATCTAACAACTTTACTAAGGTCACAAAGATATTA AGGG TGAATGT 

GGGATTTAAAGTCATTCTCTTTAATGACTAAGCAATCATGCATAACTCTGTTTTGTAAAC 

CTAAAGTTACAAATCAAAAAA 

>S EQ U ENCE:9723: prostate_M PM2000-004P6_Table5 

AGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGC 

GGGGTAAGAGCGAGCTTCGGAGAAGCAGTGGTGGGTTCCATGTGATG GTGG AGTAGGAGG 

CAGGTCTCCGCGGTTCATCTGTGTTGCTCTAAATGACACTGTTTCATTATTTTGATGGCT 

GGAGAATATTTCCTAGTGTATGTATATGAGAGTTTCTTGATCTCTTTATCTGTGGATGAA 

CAGGCTAGTCACCCTGCTGTGGAATAGAAGGCCAGAATTGATCAGTCTCATCTGAGAGTA 

ACTTTGTACCCATC ACTG ATTCCTTCTG AG ACTG CCTCC ACTTCCCC AG C AG CCTCTG GT 

TTCTTCATGTGGCTGCAGATGGCAGGATTTCCCAAAGGTTTCTGGCTGAAACATATTCCG 

TGGTGTATCTGTACAGCAGTTTCCTCATCCCTGCAGCTGTGTTTGAACAGGTCATTT 

>SEQUENCE:9724:prostate_MPM2000-004P6_Table5 

ACCCTAACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 
TTAATTAATGCTTTTCATAATTGAGACAGAACTGTTTGTTATGTACCATAATGCTAAATA 
AAACTGTGGCACTTTTCACCATAATTTAATTTAGTGGAAAAAGAAGACAATGCTTTCCAT 
ATTGTGATAAGGTAACATGGGGTTTTTCTGGGCCAGCCTTTACAACACTGTTAGGGTACA 
TACGCTACCTTGATGAAAGGGACCTTAGAGCAACTGTAGTCATCTTAAAGGCTTCTCATC 
CACTGTG CTTCTTAATGTGTAATCTAAGTG AGG AG AAATTAAATACTCTG AGG G CGTTAT 
ATATAATAAATTCTTGAAGAAAAATACAAAAAATCAAATGCCATCCTAATAAAAATGTGC 
AAGGC I I I I I I I CCTTAAAA AG AAACTAG GTACATTC A AAT A ATG G CACTGTG AAA ATTT 
TGAGGCACAAATTCGCCCC I I I I I I I GCATGCTAATATACCAAAAAAAAA 

>SEQUENCE:9725:prostate_MPM2000-004P6_Table5 

CTGGCCGTCGTTTTACAACACGGAAACAGCTGTGACCATGATTACTGGCCGTCGTTTTAC 
ACCAGGGAACAGCTATAACCCTGAATGCCGGGCACGAAGGATGGAACGAGGGAAGGAAGG 
AAGAATGAAGGAAAGAACGAAGATTCATTATTCTGTCCTCTGAACCTGAGTGAAGAAATA 
TACTCTGTCCTTTGTACCTGCGTGAAGAAAGAAAAGAAAAGAAAGAAAAGGGAAGGAAGG 
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AAGGAAAGAAGGAAGGAAGGAAGAAAGAAGGAAAGAAAGAAGATTCATTATTCTGTCCTC 

TGAACCTGAGTGAAGAAATATACTCTGTCCTTTGTACCTGCGTGAAGAAAGA 

>SEQUENCE:9726:prostate_MPM2000-004P6_Table5 

AAGGGAACAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGC 

GGGGTGTTTTGAGGAGTGTCAGTCTGCTGAATAAGCCAC TTGC AGTGACACCGGTGATGA 

GCCTTTTGGAAGAGGAGCCACGAGAAAATCAAAAGAAGCTTTTGCCCTTATAAGTAACAC 

CTGAGGTTGTGCGGCTAGTTGGCTATTTAAGAAACCTCGCCCCTCTGAATGTGGTACTGT 

AATCTTTAATGAAGACAGCTACATGAATTAATTGTACTCTATGGGAGAATCTCTTTGGAA 

AGATATTTTGTAAAACTT I I I I I I I CCAGTAAAAAACTTTATGAAAAAAAAAAAA 

>SEQUENCE:9727:prostate_MPM2000-004P6_Table5 

TTTACAATCCTGAATAAAGGGAACACATGCTGGGTACCGGGCCCCCCCTCGAGAGTACTT 
CTAGAATTAATTAAGGCGGGACGGGATTTTTATCCTAAGGCTAATCA AAAGCC ATTGAAT 
AGTTGT ATG CAG AAG G GTGTC ATAAT ACTCAC ATCTT AT A AAG ACC AC I I I I I AAAAGGG 
C ATAGTGGTCCTAATG G GAG GTG ATGTG GG CAAC AG AGTAG ACTCGTT AG ACT AATG AG G 
ACACAGAATCCAGCATCACACTGTGCCAGATGCACATCCAGGTTCAGTTCTAGAAAACTT 
ACAATAAGCTATTCTGTGAAAACACAGTCAGTGGGTTCTGTATCTGCAGATATGCAAGGT 
TGACTGTACTGGGTCATTTTATATCAGAGACTTGAATACCCACAGACTTTGGTATCTGTG 
GGGATCC 

>SEQUENCE:9728:prostate_MPM2000-004P6_Table5 

GCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 

TACTTCTAGAATTAATTAAAGCGGGTGGGGAGGGGTGCTCTGCTGGTCTTCAATTACCAA 

GAATTCTCCAAAACAATTTTCTGCAGGATGATTGTACAGAATCATTGCTTATGACATGAT 

CGCTTTCTACACTGTATTACATAAATAAATTAAATAAAATAAAAAAAAGAATAAAAAGAA 

TAAAAAAAAAAAAAAAAAGCGGCCGCCACCGCGGTGGAGCTCCAATTCGCCCTATAGTGA 

GTCGTATTACGCGCGCTCACTGGC 

>SEQUENCE:9729:prostate_MPM2000-004P6_Table5 

CAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGGTA 

AGGGGTGCGTGGGAACTCTGTAATTTCCACTCAATTTTGCTGTGAACTTAAATCAGCTCT 

AAAAAATAAAGTCTATTTTTTAAAAAGGTAAACTAAAGTCTGTGAGTTACATCATTTCAG 

TGTTTTTCTCAATCACACTATATAATCTGGATCATTATATAAGATTGTGAAATTAAC 

>SEQUENCE:9730:prostate_MPM2000-004P6_Table5 

CGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGT 

ACTTCTAGAATTAATTAAGGCGGGCATCGTGGTGGGCGCCTGTAGTCCCAGCTACTCAGG 

AGGCTGAGGCAGGAGAGTGGCGTGAACCCGGGAGGCGGAGCTTGCAGTGAGCCGAGATC 

G 

CACCACTGCACTCCCCCCTGGGCAACAGAGCCAGACTCCATCTTTTAAAAAAAAAAAAAA 

AAGAATTAGTAAAGATTCACCAGGGGTTGAGCTCAGGGATTGCGTGGGGGACCTGACAAT 

TCTCTAGGCAAAGGGAATGACCTGGATAAAGATACAGAGGCAAGCAAACATTGCTAAAAA 

TAGTATCCTTTGTAAGCTCTATTCCTTGGTCCTGAGAAAATAAAATGTATAGCTTTATTT 

ATTTCTGTGAGATGAGTTACCAATGGGTACTGCTATTCAAAAAAGCAAAACAGTGCAATT 

CTTTTG AC ATTTACG GTGTCCT ACTTAT 

>SEQUENCE:9731:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGCAGGAGTTGGTTGATACAGAAGGAATTATATTTAGTTTTTCTCTTACAC TTCATT TA 

ACTTTTGAAAAGCTCTATAAGTTTACTGCAGGAAATGCAAGAAGGAAAATAA I I I I I I AG 

AGACTTGATAAAGAACATGGGGTTTTCAGTACTATTTTTAATAAGTAGCATTCTGATACA 

TATTATTGCTAGTTAGGATGTCAAATGAAAAAATAAGCAATGTTAATTTGGATTTTTAAC 

ATCTACATGTAGTCTCTAGGTTATCTGAAGTAATCCAGGGCATTCAGCTATATGTAATTA 

CTAAACTATTTGAGTTATTGCTTAATCCATGATTTTTTGTTTGTTTTATGCAGGGGGATA 

GTTTCATAGTAAGTTCTGAATTCCCTGTAAGACTGAGTGTATACTTAGAAGAAGAGGATA 

TTACTGAAGAAGCTGCTTTGTCTAAAAAGAGAGCTACAAAAGCCAAAAATACTGGACAGA 

GAGGCCTGAAAATGTGACAGGATCATGAATGTCAAAGGTGAAGCATATAGAAAAAACGAC 

TTCATAGAAATGAATAAAGATAAATGTGGATATATGTA 

>SEQUENCE:9732:prostate_MPM2000-004P6_Table5 

GCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGTGGCTGTAGTCCCAACTACT 
TGAGAGGCTGAGGCAGGAGAATGGCTTGAATCTGGGAGGCAGAGCTTGCAGTAAGCCGAG 
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ATTGTGCCGCTGCACTCTGGCCTGGGCAACAGAGCAAGACTCCGTCTCAAACAAAAACTA 

CAAGCAAAACATGCTAAAACTTCGCCGGCCCCCCCGAGGGGGGATACTCAATTGACCCAA 

TAACGTGTGACCAACGGACCCCGCTACCCTCGGGATTACAACACAATCCTATTCTAGAGT 

CCATATCAACAATAGGGTTTACGACCTCGATGTTGGATCAGGACATCCCCGAGGGTGCAG 

CCGCTATTAAAGGTTCGTTTGTTCAACGATTAAA 

>SEQUENCE:9733:prostate_MPM2000-004P6_Table5 

TGGGTACCGGGCCCCCCCTCAAGAGTACTTCTAGAATTAATTAAGGCGGGAAGAATTTAT 

GTTAAAGAGAAAGAATTTCTTTGTAAGAAATTCTTCCGTTTTTACAATTATTAGGGTAAT 

G G GTTTCTTG ACAGTG G C ATTGC AATG AAG CCC AG A ATT ATATTTG ATTAATTCAAGTC A 

TCTTAAATCTGTAGATGTAAGCTGACTCAAACTCCTGGCCTTAAGTGATCCTCCCCCCTC 

GGGGGGCCCCATTATTGCCATTACAGGGGTGAACCACCCCCCCCCGTCTTGGCATGCATA 

TATTAGTCACTGTTACTTCTTTTAAATTGTTTTAATTGTATAAGATAAAAACCNNNNNAA 

ATAAAAAAAATTAAAAACAAAACCCCCCCCCCCCCCGGGGGGAAC 

>SEQUENCE:9734:prostate_MPM2000-004P6_Table5 

GCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTA 

CTTCTAGAATTAATTAAGGCGGGGACTTGGGACTTTTAAAATTTTCTTTTTAAAATCATT 

TTTTCAACTCTATTATTTTGTTTGTTCCTACATGTGAAAGTTGTGCTTTTCATGATTGTC 

AGAAGAATAGCTTTCCATATGAAAATGGCATCCATCAACATCATGVTTTCGATAAGGGAA 

AGAGAGACTTCTTAAATCTTTGTCTGAGAAACAGCTCTACTTATTATAAAGATAATTCAA 

AAGAAACTTCAAACACAGATTTTGACAACATCGTGGATCCTGATGTGTATTCTTCTGACA 

TTGAAAAAAATTGAGGAAAGCACCTCCTTTGAAAGAAATTTAAAGGAGAAAAATATAGGT 

TTAGAAAGTAATCAAAAGTCTGATGATTCCTGTGTATCACTTGAAAGCAAGGACACTTTG 

CTAGGTAGAGATTTAGAAAAAGCTC 

>SEQUENCE:9735:prostate_MPM2000-004P6_Table5 

CGCAATTAACTCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTA 

CTTCTAGAATTAATTAAGGCGGGGAGAAAGCCTGGGTGGCTCAGCATCC TCCACG GGCTG 

CGCCGTCTGCTCGGGGCTGAGCTGGCGGGAGCAGTTTGCGTGTTTGGGTTTTTTAATTGA 

GATGAAATTCAAATAACCTAAAAATCAATCACTTGAAAGTGAACAATCAGCGGCATTTAG 

TACATCCAGAAAGTTGTGTAGGCACCACCTCTGTCACGTTCTGGAACATTCTGTCATCAC 

CCCGTGAAGCAATCATTTCCCCTCCCGTCTTCCTCCTCCCCTGGCAACTGCTGATCGACT 

TTGTGTCTCTGTTGTCTAAAATAGGTTTTCCCTGTTCTGGACATTTCATATAAATGGAAT 

CACACAATTGTGAAAAAAAAAAA 

>SEQUENCE:9736:prostate_MPM2000-004P6_Tabte5 

ACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTCTTCTAGAATTAATTAAGGCGGGCAT 
G GTG G CTT ATACTTGTAATCCTAAC ACTTTG G GAG GTTG AGGTGG G AG G ATTGCTTG AGT 
TCAGGAGTTTGAGACCAGCCTGGGCAACAGAGTGAGACTCCATCCCTA AAGAT AAAAAAA 
CAAATAAAATTA I I I I I AAAAGTTATTTATTAATTTTAAATTATATAAAACTATTTTTAA 
AATTAACTCTTAAAAAAATATTGCCTTACATAAACTGGCCTTGGAGATCCANACATGTTG 
TCAAGACTTGAG 

>S EQU ENCE: 9737: prostate_M PM2000-004P6_Table5 

CCTGAATAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATA 
ATTAAGGCGGGCGCCTGTAGTCCCAGCTACTCGGAAGGCTGAGGCAGGAGAATGGCATGA 
ACCTGGGTGGCGGAGCTGGCAGTGAGCCGAGATCGCACCACTGCACTCCAGCCTGGGCG 
A 

AGGAGCGAGACTCCGTCTCAAAAAAAAAAAAAAAAAAAAAGAAAATTAAAGGGGGGGCTT 

TCCTGGGTGGGTTTTCAAAAATGGGGGGGGGGGGGGGGGATTCTCCTTTTTTCCCCAGGG 

GTGGTTTTAAACCCCGGGGCCCTAAACCTCCCAAAGGGCTTGGGGGGGGGGGTTCCCAAC 

TTGGGGAAATGGAACCCTCCGGGGTTACCCGGGAAAACCCCCCTTTTTCTTAAAATCCCA 

AAATTTTCCCCGGCTTTGGGGGGGGCCCCTTTTTTCCCCTTTTCTTAAAAGGGTTAGGGC 

AGAAAAAGGCCTTAACCTGGGGGGGG 

>S EQ U EN CE:9738: prostate_M PM2000-004P6_Table5 

GCAATCAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACT 
TCTAGAATTAATTAAGGCGGGCAGATAGATAGATAGATAGATAGATAGATAGATAGATAG 
AT AG AT AG AT AG AT AA AT AT A AATGTG CTTCT AATTCTTTCCTCTGT A AG G CC AAG A AG C 
AAAAATAAGCAAACATAGCACCTATTCTCTAATTTATTCCCCACTAAACGGCCCAGGAAG 
CCTTG GAG AAATGG CTG ATT AC AG G GCTG AG G C AG G GT AG GT AC A AG ATG G CCCTGTA AC 
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ATCTTGTTATACTGGATATTAAGCTTCCAAAAAAAATGATGGTGGTGTGTCGTGAAGACA 
CAGGGGTTTCCGCTGGCTAATTCTGGGACAGTTCGCACAACAATAAAAGTACAATAATTA 
TAAACCATTGAANAAAAAAAAAAAAAAAAAAAAAAANNGGGGGGCCCCCCCCGGGGGGGG 
>SEQUENCE:9739:prostate_MPM2000-004P6_Table5 

GGCCGTCTTTTTACACCCCGGAATACAGGGGAAACCATGATGGGTGCCGGGCCCCCCCTC 

G AG AGT ACTTCTAG AATT AATTAAG GCGGGGAG AT ATATG G C AT AC C AT AC AG CTATTAA 

GTGGCAGAAATCTTACAGACATGAACACAATATTTATTCTTATTTCCATTTTACAGATAA 

AAAAACTGAGGAGGTACACAAGAGGTTAATTTGACCAAGGTCACCCAGCTAGTAAGTGGC 

AGGATTATACAAGACAAGAGCAAGCAATTAAGTCTCTCCAAACT CAAGT CTTCTTATATA 

CTGCTACATGTTTTGTATACTGCTACATGTTTTGTATCAATGAGCTTTTTAACAACACAC 

ACAAAAAAACTCATGGATTGATTGGTAGGACAGTAAAAGCAAAAGGCCAATATATTTAAT 

GACTACAATCCTTGCACATTTTAGAATCCAGGATAAGGTGAAAGGTAAAAGATCATTCCA 

AATGGGTAATTTTACATATAGAATTCTATTAACCTGAATTTAATGGATCAGAATACATCC 

ATTCCTGCTAAATAGCAACACTATCTGAAATCAGTTAGCATAATGTGTTTACATTTCATT 

AAAACTAAATCTCTTCCATGTCACTCTTCCAAAGGCCCATGAAAATG 

>SEQUENCE:9740:prostate_MPM2000-004P6_Table5 

GATTACGCCAAGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCC 

CCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGGAAACGCCATATCGGGGGCACCGA 

TTATTAGGGGAACTACTCCCACCCTGGAGCCTCCGTAGACCTAACCATCTTCTCCTTACA 

CCTAGCAGGTGTCTCCTCTATCTTAGGGGCCATCAATTTCATCACAACAATTATCAAAAA 

AAAAAAAAAAAAAAAAAAAAAAAAAGCGGCCGCCACCGCGGTGGAGCTCCAATTCGCCCT 

ATAGTGAGTCGTATTACGCGCGCTCACTGGCCGTCGTTTTACAACGTCGTGACTGGGAAA 

ACCCTGGCGTTACCCAACTTAATCGCCTTGCAGCACATCCCCCTTTCGCCAGCTGGCGTA 

ATAGCGAAGAGGCCCGCACCGATCGCCCTTCCCAACAGTTGCGCAGCCTGAATGGCGAAT 

GGAAATTGTAAGCGTTAATA 

>SEQUENCE:9741 :prostate_MPM2000-004P6_Table5 

CAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG TACT T 

CTAGAATTAATTAAGGCGGGTGATGGTGGATATGATGGTGGGGATGACCATCTATATTTT 

TAATAAAAGCTCCACAAGTTAATTCTGAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 

AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAGGAAAAAAAAAAAAAAAAAAAAAAA 

AAAAAAGGCGGCCGCCACCGGGGGGGAACTCAAATTCCCCCTAAATGAAGCCGAATAACC 

CCCCCTAACTGGCCGTCTTTTAAAA 

>SEQUENCE:9742:prostate_MPM2000-004P6_Tab!e5 

GCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 

TACTTCTAGAATTAATTAAGGCGGGGTGATGCCTGTTGTGGGCCCTTTCAGCCCTCCTAA 

TGACCTCCGGCCTAGCCATGTGATTTCACTTTCTATGGAAGAGACTAATGTGCTTTGAGA 

AATAACATTCCCACTGACCTTATACCCAAGATGGCGCGAAGTGGCTCTAAATAGCACATG 

CCAAGGCCACATTTTCTCAAACTAAGTGCTTGCTGTTCCCAAATACGCAAGAATAACTTT 

TACACTTTTTCCTTCCAACACTTCTTGATTGGCTTTGCAGAAATAAAGTTCTA 

>SEQUENCE:9743:prostate_MPM2000-004P6_Table5 

AGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGA 

GTACTTCTAGAATTAATTAAGGCGGGGTAGGATTAGGTTTCATATATTAAAGTCAGCAGA 

AATTTCATGTTTCACAATTTGTTGCCAGAGAGATCCCCAAATTCCTTGAAGCCACTGGGA 

AGTTCTCTCAGGTAAAGAAAGCTTACAGCAGATTTGTAATATATGTCTG GAGAG CTATTT 

ATAAGAAATTTAAGAGGATTGTTTTGTTTTCCTTTATTAAAGATTTAAGCCI I I I IACTT 

TGCAAAAAGAAAACTACAAAAGTTTTATAGATATAACTTTGCTAATTTTTTAAACTTTTC 

TGAAACGATTAGCTGTAGCCAAATTATGTGGTTACGTTTTGCTACATTAGAATTTGAAAA 

TGCAATATGTGTGGTAAATCTACTGTTTGAAATTTATAATGGTC 

>SEQUENCE:9744:prostate_MPM2000-004P6_Table5 

CT A A AGG G A AC AA A AG CTG G GT ACCGG G CCCCCCCTCG AG AGT ACTTCTAG AATT A ATT A 

AGGCGGGTGGATCTCCTGAGCTCAGGAGTTCGAGACCACCCTGGGCAACATGGTGAAACC 

CCGTCTCTGCTGAAAAAAAAATTAGCTGGGTGTGGTGGCACACGCCTGTGGTCCCAGCTA 

CTTGAGAGGCTGAGGCGGGAGAATCGCTTGAAACCGGGAAGCAGAGGTTGCAGTGAGCTG 

AAATCGTGCCACCGCACTCTAGCCTGGTGACAGAGTGAGATTCCGTCTCAAAAAAAAAAA 

AAAAAAATTTATTGGGGCGGGGGGGCCCCCCCTTGTTCCCCCACTTTTCCGGGAGGTTGA 

GGCCCAAAATTCGTTTCACCCCCGCGGGCGGGGGTTCCATTGACCCAAATTTGCCCCCTT 



Table 7 
3045/3129 



GCCCCCCACTTGGGCTAACAAAGTGAAATGGCTTTAAAAAAAAAAAAAAAAAAAAAA 
>SEQUENCE:9745:prostate_MPM2000-004P6_Table5 

GCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTA 

CTTCTAAAATTAATTAAGGCGGCCTCTGGAAAAAATGGACCTTAAGTTCATTGACCCCAC 

CTCCAAGTTTGGCCATGGCCGCTTCCAAACCATGGAGGGAAAAGAAAGCATTCA TGGG AC 

CACTGAAGAAAGACCGAATTGCAAAGGAAGAAGGAGCTTAATGCCAGGAACAGATTTTGC 

AGTTGGTGGGGTCTCAATAAAAGTTATTTTCCACTGAAAAAAAAAAAAAAAAAAAAAAAA 

AAAAAAAAAAAAAAAAAAAAAAGGGAAAATAAAAATTAAAAAAAAAAAAAATGGGGGCC 

>SEQUENCE:9746:prostate_MPM2000-004P6_Table5 

AGGGAAACAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGC 

GGGGGACATGGCTTAGATTGATATCACAAGAAAAGTATCACTATAGAAATGACATTTAAA 

CTGAGAACTGAGTTAGCTAGATGAAGTGTGTGAATAAGAACATTTAGAGAGAGAGAATAT 

TACTGTGTGTCTTTATATGTGAGGTCCATGTAGCAACACACACACACACACACACACACA 

CACACACACACACACACACACACACACACAC 

>SEQUENCE:9747:prostate_MPM2000-004P6_Table5 

ACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 

TTAATTAAGGCGGGGGAAAAAACAGAGAAAATTGAAGTATTTATTTATAAAACATGCAAA 

CT ATTTT A ATACAAC ATCCTG ATTTT ACAAATAA AG AG A A AAG AAATCCCTTAAAG GTAT 

AAATGACTTCAATTATCCACAGCCAGCACAGAGAATGGCTTGATCCTCAATCAGTTGTCC 

AACTTAAGTAGAAAAAAACTTTAAAAAATGTACATTGGGGGCTGGGCGCGGTGGCTCATG 

CCTGTGATCCTAGCACTTTGGGAGGCCGAGGCGGATGATAACCTCAGGTCAGCAGTTCGA 

GACCAGCCTGGCCGGCATGGCGAAACCCCGTCTCTACTAAAAATCCNGANNAATAGAAAA 

AGAAAAAATAAAAAAAAAGCGGCCGCCACCGCGGTGGAGCTCCAATTCGCCCTATAGTGA 

GTC 

>SEQUENCE:9748:prostate_MPM2000-004P6_Table5 

TAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAG 
AATTAATTAAGGGGGTTTATGCCAGTTACATACAAGGATCCTGCATATCTCAAGGACCCT 
AAAGTTTGTAACATCAGATATCGGGAATAAATTCTATCACGTTACCACTAATAAACTTAT 
TTTACAGCACAAAAAAAAAAAAAAAAAAAAAAACAAGGGGCCCCCCCCCGGGGGAGCACC 
CCTATTCCCCCATTAGG G AG GG ATTTACACCCCCCCCTGGG G ACG GTTTATAAAAAAATT 
TCAGAAAACAAAAAAGACACTGATTGTAGACACT I I I I I I 1 I I GAGATGGAGTCTCGCTC 
TGTCGCCCAAGCTAGAGTGCAGTAGTAGGATCTCAGCTCACTGCAAACTC 
>SEQUENCE:9749:prostate_MPM2000-004P6_Table5 

GCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 

TACTTCTAGAATTAATTAAGGCGGGGGACTGTTTGTTTTAAATTCTGAATACTTCTAGAC 

AGGATACACCACACCATTCTCCAAATACTTCAATCCCTGTTTCACTCACTTACGCCACCA 

TCCTG G CCCCT AAAG G C ATTTG AGTTTG AAGC ATCT ATCTAGG GTCC A AG ACT TAAATCT 

GGAAGGACCTTAGGCATCATCTGGGCTTGTGGTTTGCAACCATGGGACTTTTCAAAAATA 

TGTNAAAAAAAAAAAAAAAAAAAAAAAAAAGCGGCCGCCACCGCGGTGGAGCTCCAATTC 

GCCCTATAGTGAGTCGTATTACGCGCGCTCACTGGCCGTCGTTTTACAACGTCGTGACTG 

GGAAAACCCTGGCGTTACCCAACTTAATCGCCTTGCAGCACATCCCCCTTTCGC 

>SEQUENCE:9750:prostate_MPM2000-004P6_Table5 

CGGGCCCCCCCTCGAGAGTAACTTCTAGAATTAATTAAGGCGGGTGGGGGGATATGGGGA 

TTCAGGCAATTGTTTACACACTTTGAATAACTGCAAAGGATTTACGGTTTGTGAAAAATG 

TGTACTGTGGAAAAGATAATAAATTGAAGACATTAAAAAAAAAAAAAAAAAAAAAAAAAA 

AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 

ATGTCATTGTCCCCCCCGGCCCTGTGATTCACTTTTATTCTAAAAGACAGGATATTCCCC 

CCCCCCAAC 

>SEQUENCE:9751:prostate_MPM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAG 

GCGGGAGTCCTCATCCAGTGTGCCCTAAGCTGAAGCAGGTTAAAAGTTTAGCTCTGCCAG 

CATGTACCCACAGAAAGATTTCCTAGAAAAGGTCTCTTCTTTTTGAGCGTTTCATTATAT 

ATGAAGGCTTAAGAAGTCCTGTGACCAAGAAACCTGCATAACCCACAACTTCCTAGACAT 

TTTTTTCTCAAGAACATACCTTAGGAACACTCTNAAAAAAAAAAAAAAAGAAAATATAGA 

TTGAAAAGAAAATAAAAAAAAAAGAAGATGGACAAAAAAAAAAAAAAAAAAAGAA 

>SEQUENCE:9752:prostate_MPM2000-004P6_Table5 
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TAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAA 

GGCGGGCATAGGAATTTTGAACTAGGGTACCC 

>SEQUENCE:9753:prostate_MPM2000-004P6_Table5 

CTG G CCGTCGTTTT AC ACCACG G A AC AAGTGTTTACCTTTG CTTGTTG CCG G G CCCTTCC 

TCGAGAGTACTTCTAGAATTAATTAAGGCGGGTGAGAAAGCCTGTGGTTTCACTTATTTA 

TATAACTCACTGGGACATTGCCAAATGAGTAAACACTTAATTCGCTGCTTCTGAGACTTC 

TCTGTCAAAACAGCCCCACTGATAATATTAGACGGAACTAGAATGCAGGGGTCTCTTCCC 

TCCCCTGGGGTTTAGGAAGCTCATGAGGAGCTCGGCTTAAAATGTCTTTGAAGGTCTCTT 

CCTTTGTCTCAAAAAGTAATGTCCAATTTTATATACTATTTGAATATTACTA 

>SEQUENCE:9754:prostate_MPM2000-004P6_Table5 

T AAAG G G AAC A AAAG CTGGGTACCGG G CCCCCCCTCG AG AGT ACTTGT ACAATT A AAAAA 

GGCGGGTGCCTGTGGTCCCAGCTACTTGGGAGGCACAGGCAGGAGAATGGCATGAACCC 

G 

GGAGGCGGAGCTTGCAGTAAGCCGCGCCACTGCACTCTAACCTGGGCGACTGACCGAGAC 

TCATCTCAAAAAAAGCAAAAATTTCACCCGGCGTTGCGACCTACACTTGTAATTCCAGCC 

CTTGGGGAGACTGAGGCAACAAATCACTTGAGGGATGGTATCGCAAACTAACCCGGGAAA 

ACG G GTG AACCCTAGTGTTTACTAAA AATCC AAA AAAAAATTTCCCCGGG G CGTAATTG A 

CCCCCCTTGAAATCCCACCTCCGGGGGAGGCTGA GGCTT AAAAATTGTTTGACCCTGGAA 

AGGAAAAAATTGCAGGGACCTAAAATAGGGCCATTTTTTTCCACCCTGGGCAACAAACCA 

AAATTGTTTCTTACCCCCGCCCC 

>SEQUENCE:9755:prostate_MPM2000-004P6_Table5 

CCTAAATAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCT CGAGAGTA CTTCTAGAATT 
AATTAAGGCGGGAAGTGGAGGGTGAATAGGTCACGGCGGCC I I I I I I I I I I I AGTTAAAC 
TTTTCCTTTTTTGCTGTCTAGTCATCCTCGTCGGTCTTCTGCTTCTTGGTATCGACATCG 
TCATCCTCATCATCTTCAGCTGCCCGCTTGCCCGTAGCTGACTCAGCTTCCT CATGT TCA 
TACACCTATCCCCCATTCTCCTCCTATCCCTAAACCCCG ACATC ATTACCG G GTTTTCCT 
CTTNAAAAAAAAAAAAAAAAAAAAAAAAAAAGGGCGCCCCCCCCCGGGGGGGGCCCCAAA 
TCCCCCTTATAGGGG GGTTTTTACCCCCCCCCTTTGGGG G GTTT 
>SEQUENCE:9756:prostate_MPM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAG 

GCGGGGGTTGCAGAGCTAGTACCTGATAAAACACACTTTAAACCAACACATATCAGATGA 

GACAATGAAGGCCATTGCATAAGGGTAAAGGGATCAATTCAACAAGAAGAGTTCACTATC 

CTAAATATGTATGCACCCAATACAGGAGCACCCATATTCATAAAGCAGGTGCTTAGACAC 

CC AC AAAG AG ACTTAAACTCCCG C AC AATG AT AATG G G AG ACTTTAAC ACCCG ACTGTC A 

ATATCAGACAGATCGAGACAGAAGGTTAACAAGGATATCCAGGACTAGAACTCAACTTTG 

CACACATGCAGACCTAATAGACATCTACAGAACTATTCACCACAGATCAACACAATATAC 

ATTCTTCTTAGCACCACATTGCACTTATTCTA 

>SEQUENCE:9757:prostate_MPM2000-004P6_Table5 

CTGGCCGTCGTTTACATCAGGGACCAAGTATGACCTTTAATTCTGGCCGGTGGTTTACAA 

TAAAGAAAAAAAAAAAACCTTAATTCGGGGCGGGGGTTGTCCGAAAAAAAAAAAAAAAAT 

AACTTTTTTATGGTCCCGGGACTTTACTAATAGCCTACTATAGGCTTTACCAATAACACA 

ACCAATCAGTTAGGCACGTATTTTGTATATGTGTTATATATATTCTTACAATAAAGTAAG 

CTAGAGAAAAGAAAATATTAAGGAAACCAGCCTGGGCGTGGTGGCTCACACCTGTAATCC 

CAGCATTTTGGGAGGCCAAGGCAGGTAGATTGCTTGAGGTCAGGAGTTTGAGACCAGCCT 

G G CC AG CATGTTG A AACCCTGTCTCT ACT A AA AA A AAAA A 

>SEQUENCE:9758:prostate_MPM2000-004P6_Table5 

GCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCC TCGA GAG 

TACTTCTAGAATTAATTAAAGCGGGTGTGCTCTTTTAGCTGTTTCTTATGTATGGGTTTT 

TTTTAATGTGATCCCTTCATTTGAATATTAATGGCTTTTTCCATTAAAGAATAAAATATT 

TTGGACAATGCCTAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAATAATCCAAAAAA 

TATAAAAAAAAAAAAAAAAAAAAAGGCGGCCGCCACC 

>SEQUENCE:9759:prostate_MPM2000-004P6_Table5 

ACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 
TTAATTAAGGCGGGATAATGGTGTGAACTCGGGAGGCAGAGCTTGCAGTGAGCCTAGATC 
GTGCCACTGCACTCCAGCCTGGGCAACAGAGTGAGAATCTGTCTCAAAAAAAAAAAAA AA 
AAAAAAAAAAAGGGGGGCCCCCCCCGGGGGGGGCCCCCAATTCCCCCTTAGGGGGGTTTT 
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TTTCCCCCCCCCCACGGGCCCC I I I I I AAAAAAA 
>SEQUENCE:9760:prostate_MPM2000-004P6_Table5 

AATAAATTAATGCGGGGAGAGCATCAGGATAACTAGCTAATGCATGTGGGGCTTAATACC 

TAGGTGATAGGTTGATAGGTGCAGCAAACCACCATGGGACACGTTTACCTATGTAACAAA 

CCCGCACATCCTGCACTTGTATCCAGAACTTAAAATATTTTAAAAATCTTTAGAGAATTC 

TATTAAAAAAATACTAAAGGATATAAAGTGTGGGCCCCCCCCCGGGGGGGGCCCCATTCC 

TCCT AATTAG GG ATGTTTA AACCCCCCCTTTGCTG G CG GTTTTTTAAAAATTG AAAG A AG 

AGAAATGTTTATTCAAATCTTTTGCCCA I I I I I AAAAGGGGGTTGGTTATTCGTTAACAA 

GAATT 

>SEQUENCE:9761:prostate_MPM2000-004P6_Table5 

AACCCTAAATAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGA 
ATTAATTAACATTTCAGCAAAATACACACATGCACACAGACAAAGAAAATATGACAAAAT 
GGTAATTATTGAATTTCAGGATAGGTGTATGAGTGACAATTATACCAC I I I I I CAACTCT 
TCTATGTTTAG ATG CTTTAAATATTT AAAGCTAG G G G CTGGGTGCAGTAG CTC ATG CTTG 
TAATCATCATATTTTGAGGGGCTGAGGTGGGAGCATAGCTTGAGCCCAGCAGTTCGAGGC 
TGCAGTGAGCTATGATCACACCACTGCCCTCCGGGCTGGGCAGCAGAGCAAGACCCTGTC 
TC AAAAAAA AAAAAAA AAA AAA AAAAAAA AAAG GCCCCCCCCCCCG G GG GG G ACCCC A AA 
TCCCCCTTTAAGGGGGT I I I I I ACCCCCCCCCCTGGGGCCC I I I I I I AAA 
>SEQUENCE:9762:prostate_MPM2000-004P6_Table5 

ACTGGCCGTCGTTTTCACCCCGGATACAGGGAACACATGATGGGTAGCGCGGGCCCCCCC 

TCGAGAGTACTTCTAGAATTAATTAAGGCGGGGCCTGCTCTCCCCAGCTGCCCCTGCCAA 

TGAGGGCCCCGGGCTGCCCTGTCACTCCTCTAACACTTCCCTCCCCTGTCCCCAACATGC 

CCTGTAATAAA ATTAG AG AAG ACTAA AAAAAAA AAAAAAA AAAAAAA AAA AAA AAAAAAA 

AAAAAAAAAAAAAGGGGGCCCCCCCCCGGGGGGGGCCCCCAATCCCCCCTAAAGAGGAGA 

AAAAAACCCCCCCCCCCGGGGCCCTTTTTAAA 

>SEQUENCE:9763:prostate_MPM2000-004P6_Table5 

GCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 

TACTTCTAGAATTAATTAAGGCGGGATGAGATTATAAAAGGTTAAAATTCTCATCTAGGC 

CAGGCACAGTGGCTTATGCCTGTAATCCCAGACTGAGGCAAGAGGATCACCTGAGGTCAG 

AATTTCGAGACCAGCCTGGCCAACATGGTAAAACCCCATCTCTACTAAAAATATAAAAAT 

TAGCCAGGCGTGGTGGTGCGTGCCTGTAATCCCACCTACTTGGGAGGCTGAGGCAGGAGA 

ATCACTTGAACCCAGAAGGTGGAGGTTGCAGTGAGCAGAGATCGTGCCACTGCACTCCAG 

CCTGGGCAACAAGAGCTAAACTCCATCTCAAAAAAAAAAAAAAGAGGGAAAAAAACTTTC 

AGAAAGCGCAGTGTAAATTACGGCAAGAGTCAACCACTAAGTCCATTTTCATTCCT 

>SEQU E NC E:9764:prostate_M PM2000-004 P6_Table5 

GGCCCCCCCTCGAGAGTACTTCTNNAGGGGGGAACAAGAAAGTGAAAAAAAAAAAAAATA 

NGGTTTTGTTAGGCTTGGTAGGTGCTTAGTATCACCCTATTA Mill ATTTGCATGAGTA 

AGCTATTAAGTACTCAACAATCAAAAAATCCTCCGATTCTTCTGGTGCATTCCAAATGAA 

AATCTTACAGCAGAGCCGCCTACTGTACAATTCTAAGTACTCTAACGAGGTATGAATCTA 

TGAACCCAGGCTGAAAACCAGCCAATGCGGAAATCCAGGTAGCTTTATAAGCCAGCAAAC 

ATCAAGCATGTCAGACCCTCAAAAGATCCCAAATAATGTCAAAATACACATACATCCCTT 

TAA 

>SEQUENCE:9765:prostate_MPM2000-004P6_Table5 

GGAACAAAATCTGGGTACCGGGCCCACCCTCGAGAGTACTTCTAGAATTAATTAAGGCGG 

GGGGACAGACTGCGGCACGGACAGTGGACGCTGGGACACGTTTGTAGCTGCGGCCCCGA 

C 

GTTCCGACCCACGTCGCCGTCGCCGCCATGACGGGGCTAACACTGCTATACTCCCGGGTC 
TACAAGGCCTTTTGGGCATGCTCGCTGGCCGCGGGATTCTGCTACACCATTTGTGGATTT 
GGCTTCCGCTTAGATGTGGCATGGTTCCTGACGGAGACTTAACCCTTCATGTGGTCCAAC 
CTGGG 

>SEQUENCE:9766:prostate_MPM2000-004P6_Table5 

GCCCCCCTCTCGAGAGTACTTACTAGAAATTAATTAAGGCGGGGATTGTGGCAACGTTTG 

CAACCGTTCACGATTCAATAAATATTGGATGAATTTAACCGAAAAAAAAAAAAAAAAAAA 

AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 

AAAAAAAAAAAAGGCCCCCCCCCCCCGGGGGGGGGGCCCCCCCCCCCAAAAAAAGGGGA 

T 



Table 7 
3048/3129 



TTCCCCCCCCCCCCCCCGGGGTTTTAAAAAAAAAAAAAAAAAAA 
>SEQUENCE:9767:prostate_MPM2000-004P6_Table5 

CT AAAG GG AACA AAAG CTG G GTACCG GG CCCCCCCTCG AG AGTACTTCTAG AATTA ATTA 

AGGCGGGCGCCTGTTTTCCCACCTACTCATGATGCTTAGGCAAGAGAATTACTTAAACAC 

TTGAAGCAGAGGCTGCACTGAGCATGACATACGACCATTTGGCTCCAGACTGGGCATCAA 

CAGTGAAAATCTGTCTTTGCTGTAAATTCCTTTTGATTTTCTTTTTCCGGGTTCATGGTC 

CTTGGTAATTTCATTCATGGAAAAAAATCTTATTATCCTCCCAACAAAGATTTGTATATT 

TTTGACTTTATATTTCCTGAGCTCTCCTGACTTTGTGAAAAAGGGTGGATGAAAATGCAT 

TCCGAATCTGTGAGGGCCCAAAACAGAATTTAGGGGTGGGTGAAAGCACTTGTGCTTTAG 

CTTTTTCATATTAAATATATATTATATTTAAACATTCATGGCATAGATG 

>SEQUENCE:9768:prostate_MPM2000-004P6_Table5 

GCCAAGCGCGCAATTAACCCTCACTAAAGGGGACAAAAGCTGGGTACCGGGCCCCCCCTC 

GAGAGTACTTCTAGAATTAATTAAAGCGGGTGGGGGATCCGATCATGGTGATGTACGGGG 

TGAATTCTCTTGCCGTGTTGCAAATGTGTAAAATAAAGATTATCTGGCCAAAAAAAAAAA 

AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 

AAAAAAAGGAAAAATAAAAACAGCCCTAAAAAGAAAAATATCCCGCCCCCCCCCGGGGAA 

AGCCCAAAATACCCCAATAAAGAGAAAAATAAACCCCCCCCCCGGGCGCGNGTGTAAAAC 

AGGGGGAACGGGAAAAACCCTGTGGGAAACAAAAAAAAAGGCCTGGAAAAAAATCCCTTT 

TTAC A AAAG G G GG AA AAAAA AA AAA AAGCCC AA 

>SEQUENCE:9769:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATT AATTA 

AGGCGGGAGCAAGGGTATACACACCAAAAACTAATTATTATGTGGTTAGCCCAACACATA 

GGCCCAACACATCCGATACCATACAAAGATCTCATATTCTCTTCCAAATCTGACTGAAAA 

GCTATACTTTTCTGTTTCTTTCTTAAGCAACAACTGGTC TATTC AAGCTCAACCAGAGCA 

TATAACAG AAAAAATG ACTAATG AG AG G CTCTTAAATAGTTTTG AAG G ACAG AC ACTTTC 

TAGAAAGTAGAAAGATCACTGAGTAAACACTGCACCTCCCCTACCCCACAAACACACACA 

AAAAAGATGAGGATGAATGTAGAAGTGTAGAGCAAGCTTGTGGACATCCTCAAGTTTGGT 

TTTGGCGCTTCTGTTGGTAAGCAGTCA 

>SEQUENCE:9770:prostate_MPM2000-004P6_Table5 

CTAAGGGAAACAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAA 

CGGGGCCTTGATACTTAACTAAATAAAAAACTAAGCAGATATGAGTTAAATGTAAAAAAA 

AAAAAGAAAAAAAAACAACAGCGGGGTGACTACGGGGGGCAGAAACCTATTGCCCATTTA 

AAAAATAAATAGTCTCCCCGGAATATTCGGAATGGAAATGATAAATACTTGAGGTGAATG 

GATATCCCATTTCCTCTAATGTGGTTCTTATGCACCATATG CCTG TGTCAAAATATCTTA 

TGTACCCCATAAAATAACACATATACTGGTTACCCCTAAAATTTTAAAAAAAAAAA 

>SEQUENCE:9771:prostate_MPM2000-004P6_Table5 

CTAAGGGAACAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAG 

GCGGGAGGTTTAGGTTTCATAATCCTGGACCGATCGAATGCACCA AATATC CCAAAACTC 

AATACATTCCTTCTTCTGTTCATTGGATTCGTCTGTGTCCTATTGAGTTTTTTCATGGCT 

AGAGTATTCATGAGAATGAAACTGCCGGGCTATCTGATGGGTTAGAGTGCCTTTGAGAAG 

AAATCAGGGATACTGGATTTGCTCCTGTCGATGAAGTTTTAAAGGCT 

>S EQ U ENCE: 9772: prostate_M PM2000-004P6_Table5 

CCCCTGACTAAAGGGAACACATGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 

TTAATTAAGGCGGGGGGTTCCATTCTGATCACAACTCATTAAATATTTATGAAGATATCC 

TGTGATTTCCATCCCAGGGTGACAGGTTAGGTAAGCCAGATGCCTCATGCGTTATGATTA 

CTAGATTAGGACTGCAGCGGTGCCTCACACCTGTAATCCTTTCACTATGGGTGGCCTAGG 

TTGATCACTGGATGCCAAGATTTGGAGACCTTCCTGGCCAATATTGTGAAACCCTTTGTC 

TACTATGAATATAAGCTTTACCCCTGCATGTTGGCACATGCCTGTACTCCCTACTTCTTA 

CGAGGCTCTGGCACTTAAATCGCTTGCACCCGTTAGGCAGAGGTTGCAGTGAGCCGACAT 

CGCACCGTTACATTCCAGCCTGGGCATCACAGTGAAACTCCATCTCAAAAAAAAAAAAAA 

TTTCCTAATTTA 

>SEQUENCE:9773:prostate_MPM2000-004P6_Table5 

GCTGGGTACCGGGCCCCCCCTCGAGGGTACTCTCTAAAATTAATTAAGGCGGGAGTGGTA 
GGATGAAACATTTGGAGAAGATAGAAGTTTGAAGTGGAAAACTGGAAGACAGAAGTCGGG 
AAGGCGAAGAAAAGATAGAGAAGATAGGGAAATTAGAAGATAAAAACTACTTTTAGAAGA 
AAAAAGATAAATTTAAACCTGAAAAGTTGGAAGCAGAAGAAAAAAGACAAGCTAGGAAAC 
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AAAAAGCTAAGGGCAAAATGTACAAACT 
>SEQUENCE:9774:prostate_MPM2000-004P6_Table5 

CTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGQ GGGAG TGGGGGA 

CTAGAACTGGGATGTCTTGGCTTGTATGTTTTTTGAAGCTTCGATTATGAl I I I lAAACA 

ATAAAAAGTTCTCCACAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 

AAAAAAAAAAACAAAAAAAAAAAAAAAAAAAAAAAAACCCCCCCCCCCCCCCCCGGGGGG 

ACCCCCCCCCCCCCCTAAAAAGGGGGAGACCCCCCCCCCCCCCCGGGGGGTTAAAAAAAA 

AAAANAAAAAAA 

>SEQUENCE:9775:prostate_MPM2000-004P6_Table5 

GCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 

TACTTCTAGAATTAATTAAGGCGGGATTTAGAAGTTCATTCTCTGGTCACTGAATGTATC 

AGGTCAATGAAGCCTTCAAGGTGCCAACAGAGATCATGGTCAGGTGGACCCATATATGAA 

CTCCACCAACACATTGAGAGGATCCTTGCTGGAAAGGAACAGGCTGTTCCTAAGCCAAAA 

TCTGGTGCTTCTCAGAAGAAAAAGATAACCCAAAAGGAACTGAAGAGGAAAATTTAGGGC 

AGGAAATACAAAGCACACAATTAATGTNAATAAAAAAAAANNAAAAAAAATATAAACAAA 

AAAGCGGCCGCCACCGCGGTGGAGCTCCAATTCGCCCTATAGTGAGTCGTATTACGCGCG 

CTCACTGGCCGTCGTTTTACAACGTCGTGACTGGGAAAACCCTGGCGTTACCCAACTTAA 

TCGCCTTGCAGCACATCCCCCTTTCGCCAGCTGGCG 

>SEQUENCE:9776:prostate_MPM2000-004P6_Table5 

CTGGCCGTGGTTTTCAATCACAGGAAACAGGATACAACCGTTATGTCCGGGCGCGCCGCC 

CTACAGAGTACTGATAGAATTAATTAAGGGGGGTCTTTAAAAAGACAAGTGTCTGTCCTT 

TAGCATTCCAAAG AGTTAG AG G ACAAAACTGTAAAATTCTG GTATGTAATATTTATTTCT 

TATAAATAAATACATATATACACATAGCAGTCATGTGCTGCATAACGATGATTCAGTTAG 

TGACAGACCCCATATAGGACAGGGTCCCATATGATTATAATGGAGTATATTTGAGCCAGG 

CATGATGGCTCATTCCTATAATCCCAGTTACTTGGCAGGCAGAGGTGGGAGGATTGTTCA 

AGACCAGCCTGGGCAACATTGTGAGACCCTGTCTCTAAACAAAAA AAAAAC CCAAAAAAC 

AAACAAAAAAACCTTCTGTCATTGTCCAGCTTCTAAGTCTTCAGGG I I I I I I CACTGATC 

TTAAAACAAGGACTGCAGGACTAATGGGGTCCTCAAGCCTTGCATTT 

>SEQUENCE:9777:prostate_MPM2000-004P6_Table5 

CCTAACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATT 

AATTAAGGCGGGAGGATTGTGTAAGCCCAGGAGTTCAAGGTTACAGTGAGCTATCATGCC 

ACAGCATTCCAGTCTAGGCACCAAGGCAAGATCCTGTCTCTAAAAATAACAATAATTATC 

ATCATGATCTCACAATGAACACTTTGTTTGATGGGCATTCAACAAATGTGTAGCTATTTC 

TGTTGAACTGCTTCCTCCCTGTGTATCTGCTGAGTAAATAAACGAATGAACAAACCCAAA 

AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAACCCCCAAAAAAAAAAAAAAAAA 

AAAAAANNGGCCCCCCCCCCCCGGGGGGGGCCCCCCCCCCCCCTAAAGGGGGGG I I I I I 
C 

CCCCCCCCCCTGGGGGGTTATAAAAAAAAA 
>SEQUENCE:9778:prostate_MPM2000-004P6_Table5 

CTGGGTGCCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGGGCAGGTCT 
CACTATGTTGTCCAGGCCAATCTCAAACTCCTAGCCTCAAGCAATCC TCCCACC TCAGCC 
TCCCAAAGAGCTAAGGTTACCTGAGCCACTACACTTGGCCACTATAG I I I I I I I TTAAGG 
CTGCCCTGAGAAACCAGAGGCAGCCCTAAGTTCTCCCTCCCCATGTCCTGCCCCATCCTC 
ACCCT AC AG AC ACCC A A AATG ACCTC AG GACTC A A AAA AAA AAA AAA A AG GGGGG GGGGG 
GGGGGGGGCCCAACCCTGGAATCCCAACCTTTTGGGGGGCCAGGG GGGG CAAATl miG 
GGGGCGGGGTTTAAAAAACCGTTTGGCCCAATGGGGAAAACCCCCTl I I I lAAAAAAAAA 
AAAAAACGGGGGGGGGGGGGGCCCCCCTTTTCCCCCATTTTTGGGGGGGGGAAGGGCCA 
A 

AAA 

>S EQ U E NCE:9779:prostate_M PM2000-004P6_Table5 

GGGTCCGGGCCCCCCCTCGAGATACTTCTAGAATTAATTAAGGCGGGAGGCTGTTAAAAC 

ATTTTAGCATAACACCTACAGAGCTTGAGCCAGTCTTCCAGGGGCAAATATATAAAAATG 

TTGCAAAATACAAAATATTTAATAACAGCATAGAGAATGAGATTCAGCTGTAGAGAGATC 

ATTTGAATCTACTCCCAGCATTTAAGCTAGACTGCTGGTGTACTAACAGCACTGATTCTG 

TTAGCAACAAGTAGTGGTAGACAACTAGAAATATGTCAGTTTAAAACTTGTGAAG 

>SEQUENCE:9780:prostate_MPM2000-004P6_Table5 



Table 7 
3050/3129 



CCTC ACT AAAG G G A AC AAA AG CTG G GTACCG GGCCCCCCCTCG AG AGT ACTTCT AG AATT 

AATTAAGGCGGGGTAGGGGGGTGAAAAGAAGAAAAAGTGGATTTCGGATTGGCTGAATAT 

TTTGTTACTAATTTTCACTAGCTTTTTCAAAAATACTATAATTCATATACCATAC AATTT 

ATCCACTTAAAGAGTACAAGTCACTATTGTTTGGTATATTCATGGAGTCTCTACTTTTCA 

TATACTGTGCTACATGATTCAGATCATGTAGTGACTGCTAGTTAAGTAAATGGATNTATT 

TCCTTCTGCAGGATCCCTCTACTTAATGCAGTAGCTACA 

>S EQU EN CE :9782:prostate_M PM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGT ACTTCT AGAATT AATT AAG 

GCGGGGTGGGGGAGCCTCACTTCGTTTTTTCTTTTTTTCCTTTCTAAAAATTCCAACAGC 

TGCTCTAAAACCTTAATTATTCCAAGCAAGTTTCTAGAACCACTGAGTTTCTGGGAATGT 

CTG G GTTTG C AAAGTC ACC AG CTGTGTTTGG AA AG AC ATTTCC A ATG G G GTTG AACTCTC 

CAGTGTGAATGAACTTTTCTTGTCATGACCTCACTGTCTGTAATGAGGGCTTCCTGATTG 

CAGTTTGCTTTACCTGAAAACAAAACAGAGGCCAAACACCACCTTATTTAAAGCAATAAT 

GGAAGTTATCCTATGAAAGATAGCAGCCCACCAGCAGATGTGAAAAGCAATTACTAGGTT 

AAAAAAAGAGAAAGAAAGAGAGAGAGAGAGAGAGAGAGAGAAAGAAAGAGAAAGAAAAGG 

AAGGAGGGACAAATTTTAAACTTAACCA I I I I I I I CGGGCCCCCCCCCCCGGGGGGGGGC 

CTAAAATCCCCCTTAGGGGGGGGTTTTACCCCCCCC 

>SEQUENCE:9783:prostate_MPM2000-004P6_Table5 

GCCGTCGTTTTCACCCTGATAAGGGAACACAGCTGGGTGCCGGGCCCCCCCTCGAGAGTA 

CTTCTAGAATTAATTAAGGCGGGGCCAATCCCTTGGTACGGAGCCGCAGTGTGAGCCTGC 

GCAGGACAGTTATCATGTGGTTTTAAAGAACACGTGGAAATCCCTTGAATTTAGGATCCT 

GGTCTAACCATGAAAGATAAGACTGTTCTTAACGACCTAGATGATTCTGTTCATCTCTGA 

ACGGGATCAGGTTTTGTCCTCACTCCAATTAAAAGAAAGCAATGTCTATATACATCAAAA 

ATGCCTGAAATAAAACAATATTCCACCCAGGTGAAACATTTTGAAAATGGCTTAAAGAAT 

GTCTGGGCTGGGCGCAGTGGCTCACATCTATAATTCCAGCACTTTGGGAGGCCGAGGCGG 

GTGGCTCACAAGGTCAGGAGTTCGAGACAAGCCTGGCCAATATGGTGAAACCCGTCTCTA 

CTAAAAGAAAAATCAGCCAGGCGTGGTGGTTGGCGCCTGTAATC 

>SEQUENCE:9784:prostate_MPM2000-004P6_Table5 

TAAATAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAA 

TTAAGGCGGGCTGATCACCTGACATCAGGAGTTCGACAGCAGCCTGGGCAATGTGGTAAA 

ACTCTGTCTCTATTCAAAATACAAAATGAGCCAGGCGTGGTGCTGGCATGCGCCTGTATG 

CTACTCGGGAGGCTGAGGCAGGAGATTGGCTTGAATCCAGAAGGCAGAAGTTGCAGTGGG 

CTGAGATCACACCAGTGTACTCCAGCCTGGGCAACAGAGTGAGACTCTGTCTCAAAAAAA 

A AAA A A A AAAG G G G GTAAA AAACTTGGTTTT AACTTTAAA ATTT AA TTTG AA AGTTTAAA 

ACGGCCCGGGCCCGGGGGTTAACCCTTGAATCCCCACCTTTTTGGAAGGTTAAGCCGGGG 

GAATCAAAGGGTCGGGAAATCAAAACCTTCTGGGTAAAAAGGGGAAACCCCCACTTTTTT 

TGAAAAAAAAAAAAAAAAAAAAAAAAAAGGGGGGCCCCCCCCCCGGGGGGGACCCCCAAT 

CCCCCTTTTAGGGGGTTTTATTCCCCCCCCTAAGGGGGGGGT 

>SEQUENCE:9785:prostate_MPM2000-004P6_Table5 

CCCT ACT AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCT AGAATT 

AATTAAGGCGGGTGGATCACAAGGTCGGGAGATCGAGACCATCCTGGCTAACATGGTGAA 

ACCCTGTCTCCACTAAAAATAAAAAAATTAGCAGGGCATGGTGGTACGAGCCTGTAGTTC 

CAGCTACTTGGGAGGCTGAGGCAGGAGAATCACTTGAACCCGGAAGGCGGAGGTTGCACT 

AAGCCGATATCACGCCACTGCACTCCAGCCTGGGCGACAGAGCGAGACTCTGTC TCAAA A 

AAA A AAA AAA A AAA A AAA A AGGG G G AAG G G C CCCG CTT AC ACCTTTG AATCCCAATTTTT 

TGGGGGGTTTGGGCAAAAAAATTGGTAAAACTTAACATTTTTAAACCCCCCCGCCCCACC 

AAGGGAAACCCCCTTTTTTAAAAAAAAAAAAAAATTACCGGGCCTATAGGGAAACCCTTT 

T 

>SEQUENCE:9786:prostate_MPM2000-004P6_Table5 

AGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGA 

GTACTTCTAG AATTAATTAAAG CG GGTAAAAGTGTG G AG GTTTTGTATTC AATTG AAGTT 

AAGTTGCTATTAACTTAAAAAAGACTGTTGTAACTACAAGATATTTTATGAAAGCTTTGA 

GCTAACCACAAATAAAATTCCCACAATATACAAATAATAAAAAAGAAAAAGAAAAAAAAA 

TGCGGCCGCCACCGCGGTGGAGCTCCAATTCGCCCTATAGTGAGTCGTATTACGCGCGCT 

CACTGGCCGTCGTTTTACAACGTCGTGACTGGGAAAACCCTGGCGTTACCCAACTTAATC 

GCCTTGCAGCACATCCCCCTTTCGCCAGCTGGCGTAATAGCGAATAGGCCCGCACCGATC 
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GCCCTTCCCAACAGTTGCGCAGCCTGAATGGCGAATGGAAATTGTAAGCGTTAATATTTT 
GTTAAAATTCG 

>SEQUENCE:9787:prostate_MPM2000-004P6_Table5 

AACCCTAAATAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGA 

ATTAATTAAGGGGGGACTTGACCACCTCACTGCCGACATTACACAAATCACCCACACAGA 

TAGTTAACATGGATACCCAGGAAAAGAACTCAATTATGAACCTAGGTGGACCGTAATTTA 

GCATCCTACATAAACTGATCTACCCCAAATCAACAGAATTTACATTTGTTTCACCTCCAC 

ACC AC ATCT ATG CCAAAATTG ACCACATCGTTG G AAGT AAAG CACTGCT AACCTAATGT A 

AAACAACAGACAATTATAACAAACTGTACTCTCATACCATAGCGTACTCAAACTAAAACT 

CAGGATTAATAAACTCACTCAAAACTGCTCAACTACATGGAAACAGAACACCTGGCTCCT 

GAATGACTACTGGGCACATAACAAAATGAAGGCCCAAATAAAGATGTTCTTTGAAACCTA 

CGATATCAAAGACACAACATACCAGTATCTTTGGGACAAATTCAAAGCAGTGTGTAGAGG 

G AAATTTATAGCACTAAATG CCCACA 
>SEQUENCE:9788:prostate_MPM2000-004P6_Table5 

AAG G GT AAC AAAGCTG GGTGCCGGG CCCCCCCTCG AG AGTACTTCTAG AATT AATTAAG G 
CGGGAATAAAAAAGTTTGAAACAAACGAAGATAAAAGCACAATATACCAAAACCTGTGGG 
ATACAGCAAAAACAGGGCTAAGGGGAATTTTATAGCAAT AAATGCCTACA GCNNAAAAAA 
AA AAAAA AA AAA A A AAG GGGGGGGCCCCC I I I I I I I I I I I II I I I I I I I I I NGGGG GGGG 
GGGGGI I I I I I I ACAAAAAAAAAAAAACCTGGGGGAAAAAAAACACGCT I l l l l l 
>SEQUENCE:9789:prostate_MPM2000-004P6_Table5 

ACCCTAACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 

TTAATTAAGGCGGGAAAGGAAGCATGGAGAAAGTGAGAAAAATAACCAAAATAAGATGAT 

AAAATTCAAATGTATTGGTAAAGGGACTAATGCTTAAGTTAAAAGACAAAGATTGTTAAG 

GTAGGTTAATAACCAAAAACATCTAGCTTTAAGCTGTTGATAAGAAATACATCAAAAGCC 

TAAGGATATAGAAAGCTTTCCACAAGATGATTATGTCAGGCAAATATTAAAATAGAAGGC 

TGGCATAGCTATATTAATATCAGATAAATAGATCTGTAAGGCAGAAAACTTTGTAAAAGC 

CAGATGTTCATCTCTGTGTATTTCTGCCCCGAAGTTGCTTGACN NANNA AAAAAAA AAAA 

AAAAAAAAAGGGGCCCCCCCCCGGGGGGGAACCCCATTTCCCCTTTTAGGGGGG I I I I I I 

ACCCCCCCTTTTGGGCCGTTTT 

>SEQUENCE:9790:prostate_MPM2000-004P6_Table5 

ACT AAAGGGAACATAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATT AATT 

AAGGCGGGAGAGGAACCAGGAGAGAGCATGTGGAGAGGTGCCACGCTCTCTATGACACCC 

AG CTTTT AC AG G AACTACTAG AG CAAG AACTG GCTCACCCCTGTCACCTAAG AA AGG G C A 

TTAACGTATACGTGAAGGATCCACTCCTGTGACCCAAACACATGCCATAACGTCCCACCT 

GCAACATTGGGGATCAGATCTCAACATGAGATTGGAGGACACAGACTTCGCCTCTATAGG 

ATGTTTAG G CTTTCTATTTCTTCCTG ACTCAGTTTTGGTAGGTG G CATGTTTCTAAA AAT 

TTATGCATTTCTTCTAGATTATCCCATTTGTTGGCATAT AATTA TACATGATAGTCCCTT 

ATAATCTTTTTTATTTCAGAGACATTCATTTTAATACCTCTrTTAAAA TTTC TGACTTTA 

TTTATTTGAGCCTTCTCTCTTTCTTTGTATTGCTAAGGGTTTGTCAATTTTATTTTAT 

>S EQ U ENCE:979 1 : prostate_M PM2000-004P6_Table5 

TTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTA 

GAATT AATT AAGGCGGG AGG ATCGCTTGAGCCCAGGAGTTTGAGACCAGTCAAGGCAACA 

TAGTGAGAGCCCCATTTCTACAAAAGATAGAAAAAATTAGCTAGGCAAGGTGGTGCAAGC 

CTGTAGTCCCAGCTACTTGGGAGGGCACAGTGGGAGGATCACTTGAGCCCAGGAAGTTGA 

GGTTGTAGTGAGCTATGATCGTACCACTGCACTCCAGCCTGGGTGACAGAGCAGACCCTG 

CCTCAAAAAAGATAGAGATAGAGAGATAGAGAAATAGGGGGAGAGAGAGAGAGAAATAGT 

AGCTTTTGGTTACTAGAAAGGATTG CCCAAAA TAAAACCTTGTGTTTAGAGGAAAGAGTT 

TAAG G AATAA AAAC AATTCTTTG GTC I I t I I I I 

>SEQUENCE:9792:prostate_MPM2000-004P6_Table5 

GCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 

TACTTCTAG A ATT AATTAAG G CGGGGG AG AAG CAGCCGTGCTG CCAG GTCACCCATACCT 

CCAGACAGTCGGCTAGCCGCACTGCCCGTTCCTTTTACGCCCATGTTGTGCTCCTTGAGA 

GCAGATTGGCTGATGCCCCCGCAACCCCAGCCCAAGCTCTGCCTCAAAGACCGAGTGACA 

TAAGCCATTCCCACCCTCCTAGGTTCACATCCAGGGCTGTGTCTTCCTTGGGGGAGGAGA 

TGGCGCCGACTAGACCACGGTAACGCAGTCAGGCAGGTGATCACCACTGCCTTTCCTAAC 

TCTGATCGTGAGAACACTGTACCCATTCACTGACCTTGGGTCCCTGTCCTGAAGACGGCC 
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CCATACGTCCTTTCCACCTGTTGCGCTGCCTGAATGGCGAATGGAAATTGTAAGCGTCCA 
TATTTTGTTAAAATT 

>SEQUENCE:9793:prostate_MPM2000-004P6_Table5 

AGGGAACACAGCTGGGTGCCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCG 

G GG GTG C AC AATG G CTGGGTACTTCTTTCCATTTCCCCTTG C AG CTACACTTACTTTCTC 

CCTGACTACCAAGTGGTAGTGACCGGTGAATAATCATGCTCATAATATGATACACCCAGA 

CAGTACCCAGAAATCTTGTGATTTCCCCAGCGAGATACTTACGCACTCTCTCTTCTCTTT 

GGCATGGTTAAAACAGGAGGGGCGTCCTCTGTCACTGCTAACTATTCTTCACTCGAGTG 

>SEQUENCE:9794:prostate_MPM2000-004P6_Table5 

ACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 

TTAATTAAGGCGGGCGCCTGTAGTCCCAGCTACTTGGGAGGCTGAGGCAGGAGAATGGCG 

TGAACCCGGGAGGCGGAGCTTGCAGTGAGCCGAGGTCCCGCCACTGCACTCCAGCCTGG 

G 

CGACAGAGCGAGACTCCGTCTCAAAAAAAAAAAAAAAATTACCCGGGCGGGGGGGTCTCC 
TAAAAATCCAAAATTTACCCGGGCGTTGTAATCTGACCTCCTC AGGAG GCTGGGGCAGGA 
CATTTGCTTGACCCCCAAAACCGGAGGTTGCAGTGACCCAAAATTTTGCCACTGCACTCC 
ACCCTGGGCAACAAAGGGAAACTCTGTCTTNNNN AAAAA AAAAAA AAAAAA AAAAAAAAG 

GGGCCCCCCCCCGGGGGGGGCCCCAATTCCCCCTTTTGGGGGG I ACCCCCCCC 

>SEQUENCE:9795:prostate_MPM2000-004P6_Table5 

GCTCCGCGGCGCTGCCGTTTCGTTCCGCCTGGGCGGGATTCTGACTTAAAGGCGTTCAGT 

CATAATCCCACAGATGGTAGCTTCGCCCCATTGGCTCACTCACCCACCACATTAACAACA 

TAAAACCCTCATTCACACGAGAAAACACCCTC ATGT TCATACACCTATCCCCCATTCTCC 

TCCTATCCCTCAACCCCGACATCATTACCGGGTTTTCCTCTTAAAAAAAAAAAA 

>SEQUENCE:9796:prostate_MPM2000-004P6_Table5 

GTAACTCCTC ACT AAAG G G A ACAAAAG CTGGGT ACCG G G CCCCCCCTCGAGAGTACTTCT 
AG AATTAATT AAGG CCCG GTAACTT ACATG ATG ATTATG CTTTCTCT TC l l l l l iGTATT 
CTTAATTGGCACTTTTGTGTGATCCTTGAAGCTCCAGGACGGGTCCTTTTAAACAGT 
>SEQUENCE:9797:prostate_MPM2000-004P6_Table5 

TAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAA 

GGCGGGGAAGGGTGCATAGCTGTTTTAGCTGATGGACATGGTGCCGACGCCCCCATACCT 

AGCTAGGCTAAGTCAAGATCAACATTCCAGGGTTGGTAATGTCGGATGATG AAAC ATTCA 

TTGTTACCTTGTGGATGCTAGTGCTGTAGAGTTCACTGTTGTACACAGTCTGTTTTCTAT 

TTGTTAAGAAAAAACTACAGCATCATTGCATAATTCTTGATGGTAATAAATTTGAATAAT 

CAGATTTCTTACA 

>SEQUENCE:9798:prostate_MPM2000-004P6_Tabie5 

AATAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATT 

AAGGCGGGAGAATAAGCAGCAGAATAACATCTCTACAGACAATAAAAGCACACTAGAAAG 

ACACACCTACAGATCAAAACCTTAACTGTTTCAAAATGTGATAAAAGACATTAAGAAAAT 

GATAACAGATATGAAACTACATAAATCAGAAGTAGAAAAATTCAGAAATGAAGTGACAGA 

ACTCAGAAATGTATTAGAAATGAAAGGAAAAATCATTTCAGAATGAAGATTAAAGGATAA 

TAAGCAAAACAGATAATGCCATAAGACAAATAGAAGGCAAAAAAAAAAAAAAA AAAAAAA 

AAAAAAGGGGGCCCCCCCCGGGGGGGGCCCCAAATCCCCCTTTAGGGGGG CCC 

CCCCCCTTGGGGGGGTTTTTTAAA 
>SEQUENCE:9799:prostate_MPM2000-004P6_Table5 

T AAAGGG AACAAA AGCTGG GTACCGG G CCCCCCCTCG AG AGTACTTCTAG AATTAATT AA 

GCCCCTTTTCTTTATAAATTACTCAGTCTTGCATAGTTCTTTATAGTAGTGTGAAATGGA 

CTAATACATACATTTATCTTTTAAAATAGTGCAACAGACCTTTCTGGAATCCTTAGTCAA 

TTACTCTTTCATATAACACAGAAACAAAGCAATGGTTAAGAGAAGTAGAAGTGAGAGATA 

TCACATCTGAGTAAAATAAAATAAGGAAACAAAAGAAGAATTGA GAAG TCAAAGAAAATA 

AAAACTAATCTATATTTTTTATAGAAAGAATAAATTAACCTAGTAATTTTATAATGAATT 

ACCTATATAATATGTTGTTCATGCTATATATTCATCTCAATTTGTACTATGTGTAATACA 

CTATATGTACTATATGTACTATGTGTAATACACTATATGTACTATGTGTAATACACTATA 

TGT 

>SEQUENCE:9800:prostate_MPM2000-004P6_Table5 

GGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCG 
GGTGTGGTGGAGAACGCCTGTAATCCCCGCTACTTGGGAGACTGAGGAGGGAGGATCAAT 
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TAGGCCCAGGAGTTGGAGATCAGCCTGAGCAACATGGTGAAACCCCATGCCTACAAAAAA 

AATTTAAAAAGAATCACCCTTTGTTGACTTCATCCCCTGGTTGTCTTCTGCTACGGCCCT 

TACTAGCATTTGAAATTATTTCACGTTTTTACTTGATAATCGTGTCTCTCCACTCTTGAC 

TCACCATCCCCACCATACACACACACACACACACACACACACACACACACACACACACTT 

AAAACTACACATTCCTGAAAGTTCTGCGGGAGCAGGCATCTATTCAACACTTGACGGTTT 

GCTGTGGGTTTGACAAGCAGGCAAGTACGGTCGGGTGAGAGAGGGGTATGGAGAA 

>SEQUENCE:9801 :prostate_MPM2000-004P6_Table5 

TAAAGGGAACAAAAGCTGGGTCCCGGGCCCCCCCTCGAGAGTACTTCTAGAAGGAANNAA 

GGCGGGGTAGCTGAGCAATGCTTGTGAATCTTTTCTTAAGAAATCCCAAAAAGCCAATAT 

TAGTTAAAATTCTGTTGTTTAATTTGGTTATCTTGCTTTATAAATTATGCCTCTAAACAA 

TCAAATCTATTTTTGAAATAGACTGAATGATGTCAAGAAATATACCTACTGCTATCCGTA 

TGTGGTGGATTAGAAATGTGTTAAATCTGCAAAAGGTATAAAGATGTCAGTTTAATTTCT 

TTGATAATTTAACCTATGTTGTATGTGAATTATTTATTATAAACTTAGCACGATTCTGTG 

ACTGTTTTTCTCTGTTTCACGTTCGTTGAGTGTAAGCAATGAAAATGTCCCAAATAAGTT 

TTTTAAGTTTTACTTTAATAAGATTAATTTCAGTAAACATTCTAGTTGTTCAATGTAACC 

TTTTTATCTTGATGCATTGTAAGTAAAATGAATCATTTACTCTTGAAATGCCAGTCATTG 

ACTGATGT 

>SEQUENCE:9802:prostate_MPM2000-004P6_Table5 

ACAAAGCTGGGTGCCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGTGG 
ATCACGATGTCCAGAGATAGAGCCCATCCTGGCTAAAACAGTGAGACCCCCGTCTTTACA 
AAAAAAAAAAAAA I I I I I I I I I I I I I II i I AAATTACCGGGACATGGGGGGGGGCCCCTG 
TTTTCCCATTTATTGGGAAACCTGGGGCAGGAAAATGGCTTAACCCCGGGGGGCTGAGGC 
AG G AA A ATTGTTT ATTTCC AAAAG GT A 
>SEQUENCE:9803:prostate_MPM2000-004P6_Table5 

TAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAA 

GGCGGGAGATATCGATCATCACAGCAAAGCTGGCCGAGATAGGCACACAACTAAACCTTC 

AAAAAGTCAATGCCTCTCTGGGCTGGATGGTGGAACCCGATCAACACTATTGATACGATA 

GACCGGTCGCGGGACTACTAGCGAGTAAAACAGAATACTCTGATGACTGCAGTAAAAAAT 

GATCACGGGGATATCGCCGCGCGGATCCCACAGAAGTACAAACTGCCGCCCTAGAATGCT 

ATCAGCACCTCTACGCAAGTCTCCTTCTCAATCTAGAAGAATTGGATAAATTCCTGGACA 

CATACACCCTCCCAAGACTAAACCAGGAAGAAGTTGAATCCCTGAATAGACCAATAACAG 

GCTCTGAAATTGAGGCAATAATTAATAGCCTACCAACCNNNNNAAAAAAAAAAAA AAAAA 

AAAANNAAAGGGCCCCCCCCCGGGGGGGCCCCCCAATCCCCCTTTAGGGGGGGI I I I I AC 

CCCCCCCCTAGGGGGGGT 

>SEQUENCE:9804:prostate_MPM2000-004P6_Table5 

GCCTGATACAAGCGGTATGGAAACAGTGATGGCTCGCTGCCAGGCACTAACTGACCCCCC 
ATTTCACG G CCATAACTAC AGCGTCACTTTCCATAACTTCCTCCTG ATAAG ACACCACTG 
GCCACGGACTGGTTCTGCTGGTCTATGGAGGATGTGACTGGAGTGACTCCCGGGCCGCGC 
CTCACCTTTGGCCATATAGGGCCTAATTGTCTTACATGTAAATGTGAAATCTCACCTCTC 
AGTG AAC ATG GGTCCTG CGTT ACATG C ATGTTT ATCTAGTACAC ATG CATT A AG AC AG G A 
GAGAGGAGCGCTTGAGCCCAGGAGTTCAAGACCAGCCTGCGAAACACAGCAAGACACCCT 
TTTTACCGANTNNNNNNAAAAAAAAAAAAAAAAAAAGGCCCCCCCCCGGGGGGG 
>SEQUENCE:9805:prostate_MPM2000-004P6_Table5 

GGCCGTCGTTTTACACACACGGAAACAGCGTATGACCATGATGACTGCGCGCGCGCTTTC 

CACACAGGACTAAGAGAATTAATTAAGGCGGGCACCTGCCGTTCCAGCTACTCAGGAGGC 

TGAGGCAGGAGAATGGCATGAACCCAGGAGGCAGAGCTTGCAGTGAGCTGAGATCGCACC 

ACTGCACTCCAGCCTGGGCGACAGTGTGAGACTCCATCTCAAAAAAAAAAAATT ATGTTT 

TGGTCAAAACCATAAATGTGGTGAAGCCACCTGATACCTTGTGAATGTTATAATTTGTCA 

AAAAGATGGTAGTTTAAAAATCCTAAGGGCCAAGCACAATGGCTATGCCTGTAATCCCAG 

CACTTTCGGAGGTCAAGATGGGAGGACTACTTGAGCCTAAGAGTCTGAGATCAGCCTGGC 

CAACACAGGGAGACCCCCATCTCTACAAAAAATAAAAAAATAAAAATTATTTGGGTGTGG 

GGGCATGCGTCTGTAGTCTCAGCTACACAGGAGGCTGAAATGGGAGGAAAACTTGAGCCC 

AGGAGGTTGAGGCTG 

>SEQUENCE:9806:prostate_MPM2000-004P6_Table5 

AAACGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAG 
GCGGGTAAGATAGTCCGCTCAGAACCCACCCCGGGCCAGGCACAGTAATCCCAGTTCTTT 
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GGGAGGTCAAGGCCAAGGATCATTGAGCCTAAGAGTTTGAGATCAGCCTAGGCAACGTAG 

TGAGACCCTGTCTCTACTAAAAAAAAAAAAAAAACAAAAAAAGAGGGGCCCCCCCC CCGG 

GGGGGGCCCCAACTCCCCCTTTAGGGGGGTTTTATACCCCCCCCTGGGGGGGGGTTTTAA 

AAAAAAAGACTAANAATGTGGAAAAAACAAAAAAAAAAAAAGAAAAAAAATAAAAAAAAA 

AAAAAAAAAGGGGGGCCCCCCCCCGGGGGGGGACCCC 

>SEQUENCE:9807:prostate_MPM2000-004P6_Table5 

GGAAACAAAAGCTGGGTACCCGGGCCCCCCCTCGAGAATACTTCTAGAATTAATTAAGGC 
GGGGAAACA 

>SEQUENCE:9808:prostate_MPM2000-004P6_Table5 

AATAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATT 

AAGGCGGGAATGGGCCATCTCCATTGAGATGATTAACTGAACCACACTCCTTCTCATAAT 

TCTACACACAAGGAGGGAATGAGACTGAGGAAGCTGTGACATAGGACTTGAAGACCAAAG 

ACTTTGAAATTTGCGAGCTGTTCATGTGTGAACTTGTTATCACTGCTGTCTTTCTATTGA 

GTTACCCATCTAGTATTTTTATTGAAGTGTTATAGAAGAACTGAACAGCACCATCAATCA 

AATGTGTATAAATTGAATCTTGAGAACTAGTCGCTCCCATGATGGGAGAATAACATTCTT 

CTCAAGCTCATATGGAACATTCACCCCCACAGACCACATTCTGGGCCATAAAACACACCT 

TGATTTGTGCTGTCAGACCACAGTGGAATTAAGGTAGAAATTAGTAACACAAAAATAGCT 

GTAAAATTCCCAACTATTTGGAGGTTAAACCACACATTTATAAAGAACTCATGGGACAAA 

GAAGTCTCAAGATAAAAA I I I I 1 I I AACTTCAATGAAATGAA 

>SEQUENCE:9809:prostate_MPM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAG 

GCGGGCATGGTGGTGGACACCTGTAATCCCAGCTACTAGGGAGGCTGAGGCAGGAGAATT 

GCTTGAACCTGGGAGGCGGAGGTTGCAGTGAGCCACTGCACTCCAGCCTGATGACAGAGC 

AAGACTCAGTCTCAAAAATAAATAAAAATAATAAAACCTCCATAAAAAAAAAAAAAAAAA 

AAAAAAAAAAAGGGCGCCCCCCCCCGGGGGGGCCCCAAAATCCCCCCTTTTGGAGGTATT 

TTT ACCCCCCCTTTTG G G CCTTTTTTT AAT AG AAAG G CCTC ATGTT ACCT ATCGCAAG AG 

GGTCTCTTTGTTCAATTATTTTTAATCTAAAAAGATTGGGCCTCTGAAAAAAAAAAAAAA 

GTCCTACGTGATCTGAGTTCA 

>SEQUENCE:9810:prostate_MPM2000-004P6_Table5 

GCCCCCCCTCGTAAATACTTCTAGAATTAATTAAGGCGGGGGCCGGGCTTGGAACGATGT 
ACGATACCCTCATAGTGACCATTAAACCTGATCCTCCACGCGCGAAAAAAAAAAAAAAAA 
AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAACGG 
GGTCGCCGCGGGGGGGGG 

>SEQUENCE:981 1 :prostate_MPM2000-004P6_Table5 

TACGCCAAGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCC 

CTCGAGAGTACTTCTAGAATTAATTAAGGCGGGGGGAGGTGACTCATGTCTGTAGTCCCA 

GCACTTTGGGATTACAGATGCTAGCTCACAAGTTT ACT ATT AAAG AAACATCACCCTAGG 

TGTAI I I I t CATGTAAACTGGC I I I I I CATATAAAGGACAAACATTTTTAGTAAATAATT 

TAAAAACACTAATAAGGCTGGGAATGGTGACTCATGTCTGTAGTCCCAGCACTTTGGGAG 

GCCAAGGTGGGAGGACTGCTTGAGGTTAGCAGTTTGAGACCAGCCTGGCCAAAACAGTGA 

GACTCTCATCTCAAAATAAAAAAACTAGGTAGAGGGCGAAAACGCGGCCGCCA CCGCG GT 

GGACCTTCAATTGGCCCTATATTGAGTCGTATTGCGCGCGCTCACTGACCGTCGTTTTAC 

AACATCCTGACTGGGAAAA 

>SEQUENCE:9812:prostate_MPM2000-004P6_Tabie5 

GCCGTCGTCTTTCACCCGGCACTAAGGGAACACAGCTGGGTGCCGGGCCCCCCCTCGAGA 

GTACTTCTAGAATTAATTAAGGCGGGCTGGGACGCAACAGTGCTTTGCGGGTAAATGTCG 

CGAAAAGGGACTTTTAATGTCCAACCGCTTGTGACCTTTCAGGATGTACGACAAGTGATG 

CTTTCAGTTGTAACACGTGACTTGGTGCTGTCCCTGCTGGTCTAAGTAGAACTGTAGATT 

CATATGGGCTGGTGTTCCTGTGCGCTGTGGGTGTGGTGATTCAGCCTGGCATTTCTACCA 

TAAG I I I I I GGTCTGCTGATTTGCTGCCCTGTCTTCTCTTACTTTACTTTATCAATACCT 

GGCAAACTGACCAGAATTACCT 

>SEQUENCE:9813:prostate_MPM2000-004P6_Table5 

CTCGCAAATGAAGCTGCAGGCCGAAAAAAAAAAAAAAAAAAAAAAA 

>SEQUENCE:9814:prostate_MPM2000-004P6_Table5 

GGCCCTTTCTACAGAGTTTTTATAGAATTAATTAAGGCGGGCGGATCACTTAGATCAAGA 
GATCAAGACCATCCTGGCCAACATGGTGAAACCCCATCTCTATTAAAAATACAAAGATTA 
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GATGGGCATGGTGGTGTGCACCTGTAGTCCCAGCTACTTGGGAGTCTGAGGCAGGAGAAT 

CACTTG AACTCG GG AGGCAG AGGTTGCAGTG AG CG AG ATCG CG CC A CTGCA CTCCAG CCT 

GGCGACAGAGTGAGACTCCATCTTAAAAAAAAAAAAATCCAAATGGCC TTTTT ATAGTTA 

AGTCTAACCATTTATTACACATTTCAAAAAACAAATAAA CTCTC TCCTACTTTTGCCCAC 

CTGTAAAACTCATTTCAGTACCTATTTTATTTTCTCCTAGTTTTTCCCATGGTCTTATTT 

TAAAAATTCCCAAATTCTCACTTATTGAATTCACTCACAAAATTTTACTTCCCACTACAG 

TTTTATCAAAAATAGGCCCGACCTATTTNAAATAAAAAAAAAAAATTGCGGGCCCCCCCC 

CGGGGGGAACCCGCAAT 

>SEQUENCE:9815:prostate_MPM2000-004P6_Table5 

CACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAAT 

TAAGGCGGGGTTTCACCATGTTGGCCAGGCTGGTCTCAAACTCCTGACCTCAAGTGATCC 

ACCAGCCTCGGCCTCCCAAAGTGCTGGGATTACAGGTGTGTGCCACCACGCCTGGCTAAT 

TTTTGTATTTTTCAGTAGAGATGAGGTTTCACCATATTGGTCAGTCTCGTCTCCAACTCC 

TGACCTCAGGTGATCCACCCACCTCAGCCTCCCAAAATGCTGGGATTACAGGCGTGAGCC 

ACTGCGCCTGGCCCATAAGTTTTAAAATGTGTATCCATGCTGTAGACGCTCCCTGCCTGT 

TAGTCACCTAGTAGCTGTCTTGGTGATCACAGCAACTGTCTCGTATCAAACTGCTTGTGT 

TCAAGTAACCTTGAACTTGACTTCGTAATGGCCTCAAAGAGCAAC 

>SEQUENCE:9816:prostate_MPM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAG 

ATCAAAGTATATATATATATATATATATGTGCTGTATTTGCAACTTTCGCATTGTAATTT 

CCTATACACTTATTAAAGTATTGTTTTGCCATGTGGTTTATTAAATAAAAATGTACAGTC 

TCTTAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAACCCA AAAAA 

AA AAA AAAAAA AAA AAA AAG G GCCCCCCCCCCCGG G G G G GG ACCCCCCTCCC I I I I I AAG 

G GGG GTTTTTACCCCCCCCCCCCG G G G G G GTTTA A AAA AA A 

>SEQUENCE:9817:prostate_MPM2000-004P6_Table5 

CACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAAT 

TAAGGCGGGGGTGGAGCTTGCCGTGAGCCAAGATCGGGCAACTGCACTCCAGCATGGGC 

G 

AC AG AG C AAG ACTCCGTCTCAAAAATAAATAAATAAATCAA ACC AN AN AAA AAAAAAAAA 
AAAAAAAAAAAAGGCGGCCGCCACCGCGGGGGAGCTCCAATTCGCCCTATAGTGAGTCGT 
ATTACGCGCGCTCACTGGCCGTCGTTTTACAACGTCGTGACTGGGAAAACCCTGGCGTTA 
CCCAACTTAATCGCCTT 

>SEQUENCE:9818:prostate_MPM2000-004P6_Table5 

AATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTC 

TAGAATTAATTAAGGGGGAGCGAGACCCTTGCACTGCCATTTGAGCCCTTGTGATCTCAT 

CTTGTAGAACATGTTGTACAATCATTTTATTGGTATCATTAGTGTTATTTGGGGCTGGAA 

TAAAAATCTCAGTGCACCAAAGAGATTTCCCCTTTATCCACGTTACCCTGGTTTTCCTTT 

GTTTTATGTTTAACCTAAACGGGCTTAATATAAAATAGTGCTTATTTGGTGTTTTAATTG 

TCTGCTTCTATAACATAAGCTGCACTGTCCATTGTGGAACTGCTCACCATATTGCCCAAC 

CTGTCTTGATAGGTTTATACATGGGAGGCATTCAGTAATATTAATTACCTCTCTAGACCA 

GTGTTAGCAATAACAAACACTTGCTAGAATTTTAAGACTATATAATCAA 

>SEQUENCE:9819:prostate_MPM2000-004P6_Table5 

GGTCCCCCCCGCGAGAGTACTTATAAGAATTAATTAAGGCGGGAGGCGAGGGAGGAGCAC 
GCGTGTCTTACATGGCAACAGGCAAGACGCTTGTGCGGGGGAACTCCCCTTTATAAAACC 
ATCAGATCTTGTGAGACTTATTCACTATGACGGGAACAGCACAGGAAAAACTCGTCCCCA 
CGATTCAATTGCCTACCACCGGGTCCCTCCCATGACACATGGGGATCATTAAAATTCAAG 
GTG AG ATTTG G GTG G AAAACAC AG AGCC A AACC ATCTC ACCA ATAT ATCC A A A AC ATTAT 
CATCTCAGCATTTAATCAATGTAAACATTATTAGTGAGTTTATTTAACCT I I I I I I I GTA 
CTCAGCTTCAAAGTGCTTGTAAAATGTTATAATTATAGCACATTTTATTTTTGGACTAAC 
CCACATTT 

>S EQU ENCE:9820: prostate_M PM2000-004P6_Table5 

CGGGCCCCCCCTCGAGAAGTACTTCTAGAATTAATTAAGCGGGGCATGGTTGGTGGCAGG 
CACCTGTAGTCCCAGCTACACGGGAGGCTTAGGCAGGAGAATTCCTTGAACCCAGGAGGT 
GG AGGTTGCAGTG AGCCGAGATGGCACCACTGCACTCCAGCCTGGGCAACAGAGCAAG AC 
TCTGTCTCAAAAAAAAAAAAAAAAAAACCGGCCCCCCCCGGGGGGGACCCCAATTCCCCC 
TTTTAGGGAGTCTTTTACCCCCCCCTCATGGCCCGTGTTTT 
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>SEQUENCE:9821:prostate_MPM2000-004P6_Table5 

ATAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGCAGGGGGAGAGGCCCCCATCAGGGACCAGACTGTTCCAAAAAAAAAACAAAAAACAA 

AAACAAACAAAAAAACACTTAAAAGCCCAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 

AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAACAAA 

AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAACAACGCCCCCCCCCCCCCCGG 

GAACCTAA 

>SEQUENCE:9822:prostate_MPM2000-004P6_Table5 

GGGTACCGGGCCCCCCCTCGAGATACTTCTAGAATTAATTA AGGCG GGGGGAGGTCCAAG 
CAGAGTGTTTTATTATTATCGCTTTATGTTTTTGGTTATTGG I I I I I I I GTATAGACCAA 
AG C A AAG AA A ATAAAAAT AAC AC AG ATG AA AA AAAAAA AA AAAAAAAAAA AAAA A AAN N N 
AAAAAAAAAAAAAAAAAAAAAAAAAAAANAANAAAAAAAAAAAA 
>SEQUENCE:9823:prostate_MPM2000-004P6_Table5 

AATTAAGGCGGGGGCGGACCTTGTGAGGCTCAATTGACCCGTTACTTGCAACCTGAAAAC 

AAATCATGTTTTTGACTTAAAAAAAAAAAAAAAAAAAAAAAAAANATGAAAAAAAAAAAA 

AAAAAAAAAAAAGGGGGCGCCCCCCCCCGGGGGGGGACCCAAACCCCCCTAAAAAAGGAA 

TTTTTACCCCCCCCCCTCGGCCCGTTTATAAAAAAAA 

>S EQU ENCE:9824: prostate_M PM2000-004P6_Table5 

GCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 

TACTTCTAG AATTAATTAAGG C AGG G G GTAACTTT ACTG ATTTG GG G GTG GTTTTTAGTT 

TAATTTTTCTTTTCTAGCTTCCCATCGACGGTCAGTGCGCACGTTGTAATCAGCTGAGGC 

CATGTCAGGAGACGGAGCCACGGAGCAGGCAGCTGAGTATGTCCCAGAGAAGGTGAAGAA 

AGCGGAAAAGAAATTAGAAGAGAATCCATATGACCTTGATGCTTGGAGCATTCTCATTCG 

AGAGGCACAGGTTTAGTGATATAGGATTACATTTCCTTCTCTATGGGTCCAATCACACTA 

CTTGGTTCTGCAGTGAATAATATTTTCATAATCCTAACATTGTAAATGCTGTTTATTGGT 

TTTCAATTTTAGAATCAACCTATAGACAAAGCACGGAAGACTTATGAACGCCTTGTTGCC 

CAGTTCCCCAGTTCTGGCAGATTCTGGAA 

>SEQUENCE:9825:prostate_MPM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAG 

GCGGGATAAGATCCTCCACTGTTTTGGACAAGCCCACTAGCATCCGTACACACCTCATGG 

CATCAGATCTAATGTCCCGGCATCTACCATCAACTCTGCTGAGGGCTTCGCACTGTGGAC 

TGATTCAGTGTAAATAAAAGTCCCTCCCAGCTAGTAGTTCCTGTCAGTTCTGTTGGAAGC 

AG CCC ACTCCCTC ACTTTTACTCCTTCCTTCAAACCCTT AATC AG AG CTACTT AC AG C 

>SEQUENCE:9826:prostate_MPM2000-004P6_Table5 

AATTAACCCTCACTTAAGGGNAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTT 

CTAGAATTAATTAAGGCGGGAGTCACATGATTAATAAATCATTTAATTAGAAAGACATTA 

GTTATTCCATTCCATTAGAGTCCTGATGTTTAATTTACTACAATTAAATGGTCAGTTTAT 

TAAATTTCATAGGATTTAAGATTGCATCCAAGCCTATAGGACTCCAAGTTATTCAGTGGC 

TGTAAGTATAGCACCCAAATCCACTTAGCTGTGACTGTGGGCAATCACCTTTCTGAGGGC 

TTTACATATATACATTTAATCATCACACATCTGCGATGATTAAATTATAATGGCTAAATT 

ATAATATTCACATTTTACAAAAAAAAAAAAAAAAAAAAAAAAAAAAGGCGGCCGCCACCG 

CGGTGGAGCTCCAATTCGCCCTATAGTGAGTCGTATTACGCGCGCTCACTGGCCGTCGTT 

TTACAACGTCGTGACTGGGAAAACCCTGGCGTTACCCAACTTAATCGCCTTGCAGCACAT 

CCCCCTTTCGCCAGCTGGCGTAATAGCGAAGAGGCCCGCACCGATCGCCCTTCCCAACAG 

TTGCGCAGCCTGAATGGCGAATGGAAATTGTAAGCGTTA 

>SEQU ENCE:9827: prostate_M PM2000-004P6_Table5 

CGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTAC 

TTCTAGAATTAATTAAGGCGGGAAATGGATGTAGCAGTGATCACTATAAAACTGGTCACT 

GAGCTTGGAAGAGAATGAAATAACCTAGAATGAGGATGGAATGACAAATAGACTAATAAC 

AGAACCCTGAAGAACACTAACAGTTTAAGATTAGACAAAGAACCATTAAGCCAAAAAAAA 

AAAAAATAAAAAAAAAAAAAAAGCGGCCGCCACCGCGGTGGAGCTCCAATTCGCCCTATA 

GTGAGTCGTATTACGCGCGCTCACTGGCCGTCGATTTACAACGTCGTGACTGTGAAAACC 

CTGGCGTTACCCAACTTAATCGCCTTGCAGCACATCCCCCTTTCGCCAGCTGGCGTAATA 

GCGAAGAGGCCCGCACCGATCGCCCTTCCCAACAGTTGCGCAGCCTGAATGGCGAATGGA 

AATTGTAAGCGTTAATATTTTGTTAAAATTCGCGTTAAAT 

>S EQ U E N CE:9828:prostate_M PM2000-004 P6_Table5 
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ATAACGGGAACAAAAGCTGGGTACCGGGCCCCCTCTCGAGAGTTTTTCTAGAATTAATTA 

AGGCGGGCGGATCACGAGGTCAGGAGATCGAGACCATCCTGGCTAACATGGTGAAACGCC 

GTTTCTACTGAAAAAAATAACAAAAAAAATTACCTGGGCGTGGTGGCGGGTGCCTGTAGT 

CCC AG CTACTCCG GAG GTG AC AG AG CG AG ACTCC ATCTC AA A AAAC AA AC AAAC A A AAAC 

TCAGAGGCATTTATTGAGCACCTTCTATAATAAGACAGCTATTATTTATTGAGCAGTGGC 

GTCTCTTTTCTTTCTTGTTAGACGGAGTTTCGCTCTTACTGCCCAGATTGAAGTGCAGTG 

GCGTGATCTCGGCTCACTGCAACCTCTGCCTCCCAGGTTCAAGCGATTCTCATGCCTGTA 

ATCCCAACACTTTGGGAGGCTCAGACGGGCGGATCACGAGGTCAGGAGATCGAGACCATC 

CTGGCTAACATGGTGAAACGCCGTTTCTACTGAAAAAAATAACAAAAAAATT 

>SEQUENCE:9829:prostate_MPM2000-004P6_Table5 

AAAGCTGGGTCCCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGGTAAG 

ATTTGCCGAGTTCCTTTTAC I I I I t I I AACCTTTCCTTATGAGCATGCCTGTGTTGGGTT 

GACAGTGAGGGTAATAATGACTTGTTGGTTAAAGGGGACTTCAGCTTTTTATATAAACAT 

CCACTTCTCTTTCAAAAGACTTCAAGTAAATATAAGAAGATACTGATTGATTCTGGATTG 

TGGTATAGGGATATCTTGTCTTA I I I I I I GTACTTTTCTGTA I I I I I AAAATTTCTCAAA 

ATAGGAATGGGAGTGAGGATGGGAATGCTGTATCTGTGGAAGTCATGTTATACTGGATTC 

ATTTCCAATTAAATACTAAACATTTTATAGAAAATATTTCT AAAA TTTTATCACGGATGA 

ATGGATGGACTTGCTCTCTATGTAATATGAAATTAATCTATTTT\TTAAAATTT 

>SEQUENCE:9830:prostate_MPM2000-004P6_Table5 

ATTATAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTT CTAG AATTAA 

TTAAAGCGGGGTAAGATTTGCCGAGTTCCTTTTAC I I I I I I I I AACCTGACCTTTTGACA 

GGTGTGCACTGTTTTGTCTCCAGTGAGCACATACCATGCGGATTTTATATGTACATCAGT 

AGTGTGAATCCACTGGCACAGTGTGTGTAAATGCCAGATGTGGTGAGATTTTATCTTATA 

AATGTGATCAGATAAAATAACTCCTGACAGAAACTGTAAGGAAACCAGCTGAATGTTTTG 

ACCTGATGGACTGATGTTGTATGGTTTATGTTAAATGTATATTCTTTTTAATCAATGAAT 

AAAGCAGTAAAATAATAAAAATAATAAAACAGAAAAAAGCGGGCGCCACCGCGGTGGAAC 

TCCAATTCGCCCT 

>SEQUENCE:9831:prostate_MPM2000-004P6_Table5 

CGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGT 

ACTTCTAGAATTAATTAAGGCGGGGCCCAAGATCACATGATTACTACT TACAG ATGTCCT 

TT ATTC AATGTAAG CTC ACGTTTTCTTG ATTTTAG C AATACTTGTAATAATTTTTA AAAT 

ATAAATATATATGAAATAAAAGTTCATCATTGATTGACTAAAAAAAAAAAAAAAAAAAAA 

AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAGGCGGCCGCCACC 

GGGGGGGAG CTCC AATTCCCCCTAT AG G G AG 

>SEQUENCE:9832:prostate_MPM2000-004P6_Table5 

AAATAAAGGGAACACAAAGCTGGGTGCCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAA 

TTAAGGCGGGGGAGGTGTATTGAAGTCCTCCAGACAACCCTCAAATTTGATGATTTCCTA 

GTACAACTCACAGAAATAAAGAGCTGTTATACTGTGAAAAAAAAGAAAAAAAAAAAAGAA 

AAGAAAAAAAAAAAAAAAAAAAAAAAAATGGCTCGCCCCCCCGGGGGGGGCACCCTACCT 

CTCTGTTTGG G GG AGGTTTTTACCCCCCCAACTG GGGCTCTTTTTATACCTTCATTACCC 

TGTCCATTCCGTTGCGGTGCCGAATCTCCATCTGCTCCTTAGCCTTCTGGAAGCGAGCAT 

GCTCATTATCATCTGCAGAGGTCTCGAAATACACATCAACATCATTGGTTGGCAGAGGAG 

TTGGAGGAACTTTGACATCATGAATAATTTCCTTGTCTGACATGGGGCCGTCGCTGCCGG 

GTTCAGTAGGATTCTCCTCATTGTAATCATCTCCTTTGAAGGTGTCATAGTAGTAATCTC 

GGTCCTCCACCACTTCCTCCCCT 

>SEQUENCE:9833:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 
AGGCAGGGAAATAAAAAAAGAATACAAGAAAGAGGACACCATGGGTTGTAAAAGAAGGGA 
AAG ATGTG AAA ATTTCAG AAAATAAAAGTATGTTTT ATAAAATT AATG CCTCTCCTTTG A 
AGAAATAAAACCAGGTATTGTTGACAGGATTGCCACTAGTGATTGAAACTGGTTAGGAAG 
ACCTTTCACTTTG CATTTTATACTCTTCTGTATTATTGTATTATCTG CATTT ATTTTTGT 
TTTG A AT AC AG ATT ACTTG C AGTCTTCTTTTTTTTTTTG G G G G C AAA ATCTC ACTTTGTC 
AAAAAAAAAAAAAAAAAAAAAGGGGGGGCCCCCCCCCGGGGGGGCCCCCAATTCCCCCTT 
AGGGGGGGI I I I I I I CCCCCCCCTTTGGGGGCCTTTTTAAA 
>S EQU ENCE :9834: prostate_M PM2000-004P6_Tab Ie5 

AGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGA 
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GTACTTCTAGAATTAATTAAGGCGGGCTATTTAGAGCCTGAAATCTGAATGCTGGCTCAA 

CTTAAATCCCCAGCTACGTCTTATCCCACTATTCTCTGAATGCTTGCATAATCATAAGCA 

CCTTACCACTAGAATACATAATCTAAAAATCATATAAGAAAGCTGGGAGCCATGAAAATG 

TCAGATGTGATGTCCATGATGTAGATAAATATATATGGTGTCCTTTCAGGACTGTCACAG 

TAACACTTTATTTACCGAGCTAATGTTTGTCCTAAATTTTCACGACCCTAGAGGAGAGCT 

TTATACACTTACCGATGTGAATTTCTCTAAAGTGTATATGTTAGAGCCCAGTCATATTAC 

TTATAAAAGTGTTACTTTGTAAAAATTGTATATAAAGAACTGTATAGTTCAAAAAGC 

>SEQUENCE:9835:prostate_MPM2000-004P6_Table5 

CTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTA 

ATTAAGGCGGGATGAACGGTTTTGTCATTACAGGACCAGTGCCCAAGGAGTGTGCACACT 

TGCGGCCTCGGATTGCATCCAATGCTGGCCGCATTTCCTGATTCTTCAGTTTATGGGGAG 

AAATTTAAAATTAAGTCTTAAACGGCAGAATTAGTAT AAAG TACATTCATTAGGCGTTCT 

CGCCAGGATTATTTCCCGTAAAACCGTATTGAGCACTTTTCATATACTAATTTAGTTGTA 

CATTTAACTTTGTATAATACAGAAATCTAAATATATTTAATGAATTCAAGCAATATATCA 

CTTGACCAAGAAATTGGAATTTCAAAATGTTCGTGCGGGTATATACCAGATGAGTACAGT 

G AGT AGTTTT ATGTATC ACCAG ACTG G GTT ATTG CC AAGTT AT ATATCACCAAA AG CTGT 

ATGACTGGATGTTCTGGTTACCTGGTTTACAAAATTATCAGAGTTGTAAAACTTTGATAT 

ATA^GAGGATATTAAAACTACACTAAGTATCATTTGATTCGATTCAAAAAGTACTTTGAT 

ATC 

>SEQUENCE:9836:prostate_MPM2000-004P6_Table5 

TAAGGGGGGGGGGGGGTTTCCTTTGGGAAAAAAAAAAAAAAAAAATAAAAACATACTTTT 

AAAAAAAAAAAAAAAAATAAAAAACATACTTGTATTAATCCAAATTCATTTCGCCCCCCC 

CCCCCGGGGGATCCCCCCGGCTTTTTTTAGAAATTTTTTACCCCCCTCCCCTCTCCGCTT 

TTTTTAAAAAAATAAAAAATTTCCCCCGTT 

>SEQUENCE:9837:prostate_MPM2000-004P6_Table5 

GCTGGGTGCCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGAGGAAGGA 
GATTTTATATAAAGGTAATTACTTTGTGATAATTGATCAAGCTGTAAATGTAATATTAGT 
GTATTTTTCAGTATGTGAATTTTACTTTTCAAAATAAATATTTAAAATCTAAGCTGAAAT 
GAGAGAGGGAGGAGGAAGGAAGTTAGGGAAGGAGGAAGAAAGGAAGGCAGGAAGACAGG 

C 

NGG A A AA AA AAA AAAA AAA AAAAA AAA AAATG GG G GCCCCC CCCCGG GGGGG CCCCC AAT 
TCCCCCTTAAGGGGGGTTTTTTACCCCCCCCCTTGGGGCGG I I I l l l AAAAANGGAAGAA 
AAAAAAAACCCCC 

>SEQUENCE:9838:prostate_MPM2000-004P6_Table5 

AGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGA 

GTACTTCTAGAATTAATTAAGGCGGGGGATATCTTAAACATCATATTACTTTATTTAGAT 

TTCTACTACTCCAATTATTAATGTTATGTATTTCTCATTGTTTTACTTCTTCATGGTATT 

ATGAAGACTATATAGATGATTCAACCAAGCCCGCAAATCTCCCTCTTGTGGAATTCCACT 

GGACCCAATCTGTTTTCCATTTCCATTGCAATACTACTAAAGCCATACA ATATC AAGCAC 

CCTCCCTCTAGGTCCAGGGACTATCACAGAAGAAGCAGGCATGTAAGATTTTAAGGACTG 

GTTTCGAGGGGTCGAGTGTAGGAAAACAGCCTGTTGCATTGTAAGAGTGATGTCATCTTG 

AAGAGCAGCTGGCATGATGACTGCTGTTTGACTCCTGCATACCAAGATATTCTGCAGCAA 

TGTCTTTAAACAGTGCC 

>SEQUENCE:9839:prostate_MPM2000-004P6_Table5 

TAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAA 

GGCGGGGTTGTCCTGAAAGAATTCATAATAAGGTAGACTACTCCTCTCTGGCTTGCTTAT 

TTTATTTTTTATTTATTTTAATTTCTTTATTTC 

CTAGGCTAAAGTGCAGTGGCGTGAATACAGCGCACTACAGCCTCAACATCCCGGGCTCAA 

GCAATCCTCTCACCTCCCTCCTGAGTAACTGGGACCACAGGTGCGCACCATCATACCTGG 

CCAATTTTTGTATTTTTGGTAGAGACGAGGTTTTGCCATGTTGCCCAGGCTAGTCTCGAA 

TTCCTGCGTTCAAGCCACCCAGCTGCCTTAGCCTCCCAAAATG CTGCG ATCACAGGCATA 

AGCCACCGCACCCAGCCCTCTCTGGCTTTATTTTAAACACACTGTTTTCATGTTCCATGT 

I I I I I CTTGCTCT 

>SEQUENCE:9840:prostate_MPM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAG 
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GCGGGTGCCTGTAGTCCCAGCTACTCGGGAGGCTGAGGCAGGAGAATGGCGTGAACCCA 
G 

GAGGTGGAGCTTGCAGTGACCCCAGATCACGCCACTGCACTCCAGCCTGGGTGACAGAGC 

GAGACTCTGTCTCAAAAAAAAAAAAACAAAAAAAAAAAGGGGGCCCCCCCCCGGGGGGGA 

CCCCCATTCCCCCCTAAGAGAAGCTTAATGCCCCCCCCCCCGGGGCCTGTTTTTAAAAAA 

ATGNTNTGTTGGCTCAATAAATAGGTTTTGGAATAAAAGTTACAACACACCCTCTTGCTT 

ATAACAAAATGATGAATGGAGGTCATTACACCTACTCTGAGAATCGTGTGGAAAAAGACA 

GCCTGATTCTTACAAGCCGGGGGCCTGGGA 

>SEQUENCE:9841:prostate_MPM2000-004P6_Table5 

TGGGTGACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGTGGGGTTGG 

CCCTTGTCTTTTCAAGTAATTTTCATATTAAACAAAAACAAAGAAAAAAAATCTTATAAA 

AAGGAAAAAAACCAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 

AAAAAAAAAAACCCCCCCCCAAAAAAAAAAAAAAAAAAANNNNNNCCCCCCCCCCCCCCC 

GGGNACCCCCCCCC 

>SEQUENCE:9842:prostate_MPM2000-004P6_Table5 

CCCTCACTAATGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAAT 

TAATTAAGGCGGGCAGATGATTTGAGCCCAGGAGTTCAAGATCAGCCTGGGTAATGTAGT 

GAGACGCCATCTCTACAAAAAAATTTTTTAAAAATTAGCTGGGCATGGTGGTTCATGCCT 

GTAGTCCAAGCTACTTGGGAGGCTCAGGTGGGAGGATTGCTTGAGCCCAGGAGGTTGAGG 

TTGTGGTGAGCTGTGATCATGCCACTGCACTCCAGCCTGGGCAATAGAGTGAGACCGTCT 

CC A AAN N AN AAA AAN A AAAA AAAAA AAA A AAG CG G CCG CC ACCGCG GTGG AG CTCC AATT 

CGCCCTATAGTGAGTCGTATTACGCGCGCTCACTGGCCGTCGTTTTACAACGTTCTGACT 

G GG AAA ACCCTG G CGTTTCCCAACTTAATCG CCTT 

>SEQUENCE:9843:prostate_MPM2000-004P6_Table5 

TAAATAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAA 

TTAAGGCGGGGTAAAAGACTAACTTTACAGTAGAGAAAGTTAACACTGGTCAGCAAGGTG 

ATCGAGGTCAATACCAACACACAAAACTCAGGTTGGTAGTATGTACTCTTGATATAATGT 

GATGAAAATGGCTCTCTACTTCTATGTTCTTACTTATAAAAATCCATAATCCCATCCTAA 

TTATGAGAAAAAACAACAGACAAATTCCAACAGAGGGGCCTCCTACATAGACCTGATTAG 

TGCTCCTCAAAGTAATTAAGGGCACTGAAAACAAGGAAAGTCTAAGAAACTGACAGAGTC 

AAGAAGAGCCCAGGGAGACATGACAACTAAAAGTGAT GTAC TATCCTACACGGGGTCCTC 

AAACAGAAAAAGAACAGTACATAAAAACTAAGGAAATGTTTTAAAATTATGGACTTTGAT 

TAAYAAT AATGT ATC AG G G CCG 
>SEQUENCE:9844:prostate_MPM2000-004P6_Table5 

CCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAAGCGGGGCAGCTCATGAATAAT 
TTTTATGTTGAAGACTTGTCGAAATAATATTTTGGTTATGTTGGGTTAAATAAAATATAA 
AGTTAGTCTGTNAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAGGGGGCCCCCCCCCG 
GGGGGGCCCCCAATCCCCCCTTTTAGGGGTTTTTTTACCCCCCCCCCTGGGCCGTTTTTT 

TAAAA 

>SEQUENCE:9845:prostate_MPM2000-004P6_Table5 

AAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGGGGATC 

AAGAACCTGAAGCATTTCTTCAAATAATTGTTATAAGAGATGAAATATGGCTTTACCAGT 

ACTATTCTAAAGACAAAGCACAATCAAAGCAGTGGCTACCAAGATGTGGAAGTGGTCCAG 

TCAAGGCAAAAGCAGACCAGTCAAGAGGAAAGGTCATGGCAAATTTTGGGGGGAATGCTC 

AAG GT A ATTTG CTTGTTG ACTTTTTG G ATG G CCAA AG G ATT AT A AT ATTTG CTT ATTATG 

AGAGTGTTTTGAGAAAGCCAGAGCTTTAACAGTAAAATGCCTAGGAAAGCTTCATCAGAG 

AGTACTTCTCCACAATGAAAAAGCTCCTGCTCATTCCTATTAGCAAGCAAGGGCAATTTT 

ATGAGAGTTTTGATGAAAAATCACTAGGCATCCACTTTA CTGTCC TGAATTGACTCTTTC 

CAACTTATTTTTGTTTCTTAAAAATCTTTAAAAGATACTCT I i II I I CAGACAAT AATGT 

AAAAAAGACTGCATTTGCATGGTTAATTCACAGAATCCTCAGTTCTTTATGAATGGGACA 

AATGAT 

>SEQUENCE:9846:prostate_MPM2000-004P6_Table5 

GCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 
TACTTCTAGAATT AATT AAGGCGGG ACT AATGCTGTTAAAGGCAAATGGTTTCCTTTCCA 
TTAAAACCATATTCCTGCCTGTTAAGTTACTGAGGTAACTCCAAAAAATTAAGCAGTAAA 
AAAGATCTCCATGGGATGTGCCCTAACACAAATTCTACTCGGCCTATTCAACCAGCACCG 
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TAATTTTTAACATTCACTTAGCACCTATGAGTAATTAAACAGGCATCATCAGAGAATATT 
CCAGTTGCTAAATGGTACCCCATTATTAATTAGTACTATGCCA TGGC TCTCTCTGAGTAT 
TTCTCTGCTCAGTTCTAGTAGTATCTTAGCAGTGATAAAAGTGTTTTGCCCAAATAGTTA 
TTCTCATTTTGTTTCACTTTGATTGAAACAAACATCTGATTTTCTTTCATCATGTGCTGT 

CATACGGTGATATG 

>SEQUENCE:9847:prostate_MPM2000-004P6_Table5 

ACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 

TTAATTAAGGCGGGGGGGGTCAAGATCGCCGAAGTAGAC TGCA CTGCTGAACGGAATATC 

TGCAGCAAGTATTCGGTACGAGGCTACCCCACGTTATTGCTTTTCCGAGGAGGGAAGAAA 

GTC AGTG AG C AC AGTG GAG G C AG AG ACCTTG ACTCGTT ACACCGCTTTGTCCTG AG CC AA 

GCGAAAGACGAACTTTAGGAACACAGTTGGAGGTCACCTCTCCTGCCCAGCTCCCGCACC 

CTGCGTTTAGGAGTTCAGTCCCACAGAGGCCACTGGGTTCC CAGT GGTGGCTGTTCAGAA 

AGCAGAACATACTAAGCGTGAGGTATCTTCTTTGTGTGTGTGTTTTCCAAGCCAACACAC 

TCTACAGATTCTTTA 

>SEQUENCE:9848:prostate_MPM2000-004P6_Table5 

AGCGCGCAATTAACTCCTCACTAAAGGGAACAAAAGCTGGGT ACCGG GCCCCCCCTCGAG 

AGTACTTCTAGAATTAATTAAGGCGGGAGTAAATATCTGGCGA I I I I I AAAAATGTGTGG 

GTGAGGTAGTATTTCAAGGAAGAGAAAAAAATTTCCACAAAGTATAGAATAAAAATGCAA 

AAACGAGGCAAGAGAGTTAACTTGTCTAGCTGGCGTTAAGATTTCTTCCGTATGCAAGTC 

CAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAGCGGCCGCCAC CGCGG TGGAGCTCCA 

ATTCGCCCTATAGTGAGTCGTATTACGCGCGCTCACTGGCCGTCGTTTTACAACGTCTTA 

ACTGGGAAAACCCTGGCGTTACCCAACTTAATCGCCTTGCAGCACATCCCCCTTTCGCCA 

GCTGGCGTAATAGCGAAGAGGCCCGCACCGATCGCCCTTCCCAACAGTTGCGCAGCCTGA 

ATGGCGAATGGAAATT 

>SEQUENCE:9849:prostate_MPM2000-004P6_Table5 

GGGTGCCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAA GGCGG GGAAGGAGCAGA 

CAAGGATTACTATCACTTTTCATTCAACATATCCTGTAGTTTGAAl I I I I AAAAGCAATC 

CCATTTATTTATAGAGATATTAAAATTGTAATAAAAATATTAGCACGACAAATGTAATAA 

TGCATTTTTGTAAATACACCTTGACTAAGTAGGGTTTATTCTGTGAATGCAAGAATGACT 

TGACATGAGGAAATCTACAGTGAATCTACAATTCACTACGTTAAGACATTAGGAGGGGAA 

AGAAAAAGACATTAGGAACCATATACAATCTCAAGACCATATGCCAGTCATCAATACCAT 

CTCAAATGTCAAAACTCAACATCTACTCAATGTGTTGAGCATGACGACATTCTTAGAAAG 

CTAGAAATAGAAAAA 

>SEQUENCE:9850:prostate_MPM2000-004P6_Table5 

ACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGCA 

ATTATATTATTCTTCTGTAGTTAAGCAAACACTTGTTGAGTGCCTGCTATGTGCACGGCA 

TGGGCCCATATGTGTGAGGAGCTTGTCTAATTATGTAGGAAGCAATAGATCTCGGTAGTT 

ACGTATTGGGCAGATACTTACTGTATGAATGAAAGAACATCACAGTAATCACAATATCAG 

AGCTGAATTATCCTCAGTGTAGCTTCTTGGAATTCAGTTTCTGGAACTAGAGATAGAGCA 

TTTATTAAAAAAAACTCCTGTTGAGACTGTGTCTTATGAACCTCTGAAACGTACAAGCCT 

TCACAAGTTTAAACTAA 

>SEQUENCE:9851:prostate_MPM2000-004P6_Table5 

CCGTGGTTTTACACCCGGGAAAGAATGGGACCCATGCTGGGTGCGCGGGCCCTTCCTCGA 

GAGTACTTAAAGAATTAATTAAGGCTGGAGACGTCTTACAGAGGAACAAAAATAAGGATG 

ACAGAAAACTTCACCTCAAAAACAATGCAAAGGAGAAAACAGTAGAGTGCCATCTTTATG 

AATACAGGAGAGAAAAAAGTCAGTCTAGAATTCTATATAACAAGCCAAAATATTTTGTTA 

AATAAAGAAGAAAATTAAACTTTTGCAGACAAAAGACAGAGAAATTAATTACTAGCTAAT 

CTTCACTTAAG AACTTAAAGTCGTTCAG G CAAATTTAAATCTACATAAAGGC ATAAAAAG 

CACTAGAAATAGTAAACATGTGAGCAAATATAAAATAGTATATAAAATACATTTTAAAAC 

ATTCAAAACTCAACATTTTAAGAATATTCAAATTAGGCCGGGCGCAGTGGCTCAC 

>SEQUENCE:9852:prostate_MPM2000-004P6_Tab!e5 

AAAAGCTGGGTGCCGGGCCCCCCCTCGAGATACTTCTAGAATTAATTAAGGCGGGGATCA 

ATAGAGGGGCAGAGGAGTTCCCCGGAACCCGTGCAGATTAAAGTAACTGTGAAGTTTTCA 

AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 

AAAAAAAAAAANNNNNNCCCCCCCCCCCCCGGGGGGGGAAAACAACCCCCCCAAAAAAGG 

GAGGTNTCCCCCCCCCCCCTGGGGGGGCTTTAATAAAAAAAAAAAAA 
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>SEQUENCE:9853:prostate_MPM2000-004P6_Table5 

AGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGA 

GTACTTCTAGAATTAATTAAAGCGGGGTAGGCATAGAGACTCCAGTGCAGCTTTGTGGTA 

GAAGAAGATTTATGGACAGGAAAAGGAAAGTGAAGT ACAG AAAACACAAATGAGGTTTAG 

AAGCAACTGGATTGCTTACATTTCAGCGTTTGCCTTATTTTAACACAGTTGGAACAATTG 

GCTACATTTGATTGGCCCAAACTCAGTGATTGGCACAGATATGGGCTACAGTCTGTTTAC 

ATCTCCACTTGTTGTAGTTCATGATGTACAGAAAATCTTTAGGCTGAACTTAAAATATAT 

AAGGAGGCAGCTTTAGGCTAAACTTGATTTAACAATTCCCCCCTTTTGATCATTTTCTCA 

ATTTTGAGAGATTGACCAAAACTTTAGTCATTCATGTCACCATCCCAGCATAAATATACT 

TATTTGGTCTTGAAACC 

>SEQUENCE:9854:prostate_MPM2000-004P6_Table5 

ACTGGCCGTCGTTTTACATCACAGGAAACAGCTATGACCATGATTACTGGCCGTCGTTTT 

ACA ATC AC AG G AA AC AG CTATG ACC AGTG ATT ACTG G ACCGT ATTTTG C ATTC ACATG G A 

AACGACTATTATCGATAACCCTGGTTTGCAGACAATAGTATCTTAAATTTAGAAAAACCT 

AAGGACTCTACCAGAAAACTGTTAGAACTGAGGTTTAGTAAAATTGCAGGATGCAAAGTC 

AGCATATAAAAATCAGCAGCATTTCTGTATGCCAAGAGCAAACAATCTAGAAAATAAACC 

AAGAAAATAATCTTATTTCCAATAGCTACAAATAAAATAAAATAAAATACCTAGGAAAAA 

AAAAACAAAAAAAAAAAAAAAAGGGGGCCCCCCC CCGG GGGGGACCCCAATTCCCCCTTT 

TGGGGGGTTTTTTCCCCCCCCCCCTGGGGCCGTTTTTTAAAACCAAAAAA 

>SEQUENCE:9855:prostate_MPM2000-004P6_Table5 

G G G AACA AAAG CTG G GTACCG G G CCCCCCCTCG AG AGTACTTCTAG AATTAATTAAAGTG 

ACTCAATACTG CCCTGCCCATCTG CTCTG AGTCTG ATCAGTCATAACTCTG CAAG AAAAC 

ATTTTAGCTACTTCTTAAATAAAAAATTCACACCATTAGAATATACCATACGTCTAAACT 

AAGCCATAATTTTACATTTAAA I I I I I I I I CAATTTATCCTTTAATTCCACAGAATATTT 

TGAAATATTTGCAGCATTAAGTTCAATAAACCACTCAGCAATAGGGAG TCAGT TCTCTCC 

CGTGCTAAAACTAGTAGCAGAGAATATTTTAATCGTCAGTAAGAACTTATTTTCTATTTT 

TAGCTGTAAGAATAGCTATTCATTTGTTTCTTAACAATATTTCTTCTCCTTTAGGGAAAA 

TCTAATTTCCAAGTTACTATTCATTTGTGGATTACATTTTATT 

>S EQ U ENCE:9856: prostate_M PM2000-004P6_Table5 

CCTGACTAAAGGGAACAAATGCTGGGTACCGGGCCCCCCCTCTAGAGTACTTCTAGAATT 

AATTAAG G CG G GG ACATGTTAAC ACCCACTCTCCTTATG CTG G A ATG AG GTCCGGGATCC 

AACTAATACAATGGCCAAGGAGACTTTTTTGGTGTCTCCACCACCCTCTATGATGATTCA 

CACCTCAGACCTATACCGCGTTTCTCTTCCATCCCTAAACCACTTCCTTAGAAGGTGTGG 

ATTTGCAAAACCAATTGGGGGCCTGAGGAGCCTGGGGTTGGATAGGGCCATGGCTGGTCC 

CCCACCATACCTCCGATCCACGTCGCTGACACAACTGACCTTGTTATCCATCTCCCCAAA 

CT1TATCTTTCTTTGAACTTGTTGGCATCCCCACTCCCAACCCCTTTTCCTCTATGAAAT 

CTTGGATTTGGGGCTGANGGGTGGGAGGGAGGGCANAGCTCTGCACACTCAAAGGCTAAA 

CTGGTGTCAGTCCTTTTTTCCTTTGTTCCAAATAAAAGAATTAACCCAAGAAAAAAAAAA 

ATAAAAANANGGGGCGCCCCCCCCCGGGGGGAA 

>SEQUENCE:9857:prostate_MPM2000-004P6_Table5 

CGCGCAATGTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 

TACTTCTAGAATTAATTAAGGCGGGGTCCTGGCCGGGCAGGGACAGGGCAGAGGACTCTG 

AGCGCCCCACCCATGCCTGCCTGGCTTGGTAGAGAAGATGGCACAGGATGGAGGCGCCCC 

AAGACGGACAGTGTACATAAGAGTTTCTTGTTGCTTTACAATAAAACATGAGAACCCGAA 

ATAAAAAATAAAAAGAAAAAAATAGGGCGGGCCCCCCCCGGGGGGGGCCCCCATTCCCCC 

TTTTTGGGGTTGTTTTAACCCCCCCCCATGGGCGGGTTTAAAAAAAATTTTTGTCCAAAG 

TTAATTTTAATCTATACAATTAAAACCTTTTGGCCTGTCTATAGGAGAGAAAGNAGAGTG 

TGAGAGATATAAAAAAATACTGGACCAAAAAAAAAAAAAAAAAAAA 

>SEQUENCE:9858:prostate_MPM2000-004P6_Table5 

GCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGGGAGGCAT 

GCTTTATTCCTGCGGTCAGTACCTAACGAACCAACGCGTCCTATGCTGCCAAAACTCCAT 

TAAAACCTCTG GTG G G AGCAACCGTCGG AG C ATACACCCG AC ACTCCG ACC ATG ACATG A 

CTCCTACTTCACCAGATCCCTGCTACCTACTATACTAAGCCGGTTCCATAACCTGTCCAA 

CG G AACTATTCCCCCTAG G G AT AACAATTCAGTACTACTTCTTATGCCTTATC ACCTGTT 

TGTGCTACCACCTCGATGTTGGATCAGGACATCCCGATGGTGCAACCGCTATTAAAGGTT 

CGTTTGTT 
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>SEQU EN C E :9859 :prostate_M PM2000-004P6_Table5 

ACAAAGGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTATAGAATTAATTAAGGCGGGTG 

GATCACCTGAGGTCGGGAGTTCGAGACCAGCCTGACCAAACATGGAGTAACTCCGTCTCT 

ACTAAAAATACAAAATTAGCCAGGCGTGGTGGCACATGCCTGTAATCCCAGCTACTTGGG 

AGGATGAGGTGGGAGGATTGCTTGAATCTGGGAGGCAGAGGTTGCAGTGAGCTGAGATCA 

TGCCACTGTACTCTAGCCTGGGCAACAGAGTAAGATTCCATCTCAAANNAAAAAAAAGGA 

GAGAGGGGTTAATTGGCGGGGG 

>SEQUENCE:9860:prostate_MPM2000-004P6_Table5 

CCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATT 
AATTAAG G CG GG ACTAAG AG AGCCG AGGTCGCTCCCCATCC ACTCTCACAAGGTTTGTG G 
CCATCTCTTTGCCTTACAAATTTTGAGCTGTAGGAAATCTCCTGAGCCGGGCGCGGTGGT 
TCACGCCTGTAATCCCAGCAGTCTGGGACGTCGGGGCGGGCGGATCACCGGAGGTCGGG 
A 

GTTCGAGACCAGCCTGACCAACATGGAGAAACCTCGTCTCTACTAAAAATACAAAATTAG 

CCAGGCGTGGTGGCGCATGNCCTGTATCTCAGCTACTCAGGAGGCTGAGGCAGGAGAATC 

GCTTGATTCCAAGAAACCAGAAGTTGCGGTGAGCCGAGATCGCCCCATGCACTTCCACCC 

TAAAAAAAAAAAAAAAAAAAAAAAAAAA 

>SEQUENCE:9861 :prostate_MPM2000-004P6_Table5 

TAGAATTAATTAAGGCGGGGGCTTAAAGCGAGGGAAGGGGGGGAACTGGTGGAAGCAAAG 
GCTCTCCCCATCACCACCTTGGTTTTAGGTAGGGATTTTAATTTAACTGAAGGACATCTC 
TCAACTTGGACAATAATTAATCCCTCAACAGCACCTCATATCTGCTATGACTTTGGCAGC 
GC 

>SEQUENCE:9862:prostate_MPM2000-004P6_Table5 

ACCGGGCCCCCCCTCGAGATACTTCTAGAATTAATTAAGGCGGGGTAAGGAGTCTCAGGC 

CAAGGATGTCATTGAAGAGTATTTCAAATGCAAGAAATGAAGAAATAAATCTTTGGCTCA 

CAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 

AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAANNNNCCCCCCCCCCCCCCGGGGGGAACAC 

CCCCCCCCCCCCAAAAAAGAGACCCCCCCCCCCCCCCC 

>SEQUENCE:9863:prostate_MPM2000-004P6_Table5 

CAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTT 

CTAGAATTAATTAAGGCGGGGGTAAGAAAGAACAACCATCATAATTTACAACCTAAATCA 

GATGAACTAAAAGGATCCAAAAATTTCCAGCTCTGTGACAGTACAAAACAAAATTCATCA 

CCAGTAACCAGTGCTTGAAAGGATTCTACTACTTGGGTATCTCAGATGGCTTTAAAAAAA 

AAAAAAATCAGTCTGAACATTTTCTGAAATAATACAACATTTCTA TTTAA GAATTGAGAT 

TAGAAAATATTTTATGGCTGCTTAATGCACAAAATTTTAGGGAAATTTTAAAAAGACTTG 

AAAGAATTATATTCTCATGATTGGAATAAGAAAAACTAAGCTTTTCCAAAGAACTTCCAA 

G G G CC ACATCTGTATTTTTTG GCAT AC AAG ATTTTAAG A AA AGTATG AT ATTCTCG GTCT 

GTATTGATAA 

>SEQUENCE:9864:prostate_MPM2000-004P6_Table5 

CGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTAC 

TTCTAGAATTAATTAAGGCGGGAGGAGGTTGCAGTGAGCCAAGATTGCACCACTTCGCTC 

AAG CTTGG G CAA A AG AGCG AAACTCCGCCTTT AAA A A A AAA A AAG AACTG AAAG AAG AAA 

TGAGCAGCAACACAATACTAACAGGCGACTTCAATACCCCACTTTCAGTAAGAATAGAAC 

AACCAGACAGAAGATCAAACAGAAGACACAGATGACTTGAATAACTCTTTAGACCAATTG 

GAACTAACAAACATATACAGAACACTTCACCCAACAACAGGGGATACACATTCTCAAACG 

CACATGTAATATTCTCCAAGACAGACTACATATTAGACCACGAAAAAAGCCTTAAATGTA 

AGAAGATTGAAGTCATACAAATATATTCTCCAACCTCAGCACAATGAAACTACAAATCAA 

TAGCAAAAAAAACAAAAAACAGGCAAAT 

>SEQUENCE:9865:prostate_MPM2000-004P6_Table5 

ACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 

TT AATTAAG G CGGG AAAACAAGTCGCT ATAATTG AAAG CCAG A AAAAAA AAACCAACAG A 

TTCAAACACCCAAGATCTCAAATAATTAACTTGTCAAAAATGTAAT ATAAA ACAAATAGA 

ACAAAAATGACCAACCAACAAGGGAAATTAGAAACAAACAGATCCTTTTAAAAAAAAAAA 

AA AAA AAA A AAA AAA A AG G G G GG CCCCCCCCGG G G G G G G CCCC A ATTCCCCCCTTTG G G G 

GGTTTTTTACCCCCCCCCAAGGGGGCGTTTTTAAA 

>SEQUENCE:9866:prostate_MPM2000-004P6_Table5 
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ACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 

TTAATTAAGGCGGGGGTAAAGGTTAAAAGTATGGAT TTTGG AGCTTGGATTTAAATCCTT 

GATCCATCATTTACTAGCATTGTGACCTTGGCCGAGTTTTTAAATCTCTACTGCAATTTC 

CTCATGTAAATGGTATAAATGGTAATGATAGTAGATTCTACCTTATAACATTGTTATGAG 

AGTTAAATGAGTTAATACAATTTTCTCGTATTCTCATTTTATTCTTGCCATAACCCTATG 

AAGTAGGTGCTGCTATATTTCTTTCATTATTCAATAAATGTTTGGAGTTCCTACTATGTG 

CTAGGTATTGTGCTGTACTGCGTGAGCAATGGTGAACAAAACTTGTAAGTCACCTTGATT 

TAAAAATACACCAATGAATAAATATTATAAGTTTGGGGAGGTGTG 

>SEQUENCE:9867:prostate_MPM2000-004P6_Tab!e5 

AAAAAAAGGAAAACACATGATGGGTACCGGGCCCCCCCTTTAGAGTACTTCTAGAATTAA 

TTAAGGGGGGCTGGGGTGGACAATAAAGAAGGCGCCATGAGCCAGCCTATGCTGAAAAAA 

AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 

AAAAAAAAAAAAAAAAAAGGCCCCCCCC CCGGG GGGGAGACAAAACTCCTAAAAAAAAAA 

GGAATATAAACCCCCCCCCGGGGGGGGTTTTTAAAAAAAAAAA 

>SEQUENCE:9868:prostate_MPM2000-004P6_Table5 

CGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGAAGCATGTACGGTACCA 
ATCGCAGGTTAACTAGAGGCCGGTATTCTACTACTGTACGTCC TTACT AGTTCATTCTAA 
ATAGGCTTTGTGTGGCAGCATACTAAAACCCTTATGTGCCTATATTTTACCTGGGTGTTT 
TTTTAATCTTCAAATATTG GTCCTCCTGTTACTTCATG ATTAAAC ATG G CCCTTGCTG AA 
GAGTATATTGGTATAAGTATGGTCTTACTTATCAATGGCCTGTTAGCCTTCCCCTCCTCT 
TCCTCCACTGGGAATACTAATATCATTGCATCTGTGTCTCCCAGGGGAAATCAAGGCTTT 
TCCTTGCACGTGCAGTCTTGTGATTTCAGAGTGGGCAGGCTTTGTATCCTCATGAGCCC 
>S EQU ENC E :9869 :prostate_M PM2000-004P6_Table5 

ATGTGTAGCGGGATATTGGAGCGATTATATCATGATTTGGCTGGCGCATTTAT GGCCA TG 
AATACGCTCTAAGG ATATTG ATG ATG G GTTCATCCC AG AGCTCAGTTG ACATTATTTTTA 
TGCTCCCAATTTTGTATTACCAAGAATATAACTCCGTTTATTTTGTAGTGGGATTTATCT 
TTATAGATTATTACTATTTTAAACTTTATGATG 
>SEQUENCE:9870:prostate_MPM2000-004P6_Table5 

TTACTGGCCGCGCGCTTTCAACCCTAACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCC 

CCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGTTGGA CTCT TAAGGGAAAATGTACCA 

TAGCACTTTAGGAATCGTGAGGATATGATTTTTTCCCTCCTTTTAAATCTTGACTACAAA 

CTGAGCATCTGTTCTCCTAAAGAAAACTCAACCACAGATCTTCCTCTAGTGTTAAAAGAA 

CCAGTTGATGCTGAAAATCTGAATAGCTCTTACATACATATAACTGTTCAGA CATGGC TT 

CTATAAAGTTCTAACTTAAGATTCTAAATCACTATATAAGGAAAATAGATCTAI I I I I IG 

ACAAAAAAAATTATACCTACTGCCCAATAATAGCATGGATTAAAAAAATTAGACAATTTT 

CACTTACTATGAATGCTAATCTCTCTAGAAATCTGCTCTCTCTAGAAATCTGATCTGTCC 

AGAAAAAAAAATAAGTTTTGCCAATGACATTTGGGTATCTGGGGCTTTCACCAAATAAAA 

GTTT ATAAAG CC AT AACC A AA 

>SEQUENCE:9871:prostate_MPM2000-004P6_Table5 

ATATAACCCTTACTAAAGGGATCAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTC 

TAG A ATT AATT AAG G CG G G AG AG AAG A AC ACC ACC AG G A AG ATC A AG A AGT A AAG AT AG G 

AGGAGAAGGAGGAGAGACTCACGGAGCTCAGAGAGAGAAGAAAGTCAAAGCAGAAACAAA 

GACAAATACAGAAACCAAGAGAGTAAGAGCTCACACAGAAAAGAAAATTCTGAGAGTGAG 

AAAAGAATGTACTCTAAAAGTCGTGATCATAATAGCTCAAATAACAGCAGGGAAAAAAAG 

GCTGATAGAGATCAAAGTCCCTTCTCAAAAATAAAACAAAGCAGTCAGGACAATGAATTA 

AAGTCCTCCATGTTGAAAAATAAGGAGGATGAGAAGATCAGATCCTCAGTGGAAAAAGAA 

AACCAAAAATCAAAAGGTCAAGAAAATGACCATGTACATGAAAAAAATAAAAAATTTGAT 

CATGAATCAAGCCCTGGAACAGATGAAGACAAAAGCGGATGAATGAGTTATATAAACTTA 

>SEQUENCE:9872:prostate_MPM2000-004P6_Table5 

CAACCCTAAATAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAG 

AATT AATT AAGGCGGGGAGGAAATACCAAATGCATTGTTGTTCTGCTCAATACATCTCAC 

TTGTTTCTAATAAAGAAAGCAGCTGAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 

AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAGGAAAAAAAAAACCAAC 

CAAAAAAAAAAAATAAAAAACAAAACACAAAAAAAAAAAAATCCCCCCCCC 

>SEQUENCE:9873:prostate_MPM2000-004P6_Table5 

ACCCTACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAAT 
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TAATT A AAGCG GGTG CCTGTTGTCCC AG CTACTC AG G G G ACTG AG G C AG G AG AATG G CGT 

AAACCTGGGAGGCAGAGCTTGCAGCGAGCCAAGATCGCGCCACTGCACTCCAGCCTGGGC 

AACAGAGCGAGACTCCGTCTCATAAACAATCTAACCACCCAAATAAAGGGGGCCCCCCCC 

CCCGGGGAAGCGCCCAACTCCCCCATTGAGGGGGTTTTT AACC CCCCCCCCAGTGGCGGT 

GTTTTAAAAGGAAGNATGGTGTGTGAAACAGTGTCTGGTCTTTTGTGCCAGCTCTGGTTG 

ATGTTTGTAAGACCATGTTTGTAAGACATGAATAAATTGCTGGCTTTGCACAAAAAAAAA 

AAAAAAAAAAAAAAAAAAGGCGGCCCCCCCGGG 

>SEQUENCE:9874:prostate_MPM2000-004P6_Table5 

TTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTA 

GAATTAATTAAGGGGGCTAGGTTGGGAAAACCCAGTGTGTGAAGATGACATAGCCTTACA 

TTG AATGTT ATTGG G CC AG AATGGTGCAG AA AG AG AG CCAG C AATG AG A AATG G GAG AG C 

ACAGAGCAGTGCCCCATCTCAGATACAATCAGTGACTTTCCCAGCAGCAGAGCCTTAAGA 

TACAGGAAAGAAAAACTGACAAAATTGAAGGGAAAAATCAACAATTCAGCAATAATTTGG 

AGACTTTGATACGCCACTTTTAATAATGGATAGAACAGCTTAAGACTATAAACCAATGAG 

G CCT AACAG ACATCTATAG A ACCTCATC AG AATACG C ATTC ATCTC AN AN N N AA AAA AAA 

AAAAAGGAAAAAAAAAAAGCGGCCGCCACCGCGGTGGAGCTCCAATTCGCCCTATAGTGA 

GTCGTATTACGCGCGCTCACTGGCCGTCGTTTTACAACGTCGTGACTGGGAAAACCCT 

>SEQUENCE:9875:prostate_MPM2000-004P6_Table5 

AACCCTCAATAAGGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGA 

ATTAATTAAGGCGGGATATCAGAGTGTAACTAAGGTAGTGAACACACACAAACACACATT 

CACAAATACATGCAAACTAATGATCAAGTTTATGAATAATGATGCAAAATTTTAAGAAAA 

TATTAGMTAAAAATATTTCAGCATTGTATTTATTTAATTAGCCAAAAAAGGTAATCATA 

TAATCATCTCTTTTGATCAGGCAAAAACAATTAGATTTTTCTCTCCTTTCTTCACTGTTA 

GTTATTATTTTGATGTATCAATCAATGCAATTGTATACAAGGCCAAAAAATGAGACATAT 

AAATGATACATCCTTCAAAGAAGGATTTAAATTCCTCTCTCTGAGATGTTGTATGTTGAA 

AATCTGAAAATTTCTGTAAAACCTTATAAAAACAAAAGAAAATTAGGTTCATTGGGACGC 

CCCCCCCCCGGGGGGGACCCCTTTTCCCCCTTTAAGGGGGGGAAATTCCCCCCC 

>SEQUENCE:9876:prostate_MPM2000-004P6_Table5 

ACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 

TTAATTAAGGCGGGGGGACTGCAAAGGCCAATGTTGGCGCTGGAAAAAAGCGATCTGGAT 

ATGGGATCACTACCCTATGATTTACTGTGCTGCAATGATGTTATCCTACGCCACTGCGGA 

TTTTTCGCATGAACTTTATTCCTCTCTATACTTCTATATTCACAGTTCAAAAGTCAAGTG 

CTGAGAGATGGTTTAAAGACAAATTCATGAAGGTATATTTTGTGTTATAATTGTTGATGG 

GTCCTTTGGTTTTCTGTATTTTTCCCCCTCTCTTTAAAACATCACTGACCTTTCAATAAA 

TTTTTATTGAAATGTCAAANAAAANAAAAA AAAA ATAAAAGAGCGGCCCCCCCCCGGGGG 

GGACCCCCAATTCCCCCTTTTAAGGGTTATTTTCCCCCCCC 

>SEQUENCE:9877:prostate_MPM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCAAGAGTACTTCTAGAATTAATTAAA 

GCGGGTAGTGCTCTTTTAGCTGTCCATGTTTCTAGGGGTATTCATTTGCTTTCTCGTTGA 

AACCTGTTGTTAATAAAGTTTTTCACTCTGAAGAAAAAAAAAAANGAAAAACCAAATAAT 

TATAAAAACTAAAATAAAAAAAAATTTCCCCCCCCCCCCCCCGGGGGGACCCCCCCACCC 

>SEQUENCE:9878:prostate_MPM2000-004P6_Table5 

AAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGAT GTGA AAATA 

TCACATGCCCTCATAACAAGTGTTGTTCTTTTTACTTTCTTCTAGCCAACTTGTTTTAGA 

AAATTAAGACTCTTTTTGATGACTCAGACTGACAAAAATGGAAAACTTT GCCTA TGTAGA 

CTAAAGAATGCCTACTGCCTGAGAAAATGCAGACCTAATTGTTGGTTTATTTTCTCCTCC 

TTACCCCACCCTGCTCTCTCTTTTTCTCTCTGGGTATCTCACCAGAACTCTCTTCCTGCC 

CCTCTTTCTCTTTCTTCCTTTACTTTCCCTTGCTTTTCCCTCTTTTCTTACTCCTCCTCT 

TTCTCTCCCCAACCCCCATTCTCATCTGCACCCTTCTTTTCTCATGTGTTTGCATAAACA 

TTCTTTTA ACTTCTTTCT ATTTG ACTTGTG GTTG A ATT A AA 

>S EQU E N C E :9879:prostate_M PM2000-004P6_Table5 

ACAAAAGCTGGGTACCGGGCCCCCCCTCGAGATACTTCTAGAATTAATTAAGGCGGGTGG 
ATCTCTTGAGGTCAGGCTGGTCTCGAACTCCTGACTTCAGGTGGTCCGCCTGCCTTGGCC 
TCCCAAAGTGCTGGGATTACAAGCATGAGCCACCGCGCCCATCCCATTTAACAGGTTTTT 
TTT AAGTGTTTCCTTT ATGTCTAATATCAG A A AC AGTAG GCAGTATGTGTG GT AGTCAAG 
AGCTAGACTGCCTGGGTTCAGATCCTGGCAGTGCCATTTGCCTGCTCTGTGACTTTG 
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>SEQUENCE:9880:prostate_MPIV12000-004P6_Table5 

G CG CG C AATTATACCCTC AGTCGCG C AATT A ACCCTC ACT AAAG GG AAC A A AAG CTGG GT 

ACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGAGGTAGATATAGGCC 

TGTTCTTTTTAGCAATGTGATTCTTGTGTTTCTTCTGGATTCAGCTTCTCCTAAACAGAC 

AGTTTAATTATAGTTGCGGCCTGGCCCCAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 

AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAGGCGGCCGCCACC GCGG GG 

GAG CTCC AATTCGCCCT AT AGTG AGTCGT ATTACG CG CG CTC ACTG G CCGTCGTTTT AC A 

ACGTCGTGACTGGGAAAACCCTGGCGTTACCCAACTTAATCGCCTTGCAGCACATCCCCC 

TTTCGCCAGCTGGCGTAATAGCAAAAAGGCCCGCACCGATCGCCCTTCCCAACAGTTGCG 

CAGCCTGAATGGCAAATGGAAATTGTAAGCGTTAAT 

>SEQUENCE:9881:prostate_MPM2000-004P6_Table5 

ACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAG AATT AATT AAGGCGGGGG 

TGATTGGAACTGTGTAATTGCAATGCTCTTACATTTTATATTTTACCCAGATTAAGTATT 

AATAGAATATAAAAAGTTAAGGCTATGTATTGTACTCCCTTAGAGCATGGGCCAGCAAAC 

TTTTTCTTAAAGATAGTAAATAGTTCAGGCTTTGATGGTTAAGAGGCAAAATTAAGGATA 

TT ATAT AG ATATTTAT ATAAC ATTAT A AAATGT AAAAG CCATTCTTG A AT AG CTCAC AGT 

TTTTTTAGAATTCCATTTCAATTTCTCTATTGGCTTTTTAGATTTCTTC CTCCC ACTGGG 

CTTGCCTTCTTTCTGTAGGTCACAGTTGTTTCCATATTCTTGATn ATC AAAAACA 

GTAACAAGAGAAAGAAG 

>SEQUENCE:9882:prostate_MPM2000-004P6_Table5 

ACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAAGCGGGGT 

CTAGTGACAAATGAGAGGGTGTGGCCTGTGCGGAGAGAAGCCCCGGAGAGGACATGGTGA 

AGAGCCAATGGGGAACCAGAAATAGAGGAGGGGCGTGACCTGCAGCCAATAAGTGGTGGG 

GAATGTGAATAAACATGATTTCTTGCCGGGCGAAATAAAAAAAAAAATAAAAAAAAAAAT 

TAAAAAAAAATTAAAAAATAAATATATAAAAAACCAAAAAAAAAAAAAAAA 

>SEQUENCE:9883:prostate_MPM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCACTCGAGAGTACTTCTAGAATTGATGAAA 

GCGGGGTCTCCCTTTGTTGAGCACGTTATAGTGCAATGATGTGATCATGACTCACTGCAG 

CCTCAACCACCTGGACTCAAGCAATTCTACCACCTCAGCCTACATAGTAGCCGGGACCAC 

AGATGTGAGCCACCATGCCCAGTTAATTTTTTGATTATTTGTAGAGATGAGGTCTATGTT 

GCCCAAGCTGGTCTCACACTCCTGAGCTCAAGCGATCC TGCCTC AAAATCAATCAATCAA 

TCAATCTTAGTTAAACTATCTTCTTAATGGGTAGATTTTAC I I I I I AATTCAGTTTCAAT 

GAAAAGAAAGGGTCTATACTTCCCTTCTGTTTAGAAAAGCTAAGTGGCCATGCTACATTT 

TGAAAATG CTTCG AAAAG G AA ACATTATG 
>SEQUENCE:9884:prostate_MPM2000-004P6_Table5 

CTGGGTGCCCGGCCCCCCCTCGAGAGTCTTCTAGAATTAATTAAGGCGGGCTACAGAAAA 
AATCTGGTGTTCTTGCTAACTTTGCCCTTCACTGTTGCTTAATTGTGAACAGCCAAAAGC 
TATATGTTATGGCTTATTGTGTGAAGGTAACTAAAAAGTGGTGTTCCATG 
>SEQUENCE:9885:prostate_MPM2000-004P6_Table5 

AGGGAAACAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGC 

GGGGACATCAGAGAATTGAGAATTTAGAATCTCTACAATGGATCATTCACAAAGTCCAGT 

ATGCAAACAGAAATTACTAGACATACAAAGACAAAACCATAAAACAAAAATCAAGAAAAA 

AGACAGTCAATAGAGACTGACACCAGTA TGAC CCAGATGTTAAAATTAACAAAGATTTCA 

AAGCACATATAATAATTATGATCAAAGACTTTTAAAAATGCT 

>SEQUENCE:9886:prostate_MPM2000-004P6_Table5 

TGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGCAGAGATGGA 

ATATATCATTGGTAGAATAAGTGTTTGGTAAGTTTTTATTTAGTAAAATTTAGTAGAAGA 

AATGATGTCCACTTTAAAATTGTGGAGTTTTTAATACTTGGGACAAACTGAAATTGTTTC 

TAGAAAGTCTCTAAGAAAAAAAAAAAAAAAAAAAAAAAAAAAGGGGGGCCCCC CCGGG GG 

GGGGCCCCCATTCCCCCTTTTTGGGGGACTTTTTCCCCCCCCCTCTGGGCCG l l l l I I AA 

AAAA 

>SEQUENCE:9887:prostate_MPM2000-004P6_Table5 

CCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTCTTCTAGAATT 
AATTAAGGCAGGCACAAAGAAATAATGGATGAAAATGTTCCAAATTTAGCAAAAGGCATA 
AACCTACAGATCTGAGTAGCTGAGCAAACCCCAAACACAATAAGCCAAAATAAATCAGGA 
ATG G CC AT ATT AGT GTC AG ATAAAG AAG ACTTT AG AG C AAAG AAA ATT ACC AG AG AC AG A 



Table 7 
3066/3129 



GAGGGCTGTTACATTGTAATANAAGTGTCAAACAACCGAGAAGAACAACATCCTAAATGT 

GTATGCAGAAAATAACACAGCTNGCCAAAAACATGAAGGAAAACTG 

>SEQUENCE:9888:prostate_MPM2000-004P6_Table5 

GCGCGCATTACCCTACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTAC 

TTCTAGAATTAATTAAGGCGGGGACTTGCTAATTAGTGTCTGA AAGTCA ATTATTTAAAT 

TGATATTCAATCTACCACATATTCAAATCTAACAGGTTAGAGGG I I I I I AACCTAAATGT 

GTCATTACCTGGTCTTGCAGATACTCATCCACAGTACCACCATGTCTAAGATTTGCTAAT 

AG CATTTCG GCAGCTTCAATTCCAACTTTGTCTG CATTTACACCTTAAG ATAAGCAC AAC 

ATTAAAACAAAACAAAACAAAACAAAACAAAACTAATTACTAAGAGACAAAAAGTTTGGT 

ATATCCCAATTAGCACTGGTATACAATTTTTAGGCCTCAAAAACCCACTCAATGCACCTT 

TTAGAATAAGATCTTTAGTTATTTAATATTCTGAGTGTTTGGGATACACAAGTCTTATAC 

CTTTAAATATACTAGTGGAGGAAAATAT 

>SEQUENCE:9889:prostate_MPM2000-004P6_Table5 

GCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 

TACTTCTAGAATTAATTAAGGCGGGTGTGCTTTGGTCTGCAAATTGACTGTCACTTCTCA 

GGAGAATCTGTCTTGGAGCACTAAGTTTGAAAATGTGCCCTGTATGGAATGTCTAGTGAG 

TGGGAGTGAAAGGTTATATTTGCATTTATGAAGGGCTAAGCAGGATACAGGGAACAAAGA 

GAAAGGGGAGAGAAGAGAAGATAAAATAATAATTAAAAAAAACAGTAAATCATTCTCTTT 

TTCTTAGAAAAAAAATGGGGCAATCTGTTACAAACCCACGAGTTCAAGGCTGTAGTGAGT 

CATGATCATGCCACTGTACTAGATACAGCCTGGGTGACAGATTGAGGCTGTGTCTCTAAA 

AAAAATCT 

>SEQUENCE:9890:prostate_MPM2000-004P6_Table5 

AAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGTTATCA 

AAGCTTACTGACTGACAGAAGTGAGAAAAGGTGGCA GATGA GAAAGTGGGATGGGGAGCA 

GAGGAGAGGCTGGAGAGAGAAAGGAAGAAGTGGTTATTTTAGAATTCTCTATATAGTAAA 

AATATGTTTTTTAAAAATAAGAAACATTTTTTTAAATATTAAAAAAGCCCAAAGAATTCA 

TAGCCATTAGATTCTCAATATAAAAAATGTTTAAACAAAAAAAGTTCTTTGGACATTGAT 

TCTAG ATAAAAACCTG CA 

>SEQUENCE:9891:prostate_MPM2000-004P6_Table5 

ACCCTAACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 

TTAATTAAGGCGGGAGAGAAAAGATGAGCCGGATTCATCAGAAATACCTCAGGAACTTAC 

TTATAATAAATGGTAAAGTATTTTGTTCC I I I I I I I GCCATTATAAATAGGATTGCTTTC 

CTGGCTTCCTTTTTAAGTAGTAGATGTATAGACATAAAGACAGAATAGAGAGCCCCAAAA 

TAAATCTACATACCCCACGTTGAACTGATCTTCAACAAGCATGCCAAGAACACAAAATGA 

GGAAAGGGTAGCAGTTTTGATTAATGGTATTGGGAAAACTGAATGTCCACAACAGAAAAA 

TGAAAATGGACCCTTATCTCACACCACATATAGAAATCAACTCAAAATGGATTAAAGACT 

TAAATGTAAG ACCTG AAACTGTAAAACTCTAG AAAAATAG G G G AAA AGCTTCTTG G CATT 

GGATATCACACCAAAAGCACAGGC 

>SEQUENCE:9892:prostate_MPM2000-004P6_Table5 

GAACAAAAGCTGGGTACCGGGCCCGCCCTCGAGAGTACTTATAGAATTAATTAATTTTCA 

AGACATAAGATAACAAAGATATTCATGGCCTAAACTGAGTACTGGATCAAATGGACCTGA 

TAGATATCTACAAAATTCTCCACCCAGAAACAACAGAATAGACATTCTTCTCATCAGCCC 

ATGGCACTTACTCTAAAATTGATCACATAATTGGAAGTAAGACACTCCTCAGCTAAAAAA 

AAAAAAAAAAAAAAAAAAAAAAAAGCGGCCGCCACCGAGGTGGAGCTCCAATTGGCCCTA 

TAGGGAGTCGTATTACGCGCGCTCACTGGCCGTCGTTTTACAAACGTCGTGACTGGGAAA 

ACCCTGGCGTTACCCAACTTAATCGCCTTGCAGCACATCCCCCTTTCGCCAGCTGGCGTA 

ATAGCGA 

>SEQUENCE:9893:prostate_MPM2000-004P6_Table5 

GCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 

TACTTCTAGAATTAATTAAGGCGGGTACATATGTTGGAATTAACAGACAAGGACACTAGT 

TATTATAACCATACTCCATATATTTAAAAAGTTGCATACAGACATATAAGACTCAAAGTG 

AATTTCTAGACATGAAATCTACAATATCTGAGATGAAAAATACACTGGATGGGATTAACA 

GCAGATTAACATTGCAGATTAGTGAACTTTAAGGCGTATCAGTAGAAACTATCTAAAAAA 

AAA A AAA A A AAA A AAA AAA AAA AG G CG G CCG CC ACCG CG GTG G AG CTCCAATTCG CCCT A 

TAGTGAGTCGTATTACGCGCGCTCACTGGCCGTCGTTTTACAACGTCGTGACTGGGAAAA 

CCCTGGCGTTACCCAACTTAATCGCCTTGCAGCACATCCCCCTTTCGCCAGCTGGCGTAA 
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TAGCGAAGAGGCCCGCACCGATCGCCCTTCCCAACAGTTGCGCAGCCTGAATG 
>SEQUENCE:9894:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGA GTACTT CTAGAATTAATTA 
AGG CG GGG AGGG AGG AG AGG CTG CCAACG AACAAGCTTCTCTTTTTGGTGCG AG CG GTG C 
TCGAGGACCCCGCAAAAAAGAAGATAGCTCTGTGAAACATAGAGAGCATTACAACTACAT 
AAAAACTTTCTTCTATAAGATACTAAAATATTGCTTACCTGAAAAGTTTGAACCGTATTA 
TAATAGACTTACTATGATACGAGAAGCTATGGGCACTTTGAACAGTCTCATGCGAAAAAA 
AAAAAAANAAAAAAAAAANGGGGGCCCCC CCCCCGG GGGGGCCCCCCATCCCCCCTTTAG 
GGGGGGTTTTTCCCCCCCCCCTTGGGGGG I I I I I I I 
>SEQUENCE:9895:prostate_MPM2000-004P6_Table5 

ATAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGCGGGCCCTGGGCCGCATGGTGGAACGGAGCCTGCGCAGCGAGCTGGCTGCACTTCC 

C 

CCCATCGTACAGGAGGAGCACGGGCAGCTGCTTGCGCTACTGGCAAAGCTGCTGCAAGGA 

CCCTGTGGCGGCTATGATGTGCGCAAGACAGCTGACGACTGACCCCTGCTTCTGCTGGGG 

CTGCGTACAGAGTGCAAATGTTTATTTAAAAAAAAGTTCTATTTATCCCTTGTCGAACCA 

AATGGATTACCACAATATGTGCTGGTGGGCCCCC CCCGG GGGGAACCCCCGCCCCCCCCT 

TGTGGGAGTTTTAATCCCCCCCTTAGGGGGCC I I I I I I I IACCCCCC 

>SEQUENCE:9896:prostate_MPM2000-004P6_Table5 

GCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 

TACTTCTAGAATTAATTAAGGCGGGGAGCTTGTTGTCTCTGGGGTAAGCATTAGCTGAAC 

AAAAAGAGGGCCAGTGGGAACGTGCTGACCCTTGTCAGAAATGAAAGTCACCTCCTATCC 

GCATAAACACCTGCCCTGGGAAAGTGTGCTGTGCAGAAACTCCAAGTCCTGTCCCAGTCT 

CTGGAGACCAAGGTCTGTCCATCATCTGTTCCCTGTAGAACTGTGACACCTGCGGG GCAC 

TGCAAGGGCTGAAAGGCTGGCCTCCTCCCCTTTGCTGGCCACTCACTGGGTAGGAATTTT 

TAAAAATCTTCCTTGGGACCGGGCGTGGTGGCAGGTACCTGTAAGTCCCAGCTACTTGGG 

AGGCTGAGACACAATAATTACTTGAGCCTGGGAGATGGAGGTTGCAGTGAGCCGAGATGG 

CACCACTGCACTCCCGTCTGGGCAACAG 

>SEQUENCE:9897:prostate_MPM2000-004P6_Table5 

AGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGA 

GT ACTTCT AG AATT AATT AAG G CG G G AAG AG GTG GTG GTC AG AATAACCT ATGTTAATC A 

AAATAAACTCCTTAGCATTAGTTAAGGTTCTTTACCTCAATCTCTCAAAATTAATGTTAT 

TCTGAACTAAAACTTAAAAAAAAAAAAACTAAATCTCTCAGTTCTACTTGTCTTATTACA 

CATATACTCATCTTCTTTTCCAGAAAAAAATAATATTCATGTCCTAAACTTAGAAACCTA 

ACCTGAAGTTTTGATCTGGATTTTTAGGAAGAAGGAAGTATTGATGGTTTCATCATTCTT 

AGCTCTATAAAAGAACCTATTAATTTTTCATAACTTTT AGCTT AGTATTATAGTTGGCCT 

TTTCTCTGTAAGGGACATTCTTAAATATTCAAGTCTAATTTTCTTTAAAAAGTTCGCTTG 

CTTTCT 

>SEQUENCE:9898:prostate_MPM2000-004P6_Table5 

CCTGAATAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGT ACTTCT AGAATT 

AATTAAAGCTGCAATTGGCAGTAACTAAATTCTCCGAGGTTTCTTTCCTCTCCTCTTTGC 

TACTGAAAGGTGCAGAAATGCTTTTGACAGCATCTTTCCTACTGACAGATGAATTGTTTT 

GACAGGAGAATTTGAAACCTTCAACTGAAGACACATTCAGATGTCAGGCCTGGTACAGGG 

CGATCGTGTTCATAGAAATAAGTGAGATGCTTTAGATGTGTGTGCATGTCAGCTGCCACC 

TGAAAGAAAGGCCTCATTAAAGATTTTCACTGATTAACTCTTTGATTGTTCTTGGGATCT 

CAGATGGGAATTCACGCTGCTTGCTGCAGAGCTCTTGGGCTAAGTGTATTTTCTTAATTA 

CTG AG AAATG CGTGTTATCAGTAAG C AGTG AAAAGTCTTG AAAAAAAC 

>SEQUENCE:9899:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGT ACTTCT AGAATT AATTA 
AGGCGGGAAACCGATGAAAAAAAAAAAAAAAAAAAAAAAAAAAGGGGGCCCCCCCCGGGG 
GGGCACAAAAAGAACCAAAAGAAATGAAAATATATCCCCCCCCCCCCGCCCGGGTGTTAA 
AAATCTGGTTACTTTTGGAAGG ! I I I I I I CTCCCCCCCCATGGGGGGGGAAATTAAAAAA 
AATAANANTTAATGGATTTTCTTGTGTGTGGAACTATGATCCAGTGAAGAAACAAAGCAA 
AT ATTCT ACTGTTGCT AT ACTTTTTTTTTTTG G GTTCC AAA A AAGG GTG G AAAG G G G ATT 
TCCI I I I I I I AAGTATGGGCCATGTTTTCTAAATTCCCC I I I I I I I I GCCAAAAAATTTT 
GAAAAATGGG I t I I I I I A 
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>SEQUENCE:9900:prostate_MPM2000-004P6_Table5 

ACCCTC ACT AAAG GG A AC AA A AG CTG G GTACCG G GCCCCCCCTCGAG AGTACTTCTAG AA 

TTAATTAAGGCGGGCCAAACTACAGCTCCAGCCCCAGGGTCTG I I I I I GTACTTTCTGCA 

AGCTAGGAATAACTTGTATCAATTTTAAGCGATTAAAAATAATTTGAATAGTATTTCACA 

ACATGTGAAAATCACATGAACTTTACATTTCTGTGACTATAAAGGTTCACTGGAACACAG 

CCATGCTCATTCAGTGTCTATTGCCACTTTCACACTACAAAGGTAGAAGTGAGTAGTTGT 

GATGGAGACCATGTGACCCACAAAACCTGAAATATTTACTATCTGGTCCTTCACAGAAAG 

TTTTCCCAAGCCATGGGTCTACAATAATCGTAAGTGATTTATTAACAAGTTTTAAGTTTA 

TGAAGGTCACAGAAAACAAGGTTATGATACAAAAACG 

>SEQUENCE:9901 :prostate_MPM2000-004P6_Table5 

ACGCCAAGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCC 

TCGAGAGTACTTCTAGAATTAATTAAGGCGGGATAGTAGTAGGGTCGTGGTGCTGGAGTT 

TAAGTTGAGTAGTACGAATGCGGTAGTAGTTAGGATAATATAAATAGTTAAATTAAGAAT 

G GTTATGTT AAGGTTGT ACG GTAG AACTG CTATTATATCATCCT ATGTG GGTAATTG AG G 

AGTGTGCTAACATTTTGCGTACCTGGGTTTGGTTTAATCCACCTG AACT GCCTGCTATGA 

TGGATAAGATTGAAAGAGTGAACATTTATCTGCATACGTGAAGTATTTTCCTGCTTAAAA 

AAGTTATATACGTGTTATTTGCTCTAATCTTGGCTGTATTATTAGATGTTAACACATCTT 

GCATGCTAGCTGTATTAGGT CATG TAGTATTGATATTATGTGATTCAATAGTACTAGTTT 

AAACCTATCTTACTCATTTTATTTTC 
>SEQUENCE:9902:prostate_MPM2000-004P6_Table5 

AACCCTAACTAAAGGGAACAAATGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGA 

ATTAATTAAGGCGGGCGGATCACAAGGTCAGGAGATTGAGACCATTCTGGCTAACACGGT 

GAAAACTTGTCTCTACTAAAAAAAAAAATACAAAAAATTACCTGGCGTAGTGGCAGGCCC 

TTGTAATCCAGCTACTTGGGAGGCTGAGGAAGGAAAATTGCTTGAATCCAGGAAGCAAAG 

GTTGCAGTGAAATGACATCGTGCCACTCTGCACTCCACCCTGAGTGACAAAGTGAGACAC 

TGACTCGAAAAAAAAAAAAAAAAAAGGGCGGGGCCGGGGGGTTATCCCCCTAACCTCCAC 

CTTTAGGGGGGGCCGGGGGGGCCGATTTTTGGGGTCGGAAAATAAAAACCTTCTGGGTAA 

AAAAAAAAAACCCC I I I I I I I I I AAAAAAA 
>SEQUENCE:9903:prostate_MPM2000-004P6_Table5 

CTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTA 
ATTAAGGCGGGCATAACACAGCAAGACGAGAAGACCCTATGGAGCTTTAATTTATTAATG 
CAAACAGTACCTAACAAACCCACAGGTCCTAAACTACCAAACCTGCATTAAAAA 
>SEQUENCE:9904:prostate_MPM2000-004P6_Table5 

GG G AAC ACTTG CTG G CTG CCG G GCCCTCCCTAG AG AGT ACTTATAG AATT AATG AAG G CG 

GGGCAGGACCGCCGCATAACGCACTAAGGAGAGTGTGGACCCTCGCCCTGTCCTCTAAGC 

TCCATGTAGAGAATGTGGATAATATTCCTTACTGCCATAAATAGCCACTGGCCGCTGACT 

ACGCGTAAGGCAAACAAGCTACCTGCGTTCAAGGGACCCGAAGACTAGGGGAGAAGCAGC 

GAGCGGGTCGCGGCCGCCA CCGC GGTGGAGCTCCAATTCGCCCTATAGTGAGTCGTATTA 

CG CG CGCTCACTGGCCGTCGTTTTAC 

>SEQUENCE:9905:prostate_MPM2000-004P6_Table5 

CGGGCCCCCCCTCGAGTGTACTTCTAG AAATTA ATTAAGGCGGGGGGGNGAAAAAAAAAA 
AAAAAAAAAAAAAAAAAAAAAAAAAAAATTTTTTTAAAAAAAAAAAAAAA AAAAAAA AAA 
AAAGCGCCCCCCCCCGGGGGGGCCCCCCCCCCCCCCTTTTTAGGGG I I I I I I I CCCCCCC 
CCTTTGGGGCGCTTTTTTAAAAAAAAAAAAAAAA 
>SEQ U EN CE :9906:prostate_M PM2000-004 P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATT AATT AAG 

GCGGGAGGAAAGCCTTTCTTCTGTGCTAATTGCGTACAGGCTACAGGGGTTAGCCTGGAC 

TAAAGGCATCCTTGTCTTTTGAGCTATTCACCTCAGTAGAAAAGGATGTTAGGGAAGATC 

ACTGTAGTTTAGTTCTGTTGACCTGTGCACCTACCCCTTGGAAATGTCTGCTGGTAGTTT 

CTAATTCCACAGGTCATCAGATGCCTGCTTGATAATATATAACCATTA 

>SEQUENCE:9907:prostate_MPM2000-004P6_Table5 

TAAAGGGAACAAAAGCTGGGTACCGGGCCCCTTCTCGAGAGTACTTCTAGAATTAATTAA 

GGCGGGAGAGGTTTTCAAAAGGCATTTAGCATGAAGAATGTTATGTATGAAATTGACATT 

CAGAAACAGTGACTAAAGATGCAGTTGTATAATACATGCCACGTACAACCTCTGGCCTAC 

CACTACGCTCAGTGGTAATGATGACTTTGAGGCATTCCATAAGTTAAAAAAAAAAAAAAA 

AAAAAAAAAGGGGGCCCCCCCCGGGGGGGACCCCCAATTCCCC 
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>SEQUENCE:9908:prostate_MPM2000-004P6_Table5 

ACCCTCACTAA AG G G AAC AAAAG CTG GGTACCG G G CCCCCCCTCG AG AGT ACTTCT AG A A 

TTAATTAAGGCGGGATCAAATCAACATCCTTTAAACAATCAGTAAGAGGTTCCCTTTCAG 

ATAAAGATAAAGAATTTGACTTGGGACACTGCCAGACTTCTAACTGTTACAGAAAAACAT 

TCTGTTGCCACAGCTTGCTGAAGCAAGAAAATCGCTTGAAACCAAGGCGCCCCC CCCCGC 

GGGGAGCCCCGATCCCGCCACTGTAGTGGAGTTTTTTACCCCCCTGAGAGGGCG I I I I I I 

ATAAAAAGGAAATCAAGAAGCTAAGGCTTCTTGGTGGCTCATGGTGGCTCATGCCTGCAA 

TCCCAGCATTTTGGGAGGCCGAGGCGGGCAGATCACCTGAAGTCGGGAGTTTGGGACCAG 

CCTGGCCAACATGGTGAAAACCTGTCTTTACCAAAAATACAAAAATTAACTGGGCG 

>S EQ U ENCE:9909: prostate_M PM2000-004P6_Table5 

ACCCT ACT AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGT ACTTCT AGAAT 

TAATTAAGGCGGGCTAATAGATATAAAACACCTGAAACTCATCAGCAGCTTCTCAATAAG 

ATCTCAGGAGTGAGGAGAAGTAATGCAAGATCCCAAAGTATGCCAGCGTATAAAATCCCA 

AGTCAAGAGGTCAAGCTGCCGGTTTCTCAAGTCGCTTGCTTGGCCCTCTTCCAAGTTGTA 

CTTTG CTCCTTTCCTTTTCTTCCCTTCCTC AN AAA AAA AA AAAAA AA AAAAA A A AA A AG G 

GGGCCCCCCCCCGGGGGGGCCCCCCAATCCCCCCTTAAGGGGG I I I I I I I CCCCCCCCCC 

TGGGGCCCTTTT 

>SEQUENCE:9910:prostate_MPM2000-004P6_Table5 

GCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 

TACTTCTAGAATTAATTAAGGCGGGGGTGCTAGGAGGATAAACTCCCTGGACAACTGCTA 

GTGAAGAGTGATATGACTAATCCTGTATCTTTGTGATCTGAATAGCCCGTAATTCAAAAA 

TATATTACTTTCAATCTTGTAAGATGCACACTGGATCAAGGATGTCCTGTGCTACT GATG 

AAACTAGGAAAAGAAGGCGACCATGAATATGAACCAAGAC ATAT GCTTTCATATCATTTT 

CTCACTTATCACATCACCACGCACCTATTAACAGTACTTGATTTTACCACATTATCGGTC 

TAACTAGCTTATGGGAGCTCCCACCATCATAAGATGGGCCGTGTTTGCTACTCATTTAAA 

AATCGCATTTTTTGTTCCGATTATAACAGTCGTATATGTTTACTATGGAGAATCTAGAGA 

AAAATATTTA 

>SEQUENCE:991 1 :prostate_MPM2000-004P6_Table5 

AC AAAAG CTGGGTACCG G G CCCCCCCTCG AG AT ACTTCT AG AATTAATT AAG G CG G G GTT 

CCCCGGCTTCCAAGTCGCTGTTTCGTCAAAGCACGAGGGCCGCC TGTGG CCTTAATTCCT 

AACGGCGGCCCCGGTTCTCCCTTCTCGGCAATAAACCAGGCCTAGTTTTGTAAAAAAAAA 

AAAAAAAAAAAAAAAAAAAAAAAAAAAAAGAGAAAAAAAAAAAAAGAAAAAAAAAAAAAA 

AAAAAAAAAAAAANNGGGGGGCCCCCCCCCCGGGGGGGGCCCCCCCCCCCCCC 

>SEQUENCE:9912:prostate_MPM2000-004P6_Table5 

CTCACTAAAGAGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTA 

ATTAAGGCGGGGGGTCCAGAAGGCAGACTGCTATGGGTTGAACTGTGGTCCCCAAGAAAT 

GTATGTGAAGTCCTTAACACCCAGTATCTTACACAGTAACCTTATTTGGAAAAAGGATCA 

TTG C AAATGTAATT AG G ATG AG GTC AC ATG ATGG AGTAG G G C AG G ACCCT AATCC A AT AT 

GACTGGTCTCCTAATAAGAAGATAGCCATATGGAGACAGAGACAAAGGAAGAATGGAATG 

TGAAGATAGCAGCAGAGATTAGGGTGATTTAAAAAAAAAAAACAAAAAACCAAAACTGTC 

AACCACTGACATCCATCACTAGAAGC 

>SEQUENCE:9913:prosiate_MPM2000-004P6_Table5 

GTTCCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGGCTCGCAGTGAGC 

TGAGATCACACCACTACACTCCAGCCTGGAAGACAAAGCAAGACTCCATCTCAAAAAAAA 

AAAAAAAGGGGCGGGCCCGGGGGCCTCCCCCTTTTTTCCCCCCCTTTTGGGGGGCCCGGG 

GGGGGGGTTTCCCAGGGTGGGAAAATAAAACCCTTCGGGTTTAA CGGGGG AAACCCCCTT 

TTTTCTT AAAAAAC AAAAAATT ACCCCG G CCAGGGGGGGGGCCCC I till I CCTTACCTT 

CTCGGGGGGCTGGGGCGGGAAAATGGCTTTAACCCCAGGGGGGGGACCCCTCCTTTGCC 

C 

CAAATTGGCCCCTTTGCTTTCCCCCTGGGGAAAAAGAAAAACTCCTTTTAAAAAAAAAAA 

A A AAA A AAA AA AG GGGCCCCCCCCCCGGGGGG 
>SEQUENCE:9914:prostate_MPM2000-004P6_Table5 

CTGGCCGTCGTTTTCAGGAAACAGCATATGGCACACTATTGCTGGTCCCGGGCCCCCCCT 
CGAGAGTACTTCTAGAATTAATTAAGGCGGGTGGAAAGGCGGAGGCGAGCCCTGGAGGAG 
GGAGGCCACAACTCCGAGCTGCCCACCTGGTGCTGAGCTGGGGCCCCGCCTCCTTTCTGT 
TTTATTTTTGAGGAAATAAAATAACCAAGTGCTTAAAAAAAAAAAAAAAAAAAAAAAAAA 
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AAAAAAAAAAAAAGAAGAAAAAGAAAAAAAAAACAACAAAAACCAAAATGAAGAA 
>SEQUENCE:9916:prostate_MPM2000-004P6_Table5 

AC AAA AG CTG G GTACCG G G CCCCCCCTCG AG AGTACTTCTAG AATTAATTA AG GCG G G C A 

CCTGTAGTCCCAGCTACTCGGGAGGCTGAGGCAAGAGAATGGCGTGAACCCAGGAGGCGG 

AGCTTGCAGTGAGCTGAGATGGCGCCACTGCACTCCAGCCTGGGCAACAGAGCGAGACTC 

TGTCTTAAAAAAAAAAAAAAAAAAGTTGGGGTGGGGTTT 

>SEQUENCE:9917:prostate_MPM2000-004P6_Table5 

TGATGGGTGCCGGGCCCCCCCTCGAGAGTACTTGTAGAATTAATTAAGGCGGGGGAATAG 

GAGAGCAATGCCCTAGGGAAAAGAGGGCACTAGGGGAAACAATGGTTACAGTG CACT GCA 

GAATGACCAATGGCACCTACTTCCAGAGTTTTCCTTCAACTAAAAAGAGATGGCATTTTC 

TTATGATTCAGTAACCGCATTACTTACATCAACATTATGGTTGCTATAGACAAGCC TAGG 

TAGCTAGCCTCTATTTACATCATCCCACTAAGGGTATCCAAACCCAAGTAACCAAATTTT 

AGAACACTATCAGATAGTTTCCTGCATTCAAGACTTCAACTCATAACTCTTTGAACTCTT 

ATTAGATATAAGGAATCTAAGATGTATTATAGGCATTCCTATAATTAGCCATATTTACAA 

GATACAAAATATTTGGATAAAAAGCAAATTTCATCACATCGTATAATGTACAGATAAGGT 

TTAT AAAGT AA ATT AATTTATTTTTAG C ACC ATATAT ACA ATCC AAAC ACTG C AA ATT AA 

TTTCTTTTCAAACTCAAAAGATAGTTTTCATTAATCATGATGGCA CATC CTCTCTCTCAA 

TAAACCCAAATGCTGTTTTAATGGCTGGGTGGTAATAGTTAACATTTTATAATTGTTATT 

T AAAAATATGGTCTC A AG ACTAG GCTG C ATTTCCTAAAA AAAAAA AAAAAAAA AAA AG G G 

GCCCCCCCCCGGGGG 

>SEQUENCE:9918:prostate_MPM2000-004P6_Table5 

ACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGA GAGT ACTTCTAGAA 

TTAATTAAGGCGGGTGGTCTGAATATTTACGTCCCCCTGAAATTCATCTTTTGAAACCGA 

ATTACTAATGTGATGACGTTTTGGAAGTGATTAGGTCATAAGGGTGGGGCCCTCCTGAAT 

GAGATTTTTGCCATTACTGAAAAGGCTGGAGAGAGACCCTTCACCCCTTCCATCGTGAGG 

ATACAGCAAGAAGGCACCGTCTATAAACCAGAAAGTGGGCCCTCAATAGACACTGAATCT 

GCCGGTGCTTTGATCTAGGACTTCCCAGCCTCCAAAACTGTAAGAAACAAATTTCTGTTG 

TTGATAAGCCATTCAGTTTATGGCGTTTTGTTATAGCAGTTTAAATGGACTGAGTTAGTA 

TATGAATTATATTTCAATAAAGCTGTTATTAAGTAAAGGAAAAAAAAAAAAAAAAAAAAA 

AAAAAAAG GCGGCCCCCCCCGGG G GGG ACCC 

>SEQUENCE:9920:prostate_MPM2000-004P6_Table5 

AGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGC 

GGGGAGTAGATGCCTTCTAGCTCTAAGAAAGAAGATGGATGGTGATTAAACATTTCCAAG 

AGTTTGTGGAGTGTTAGAAGCTGAGAGAATGCAGGCTTGAGATCCTCTCATTATTCTTTG 

AAGCCAATCAAATTGTGAGATAAAAACCTGAGCCAGAGAAGCAATTGGGTAGGGCCCTTG 

GGACAGGAGCTAAAATTTGGAAGAGCTGCTATTAGAAGTGGCAGAGGGAGCTGACGAGCA 

GAATGTAGAATTGCTGAGTGGTTTTGAGAGCTTGGAAACTATAAATTTGTAGTGGCATCG 

GTCCACATGATTGTTGTATTTCCTCCAGCAGAAGTCAGCAGTCCACTTATGAGAACTCAA 

AAAATGCTGATTGAAACTGAAACTGGAGGTGCTGTGAATCCAAGATGG 

>SEQUENCE:9921:prostate_MPM2000-004P6_Table5 

TTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTA 

GAATTAATTAAGGCGGGTGAATGGGGTGGGGTGCGAATTATAGCTCACTAAAACTGCTTC 

AGAAGACAAGATGAGGAGGCAGCACTAGGGCCAGATGGCAGAGGAGCTTATAAGTCATCC 

CTCAGAGACGGAACTTCATCCTGATGATGGCAGCAGGAAGCCTTTGTAGGGACTGGTGTG 

AAGGGATTTGCTGCTGGGCAAGGAATGGAATGGAGGGGCAGAAGTGGGTATGGAGAGCAC 

TGGAGTGAGAGTGAGATGGTAATGCGGTCAGAGGAGAAGGCGCAGCATTGAAGTCATGTC 

CATGATTAGCTCCTGCTTTCTCACACTCACTGTGTTGCTTTGCAGAAGACAGTTTCCCTC 

TTTGGGCCTCAGTCTCCCCACCAGTCACAAGGCTACTTTGGAAAAGTCTGGCAGGTCCTC 

AAAAGTTTTAATGTAAA 

>SEQU E NC E :9922:prostate_M P M2000-004 P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAG 
GCGGGAGAATGGCGTGAACCTGGGAGGCGGGGCTTGCAGCGAGCCGAGATCACGCCACT 

G 

CACTCCAGCCTGGGCGACAGAGCAAGACTCCGTCTCAAAAAAAAAAAAAAAAAT Mill! 
TTTGGGGAAAAGCTGTTTTTTGTGGGAAACAAACTTTTTTAAAACAAACTTTATTACAAC 
CCACCTCCTTGTTTTGTCCCAATAAA AATGT AAAC AGTTG G GG ATTAAAAAAAATATTG G 
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AAGGGTATAAGTTTTTTTATTTTTAGGATTGAAAACACCCTTTTTTAATTGGCCCTATTN 
AAAAAAAAAAAAAAAAAAAAAAAAAGGGGGCCCCC CCCCG GGGGGGGCCCCCCATCCCCC 
CTTTGGGGGGG I I I I I I I CCCCCCCCCCTGGGGGGTTTT 
>SEQUENCE:9923:prostate_MPM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAA 

TGTTTAAGGAACATTTCACCAGAACAGTATGACAGTTTGGATGGTATGTATACCCAAATA 

ACTTAGCCTTTAAATATCTAAACAAAGCAAACAGAATAACAAGGAGAAACTGACAAATTC 

TCAATGGGAATAGGTGAGTTTTTAGCATATAGTCATGCACTGCATAATGATGTTTGAGTC 

AACAATGGACTGCCTATACAATGATGTTCCTATGAGATTATAATGGAGCTAATGAGGATA 

ATTCCCATCATCTAATGACATCATAACTATCTTAATGATATAGCACAACACATTACTCAT 

GTATTTGAGGTGATGCTGGTGTCAACAAGCCTGCTGCATTGACTGCCAGTTGTTTAAAAT 

AT AG C ACATACC ATTGTTTGC AGT AC AT AAT ACTTG AAAATGATAATAAACTAGTATATT 

GCTGATTTATGTATTTGCTATACTATACTTTTTATCATTATTTTAGAGTGTACTTCCACT 

GATGTAAAAACAAGTTAACTGCAAAACAACTTCAGGCAGGCCCTTTAGGAGGTATTCCAG 

AAGAAAGCATTGTTATCATAGAAGATGACATCTCCATGCATGTTATTGTCCCCAAATACA 

T 

>SEQUENCE:9924:prostate_MPM2000-004P6_Table5 

TTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTA 

GAATTAATTAAGGCAGGAAAGGAGGCTGAATCAAATAAAGTAG TAGAAT AAATAAATAAA 

TAA AAGTTAAAAATAAA AA AGCC CCG AAG CCC AG GTACCTTGTC lit!! CTCCTCAGAAC 

TTCAGTTAATAAACACGAAATACCTGGCTGAGGAACGCAAGTCCAAACCTCAGTGTGCAA 

AATAACTTGTATAATCTAAACAAACTGTAGTGTTCTTGAAGACATGATAGAATAACTTTG 

TTAAAAAAAAAAAAAAAAAAAAAAAAAAAAAGGCGGCCGCCACC GCGG TGGAGCTCCAAT 

TCGCCCTATAGTGAGTCGTATTACGCGCGCTCACTGGCCGTCGTTTTACAACGTCGTGAC 

TG G G AAA ACCCTG G CGTTACCCAACTT AATCG CCTTG CAG C AC ATCCCCCTTTCGCC AG 

>SEQUENCE:9925:prostate_MPM2000-004P6_Table5 

CACTCCTGGGTAAAGGGAACTGATGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAG 

AATTAATTAAGGCGGGGGGATGGAGGCTGTAGTGAGCCGAGATCATGCCACTGCACTCCA 

GCCTGGGTGACGGAGCCAGATCCTGCCACCGCAGTCATTCTGGATGACAGAGTGAGACCC 

TGTCTCAAAAAAGAAAGAAAAAAATTTTTTTCCTCTGTAATAAAGCAATAGGCCTAAGAA 

AAAAAAAAAAAAAAAAAAAAAAGGGGGGCCCCCCCCCGGGGGGGACCCCCAATTCCCCCT 

TTTGGGGGGGGGTTTACCCCCCCCCATGGGCCGGGTTT 

>SEQUENCE:9926:prostate_MPM2000-004P6_Table5 

GGAAAAAAACTGGGTACCGGGCCCCCCCTCGAGATACTTCTAGAATTAATTAAGGCGGGC 
ATACCAAGGCCACCACACACCACCTGTCCAAAAGGCCTTGGATCGGGATAATCCTATTTA 
TTACCTGAGAATTTTTTTCTTCGCAGGATTTTTCTGATCCTTTTACCACTGCAACCTAGC 
CCCTGCCC 

>SEQUENCE:9927:prostate_MPM2000-004P6_Table5 

GGAACAGAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGG 

GCGCCTGTAGTCCCAGCTACTCAGGAGGCTGAAGCAAGAGAATCGCTTGAACCTGGGAGG 

CAGAGGTTGCAGTGACCTGAGATCATGCCACTGCACTCCAGCCTGGGCAACAGGGCAACA 

GAGTGAGACTCCATCACAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 

AAAAAAAAAAAACCCCCCCCCCCCCGGGGGGGGGCCCCCCCCCCCCCTTTTGGGGGGTTT 

TTTCCCCCCCCCCCCCATTGG G 

>SEQUENCE:9928:prostate_MPM2000-004P6_Table5 

ACAAAAGCTGGGTACCCGGGCCCCCCCNTCGAAAGTACCTTCTA GNNAAT TAATTAAGGG 

GCG G GCGT ATGG ACTGTAG CATG AAAGT ATATC ATTG ATAAATCCTTTTTT ATAAATACA 

AACTTTAGGCCTGCCATTACGGTTAACGTTTGTCATTCCGTCACTTTGATATGCCTAAGC 

AGGCAGATCTCAACGTCATGAGGTTAAGACCACACTGGCTAACACAATGTAACCTCTTCT 

CTGCTTAGCACACAAAAACAAAAAATTAGCTCGGCTTGGTGGCCGGCGCCTGTAGTCCCA 

GCTACTCGGGAGGCTGAGGCAGGGGAATGGCGTGAACCTGGGAGGTGGAGCTTGCAGTG 

A 

GCCAAGATTGCGCCACTGCGCTCCAGCCTGGGTGACAGAGTGAGACTCCGTCTCTNANAA 
TT N N N AAA A A A A A A A A A A 

>SEQUENCE:9929:prostate_MPM2000-004P6_Table5 

TCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAA 
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TTAAGGCGGGGACATAATTATTGCACCAAATAACGTCAAAAGATATGCTCGCAGTCAGAA 

ACGACTTCACAATGCGTCTTAGCCAAGATTGAGACATTATTCAAGAGGCCGGAGGAGATG 

ACTTGCTATTGTCACATATACGGGATATCTACCCCATCAACAAGATCCTCCTGATGTGCA 

C AG G A ACACTTC ACTGG ATG CG CCTG CACTTTGCCGCTTATATATTG C ACTC AG CATC AC 

GCCGGGACCTGAATTCCACTTCTTCCATCTATTACATCTCTGAGTCTAAA TGAAA ATGAA 

GAGAAGACCGGACCTTTTGTTGTACACTGGCTAAACAATAAAGAACTGCATTTTACTTTG 

TCCATGGAAG I I I I I I I I ACAG C AACTTAAAAA AG GTTTTG AAC AACCATCTTCTG AG G C 

CAGTGTTGAAAATTCTAATCAGGCAAATGTAAAATCTGATGAAAAAACTGATGATGGGGT 

TGATGAAAAAAAAAAAAAAAA 

>SEQUENCE:9930:prostate_MPM2000-004P6_Table5 

ATTGACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCT 

AG A ATTAATT AAG G CGG G AG ACTTTCTAA AC AGTTTTTCTTTC AG G A ATTCTGTAG C ATT 

CCCCCTTCCCTCTGTTAGGAACCAAGGACATCAGAAATAGCAACTTTAAGTGGCAAGCCG 

GAGGAACTCTGTTAGAATAATCCACACAGTGAGGCAAATATCAATCTAAGCATTGTGGAT 

GGAAGGAATGGTCTTTGGAGAGAGCATATCCATCTCCTCCTCAC TGCCTC CTAATGTCAT 

GAGGTACACTGAGCAGAATTAAACAGGGTAGTCTTAACCACACTATTTTTAGCTACCTTG 

TCAAGCTAATGGTTAAAGAACACTTTTGGTTTACACTTGTTGGGTCATAGAAGTTGCTTT 

CCG CC ATC ACG C AAT A AGTTCGTGTGT A ATC AG AAG 

>S EQU ENCE:9931 : prostate_M PM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGCGGGCATGGTGGCTCACGCCTGTGATCCCAGCACTTTGGGAGGCCAAGGCGGGTGG 

A 

TCCTTTGAGGTCAGGAGTTTGAGACCAGCCTGGCCAACATGGTGAAACCCCATCTCTACT 

AAAAATACAAAAAAATTATCCAGGCATGGTGTCGCACACCTGTAGTCCCCAGCTACTCGG 

GAGGCTGAGGCAAGAGAATCGCTTGAACCTGGGAGGCGGAGGTTGCAGTGAACCAAGATC 

GTGCCGCTGCACTCCAGCCTGGGCAACAAGCAAAACTCCATCTCAA AAAAAA AAAAAAAG 

TG GGACCAAACCCCACTTCCGG AATATAATATAGTCCCTTATT AACAA I I I I I ATTTGGG 

GACGGCCTTTTCCCTCACCTTTTCAAATATCCAGAGGATGAAA I I I I I I I I I I AAAAATA 

TCATTTTTTCTTTCTCCGGGCCAAAAATTAAGAAAACCTTTAGGGGACTGCCCCCTTTAA 

AAAAAAATAACTTATTCCCTTAAAATTTTTTAAAAAAAAAAGGGGTA 

>SEQUENCE:9932:prostate_MPM2000-004P6_Table5 

AACCCTAAATAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGA 

ATTAATTAAGGCGGGGATCATCACGGAAAGATTTGTTAATTTGATCAACTTCTATCTTAA 

AACTTTTGAATTAAATCAAAAACAAAGACTACAATGCAATCAAACAAGTCTACTATAAAA 

ATAGAAGGCGCAGAGCGTAAAAAAAAAAAAAAAAAAAAAAAATGGGCCGGCCCCCCAGGG 

GGGGAAAGCCTTTTTCACTAATAAGGGAGAAATTATCCCCCCT 

>SEQUENCE:9933:prostate_MPM2000-004P6_Table5 

TGCAGTGAAAGAAAGTTCTTCATATTANGACAGATATCATTGCATCACATTTATNTATCT 

NTCTGGGTATTTNTATAGCCCTTAATAAAAAATATTAANACCNANNAAAAAAAAAAAAAA 

AAAAAAAAGCGGCCCCCCCCCCGGGG 

>S EQ U ENCE:9934: prostate_M PM2000-004P6_Table5 

CGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGT 
ACTTCTAGAATTAATTAAGGCGGGTCAGAGGACTGTAATGATAGAATTAAATTAGTGTCA 
CTAAAAACTGTCCCAAAGTGCTGCTTCCTAATAGGAATTCATTAACCTAAAACAAGATGT 
TACT ATT ATATCGATAGACTATGAATGCTATTTCTAGAAAAAGTCTAGTGCCAAATTTGT 
CTTATTAAATAAAAACAAT 

>SEQUENCE:9935:prostate_MPM2000-004P6_Table5 

AGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTNNAGTGGGAAGAAGC 

CGGGGATGAACAGGACATTTCG I I I I I I I I I I CGGCTGCGAGATTTGGGCACTTTTGGGG 

GTGCCGGTGGCCCGGTCCTATGGCGCAAGGTTGGGCAGGCTTCTCTGAGGAGGAACTGAG 

GAGACTAAAGCAGACTAAAGATCCATTTGAACCACAGCGACGTCTCCCCGCGAAGAAAAG 

TCGACAACAACTTCAGCGAGAAAAAGCCCTTGTAGAGCAAAGCCAAAAACTTGGGCTTCA 

AGATGGATCAACCTCATTACTTCCAGAGCAGCTGCTTTCAGCACCAAAACAGAGAGTTAA 

CGTTCAAAAACCACCTTTTTCTTCCCCTACTCTTCCGAGTCATTTCACTCTCACCTCCCC 

CGTTGGTGATGGACAACCACAGGGCATTGAAAGTCAGCCAAAGGA 

>SEQUENCE:9936:prostate_MPM2000-004P6_Table5 
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ACCCTCACTAAAGGG AACAAAAG CTG G GTACCGG GCCCCCCCTCG AG AGT ACTTCTAG AA 

TTAATTAAGGCGGGGCTTGCAGTGAGCCGGGGAGATCGCGCCACAGCCCTCCAGCCTGGG 

TGACAGAGCAAGACTCTGTCTCAAAAAAAAAAAAAAATTTACCTGGAAAA AAAACTTT TT 

ACCTGTTAACCCCCTGGTCC I I I I I I I I GCCTTGGGGGGAAAACCTCTCA I I I I I I I l CA 

AAGCCAAAAGGTAAATTTTTTTTAAAATAATTTTTTAAGGGGTCCCCTTTGGGGCGGGGC 

CCAGGGGCTCTTCCCTTTATTCCCACCTACTCGGGAGGCTGCGG GGGAA AAATCATTGGA 

CCCTGGAAAGGGGAGGTTGTATTGACCCAAAACTGCCCCATTGCCTTTTACCCGGGAAAA 

AAAAGGGAAACTCCTTTTCAAAAAAAAAAAAAAAAAAAAA 

>SEQUENCE:9937:prostate_MPM2000-004P6_Table5 

TGGGTACCGGGCCCCCCCTCGAGATACTTCTAGAATTAATTAAGGCGGGGAACAATCTAC 

AAAATACTAATGCATGTCAAACATTTCCTCGGCTTGGTCATAAGCAATCCATGTATTACC 

TCATTTAATCCTCACAACAACCCTCTAAGAAAAGTACTATTATCTCCCCTTACAGAGGAG 

GAAACTGAGGCACAGAGAATGTCACCCCAAGCGATCTATGTTGAAAGTACATACCCCGGC 

CAGGCGCAGTGGCTCACACCTGTAATCCCAGCACCTTG 

>SEQUENCE:9938:prostate_MPM2000-004P6_Table5 

ACTGGCCGGCGTTTTACAACCCGAAATAAAGGGAACACATGCTGGGTGCCGGGCCCCCCC 

TCGAGAGTACTTCTAGAATTAATTAAGGCGGGAGAATCGCTTAGAACACGGGAGGTGGAG 

GTTGCAGTCAGCAGAGATCGCACCACTGCACTCCAACCTGGGCAACAAGAGTGAAACTCC 

ATCAAAAAAAAAAAAGCCAAAAAAAAAAAAAAAAAAAAAAAAAAAGGGGGCCCC CCCCGG 

GGGGGAACCACAATCCCCCCTAATAAAAACTTTTTTCCCCCCCCCCACACCCCCl l l l l l 

AAACAAAAGACGTAAGGGAGACACNTGGGAAAGGAAAGGGAACGGAAAGGGAAAGGGAAA 

GGAAAAGGGAAAGGGAAA 

>SEQUENCE:9939:prostate_MPM2000-004P6_Table5 

CTGGCCGTCGTTTTACACCCGGGAATAAGGGGTACCCATGCTGGGTGCCGGGCCCTTCCT 
CGAGAGTACTTATAGAATTAATTAAGGCGGGAGCCAGGGCGTCAGGGCCTGCGGACGATG 
TGTGTGTGAAAGGGCGCGTCAGCCATAAGAAGCCATATGCGTGCGAGCCGGTCCCCACCG 
TCCCCGCGGCGTTGTCACCATCATCATGAGGCCACTGGAGCAGCCTCAGGCTCTGCTGCC 
GGGGGGCCGGGCGCGGGGTGCGTCGGGCTCTGCAGGTTGGCACTCACACCCAGCGCGC 

AG 

GATGGCAGGAATAGCACATTTCAAACCTACAAGAAAGAAGTGTGCCTCCCCCGTCATTCG 
ATGCACCCTGGCCCCTGGGCCATCTGCTGTGAATGCCAGACCAGATTCGGGGGCCGCCTG 
CCTGTGTCCAGGGTGGAAGCAGCACTGCCTTACTGGGTCCCTCTGTCCCTGAGACCCCGA 
AAGCAGCACCCCTGCTGGATGCATGCTGCTGGCACAACTGCTGGCGGATCTGCGGTGATG 

AGTGCCTG 

>SEQUENCE:9940:prostate_MPM2000-004P6_Table5 

CGGGCCCCCCCTCGCAGAGTACTTCTAGAATTAATTAAGGCGGGAGAAGAGGATGGAACC 

TGGATGCTGAGGTCGCGGAGATCCAATATCATTCCTTTGCTCTCCAGCCTGGGCAACAAG 

AGTGAAACTCCTCAGAAAAAAAAAAAAAAAAAAAACCCCCCCCCCCCGCCCGGGGAGGAA 

ACCCCCATTTCCCATTTTTATTATCCACCCCCCCCCCCCC CATG GATAAAATTACACCTT 

TATAGTGATATTACCACTCTTTACGTTTGATTACAGACCGCTTTTGTCTTTTGCATCCTA 

ATGGCTTATTTCATTTTAGGATTGTATTCGTTCTCATATATCAACTAAGCTACACTAGCA 

GAAAAGTGAGTGAAAATAAAATGTAGAAACCAGTAAAATCCAGTGCTCTTAAATACCAGG 

G AAAAG AG A ACT AGTCACTG CTTG G AATT 
>SEQUENCE:9941:prostate_MPM2000-004P6_Table5 

CACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAAT 

TAAGGCGGGTAGGCCTAGGATTGTGGGGGCAATGAATGAAGCGAACAGATTTTCGTTCAT 

TTTGGTTCTCAGGGTTTGTTGGCTAATTGAAGTTATTAGGCTCAGCTTCAGTCATGTGTA 

AGTTTTGCAGTGTAATACATATGTAGTCTGGTCTGTATATATGAAAATTTGAATTAAACT 

GCAGAATGTTTATGTCTAGTTATGGTTTAAATTTTCTTAGTAGTATATAAAAGGTAAGAG 

T ACTG AA A AATTAATAA AATTG CAAGTTAAG AAATTN N N N AAAAAAAAAAAAAAAAA AAA 

AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAGGGGAAAAAAAAAA 

AAAAAAAAAAAAN N N NGGGGGCCCCCCCCCCCGGG 

>SEQUENCE:9942:prostate_MPM2000-004P6_Table5 

AGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGC 
GGGGAAAGTCATGTCACAGACTCTGCCCACAGCAGCCATT CTGA GGTGCCTTTTCAGTCT 
CTTATCCTCTTTTGAGCTTTCCTCTTCTTAATTTTTTGTTTTC 
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TCATTAATCCCCTCCTCAATTTTTAACAGAATTATAAAAGCAAAGTCAAAAGGTCCTTCA 

GGATGACTGGGAGGCTTCCTAGGATAACTTTTGCATTTGAAAATGGAAAAAATAAATTAC 

TTGATATTTGTGATAAGACTAAGATTTCTTAAAAGTCTGCACATCAATAT ATTAC CTGGC 

TTANGAGGGTGAGGGCACAGTATCCATCTGCACATAATACACCCTCCATTTTTGTTACCA 

AGAGAAAGCTTCCATCAGGTAGCTTTACCAATACATTTCCATTCCCATGAAATGCAA 

>SEQUENCE:9943:prostate_MPM2000-004P6_Table5 

CGCCAAGCGCGCAATTAACACCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCC 

TCGAGAGTACTTCTAGAATTAATTAAGGCGGGGTAGAAACTACAAAAGAGATAAGTGAAT 

TCGAAGACATAAGAGAAAAAACTATCTTAAATTAAACAAAGAGAAAAAAAGACTGAAATA 

AAATGACCAAAAAATAAATGTGGGGGGACAACTTCAATTAAATTTAA AAATA TGCAATCA 

TAG CTC ATAAATGTG G GTAA AAAA AGTATGTG AAATATA ATG G CT AT ATTTTCTTC AAAT 

TTGATTAAAACTATAAGCCAAAAGATCCAAGTAACTCAACAAGCTCTAAGTACGAAAAAT 

AAAAAAAAAAAAAAAAAGTATGAGGCGGCCGCCACCGCGGTGGAGCTCCAATTCGCCCTA 

TAGTGAGTCGTATTACGCGCGCTCACTGGCCGTCGTTTTACAACGTCGTGACTGGGAAAA 

CCCTG G CGTTACCCAACTT A ATCG CCTTGC AG CACATCC 

>SEQUENCE:9944:prostate_MPM2000-004P6_Table5 

CCTAACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATT 

AATTAAGGCGGGGGTGGTGGCTCATGCCTGTAATCCCAGCACTTTGGGAGGCAGAGGCGG 

GCAGATCACATATTCATGAGATCCAGACCATCCTGGCTAACACGGTGAAACCCCGTTCTC 

TTCTAGCCACTGGAACAACCTAAGCTATGCTGGCCCCCCCCCGGGGGGGGGCTCCATTTG 

CCTCTTTAGGGGGGGTTTTAACCCCCCCCTCGCAGGATGGGATTGAATAACACATTTCAA 

ACCTACAAGAAAGAAGTGTGCCTCCCCCGTCATTCGATGCACCCTGGCCCCTGGGCC 

>SEQUENCE:9945:prostate_MPM2000-004P6_Table5 

ACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 

TTAATTAAGGCGGGAGCTACTTAGGGTGAGCCTGCCTTC TTCCATTCTATCC GAAGTCTC 

TTCTAAAGTTGCGGAATTGTCCATATCCATTAGTTCAGGATTTTTTG I I I I I I AGGGCTT 

CACTAAAGTTTCAGGTTTCTATTTAACATGTAATTCTGTATACCAAATGTACCAGAAAGG 

GTTATGTTATTCATGAAAAAAAAAAGAGAATAGTTTTGTCTAATTCAATAGTTATCTAAA 

AGTTGGTTCAAATTACAGATTTAAAAAAGGTTATTCATAA AACA ATGTAGTAAGGAATCA 

TTAGGCAAAAAAATGTGGGAAAAGTTTAAATCATAAAATATTTTT TAAAC CCTGATAAAG 

AATTGGAGACGTTTGGCTAATTAAACATTTTCATAAAGCTGTTAGTTTTGATTAAAGTAA 

>SEQUENCE:9946:prostate_MPM2000-004P6_Table5 

CGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGT 

ACTTCTAGAATTAATTAAGGCGGAGTTATGATGACTGTGTGGAAAGCGGCTGTGCAGACA 

TTCAATTGTTATTATTATGTCCTACTTG CC AG GTG CCAAG AAAA AAG ATT AACTG AAATT 

GCGGCCGCCACCGAGGTGGAGCTCCAATTCGCCCTATATGGAGTAAAAACACGCTCGCTC 

ACTGGCCGGAAAGATACAACGCACTGACTGGGAAAACCCTGGCGTTACCCAACTTAATCG 

CCTTGCAGCACATCCCCCTTTCGCCAGCTGGCGTAATAACGAAGAGGCCCGGACCGATCG 

CCCTTCCGAACAGTTGCGCAGCCTGAATGGCGAATGGAAATTGTAAGCGTTAATATTTCG 

TTAA A ATTCG CGTTAAATTTTCGTT A AATC AG CTC ATTTTTTAACC A ATAG G CCG A AATC 

GGCAAAATCCCTTATAAA 

>SEQUENCE:9947:prostate_MPM2000-004P6_Table5 

CATATCTGGGTACCGGGCCCCCCCTCGAGAGTATCTTCTAGAATTAATTAAGGCGGGGGG 
G G AGG G A AA AAA A AAA AAA AAA AAA A AAA A A AAAAAA A A AAA A AAA A A AAA AAAA AAA AA 
AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAATAAAAAAAAAACCCCCCCCCCCCC 
CGGGGGGGGAACCCCTTAACCTTTAAAATGGGTTTCACCCCCCCCCCCCCCGGGGGTTTT 
AAA A A AAAA AAG AT 

>SEQUENCE:9948:prostate_MPM2000-004P6_Table5 

CTGAATAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTA 

ATTAAGGCGGGGTATATTTTTAGATTAAAGAAGACTAAGGAGACATGACCACTAAATCCA 

GTTTATGATCCTTGGCTGGACCCTGAATCCAAAAGTATGATGGTAATAGTAATGTATAAA 

GGTCATTAGTGGGTCAGTGGGGAAATCTGAATAGGGATTGTATATTTTTAGATCTTACAA 

CATTATAGCTTTGCAGGAGAATGTGCTTGTTCTTAACATATACATGTATTTGCTGGTCAA 

GTGAAGTGATGTCTGCAAGTTAATTCCNNNNAAAAAAAAAAAAAAAAAAAAAAAAGGGCC 

CCCCCCCGGGGGGGACCCCCAATTCCCCCAATAAGGAGTGTTTACCCCCCCCCCCCTGG 

>S EQU E N C E :9949: prostate_M PM2000-004P6_TablG5 
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AACCCTAAATAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGA 

ATTAATTAAGGCGGGAGCCCCAGGTTCTGGCCCTGTGGACCTGTTTCGG GAGC TGCTGGA 

GGAAGGGAAAGGAGTGATCAGCCGTCATATAAAACTATTTATTCATAAATATTTTCCAAA 

ATGAAAAAACCAAAAAAAATTTTAAAAAAAAAAAAAAAAAAAAAAAAAAAGGGGGCCCCC 

CCCCCGGGGGGGCCCCAAATCCCCCTTAAAGAGAGGATTTTACCCCCCCCCCCCGGCCCG 

G I I I I I AAAAAA 

>S EQU ENCE:9950:prostate_M PM2000-004 P6_Tabie5 

ACTAAAGGGAACAAAAGCTGGGTCCCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATT 

GGGGCGGGGGGAGATTAAGAATGAATGGATATTTTACTATAGGCAAAGAAAATTCTAAAG 

CGACTTTCTAGACATAGGCAGGAGGCCGACAAGTTAAAAGCTGAACCAATATTTTCAATG 

GTAG AG GTTG CC AACCT ATG GTCTGG G G G CC ATATTTGG CTGCCCAGTGTGTTTCATTTG 

GCCCATTCAATATTTCCTAATTTTGGGAATTCTTTTCTCACATTTAAAAGTTGGAAGATT 

TCTGGATGTCCTGCTTCTCTTTGAATATCATCCAGCCACGCACAGCCCACGATGTCTCCA 

GTTCCCCTCTTCTCCACCCTCTCTATCACTTTACATGCGACCCCAGTCGCTCATGTCTGC 

GCCTGTAGGTACTTGCGTTTACAATCCCTGGCTCCTAAAGCTCTGGAAACAGTCGGGAGT 

GGCTGGGAGGATTACGCTGGGTT 

>SEQUENCE:9951 :prosiate_MPM2000-004P6_Table5 

ACATAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAAT 

TAATATATATCAAAAGGTTAACAGGGGTTATCAGTGGGCAGCAGTATTTCAGGTGTTTCT 

TTTTTGTTTTTTTCTATTTTTTTCTCCGAGAAATGTGGAATTAAAGGGGGAGGAGAGGGT 

AAAGAAGAAAAATAAAGAAATTAACGTTCACTGGGAAGTGAATAAGGATCAAGTAAAACC 

TTATTTACCCTCCAGGTAGTTATTACCATCTCATTTTGACCGATGGGGAAACTGAGGCCC 

AGAGAGATTGCATCATGCTCAAGGAGACATAGCGACTGACAGGAAAGATCTAATTCCAAA 

GCCTATAATCTTCCTGTGTCAGAAGATTATGAACAGTCTATTCATGTTCACTTTCTTAAG 

AGAGACAGAAATAAGACAGGGGTAATTTAATCAGTTTCT 

>SEQUENCE:9952:prostate_MPM2000-004P6_Table5 

AATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCT CGAGA GTACTTC 

TAGAATTAATTAAGGCGGGGCTGTGGGGTCAGTATCAGCCGCTTTCAGATTTTCATCAAT 

AAAATTTCCAATTTCATCGGGATTGGCAGGGCGGGGAAGATACCGGGGGACACTCATGAG 

GGTTGGTGTAACGTCGTTACGAGTCACTTCAGGCCGAGCGTCCAGGCCCCTGTGCAGCTG 

GCTCAAGTCAAAGTCCTGGCCCTCTTACTCCTTCCTCTCTCCTCCTCCTTCCCCATTGCT 

GTAAATATTTCAACGAAATGGAAAAGAAAAAAAAAAGACGTTTAAAAAAAAAATTTATAT 

ATTATATTTGCGGCCGCCACCGCGGTGGAGCTCCAATTCGCCCTATAGTGAGTCGTATTA 

CGCGCGCTCACTGGCCGTCGTTTTACAACGTCGTGACTGGGAAAACCCTGGCGTTACCCA 

ACTT 

>SEQUENCE:9953:prostate_MPM2000-004P6_Table5 

CGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGG GGCG GTGATGTAGAGGGT 

GATGGTAGATGTGGCGGGTTTTAGGGGCTCTTTGGTGAAGAGTTTTATGGCGTCAGCGAA 

GGGTTGTAGTAGAAGAGCGATGGTGAGAGCTAAGGTCGGG^CGGTGATGTANAGGGTGAT 

GGTAGATGTGGCGGGTTTTAGGGGCTCTTTGGTGAAGAGTTTTATGGCGTCAGCGAAGGG 

TTGTAGTAGCCCGTAGGGGCCTATTAAAAAAAAAAAAAAAA AAAAA AAAATTGGGCGGCC 

CCCCCCGGGGGGGCCCCCATATCCCCCTTTTGGGGGGTTTTTTTACCCCCCCCCCTTGGC 

CCCTTTTT 

>SEQUENCE:9954:prostate_MPM2000-004P6_Table5 

GATTACGCCAAGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCC 

CCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGTGTGTTGTTTCTAGTAATGCATGT 

AAATACATCATCAATCTAGTTGATGTCAATGGATTCAGTTAAAATGACTTACTTTTTACA 

TATTAATTTAACAATGTAATATATTTACTTAATATTTTATGTGATAACGTGAGTTACAGC 

ATGGTTTCTCAACATGAGCACTACTAACATTTGGGGCTACTTTGTTGCTGTGGCTGTCCT 

GGGCACTGTAGAATGTTTAGCAGCATAGCTGGCCTCTACCTACTACATGCCAGTAATACA 

TCCTCCTTTCTCCAAGTTGTGACAACTGAAATATAGCAAATGTCCCCCAGAGGGTAAAAT 

CATATCAGTTGAAAACCACCAAGTTACAGTTATGATTACATAAATCAGAACTGCTAATTA 

AAGTAAAATAA 

>SEQUENCE:9955:prostate_MPM2000-004P6_Table5 

GGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCG 
GGGGACGATGGCGAGAGGGGAGGGGGAGCGAGTTCGCATCTCTCCTTTTCCTGGTTAGAC 
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TCTGTTCAACCACATTCTTATGTTGGCAGATCTGCTTCCAGATT GAl I I I I AGAGCACCA 

TCACTTTCACATTCCTGATTCTGATTTTGTTTTGTTTTGTTTGGGTTTTCTGAAACTTAA 

AATGCTGCCCCGAAAATACTATATTTTTGAGTTTGTGTTCTGAAAGCCTCCGTGCTGCTG 

GATCTTTGGGGGGAAATACAGGATCCTTCACCAT TGAG GTGTT TAAAA TTTGCAACTACC 

ATTGCAATTTTTTCTAAATATGGGGATTTTACCCTTTTTTAAAAATTTTTCCAAACCT 

>SEQUENCE:9956:prostate_MPM2000-004P6_Table5 

ACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 

TTAATTAAGGCGGGATGGAGAAAGGAGGTAGGGAGAGTCATCCAAGGAACATGAGCAACA 

TGTTAAAAGCCAAGTGGTTTAATTTCTGGAGATGGTGAACCCAAGAGGCTCTGCTGGGAG 

ACA AC AA AAAAA AAA AAAAA A A AA AAA AAAA AAA AAGCG G CCG C C AC CG CG G TG G AG CTC 

C AATTCGCCCTATAGTG AGTCGTATTACG CG CG CTC ACTG G CCGTCGTTTTAC AACGTCG 

TGACTGGGAAAACCCTGGCGTTACCCAACTTAATCGCCTTGCAGCACATCCCCCTTTCGC 

CAGCTGGCGTAATAGCGAAGAGGCCCGCACCGATCGCCCTTCCCAACAGT TGCGC AGCCT 

GAATGGCGAATGGAAATTGTAAGCGTTAATATTTTGTTAAAATTCGCGTTAAA GT 

TAAATCAGCTCATTTT 

>SEQUENCE:9957:prostate_MPM2000-004P6_Table5 

AAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGG 

CGGGCAGATCACAAGGTCAGGAGTTCGAGACCAGCCTGGCCAATATGGTGAAACTCCGTC 

TGTACTAACAATACAAAAATTAGCCGGGCGTGGTGGCGGGCTCCTGTAGTCCCAGCTACT 

CGGGAGGCTGAGGCAGGAGAATCGCTTGAACCCGGGAGGCAGAGGTTGCAATGAGCCAA 

G 

ATTATGCCACTGCACTCCAGCCTGGGCGACAGAGCAAGACTCGGTCTCAAAAAAAAAAAG 
AAAAAAAAAGAAATCAAAAGCGGCCGCCACCGCGGTGGAGCTCCAATTCGCCCTATAGTG 

AGTCGTATTACG 

>SEQUENCE:9958:prostate_MPM2000-004P6_Table5 

AAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGG 

GGGGAAGTGGACGGTGATACATAAGGAATTTCCTGTACTCCATATTGGAAATGGAGTGAA 

ACAAGCCCTTCCATGCCATGTCCCCGTGGGCCACGCCATATGTCTGAATATTTCCATATT 

TCAGTGG G C ACTCTC AACCTCAAC ACTTGT AC AT AAG GTC AC ACCCGTG CCCAGTTG CTG 

AATGTATGTAGCGTATCCCAAGGCACTGAACATGAGGAAAGATGATCATGTCCATCTGGA 

TGATATAGAGAAATTATCTTTTCCAAATGAG 

>SEQUENCE:9959:prostate_MPM2000-004P6_Table5 

AAATAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAAT 

TAAGGCGGGTGGATTGCCTGAGCTCAGGAGTTGAAGACCAGCCTGGGCAACAACGGTAAA 

ACCCCGTCTCT ACT A AG AT AC AAA AAATT AGCC AG G CATG G C AG C ATGC ACCTGT AGTCC 

CAGCTACTCGGGAGGCAGAGACAGGAGAATCGCTTGATCCTGAAAGGCGGAGGTTGCAGT 

GAGCCGAGATATTGCGCCACTGAATTCCAGTCCGGGCGACAGAGCAAGACTGCATCTCAA 

AAAAAAAAAAAATCCCTGGCCCCCCCCCCAAAAAAAAACCCAAGGTTGGGGGGGGGTCCA 

TGGGTAAAGCCCTAAAAACCCATACTTTGGGGGGGCTGGGGGGGAAAAATCATTGGGGGT 

TTAAATTCAAAAACGG 

>SEQUENCE:9960:prostate_MPM2000-004P6_Table5 

CGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGT 
ACTTCT AG AATTAATTA AG G G G G AAA AT ATG AG CTC AGT AATG GTG G ACTTTA ACTCTA A 
C AG G CCTG G G AC ATG G CCC AC A ATTTCG AT ATCTG G CCCCTTG ACTTT AG AAACTTG ATG 
C ACT AT AAG G G CT AAG GTGTG CTC ATTCTACT AATAG CTCC AAC ACTCTG ATGGGT AG G G 
CCAACCAAAGTGCTTCATCAGGGTGGTGGCAGAGGGATCTGTGCCCACTTGCATGTCCCT 
GCAGCCACAATGGGGTGCACACACATTGGCTTAAGTGGGGTACTGACAGGAGCATGGCTG 
TGGCATTCCTGCATGTGCTCACACCCTATCT ACTTT ATT AAATGACTGAGGACCTGTCTC 
TGTTATATGTATATCTCCATTAACATCTTTCCATATTGTTGTAAGTGAATTTCACGTTTA 
GCCACTCACT 

>SEQUENCE:9961:prostate_MPM2000-004P6_Table5 

TCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAGGGGG 
GAAAGAGCGAGGGTACAGGGAGCTATTATTTTTCTTTTGCTCTCCAGGTTGGGTGAGAGA 
GCCAGATCCCGTCTCAAAGAATAACAAAAGACTTTTAACTCAAGATGTCAGAAAAAAAAA 
GTTTTAAG AAAATTC AG C AAG G CTGG GTGC AGTG ACTCACACTTTGGG AAGCCG AGGCAG 
GTGGATCACGAGGTCAGGAGTTCAAGACCAGCCTGGCCAACATGGTGAAACCCCATTTCT 
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ACTAAAAATATAAAAATTANCCGGGTGTGGTGGGGTGTGCCTGTAATCCCAGCTACTTAG 
GAGGCTGAAGCAGGAGAATCGCTTGAACCCAGGAGGCAGAGGTTGCAGTGAGCCAAGATT 
GTGCCACTGCACTCCACACTCCAGCCTGGCGACAAAGTGAGACTGTCTCGAAAAAAAA 
>SEQUENCE:9962:prostate_MPM2000-004P6_Table5 

ACCCTAACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 

TTAATTAACAAATAATAATCATACATATTCATGGGGTAGATAATGTTCTGATACATATAA 

TGTACAGAAATCAAATCAAGGTAATTAACATATCCATTATCTAAATATTTATCATTTCTT 

TGCGTTAGGAATGTTCAGTATCTTCCTTCCAGCTATTTGAAACTATATAGTATTGTTAAC 

TACAGTCATCCTACAGTGGTATAGAACACTAGAACTTATTTCTTCTATCTAGCTGAAATT 

TTGTATCCTTCAACAAATTTCTCCCTATCCCTTCCTTCCTCCTACCCTTCCCAGCCTCTA 

TTATCTATCCCCGCCTTAATTAAGGCGGGGCAGAACGTGAGGGCTGGGCGGAGGGCTTAG 

GGATGAGAAACATGTCCGGAGGGCCGGGGGCAGGACTTAATCAGAACTAAATCACTGGCC 

G G G C ACAGTG GCTAACG CCTGT AATC 

>SEQUENCE:9963:prostate_MPM2000-004P6_Tabte5 

AATGCTGGGTGCCGGGCCCCCCCTCTAGAGTACTTCTAGAATTAATTAAGGCGGGGGTTA 

TT AAAG AG G A AATTTG AG CCAGCTG ATTAC AAAC AC ATAATTAAAG CTTATG AG C AGTCA 

CAGAATGAGATAAAAGTTTCAGTGTTTTCACGAAAAACTGATATACTATTTGCTGTGAGT 

TAATGAGATCTTCAAGAAAGAGAATGTAAAAATTGAAGAACTTAGGACATGTTGTTCAAT 

CTTAGGGAATAGACATTTGAAAGAAAAGGAAGGAACATGAGGAATGAAAGGAACAAATGA 

GAAACATGTGCCTGCTATCAACTTATAGTTGGTGAAGCAAATTGGTTAACATTGGCGAAT 

TTTATGGGGTTATTGATGACCCAAAC 

>SEQUENCE:9964:prostate_MPM2000-004P6_Tabie5 

GATTACGCCAAGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCC 

CCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGGGGAATGTTCTTTTAAAAGCAGAA 

CTTATTTCTAAAAGTACCAATACTTAACGATACTAATAATAATTTTGCAT ATAAC TATTT 

CTCAGATGTATTACATGT I I I I I G GTC ACATTATCT ATAT AAC AG AA AT ATTTT AC ATTT 

TCCTAATATTTAAGCATTATCAAAATGGATTATTTTGTGCCACGTGGCTGGGTGCTAATC 

TTGACTCTGTGACTTCCTAGCTCTGGGATCCTGGTAAAATTACCTCTCTGTGTCTCAGTT 

TCTTCATCTGTAAAATGAAGAGAACAATAGTACCTATTTCACAGAATAGTTGAAGATTAA 

ATGAGTTAATAGTAATAAAGTGATTAAATCATTTCTGGCACATACTTTTACACA 

>SEQUENCE:9965:prostate_MPM2000-004P6_Table5 

TAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAA 

GGCGGGGTAATAAACTTAGAGCTTAGAGTTTTTTAGT ATTTCC TTGTACTGACCAAAGTT 

AAGGTGTAATCAGTTTAAAGTAACTTATTATAAAACACTTTTTTAAAGCCTTATAACCAC 

AAAGCAAAAACTCATAATACATTAATATCAAAGCCNAAAAAAAAAAAAAAAAAAAAAAAA 

AAAAGGGGCCCCCCCCCGGGGGGAACCCCAATTCCCCCTTAAGGAGGTTTTTTTACCCCC 

CCTTAGGGGGGGG I I I I I AAA 

>SEQUENCE:9966:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGCGGGGAGGAGAAACTGCTGTTCAAAAAAGTCAATATCCTGAAAGGCTGTGGGAAACT 

TCCAGACTACAAAAAGCTAGAGACATGATAACTAAATACATTTCCTGACCCTAGACTGGA 

TCCTGTGCTGGAAGGGAAAATTCTAGAAAGGACATTATATGGTCAACTCCCAAAATTAGA 

ATATGGACAGGTTAGAAAAAAGTACTGCATCAATGTAAATTTGTGAAAGTGGTAACGTAT 

TACTGTGGTTATTTAAGAGAATATGCCTATTCTTAGGAAATACACATTCAAGAATTTAGG 

ATTAAGTGGCTACAGTGTATGTAATCTTCCCTGAAATCTCAAAGGGTTTGGAAAAATATT 

GTATGTCTGTATATTTGCATTTGTTAGCCCATGTCTGTGTGTCTGTATGTGTATCCG 

>SEQUENCE:9967:prostate_MPM2000-004P6_Table5 

CCTACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTA 

ATTAAGGCGGGGGAATTGCTTGAACCTGAGAGGCATAGGTTGCAGTGAGCCAAGATCGCA 

CCACTGCACTCCAGCCTGGTGATAGAGTAAGACTGTCTCAAAAAAAAAAAAAAAAAATTT 

AAAAAATTCCCCCCTTAAATGGTCACCTTCCTTGGGAAAGCAAAAGCCCATTATTAAAAA 

I 1 I I I I I AAAGGGGAAAAGTACCACCTTTGATTT ATT ATTT ATTCCAAAGGGTTTTGGGC 

CAAAAAGGGGGGGTAAAACTCATG I I I I I I I i GGGTGAACGGCCCCCAATTTTT 

>SEQUENCE:9968:prostate_MPM2000-004P6_Tabie5 

ACTAAAGGGAACAAAAGCTGGGTACCGGGCCCGCCCTCGAGAGTACTTCTAGAATTAATT 
AAGGCGGGAGAGGATCAGGAAAAATAACTAATGGTTACTAGGCTTAATACCTGGGCGATG 
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AAATAATCTGTACAACAAACCCCCATGACACGTTTACCTATGTAACAAAACTGCACATGT 

ACCCCTGAACTTAAAAGTTAAAATACACACACAAACACACACATGCATGTGCACGTGCGC 

ACACACACACA CACAC ACACACACACACACACACACACATATATATGTGTGTTTGTCCAA 

AATCTCTC ATTGTTTTCTGTG G G AG G G CTGGTCTC ATATA ACT ACTCCTTTTTTAATTG A 

AATGGAACTCACA AAAC TCAGAGACAGTAGTTGTGTATAACAAACATGAAGGCTTTCAAA 

AGGTCTTGTACAGTTTTCTTATACACAAAAGAGAAAGACCTCAGTT 

>SEQUENCE:9969:prostate_MPM2000-004P6_Table5 

CCTGAATACAAGGGAACACATGCTGGGTAGCCGGGCCCCCCCTCGAGAGTACTTCTAGAA 

TTAATTAAGGCGGGGGACGGCTTCAACACACAGTGCCTCAAGCTGGCCTAGCTGCCTCCA 

ACACACTACGTCACAAGGACCCGGGTCTTTGAAACTGTGTATTGAAGCTAATGTATTAAT 

GTGACATGGAGGAACTCAATAAAACTCCTGCTTAAACATATGTAATAAACCCACAGGGTG 

G CCCCCCCCCGTG G G G G AAC ACTCCATTCTCCC AAAG G ATGTAAC A ATCCCCCCCGTTTA 

TGTGCCCAATAACAAAACTTTAAAATATATGGGCTGGGTGCAGTGGCTCATGCCTGTAAT 

CCCAGCACTCTGGGAGGCTAAGCTGGGCGGATCACGAGGTCAGATCGAGACCATCCTTGC 

CAACATGGTGAAACCCTGTCTCCACCAAAAATACAAAAAATTAGCTGGGCGTGGTGGTGG 

GCGCCTGCAGTCCCAGCTATTCNGGAGGCTGAGGCAAGAGAATGGCGTGAACCTGGGAGG 

CGGAGCTTGCAGTGAGCCAAGAATACACCACTGCACTCCAGCCTG 

>SEQUENCE:9970:prostate_MPM2000-004P6_Table5 

CAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTT 

CTAGAATT AATTA AGGCGGGGAGAAATCAATAGGAATTATTCAATTTGAAGAACAAAGAG 

AAAAAAGGTTTTAAAAAGTTAACGTATTATCACTGACCTGTGGAACAATGCTATGAGTCT 

AGCATATCTGTATTTGCTATTTCAGAAAAAGAGGAGAGAAATAATGGAGCAGAAAATAAT 

TTGA AAAT ATACTTGCTAAAAAATTCTCATTTTTGTGACAATAATTGATTTTTATATCCA 

CAAATTTTAGGAAAACAAAAAAATAAATAAAATAAATATAAAAAAAAGCGGCCGCCACCG 

CGGTGGAGCTCCAATTCGCCCTATAGTGAGTCGTATTACGCGCGCTCACTGGCCGTCGTT 

TTACAACGTCGTGACTGGGAAAACCCTGGCGTTACCCAACTTAATCGCCTTGCAGCACAT 

CCTCCTTTCGCCAGCTGGCGTAA 

>SEQUENCE:9971:prostate_MPM2000-004P6_Table5 

CGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTAC 

TTCTAGAATTAATTAAGGCGGGGAGTCAGTGATTTAAGGATATATTTTGGAGGTAAAGTA 

AAAAGGAATTCCTGATAGATCCTGGGGAAAGGGAAAGCAAAGAATCAAGGATAACTTTCA 

TAACCCAAGTTGGGCAGATGGGAATGCCATCTTCTAAGACAGAAAAAAAACTTGGAGAAG 

AGGTGATTGGTGGGCTTTTGGGGTAATTAAGAGTTCTCTTTTGAACAAGTTGAGTTTAAG 

ATG TTTAT T A AG CATCC AAGTAAG GGTGTCAC AT AG G C AG CTAC AGTTCTCG AG AG AG GT 

TATATTT T AA AT AG CCATGTG G CATAGTG AAACCC A AC ACATTGTTTTATCAATTCC AAG 

AC AG AATTTTTC AAC A ACTG CTTCTTTTTG ATTCTGTATAAAAG ACTG NNNNNNNNNNNN 

NNNNNNNNNNNNNNNNNNGCGGCCGCCACCGCGGTGGAACTCCAATTCGCCCTATAGTGA 

GTCGTATTACG CGCGCTCACTG GCCGTCG 

>SEQUENCE:9972:prostate_MPM2000-004P6_Table5 

GCTGGGTTCTCGGGCCCCCTCTCCAGAGTTTTTATAGAATTAATTAAGGCGGGGCTATGT 

TTTGCACCTTAATCTTT AAAGT TGCAATATATTTTAAGCATTTTAACCTTGTTTTAGATC 

TGATCAGCAGTAGAATGTTTTCAGATAAGAAACAATGGAGCAAAAGCAAAACAATATTCA 

ATACCTAGATGATGGGGCAAGACAGAGATTAGTATACCTTTTTGTTTCCAAAATATAACT 

TTTATCTTAATTTCTTGAGCTGAAATTGGGTAGGAGGTGTAACAAGTACAAATCAACATA 

TTTACCATTTGCCATTTCAAATGTTGATAGTGAACCTGGGACCTTTGTTTATTATGGAA 

>SEQUENCE:9973:prostate_MPM2000-004P6_Table5 

ACCCTGACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 

TTAATTAAGGCGGGTTTGATCTTCTAGCCAGACCATTACAACTTCCTCCATCTTAGCGAT 

AATGCTGTTCCACTTTCTTATCATTCATGTGTTCAGTGGAGTAGCACTTTCAACTTTCTT 

CAAGAATGTTTCCTTCGCAATCACAACTTGACTGTTTGGGACAAGAGGCCTAGTATTTGG 

CCTACCTCTGCTTTCAAC ACG CCTTCCTC ACTAAG CTTAAT AATTTCTAGTTCTTTTTAT 

TTAAAGTGAGAGATGTGCAAATCTTCCTTATACTTGAACACTTACAGGCCATTATAAAGT 

TATTAATTGGCCTAATTTCAATATTGCTATGTCTCAGGGAATAAGGAAGCCCATGGAGAG 

GAAACTAGGGAAGAGCTGGCTGGTGGAGCAGTCAAAACACACACATTATTATATAAGTTT 

ACCATTTTACA 

>SEQUENCE:9974:prostate_MPM2000-004P6_Table5 
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GAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGG 

CACCTGTAGTCCCAGCTACTCGGGAGGCTGAGACAGGAGAATTGCTTGAACCCGGGAGGC 

AGAGGTTGCTGTGAGCTGAGATCGGGCAATTGCACTCCAGCCTATACAACAAGAGCGAAA 

CTCTGTAACAAAAAAAAGGGGGTGTGGGGGGAGAATACAAAGATAAAAAGAAAAAAAGTA 

AGAAAAAATGGGAAAATTTGGGAAAAAAGAGAAAAAAATAAAATCAGTAAGGACGTTGCT 

TAACCAATCAAGTTCAATCAACTATATATGTCATCTGTAGACGAATTAATCCAATAACAG 

CAGAATGCATACACTTCTCAAGCTTGCCTAGAATAGGCACCAAGATAGATCACACCCTAG 

GTCATATGACACACTTTAAAACATTTTATAAATAGGAATCATACTATGTCTGCTCTCATA 

CCACAATGG 

>SEQUENCE:9975:prostate_MPM2000-004P6_Table5 

CTGGGTGCCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGTGGGACATCATGG 

CTG AG CTTG CTCTTG G GTAATTT AG C AAAAGTT ATTTGCTGT A AGTTTG ATATT ATTTC A 

AAATAAAACGAAGGTCATAAGGGACTATTATAAACAGCTTTATACCAATATTTTTGAAAT 

TTTAGATGAGATGACAAATTCCTAGGAGAAAAAATTATCTACATTGATATAAGCAATAAA 

AAATAGTATATCCAATAGCTAGTAGAAAAAAATCCAACCCATAGTTTAAAACCTTCCTAA 

CAAAGAAAACTCAAGAACAGATGTCTACCTGTAAATTCTTCCAAACATTAGAAAAAAATA 

CCAATCTGATAGAAATTCTTCCTGAGAATAGAAAAAAATGAGAACAGCACCCAAACTATT 

GTATGAGGTCATCATAACTTTGATATCAAAGCCAGTCCAGGACATTAAG 

>SEQU ENCE :9976: prostate_M PM2000-004 P6_Table5 

AAATAGAGGGAACAATAGCTGGGTGCCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAAT 

TAAGGCGGGCAGATCACGAGGTCAGGAGATCGAGACCATCCTGGCTGACACGGCGAAACC 

CCGTCTCTACTAAAAATAGAAAAAATTAGCCCGGCGTGGTGGCGGGTGCCTGTAGTCCCA 

GCTACTCTGGAGGCTGACGCAGGAGAATGGCGTGAACCCGGGAGGCGGAGCTTGCAGTG 

A 

GCTGAGATCGCGCCACTGCACTCCAGCCTGGGGGACAGAGCGAGACTCTGCCTCAAAAAA 
AAAAAAAAACCTTAGCCTGGGTACCTAACCCTTTTAATCCCACCTTTTGGGGGGGCTAAC 
GGGGCCCCTTCTTTGGATCCCGGGATTTGAAAACCACCCTGGGAAACTGGGAAAACCTCC 
G I I I I I CCAAATTTTCCAAAATTTCCC 
>SEQUENCE:9977:prostate_MPM2000-004P6_Table5 

TGCTGGGTGCCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGGGAAGGG 

AGG G GTCTG AACAAT ACC AT AGT AG G G CTG GTTC AGTC AT AGGCTA AG G CTG G GTCAAGG 

AAAGCTTGGTTCTTGAAAGTCTTAAAGCAGAGCTAAAGGCAGTGCATGTGTAAGAGTAGT 

ATTCCTGGCCGGACACACTGGCTCATGCCCGTAATCCCAACACTTTGGGAGGCCGAGGCG 

GGTGGATCACACGGTCAGGAGTGGATCACAGGGTCAGGAGATTGAGACCATCCTGGCCAA 

CATGGTGAAACCCCTGTCTCTACTAAAATACAAAAAAAATTAGCCAGGCATGGTGATGTG 

TGCCTGTATTCCCAGCTACTTGGGAGGCTGAGGCAGGAGAATCGCTTGAATCCATGAGGC 

AG AGGTTG C AGTG AG CTG AG ATTGTG CC ACTG C AATC C ACTCTGTCTC AAAA AA AAA A A A 

AAGGGCCAA 

>SEQUENCE:9978:prostate_MPM2000-004P6_Table5 

G CG C A ATTA ACCCTCACTAA AG G G AAC AAAAG CTG G GTACCGGG CCCCCCCTCG AG AGT A 

CTTCTAG AATTAATTAAGGCG G GGTAAG ATTTG CCGAGTTCCTTTTAC I I I I I I I AACCT 

TTCCTTATGAGCATGCCTGTGTTGGGTTTCTGTGATGGTGAGAATAATGGACATGGGGAA 

GTAGCATCTTTCCCTGGCCCATTGAAAGAAGAGAATCTGTTAAATGTTCCGAAGCCACTG 

CCAAAACAACTGTGGGAGACCAAAGAGGTGGGTGAACAGTACTCAGCTATGTTTGTTGTC 

ACTGAATGTTTGTACTTAGAGGTCATTGAAAAATCCTGCAGAGGTGAAAGCAAGAGGAAC 

TGGGGGAAAAGGAGAAGATTTGTCTGAGAACAGAGATAAGAATATACAAGGGAAGGACGC 

TTCAAGTAAAAATTATCGCGCTTGTGTCAATGAATTAACACATTGATCTCTTGGCTTACT 

AA 

>SEQUENCE:9979:prostate_MPM2000-004P6_Table5 

TAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAA 

GGCGGGGGAAACAATATAAGAAAGAAGTTGAAGCAAAACAACTTGAACCAACTATTCAAT 

CACTAGAGATGAAACCGAAGACTACAAGAAATACTCCAAATCAGATAAATAAATCTTTGG 

ATTTTCATAATCAGGAAGAAATGAAAGATCTGATGGATGAAAATTGCATTTTGAAGACAG 

ATATTG CTATACTCCG ACAGG AAATACG CAC AATG AAAAATG ACAACCTG G A AAAAG AAA 

ATAAATATCTTAAGG ACGTTAAAATTGTT AAAAAAAC AAACG CTG CCCTTG AAAAGTATA 

TAAAACTCAATGAGGAATTGATAACAAGAACAGCATTCCGGTATCAACAAGAGCTTAATG 
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ATCTCAAAGCTGAGAATACAAGGCTCAATTCCGAACTGTTGAAGGAAGAAGAAAGCAACA 
AAAGACTGGAAGCTGAAATTGAATCATCAGTCTAGACTGACTGCTGCTATAAGTAAGCAC 
AGTGAAAGTGTGAAAACAGAAAGAAACCTAAAACTTGCA 
>SEQUENCE:9980:prostate_MPM2000-004P6_Table5 

TAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAA 

GGCGGGAGAAGGGTAATTTACAGGGTGTACATTTTATCATTCTTGAAATGTTAACTAAAA 

ATTTCAGGACAAAATATGTAAACCTTGTATAACATGCAGATTATTGCTTAAAACTTGCAT 

ATACTTTAAAATGGCACACATAAAGTATCCTAACATTTCAAAATTCTAATGGAAATAACT 

TAGACATTTATTATCCCTAAGACAATAGTAGCTCGGAACAGCAAAAAG GATG ACCCCCCC 

CTTAGGGAAGGCCGGGGACCCCCTTTGAGTGTAAGTGAAAACCCCTCTTTTGGAGACGAT 

AATGCCATCATATAATGATAAAAGGGCCAATCCAGCAAGAGGATATAAAAATTCCAAATA 

TGTATATATATGTACCCAGTAGTGGAATAGATATATTAAAAATGTCA 

>SEQUENCE:9981:prostate_MPM2000-004P6_Table5 

AACCCGAAATAAAGGGAACAAAAGCTGGGTGCCGGGCCCCCCCTCGAGAGTACTTCTAGA 

ATTAATTAAGGCGGGGAGGGAAAGCATTAGGAGATATACCCAATGTAAATGACGAGTTAA 

TGGGTGCAGCACACCAACGTGGCACATGTATATATATGTAACAAACCTGCACGTTGTGCA 

CATGTACCCTAGAACTTAAAGTATAATAAAAATAAAAAAATTAAAATTAAAAAATAAAAA 

ATAAATTTTGATTTAGATCATAGAAAACACTACTCTTGTTTATGACTTAAAGATTATATA 

GATCAGGCTTGGTGGCTCATGCCTGTAATCCAGCATTTTGGGAGGCCGAGGTGGGTGGAT 

CACCTGAGGTGAAGAATTCGAGACCAGCCTGGCCAACATGGTGGAACCCCGTCTCTACTA 

A AAAT AC AA AAGTTAG CCG GG C ATG GTG GTGCG CGCCTAT AGTCCC AG CTACTTG G G 

>SEQUENCE:9983:prostate_MPM2000-004P6_Table5 

TCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAA 

TTAAGGCGGGCGGATCACTAGTTGACGAATTTGAAACAACCCTGGCCAGCGTATTGAAAC 

CCGGTCTCTACTCAAAATACATACGATTAACTGGGCATGGTGACGCACACCTCATATCCC 

AGCTATTTCTGAGGCTGATGCAGGAGAATAGTTTGAGCCTCGCACGCAGAGGTTGCATTG 

AACTGAAATAACGCCATTGCACTCCAGACTGGGCAACAGACAGAGACTGCGTATCCGATA 

AAATAAACTTGAAAGAATTATTGCCCGGCTGACGCTCACATGCCAAAGGAAAATCTGGTT 

CTTCCCTGAGCTGGCCTCCGCGTGTTTGCTTATCATGGTGGTCAATTGGAGGTGTTAATT 

TGAATGGATTAAGGAACACCTTGAACACTGGTAAGGCATTATTTCTGGGACATTATTTCT 

>SEQUENCE:9984:prostate_MPM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAA 

AAGTTTCAAATCTAGACACTAAATGTGTGTGAATGTACAAAGAAAACAAACCATTGCTTA 

TGCTGTTATATACTAAAGAAATTTTGTTTTGCTTGCTGGTTTAACTTGACAGATGAAGGA 

CTTTAGTTGAACTTCATATTGTAAGAACTGTTAATAAAGGTTGTCAAGTTAAAAGCCTTA 

TAAAAACTGTTTGCCAATGCAATCGGGGCCCCCCCCCGGGGGGGACCCCCATTCCCCTTT 

TTGGGGGTTTTTTAAGCCCCCCCCATGGGCCGGTTTT 

>S EQU EN CE:9985: prostate_M PM2000-004P6_Table5 

AAGCTGGGTACCGGGCCCCCCCTCGNGGGTACTTCTAGAAA TTAAT TAAGGCGGGGAGCG 

GGGGAGAGAGAGAGAGAGAGAGAATTAGAAGAAAAAACATACTTTTAGAAGAAAAAAGAT 

AAATTTAAACCTGAAAAGTAGGAAGCAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAGCG 

GCCGCCACCGCGGTGGAGCTCCAATTCGCCCTATAGTGAGTCGTATTACGCGCGCTCACT 

GGCCGTCGTTTTACAACGTCGTGACTGGGAAAACCCTGGCGTTACCCAACTTAATCGCCT 

TGCAGCACATCCCCCTTTCGCACAGCTGGCGTAATAGCGAAGAGGCCCGCACCGATCGCC 

CTTCCCAACAGTTGCGCAGCCTGAATGGCGAATGGAAATTGTAAGCGTTAATATTTTGTT 

AAAATTCGCGTTAAATTTTTGTTAAATCAGCTCATTTTTTAACCAATAGGCCGAAATCGG 

CAAAATCCCTTATAAATCAAAAGAATAGACCGAGATAGGGTTGAGTGTTGTTCCAGTTTG 

GAACAAGAGTCCACTATTAAAGAACGTGGACTCC 

>SEQUENCE:9986:prostate_MPM2000-004P6_Table5 

TCACTAAAGGGAACACAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTA GAATT AA 

TTAAGGCGGGTGATCAGAGAGCATACTCTGTCTGATTTTTTAACTATATTAAAACTTTTT 

TT AATG G CCT A ACGT AG GTTT ATCCTG G AC A ATGTTCC ATGTG C ACTT G AG AA A AAC ATG 

TATTCTGCTGCTGTTGGAGTAGACTATAAATGTCTAGTTGATTCTGGTATTTTCAAGTTT 

ACCATTACCTTGTTATCTTTTACCGGTTTATTATCTAAAATAAATTGCTGACTGGTGGCT 

TGTGCCTATAATCCCAGGACTTTGGAAGGGCTAGGCGGGCGGACTCATTCCTCCTAGAAG 

TTTAAGACCAACCTGAGCATCGTTGTGAGACCCTGTCTTTCCGTGTCAACAAGAGCTTAA 
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TGATCTCAAAGCTGGGACCCCCCCGCTCGGTGGCCAACTGTTGACCGAAGAAGAAAGCAA 
CTTAAGACTGCCCCCTGGACTGTGAATCATCAGTCTAACTGACTGCTGCTATAAGTAAGC 
ACAAGGAAAGTGTGAAAACAGAAAGAAACCTAAAACTTGCATTAGAGTGGACACAAGATG 
TTTCCGTACAAGTAAAAA 

>SEQUENCE:9987:prostate_MPM2000-004P6_Table5 

TCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAA 

TTAAGGCGGGATGTTAAGTTGGGTCTGCCCCTACTCAGGGTTCCTTTAGCTTGATACTGC 

TG GTCTTTTG G ACTG GC AAACTCTTTGTTGC ATT AT AG AATGTTAG CCAG CATCTCTG AG 

GTCTATCCATTACATACTAGTAGCACCCTGGTCCCTAAGTTGTGACGACTAACAATGTCT 

CTAAGACCTTGCCAAATGTCCCCTGGGAGTGGGGGCAGACCCAACTTAACATCCTGCCTT 

CTCCATGAAGACTAATGTTCCAGTCCGCATAATTCATCCGTCGCTTATAGATGATCCCAA 

CTCTGGTCTGTGTGTGTCTTCATTTTGTCTCCCCATTCAAGTTTCACTGTTAAAGAATGA 

GGACCACATTGTAATTTCTCTTTCTCCACAAAGCAAATACTTGTTTGCTGTATT 

>SEQUENCE:9988:prostate_MPM2000-004P6_Table5 

AGGGAACACCAAGCTGGGTAGCCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAG 

GCGGGGGAGGCTCAATCTTCCATCATTTTCCACAAATAGAATTGAACATATATCCATCTG 

GAAGTTCTAAAATTAGCAAAATAAGCACGTTATTTGTTTTTGAAATGGACTCTCACTATG 

TGCCAAGGCTCAAGTGCACTGACGCGATCTCAGCTCACTGCAAAGCCGCTTGGAAACATA 

TATTACCGGTTTTCTGACTCAAGTCTGCATTCTTGACTCCACAC1 ACATAAGTGCACTAT 

CTGCCGGGCCAGGCACACCTTCCCCTGGAACCCCTAAGGGATTTGAAAATAACCAGGGGT 

GGGTCTTGGCGTGCCACAATGACTGAGATCCTATGCCTGGCCAGTGACAGAAGTCTTGAC 

ACTGTACTGCACTAAACTGCATAATCAAAAACCATTGCCGTGATAGGGTATCTAATCCAA 

CCAT 

>SEQUENCE:9989:prostate_MPM2000-004P6_Table5 

CTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTA 

ATTAAGGCGGGTGTGCTCTTTTAGCTGTTCTTAGGTAGCTCGTCAGATTTGATGATTTCC 

TAGCAGGACTTACAGAAATAAAGAGCTATCATGCTGTGGTTTAAAAAAAAAAAAAAAAAA 

AAAAAAAAAAATGAAAATAAACAAAAAAAAA 

>SEQUENCE:9990:prostate_MPM2000-004P6_Table5 

TTACAACCGGGAATAAAGGGAACAAAAGCTGGGTAGCCGGGCCCCCCCTCGAGAGTACTT 

CTAGAATTAATTAAGCCGTCGTTGGCTATGTGGAGATATAAACCTCCCAATAGAGAGTCG 

AATGGCCCGCACTCACTGGCCGAATTGGTACAACAATACAGGGAAGAAATCCGAAACTAT 

GCAATGTTACTAATCATTCAGCTCATTTCTGAGCCTTGAGGCCTGCTCCTGTGGGAATGA 

TACATTAATTCAGACTAATCTTTGGGGGCTTTATTTTGTAAGTTAGAACTTTCAAGGGAA 

ACATGTTCAACACTATTATTTTGTTATAAATTTATAACTTTGTTATTACATTGTGTAACA 

AAATATAAGGTTTACGAGCTATGAGAATTGGTGCTATCAC CATTA GCTATTTGCTGTAAT 

GTCAAGAAAATGTTCACCAGATGCAAGAATGTACCTTTTCTTTTTAAAAAGCCAAATGTA 

CTTTAGACATGAATGCAACTTTTTA AAGAATAG CTTCATCAATGGTATTCCTTACATGTC 

ATAAGATTCTTACTTAAACTTGGTC I I I I I I I IAA 

>S EQ U ENCE:999 1 : prostate_M PM2000-004P6_Table5 

TCGTTCTACATGGAGGGAACAAAAGCTGGGTACCGGGCCCTCCCTAGAGAGTACTTATAG 

AATTAATTAAGGCGGGCCTGTAGTCCCAGCTAATCGGCAGGCTGAGGCAGGACAATCGAT 

TGAACCCGGGAGGCAGAGGTTGCAGGGAGATCGTACCATTGCCAGCCCGGGCAACAAGAT 

CAAGACTCCATCTCAAAAAAAAAAACGGGAAAAAATGGTTTAGGG GGGA AAAATCGGTTA 

ACCCCGGGAGTGGAGGGCCCCCCTGAATGGTGTTTTTGCCCCTGTTTTCCACCCAGGGTG 

ACGGGGGGGTTGTTTTAAAAAAAAAAAAAAAGGGGGGGCCCCGGGGTCTCACGGGGGGG 

G 

AAAAGGAACCCCTTTTTGGCCAACTGGGAAAACCCCT I Mill I AAAACCAAAAATTTTC 

CCCGATTGGGGGGCCCCGCC 

>SEQUENCE:9992:prostate_MPM2000-004P6_Table5 

CTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGTGGATCACG 

AGGTCAGGAGATCGAGACCATCCTGGCTAACATGGTGAAACCCCGTCTCTACTAAAAATA 

CAAAAAATTAGCCAGGCGTGGTGGCACGCACCTGTCCCAGCTACTCAGAAGGCTGAGGCA 

GAATGGCATGAACCCGGGAGGCGGAGCTTGCAGTGAGCTGAGATGGCACCACTGCACTCC 

AGCCTGGGTGACAGAGCGAGACTCCATCTCAAAAAAGAAAAAAAAGAACTAATAACCATT 

TAATAGCCCATGTTTTTCTATCAGCTCCTTCCACCAACAAGTTTCTGCAAATGACTTAAG 
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AC AACTGT AG GTCTA A A AT AT AA AAG ACCC AT A AACACC AAAN A A A AAA A AAA AAA A AAA 
AAA A AA A AAG G G A AAA AAT AAA A AAA AA AA AAAAAAAA A 
>SEQUENCE:9993:prostate_MPM2000-004P6_Table5 

GGCCCTCCCTCGAGAGTACTTATAGAATTAATTAAGGCGGGGTAAAACAATCTGACTCAG 

GTTTTTAAAGTACTGTTGTTTTGCTACTGTGTTGGAATTAAACAATAATCATGCACAGGC 

AGAAGGAGAACAATTAGGAGCTCTACTGGAATAGTCTAGGCAAGAGATGATAGTAGCTTG 

GAGTAGGGGAACAGTAGCTGAGGATGTAAAGAAGTGGTCATATGGCCGGGCGCGGTGGCT 

CACACCTGTAATAC 

>SEQUENCE:9994:prostate_MPM2000-004P6_Table5 

CTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTA 

ATTAAGGCGGGGGAGAATGTTTTCATGTTACTTATACTAACATTAGTTCTTCTATAGGGT 

GATAGATTGGTCCAATTGGGTGTGAGGAGTTCAGTTATATGTTTGGGTTTGACAGGTAGT 

GACGTGTAGTTTGACACTGTTAACTTGTTAAATACAGTGAAAAGTTTGTGAGTGAAGAAT 

GCTGAGAAGATTGTAATGCTTTGTACAAATAAAAGTCTTGTTAAAACAAAAAAAAAAATA 

AAACAAAAAAAAAAAAAA 

>SEQUENCE:9995:prostate_MPM2000-004P6_Table5 

TAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAA 

GGCGGGGCCCAGTGACTGACACCTGTAATCTGATTACTATGGGAGGCCAAGGCATAAGGA 

TTGCTTGAGCCCAAAAACTCGACATCATCCTGGACAACATGGCAAAATCCTGTCTCTACA 

AAACATACAAAACTTAGCTGGGCGTGGTGGCATGTGCCTGTGGTCTTAGCTACGCGGGAA 

GCTGAGGTGGGAAGACCACTTCAGCCTGTGAGGTGGAGACTGCAGTGAGCCAAGATCACG 

CCTCTGCACTCCAACCTGGGTGACAGAGCGAGATTGCCTCTGATTGAAACTGATCCTCTG 

GATTC I I I I I I I G CG AAAAAAAA ATG GG AG AT AA AC AGTT AT ATGTG AAT G TGTG G C AAT 

CCAACATTTGGGTGGGGCATCATTTTTTCCAAAAAAATAAAAAGGCTTCTGTTTTCTTCA 

AATAAAGAAAATGGTGACAATTTTTAAAAAAAAAAAAAAAAATTCCCCCAAACCAAAAAG 

GGGGGAAAAAAAATTCCCCCCCCCCCCCCCGGGGGACCCCCCCCCCCCCCC 

>SEQUENCE:9996:prostate_MPM2000-004P6_Table5 

AGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGC 
GGGCAAATGCTCACAAAGACCTACGAAGCTGTTATCTCTCATGTCTGCTTTACCTCCAAG 
CACTGCACAAGCAGGAAGAAAAGAAAACAGCAAAGTTGTAATCTTTCTGGCTAAGTAAAC 
CCAACTGCAAGAACTAGTAGATTTATATTTGATGTGAG CAGGC ATTTGAGAAAATCTCTG 
TCAAATAGCTAGCTCACATGAAGCTAATAAAGCAGAGAI I I I I ATTGCTAAACACGACAA 
AAG G ATG ATATTTTAAAAATAATTTTG AAAACTCACCAAACAA ACA/ vGTAAAATTTAC AA 
TAAG CAAC AAA A AA AACCC A ACG G G ATG AG AG AG AATATT ATTTCAG G GTTGTTGTA AT A 
G AAAAAGTCTAGTTTTC AGCAACAGC A ATG AAATAC AAAGTGTGCN N N N N AAAAAAAAAA 
AAAAAAAAAANGGGGGGCCCCCCCCCGGGGGGGGCCCCAAATCCCC 
>SEQUENCE:9997:prostate_MPM2000-004P6_Table5 

CCTAAATAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATT 

AATTAAGGCGGGGTGCAGTGGCTCACGGCTGTAATCCCAGCACTTCAGAAGGCCAAGGCA 

GGCAGATCATGAGGTCAGGAGTTTGATACCGGCCTGGCCAACATGGTGAAACCCCATCTA 

TACTAAAAATACAAAAATCAGCCAGGCGTGGTGGCGGGTGCCTGTAATCCCAACTACTCG 

GAAGGCTGAGGCATGAGAATCACCCGAAACCAGAAGGCAGAGGTTGGAGTGAGCCGAGAT 

CGCACTACTGCACTCCAGCCTGGGCAAAAGAGTGAAACTCCA TCTCA AAAAAAGAGAAAG 

AAACAGAAACTTCTCCTTATATAGGGGTTTTCACATTCTTAGGATTTTTCTCCTGGTCGC 

CCCCCGCCAACAAATTACTGTCTTCTTGAAGATAAGTTTCTCCTTGAAAAATAAAAGCTC 

GTAGAATTTATCCATATAAGAACAAAAGATTCAGGCAGTATCTAACCTAGTAGGTTACTA 

TGCTATCGCTACATCTGTTTGTCTACGACAAAATCCTTACTTAATTCTAACAATAACTTG 

AGTTTTTC AG A A ATG CAT AAT AG AAA AT ATTCT ATT ATTCTAAAT AATTTAAAT ATTAT 

>SEQUENCE:9999:prostate_MPM2000-004P6_Table5 

GGGTAGCCGGGCCCCCCCTCGAGAGTACTTATAGAATTAATTAAGGCGGGGGGAGGTGTA 

TTGAAGTCCTCCAGACAACCCTCAGATTTGATGATTTCCTAGTAGAACTCACAGAAATAA 

AGAGCTGTTATACTGTGAAAAAAAAAAAAAAAATAGGAGATGCTATAATAAGAATAAAAT 

ACTGCAAGCCAAGAGAGCATTGACAAAGTCTTAGGAATCTTAACTATCATAAATTTCAGC 

AAG AAG CAGTTCTCT A ATTTAGTTAAAA AAA AAAAAAAAAA AG GGGCCGCCCC 

>SEQUENCE:10000:prostate_MPM2000-004P6_Table5 

AATCACTGCAGTCTGTCACTCCTTGGATGTTATGGATAACAGGACTGACCATCTTTACCT 
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GGTCCTGGAACTGAAAAACTGTAACTTGTGTGAAAATGAGCCTTTGGACCAGTCTTTATT 
AAAAC AAAC A AAC ATG AGT AGTCTG CAT ATCG AAT ATCT AG AG CTCTAAACCCCCC AAT A 
CTTAAAAGTCTAATTGCTGTCCTGTGGTTTCATTAGTCTGATAGGAAGATAGGGATTTCC 
TC AGTC AC AG ATG ATATTTTG AAG G AAAG CTG CA AT A AAG CC AA AAN N AA AA AAA AAAA A 
AAAAAAAAAAGGGCGCCCCCCCCGGGGGGGGCCCCAAATTCCC 
>SEQUENCE:1 0001 :prostate_MPM2000-004P6_Table5 

AACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGA 

ATTAATTAAAGCGGGAGTCGCCAAACTCCAAGCCCCAAATGTCTAATAGTGTTATCTTAC 

GTATAATGTGATAAAGGTTAGGTAAATAACCGTAGAGGTCAATACATGATCTACATAAAG 

TTTATCCAACTTGATAACAAAAAAAAGGTAAI I I I I I I I CGTTATTGCAATAATAA CAGT 

AATAAAATTTTATTACTGTTCGGTTCTTCTTTGACTG CTAAA ACACGAATGAACAGTTTT 

CCAGTATCCCCCCTCCAGCCCTTTGACTTAAGATACTTTTTAATCACAAGTGAACAGAAA 

AGAACAATCAAAAAAGCCCTACTTATTGGTATTAGTGAAGAAACAAAGCTACCTGAATTG 

GGAATTACTTTAAAACTGCACTGTAGTGTATTTTAGTTACATAAAGTAATTAAAATTAAT 

GTTTAGAAAAAAGTCTTAGTCC 

>SEQUENCE:10002:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGA GTACT TCTAGAATTAATTA 

AGGCGGGGAGAAGCCTTATAAATGCAATGACTGTGGCAAAGCTTTTAATCGTAGCTCAAG 

GCTTACCCAGCATCAAAAAATTCACATGGGATAGACCACTTACATATAAATGTGTATATA 

TGTGAATAAACCTATAGCCTTAACGAAAAAAAAAAAAAAAAAAAA AAAAA AAAAAAGGGG 

GCCCCCCCCCGGGGGGGACCCCAATTCCCCCTTTTGGGGGGGTTTTTCCCCCCCCCAATG 

GGGCGGTTTTTTAAAAAGAAAACGGGAAAAAATTCCCAAAGGGAAATAAAATTTGATTTG 

GATCCAAAAAAATAATCCAA 

>SEQUENCE:10003:prostate_MPM2000-004P6_Table5 

TAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAG 

AATTAATTAAGGCGGGGATGACAGACCACCATTGGAAACAAGGTGGTTTGACTCCAGAGC 

CCGCACCCTCCACCACAACGCCTCACTGCTTTTCTCTTGCGCTGGAAAGATCTCATCTCT 

CACTGGGAGGACTCACCTTTCTGTCTGTTCCGCTGGTGATGATCTGGAACTCCTCAGGGT 

GATAGCACACACACTGGAATAAGGTGTTGGCTAGTATCATCTGATTCCTCCTGAGACGCC 

TGGAAAGTAGATTCAAAAGCTGTGAAAGTCGACTTTCTCTTCCCTAGGAAATTTATTCAC 

TATTCAAGCTGGATTTGGTGCAAGCTGGGATTTGGGTTGGTTTATCTCCATGCCAAACAT 

CTCATACTGCTCAGCAAAGTGGTGCTTGTATTTCTTCAAAACAGACTTCAGGTCACCCTG 

TCCTCTCTACTTCTGTGTACTCCGGTTGGCCTATCAGTGACCACCAGAGGACAATGGGAA 

GGGCCCTTTCCTAAAGACAGAGCACGAAACTCAATGAGAACCCTTAAGTTCCAGGGAAGA 

AGAAGCAGAAGAGGCTGAACTCACAG 

>SEQUENCE:10004:prostate_MPM2000-004P6_Table5 

AT AAAG G G AAC AAAAG CTG G GT ACCG G GCCCCCCCTCG AG AGTACTTCTAG AATT AATT A 

AGGCGGGAGGGATTGCTTAAGCCTGGGAGGCAGAGGTTGCAGTGAGCCGAGATTGCGCCA 

TTG CACTCTAGCCTGTGTGACAG AGCAAGACCCTGTCCCAAA 4AAAGAAAAAG AAAATAA 

AAAAAAAATGGGGGCCCCGCCGGGGGGGGTCCTATTATCCGGGAAATAGGATGTTGTAAA 

CCCCCCCTATCGTGCCGTTTTTATTAAAAT ATGTG GGATTTAACCGATAATTTAACTTTG 

ACAAAATTATGAAATGGTTTTTCTAATACCTTTTTTGGGGAGAAAAAA 

>SEQUENCE:10005:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 
AGGCGGGCGGATCACGAAGTCAGCAGATCGAGACCATCCTGGCCAACATGGTGAAACCCC 
GTCTCTACTAAAAAAAAAAAAAAAAAAATTACCCGGGCTTGGGGGGGGGGGCCAl I I l iC 
CCACCTCCTTGGGAGGCTGAGGCAGGAAAATGGCGTGAACCCAGGAGGCAAACTTTGCAG 
G G ACCCA A AATTG CCCC ATTG C ACTCC ACCCTG G G CA A A A AAGTGA AACTCCTTTTC AA A 
AAAAAAAAAAACGTTTAAACTTCCCCCCCCCCCCTGGGGTGG TTTTT CCCCCTTTGGGTT 
G G CCCTAAA AG G G G GG G GTT AAAAATTA AATG GT A AAA ATG GTTTT AAA ATTT AAACCCC 
CCTTTTTTGGTCCCAAAAATTTTTTAAAAATTTTAAAAAAAAAAAAAAAA 
>SEQU EN CE : 1 0006: prostate_M PM2000-004P6_Table5 

TAAGGGAACAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGG 
CGGGGTACACAAGGGTTTCTAGCACTGAGGACAAACCCTCCTGCCCACAGGAAGTGCTTT 
CCAGCAGTCTACGCTGAGAGCAGAAAGGTTTTCTGGTTTTCTGGGCATGAAGGGGATATG 
GAAAAGTCACAAATAGAATAAAGCAATAGCAATACATAAAAAAAAAAAAAAAAAAAAAAA 
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AAAATTTTTAAAAAAAAAAAAAAAAAAAAAAAANNNGGGGGCCCCCCCCCCGGGGGGACC 
CC 

>SEQUENCE:10007:prostate_MPM2000-004P6_Table5 

AACCCTGAATAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGA 

ATTAATTAAGGCGGGCGGATCATCTGAGGTCAGGGGATCAACACCAGCCTGGCCAACATG 

GCGAAACCCAGGCTCTGTTGAAAAATACAAAAATTAGAATCCGGCGCAGTGGCGCAAACC 

TGTAATCCCATCTACTTGGGAGGTTGAGGCAGGAGAATCGCTTGAACCCGGGAGGCGGAG 

GTTGTAGGTGAGCCAAGATCGCTCCACTGCACTCCACCCTGGGCAACAGAGCAAGATTCC 

ATCTCCATGGAAGAAAAAAAGTTAAACCAATGACTGGGGGATGATGCGGACAATCACTGT 

CCTCCGGTTATTGAGAGTGTTTTAGCCCCCCCTGTTTGGGGATGTTGTTTAGGGTATGCT 

GGTGGGAAATTGAAACTGGGAAAGTAGATGGGTGAAAGTACTG 

>SEQUENCE:10008:prostate_MPM2000-004P6_Table5 

AGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGA 

GTACTTCTAG AATTAATTAAGG CG G GCT AATG ACACT ATCTGTGCC AATG AGTTG G AAAT 

AGAGCGCCTCACCATGAGGGTCAATGACTTGGTTGGAACCAGTATGACTGTCCTACAGGA 

GCAGCAGCAAAAAGAAGAAAAATTGAGGGAATCTGAAAAACTATTAGAGGCTCTGCAGGA 

AGAAAAGAGAGAATTGAAGGCAGCTCTTCAGTCTCAAGAAAATCTCATACATGAGGCCAG 

AATACAAAAGGAGAAGTTACAAGAAAAAGTTAAGGCAACTAACACTCAACATGCTGTAGA 

AGCTATAAGTTTGGAATCTGTGAGTGCAACGTGTAAACAGCTGAGCCAAGAACTAATGTT 

AAGTAAAAAAAGGACAATTCTTTGGGCGGTCGCCACCGCGGTGGAGCTCCAATTCGCCCT 

AT AGTG AGTCGT ATTACGCG CG CTC ACT 

>SEQUENCE:10009:prostate_MPM2000-004P6_Table5 

TGCTGGGTGCCGGGCCCCCCCTCGAGAGTACTTGTAGAATTAATTAAGGCGGGGGGGGGG 

ACGAGCGCCGGGTTCCGTCCAAGCCCTGTTGAAGCAGGAAACCCCTACGACTCTCGGCGA 

AGAACGTCTCTCATCAGAGACTCTTAATAGCAGAGTTGACCAAGCAGAAGAATTGGCGAG 

CTTGACGACAGGCTATTTGAAATATCCACTCAGAGATAATAAAAGAAAAAGCTTGAAGCA 

TGCCTACAAGATCTAGAAAATAGCCTCAAAAGGGCAAATCTAAGAGTTATTGGCCAGTAG 

AGAGAGAGATAGCAGAGTAGAAAGTTTATTCAAAGGGATAATCACAGAGAACTTCCCAAA 

CCTAGAGAAAGACATCAATATTCAAGAACAAGAAAGTTATATAAAAACAAGCAGATTTAA 

ACCTT ATT AAAT AAGACTACCTCAAGACATTTAGTAATCAAACTTCAAAAGGTTGAGAAT 

ACAGAAGGGATCCTAAAAGAAGCAGGAGAATAAAACCAA 

>SEQUENCE:10010:prostate_MPM2000-004P6_Table5 

GGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGTGAAGGGTCTGGCATCTC 

ATTGTCCAGGTGCAGTGTTCTGGTGAGTTTCAGATCCTTCATACTATCTGGGAGAGCTAA 

TGATTTGTTTCCTAAGAAAGGAACTCAGATAAGACAAATATAACTTTCTCAAGTTTTAAG 

ATTGGAGGGGGGAATCACTTTCTAGGTTTATTCAAAAGAAACTATAAACATCAGTTCTAT 

GAGACAAATGGGCTAGTTCAAAATCATT 

>SEQUENCE:1001 1 :prostate_MPM2000-004P6_Table5 

GGAAAAAAAGGATTCTAAATTGGAAAGAAACAATTCAAATTATCTCTGCCAATGATATAA 

TCTCATATGTAGAAAGGCCTAAAGATTCCACAAAAAAAAGTAGCACTAATAAATTTAGCA 

ACATAGCAGGATACAAGGTCAACACACAAAAATAGTTGCATTTTCATACACTCACAATGA 

ACAATTCGAAAAGGAAATCAGGAAAACAATTCCATTGACAATAGCATCAAAAAATATTTA 

GGAATTAA 

>SEQUENCE:10012:prostate_MPM2000-004P6_Table5 

AACCCTAACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGA 

ATTAATTAAGGCGGGCATGGCTGACGGGATGGATGACCTGCTGTAGCTTGGTCCTGGGTA 

TCAAACGACTCTGGATTTTTAGGGCTCATACTATCCTCCGCGGTCATGCTCCAAAAAATT 

CACTGCTTTGTGGCGCGACCCTTAAGTATTCTGCATTTTCAGCTGTGGAGCCCTTACATA 

CGCC ATTTGCCTTG G CTTCCTTG G G A A AG AAGTCCTG CTG GT AGTC AG G GTTGTCC AG GC 

TAATTTGGCGGCTGCCTTTCTAGGCCCAAAGAGCAGGGCTGGCTAATGTGCTGTAGACAC 

ATGTGGACTGGACATAGTTGAGATACTCTAGGTTGCCCACTGCATTGCTGAAGGGGTCCT 

GGCCTTACCGCTCTGGGCTGGACTAACGGGTGGCGCTTCAATCCCTCATGGCACCGACCC 

CACTCTGGTGCGGGCCGTCTTCTTCCCCC 

>SEQUENCE:10013:prostate_MPM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAG 
GCGGGGGGCAAGCACCCAGGACTGATGAGGTCTTAACAAAAACCAGTGTGGCGAAAAAAA 
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AAAAAAAAAAAAAAAATTTTCTTAACCCCCCCCCCCCAAAAAACCCT TTI I I I I I TAAAA 
AAA I I I I I I I I GGGGCCCGTTTTGGGAAATTTGGGCCAATTA AAAAATTTTGGGG GGCTT 

TTCTTTA I I I I I I I ITACAAAAAAAAAAAGGGGGGCCCCAAAAl II Ill iGGG 

GACTCTTTTTTAAAAAATAATTCCCCCAAGGGGATTTTAGGGAATTTGGGGG CCCCCCC C 
CCTTTGGGGGGGGGGGCCTTTTCAAAAAAA I I I I I I I I CCCGGGAAGCACAA I I I I I I I C 
CACCTTGGGGGGGGGAAAAATTTTTTGGCCCC 
>SEQUENCE:10014:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGCGGGAGGCAAACAGGTTCCTGGGTGGAAAGGGATTAGTCCCACGTGAAGCCCCACCT 

TCAAGGTAGAGACGGCCTGAAGCCTGGTGGCCGGGCTGTCAGATCCAGGTGGAGTGGGAA 

CTCATGGTGCTTTTTACCAGCCTGCCCATGGCTGCCCATGGATGAATCAGCACGTACTTT 

CTCCCTTCTGAGACCGTAAAATCCCCGAAACCAGCCAAACTCACATAGACATCAGGATGA 

CTTGCCTGTGGAAAGGAGCTACCCATTCTGGTTCTCCGCTCCACTGAGAGCTGCACTCAT 

CACG AC AACTCAAAATATTAAACAC AAACTACC ACCTACCTCCCTCACCAAAGCCCN N N N 

N AA A AAA A AAA AAAA A A AAA AAG G G G G G G CCCCCCCCCG GG G G G G ACCCCC ATTCCCCCT 

TATAGGGGGGGTTTTACCCCCCCC 

>SEQUENCE:10015:prostate_MPM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAG 
ACGGGGATAATAAGCAAATATGTACACCAATAGGCCAAGGCAGTAATA AACAACT ACTTG 
AAATCTACAAAGATACAAAAGATGCAAATGACTTTTATGCCAAGTATGG I I I I I I I CCTT 
AATGAAACCATGTGGTTCTAACTTACCATAGGCCAGCAGTCGCATAGAGGGTGCTGTCTC 
ACCTGGGTTTATACTCTTCAAACCTTCACTGGCTTTTCTAAAATAAAACCACACATGTAA 
TTAAGAAAAAAAAAAAAAAAAAAAAAAAAANGGGGGGCCCCCCCCGGGGGGGACCCCCAT 
TCCCCCTTAAAG G GGGTTTTT AACCCCCCCCCCCTGGG 
>SEQUENCE:1 001 6:prostate_MPM2000-004P6_Table5 

GAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGG 
ACAAAAGAAGGTTTGTTAACAAGTAGTGCTCACTTTGTGAACAGATTTCAGACAGGAAAC 
AAAGGTTTTACAAAATAAAATAGAAATAA I I I I I I I AAAAACAAAATCAAAAC ATTTAAC 
GGATCTCTTGCACCCATCCCAACATCAGAGGAAGTGTAGCTGAAAACTGATAGAGTGTTA 
AAC AC AC AG CTTGTTTC AAG G G G AATTCTAGTTCCCT AATTC AG A AC AGTTCA AGTTAA A 
CATCTNNNANAAAAAAAAAAAAAAAAAAAAAAAAAAAGGGGCCCC CCCC GGGGGGGACCC 
CAATTTCCCCTTTTAGGGGGTTTTTTAACCCCCCCTCTTGGGCCGTTTT 
>SEQUENCE:10017:prostate_MPM2000-004P6_Table5 

GCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 

TACTTCTAGAATTAATTAAGGCGGGGAAGAACACACTGTTTTCCTACTGTTGAGATCATT 

AGTTTCCATGAAAAGTTCAGGGGAAATAAATACTGAACTCTGAATGAAATAGCAAGTTAT 

ATAAATCTTGAAAAATAAATATTACCTAGGTTAACACTAGACTTAACCACAAGAGATTTC 

AATCATGAAACCTGACATAACCTAGTTGACAAGTATAGCTTAAGCAAGTAAGACCTCATT 

GCTGATGGAGAAGACCCCTTTTCCTTTGCTTGTCTGTTTTGCAAAATTCATTTTT CCTT C 

ATGAGAGTAAAAACAATTTAGGGGTTATTGCAGATGTCCAAATGCAGCCAGCAATTTTAA 

AGTCATTGATGATACCGTCAGTTATCACACTCCTACACCAGCAATGAAAATACTGTATAC 

ATAGTATTACATATATCCACTCTTCT 

;>S EQ U ENCE: 1 001 8 : prostate_M PM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAA 

AATTTAAGAAACCCTTAAACTAAATTTAAACTTGATAAAGAATTAGCATCTTTACAACAT 

AATTTTCTGAATCAGGACACTGCTACTCCGATTTAAAAAGATGTATCCTTTGGTAAAACT 

TTAGTTTTTAAAATTAAGGCCAAGTCTTTTCACACTGTATTTTTGTCCTTCTTTTTTCTG 

TTCAGTGGATGCCTGGACTTTGGCCTTTTCTCCTGATTCCCAGTATCTGGCCACAGGAAC 

TCATGTCGGGAAAGTGAACATTTTTGGTGTGGAAAGTGGGAAAAAGGAATATTCTTTGGA 

CACGAGAGGAAAATTCATTCTTAGTATTGCATATAGTCCTGATGGGAAATACCTAGCCAG 

TGGAGCCATAGATGGAATCATCAATATTTTTGATATTGCAACTGGAAAACTTCTGCATAC 

CCTGGAAGGCCATGCCATGCCCATTCGCTCCTTGACCTTTTCCCCGGACTCCCAGCTCCT 

TGTCACTGCTTCAGATGATGGCTACATCAAGATCTATGATGTACAACATGCCAATNTGGC 

TGGCACGCTGAACGGCCATGCCTCCTGGGTGCTGAACGTTGCA 

>SEQUENCE:10019:prostate_MPM2000-004P6_Table5 

TAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAG 
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AATTAATTAAGGCGGGCACAATTATGGCAAGAGGGGTGTAGCTGAAAACCATAGAGAGTG 

AGAAATACAGGCAGTAAGATTCTCAGAGCCATGTTTGCGTATCTACATTGCCTGTACTTT 

ATGGAATTCTGGTTCTTGGTGATATTTGGAGTTCAGATAGTGGATTTATAGTGAGAAAGA 

GGATTTTGAATATAGAGATAGTAGAACTAGGGAATGATTTTTTAAAAATAAAAGGTAAAG 

AACAGAATAGGCCGGGTGCAGTGGCTCATGCCTATAATCCCAGTGCTTTGGGAGGCCCAA 

GAGGGGGAATTGCTTGAGGCCAGGAGTTTGAGACAGCCTGGCCAACATAAAGAGACCCCA 

TCTCTACAAAAGTTAAAATTTAAAAATTAGCTGGTCGTGGTGGTGCATGTCTGTAATCCC 

AGCAACTCAGAAGGCTGAAACAGGAGGATCACTTGACACCAGGATTTCAAGGTTGCAGTG 

AACTGTGATTATACCACT 

>SEQUENCE:10020:prostate_MPM2000-004P6_Table5 

AAGCTGGGTACCGGGCCCCCCCTCGAGAGTCTTCTAGAATTAATTAAGGCGGGAGGACTA 

AG CAG CATCCCTAAATCTAGT AG AAG AGG AACATAG GTATCTATATATTAGGG AG ATTAT 

GAATAAAATTGTGACTTGTGTTTTAGAACAAGAATTTTACATGAATAGCATTTGTTGCTG 

TTGATAATTATGTTTAAATAAATAATCCTTCTAAGTCAAAAAAAAAAAAAAAAAAAAAAA 

AAAGGGGGGCCCCCCCCCGGGGGGGGCCCCCATTCCCCCTTTAGGGGGG I I I I I I I CCCC 

CCCCCTTTGGGCCGTTTTTAAAAA 

>SEQUENCE:10021:prostate_MPM2000-004P6_Table5 

CACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAAT 

TAAGGCGGGGGAAACCTGGATACATGTATTAACAGATATAAATATGTGACAAACCTATCC 

TTTGCTGCTTCTTTATTGGTGTAGGAATGTCTTCCTTTAAGTAAACCTTTAATACATGAT 

TTTAAACTTATAGAAGAAAAAGATACTAATCCACTTCAGATAATTTAAAGAATTAAATTA 

TGAAAAAAAGAAATTCAGATTGGAATTGCCTAGTGGTAGAATTTTATAGCTTATCTCTAC 

TAGACAAATAAGAAAAGAAAGGAAGAGAGAAGAAGAAATGAAAGAAGGAATGTGATGTTC 

TAGGAGTAGATTTATATTGTAGAATCCAGAAGGACATAACAGTAAAAGTAACTCCTGGAA 

AGGAATGTGATTCTCTATATCTTAGCCCTTTAAAATCTATCATACCAAACATGAGTTGAC 

ATC AG AACTTTTTC ACAAAA AAAT A AAA AT AA AAAA ATGTTN N N N N N AA AAA A AAA A AAA 

AAAAAAAAAAAAAGCGGCCGCCACCGCGGTGGAGCTCCAATTCGCCCTATAGTGAGTCG 

>SEQUENCE:10022:prostate_MPM2000-004P6_Table5 

TGCTGGGTGCCGGGCCCCCCCTCGAGAGTACTTCTAGAATCAATTGCGGGCGGGGAGCTC 

TTCTCT AG ATGTT AAC AAAATT ACC A AGTTT AG ATG CTAG AG CACTCCTG CAG AG CCC AA 

GTGTACTATGCTCCTTTCCTGTGGCTAAAAACTACGGCCCTCCCATATCAAAAGACTGGG 

TTTTGTCTTTTGTTACCATGCACTTACTATAATGACTGTACAACTAGACTTGAATATAAA 

TCTAACAGTGTAATCACATTGCTTTACAAATTCCATGCTCAGGCTGTTGGTAAGATGCCT 

TATTTGTATATGAGGTTGCTCAAAGGTGATTTC I I I I I I I I I I AAC 

>SEQUENCE:10023:prostate_MPM2000-004P6_Table5 

GCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 

T ACTTCTAG AATTAATTAAGGCG G GGGTG ATG AAAAAGG A AC ATTTATACACTG CTGGTG 

GGAATGTAAATTAGTACAGCATTTATGGAAAACATTTTGTTATGGGATAAATATTTTTGT 

CTCCTCAAAATTGTTATTTTGAAGCCCTAAACCTCTGTGAGGCTGAATTTGGAGGTGGAG 

ACTTTAAGGAAGTAATTAAGGTTAAATAAAGTCATAAGGGTGGGTCCTGATCACATAGGA 

I I I I I GTCCTTTTAAGAAGAGACACCCCCAGCACTTTGGGAGGCTGAGGTGGGAGAATCA 

TGAGGTCAGGAGATCGAGACCATCCTGGCTAACACGGTGAAACCCTGTCTCTACTAAAAA 

TCCNNAANAAAAAAAAAAAAAAAAAAAAAAGGCGGCCGCCACCGCGGTGGAGCTCCAATT 

CGCCCTATAGTGAGTCGTATTA 

>SEQUENCE:10024:prostate_MPM2000-004P6_Table5 

AAGGGAAACAAAGCTGGGTGCCGGGCCCCCCCTCGAGAGTCTTCTAGAATTAATTAAGGC 

GGGGTAGACCAAAATGTGAATGTCATATGAAAGAGTTTAAACATTGCCCTTGAAATATGA 

CAGAAAGTATCAGAAATAATTATACCATTCCATGCTCACAGGCCAGTGGGAATTCTCACA 

GTAAGCATTTTGTCCAGAGAATATTCTTCTTAGGGAACTATAACATTCCAATGATAATGG 

TAGTCAGCCATGTGGCTGGATCATCGTTCCTGTATCCTGGTCTCTATGACTTAGTGTGGT 

GATGGTGTCATTGTGTCCAAGTGTGACAGAATTGTTAGTGTGTAGTGTCTGTCTCCTATC 

TCAGGCTCACAGTCCCTTTTATAAACATGCCTGGATTGATGATGGCTTCAGTATCTTTTG 

GAAATCTGGACTGAGCAATAGAATTGCTTCTCTCAAATTGATTTCAAGTCATATAAAAGG 

CCATGTTACACATATATTGTTAATCTGAGGGAAGCTGTGATCATTTAAGTTGTATTTTAT 

A 

>SEQUENCE:10025:prostate_MPM2000-004P6_Table5 
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TTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTA 

GAATTAATTAAGGCGGGGGAGTAAAGGTAAGATAGA AAAC TAAAATATAAAATATAAACC 

ACATAACC AT AAGTGTTTTATTTTAGGTTC A ACTACTGTTTTCTGTTTG GTG AG G AAAC A 

AAAGTCAGGGCAAGAGGGTGCCAATAAGGAGAAAGCAGAAGGGACAAGAAATTGGAGGCT 

TCTGTAACAAAGAACAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAGCGGCCGCCACC GCG 

GTGGAGCTCCAATTCGCCCTATAGTGAGTCGTATTACGCGCGCTCACTGGCCGTCGTTTT 

ACAACGTCGTGACTGGGAAAACCCTGGCGTTACCCAACTTAATCGCCTTGCAGCACATCC 

CCCTTTCGCCAGCTGGCGTAATAGCGAAGAGGCCCGCACCGATCGCCCT 

>SEQUENCE:10026:prostate_MPM2000-004P6_Table5 

GCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 

TACTTCTAGAATTAATTAAGGCGGGTGCCTGTAGTCCCAGCTACTGGGGAGGCTGAGGCA 

GGAGAACGGTGTGAACCTGGGAGGCGGCATTTGCGGTGAGCTGAGATTGCGCCACTGCAC 

TACAGCCTGGGTGACAGAGCGAGACTCCATCTCAGAAAAGAAAAAAAGAAAGAAAGAAAA 

AGAAGGGAAATTCCCAATCAGTGAAAGAAAAACCCCAC TGAA ACAGCAGCAAAAAGGACA 

AAATACCTCAGACGAAACATTACAAAAAATGTACAAGACTTTTAAGAGGAAAACTTAAAA 

ACACTACTAAAGGTTATAAACAAAAAGAGATGCTATGTTCTCGGATAGGAAGATTTAATA 

TCATAAAGACATAAATTTGTTAATTTAAAACTAGGCCAATTTAAACAGAAAGTTTTGTTT 

TTAACCCAGCCAA 

>SEQUENCE:10027:prostate_MPM2000-004P6_Table5 

TTACACCCCGAAATAAGGGGAACCATTGCTGGGTGCCGGGCCCCCCCTCGAGAGTACTTC 

TAGAATTAATTAAGGCGGGGGGTAAAAATGAAGCAGAAGCCCCAAAGTTCACATTAACTC 

AGGCATTTCATTTATTTTTTCCTTTTCTTCTTGGTTGGTTCTTTGTTCTGTCCCCCATGC 

TCTGATGCAGTGCCCTAGAAGGGGAAAGAATTAATGCTCTAACGTGATAAACCTGCTCCA 

AGGCAGTGGAAATAAAAAGAAGGAAAAAAAAGAAAAAAAAAAAAAAAAAAAAAAAAAAAA 

AAAAAAAAAAAAAAAAAAAAANAAAAAAAAAAAAAAAAAAAAAAAAAAAANAAAACCCCC 

CCCCCCCCGGGGGGGACCCCCCCCCCCCTTAAAGAGGGGGTTTCCCCCCCCCCCCCCGG 

G 

GGGG I I I I I AAAAAAA 

>SEQUENCE:10028:prostate_MPM2000-004P6_Table5 

AGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGA 

GTACTTCTAGAATTAATTAAGGCGGGAACAGCTAAATAGGTTGTTGTTGATTTGGTTAAA 

AAATAGTAGAGGGATGATGCTAATAATTAGGCTGGAAGTGGCAGTGAAAAATATGTTGGG 

TGTTCATTTTAGTGACTGTAATTAATATCTTGCTGGATTAATGTTTTGTACAATTACTAA 

ATTGTATACATTTTGTTATAGAATACTTTTTTCTAGTTTCAGTAAATAATGAAAAGGAAG 

TTAATACCAAAAAAAAAAAAAAAGGAGGACGTCACTTATAGGCGGCCGCCAC CGCG GCGG 

AGCTCCAATTCGCCCTATAGTGAGTCGTATTACGCGCGCTCACTGGCCGTCGTTTTACAA 

CGTCGTGACTGGGAAAACCCTGGCGTTACCCAACTTAATCGCCTTGCAGCACATGCCCCT 

TTCGCCAGCTGGCGTAATA 

>SEQUENCE:10029:prostate_MPM2000-004P6_Table5 

TTACAACCCTAAATAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTC 

TAGAATTAATTAAGGCGGGCTTGACGACAGGCTATTTGAAATATCCACTCAGAGATAATA 

AAAGAAAAAGCATGAAGCATGCCTACAAGATCTAGAAAATAGCCTCAAAAGGGCAAATCT 

AAGAGTTATTGGCCAGTAGAGAGAGAGATAGCAGAGTAGAAAGTTTATTCAAAGGGATAA 

TCACAGAGAACTTCCCAAACCTAGAGAAAGACATCAATATTCAAGAACAAGAAAGTTATA 

TAAAAACAAGCAGATTTAAACCTTATTAAATAAGACTACCTCAAGACATTTAGTAATCAA 

ACTTCAAAAGGTTGAGAATACAGAAAGGATCCTAAAAGAAGCAAGAGAATAAAAACAAAT 

AAC ATG CC AAG AACCTTCT AT ATG ACTG G CAG CAAATTTCTC AG TG A AA AC CTTA AG G G C 

CAGGAGAGAGTGGCATGACATAGCTAAAGCACTGAAGGAAAAAGTATTTTATCCTAGAAT 

AGTATATCCAGTGAAAATATCCTTTAAAAATGTGGGAGAAATAAAGACTTCTCCAGACAA 

ACTAAA AT AAGG G ATTTCATCAATA 

>SEQUENCE:10030:prostate_MPM2000-004P6_Table5 

ACCCTACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAAT 
TAATTAAGGCGGGCCAGGTGTTCCATTTAGAGGGCATACCTCAAGTTTTCCAGAGACACC 
ACCTGGCCAGCCTCATTCAAGTTACCTGCTTAGGGTTTAACAAACCCTCCTCACAAGGAA 
AAG G A AAT AAATAG CAAAGC AAA A AAA A A A A A A A A AAA A A A A AAA AG G GGGCCCCCCCCC 
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GGGGGGGGCCCCAATTCCCCCCTAAGGGGGGGTTTTTACCCCCCCCCCCGGGGGCGGTT 
T 

AAAAAAANAANANCANNANCGTAGGTTTCCACTTTAAGAAAGTGGGAAAGTATTATTCTT 
TTTAAACCCAAAAG 

>SEQUENCE:1 0031 :prostate_MPM2000-004P6_Table5 

CGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGT 

ACTTCTAGAATTAATTAAGGCGGGAGAATTGCTTGAACCCAGCAGGCAGAGGTTGCAGTG 

AGCTGAGATCATGCCATTGCACTCCAACCTGAGCGACAAAGATTCCATCTCAAAAAAAAA 

AGACAATGTGATTCCATTTTCCACTGGATTAAAAGTAAAAATTTTATAAAACTAATGTTC 

ATAAAATTAATATAAAATAAAATGTTATATTCAGCAATGGTAAGAATATGGAGAAACCAG 

TATCTTCATACTTCATAGAAGTATAAATCAGTTCAGTCTTGGGCAAATTATTTAAGTTTA 

TTCAATCCAAGTTTAAGTTTGCTCAAACTTTGACTCAGTAATTCCATTTCTAGGAGT TAT 

GGCACTGTTGCACATGTGCACAAAGACATATGTACATGAATGTGTACAGCAGTGTCTTTT 

GTAAACAAATGTCTATGTCCACCAA 

>SEQUENCE:1 0032 : prostate_M PM2000-004P6_Table5 

CCCTCACTGAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAAT 

TAATTAAGGCGGGAGGGTGCCCTTCCAATAGTCTATTAGGAGGGAAGCGACGGCTGGCAG 

TAAAAGTAACATCCTGGACCTGCCTCTAGTCATTCATGTTGTACCACAAGAGCAAAACTG 

TCTCCAATGCCTACTTCTGTACAGGAAACCCATCAAGCATAGCA TAGGC TTTAACCACAC 

TCAGTATTTTGCACTTATAATCTATATATATGTGCAGCTTGATCTAI I I I I ATTCACGAT 

ATTTTTTTCTCTTTTTATATGTTAATATGACACAATCGTGTTTAGACCAGAAAGGATGGT 

AACTGGAAATAACACTGCCTTAAACATACACTCATATTCCAGAATTCCATATGCACATCA 

GAAATGTTTCCCGAATTTAAATGAATTCAATCATTTAGAAAATGCATTGATGC 

>SEQUENCE:10033:prostate_MPM2000-004P6_Table5 

CGCCAAGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCT 

CGAGAGTACTTCTAGAATTAATTAAGGCGGGGGAGATGATACAGGGAATACTATCTATCC 

AATGAACTGAACAAGATCCCTAAACTAAGCATTGAATAGAGATGCTTATTATTGATGAGG 

TACTATCCAGAGCTCATGCTTAGAACAAATGCATCTTTGCGTATCCTAAACTTAACAATG 

CATCAGTTTCTGCTACCACAGAATCAGGTTTTCCGTAGTAGATAAAGACTCTCTGGTGCT 

TTAAATTCTGATTAAGTGTTTTGACTCATTAACTTCTACTCTTTATATTACTGCCTTTGC 

CTGGCTTG 

>SEQUENCE:10034:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AATTAGAAATAAAAAAAGAAAACAATAAAATATCTAGAAAAGACCAGTTGGAAACTACAC 

AACAAACTTAATACCTCATGGTTGAAAGTCATGAAATTTTAAAATAATTAAATTAAGTTA 

TGCAGTATATTGAAATTTATGAAACTGATTAAATGAAAATACAATATATTGACATTTATA 

ATATGAGCCAGAGAGAAGCTTAGCAGAAATTTTGAGCTTTTAATCCTAAATTAGAAGGAA 

GAAGAAAGGTTTAAGATCAATAGCGTAGGTTTCCACTTTAAGAAAGTGGGAAAGTATAAT 

CATTTTAAACCCAAAAGCAGTAAAAAAAGAAAACAAATAACAAAGGCAGAAAACTGTGAA 

AT A AA AACA AACTAC A A N N N AA AAA A AAA AAAA A AN N N N N N G GGGG CCCCCCCCCG G G GG 

G 

>SEQUENCE:10035:prostate_MPM2000-004P6_Table5 

AAGGAAACAAAACTGGGTACCGGGCCCCCCCTCGAGAGTCTT CTAG AATTAATTAAGGCG 

GGTGCTTACTATCATCCCTTTCTCACTGCTATTTTATAATATTAATTTTATATATTACTA 

ATTAAAAACTATATAATTATATACATAATTAATTTTTTTCTGGTTCTTCAAAATATTTGA 

CTAAATAATTTAGAGGTCTCAAATAA AAAT GGTAATTTTAAGACCACTGTGATCAAATTC 

TGGAAATTTTTAAAGATCTAAGAACTTTTT 

>SEQUENCE:10036:prostate_MPM2000-004P6_Table5 

ACTG ATTGCCCG CCACTTCTTCCTACATAA AG G G AAC ACAAGCTG GGTACCGG GCCCTCC 

CT AG AG AGT ACTT AT AG AATT AATG A AG G CG G GG AG AAG AT AG G G A AC ACTC ATTCCTG G 

TCGTCTATCACCAGCGTGTGTTTAACATTCACAGCCCACAACCACAAATGTTTCTGGGAG 

AGCCTGGCAAGGCATTCCTCATCACCATCGTGTTTGCACAGGTTAAAACAAAAACATAAA 

ACCCCATATATATTAAACAAAATAGAACCTTATCCCCCAGAAACTAATTATAATTGAAAA 

TAATCAATCCCGCCCCCCCCCAGGGGGAGTCCCCTGATCCCTTTTGAATGGCGTGTACTC 

CCCCCTCCCGTTGTTCACATTTGCCTTCCAGAATGTGTTCAAAAGAAAGACAAGAAGGAG 

TGTATGGCTTATAAAGTGAATCTAATACAGTATTTGTTGCATTTAAACAAGCTAGACATT 
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TTCTTACGGAAAAATTATGAAATACAGCATATTTTATGTTCTCCCATTGACTCAATCATG 

ACAATATTTATGCTTTAACACCATCTTTCATGATTAGAAATGTTTGATATT 

>SEQUENCE:10037:prostate_MPM2000-004P6_Table5 

AAGGGTAACAAAGCTGGGTGCCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGG 

CGGGAGCTGGTCATTTGAAAAGACATTGAAATTAATCTCTGGCAAGACAAGAAAAAAAGA 

AAAGCCATAAATTACCAATATTATAAATGAAATGAGATGTTACTACAGACCCTGCAGATA 

TAAAAATATTAATATAGGAATACTATGAACAACTCTACACATGCATACATTTGATTGTTT 

AGATGACGTGAAGAAATTCTCGAAAGACACAAACTACCACAACTCACCCAGTATGAAATA 

GATTATTTGAATAGCCCTATAAATATTAAGGAAATTGAATTATTGATTTATAGAACATTC 

CCCTTCTCCCAAATATGTAAGCCCAGATGATTTTACTAGAGAGAATTCTACCACACATTT 

AAGGAACAATTAACAGCGATTCTATACAATCTCTTTCAGAAAATAAGAGGAGGGAAGACT 

TCTCAATTCATTTTTTGAAGCTAGTAATACCCTAGTATCTAAACTAGACAAAGACAGTAA 

AAAAAACGAAAAAAAAAAAAAAAAAAAAAAAA 

>SEQUENCE:10038:prostate_MPM2000-004P6_Table5 

ATAAAGGGAACACATGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGCGGGAAGGAAGGATAAACTGTCTATTAACAGATAAATATTTGGTCATGTCCATAATG 

ATCATTTACATGTTTTCT I t I I I I I I I I CI I I I I C I I I I I I I AAAAAATAAAAACAAGGT 

CCCACTATGTTGCCCAGGCTAGTCTTGAACTCCTGACCTCAAGTOATCCTCCCATCTCAC 

CCTCCCAAAGTGCTAGGATTATAGGCTTGACCCACCAAACCTGGCCACTACAAATTTTTC 

ATCCTATACAAGGGCTATATGGTCAATTTAAAAATATGACAAATGTGGCATATCGCACAC 

TACTGTGATACACCAAAAAGCTAGATTAACACTCTGTCCCAAAAAAAAAAAAAAAGGGCC 

CCCCCCCCGGGGGGACCCCAATTTCCCC 

>SEQUENCE:10039:prostate_MPM2000-004P6_Table5 

CTAA AG G G AACA AAAGCTG G GT ACCGG G CCCCCCCTCG AG AGTACTTCT AG AATTAATT A 

AGGCGGGAAGGACCCTGGGCCTTTGCTGACATACCAGCCCCAGACTACTTAAATTCAGCT 

I I I I I I I I I AATGTGAGAAAATAAATGCACCCCTCTCTGGTTTAAAAAAAAAAAAAAAAA 

AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAGCGG 

CCGCCACCGCGGGGGAGCTCCAATTCGCCCTATAGGGAGTCGAATTACCCCCGCTCACTG 

G CCGTCGTTTAACAACGTCGTG ACTG G G AA AACCCTG G CGTTACCCAACTTA ATCG CCTT 

GCAGAAAATCCCCCTTTCGCCAGCTGGCGTAATAGCAAAAAGGCCCGCAC CGAT CGCCCT 

TCCAAACAGTTGCGCACCCTGAATGGCAAATGGAAATTGTAAGCGTTAATATTTTGTTAA 

AATTCGCGTT AAATTTTTGTTAAATC AG CTCATTTTTTAACC A AT AG G CCG A AATCG G C A 

AAATCCCTTATAAATCAAA 

>SEQUENCE:10040:prostate_MPM2000-004P6_Table5 

CCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGGATACTGATGCACAAATCCTG 

T ACCGTGTATTA AAG G AAG AG G A A ATG G CGTG G AATCACTG CCTCCTGTG ATTTG A AG G C 

CATTGTGAAGGAAAACAATGCAGTGAAAGAAAGTTCTTCATATTAGGACAGATATCATTG 

CATCACATATATTTATCTTTCTGGGGATTTGTATGGCCCTTAATAAAAAATGTTGAAATA 

AAGGCCGGGGCAAACCTCCTAATGAAAGGAAAGCAAGCCAAGATGGATATTTACGACACT 

CAAACCTTGGGGGTTGTGGTTTTTGGAGGATCCCCGGCTGTTGGTGCCATTGGCATCTTC 

CTGGTGTGGACTTTCTCCCTCCCCCGACACGTCCTATGTAAAAAACCCTAGCCAACCAGC 

G 

>SEQUENCE:10041:prostate_MPM2000-004P6_Table5 

CCCTC ACTA AAGG G A ACAAAAGCTG GGTACCG G GCCCCCCCTCG AG AGTACTTCT AG AAT 

TAATTAATACATTAGTGCAGAAACTGGTGAAATCTAAACTAAACTAACTGGAGATTAGTT 

A ATAAAG CTG G AGTGG CTATCTG AATAACAG AG AAAGTATACTTTAG AACAAAAAATATT 

ATC AC AG AT AAAG AG G GTAATTTC AT AAG G G G ATC AATTCAC A AAG AAG AC AT AAT ATT A 

ACTGTGTGTGCACTGGTAACAACAGAGCTTTAGAACACAAAATGATGTAACTAAAAACTT 

TTGCCACCNAAAAAAAAAAAAATATAAAAAAGCGGCCGCCACCGCGGTGGAGCTCCAATT 

CGCCCTATAGTGAGTCGTATTACGCGCGCTCACTGGCCGTCGTTTTACAACGTCGTGACT 

GGGAAAACCCTGGCGTTACCCAACTTAATCGCCTTGCAGCACATCCCCCTTTCGCCAGCT 

GGCGTAATAGCGA 

>SEQUENCE:10042:prostate_MPM2000-004P6_Table5 

CAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAG 
AATTAATT AAGGCGGGCGTGGTGGCGGGTGCCTGTAGTCCCAGCTACTCGGGAGGCTGAG 
GCAGGAGAATGGTGTGAACCTGGGAGGCGGAACTTGGAGTGAGCCGAGATCGCGCCACTG 
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C ACTCTG G CCTAG G C AAC AG AG CA AG ACTCTGT CTC AA A AA A AAA A ACC AA AAACC A A AA 

CCAAAACCCTTAAGGCTCCTACATACTATTAAGTACC ATTTT TATGAAAAATAATTTTCC 

ACCCAG G CAAGGG GGCTCATG CCTGTAATCCCAGCTTTTTGGG AGGCCG AG G CGGCCGGT 

TCACAAGGTCAGGAAATCGAAACCATCCTGGCTAACACGGGGAAACCCCGTCTTTCCTAA 

AATTCCAAAAATTTACCCAGGCTTGGCGG 

>SEQUENCE:10043:prostate_MPM2000-004P6_Tab!e5 

A ACCCT AACT AAAG G G AAC AAA AG CTGG GTACCG G G CCCCCCCTCG AG AGT ACTTCT AG A 

ATTAATTAACAAATAATAATCATACATATTCATGGGGTAGATAATGTTCTGATACATATA 

ATGTACAGAAATCAAATCAAGGTAATTAACATATCCATTATCTAAATATTTATCATTTCT 

TTGCGTTAGGAATGTTCAGTATCTTCCTTCCAGCTATTTGAAACTATATAGTATTGTTAA 

CTACAGTCATCCTACAGTGGTATAGAACACTAGAACTTATTTCTTCTATCTAGCTGAAM 

TTTGTATCCTTCAACAAATTTCTCCCTATCCCTTCCTTCCTCCTACCCTTCCCAGCCTCT 

ATTATCTATCCCCGCCTTAATTAAGGCGGGGCAGAACGTGAGGGCTGGGCGGAGGGCTTA 

NGGATGAGAAACATGTCCGGAAGGCCGGGGGCAGGACTTAATCAGAAACTAAAATCACTG 

GCCGGGCACAGTGGCT 

>SEQUENCE:10044:prostate_MPM2000-004P6_Table5 

GCGCG CAATTAACCCTC ACT AAAG GG AAC AAAAG CTG G GT ACCGG G CCCCCCCTCG AG AG 

TACTTCTAGAATTAATTAAAGCGGGTCTAGAAATACAGGCCGCGGCGCTTACCTCTCACA 

CTCGCGAAACACCCCAATAGGTCAATCTGTCTGTCCTGCCTTGGCCTCCCAAAGTGCGAG 

GATTACAGGTGTGAGCCACTGTGTCTGGCCAGTTTTAACTTTTATGTTTA GGTCT TTGAT 

CCATTTCAAATTAATTTTGAATATTGTATAAGTTAGGGGGTTGAGTTTAACTTTTTCCCA 

TATGGGTATCAGTTATTTCTGTACCTTTTGTTGAAAAGACTTTTTAAAAAAAATAATGTG 

GGTCTATTCTATTTCATTGATCCGTTGATTCTAATATTAGAGTCACACTGTCTTGATTAC 

TGAGACTGTAGAATAGATCTTTTTCTTTCTTTTTGAGACAGAGTCTTGCTCTGATGCCTA 

GGCTGGAGTG 

>SEQUENCE:10045:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

ATGTGGGCTTCACTCACGGACTGACAATGCATACCATCACCCACACTGGATAGTTTCCAA 

ACACTTTATATAATATGTGGATCAAACCATGCATCTTAGTAGAAACTTATGACACTTAGA 

ATGAAGAAGAAAAGCAAATTTCTAACATATGCTATGAAGTAGTCAGAAGGAATTGTCTAG 

CTTAAATGCTTATATCATTGCAAATGCTGACAATATGGTCGAGGATTATAAACTTAGGAA 

ATGTAAAAAACAAATACCTATAAGGTTTTAAATGCAAAGTTTTTAC CATCT ACCAAACTG 

CCAAGTAACAGAAGATGAAACTCTTGTATAAAAACTTTTCTAGAGATTTTACATATATAT 

AAAATTATTTACTCTCCAGCTTATTTTAAGAGGCTAGTAAAACCTTTAAACCAAAATCAG 

AAAAGCATAGTTAAAAAAAGAAATTACTGGCCA 

>SEQUENCE:10046:prostate_MPM2000-004P6_Table5 

AAGCTGGGTACCGGGCCCCCCCTCTAGAGTACTTCTAGAATTAATTAAGGCGGGGTATGT 

GTGTGCATGTGGTTTGCAGTCACCGCATGTTTAGTTTTGTTAGGTTTAATTCACTAGCTT 

TCCTACTGCACAAATGGCTTCCAGGATTTCTTCTACTTCCCATTGTGCCGATTCGCTCAG 

TGCTCTGTACTCACTAATGAACTGTAAATTATAAATGTGCCATGTGCTCTCCCCCTACTG 

TGAGAAGAACATATTTGAGAAATCTCAGCTACATCATTTGAACTGCAATTTGAAAGGATG 

TTTTGGAATGTGTCAACAAAACAAATGGTTTGGCT 

>SEQUENCE:10047:prostate_MPM2000-004P6_Table5 

TAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAA 

GGCGGGGTACCCTAGGGATTCATCTGTTTTCTTCACTTCCCTTTGCATCTGAGATCCTGC 

TGGAAACCACAGCAACCTGTATCCACTATTAGGAGGTAAAAATCAATAAAATGGCCCATT 

CATTTGTGTTGTTAAAAAAAAAAAAAGAAATATAAAAAAAAAAAAAAAAAAAAAAATAAC 

AAAAATACTCCAAACAGTATCTGAAGTGTTACATGAAAAAAAAGATTGTTTGCTCAAAAA 

AGCTTGGAAAATACTACACACTTCCTTTCTCCCTCTGGAGATGAACCCACATTAAAGTGT 

CTAAAGACTCCTGAGAATTCCCGCCCCAGTAAACAAAACTAACGTAATCTACCATTTCCT 

ACACTATTTGAGCATGGAAATCATAGTCCCCACTCTGTGAAAA 

>SEQUENCE:10048:prostate_MPM2000-004P6_Tab!e5 

GGAAACAAAAGCTGGGTACCGGGCCCCCCCTCGGAGTACTTCTAGAATTAATTAAGGCGG 
GGGGACTGTTGGGAAGGTACAGAAACCCCTGAAAACCCATCAGATCTCGTGAGACTTATT 
CACTATCATGAGAATAGCACGGGAAAGACCCGCCCCTATGATTGCAGTTACCTCCCCCTG 
AGTCCCTCCCACAACACGTGGGTATTCTGGGAGATACAATTCAAGTTGACATTTCAGTGG 
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GGACACAGTCAAACCGTATAATTCCACCCCGGCCCCTCCAAATCTCATGTCCTCACATTT 
CAN AACTAACTGTA 

>SEQUENCE:10049:prostate_MPM2000-004P6_Table5 

AACCCTACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 

TTAATTAAGGAGTTTTATACATCTCATTTCCCCTACCTCACAATAATCTCATGTAGATAG 

TAGTAATCTCCTTTTACAGAAAAGAAAACTGAGGCTCAAAGTTGTTGGATAACCCGCCTA 

GGTAATCAAGCCAGTAAATGGCAAGGCCAAGCTTCCAAGCCAGCTGTGACATAGAGTGCG 

GCCCTTCAGTAGTAGATCCTGGAGGATCAGATCCTTGCTAGTCACAGTTCCTGATTGGCC 

TCAGTACTATTTGTAGGAAAAANAAAAAAAAAAAAAAAAAAAAAGGGGGCCCCCCCCCGG 

GGGGGACCCCAATTCCCCCTTAAGGGGGGTTTTTTACCCCCCCCCCCGGGC 

>SEQUENCE:10050:prostate_MPM2000-004P6_Tab!e5 

CGCGCAATTAACTCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 
TACTTCTAGAATTAATTAAGCGGGCGCCCCCGGGGGTGGAGCTTCCAATTCGCCCTATAG 
TG AGTCGTATT ACGCG CG CTCACTG G CCGTCGTTTTAC AACGTCGTG ACTGG G AAAA ACC 
CTG CCGTTACCCAACTTAATCGCCTTGCAGC ACATCCCCCTTTTCCCAACTG G CGTAATA 
GCG AAAAG G GCCCGCACCG ATCG CCCTTTCCAACAATTG CG CAG CCTG AATGGCG AATGG 
AAATTGTAAGCGTTAATATTTTGATAAAATTCGCGTTAAATITTTGTTAAATCAGCTCAT 
I I I I I AACCAATAGGC 

>SEQUENCE:1 0051 :prostate_MPM2000-004P6_Table5 

CT AAAGGG AACAAA AGCTGG GTACCG G G CCCCCCCTCG AG AGTACTTCTAG AATTAATTA 

AGGCGGGGGGCTGTGTGGCAATGTTCAGCTCTAGAGGCAGTGAAAAGATGGGAACTTAGG 

GTCACCAGGCTGAGGAACCCGATGACCATCTTCCTGTGTAACGTTCAGTCTTTCATTGTA 

GTGAGGAGGCATTTCTCCACTCTTTAATGACTCTTTTAAATCATTCAACAGTCACTTCTA 

CCCAGAAGCAGATGAAAGGATGAAGGGGCACTTTTCCCTGGGTCAGCAGAACAGCACCTT 

ATCAGCACCATTATGTGATCTGAAGGGACTAGGATTAAAACCCTTAAGCATCCTGCCCTC 

CAGGGAAATGTGGAAACCTGAAGCAGCCCCTTATAACAGAAAGACTCTAGAAAAGTAAAG 

CTG GTTTCAGTG G G ATTTCTGTG GTTTTCTCC ATTG ATTTTTC ATTTCCACCTCCAAG AG 

CCTTTTATTGCCAAGTATTA 

>SEQUENCE:10052:prostate_MPM2000-004P6_Table5 

TGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGGCTGGAGCGC 

AAGACGTGCTGACACAGTGAGTTTTCTCTGATGTATTTAAGGTGATGTATTTGCTTGAGT 

TACTCCTGTATCATTGCTCATAATATTGGAAACTAAAATAAAACCTAGTTGGAAAAAAAA 

AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 

AAAAAAAACCCCCCCCCCCCCGGGGGGCCCCCCCCCCCCCCCAAAAAGGGGGGAAACCC 

C 

CCCCCCCCC 

>SEQUENCE:10053:prostate_MPM2000-004P6_Table5 

ACCCTCACTAAAGGGAACAAAAGCTGGGTCCCGGCCCCCCCCTCGAGAGTACTTCTAGAA 

TTAATAAGGGCGGGCGCCTGTAATCCCAGCTACTAGGGAGG r TGAGGCAGGAGAATCACT 

TGAACATGGGAGGTGGAGTGAGCCAAGATCATGCCATTGCACTCCGGCCTGGGCAACAAG 

AGCGAAACTCGGTCTTAAAAATAAAAAAATAAAACAGCCTCACAGGTGTGCTGAATCTTG 

ACCTGAGAGTCACCAATCCATCTGTGGACCAGATTCACCTATAAGAGTCAATTTTGCAAT 

TTTCCACTGCCTCCAGGTGTGACATTCAGAGCTTCAGAAGTAGGTTATGTTTATGTTAAG 

GGATGACAATATTTACTGTTGGCTGGTTGCGCATATGAGTATAACAATGTCACCTGTGTG 

CTGGGCCATGTAAGGGCACTCAGTGTATTACCCGAGGGCTTTATACAATATACAGGAGAG 

TCAAATCCACTCTGAGATCTTTGTGATTGTATAAAACCATGATCGTACCTGCGGCCCTAG 

GCCCAAACTGGGGCAGGTGGATCATGAGGTCAGTAGTTCAAG 

>SEQUENCE:10054:prostate_MPM2000-004P6_Table5 

CGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGT 
ACTTCTAGAATTAATTAAGGCAGGATTATGCA I I I I I I ATTCAAACATACCTATAAAAAT 
ATTA I I I I I ACATTTGAAAAAATATTAAATTTTTAAATAATTACCTTTTTGTCTCGACTC 
CCAGTGAAGAAATACTTGCTGTCAGGACTCCAATCACAAGACCAAATAATTCTACTGTGC 
ACAGAAGTAATTTTGTTGGTGAAGGCAAAAAGACTAAAAACTGGCTCTGAAAGAAATATG 
TATACACTATTCACAAAGCAGAGAAAGCTGGGTTTTTACCTGTTAGGAAGTGATGTTTAA 
GTGCCATATACACCATATGACTTAATATTCAATTTATATGCACTGACTTTTGAAATAGAC 
TGAAGCCAGGCAACCAACCCCTCACCAGAAGGCTGTGGACACAGCTATTTTTCTAGTAGG 
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GAATGCTTTTGT 

>SEQUENCE:10056:prostate_MPM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAG 

GCGGGGGATTCCAAGCTATAGAAAAAACATGAGTCTAGAATGACAGAGTGTGTCATCTTC 

AAATGTGTATTAATATATTTCTTGATGATGAGACCAATATTTCTAAGTTAATGGAACTAT 

TTTATTACACCTGATAATCACAGTTCAATTCTTGTCTGTTGCAGAATTATCTACCTCTTT 

CAAACTGTAAATGAAAATAACTGTGAAAAAAAGGATGCAGTACTGATAAAAACACTGCTT 

TGTTTTTATCTCACCTCTTTTTTAAGGATATGATTTTA TAAGA G GCAGTTCTCT T TTGC T 

TTTCAAGACTTCTGTAGAGTTTGTGTTTTTTGTTTTTGTTTTTGTTTTTGTT^ 

TTTACCTAATGTGAATCTTATTTTATCTACTCAACTTCGTTC 

>S EQUEN CE : 1 0057: prostate_M PM2000-004P6_Table5 

ACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATT 

AACCCTAACACCCAAACCAATGTTTAGAATAGTGGGCACTTGATGCATACTTG TTTGAAT 

GAATGAGTGAATGAATGAATCTGCCAAATGAAGGGTGCAGATGT AAATA GATATTTTTTT 

ATAGCATAGATTTTTATTTAACCTTTATTGAAAAATAAATTTTAAGCTTTTCTTCCTACT 

CGTTTTTGTTTCCACAAAGAGCCATTTTACCTCTGTTTGGCAGCTAGAGTAGG GCTGG AT 

TGTCTGCTCAAGGGGAGGGGTGTTTAAAAAAAAAAAACACACACAGAGCAGTCTTTTGCA 

GCAAAGAAAGTTCAGGTGATTGCTGGGCATGGTGGCTCCC GCCTT AATTAAGGCGGGGGA 

CGATGGCNAGAGGGGAGGGGGAGCGAGTTCGCATCTCTCCTTTTCCTGGTTAGACTCTGT 

TC AACC AC ATTCTTATGTTG G CAG ATCTGC 

>SEQUENCE:10058:prostate_MPM2000-004P6_Table5 

AACAAAAGCTCGGTGCCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGG 

GAGCCAGGCGGCCNNNGGAAAAAAAAANCTCACTTTTTAGGNCNNCNTGGAAGGCATCCT 

GGAGGTGCAGGCCAAGAAGAAAACCAACCTACAATACTACGCCTAGGGCACACAGGCCAG 

CCCCAGTCTCACGGCTGAAGTGCGCAATAAAAGATGGTTTAGGGTCCCTACAAAAAAAAA 

AAAAAAAAAAAAAAAAAAAAACCCCCCCCCCCCGGGGGGGCCCCCACAACCCCCCATAAA 

AGAATATATACCCCCCCCC 

>SEQUENCE:10059:prostate_MPM2000-004P6_Table5 

TCCAAGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTC 

GAAGTACTTCTAGAATAATTAAAGGCGGTGGGCTCACCCCTGGTATTCCAACACTTTGGA 

AGGCTAAGGCAGGAGGATCAGTAGAGTCCAGGAATTTGAAAACCCCCCTGGGCAACATAG 

TGGAGACCCCTATCTTCTCCAAAANAAAAAATAAAAAAAAAAAAAAAAAAAGCGGCCGCC 

ACCG CG GTG G AG CTCCAATTCGCCCTATAGTG AGTCGTATTACGCGCGCTCACTG GCCGT 

CGTTTTACAACGTTCTGACTGGGAAAACCCTGGCGTTACCCAACTTAATCGCCTTGCAGC 

ACATCCCCCTTTCGCCAGCTGGCGTAATAGCGAAAAGGCCCGCACCGATCGCCCTTCCCA 

ACAGTTGCGCAGCCTGAATGGCGAATGGAAATTGTAAGCGTTAATATTTTGTTAAAATTC 

GCGTTAAATTTTTGTTAAATCAGCTCATTTTTTAACCAATAGGCCGAAATCGGCAAAATC 

CCTTATAAATC 

>SEGUENCE:10060:prostate_MPM2000-004P6_Table5 

AAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGGGGAAAAATG 

ACTCTAAAAGGGCTGGGAAGGAGGATGACTAAAAAGATTGAGAAACACTAATCTAGCTTA 

TTCTTCCTCCTATCTGTCAAACTCGGCTTCACTATCACTTTC7TTGTTCCCGTCAACACT 

CTTTGCTCACCTTAGACTCCTATGCTTATTTATCATTCATATAGTTTAAATATTTATTTG 

TATAATTATTTAATGCCTACCCTTCTTGTATTCTACTATATCCCTAGTGCCTAGCAATGC 

CAG G C AC CT ATA A A ATA AT AAAT ATTTG CTA A AC AAAT AAATAA ATG AG AGTTG ACC AGT 

CACGGCAGCTCACACCTGTAATCCCAGCACTCTGGGAGGCCGAGGCAGGTAGATTTCTTG 

AGTTCAGG AGTTCTG AG ACCAG CCT 

>SEQUENCE:1 0061 :prostate_MPM2000-004P6_Table5 

CTCTTCACAAAGGGAAACAAAACTGGGTACCGGGCCCCCCCTCGAGATACTTCTAGAATT 

AATTAAGGCGGGCAGGAGGAAGTAGCGCTTTTGAGTAGGAATATACCATTTACTGAGTGG 

CACATGAACAGAATCTTGTGAAAAATTAAAGTAAGAAATTAACCTGGAAAAAAAAAAAAA 

AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 

AAAAAAAAAAAAAAAACCCCCCCCGGAAAGAAAAAAAAAAAAAAAAANANCAAAAANANG 

AAAAAAAAAAAAAAG 

>SEQUENCE:10062:prostate_MPM2000-004P6_Table5 

GCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 
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TACTTCTAG AATT AATTAAG GCGGGGAG CTTGTTGTCTCTGGG GT AAG C ATT AG CTG A AC 

AAAAAGAGGGCCAGTGGGAACGTGCTGACCCTTGTCAGAAATGAAAGTCACCTCCTATCC 

GCATAAACACCTGCCCTGGGAAAGTGTGCTGTGCAGAAACTCCAAGTCCTGTCCCAGTCT 

CTGGAGACCAAGGTCTGTCCATCATCTGTTCCCTGTAGAACTGTGACACCTGCGGG GCAC 

TGCAAGGGCTGAAAGGCTGGCCTCCTCCCCTTTGCTGGCCACTCACTGGGTAGGAATTTT 

TAAAAATCTTCCTTGGGACCGGGCGTGGTGGCAGGTACCTGTAAGTCCCAGCTACTTGGG 

AGGCTGAGACACAATAATTACTTGAGCCTGGGAGATGGAGGTTGCAGTGAGCCGAGATGG 

CACCACTGCACTCCCGTCTGGGCAACAG 

>SEQUENCE:10063:prostate_MPM2000-004P6_Tab!e5 

CGCGCTTTTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGT 

ACTTCTAGAATTAATTAAGGCGGGAGGCAGAAGGATTAGAATCAGAGAGGACAAGGCAAC 

GTGTAGATTGGAGTGATGTGGCCACAAGCTAAGGAATGCTGGAAGTCTTTAGAAGCTGGA 

AAAGGTGAGGAACAGATTCTCCCTAAGTGCCTCCAGAGGAACCAGCCCTGTTGACACCTT 

GATTTTAGCCCCTTAACACTCACTTTGGACTTCTGACCTTCAGAACTGTAAGATAATATA 

TTTGTGTTGTTTTAAGCCACAAATTTGTAATAGTTTGTTACAGCAGCAAATGGAAATTAA 

TATATTTGTTTATTTAATTTTTATTACTTTAAAAGAAAT ACATG GTTATTGGCCAGGAAT 

TCAAATAGAATCAAATGGTAGAMGTAAAATCCCCTATTTTTCCTAATGAACTATTCCTG 

CAT 

>SEQUENCE:10064:prostate_MPM2000-004P6_Tabie5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGCGGGCATACACAAAACACAATTTCAGTCTAAGTTCTCACTAAC AGCG TTGATAGCAG 

TTTCTTGGAAACCACGATTTTAAACGAAATAACTATAAAGAAACCAATTTTACCATAAGC 

TAATGGATAGAAACAGGAGTTAAGATTCTACCGCATATTTCTGGTCATAAAAATACTACC 

AAACCTTACTACATAAAGTAGTAAACATCAGAGCCAAAACACTTCTAATATTAAACATTG 

AAATAAATGTGAGCTCTACATACACTTANGAAAAAAAAAAAAAAAAAAAAAAAAAAGGGG 

GGCCCCCCCCCG 

>SEQUENCE:10065:prostate_MPM2000-004P6_Table5 

AATTAATTAAGGCGGGGGGCGGAGGATGGGAACTGGCTAGTGAGCACTGAAATATAAATT 

CTGAATCCTCTCCTAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAACCCCCAAAAAAA 

AAAAAAAAAAAAAAAAAAGCCCCCCCCCCCCCCGGGGGGGCCCCCCCCCCCCCCAAAAAA 

AAAAAAAAAACCCCCCCCCCCCCGGCCCCTTTAAAAAAAAAAAAAAAAAAAAAAACNNTT 

TTTTGTGTGGGGTTTTTAAAAAAAAAAAAAAAAAAAAAA 

>SEQUENCE:10066:prostate_MPM2000-004P6_Table5 

AAAGGAAACAAAAGCTGGGTACCGGCCCCCCCCTCGAGAGTACTTCTAGAATT AATTAAG 

GCGGGAGGATCGTTTGAGCTCAGCAGTTCAAGACCAGCCTGGGCATCATAGTGAGACCCT 

GTCTCTATTTATAA AAAAA AAATG AAA AA AA AAAA AAA A AA A AG G AAAAC AATCAG G CCA 

GGTGCGGTGGTTCCTACCTATAATCCCAGCACTTCAGGAGGTCAAGGTGGGTGGATCACT 

TGAGCCCAGGAGTTTGAGACCAGCCTGGGCAACATGGTAAGACCCTGCCTCTACTTTNAA 

NTAAAAAAAAAAAAAAAAAAAAAAGGCGGCCGCCACCGCGGTGGAGCTCCAATTCGCCCT 

>SEQUENCE:10067:prostate_MPM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATT AATT AAG 

GCGGGCAGAACTAGGAGAGGAGGGGAAGGAGAGCAGAGAGGAAGAAACATTCCACTTGG 

G 

AAACGAAGGTGTGACAGCAGAGAGAGAAAATCCCGAATATTTAAGGAACAGTGGGAAGAC 

CAGTTTGACCGAAGTGGCGGTTCCAAAAGAGATAAACAAGTTTTGAACCATTTAGAACTG 

TGTGCTTTGTTATTGAGCCATTTATACAATTGTGGTGAGTGATTAACAGGCATCCTCACT 

TGGAATCTATGAGGTTGATTACTGTT ATT ATCCCTAGTAAT AATT AAGAAACTAGTTGAA 

AGAGTTGATAAGAAAACCAAGGCTTACAGAAGTAACTTGCCCAAGATCACAGCCAGCAAG 

CTGAGCACAGCAGTGAACCTCTTTGCCCCTGA 

>SEQUENCE:10068:prostate_MPM2000-004P6_Table5 

GGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGG 

GGGTGAAAAGAAGGTATGGTTTTTTGG I I I I I I I AAAATCTCTCTTACTGAATCACACAC 

TTTTCGGACCGCATTTGTTTCTCAGATTTGTCTCATTAAAAATATGCTTGCTCAAATGTA 

ATGTGGTCTTCTGAATTTCAAAAAAGTATTCATGTCTTGTCCAAATACAGATATTTGATA 

AATAAATAATAAAAAATACCATGGAAAAATAAACTTAGTATTTCTAATAGAATTCCTTTG 

GTTATAAGGAAAGGGATTTTCATGGGTGTCCAAAAAATGTATTTCATGAGGAATCATACG 
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TTTTACTTTTGG G CTTAG ATTACCCAG ATTCAGTTTAATTTTTTAAAC ATTTGTATAATT 

GAGTGCTGCATATAAACGCCAAAGCAAACAAATTAAACTAA 

>SEQUENCE:10069:prostate_MPM2000-004P6_Table5 

GGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAAAAGCATGTA 

CGGTATCAACGCAGAATGAACCCATAGGGAGCTGATCGTAATGTTTATCATGTTACTTCC 

CCACCCCTACATTTTTTGAAATAAAATAAGGAATTTTATTCTCAAAAAAAAAAAAAAAAA 

AAAAAAAAAAAAAAAAAAAAAAAAAAAAAGGCGGCCGCCACCGCGGTGGAGCTCCAATTC 

GCCCTATAGTGAGTCGTATTACGCGCGCTCACTGGCCGTCGTTTTACAACGTCGTGACTG 

GGAAAACCCTGGCGTATCCCAACTTATATGGCTTGCAGAACATCCCCCTTTTGCCAGCTG 

GCGTAATAGCAAAAAGGCCCGAACCGATCGCCCTTCCCAACAGTTGCGCAGCCTGAATGG 

CGAATGGAAATTGTAAGCGTTAATATTTTGTTAAAATTCGCGTTAAAI I I I I GTTAAATC 

AGCTCATTATTTAA 

>SEQUENCE:10071:prostate_MPM2000-004P6_Tab!e5 

ACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGGA 
G ATG C A AT ATTT AG C ATTTCCTC AAAC I I I I I I I GGCCATGAAATCCACCACCCCCCTCC 
I I I I I CAGAGCATTTCATGAAGTTCACATTTCAAATAATACATTTTGAAAAACATTTATC 
TTGTCTAATTGAAGCTCAAAGAGATAGAGTCAATGACTTTTCAAAGTCAGGTAGCAGATA 
GTTNTAAAGCTGCAAGTACTGATAAGTGTGAGCCATTAGTTAATTCGCATTTATAAAGAA 
GTGGTCTGTCA 

>SEQUENCE:10072:prostate_MPM2000-004P6_Table5 

GCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 
TACTTCTAGAATTAATTAAGGCGGGACACCTGTACAGAGCACTTACGGTGAATGGAGCAG 
GTAGGCCTGAGTTGCACTGGGTGAGTCAGGGAGAGAATGTGAAGGCCTGGGCCCTCACTG 
GACACCACTGTCACCTTTATAAACACCGTCCACTTAACACTACACTCAATTTTTAAATTT 
TC CTTTCTTCAATAAT AAACCCTAG CCTACTATG G C I I I I I I ACTTTACAAACTACTTTT 
TT AAAAG CTTTA AG G I I I I I GACTCTTTTGTAAACACAAATATATCATATAGCTGTACAA 
AAATI I I I I I I GTTATATCCTTATTCCATAAGCTTTTTTCTATTAAA I I I I I I I IAACTT 
TTTGAAC I I I I I I GTTATAAATGAAGACACGGCCAGGCACAGTGGCTCATGCCTATAATC 
CCAGCCCTTTGGGA 

>SEQUENCE:10073:prostate_MPM2000-004P6_Table5 

GAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGG 

TGCCTGTAATCCCAGCTACTCGGGAGGCTGAGGCAGGAGAATTGCTTGAACCCAGGAGAC 

AGAGGCTGCACTGAGCTGAAATCACCCCACTGCATTCCAGCCAATCACGAGGTCAAGAGA 

TCGAGACTATCCTGGCCAATATGGTGAAACCCCGTCTCTACTAAAAATACAAAAATTAGC 

TGGGTATGGTGGCGCGTGCCTGTAGTCCCAGCTACTTGGGCGACAGAGCAGGACTCTGTC 

TCAAAAAACTAAAAAAAAAAATAGAAATGGGTGACCAGTATACAGTTTCAGACCACTAAA 

A AC ACCTCC ATCTAC AG CTGTC AG CCATCATG ACACTCC ATG C AACTACTTACTC ATTAA 

TATTTAGTAACTATCTAATGGATGCTGCAAGGCTCTATAAAAACAAAA 

>SEQUENCE:10074:prostate_MPM2000-004P6_Table5 

TATATAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTT 

CTAGAATTAATTAAGGCGGGGGAATTGCTTGAACCTGAGAGGCAGAGGTTGCAGTGAGCC 

A AG ATCG C ACC ACTG C ACTCC AGCCTG GTG ATAG AGT AAG ACTGTCTC A AAAA A A A A A AA 

AAAAAATTTAAAAAAATCCCCCCTTAAATTGTCACCTTCTTTTGGAAAGCAAAAGCCCAA 

TATTAAAAAATTTTTTAAAGGGGAAAATTCCCCCCTTGGAATTAAAATTAAACCCAAAGG 

G I I I I I GGTAAAAAAGGGGGGGTAAAACTAAGGGG I I I I I CGGGTGGACGGGCCCCAATT 

TTTAATACCCGGGAAAAAAGGAATAAAAAATCTTCCAAAAAAATTAAATTAAAGGGGAGG 

G G GTAAAACG G GTATAAAAAT ACAATTTTGG AAA AATTTG GGG AAG GTTTTCTTTTTAAA 

ACCAATTGAAAAAAAAAAAAAAAAGGGGCCCCCCCCGGGGGGG 

>SEQUENCE:10075:prostate_MPM2000-004P6_Table5 

GCAATGTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTAC 

TTCTAGAATTAATTAAGGCGGGGATCATGTATATATCATCTACAAGAATCTCACTTTAAA 

TAAAAACAAATAGGTTGAAAGTAAAGAAATGGAGAATTATATACTATGTTAATACTAATC 

AAAGGAAAGCCTGGATAGCTATATTAATTTCACATAAAGCAGACATGAGAACAAGGATGA 

T A AAC AG G AATAC A A AGTG CC ATTTT AC A ATG AAA A AG G G GCC A ATT ATC CAA A AAGTCT 

AAACAATGCTATGTGTATGCATGTGAAAACAGTGTCAAAATATGTGATGCCAAAAAACTG 

TTAGAAATGCAAGAAGAAATAAATAAATATACTATTATAGTTGCTTGGAAACATCAACAT 
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CCTCTCTCAGTAATCGATACATCAAACAGAAAGAAAACAGTAATTGACCTAAACAGAAGT 

ATCAAACGATTTGATATAATAGACACAAAGACATACCCCATCCAACCACAGTAGAATGCA 

CATTCTTCTCAGGTTTGCTTAGAACTTTCACTAAAAAACAATATTCTTGATAATAAAACA 

CCCCTTTACAAATTTGTTAAAAATAAAAATCATAAAATTATGTTCTCAGACAATGGAATT 

AAGCTAGAAATAAATACCATAAAGAGAGCTGAAAAATCTGCAAGTATCTGGAGATTTAAC 

AACATATT 

>SEQUENCE:10076:prostate_MPM2000-004P6_Tab!e5 

GACTGGCCGTCGTTTTACACCCGGGAACACAGTATGACCCTTAATTCTGGCCGGTCGTTT 
TCC AC AG AG A AAA AAAAAAAACCTTTTTTG CCGG G G CGTG G G ATTG C ATG AA AG AAAG CA 
ACGGAGGGCCACATTCGGAGCCTCCGTCCACTCCAGTTTTATCAGCTTTTGCCTTTTGCA 
CGGAGTGCTAAACAAATTCTAGCTCTGTG I I I I I I I I CCATTCCCAGATTTACTATCAGT 
TCTCCTTAAAAAGTATCTAAG CTGTTAC AGTAG CTTTCCCTTCACTTG ATTCTATTGTGT 
GTTTTCTATGTTTGGAATAATTACACCCAAATATCTAGATATTTTCTCTTCACCGCATTT 
TGTAAATAAAGAGATGTGTATGCCT 
>SEQUENCE:10077:prostate_MPM2000-004P6_Table5 

CTGGCCGTCGTTTTACATCACGGAAACACAGTGATACCATGAATGGTGGGCGCGCCTTTA 

CTCGAGAGAACTAGTAGAATTAATTAATGCTTGTGGGACATAATAATAACAATAGAATGT 

GTGCACAGCCGCTTTCCACACAGACATCATAACAAAAAATTTCCACCAAACCCCCCCCCC 

CTTAATTAAGGCGGGACCGTGGGTGCCCTGGAGGAGCTGGAGAACCCCTTTACTCTGGTC 

AAGGAGTCCTGCCCCGGCATATAAAACAAGCTGATGGTGCACCTGGGGGAACCAGTGCCA 

AGGTTTTCACACAACAGAAACCACCTGACATCCACCCGCTGAAGCGCACTGCTGTTCAAA 

TAGGGGACG G AAGGTCGTTTGTTTTTGTTCTG AG CTCCATAAA A ACTGTG CTG ACTTGG A 

AGGGGCCCTGTGCTATGTCGTGCCTGCAGGGACACTTCGGATCCCGTGGGCCTCACATGC 

CAGGTCACCAGGTCCCCGTCTCCTTCCACCCCTGCAATGTGCTGTTGTGCACGTCAGGGA 

CCCTGTTCTTTATGCCCACTGCCCTCCTCCCTTTCCTGGCCCAACAGTATTGCTCACGGG 

GGCTCCAACCGCCGG 

>SEQUENCE:10078:prostate_MPM2000-004P6_Table5 

G G CCCG CCCTCG AG AGTACTTCTAG AATTAATT A AG G CG G G GG ATC ACCTG AG GTC AG G A 

GTTCGAGACCAGCCTGGCCAACATGGTGAAACCCTGTCTCTACTAAAAATTCAAAAATTA 

GCCAAGTGTGGCGCATGCTTGTAGTGCCGGCTGCTCAAGAGGCTGAAGCAGGAGAATCGC 

TTGAACCCGGGAGGCAGAAGTTGCAGTGAGCTGAGATCACGCCACTGTACTCCAG CCCG G 

GTGACAGAGTGAGACCCTGTCTCAAAAAAAAAAAAAAAAAATGGAGGGTGGGTAACTTTT 

TTTTCCCGGCCCAGGGGGGAAATTTGGGGGATTTTAGGGAAATTTTCCATGGGCCCAGGG 

CAAAAAAGGCCGGGGGGTTCC I I I I I I I I AAAAAAACCCCTAAAAACCCCCCAAAAAAAA 

A ACG GT AAGTGTTA A I I I I I I I I AAACCTCCAAAAAAAAAATGTTTAAACTTTTTTTATG 

GGGAAAAAAAAAA 

>SEQUENCE:1 0079: prostate_M PM2000-004P6_Table5 

CTGGCCGTCGTTTTACATCAGGAAACAGGTGTGACCATGATTGCTGGCCGGCGCTTTACT 

TTAGAGAACAAGTAGAATCAATAATGCGGGAGAGTGGGTGCTTCATATTAACATATTTTG 

TTGTAAGTAATATATAATCTTTAA I I I I I I GTCTTCATAGGTTGTCAGA I I I I I I IGACA 

TGATTATGAC I I I I I AGTTTACAAATGAGTGAAATTATTTCAGATTAAACTGGTCATTGA 

AAAATTTTGAGGCTAGGCATGGTGGCTCACACATGTAATCCCAGCACTTTGGGAGGGTGT 

CAGGAGGATTGCTTGAGCCCAGTAGTTTGAGACCAGCCTGGGCAACATAGTGAGACCCCG 

TCTCTACAAAAAAATACCAAA 

>S EQ U E NCE: 1 0080: prostate_M PM2000-004P6_Table5 

GCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGTCGGTTGAGGTCAGGAGTTC 

AAGACCAGCATGGCCAACACGGTGAAACCCTGTCTCTATTAAAAATACAAAATTAGCCGG 

ACATGGTAGTGCGTGCCTGTGGTCTCGGCTACTCAAGTGGCTGAGACAGGAGAATCGCTT 

GAACCAGGGAGGTGGAGGTTGCGGTGGGCTGAGATTGCGCCACTGCACTCCAGCCTGGGT 

GACAGAGACTCTGTCTCAGAAAAAAAAAAGAAAGAAAGAAGGGGGGGCCCCCCCAGGGGG 

GACCCCCCATTCCCCCTAATGGGGGGGGGAATACCCCCCCTCCAGGGCGCCGTTTTAAAC 

ACTGGCTAAGAAAACCAGAAACCTTTGTTCACTTGTTTATCTGCTGACCTTCCCTCCACT 

GTTGTCCCATGACCCTGCCAAATCCCCCTCTGTGAGAAACACCCA 

>SEQUENCE:1 0081 :prostate_MPM2000-004P6_Table5 

AAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAAG 
CGGGGTGACAGTGAGACCCTGTTTCAAAATAATAATAATAATAATAATAATAATAATAAT 
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AATAAACTGATAGAACTGTACACAAGAAAAGTCAATTTTACTGTAGGCTAACTTAAAATT 

AAAATATATAAAATAATGTTTACATGAATACAATAAAAATGTTAACATAAATAACAGTTA 

TGCAAAAAATAACTTCACAAAAGAATTTCCAAAAAAAAAAAAAAAAAAAAAATAATAAAA 

AGCGGCCGCCACCGCGGAGGAGCTCCAATTCGCCCTATACTGAGTCTGATTACGCGCGCT 

CACTGGCCGTCTTTTTACAACGTCGTGACTGGGAAAACCCTGGCGTTACCCAACTTAATC 

GCCTTGCAGCACATCCCCCTTTCGCCAGCTGGCGTAAT 

>SEQUE N CE : 1 0082: prostate_M PM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AG G CG G G GTTGTTAATCATTTAG CCGTTG C A AT AAATGTAG AG G AAATG C AAAAAAAA A A 

AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAATAAAAAAA 

AAAAAAAAAAAAAAAATCCCCCCCCGCCCGGGAGGGAAAAACCACCCTGGCCAAAATGGG 

AAAAACCCCCCCCCTACTAAAAATACAAAAAATTAATGGGCATGG 

>S EQUENCE : 1 0083: prostate_M PM2000-004P6_Table5 

GCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 

TACTTCTAGAATTAATTAAGGCGGGTGAGTGAAAAGGTGGAAATCCCTGGTACCTTGCCT 

GGTGGTTACACAGTTTAACCATAGGCCAATTTTAGGGGCCTCTGAAGTATCTTTCTACAA 

ACGCAGACAAGCTCCACTACCCCTAACCTGCCAGGATGCTCAAGTCCACTGTCACAATCC 

CTTTCAGAAAACATTAGTGGCCGCTGCCCCAGCTACAGAGACGGCCGAAATGCTTTCACT 

CCTTAGCTTTGCCAACTCCATCCTCCAAAACTTCCCAGAATACCTCCCTTTCCAGTTCTA 

CCAAATCTGTACTTGGGAGCAGCCTGCTGGATCCAGAACATGACAACAGAGAGCTGCGTC 

CACAGGGAACAAAGCCCTGACCTCTCTCTCCACATTACCCTCACAAAAACAGG 

>SEQUENCE:10084:prostate_MPM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAG 

GCGGGGAGTAGGCCATCCCCCAGGAGAATGACAGAAGCAAAGGACTTGTTACTAAGCAGA 

TTTAAGGGTCAGTGGGGGAAGGCTATCAACCCATTGTCAGATCAGCATCAGGCTGTTATC 

AAGTCTGTTGGTGCTAAAAAGTACAAGATAAAAAAAAAAAAAAAAAAAAATAAAAAAGAG 

CGGCCCCCCCCCGGGGGGGCCCCCAATCTCCCCTTTTTGGGAGTAATTTACCCCCCCCCC 

TTGGGCCGTTTTTTAAACAGGTACTGGAGATTGAGAGCAGTTGGCTTCTGGAAGTGGCTC 

CCCATTATTATAAGGCCAAAGAGCTTGAAGATCCCCATGCTAAGAAAATGCTCAAAAAAA 

TAGGCCAAACACGAGAAGAACTTAGGTTAGAAAAGGACGTAA ACAGA ACCTGACACCAGC 

TCCTTTTCCTTCTATACATTATTTAATACCTATTAAATAAAATTA I M I I G 

>SEQUENCE:10085:prostate_MPM2000-004P6_Table5 

ATTAATTAAGGCGGGCCTCCTGGGCAGCATCGATGAAGGCCTGCGTCTGCTCGTCGTAGG 

GCGGCATTTTGTCTTCCTCAGCAAAGCGGCGGCGGCGGCGGCGGCGGTGGCGGAGGCGG 

A 

CACATTGGCGTGAGACCTGGGAGTACGTTGTGCCAAATCATTGCCACTTGCCACATGAGT 
GTAAATGATGGCGGATGCCAAGTATGTCCTCTGCCGATGGGAAAAGCGATTATGGCCTGC 
G 

>SEQUENCE:10086:prostate_MPM2000-004P6_Table5 

ACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAAATTAAT 

TAAGGCGGGGCTCGGCGGCTCACGCCTGTAATCCCAGCACTTAGGGAGGCTGAGGTGGAC 

GTATCACTAGGCCAAGAAATCTAGACCATCCTGTCTAACAGGGTGGGATTAAACAACTGT 

I I I I I I I CCACTAGAGTGAGCGAGAAAGGACGGATCTCCCGGTTGACTGGCTTCGGAGCA 

GATGGGACACAGCAGCTTCTGCCCGCCTCCTGGTTCTCCTGCAAATAAATTTCTCAGATG 

CATATATTTAGGGAACCAATTCATCAATGAAAATGACAAAACCATCTGGCTCTAGAGACT 

TAAAAAAAATTTTAGAGGTTGTAAACATTTACATTCTG ATGAA GAGTGTGTGTCTAGGTT 

TTATTTCAAGGATTTGATGAGTTTGGTTTGTGGCTTGTTTTTAGGGATTT 

>SEQUENCE:10087:prostate_MPM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAG 

GGGGGGATCCACACTGAGAGAGTGGAGAGTGACATGTGCTGGACACTGTCCATGAAGCAC 

TGAGCAGAAGCTGGAGGCACAACGCACCAGACACTCACAGCAAGGATGGAGCTGAAAACA 

TAACCCACTCTGTCCTGGAGGCACTGGGAAGCCTAGAGAAGGCTGTGAGCCAAGGAGGGA 

GGGTCTTCCTTTGGCATGGGATGGGGATGAAGTAAGGAGAGGGACTGGACCCCCTGGAAG 

CTGATTCACTATGGGGGGAGGTGTATTGAAGTCCTCCAAACAACCCTCAGATTTGATGAT 

TTCCTAGTAGAACTCACAGAAATAAAGAGCTGTTATACTGTGAAAA 

>S EQ U E NCE: 1 0088 : prostate_M PM2000-004P6_Table5 
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TGGGTCCCGGGCCCCACGTCGAGAGTACTTCTAGAATTAATTAAGGCGGGCGGATTGCCT 
GACGTCAGGAGTTCGAGACTAGCCTGGGCAACATGGCGAAACTCCGTCTCTGCTAAAAAT 
ACA A AAG ATTG G CCG GTCGTAGTGGTACG CG CCTGT AATCCCG G CTAAACTGG AG G CTG A 
GGCGCAAGAATTACTTGAACCCCGAAGGTGGAGGTTGTAGTGAGCCCAGATCGTGCACCT 
G G ACTCTTTGG ACTGTGTCTC ACCCTATAAATCCCCTTGTAAATAAAACTG G CCCC CCCC 
CG AG G G G CACTCTTTGC ACCCTATG AAAAAACTTTGTCCCCCC ACTAAG G G CTTT ATTTT 
CCATAGTAGGCCTAAAAGCAGCCACCAATTAAGAAAGCGTTCAAGCTCAACACCCACTAC 
CTAAAAAAAAAAAAATAAAAAAAAAAAAGCGCCGCCCCCCCC 

>SEQUENCE:1 0089:prostate_MPM2000-004P6_Table5 

ACTGGCCGTCGTTTTACACCAGGGAACACGGTATGACCTTTGTTTCTTGCCGGCGTTTTA 

C ACT ACG G AA AAA AAA AAACCCTTTATG CTGG G CG GGG G GTTTCCTTC AAAA AAA A AAAA 

AAATGATTGTCTTTGGGGTGTTTCTCCCGTGTGGAGAAGACTCTGGCCAGGCTCAAAAAT 

GATGGGTCGCGTTCTGCCTACTGTTTTAGGACCACACTGGCCAGGGTGTCCCCCAAGGTG 

CCTTTGTGCCTATGGAATCCCTGTTACGGGCCCACGGAAAGCCTGTGGATGCCCACCAGC 

TGCTGAGGGGTCCCTGTGATGGTTTAGATCTGAAATCATACTCA GTTC TTTGGCCATGTT 

CTGGAAGGCTAGAATTGTTATGTCACTGTGAGTATGGAAATCCCTTTTGTGTTCTACTTG 

ATAATTCAGAGCAATAAATTCCATTCTAATTTCCATGCCCTTGAAGAACT 

>SEQUENCE:10090:prostate_MPM2000-004P6_Table5 

AGGGAACAAAACTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCG 
GGAGCGGCTATTTTTCCTAAATGAGAATTGTTACATTGCAAATTGTTGAATAAAATATTT 
TG CGCTCCTTCAAAAAAAAAAAAAAAAAAAA AAAAAAAG G GGGCCCCCCCCGGG GGGG AC 
CCCCAATCCCCCCTAAAGGGGGGTTTTTACCCCCCCCCCCGGGGCCGl I I l l lAAAAA 
>SEQUENCE:1 0091 :prostate_MPM2000-004P6_Tabie5 

T A ACCCTC ACT AATGG G AAC AAA AGCTG G GT ACCG GG CCCCCCCTCG AG AGT ACTTCTAG 

AATTAATTAAGGCGGGATTTTTGAATACCTAACTACAATTGCTTTCCCCTTCTAAGTTAT 

CTTCCCTTAATAATATTTATGATACCAGGACAGTGAGGGTATAAGACCAAATGTAGTGAG 

GTATTCAAAAATTCTGCATATATGGACTCAAAAGATCTTTAACTATTTGAACTATATATC 

CCT AT ATT ATTTT ATT AGCTTGGGTT 

>SEQUENCE:10092:prostate_MPM2000-004P6_Table5 

CTGGCCGTCGTTTTACAACCCGAAACAAGGTGGAACCAATGCTGGGTGCCGGGCCCCCCC 

TCGAGAGTACTTCTAGAATTAATTAAGGCGGGTGGATCTCCTGAGGTCAGGAGTATGAGA 

CCAACCTGGCCAACATAGTGAAACCCCGTCTCTACTAAAAAAACAAAAATCAACCGGGTG 

TGGTGGGACGTGCCTGTAACCCCAGCTACTCTGGAGGCTGACGCAGGAAAATAACTTGAA 

CCCAGGGGGAGGAGGTTGCAGTGAGCCTAGATGGCTCCGATGCACTCCAGCTTGGGTGAC 

AGAACAAGACTCCGGCTCATGGTAAACCGGAATGAAGGCAAAGGAACACCCGCCCCACCC 

AGGGGGGAAAACTGCTTACGGTGTGGCTGAACCACAACCCCCCCCATGGGCCATCTGTTC 

CTTAAGGACAAGTTCCTGCTGCAGATAACTAGCCAGAGCCCTTCCCTTTGTTTCCCGGAA 

GGAAGGCTTTTAGTTAGTCTATAATCTATAGAAACAACGCTTATCACTGGCTTACTGTCA 

ATAAATATGTGGGTAAAACTCTGTTTGTGGCTCTCAGCTCTGAAGGCTGTCAGCCCCCTG 

ATTTCCCACTCCACACTCTAAATTTCTGTGTGTGTGTGTCTTTAATTCCTTTAATGCCGC 

TGGGTTAGGCTCT 

>SEQUENCE:10093:prostate_MPM2000-004P6_Table5 

AGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGA 

GTACTTCTAGAATTAATTAAGGCGGGGCTTTCGGAGGGTGGTGAGCTAGTCTGCGGACGC 

TGTATACCCTCCTCCACTTCCCGCTGCAGCCAATAAAGGCCGTTCCTACCATCAAAAAAA 

AAAAAAAAAAAAAAAAAAAAAAAAGCGGCCGCCACCGCGGAGGAGCTCCAATTCGCCCTA 

TAGTGAGTCGTATTACGCGCGCTCACTGGCCGTCGTTTTACAACGTCGTGACTGGGAAAA 

CCCTGGCGTTACCCAACTT AATCGCCTTG CAG CACATCCCCCTTTCG CCAGCTG GCGT AA 

TAGCGAAGAGGCCCGCACCGATCGCCCTTCCAAACAGTTGCGCAGCCTGAATGGCGAATG 

GAAATTGTAAGCGTTAATATTTTGTTAAAATTCGCGTTAAATTTTTGTTAAATCAGCTCA 

TTTTTTAACC AAT AG G CCG 

>SEQUENCE:10094:prostate_MPM2000-004P6_Table5 

TCACTAAAGGGAACAAATGCTGGGTGCCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAA 
TTAAGGCGGGCAGATCGCTTGGCCCAGGAGTTCGAGACCAACCTAGGGCAACATAGCGAG 
ACCCTGTCTACAAAAAAATTAACCGGGCACGATGGCGCCTATAGTCCTAGCTACTCAGGA 
GGCTGAGGTGGAGGCTTCAGTGAGCCATCATTGTGCTACTGTACTCAACCCTGGGTCACA 
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GAGTGAGACCCTGTCTCANAAAGAAAAAAAAAAAAATAAAAAGGGGGGCCCCCCCGGGGG 

GGACCCCCATTACCCCCTTTGGGGGGCTTTTATAACCCCCCCGAGAGGGAGTTNTTTATA 

ANAGAACTTAACATTACCCTAGGAACAGCAAGAGCATGATGAGCCCCAGGAAAATCTACC 

TCTGATATGGAGACCAGGCTTAAGAAAATCCCCTAGAAC 

>SEQUENCE:10095:prostate_MPM2000-004P6_Table5 

ACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGGGGCGC 

TGCACGGAGTGGACCTCCTATATGCCATATAAAGAGTGGTATATACCC GCATC TTCTACT 

GTCTCTAACTGTTACGGCTCACTTCCAGTTAGTTTGAATGAAAATAATAATTTTCTACTT 

GGAGTTGAAGAGGGCAGAATCCGCAGCTCTCATCATTGTGATGTGTAGCATGTCTGCCCT 

CTGACTGGACATCATTGCCATTAACTTTCTTCTGGGCATCACGGCAATGTCACGATGCCC 

AGACTTGGAGCAGGGCACCTTGGAGTCAGTCCACTCATAAA 

>S EQ U EN CE : 1 0096: prostate_M PM2000-004P6_Table5 

TGGCCGTCGGTTTACAATCCGGAATAAGGGGAACACATGCTGGGTGCCGGGCCCCCCCTC 

G AG AGT ACTTCT AG AATT AATTAAGG CG G G G AT AAAG AC AG GTTGGTTAATAGGTAC AAA 

CATACAGTTAGATAGAATCAGTAAGTTCTAGTGTTTGAGAGCAGATTAGAGTGACTATAG 

TTAACAATATATTGTGTATTTCAAAATAGCTAGAATAGAAGATTTTAAATGTTCCCAATA 

CAAAGAAATGGTAAATGTTCAAGGTGATGGATATCCTAAATAGCTTGACTTGATTCTATG 

CATGT^TCAAGTATCACATGTACTTCATAAATATTTACAGTATTATGTGTCAAAAAAACT 

TTGAAAAGAATAAATGGAGAAACATACTGTACTTATTAATTGGAAGA TTCAAT ATAGTAA 

AGATAATTACATAGTCTTAATGCAGTTCCTGTCAAAGTCCAGCAAGAI I I I I iGAGGACA 

TATACAAGCTTATTCCAAAATGTATATGGAAGCCTAAGAAACTAGAATAGCTAAGAGTTT 

TCAAAAATAAAAATAAAGTGGAAGTTACCAGTCTACATGATTTGGAATGGAATACTACTT 

AGCCAAAAAGACTTATTATATGGCTATAGTAATCAAGACTATGTGATATTGGTAGAGGGG 

TAGGCAAATAGATCCGTGGAGTAGAATAGAAAACCCAGAAATAGATCCACACAAATATGC 

CTATTATTGACTG 

>SEQUENCE:10097:prostate_MPM2000-004P6_Table5 

CGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGT 

ACTTCTAG AATTAATTAAG GCG GG AAAAA AG A AT ACAG AAT AGTTG G G ATA AG C AG AA AA 

TAAATAGGAAGATGGTACACAGCCAGGTTAATAATTATACAAAATGTAAATGGTCATACA 

TTCAAAGGCAGAGATTGTCAGAGTGGATTAAAAAGCAAGACTCAACTGTATGCTGTCTAG 

AGTAAACCCATTTTAAATATAAAGACACAGCTAAAAAAAAAAAAAAAAAAAAAAAAAAAA 

AAGGCGGCCGCCACCGCGGTGGAGCTCCAATTCGCCCTATAGTGAGTCGTATTACGCGCG 

CTC ACTG GCCGTCGTTTTAC AACGTCGTG ACTG G G AAA ACCCTG G CGTT ACCCA ACTTAA 

TCGCCTTGCAGCACATCCCCCTTTCGCCAGCTGGCGTAATAGCGAAGAGGCCCGCACCGA 

TCGCCCTTCCCAACAGTTGCGCAGCCTGA 

>SEQUENCE:10098:prostate_MPM2000-004P6_Table5 

AAAGAGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAA 

GGCGGGAACCATCCTGCTGTTCCTTTAGTGCAATACAATAAAACTCTGAAATT AAAAA AA 

AAAA A AT AAAAAAA ATTT AAAAAAAA A A AAA AAA A AAA AA A A ACCG GGGCCCCCCCCCGG 

GGGAGAACCCCGACGCCCAAAAAGGGTGAAAAAAATCCCCCCCTCATGGGGATGTGATTA 

AAAAAACCCATCAGGTTTTTAAACGGCTCACTGCTCTTTTCTTGTTAAAGCTTAAAAAAC 

TCAATTTTGCAAGAAACATTCTGAGAAAGAGATAATACTTACTTACTGACCCCGCTGATT 

TCTAACA 

>SEQUENCE:10099:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGCGGGAGGATCGCTTGAGCCCAGGAGTTCAATGTTTATAGT GAGC TATGATCATGTCA 

CTCTGCACTCCAGCCTGGGTGACAGTGCAAGACTGTTTCAAAATTTTTAAAAAAAAATGT 

AATATTAAAATTGACTTAACCTGTTTCTTTTTACCTTTATAGTGTGGTTCCAAGAAAATT 

C AAA AGT AC AC AT ATG CCTC AC AT ATTTCC ATC AG AC A ATTCTG AT AT AG GTTTT AAG AA 

CA A A AG C ATT ATT AAG AAA AAAG ATG GTTG CT AC AT AATG ATT AAAAGTTC AATTC ACC A 

AGAAGTTATAGAAATACTAAATACATAGCTGCACAAAAAAAAAAAAAAAAAAAAAAAGGG 

GCCCCCCCCGGGGGGGGCCCCCATTCCCCCTTT 

>SEQUENCE:10100:prostate_MPM2000-004P6_Table5 

AAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGGAAGAA 

CTGTTAGGCAAGAATACTATACCCATCAAAGTTATTGTTCAAAAATGATGGAGAAATAGT 

CTTTCCCAGACAAACAAAGGCTGAGGAAATACATCACCATGAGACCAGTCCTACATGAAC 
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TGCTTAAGAGATTTTTACATCTGGCAGCCAAAAGACAATATCCACCATCATAAAAAATAC 

ACTAAAATATAAAACTTACTGAAACAACAGACACACAAAGGAGAAGGTGAAAGGAATCAA 

ATGGTATCATTATAGAAAGCTGCCAAATTTTATTATCAAAGATAAGCAATAAGAAAGAAA 

AAAAGGAAAAAAAAAAAAGCGGCCGCCACCGCGGGGGAGCTCCAATTCGCCCTATAGTGA 

GTCGTATTACCCCCCCTCACTGGCCGTCGTTTT 

>SEQUENCE:1 01 01 :prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGCGGGAGCAACATTTCTGGCAGGAGGCTAGAACACAGAAGGCTTATTGGATTTATCTT 

TGCAGATGCCGGATGTATATTACAAATGAATCTGGCTTGCCGGCTCTGAATACAGTACCT 

GTCAAAATGAGAATTACCCTCCAGGTTCCAAATCCCTCAAAATTAAGAGCCAAAGCCACC 

TTCTTATTACTACACCTGCGCCGACTCGGCCACCCGGGACATCAGTGAGGGTGGGGAGTC 

CCCCGTTGTTCACTCCGATGAGGAGGAAGTTCAAGTGGACACTGCCCTGGCCACATCACA 

CACTGACAGAGAGGCCACTCCGGATGGTGGTGAGGACAGCGACTCTTAAATTGGGACATG 

GGCGTTGTCTGGCCACACTGGAATCCAGTTTTGGCTGTATGCGGAATTCCACCTGGAAAG 

CCAGGTTGTTTTATAGAGGTTCTTGATTTTTACATAATTGCCAATAATGTGTGAGAAACT 

TAAAG AACAG CTAACAATAAAGTGT 

>SEQUENCE:1 01 02:prostate_MPM2000-004P6_Table5 

CTGGCCGTCGTTTTACACCCGGGAATACAGGTGTGTACACATGCTGGGTGCCGGGCCCTC 

CCTCGAGAGAACTTATAGAATTAATTAAGGCGGGGGTTTCACCATATTATAAGTATTACT 

AAGCATGTGTTGATTTATGGTAATAATTTACATTTATTAAAGCACTTACTATAGCATACT 

ATAATGTGACAAGCACTGTTCTAAGCCCTTTGATTTTCTACCTCAGTTAACCCTCACAGT 

AACCCTGTAAGGTAGATACTTTTATTGTCTCCATTTTACAGATGAGGAATCAGAGGCCCA 

GAAAGGACATAACTTGCCCCAAATCACACAGTTTAAGTGGCAGAACTGGAATTCAAAACC 

TGCAGGGTCTAGCTCCGGGGTCTGTTCTTTAAAGATGCCCATTAGGAAAAAAAAAAAAAA 

AAAAAAAAAAAGGGGGCCCCCCCCCGGGGG 

>SEQUENCE:1 01 03:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGCGGGAGGGCAGGCACAAGAACTAACTAAATTTGGAGATAATTATCTTTCTGTAAGTT 

CGTTCTGCACCAAAATCCCCATGTTCTCCCAATAATGATTTTATAGTTACTTATCACTTT 

ACTCATGGAGAATTAAAACGTAATGTTTTTCAACTGTATCTTTCTTTAACTGGATGAATA 

CTGCTA 

>SEQUENCE:1 01 04:prostate_MPM2000-004P6_Table5 

AAGGGAAACAAAGCTGGGTGCCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGG 

CGAGGTGCTGTTTGTGTGGCACAGGGAGGAGGTGCTCATACCAGGCACTTCTCTGTGCGC 

ATGCACACATACACACACCCCTCATTATTCCATCTCACAACCACAACTGGCTTTAGACAT 

AGATACAGTGCGCCTCCTCCATGGTCTAACTCCATTCCACTGTCTCTGCTTTTAAAGTGG 

AAATGCTCCTAGTGCAAATAACGCGTTAAACTGTTGTCATTTATTTATACCTGACAGTGA 

GTGAGCTAATC I I I I I CTGAGATGAGCTTTTCTTGTAGAATTGGGAGGAAAATAGTTTTT 

AAAAATTAGGAACCATACCTACTCAGTGCCTGGCACTATGATCCAGTTGCTGCCTCAGGT 

CACCCAGGCCCAGCGTAAAGGCCGGGGTGGTGGGAAGGTATCATCGGAAGAGCAAAAGTG 

GCTGAGCCACATCCAAGCCTGGTTTGCTGCACTCTATTGCCAAAGACTGACACTGGCCTC 

AGTCTTACTCAGATATGGCTCCTCAATTGGGATGGGGAAGCATCTGAGCAAAAACCCCCA 

GAAAAAAAAAAAAAAAAAAAA 

>SEQUENCE:1 01 05:prostate_MPM2000-004P6_Table5 

CTGGGAACCGGGCCCGCCCTCCGAGAGTACTTCTAGAATTAATTAAGGCGGGGTAATAAT 

GGCAAAAAGATAGAAATATAGATCACAGGAATGGAATAGACCATTCTGAAATAGAACCAC 

ACACATTGCCAACTAATTTTCAGCAGAATGCCAGGTCAATTCGATAAAGAAATAAAAATC 

TTTCCAACAAATGGTGCTAGAATAACCAGAAATCCATAAGAAAAATTAAAAAAACCTCAT 

G CC AT ATG C AA AACTT AATTTT AAAT AAGTTATAAG CCT AAATGTAT A AAATTGT AAG G C 

TTTTAGAACAAGACATTTGCAGAAAATTTTACAAACTTGAATAAGCAGTTATTTGTTA 

>SEQUENCE:1 01 06:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGCGGGGTCCGATGAGGCCAGATCCTTATAGTCCATCTACCGTTCTCGTATGGTCCCGC 

CTGCGTGCGGATGTCGGTGACCTTGTTCTGAAGCTTCCCGCGCCTATAAAGACTTACCCG 

ACGTACCCAAGGACTATGCCTGAACGAACTCTAACCATCCTACTTTCGACATGTTCATGG 

GCTGGTGCCTTCATCAGACCACTGCATCTGTGGCTTCACAGCTATGCTCCGGGCTCATCT 
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TC AC AT ATCTG GTG AGG CTC AGCCAG CTATT ACTCTG CTGGAACCGTG C AG CCTTACAG C 
TGGCACACATGATACAACGCCCAGCTGGCTTGAGAAACCCCGCAACCACAAAGCTGCCAT 
AGTGGGCCCCTGANCAAACCGTGGAGAAAGGAAGCCGAGGCCTGGNGTTGGGGAGGGTA 
C 

CAGGCAGCCCACCAAGGGTCCCCGAATCCCTTACCGCCAAGCTGC 
>SEQUENCE:10107:prostate_MPM2000-004P6_Table5 

GCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTA 

CTTCTAGAATTAATTAAGGCGGGAGGAAGAAAAAAAAAAGGCGTACACGCTTGAAAACAA 

GGGAAAAAAATATATTTTCAGGAAAGAAAAATTGTCCATAATTGTCCATGCATAAAACGC 

TG CG G AATTCACACG AAG ATTCTATAACT AGTAAATG AGCTTACCAGGTACACAGG AT AC 

AAAGTCTACATAGAAAAATCAAAAGAGACATTTCTATATAATAACAACGAAAATTAGAAA 

TTAATTGTTATTATATACTTTTTGAGATGTGTTTGCCACATTACCCATGCTGGTGTTAAA 

CTCGGGAGCTCAAAGACGTCCGTCCACCTCGGGCTCCCAAAGTGCTACGATTACAGGCGT 

GAGCCACT 

>SEQUENCE:10108:prostate_MPM2000-004P6_Table5 

TAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAA 

GGCGGGGCAACCATGTTCACACGTATTGTTATTACTACCTATCACTGCTGAGCTGGATGA 

TAAACTGTGGTACAATATATAAGACGGACAAGAGCTTGATATTCAAGTACTATCCACACC 

TAGTCTGACATTGTTAGCTGGAAAAATCTTATTGCTAATGGTAAATCAGCTACACTTGAT 

GCTGAAGCTGCTGAAAAAATAGTATCTACTACGGAAATGTCATTTTATCATATATCTTAC 

GACCACACTGTACAAATGAATCTGTGATCAAGACTACTATCTTAAATGTATTTCCTGCTT 

TTGT A AG CATT A ACG ATTTATAAG AAAATTATTCAAACT ATTTTTTAT AAAATG AAAGTT 

ATGATTTTTAAACTTATTGATTCCTCTTGCCCCTACCCCCTCTTTTTGGA 

>SEQUENCE:10109:prostate_MPM2000-004P6_Table5 

TCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAA 

TTAAGG CG G GG GT AG G G A AAAAGTTAAGTGCT ATTTCTTTTTG GTTT ATG CT ATCCATGT 

ATTATATAGGCTTTTTCATTTTTAAAAATAAACTTTATTGTGCATATTTAAGGTTTACAA 

CATGATGTTATAGGATTTATATATATAGTAAAATGGTTACTATAGTGAAACAAATTAACA 

TATCCATCATCTCACACAGTTACTCATTTCCTCCCACTACCCATCCACATCCCAGTGGCA 

AGAGCAGCTGTAAGCTACTCATTTAACAAAAATCCTGAATACAATACACTATTAATAACT 

ATAATCCCCAAGTTGTACATTTGATCTTTAGACTTATTCAACTACACATTTGCTACTTTG 

AATCCCTTACCACGCTACTCCTACCTATCTCCCCTTTTATACTAATAATCTTATAAAAAA 

>SEQUENC;£:101 1 0:prostate_MPM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCTAGAGTACTTCTAGAATTAATTAAG 

GCGGGGGAGCAATTTGTCTTTTGCTATATTCTCCAAGATTATCTCTTAAGACCATATGCC 

CCCTGTTTTAATGTTTCTTACATCTTGTTTTTACTCATTTCTGACTG GACA AAGTTCTTC 

CAAACAATTCTGAGAAACAAAAACACACACGCAGAATTAACAATTCTTTTCCCTGTGCTT 

CTTATGTAAGAATCCTCCTGTGACCTCTGCTTGTACAGAACT GGGAA ACA ACAC TGGGTT 

AGTCTCTTTTAAGTTCCAAAAAGCCAATGGAGGTTCCTTATCCTTTTAAAATTTTAAATA 

TTTTGTTATAAATCCTCCCAGGATCCCTTATTTCCCTACCTATCATCTCCTGACTTAATG 

TTTTTTAAACCCACCAATATAAATTTAATTAGGGCGGAAAGGGGAGGGGAAAAAAAGTCT 

CAAACTGTGGGACACGGACTCGCAAAATA 

>SEQUENCE:101 1 1 :prostate_MPM2000-004P6_Tabte5 

CAACCCTAAATAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAG 

AATTAATTAAGGCGGGGCCTAACTATATGAGATGGCTGAAAAAATACCACATCGTCTGTT 

TTCACTAGGTGAAGCCAAAATATCCTGCTTTATGTATATTACAATTCTTTTTAAAACACT 

GGAAGACTCATGTTAAACTCTAATTGTGAAGGCAGAAACTCTGCTAATTTTTCAGATTAA 

AATTCTCTTTGAAAAAAGCTGCCAAAAAAAAAACAATATTGGGGCCCCCCCGTGCGGAAA 

GCCCCCATGCCCCTGGATATTTGGGGGGAAACCCCCCATCCTTCAGCACTTATGAAAATA 

AAG ATTTG CAACTAGCAATGCAATTTTTTCT AAATATG G GG ATATTTACCTTTATTAA 

>SEQUENCE:10112:prostate_MPM2000-004P6_Tabie5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGCGGGTGTGCTCTTTTAGCTGTTCTTAGGTAGCTCGTCTGGTTTCGGGGGTCTTAGCT 

TTGGCTCTCCTTGCAAAGTTATTTCTAGTTAATTCATTATGCAGAAGGTATAGGGGTTAC 

CTAGATAATGCCAAAGTCAGCATTTGTCCTGGGTTCCCTTGTGTGATCTGTTTGGACTAT 

GTTTTCTTTTCTTCTCCCACTTGCTCAGCAGCTTGGGCTTCCATTCTAGATCTTTTACCA 
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AGATTTTTGTGTGACCATGTTGACTTCATTTGGATTGCCCTCTTTCAATTTCCTTGTGAA 
AACACCCTTAACTTTCTCTTTACCCTTAGCTGAGATGTTTACATAGCTACTGGTGATATC 
TTTTCATGATTTTATATCTCTTAAAATGGTGATGGATGTG 
>SEQUENCE:10113:prostate_MPM2000-004P6_Table5 

CTGGCCGTCGTTTTACACCCGGAAACAAGTGTTACCTTTGCTTGTTGCC GGGC CCTTACT 

TTAGAGAACTTATAGAATTAATTAAGGCGGGTCGAGCATAAAGTTAAATATTTTATGGTA 

CATATGTGAAAAAGTAGTTATGTTTATTAATAGACTAACTGCTGGATGTTACCACCAATT 

GAGAAAGCACCAGGTAAGATAGGCTTTCTCTATGCCTATACCAAGTAATTTATACCTACA 

CAG ATTG GG C AATTCTAG CT AATG AA AATATACTT A AT AGTATTTCTTACG CCG G G CATG 

GTGGCTCACACCTGTAATCCCAGCACTTTGGGAGGCCGAGGCGGGCGGATCACCTGAAGT 

CAGGATTTTGAGACCACCCTGACCAACATGATAAAACCTCGATTCTACTAAAAATACAAA 

AATTACCCAGGTGTGGGGGCATGTGCCTGTAATCCC 

>SEQUENCE:10114:prostate_MPM2000-004P6_Table5 

ATAAAGGGAACACATGCTGGGTGCCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGGGGGGAAGTTGAGCTAGCAATGGGCATTTCTATTATTTAAGTTACATATCAGTTTCC 

AGGAATATTTTTCAAATGGGACAAACTAAAAAGTTGAGGACTAGAGCATCGTAGTGTCTA 

AGTGCACCTAATAACTTAATGCATGTGCACACACCCTCAGTTAATTTGTAAGAGAGTGAC 

TTCTCATTGTTATTTGTGGAGAGGCTAATTATAGTAGCTTCATTCTTTATTTTCTGTGTT 

CTTAAA I I I I I I I I I ACATTTGAAAGTATGAAAATACTATTTTTGACACTTTACTGATAC 

TCAGGGATTAAAAGTTAAATTTTACTGACTGTAGCAGCAGGTAAATCTCTTAAATTTACT 

CAGGTTTCCTATCCTTTGCCTCCATATTTAAGAAAATATAGAATGCCT 

>SEQUENCE:10115:prostate_MPM2000-004P6_Table5 

GATTACGCCAAGCGCGCAATTATACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCC 

CCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGGGAATGTTCAACTGTAAGTGATT 

AATTCAACGAATATTTAGTGAGCGCCTACTATGTGCCAGGCATTGTGGATTTATAAGTGC 

AAGCTGTGTCTGGTTCCTTCTCCCCTAGAACATGCTGTACAGTGGAAGAGACAAATTTGC 

CNNNTAAAAAAAAAAAAAAAAAAAAAAAAGCGGCCGCCACCGCGGTGGAGCTCCAATTCG 

CCCTATAGTGAGTCGTATTACGCGCGCTCACTGGCCGTCGTTTTACAACGTCGTGACTGG 

GA 

>S EQU EN CE : 1 01 1 6: prostate_M PM2000-004P6_Table5 

TGGCCGTGTGTTTACAACCCTAAATAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTC 
GAGAGTACTTCTAGAATTAATTAAGGCGGGTGAAAGCTCCGTCTTCTGAATTCATCTCTA 
C AGG CTCAAAACTCCTGTTTG AT ATCAG ACCTG ATGTTATTTTCCTTCTTTTG GAG G G C A 
TTTGTTTGGTT AAG AAGGCTTCTTTG G ACTTTGG AATTTC AACCCATATTTTACCTTG G A 
ACCCAGGAGG CA AAGCGTT AAGTGT AGTG G GG AATC AAATACTG C A 
>SEQUENCE:1 01 1 7:prostate_MPM2000-004P6_Tabie5 

GTAACAAAACTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGG 

GTGAGATTTGCCGAGTTCCTTTTACTCCTTTTAACCTTTCCTTATGAGCCTGCCTGTGTT 

GGGTGTCCACTGAGGTGCTGGCTGCGGCGATCGGCCTTGTGATCTACTACTTGGCCTTTA 

GTGCAAACAGCCGCATCCAAGCCTGAGGGCGGCACCCCAGCCCTGCCCTTGCTTACTTCA 

ATAAACATCACAGGACCTGGGACTGCGCAGGAAAAACGAGACTCCATCTCAAAAAAAAAA 

AAAAAAGGGCTTTGGAAAATTTGGGGCCGGGAAAACCCCCCCCCCCCGGGGGGGCCCCCC 

CCCCCCTTTGAAAATTTCAAAAACCCCCCCCCCCGGGGCCCTTTTAAAAAA 

>SEQUENCE:10118:prostate_MPM2000-004P6_Table5 

ACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATT 

AAGGCGGGATGGCTGTGAAGGAAGGCTGGGGAGGGGCAAGGCCGGCTTTCTGGAGGTGT 

G 

CAGGAAGAGCGAACTGGGGACAGGTGGGGGCTGGATTCACTGGACAATACATGCCAACAC 

TTGGACCTATGACACGGAGGCCCGGGGGCCACGCCAGCCTCAATTCAGAGCCACAAACGG 

CCTGGACGAGTTACTGAAGGCATCCTCAGCAGAGACATCGGGGGTGGAGGTCCTGAGAAA 

TATCCCCACCCAATTCCTTCTCTTGAGTAAAGTGATTNTCATTAATCCT 

>SEQUENCE:10119:prostate_MPM2000-004P6_Table5 

TTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTA 
GAATTAATTAAGGCGGGGGAAAAGGTTATAGCTTTGCCTTGAGATTGACTCATTAAAATC 
AGAGACTGTTGAAAATAAAAATAAAAAAAAAACAAAAGAAAAGGAAAAAAAAAAAAAAAG 
CGGCCGCCACCGCGGTGGAGCTCCAATTCGCCCTATAGAGAGATGTATTACGCGCGCTCA 
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CTGGCCGTCGTTTTACAACGTCGTGACTGGGAAAACCCTGGCGTTACCCAACTTAATCGC 
CTTGCAGCACATCCCCCTTTCACCAACTGGCGTAAAAACGAAGAGGCCCGCACCGATCGC 
CCTTCCCAACAGTTGCGCATCCTTGAATGGCGAATGGAAATTGTAAGCGTTAATATTTTG 
TTAAAATTCGCGTTAAA I I I 1 I GTTAAATCACCTCATTTTTTAACCAATAGGC 
>SEQUENCE:10120:prostate_MPM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAG 

GCGGGGTAGCTATATTAATATCTGATGAAGTAGGGAGTAAAGAAATTTACTAGGGACAGA 

GTAAGACATTATGTACTGATAAGATATTCAACTCACCAGGAAGACCTAATGATCCTAAAT 

GTTCATGCACCAGACAACAGAGCCTCAAAATACATGAAGCAAAAACTGATAGAGCAGAAA 

AA AG AAATG G ATAAATTT AC AATTG CAGTTGG G G ACCTACTCTC AG C AACTG AT AGG ATT 

ATTAAACAAAATAAGCAAGAATATAGAGGATCTGAACAATATAATCAACTAAAAGGATCT 

AATTAATTTATATAGACCTCTACTCAATAACAGTATAACACTATTTTTTCCAAGTGCCTA 

TACAGCTATTCACAAAGGTAGACCATATATTGGACCATAACACAAACCTTAATGCGTTTG 

AAGGAACTGTAATCATATACAATATTTTCTCTGACCATAATGAAATCAAGT 

>SEQUENCE:1 01 21 :prostate_MPM2000-004P6_Table5 

ACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGGA 

TACAATGAGAGAGAAACAATATTACTATTATGCTACACCCTGTTTAATCAAATAGAATTT 

ATAGATATGATGTCTTCCTAAGTGTATTGGTAGTCCTGACTTTTAATAATTATACATTGA 

TACCCCTAAACCTTTTACATATTTTGAATTTGAACATTCATCTATCAGCCCTCAAGCAAA 

TGTATAAAGTTATCACTCATTGACACTGTCAGTTAAACAAATTAGCTTAATTTCAGCAAA 

GTAGATAACTTTGCCCTTAT 

>SEQUENCE:1 01 22:prostate_MPM2000-004P6_Tabie5 

CTC ACTA AAG G G AAC AAA AG CTG GGTACCG GGCCCCCCCTCGAGAG T ACTTCTAG AATTA 

ATTAAGGCGGGGTTATGAATTATAAACAGTTTTATGATTAAGTCCAATCGTTCAATTGTT 

ATTGAAAGATAGTCTTATA I I I I I AAGTCCTATTTTGCTATTTAACCCTTGTTTATACTT 

TTGTTCAGTGCTTTGCTCTCCTGGTGTCACCTTCATAATAATAATTCAACTTTGATCAAT 

AAAATAAACAATCTTCTGGATGCAGTTGGCCAGTGTGAAGAGTATGTGCTCAAACATCTG 

AAATCAATCACTCCACCGTCCCATGTTGTAGATTTATTGGACTCCATTGAGGATATGGAC 

CTTTGTCATGTAGTTCCAGCTGAGAAAAAGATTGATGAAGCTAAAGATGAAAGACTCTGT 

GAAAATAATGCTGAGTTTAACAAAAACTGTAGCAAGAGCCATAGTGGGATAGATTGTTCA 

TATGTAGAATGTTGTAGAACAC 

>SEQUENCE:1 01 23:prostate_MPM2000-004P6_Table5 

ATAAAGGGAACACAATGCTGGGTGCCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATT 

AAGGCGGGGGGGGAATAATATGTGG I I I I I GTACAAGCATGTTTCTCAGTGTGTTGTTAT 

TTTGGAAAAAATGAGGGGAGGGAGTTTGGCAAGAATGGAGAAAATGAATGAAGAAGGCCT 

AATCTCTCTC I i I I I CAGTGAATAAATGGAACACCATTTCTGGATTCTAGTCCCATTCTC 

TGCATTCATACACCAGTTTCTTCATATATCCTATGAAGAACCTAAACATTTGGCCCCACC 

TGGTCTTGGTTTGATCAGCAGTTAAAATTCTGTGACTCGGGCTTCCTTCCCGACTGCCCA 

CCTTCATGATGTGTAAGGAACATACATTTTGAGGGTACCTTACCCACTGTTCATTTGCGT 

G GTC AAAGTG AA A ATG AGTG G AAGTTCTCC A A AAATG ATG G CC AAC ATCCTG G CACCTCC 

AAGTGTGAGAAATAACTTTGCTTGGTGAATGGGATAATGTTT 

>SEQUENCE:1 01 24:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATT AATTA 

AGGCGGGCGCCTGCAATCCCCACTACTAGGGAGGCTGAGGCAGGAGAATCACTTGAACTG 

GGAATGCAGAGATTTTAGTAAGCTGAGATCGCGCCATTGCACTCCAGTCTGGACAACAAG 

AGCAAAACTCCATTTCAAAAAAAAAAAAAAATCTGTTAAAATTTGATTTATTGGGCCCTG 

ACAAAAAAGGTCAAATGCGGGACTGATTTTTAAGCTGGCAATCTATTTAAATGCAAATGC 

TAATTAAAAGGGCATAA I I I I I ACACAAGTCCAAACCTGGGTTGGGGCTAAAATTTCATT 

TTGGGCAATAAAAGGGTTAAGTGATGGTTAACCAGGGTGTAAATTATCC 

>SEQUENCE:10125:prostate_MPM2000-004P6_Table5 

TG ATACTG GCCGTCGTTTTAC AC ACAGG AA AACAG CGTGTG ACCATG ATTACTGG CG CGC 
CTTTTCTACAGAGTACATCATAGATTACATTAATGCGGGGTTCAGTGTATACTGAACAGG 
TGATGGGTGCACCATAATCTCACAAGTAACCACTTAATTACTTACGCATGTAACCAGATA 
CCACCTGTTCCCCAAACACCTATGGAAATAATTTTG I I I I I I I I I I AAAAAAGGAATGAG 
ATC ATGTCCTTTGC AG G G AC ATG G ATG AAG CTGG AAG CC ATTATCCTC AG C A 
>SEQUENCE:10126:prostate_MPM2000-004P6_Table5 
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CG GG G ATC AGGCTG C ATGGG AATAAG G A AATAAC ACC AG G CA ATAACTTAAATCTTTAGG 
GAACAAAATGAACAGATTTCGAAATTGTAAATAAGATTATTATAAGCTAAATGTTTATGT 
CCCCCTCCCCCCCAAATTAATATGTTAAAGCCTCCAGAGTAATGATATTTGAAGGTGAGG 
TCTTCAGGAGTTAATCAGGTCATAATTTGGAGCCCTCTTTAATGGGATTAGTGCCT 
>SEQUENCE:1 01 27:prostate_MPM2000-004P6_Table5 

TTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTA 

GAATTAATTAAGGCAGGAGAGTGGCGTGAACCCGGGAGGCGGAGC TTGC AGTGAGCCGAG 

ATCGCACCACTGCACTCCCCCCTGGGCAACAGAGCGAGACTCCATCTTTTAAAAAAAAAA 

AAAAAGAATTAGTAAAGATTCACCAGGGGTTGAGCTCAGGGATTGCGTGGGGGACCTGAC 

AATTCTCTAGGCAAAGGGAATGACCTGGATAAAGATACAGAGGCAAGCAAACATTGCTAA 

AAATAGTATCCTTTGTAAGCTCTATTCCTTGGGCCTGAGAAAAATAAAAGGTATAGCTTT 

ATTTATTGCTGGGAGATGAGTAACCCATGGGTACTGCTATTCAAAAAAACAAAACAGTGC 

AATTCTTTTGACATTGACGGTGTCCTACTTATTCAGAAAATACC 

>SEQUENCE:10128:prostate_MPM2000-004P6_Table5 

TAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAG 

AATTAATTAAGGCGGGTTAAGAAAGCTAAATCTTCCATCATCTTCCACAG ATAGA ATTGA 

AC AT AT ATC AATCTG G AAGTTCTAAAATT AG C A AAATAAG C ACGTTATTTGTTTTTG AG A 

TG G AGTCTCG CTCTGTCCCAAGG CTCA AGTGC AGTG G CG CG ATCTC AG CTCACTGC AAAG 

CCGGTAGGAGACAGAGATTACAGGTTTTCTGACTCAAGTCTGCATTCTTGACTCCACACT 

ACATAAGTGCACTATCTGCCAGGCCAGGCACACCTTCCCCTGAAACCCGTAAGGTATTTG 

AAAATGACCAGGGGTGGTACTAGGCGTGCCACAATGACTGAGATCCTATGCCTGGCCAGC 

GACAGAAGTCTTGACGCTGTACTACACTAATCTGCAGAATCAAAAACGATTGCCGTGAGA 

GGGTATCTAGTCCAACCATCCTCTGGCAGACAAGGACACCCAGACTCAAAGGGGTGGTTA 

>SEQUENCE:1 01 29:prostate_MPM2000-004P6_Table5 

TAAATAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAA 

TTAAGGCGGGAGAATCACTTGAACCCGGGAGGCGGAGGTTGCAGTGAGCTGAGATTGTGC 

CACTGCACTCCAGCCTGACAGAGAGAGACTCCGCCTCAAAAAAAAAAAAAAAAAAAAAAA 

AAAG G G GTTTTAATCCG G GTCTACCC AA AA AAATCTTT AAG CCC AAG G GTTTTTAAGTCC 

CCCTTTAGCCACCTAATTTTGAAAAAAACCTTAAATCGAAATTTCGGGTGGAAAAAACCC 

CCAAAAAAAAAAAAAATCAGTGGATTTTTGGGGGCCCCCCCTTAAAAAAAAT 

>SEQUENCE:1 01 30:prostate_MPM2000-004P6_Table5 

CCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAAT 

TAATTAAGGCGGGAATATCATGAGCAATTTATGTCAACTAATGTGACAATTGAGATGAAG 

AAATTCTATCGAAGACACAGACTGCAAAAGCTCATTCAGGAAGAAACAGACTGCCTTATG 

ACTATTGAGTAAATCGGATTTACAGCTAAAAACCTCTCCACAAAGAAAACCCAGATAGCT 

TCACTGCTGAATTCTATTAAACTTAAGAGGAAGAAATACTACAAATTCTACACAAACTTG 

TCTATTAAACTGAAGAGGAGAAAATACTTCCCAGCTCATTGTATGAAGCTGATG 

>SEQUENCE:10131:prostate_MPM2000-004P6_Table5 

ATAAAGGGAACAAATGCTGGGTGCCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGGGGAGGGTCAGGGAAGAACGAACCTTGACGTTGCAGTGCAGTTTCACAGATCGTTGT 

TAGATCTTTA I I I I I AGCCATGCACTGTTGTGAGGAAAAATTACCTGTCTTGACTGCCAT 

GTGTTCATCATCTTAAGTATTGTAAGCTGCTATGTGTGGATTTAAACCGTAATCATATCT 

TTTTCCTATCTATCTGAGGCACTGGTGGAATAAAAAACCTGTATATTTTACTTTGTTGCA 

G ATAGTCTTG CCGC ATCTTG G CAAGTTGCAG AG ATG GTGG AG CG AATAATAAAAA AACAA 

TGAAAAAAAAAGCGGCCCCCCCCCGGGGGGGACCCCCATTCCCCCTTATGTGAGGAGATT 

TACCCGCCCCTGACTGGCGGTTTTTTAAAACACCATTGTGTATAAAGAAGGCAGTTCAAC 

CCACGGATGAAAGAAAGGGACAACTAAATGGGTAAACAATTGGATCTTTATTAATAGTTT 

TTTCCTTGAGAGCCTAGGATCCCTTTCCTATGTGGTTCTATGTATGTATCTCCCAATACT 

AG 

>SEQUENCE:10132:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AG GCGGG AG AATCG CTTG AACCTGG G AG GTG G AGGTTG CAGTG AGCTG AG ATCG C ACCAC 

TGCACTTTAGCCTGGGCAACAGAGCTAGACTCTTGTCTCAGTAAATAAATTAACCGAGTG 

CGGTGGTGTGCAGTTACTAATTCCAGTTACTACAGAACTAGACTCCATCTCAATAAATTA 

AAAAAAAAAAAAAAAAAAAAAAAAAAGCGGCCGCCACCGCGGTGGAGCTCCAATTCGCCC 

TATAGTGAGTCGTATTACGCGCGCTCACTGGCCGTCGTTTTACAACGTCGTGACTGGGAA 
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AACCCTGGCGTTACCCAACTTAATCGCCTTGCAGCACATCCCCCTTTCGCCAGCTGGCGT 
AATAGCGAAAAGGCCCGCACCGATCGCCCTTCCCAACAGTT GCGCA ACCTGAATGGCGAA 
TG G AAATTGTAAG CGTT A AT ATTTTG GTAA AATTCG CGTT A AATTTTTGTT AAAAC AG CT 
AATTTTTTAACCAATAGGCCGAAATCGGC 
>SEQUENCE:1 01 33:prostate_MPM2000-004P6_Table5 

GCCAAGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTC 

GAGAGTACTTCTAGAATTAATTAAGGCGGGAGGATCGCTTGAGCCCGGAGGGTTGAGGCT 

GCAGTGGGCTGTCATTGTGCCACTGCATTCCAGCCTAGGCAACAAAGGGAGATGCTGTCT 

CAAACCAAAAAAATAAATAAATAAATAAAAAAGAATAATTAGTAGTGATGGGAAAAAGAA 

AACTTG AACAATCACACAGG AGG CAG G ATAATAGTCTATTACTGCCTAAC AAATTACCTA 

AAAACTTAGTGGGTTAAAATAACAAATACTTATCGTGTCTGTTATTGTAGGTCAAGAACT 

GGGAAGAAGCTCACCTGGGTGGCCCTGACTCAGGGTCTCTCATGAGGTTGCAGTCCACAC 

GTAGGCCAGGGCTGCAGTCGTATGAAGGCCTGACAGGGGCTGATGGATCTGCTTATAAGC 

CCACTCATGTG 

>SEQUENCE:1 01 34:prostate_MPM2000-004P6_Tabie5 

AACAAAGCTGGGTGCCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGGG 
TTG AG CTG AG AAG AG GCC AGTG C ACTCAAG CCTG AG CAAT AAG AAT AAAACCG AGT AG AA 
CAAAATAAAAAATTCAAAAAACAAAACAAAACCCACACTCCAAAAACTAACAAAGAATAA 
ATAAATAATATAAAAATAAAAAAAAAAAAAAAAAAAAAAAAA 
>SEQUENCE:10135:prostate_MPM2000-004P6_Table5 

CCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATT 

AATTAAGGCGGGGGACCATAAGGGATATAAAGGCTACACTGAATACTATGAGCCTGAGCA 

ACTGCTTGGCTGATTTGACTAATGAATGCTGATCTGTTATCACACTGCATAGAGGTGGCA 

AGGCTAAGCTGAGGACATATTTCTGACTAAACGGAAGAAATCACTGCGGTGGC CTTAT CA 

GACCCTGTAGGAAAGGCCTTATTCAGTGAAAGTGTCTATTTAGACTAAGAGGTATTTTAG 

TTTCCTGACTCACGGCATATTGAGTAAAGCTAATTTGCCAGTCCTGGGTGGTGGCAAATC 

CTCCAGCTTGATGTGTAGGGAAGGGAGGGGGCCTGAATAATCCCTGAG 

>SEQUENCE:1 01 36:prostate_MPM2000-004P6_Table5 

TTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTA 

GAATTAATTAAGGCGGGGCAGGGGGGTATGAAAAAAATCTTCCATATTAAAATGGTTTGC 

ATTGCTCCAAAGCTGAGCCCTACTTGACAAAAACCTTACTCCTCAGTATTTAATTCCTCT 

CATTGTGTTTTCTTGGGTATCCCACAAGCAACATTAATATGGAAGATACAGTAAATGTGT 

G C A AG AAC ACTG CTATAAA ACTATG GC AGCAG ATG G CTGTG ATTG G AAG ACTCT ATCC AT 

TGCTAGATCTCCAAGTCACATTGAATGGGAGGCCATTTGACTGCCTTGTG GCTG ATCTTT 

AG AG CTTTTGTGTGTAG CTT AGG CTCTG ATAATTA A AC A A AAATAG TTT ATATTTTACTA 

TTTAATTCAAAAGGTTATTTAACCCAGTATTAATTTATGGTAAGTACTCAAAAGACTAGG 

CGTGGTGGCTCACACCTGAGGCCAAGGCAGGAAGATCACTTGAGGCCAGGAGTTTAAGAT 

CAGCCTAAGCAACACAGAGAAACTG 

>SEQUENCE:1 01 37:prostate_MPM2000-004P6_Table5 

AAGGGAAACAAAACTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGG 

CGGGGGCTGAGGAAAGAGGAATCAGATTAATTCTCTGGGTTGCAAAGAGGCTATTCTGCA 

AGCCCCTTACAGTGGCCCTGAAAGCTCAATAAGTGTTTTGTACCTCTTGTAAATGTGCCA 

TTGTGTGAAGCATTAAACCCAACATCTAGAATTCAGGATTCATCCAGAATAAAAGGATGT 

AAAATCTTTCCCAACAGAAGAGTGTTACTTTTGGTCAGACAACTTCATGGGTTCTTACTG 

C AC ATTAN ATT ATG ACTTATG G AACATTG CAAT AT ATT CT 

>SEQUENCE:10138:prostate_MPM2000-004P6_Table5 

GCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGAGTGGGCC 

CTGGTTCAATGTTTGCTGATGGGGAAGATGGCAAAAACAAGCCTGCCCAACCAGAAAAAA 

A AAA A AAAAAA A AAA AAA A AAA AAAAA A AAA A AAA A A AA A AAA A A AAAA AA A AAA A AN N N 

CCCCCCCCCCGGGGGGGGCCCCTTGGAACATAAAAAAAGGATTTAATCCCCCCCCCCCCT 

CCCGAGTTTTATATAAAGAAAAAAAAAAAAAGGTAAAAACAAGTAT 

>SEQUENCE:10139:prostate_MPM2000-004P6_Table5 

GGTACCGGGCCCCCCCTCGAGATACTTCTAGAATTAATTAAGGCGGGGGGGCCTGTGTCC 

TGGTGGCTTGAAGCCACATGGAGGGAGTTTCATTAAATGCTAACTACTTTTAAAAAAAAA 

AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 

AA AAAAAAAA AAAA AAAAAN NNNNNNN N ACCCCCCCCCCGGG G G NGCCCCCCCCCCC C CC 
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CCAAAAAAAAAAAGCCCCCCCCCCCCCCCCCCGCCGGAGAAAAAAAAAAAAAAAAAAAAA 
AAA 

>SEQUENCE:1 01 40:prostate_MPM2000-004P6_Table5 

AATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTC 
TAGAATTAATTAAGGCGGGAGAAAGTGACTGACGACACAAGCAGTGTTCTGGGTTCCCAG 
ATGCCCG G ACTGGTGGTG G CCGTGTCTGTC AAG CCTGG AG ACACG CTATCACACTGTC AA 
C AA ATTTGCGTG ATTG AAGCTCTT ATAATG CAG A ATAGTATG ACAG CTG G G A AAACTG G C 
ACG GTG AAATCTGTG CACT 

>SEQUENCE:1 01 41 :prostate_MPM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAG 

GCGGGTGGATCACGAGGTCAGGCGATTGAGACCATCCTGGCTAACACGGTGAAACTCCAT 

CTCTACTAAAAATACAAAAAATTAGCCAGGCGCGGTGCCAGGCACCTGTAGTCCCAGCCA 

CTGGGGAGGGTGAGGCAGGAGAATGGCGTGAACCCGGGAGGCGGAGCTTGCAGTGAGCC 

G 

AGATCGCACCGCTGCACTCCAGCCTGGGTGAAACAGTGAGACTCTGTCTCAAAAA AAAAA 
AAAGGGAAAAAAATTCCGGGCCTGGCCCCGGGGGCTAACCCCTGTAATCCCACCCTTTTG 
GTAGGCTAAAACAGGGGGGTCACAAGGTCAGGAAATCGAAACCTTCCGGGTTAAAAGGGT 
A AAACCCGGTnTTCTT AA AAACCC AAAAAATTTCCCTG G G CTTAG 3 G GCAG G CCC 
>SEQUENCE:1 01 42:prostate_MPM2000-004P6_Table5 

AAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGG 

CGGGGGAGGCCTCACAATCATGGCAGAAGGCGAATGAGGTGCAAAGTCATGTCTTACATG 

GCACCAGGCAAGAATAGGAGTTGTGCCGGGGAACTCCCATTTATAAAACCATCAGATCTC 

ATGAGACTTATTCAGTACCATGAGAACAGTATGGGAGAAACTTCCCTTATGATTCAGTTA 

TCTCCACCTTATCCTGCCCTTGACATGTGGGGATTACAATTCAAGGTGAGATTTGGGTGG 

GGACACAGAGCCAAACCATATCAAGTTGTATGCCAACAAATTAGGTAACCTAAATGGAAT 

TTATACAAATTCATGTAGATGCAAATGGCCATAACTGACTAAAGAATTTGAAAATCTGAA 

TAG G CCAAT AAC AGGT AA AG AG ATTG AA ATAG C A ATCAG G AAACCTTCC ACC AA 

>SEQUENCE:10143:prostate_MPM2000-004P6_Table5 

TAAGGGGAACCAATGCTGGGTGCCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAA 

GGCGGGAATAAAAAAAGCGGAAACAGCTGACTTGAACAACACAGTAGATTAAACACTGAC 

AGATACACAACTTTCCATCCAACAGCAGCAGAATATACATTCTTCTCAAGTGCACACAGA 

ATCTTCTCTG AG ATAG ATCA AATCTTAGGTCACAAG G CATACTACAAATTTAAG AAGTTT 

GATATAATGCCAAGTATCTTCTCATTCCACAATGGAATAAAATTAGAAGTCAATAACAAA 

G A AAAC AG A A AC ATTT ACAAA A ATG C AG AAACT AAAT AAC AC ATG CTTAAAC AACCATTG 

GGTAAAAGAAGAAATCAAAAGGGAATTTTAAAAATATCTTGAGACAAACAAAAATGAACA 

TACAACTCAACAAAACTTACAGGATTCAATAAAAGAAGTGCTAAGAGGGAAATGTTACAG 

TGAT AAAT ACCTACATTAAAAAATAAGAAAGATCTAACTCGAACAACCTAACTTT ACAAA 

TAAACAATTAGAAAAAGAGAAACTAACTAAACCCAAAGTTAGCATAATGAAGTAAATAAT 

AAAGATGAGAA 

>SEQUENCE:10144:prostate_MPM2000-004P6_Table5 

AGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGA 

GTACTTCTAGAATTAATTAAGGCGGGAGCTGGGTCACCGGCTTGAGGGGCTGC GTGAG GC 

GCGGAGGCAGATCAAAGAAAGTGCATCACAGACAAGGGATGTTCTCAAACAGCATTTTAA 

TGATTTAAAGGGAACCCTTGGAAAGCTCCTGGATGAGCGATTGGTGACCCTTTTGCAAGA 

GGTGGACACCATTGAACAGGAGACCATTAAACCACTAGATGACTGCCAGAAGCTCATAGA 

ACACGGAGTCAACACTGCAGAGGACTTAGTCCGAGAAGGTGGGGGACCAGGGAGCCTGTT 

GTATTAGTGCATTCGTCCATTTTCACACTGCTGATAAAGACATACCTGAAACTGGGCAAT 

TTAAAAAAAA 

>SEQUENCE:1 01 46:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGCGGGTCTGAATATATTAAGTCTTAAATTTATGAATGTAAAAGAATTGAAGTGACACA 

CGTATGTGTTCTGATTTGCAACTGAGTTAAATTAGAAATCAGTAACCATGAAAAATCTCT 

AAATAAATTAAAATGAAAAAGCCCACTAGTAAATAACTCATTGATCTANNAAAAAAAAAA 

AAAAAAA AA AAAA AAAA AAG G G CCCCCCCCCGGG GGGG G CCCCC ATTCCCC 

>SEQUENCE:10147:prostate_MPM2000-004P6_Table5 

GGGGGGGGGGCTTATGTTTTACTTAATTAACAAAACACTGGGTTCCGGGCCCCCCCTCGA 
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G AGT ACTTCT AG AATT AATT A AGG CG G G A ATG G A ATATT ATTTG G CC ATAAA AAG G AAG G 

AAATTCTG ACGCATG CCAC AG CCTG AGTG AATCCTAC AAATATTACG CTAAGTG AAAG AA 

GCCAATCACGAGTTTATGTGAAATGTCCATAATAGGCAAATCTGTGTATCATAGACAAAG 

CACATTGGTGGTTGCCAGGTACTGGAGGAAGAGAGAAGAGGCATGACAGCTAACAGGGAC 

G G GCTTTCTTTG G AAG ATG ATG AAATTGTGG AATG ATG GTTG CAC A ACTTTGTG AATAT A 

CTAGAAACCAATGAATTAAAAACTTTGGAAGAT 

>SEQUENCE:1 01 48:prostate_MPM2000-004P6_Table5 

AAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGTGGA 

TCACTTGAGGTCAGGAGTTCGAGACCAGCCTGACCAACATGGTGAAACCCTGTCTCTACT 

AAAAAATACAAAATTAGCCGGGTGTGGTGGCACATGCCTGTAATCCCAGCTACTTGGGAG 

GCTGAGGCAGGGGAATCACTTGAACCTGGGACGCGGAGGTTGCAGTGAGCCGAGATTGTG 

CCATTGCACTCCAGCCTGGGCAACAAGAGCGAACTCTGTCTCAAAAAAAAAAGTATTAAT 

CTGAGATACACTTTAA I I I I I I I GGTGTTACATCTTTGACAATCTAATAAATTCGCATTC 

AGTTTC AG CG G GTTC ATGTTACCTT AGTAATTCTTG AGTGTCTT AAG AGT AAAG CTG G CC 

ACATTTGTATCTAAACTGTTTGCTTTGTTTATAGGATTTTAAACTGTCTACGGTTCTTAA 

CC 

>SEQUENCE:10149:prostate_MPM2000-004P6_Table5 

CTAACTGAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTA 
ATTAAAGCTGTTTTCTTTGTAACTTAAGCAAATCACAAAACAAGGG CTAA TGT TAATAT G 
AAAAGTGCAAAAATTCAAGGAAAAAGCATGGGGACAAAAAAAGATTTTTCCTC I I I l l GG 
GGGCTGTTCATGTGTAGCCTACTACAGAACTATTAGACCTATACACATTTATATGAATAT 
TTATTTGAAAACGTATAATATCAAACAATGTAAAAACCAATAGAAATCTCAGATAATTGA 
ATGTATAGAAACTAGCAGCTTGAAAGTGATTAGTTCATTATTTGCTGATCAAGCG GAAAA 
AAAAGAAACAAAAAAAAAGGGGGGCCCCCCCCCGGGGGGGACCCCCCTTCCCCTTTT 
>SEQUENCE:1 01 50:prostate_MPM2000-004P6_Table5 

AATT AATT AAG G CG GG G G AG AAG ATTG G G AAC ACTC ATCCCTGG ACGTCTATCCC AGTGT 
GTGTTTAACATTCACAGCCCAAAACCACAAATGTGTCTGGGAGAGCCTGGCAAGGCATTC 
CTCATTACCATCTTGTTTGCAAAGGTT 
>SEQUENCE:1 01 51 :prostate_MPM2000-004P6_Table5 

TCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAA 

TTAAGGCGGGCAGAAAACCCATGACGGGAAAGTGAGGCAACTGG GGAA AAGAAAAAAAAA 

AAACCCCGCAAAAAACCAAACCCTGGGTCCCCGAGGAAAAACGTGTTTTCCCACCAGCCA 

CTGCGCTTGGCCCCGTGGAACCTGGCTTCCTTTGTTCAACCCCAGCGTGCCCCTTGGGCC 

GCTAGGGGTCCCCCAAAGCGTGCAAAAGGCCCATGAGGGGAAGGTGAGGCCCCTGGGGC 

T 

GCCAAAAAAAAAAAAAAAAAAAAAAAAAAAAGGGGCCCCC CCCCCGG GGGGGCCCCCCAT 
CCCCCCTTTTGGGGGGTTTTTTCCCCCCCCCCTTTGGGGG I I I I I I i AAAA 
>SEQUENCE:10152:prostate_MPM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATT AATT AAG 

GCGGGGTGAAATCAAATAACGCAGTTTTGGAAACCTATAACCGCATTTTGTGCTTGAATT 

ACGTGCCCCACACTGTGGCTTAGGATACTTATTGGGGTATAATGAAAATCTTACTGAAAG 

TTAATTTCACATTCTTACACCCCAAAATCTGCATTGCCATTGATGCATATGCACCACATT 

ATTATATTTCCACATCAGTTTCTTGTGTGCCAAATAAGACCCATGCTATGCATCTTGGTT 

TCCATGAAGTGAAAATACATAGTAAGAATGCGAGAAATATAAATCAGGCCAGGCACGGTG 

GCTCACACCTGTAATCCCAGTACTTTGGGAGGCCAAGGCAAGCAGATCACCTGAAGTCAG 

GCTG G ATTC AGTG CCG AGTCTCAAAGGCCAAG GT ACCA 

>SEQUENCE:10153:prostate_MPM2000-004P6_Table5 

ACACCTAATAAAGAGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGA GTACT TCTAGAA 
TTAATTAAGGCAGGCGGTGCCTCTAATACTGGTGATGCTAGAGGTGATG I I I I IGGAAAC 
AGCAATTAAAGTTTTTCTTCCTTGAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAT 
AAATAAAAAAAAAAAAAAAAAAAAAAAAAAAAGCGGCCGCCACCGCGGGGGAGCTCCAAT 
TCG CCCTATAGTG AGTCG AATTACGCGCG CTAACTG G CCGTCGTTTAAC AACGTCGTAAC 
TGGAAAAACCCTGGCGTTACCAAACTTAATCGCCTTGCAGAAAATCCCCCTTTCGCCAGC 
TGGCGTAATAGCAAAAAGGCCCGAACCGATCGCCCTTC 
>SEQUENCE:10155:prostate_MPM2000-004P6_Tab!e5 

CTGGCCGTGCTTTCTCAGCCCTAACTAAAGGGAACAAATGCTGGGTGCCGGGCCCCCCCT 
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CGAGAGTACTTCTAGAATTAATTAAGGCGGGCGTGGCCACGGGCTCTTCGAGATATTCAC 

TGATAGACTGTAAAACAATATGCATGAAGCATGCCTACAAGATCTAGAATGTTGCCTCCC 

TTGGGCAAATCTAAGAGTTATTGGCCAGTAGAGAGAGAGATAGCAGAGTAGAAAGTTTAT 

TCAAAGGGATAATCACAGAGAACTTCCCAAACCTAGAGAAAGACATCAATATTCAAGAAC 

AAGAAAGTTATATAAAAACAAGCAGATTTAAACCTTATTAAATAAGACTACCTCAAGACA 

TTTAGTAATCAAACTTCAAAAGGTTGAGAATACAGAAAGGATCCTAAAAGAAGCAAGAGA 

ATAAAAACAAATAACATGCCAAGAACCTTCTATATGACTGGCAGCAAATTTCTCAGTGAA 

AACCTTAAGGGCCAGGAGAGAGTGGCATGACATAGCTAAAGCACTGAAGGAAAAAGTATT 

TTATCCTAGAATAGTATATCCAGTGAAAATATCCTTTAAAAATGTGGGAGAAATAAAGAC 

TTCTCCAGACAAACTAAAATAAGGGATTTCATCAATACCAGATCTGTCCTATAAGAAATG 

CTG 

>SEQUENCE:10156:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGCGGGAAGATCACTTGACGTCAGGAGTTCAAAACTGGCCCGGCCAACATGGTGAAACC 

GCATCTCCACTAAAAATACAAAAATTAGCCTGGTGTGGTGGTGGGCACCTGTAATCCCAA 

TGACTTGGGAGGCTAACGCAAGAAAATTTCTTGAACCCAGGAAGCAGAAGTTGCAATGAC 

CAGCAAGGTTGTGCCAATGCACCCCAACCTGGGCGATAAGAGTGAAAACTCCATCTCTGA 

AAAGTAAGAAGCAGAAAAAAAAAGACGGGCTCCGAAACAAAGGGCTAACGGCAAAATGTC 

CAAACTTAGAAGAAAATTGGCCCATATAAGCGCGATTTAAAATGAAAATATTGTCAAGAG 

TTTCAGATAGAAAATGAAAAACAAGCTAAGACAAGTATAAAAAAAAAAAAAGNAAAAAAA 

GAAAAGGGGGCGCCCCCCCCCGGGGGGGCCCCA 

>SEQUENCE:10157:prostate_MPM2000-004P6_Table5 

ACCCTAAATAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 

TTAATTAAGGCGGGTGGATCATGGGGTCAGGAGATCGAGACCATCCTGGCTAACAAGGTG 

AAACCCCGTCTCTACTAAAAATACAAAAAAAAAAAAAAAAAATTTCCCCGGCCCCGGGGG 

GGGCCCCCTGTATCCCCACTTCCGGGGGAGGTTAAGGCAGAAAAAGGGCTTAACCCCGGA 

AAGGGGACTTTGCAGGGACCCAAAATGGCCCCATTGAATCCCGAATCCCGGC CGGG GCAA 

AAAACCAAAACTCCTTTTCAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAATTTTTT 

TAAAAAAAAAAAAAAAAAAAAANNNGGCCCCCCCCCCCCCGGGGGGGCCCCCCCCCCCCC 

CCTAAAGGGGAGTTTTTCCCCCCCCCCCAGGGGG 

>SEQUENCE:10158:prostate_MPM2000-004P6_Table5 

GGAACAAAACTGGGTACCGGGCCCCCCCTCGAGAGTCTTCTAGAATTAATTAAGGGGGGA 

ATTTGTATTTAGAATATGTAAAGAACTGTTACAATAATAATTAAAAGGCATATAATTCAA 

TTTTTAAAAATCAACAAGAGATCTGAATTAACAGTTCTCCAAAGAAGATACACAAAAGGC 

CAATAAGCACATGAAAAGGTTCTCAACATCACTAGCCATCAGGGAAATGCAAATGAGATC 

TACAATGAGATATCACTTAACACTCACTGGAATAG 

>SEQUENCE:10159:prostate_MPM2000-004P6_Table5 

AACCCTCACTAAGAGGAACATAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGA 

ATTAATTAAGGCGGGGGGTGGAGCCTTTAAGAGGTAGGACACJATAAGAGCCATTTCAGT 

C AAAG G G G ATCTTCCCTTGTGTGTGTCTTG GTG CTGTTCTCTG AG CTCTC ACCTTCAC A A 

TG CTG G ATT AGTTCTC AC AG G AATC AATT AG CTCTTTC AGG A AC AGGTTG G CTTCTTC AC 

ACGTGTTTGCTTTCCCTCTGACTTTCTACCCTGTTATGGTGCAGCAGAAAACCCCTCACC 

AGAAGCCAGCACCATGCCTTTGAACTTCCCAGCCTGAAGAACCATAAGCCAAATAAACTT 

CTTTTCTTTATAAATTATCCAGCCTCAGATATTTTGTTATAATAAAACAAAATGGACTAA 

GACCAANNNAAAAAAAAAAAAAAAAAAAAAGGGGCCCCCCCCCGGGGGGGACCCCCAATC 

CCCCCTTAAGGGGGGTTTTTTCCCCCCCCCCC 

>SEQUENCE:10160:prostate_MPM2000-004P6_Table5 

ACT AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAG AATT AATT 
AAGGCGGGTACATGTGAAACTCTAAATGCATGGCAACTGTTAATGTCATAACAGTTTAGT 
TATTTTGTTCTGTTCTGTCATGTGCCACAAAATATGTAC I I I I I I CAC I I I I I I CCCTTT 
GTATATCAGTTACGGGTTACAACTGGTTCATTCTGAAAACAACAACAACAAAAGTCCATT 
CATA I I I I I I AACAATTGTATAAGTGCCCAAGTAATTCACTACAGCCTAAAGCCTTGCCT 
TTGTAATTTGACTTCTGACATGTTGGCAATCAAAGCATGCACTTGTAACAATGAAAAAGA 
AAA AG C ATTTT AT ATT ACT ACTC AAT AAA ATGTG C A 
>SEQUENCE:10161:prostate_MPM2000-004P6_Table5 

AAATAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAAT 
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TAAGGCGGGGAAGCGTAACAATTTCTGAGAAGTGTAATAACACAGTGAAAGCCGTGTTTA 

AAGATGATAAAATGGCCAGACGCGGTGGCTCACGCCTGTAATCCCAGCACTTTGGAAGGC 

CGAGACAGGCGGATCATTTGAGGTCAAGAGTTCAAGACCAGCCCGACCAACATGGTGAAA 

CCCTGTCTCTACTCAAAATACACTGTACTCCAGCTGGGAGACAGAGCGCAATTCCATCTC 

AAAAATAAATAAATAAATAAATAAATAAATAAATAAATAAATAAATAAATAAAGATAATA 

AAATATGGTAACAATTTATTACAATGGCAAGAAATCAGTAATGTTATAAGATACTGCCTA 

TAAAGCCTAACATGAAATACTGAAGGTCCACATCAAACTGGTGGAGGCGGAAAGGTGGAC 

AGACATTGGACACTGACACATTACTTAAAATACCAGGAGCTGGGCCAGGCACAGTGGCTC 

ACGCGTGTAATCCCAACACTTTGGG 

>SEQUENCE:10162:prostate_MPM2000-004P6_Table5 

ACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGAG 
AG AACAAG AAGCAG AATAACATCCCTACGG AC AGTG AAAG CTTCTCAG AAAG ACATG CCC 
ATCAAACATGAGCACTATAATAAGTGGTAGGACTCAGAAGAGTTAAAATTTTAAAAAGAT 
TAAGATAAACATCTGAGTCAACAAACATAAGAATTAATGCCTTTACAAAATAGAAAATTA 
G AAAAC AG G GT ATTTGTAA AAA AC AA AAG AAAC AT AG G AT ATA AG G ATTTG AG AG AAATG 
CTATACTGAAAATAGGCANAGAAGATCCAAGAGATAGGTGTCCACAAAAAAGAANAAGCA 
G G G GGTAAAA AAAAAA AA AAA A AAAAAA A AA 
>SEQUENCE:10163:prostate_MPM2000-004P6_Table5 

ACCCTCACTAAGGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 

TTAATTAAGGCGGGGGTAAAACCGGAATTGGTTTATCGTCTTCTAGGCCTTGGACCCAAT 

TTGGAGTGAGATGGATCGCTAACGGGTATAGGGACTCTGTCGGGTTCTTGAAAATACTCT 

AA AATTG ATTGTG GTG A AG GTTG CAC AATTCTGTGG AT AT ACTAAG CAC AATTCTGTG G A 

TATACTAAAAGCAATTGAATTGTACCCTCTATGTGGGTGAATTGTATGCCGTATGAATTA 

TATCTCAACATTGTATTAGAAAATAAAATTAATGAAGCATAGAAGTTACGGAGAACTACT 

GGAAAGAAGAAATACAAGAACTCAAGGAAGAGACAGCCAGACAACAGTAGAGTGTGAAAT 

GGGAACCAGCAGAAAAAAAGAAATAGAGAATAATGATCAA 

>SEQUENCE:1 01 64:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGCGGGAATCAGCTAAAGCAGTGCTTAGAGAAATGTATTGCCTTAAGCAAATGTATTTT 

TTAAAAATGAAAGAAAAAGATAAACGATCTAGATTCAATTTAAATAAATTAGAAAGAGGC 

AATGATATAAAAACTCAAATTTTTAAAAAGGAAATAAAAATAATAGCAAAAATGAATAAA 

AATGAAGACAAGTATACAGAAGAAAAACTCATCAAAGGGAATTACTGGCTATATATTTGA 

TCGGCTCTGATAATACTATTCATGAAAAGAAAAAGAAGGAGGGAGAAGGCACAAATTATC 

CATCTTAAGAAGAAAAAGCAAGGCATCATAAAAGATCTTACAGGTATTAAACAGATAAGA 

ATATATTTTGACAGGAATTATGGCAATGCATTTAAAAATTTTGTAAAGTAGAAAAATG 

>SEQUENCE:10165:prostate_MPM2000-004P6_Tab!e5 

CGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGT 
ACTTCTAGAATTAATTAAGGCGGGGGGGGGGAGATTTGTGCAGGGGGAAGTGTATTACAG 
AAGTGAGAAATAAAGACAGTTATTTAAA 
>SEQUENCE:1 01 66:prostate_MPM2000-004P6_Table5 

ACTCCTCAGCTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAG 
AATTAATTAAGGCGGGGCATCATTGGCTATCATGTTTGAAGACCAATCTTTAACATCTGA 
TT AT ATTTG ATCT ATT ATTTGAGTGTTGTTGGACCATGTGTGATCAGACTGCTCTCTGAA 
TCAAATACGATTTGTCGAGAAAAAGAAACTCGAGGAGCAAAAAGAAAAAGCCGCGGGGAA 
GGGGCCCTTGGCCACAGGTGGAATTAAAAAATCTGGCAAAAAGTAAGCTGTTCCTTGTGC 
CTGAGGAGATGGTGACCCTTTATTTCATCTG I I t I I AAACCTCTCTATTCCCTGCCATAA 
CATCTTTTGCCACGTATTGCTGGAAT 
>SEQUENCE:1 01 67:prostate_MPM2000-004P6_Table5 

CTTTCACTAAGGGAAACAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATT 

AATTAAGGCGGGTGCTCCAGAGTCGGGTCTGCTTTCCAAAGTATAGGACATTTGAAGAAC 

TGGTATGCTACTCACTGGTGAAGGACTGTAAGCCCACACAAGCTCTTCTTATCTCTACTA 

GAATTAAAATGTTAAGTCAAAAAAAAAAAAAAAAAAAAAACCCCAAAAAAAAAAAAACCC 

CAAAAAAAAAAAAAAAAAAAAAAAAAGGGGCCCCCCCCCCGGGGGGGGCCCCCCCCCCCC 

CCTTAAAGGGGGTTTTTACCCCCCCCCCCGGGGGGGGTTTTAAAAAAAA 

>SEQUENCE:10168:prostate_MPM2000-004P6_Table5 

TCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAA 
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TTAAGGCGGGGTAAGATTTGCCGAGTTCCTTTTACTTTTTGTAAGCTTTCCACTCAATAA 

AATGAACCTGTATGGCAAATACTTGAAATGGAACTCACTCCTTCCACTTTCCCCCTTTCT 

TCTGTCCCAGGAAATAGATCATCTTTTGAAAAGACTCTTGTCTAGGAAAAGTTGTGTCCT 

TTTCCTAATTTAACGTGTTCTTTCTTAATGAAGTTTTAATTTATTTTTGTTGAGAA 

CTAGATGGGCTTTGCATCCNCTGTAGATGGTGAGTGTTTGCGGTGATGTCCGTCTCG 

>SEQUENCE:10169:prostate_MPM2000-004P6_Table5 

AAGGGAACAGAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAACA 

C A A ATG G CTGTG CCT AGTCTTTAAATCTGTCC AAAG C AA ATG G AGCG AAAG CCTGCT A AT 

TCTTCAGTGCTTCATCTGGCAATGACCTCAGAAAAAAGAGTCTCCCTCCTGTATTATCAA 

GCTGACTTCCTTTAGTTCCTTGTTGTTCTGTGTAGATCTTTGTTCCCAGAATTCTCTAGA 

CAGGAAAAAACAGAGGAAAAAGGACAGCTAAAATATTGAGTACCCTAGCACCCACTCTGC 

AAATCCCCTAAAATATTAAATTAGAATATATGTTAAGCAATGCATTCCAAAAATCTATAC 

CCACTATCTATTCAAGCCCTTAAAACGATTTTTTGTTTGTTTAAAGAAAGTAGTTCTCAC 

CACGTGGTGGTCATTTGGGCCTGAAGGCACTCTGTCCATAAATGTAAT 

>SEQUENCE:10170:prostate_MPM2000-004P6_Table5 

TAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAA 

AG A ATG CATTCTG G AAAGTGTGTAAAAATTTCCC ATTAG AAAC ACCCTG CTGGTAATATC 

CTG ATG CTAT AATGTG AATGTTAG G GT ATTAACAA AATTC ATAT ATTG AAATCTCAG CTG 

ATAAAATTGTGACATTAGGAAGATGGGACCTTTTACGAAGACAGTAGGTAATGAGTTGTA 

AGGCCTCATGAACAGAACTAGTGCCCTTGTAAAATATGCCCAAGGGAGTTTATCCATTCA 

TTCTACCGTTTGAGGAAGCTGCCAGAAGGAGCTGTTTTATGAACCAAACAAGAGGCTCTT 

CCCACAGACCAAATATGATACTGACTCCGTCTTAACTTACTCATCCTCTGATACTATGAG 

AAATACATTTTG I I I I I I ATAAACT ACTCAGTCT ATG GT ATTTTGTTATAG C AG CCTG AA 

CAAACTAAGATGACTGAAAAAACATGAGGACTTTTTTCTTCCTTACATGAGAGATTTGCA 

TGAGGATATGTATGTATACATGTACCTCCAAATGGAACTATTCAAGCTTTATTATTTTGA 

ACTAAATTCTGACACACACACACTACATTTGATATTT 

>SEQUENCE:10171:prostate_MPM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAG 

GCGGGCATGGTGGTGCGTGCCTGCAGTCCCAGCTACTCGGGAGGCTGAGGCAGGGGAAT 

C 

GCTTGAACCTGGGAGGCGGAGATTGCAGTGAGCTGAGATTGCACCACTGCACTCCAAACC 
TGGAGACAGAGCGAGACTCTATCTCATAAAAAAAAAAAAACTATAAAAAAGGGGCCCCCC 
CCCCCGGGGGGGTCCCCAACTCCCACCAATGGGGGGTTTTTACCCCCCCCCCTTTGGGAC 
TACT 

>SEQUENCE:10172:prostate_MPM2000-004P6_Table5 

ATAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGCGGGTCATTTGAAATAGAGATGCAATCAGGACGGTTGGGGGACTCGGGACTGTGGCT 

CAATTGACACCTTGCTGATGTCTTCATGTCAACACCTGACTTACAGACCATGTGCCCGGA 

AGCAGACTCTTCACATAGGCAGTGATTTGCGAATACTTTTAAGCTCACCTTTCTTCTTCC 

CCTCTCTGTTCGCTGATGTCAACCTAATGATTGTGTACCTTACCTATGGGATCCATCTGT 

TTTGTGAACAATAAAGGCTCTGAGGCATGAAAAATCACTGAAGAGAATCAAAGACGCGCC 

CCCCCACCTGGGGAGGTCTTTCCTAGAACATAAAGACCGTTCTAATAACGCCCAAAAGGA 

GAGA 

>SEQUENCE:10173:prostate_MPM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAG 

GCGGGGCTTGGCTTATGGAGATGCCTCGTGAAACACAGCTGGGCAAGTATTAATGTATAT 

GGAACAGCCTGGATTTCTGCATATGGATAAGCCACCTTGGAATAGGAAGAGGTGTTGAGC 

CTGGACTGTGGGAGGAAAGAGCTGCGTGGATAGATTCAAACTTCCTGTGGTAGTGCTCCC 

AGTCTGACCTCTGTAGACCTTCAGTACTCACTCTTCTTGCTTAGGCTCTCTGTGTGTTGA 

AAGCCATCCCGTGTTGCATGTGTTGTTACAATTTTTTGTGATACTTGCAATTTATGTTTG 

AGAAGAAGTGAAAAGTTTGCCCTCTGACCTCATTTCCTTCTTGAACAGTGAACACTAACA 

TTTTGGGGACAACTTAATCAATTGGGTTTCCTTACAACAAAATAAAGTAA 

>SEQUENCE:10174:prostate_MPM2000-004P6_Table5 

GGAACAAAAGCTGGGTACCGGGCCCCCCTCTCGAGAGTTCTTCTAGAATTAATTAAGGCG 

GGGTTAGCGAGGCTTGCTAGAAGTCATCAAAAAGCTATTAGTGGGAGTCCGAGTGGAGAG 

AGCGAGCTGAGTGGTTGTGTGGTCGCGTCTCGGAAACCGGTAGCGCTTGCAGCATGGCTG 
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ACCAACTGACTGAAGAGCATATTGCATAAAAAAAAAAAAAAAAAAAAAAAAAAAAGCGGC 
CGCCACCGCGGTGGAGCTCCAATTCGCCCTATAGTGAGTCGTATTACGCGCGCTCACTGG 
CCGTCGTTTTACAACGTCGTGACTGGGAAAACCCTGGCGTTACCCAACTTAATCGCCTTG 
CAGCACATCCCCCTTTCGCCAGCTGGCGTAATAGCGAAGAGGCCCGCACCG 
>SEQUENCE:1 01 75:prostate_MPM2000-004P6_Table5 

AACCCT AACTAA AG G G AAC A AAAGCTGGGTACCG G G CCCCCCCTCG AG AGT ACTTCT AG A 

ATTAATTAAGGCGGGCATGTGTAATCTCAGCTACTCAGGAGGCTGTGGCTCAAGAACTGC 

TTGAACCCGGTAAACAGGCTGCAGTGAGCCAAGACTGTGCCACTGCACTACATCCTGCAC 

AAAATAGTGAGTGAGACTCCTTCTCACTCCATACAGCCATAACATAACAAGAGGAGGGGG 

CCACAGACGGGGGGTCCACACTCTTCTAAAGAGCATGAGCTTAAAAATCCGCCTCCCACT 

TGGTTCCGGTTTATTCCATGTGGACCAGAACTGATTCCCACAGNCTACAGNTTCAGCTTT 

GAGGGGGAGACTGTATNAGCCAAGAATATTTTCAGNNTTAGAATTCAGGGGGGTTCNNGC 

TTGGTAAGGGGAAGGGGAAGAAGAANNTGGATACTGTTCGGTTCTGTGCCTCCAGGGAGA 

CTTAAAAACTCAATGGCTGAAACACTTTTTGCAACAATGCCTGGCGTGTTATGCAC 

>SEQUENCE:1 01 76:prostate_MPM2000-004P6_Table5 

CTGGCCGTCGTTTTACACCCCGGAACACAGGTGTGTACCCATGCTGGGTGGCGGGCCCCC 

CCTCGAGAGAACTTATAGAATTAATTAAGGCGGGGACTGGTGCGTGTCTGCAATACATGA 

CGAACATTAACGCCCCGTCCTTCACCCTAGACCTTGTTATTCGCTGAAATCATTAAATGG 

AGGTGCTATGTCCCATGAAAAGGGTTAGATCTTCCTCCTAGGGAGGCTATTGGCTAATGG 

AGATGAGTAAGTTGACTCCTATTTTAATATTTGATCTGCAGTACTCCGGGCTTCTTATTA 

CTGGATATATGGGCATTAAACCTACTGGCCATGTTAGTTATTAGAAGATTATTTTCCTTA 

TGAACCCTGTTTTGTTTTGCTTCCTTTCTGCTTCAATTCTAATGTCACATTGCATACCTG 

GATGTAAACAGCAGTCAGTTTCTCAGATCAAATAGAGCCCTGTAGCAACTTGGAAGACAC 

AGAAGACACACGGACATAAAACTGTATTTATTATCCAGGGAATGTCACTAC 

>SEQUENCE:1 01 77:prostate_MPM2000-004P6_Table5 

CTAAGGGACAAAGCTGGGTACCGGGCCCCCCCTCGAGAGT CTTCTA GAATTAA TTAAG AG 

G G G AA A AG AT AAC ATCCA AGTCTG ATT AG AACTG CCCATC AG I I I I I CTTGTAAA I I I I I 

AGAAGACCTCACAGAACTTTACAGTTTATTTTTCTCGGCCAACACATTAAAACCATTCTT 

GGATTTCAAGTAGCCAACTTTGCCTTTTATGTATTCTT ACATAGTTTC CTCTTGAAGAAA 

AAAA A AG C AG AGTTTTTGTTTTTCAACCCTTTATGTTTGTTTTGTTTTA TTCT TAAATAA 

GCAAGCAAAACCTGCACATTGGATTCACGTGAGATGATAATGAAAACTTTTAGTTTAAGA 

GTG 

>SEQUENCE:1 01 78: prostate_MPM 2000-004 P6_Table5 

AGCGCGCATTATGATTACGCCAAGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTG 

GGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGACTGGGCTAATG 

GGCCAACTGTCCCCGTACGCATCCACCCCAACCAGGTGGCTATCACTAGGCTCTAACCGG 

ACAAAGACCTCCAAGAGAGCCTTCTACGAAATGCCGAATACTATCAG AGGTG AAAGGATA 

ACGGCTCCTGCAATGTATATACCATTAGAACCACTCTCTAATCTGCTAI I ! I I ATATACC 

ATCTATGATTCTAACTTGCTTCTTGGTTAATCTAAGTTGAAAAGAACAT 

>SEQUENCE:10179:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGCGGGGTAAGAACATCGCTTGAACTAAGGAGTTTGAGGCCAACCCGGGCAACATGGTG 

AAACCCCATCTGTACGAATAATACTGAAATTACCTAGGCGTGGTGGCACACGCCTGTAAA 

CTGAGGTGGCAGGAATGCTTTAACCTATGAGGTTGAGGCTGCAGTGAGTCATGATCGCAC 

CACTGAACTCTATCCTGGGTGACAGGCTAGCCCTGTCTCCATTTACAAAGAAAAATGCAA 

G ATC AAA ATCCTGTG AGT A ATAG CGTTATTTT A ACTGTGT AAAA A A ATGT AT AG A AC AG G 

AAACTTTCTGAGGTAACTGAAATGTTCTGTCTTGATTGGAGTGGTGATTACATGGTTACA 

TTTATCAAAATTCATTGAATTGTACATTTAAGATCTGTGCATTTCACTGCA TGTAA ATTT 

TATCTTAATTTTTAAAGATAAAATCTGTTCAACTATTTTGATTGGCTAAATATTTTGGCT 

AAGAGAAAACAGAAATTTGTTGGAGAGAAAATAGGAGATATGCCAAATGTTATAATGTTT 

TATCTTTGA 

>SEQUENCE:10180:prostate_MPM2000-004P6_Table5 

ACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGGC 
ATGAGAAACTGCTGTTCAAAAAACTCAATATCCTGAAAGGCTGTGGGAAACTTCCAGACT 
ACCAAAAGCTAGAGACCTGATCACTAAATCCATTTTCTGACCCTACACTGGATCCTGTGC 
TGGAAGGGAAAATTCTATAAAGGACATTATATGGTCAACTCCCAAAATTAGAATATGGAC 
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AGGTTATAAAAAAGTACTGCATCAATGTCCATTGGAGAAAGTGGTAACGTATAACTGAGG 

TTATTTAAAAGAATATGCCTATTTCTTAGGAAATACACATCCAACAATTTAGGATTAAAT 

GGCTACAGCGTATGTAATCTTCCCTGAAATGTCAAAGGGTTTGGAAAAATATTGTCTGTC 

TGTATATGAGCATTTATCAGCCCATGTCTGGGCGTCTGT 

>SEQUENCE:1 01 81 :prostate_MPM2000-004P6_Table5 

GGTAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTCTTCTAGAATTAATTAAGGGGC 

G G GGTACTG G AG AG ATT AC ATTTG CCTCTT AACT AGT ATCG CAC ATG CGTG AC ACTG GCC 

ATGAAAGTACACATGCACTCATCTAGTACAGGGGGCATATGCGAGAATGAATTTATGTAC 

AAGACCGGAAACTTCGTGGAACTACTATTCACAAGAAGTAGACATGTATGCCTAGTGAAC 

TCGCTACCTAGTGTATCTAGACACACTCCTTGTAGTACACGCACCAGGTGGAATTCAGGC 

TAACACAGGCTGAGCCGCCTAAAAGAACGTGTGACCGGTCCTCTGGGAGGTTGGCATTGT 

GAAGGAGGAACAGCTCAGGGTACATGGATTATAAAATGAGCCTACATACGTTGAGATTCT 

CTTGAGTCAGCATGTTCTCTAACCCCGGTTTGGCTGCCTTGTGAAATGATTCCCTGCAGT 

AAACGGACTTTTCATTTATTTAATCATTCAAACTTCCATTCACATCTGCATGATTACAGA 

AAACATGGGGTTATGTAGACTAGTAACACATAAGAAAATTGCAGTAAGATGGTAACAAAA 

CCTCATATTGTCTTTACATGTTTCCAATGGAAAATGTTTTGAGTGTTTATTGTTCAGTTT 

ATTACGTTTCACTTGATTA 

>SEQUENCE:1 01 82:prostate_MPM2000-004P6_Table5 

ACAAAAGCTGGGTACCGGGCCCCCCCTCGAGATACTTCTAGAATTAATTAAGGCGGGGGA 

GTCACCTCAAGGTCAGGAGTTAGTGACCAACTTGGCCCACATGGCGAAATCCCATCTCTA 

CTAAAACTACACAAATTGGCCGGTATCTCGCAAAAGAAAATATATAATTAAATTATGTGC 

TCATTACAAACACATCTTACCTGATTCTCAGGCTAAATGCCTCAGTAGTGCCTAGAGCAT 

ATTAAAGGTTTCCCTTTTTTCTTCACAATGGCCCTCCACTGTCAAGTTGGATAAATATCA 

TGCTAGTATACTACATATGCAAATGGTAAGAAAAAAC 

>SEQUENCE: 1 0 1 83:prostate_MPM2000-004P6_Table5 

TAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAG 

AATTAATTAAGGCGGGTGGATCACGAGGTCAGGAGATCGAGACCATCCTGGCTAACACGG 

TGAAACCCCATCTCTACTGAAAATACAAAAAATTATCCGGGCGTGGTGGCAGGCGCCTGT 

AGTCCCAGCTACTTGGGAGGTTGAGGCAGGAGAATGGCGTGAACCCGGGAGGCGGAGCTT 

GCAGTGAGCTGAGATTGTGCCACTGCACTCCATCCTGGGTGACAGAGCGAGACTCCGTCC 

TAAAAAAAAACAAACAAACAAAAAAAAAGGCGGCCGCCAC CGCG GGGGAGCTCCAATTCG 

CCCT ATAGTG AGTCGTATT ACG CG CGCTCACTGGCCGTCGTTTTACAACGTCGTG ACTG G 

GAAAACCCTGGCGTTACCCAACTTAATCGCCTTGCAGCACATCCCCCTTTCGCCCGCTGG 

CGTAATAGCCAAAAGGCCCGCACCGATCGCCCTTTCCAACAATTGCGCAGCCTGAATGGC 

GAATGGAAATTGT 

>SEQUENCE:10184:prostate_MPM2000-004P6_Table5 

CGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGT 

TACTTCTAGAATTAATTAAAGCGGGTGGGGACGCACATCCCCGCCAAGAAGGAAGCCGGG 

AGGAGCTGAACAACGTACTGGCCGCCATGAGGAAGCCGCCGTACTGCAAATGACTTTAAT 

C ATT A AAT AGCTTCT ATGCCAAA AAAA A AAAN N N AAA A AAA A AAAA A AAA A AAA AAA AAA 

AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAGGAAAAAAAAAAAAAAAAAAAAAAAAAA 

AAAAGGGGCCGCCACCGGGGGGG 

>S EQ U E NCE: 1 0 1 85 : prostate_M PM2000-004P6_Table5 

CCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGTGTTAAAGCAAACTAAATATG 

GCCTGAAGACTTCGTTCTATATTTGAGTCCTTGTGGACAAACCGTAACCTAGCTTAATAG 

GCAGACAAAATTGAAAACCTAACTAGTAATATGCACCTGTAACAATAGCTGAGTGTTGGC 

CAATCCCAGCGGCCATACTTCAATCACTCATAGACTGCTGAGTGTTCAAACTGCATTCAA 

ATAAGGCAAACACCAAGCTGTAACCAATCGCACTGTTTCTGAACCTCACTTCCAATTCCT 

GTAAATCACTTTACCCCTTTTGTCCATAAACTTGTTCTGACCACGAGGCA CCCCGGAG TC 

TCCAAATCTGCTGTGATTCTGGACGCTGCCTGATTCGTGAATCGTTTCTG I I I I I I I I GC 

TCAATTAAACTCCAC 

>SEQUENCE:1 01 86:prostate_MPM2000-004P6_Table5 

AGGGAACAAAACTGGGTACCGGGCCCCCCCTCGAGATACTTCTAGAATTAATTAAGGCGG 
GGGCAGAGGCTGCAGTGACCCAAGATTGTGCCACTGCACTCCACCCTGGACAACAGAGCA 
AGACCCCATCTCAAAAATAAATAAATATATATAAAAAATAAAAAGCTATTTCTAGTTTAT 
TTCACTATAAAGTTTTGCTTTATTAAAAAGCTAATAAACAGCTATTAATCATAAAAA 
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>SEQUENCE:10187:prostate_MPM2000-004P6_Table5 

ACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 

TTAATTAATATAGAAAACCAGTTACTAGCCTACAATTAGAATTGACAACAAAACAGGTAA 

TGAAGTGGTATCGTTGTCTGTGGTAAATCCTCGAGGTTCATCATCTCATGCCAAGAAGAT 

TAAG G G CATG G AC ACAC AC AAG G AGTG AGTTT AGG AGT AG AGTCTCC AC AAAAN AA AAAA 

AAAAAAAAAAAAAAAAANGGGCCCCCCCCCCCGGGGGGGACCCCCATCCCCCCTTAAAGG 

GGG I I I I I I CCCCCCCCCCCCGGGGCCTTTTT 

>SEQUENCE:1 01 88:prostate_MPM2000-004P6_Table5 

ACAAAAGCTGGGTACCGGGCCCCCCCTCGAGATACTTCTAGAATTAATTAAGGCGGGCGG 
ATCATGAGGCCAAGAGATGGTGACCATCCTGCCCAACATGGTGAAATTCTGTCTGTACCT 
ACAAAATACATAAATTAACAGGCCATGGTGGTCCGTGCCTG 
>SEQUENCE:1 01 89:prostate_MPM2000-004P6_Table5 

GCCGTCGTTTTACACCCCGGAATAAGAGGAACCAATGCTGGGTGCCGGGCCCCCCCTTTA 

GAGTACTTATAGAATTAATTAAGGGGGAAATAGTCAAGGGAATAAAGAAAAAACCATCAA 

AAATTCAGGAAATTTTGGACACGCTTTTAAAAATGCAAAATGCTCCGGAAAGTCTCAGTA 

ATAGAGCTGAACAAGTAGAAGAAGGAAATTCAGAGCTCGAAGATAAGTTCTTCTAATTAA 

CTC A AA A AAC AACTG C AA AA A ATG AAAATGG G GGGCCCC CCCCCGG G G GG AGCCCTAG CC 

CCCCAAAAAAGAAGCCCTTTTCGCCCCCCCGATGGGCACTTTTTTTCTGGAACAACCTGA 

TCATTCACAACTTAGGTCCTTACCCATTTAATATGTCAAGATAATATCCAGTGTGGGCAG 

AAAAAAATAAATAATGCAGCCGTTAAAAGAACCAATGGAGGTCATACCATGCA 

>SEQUENCE:1 01 90:prostate_MPM2000-004P6_Table5 

AGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGA 
GTACTTCTAGAATTAATTAAGGCGGGGGGGGAAAAAACAGAGAAAATTGAAGTATTTATT 
TATAAAACATGCAAACTATTTTAATACAACATGCTGATTTTACAAATAAAGAGAAAAGAA 
ATCCCTTAAAGGTATAAATGACTTCAATTATCCACAGCCAGCACAGAGAATG 
>SEQUENCE:1 01 91 :prostate_MPM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATT AATT AAG 
GCG G G G AC AAAAATAAGTTGTGTTGTACTCTTTT ATC A AGT ATAAT AAATTTG CCTTTTA 
ACTTGATATATTTAGACCCTTTACATATAATGTAATTATTGAGATGATTA GTTA AAATCT 
ACC ATTTTG CTG GTTGTTTTCTATTTG I I I I I I CTT ATTTTTTCTG CCTT AT TTT A G A TT 
GAGCA I I I I I I I ATGATTCAGTTTTTAACCACTATTGCCTCATTATTTGTTCTTTTTCAT 
AAACT ATTTT AGTGGTTTCTCTAACATTTTT AGT ATTCATCTTTAAATAGTCAAGGAGTA 
TATTATGGCACTTAACATGTACTGTAAGAACTTTATAACAATATACTCTCAATCCTTTAT 
TCTCATTGTACTGTTGTCATACATTTTATTTTTACACATACTATAAGTTTTTATACATAC 
ATACAATACATACAATACATTGCTACTATTTTTGCTTTAGGCAGTCAG 
>SEQUENCE:1 01 92:prostate_MPM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAG 

GCGGGGGATTATCTGTGATCCAATGAAGTTGGACTAGAGATGTGAAGCCTTAGAAAACGG 

TGGATTGAAAAAAGAATTTTAGTCTCCTCCAGAGATTATATTTTGTGTGTTCATTGCTCT 

CAAAAACATGAAAATAAAGAGTATTTTATATTGTGAAAAAAAAAAAAAAAAAAAAAAAAA 

AAAAAAAATAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAANCCGCCCCCCC 

CCCCCGGGGGGGCCCCCCCCCCCCCCTTTAGGGGAI I I I I I I I CCCCCCCCCCCCGGGGG 

GTTT 

>SEQUENCE:1 01 93:prostate_MPM2000-004P6_Table5 

ACCCTCGATAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 

TTAATTAAGGCGGGGGAGNCAGTCAAGGACAAGAAGCATATATCGGTGATGTTTTGCNGG 

GGTGGACCGCCATGAGCATGAAAAGACCCGAAGCAAGTTGACTCTTGCAATGTGCAACTG 

TT ATGTTCTG C AAA ATG AG CAACG ATGTATC AA ATTG ATG C AA ATTTAG ATGTTG ATACT 

TACAATAAAGTTTTTAATGTGTTTTAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 

AAAAAAAAAAAAAAAAAAANTTGTCCCCCCCCCCCGGGGGAGGACCCCCCCTCCCCCTTT 

TTGGGGCG I I I I I CCCCCCC 

>SEQUENCE:1 01 94:prostate_MPM2000-004P6_Table5 

CAAGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGA 
GAGTACTTCTAGAATTAATTAAGGCGGGTGGATCACGAGGTCACGAGATCGAGACCATCC 
TGGCTAACACAGTGAAATGCCGTCTCTACTAAAAATACAAAAAAATTAGCCGGGTGTGGT 
GGTGTGTGCCTGTGGTCCCAGCTGCTTGGGAGGCTGAGGCAAGAGAATAGCATGAACCCA 
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GGAGGCAGAGCTTGCAGTGAGCCGAGATTGTGCCACTGCACTCCAGCCTGGGCGACAGAG 

CGAAACTCCGTCTCAAAAAAAAAAATAAATAATTGAATTCAGGCCGGGCACAGTGGCTCA 

CGCCTGTAATCCCAGCATTTTGGGAGTCTGAGGCAGGTCTATCACCTGAAGTCAGGAGTT 

CACGACCAGCCTGGCCAACATGGAGAAACCCCATCCTTACTAAAAATATAAAAATTTGCT 

GGGTGTGGTGGTGCACAACTTTAATCCCAGCTATTCGGGAGACTGAAGCAGGAGAATCGC 

TTGAA 

>SEQUENCE:10195:prostate_MPM2000-004P6_Table5 

TACTTCTAGAATTAATTAAGGCGGGGACCTTTGCACCCTAATATTGTACAAGCAAGGGAT 

CTTTAATATACAAAAATTACATGCAAAGTTTGTGTATACTTTTGC CTAAAAAGG AAATAG 

GATAGGGATTCTGTGGCAAAAGGTAAAACACCAGATCATTGAGCTTTTATTTTATAAGAA 

AATC AT AAATG G GTAAGTG C ATACG G C AACTTGTTCTG AAGG ATG AACC AC AG GTCT AGG 

AAAAAACCCTGTTGCCCCCAACTAATACAGGCTTTTATAAAATGAAGGCGACAAGAAGGA 

ATCCTGTGAATATTAGACATACCAGATTTTTAGCCTTGACCACAGTTCTCACTCT CTTAA 

ATGGTACCTCAAAAAGCTGGAGCCTCTCTGCCATGATTATGCTTCTACAAATTTCTTTTA 

TAAAGAGACTCAAAGCTAATGATAGCTTAAAAGAAAAGTTAATGCCTNTCTCATTGGAAA 

TGTATAATCAAATAAGTAGTTAAGGGCTTTTGGTATTAAAGATATTCTGAAGCTCTGAAA 

TGCTAGAAAAAAAAAAAAAAAAAAAAAAAAAAA 

>SEQUENCE:10196:prostate_MPM2000-004P6_Table5 

AGAATTAATTAAGGCGGGCTTGGCGACAGGCTATTTGAAATATCCACTCACAGATAATAA 

AAGAAAAAGCATGAAGCATGCCTACAAGATCTAGAAAATAGCCTCAAAAGGGCAAATCTA 

AGAGTTATTGGCCAGTAGAGAGAGAGATAGCAGAGTAGAAAGTTTATTCAAAGGGATAAT 

CACAGAGAACTTCCCAAACCTAGAGAAAGACATCAATATTCAAGAACAAGAAAGTTATAT 

A AAA AC AAG C AG ATTT A AACCTT ATTA AAT AAG ACT ACCTCAAG AC ATTT AGTAATCAA A 

CTTCAAAAGGTTGAGAATACAGAAAGGATCCTAATAGAAGCAAGAGAATAAAAACAAATA 

ACATGCCAAGAACCTTCTATATGACTGGCAGCAAATTTCTCAGTGAAAACC 

>SEQUENCE:10197:prostate_MPM2000-004P6_Table5 

CTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTA 

ATTAAGGTGGGAGGAGAAGAAAGCCAGTTACAAAAGTACATCATCAGTTGTTCAGTCATC 

TGTCAGTTTATGTGTGAATGCCCCTCATGAGCCAGGTCTGTAATCCAGTGGGCAGTCCCC 

ATCTCCTGCATTGTCTCTGTGACTTATAGTTTCGTTCTTTCTGCTGTCAAATGAATATAT 

AA AG AAAATATCCAAAAAAAAA AAAAAAAAAAA AAAAAAAAAAGCGG CCG CCACCGCGGT 

GGAGCTCCAATTCGCCCTATAGTGAGTCGTATTACGCGCGCTCACTGGCCGTCGTTTTAC 

AACGTCGTGACTGGGAAAACCCTGGCGTTACCCAACTTAATCGCCTTGCAGCACATCCCC 

CTTTCGCCAGCTGGCGTAATAGCGAAGAGGCCCGCACCGATCGCCCTTCCCAACAGTTGC 

GCAGCCTGAATGGCGAATGGAAATTGTAAGCGTTAATATTTTGTTAAAATTCGCGTTAAA 

I I I I I GTTAAA 

>SEQUENCE:10198:prostate_MPM2000-004P6_Table5 

AAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGCAGGA 

TAGTTCAGACGGTTTCTATTTCCTGAGCGTCTGAGATGTTAGTATTAGTTAG TTATC TTT 

TGAGTAAGAAAAGCTTTCCTAAAGTCCCATACATTTGGACCATGGCAGCTAATTTTGTAA 

CTTAAGCATTCATATGAACTACCTATGGACATCTATTAAAGTGATTGACAAAAAAAAAAA 

AAAAAAAAAAA AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 

AAAAAAAAAAAAAAAAAAAAAAAAAAANNNNNNNNNCCCCCCCCCCCCNNNCACCCCCCC 

CCCCCCCCCAAAAAAAAAACCCCCCCCCCCCCCCCCCCCCCCCAAAAAAAAAA 

>S EQU ENCE : 1 01 99: prostate_M PM2000-004P6_Table5 

CCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCTCTCGAGAGTACTTCTAGAATT 

AATTAAGGCAGGCAGATCATGAGGTCAGGAGATCAAGACTATGCCGCTAACACGTCAGAC 

CTTTCTCTACGGAAAGCGGCNNNNGAATATATTAAATATTGGCGCTATATCGN ATGA GGA 

GCTCCTAGATAACCCTATAGAGAGGCGTATTACGCNCGCTCACTGGCCGTCGTTTTACAA 

CGTCGTGACTGGGAAAACCCTGGCGTTACCCAACTTAATCGCCTTGCAGCACATCCCCCT 

TTCGCCAGCTGGCGTAATAACGAAGAGGCCCAGACCGATCGCCCTTCCCAACAGTTGCGC 

AGCCTGAATGGCGAATGGAAATTGTAAGCGTTAATATTTTGTTAAAATTCGCGTTAAATT 

TTTGTTAAATCAGCTCATTTTTTAACCAATAAGCCGAAATCGGCAAAATCCCTTATA 

>S EQU ENCE: 1 0200: prostate_M PM2000-004P6_Table5 

AAGGGAACACAGCTGGGTGCCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGC 
GGGAGTGGTATTCTAGAATGAGAGTTAGGGATGGTACANIGAATTCACATATGGGAGGAAT 
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TTATTAAAGTCAGCCCAAGGGATGTATCTTTGAAAGGTGTGATATTCTTGTAGACTCTTT 

AATATGTGACTTTAGTCCCATACAACTAAAGGCAAATCTATTATCTTTCGTTGTTAGCCA 

TCAAAGTCTGCGTTAAAACTGTTGTATCATTCTTAAATTCATGATGAAATCTGTTAGTTG 

ATGCCTGTGGCATGTGAGATGCTAGGTTCGATGGAGAGTGTTCAATATGGAATCACTGTC 

CAGAATAGATAATGTAGTCTTTAAATATAAACTATACCCTTTATAGAATTAAACTGTA 

>SEQUENCE:10201:prostate_MPM2000-004P6_Tab!e5 

AGCTAATTTCTTCTTCTGTGCGAATAGGGTTATTGCGATTATTAAATAAGTTAATAAGAG 

TAAAGCATTTATAATAGAACCTAGCGCAGACTAAGTGCTATAGTTTGCTATTGTTAAAAC 

TATTATTAATTTGTTCTATTCCAGGTCAGATTTAATTTCCCAGCATTAACAAAAATCAAT 

AAATAATACTGAAAAGTAAAAAGTCATAAGTTATGCTAAAAGAGTGTCTACTTCTCCAGT 

TCAC 

>S EQU ENCE : 1 0202:prostate_M PM2000-004P6_Table5 

CTGGGTGCCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGGGGAATGGG 
TCTTTTCTAAATTGTTAAAAGCAGTTCATGCCATTATTCTTAATAAACATTTCTAATATG 
CTGTGAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 
AAAA AAAAAAAAAA AAA AA AAA AAAATG CG CG CCCCCCCCCG G G GGG 
>SEQUENCE:10203:prostate_MPM2000-004P6_Table5 

AGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGA 

GTACTTCTAGAATTAATTAAGGCGGGGGGAAACACTAGATATATTAAGATTAGTTTGAAT 

TTAATATATGAACTTGAATTTTAGTATTACAAGGGATTAGTTTTAATTTGGGAAATTGTA 

TCCAATTTTCAG AAATTCTAC ATTTGC ATTAAAG C AG C ACC AAATTTG I I I I I I AAATTA 

AAAGCAGGCTATAATGTTCATAGAAATGTGCTATGGCCAGGCACAGTGGCTTATGCCTTT 

AATTCCAGCATTCTGGGAGCCCGAGGAAAGAGGATCACTTGAGCCCAGGATTTCAAGACC 

AGCCTGAGCAATATAGACCTGGTCTCTACAAAAAAATTTTTTAAAAATTAGCCAAGCACG 

GTGGCGCATGCCTGTAGGAGGATCACTTGCGCCCTGGAAATAGAGGTTGCAGTGAGCTGA 

GATAGCACCAC 

>S EQU ENCE: 1 0204: prostate_M PM2000-004P6_Table5 

GCCCTCTCCCTCGTGAAGTACTATCTAAAATTAATTAAGGCGGGTGGATCACGAGGTCAG 

GAGATCGAGACCATCCTGCCTAACACGGTGAAACCCCGTCTCTACTAAAAAATACAAAAA 

ATTAGCCAGGCGTGGTGGCGGGCGCCTGTAGTCCCAGCTACTCAGGAAGCTGAGGTAGGA 

GAATGGCGTGAACCCGGGAGGTGGAGCTTGCAGAGAGCCAAGATGGCACCACTGCACTCC 

AGCCCTGGGCGACAGAGCGATTCCCTCTTAAAAAAAAAAAAAAAAAAAG 

>SEQUENCE:10205:prostate_MPM2000-004P6_TabIe5 

CTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGGGCGGGACC 

ACGGAGAATTAATAAACTGCTGGACTTTCGCTAAACCACAAGGCGGAGCTAAATAGAAGA 

C AAAG A AAAAACA AG GAG G G AACTAG AA AAC AACCTG CAAG G CTG AAAG AAC A AC AG AC A 

AAACGGTTACCGGCCCCCCCCACAGAGAGAGAGAGATACTTAACAGGAGCTGTGACCTAT 

GGCCCAGGGACACAGCCAGTCCTTGATGACCCAGCAGAGAGAGCCAGGGAAGAGGCCAG 

G 

CGCGGTGACTCGTGCCAGTAATCCCAGCACTTTGAGAGGCTGAGGCGGACAGATCGCCGG 

AGCTCAGGAGTTCGAGACCACCCTGGGCAAGATGGCAAAACCCCATCTCTACTA 

>SEQUENCE:10206:prostate_MPM2000-004P6_Tabie5 

GGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCG 

GGGCACAGTGGCTCATACCTGTAATCCCAGCACTTTGGGAGGCCTAAGCAGGCTGGTCGC 

TTGAGCCCAAGAGTTCGAGACCAGCCTGGGCAATACAGCGAGACCCCATCTCAATTTATA 

TTATTTAAAAAATAATTAATGTAAGAGAAATTAAAACAGATTTTTAAAAAAAAAAAGAAA 

GTGAAAATACAAAGCACACAAACAAATATGGCCTTGAAAAGCAATAACCCTGTTTGCACA 

AAGGATAAACAACTTCCATTCTGGAACAACCTGATCCTTCACAACTTAGGTCCTTACCCA 

TTTAATATGTGAAGATAATATCCCCCGCGGGCCGAAAAAAATAAATAATGCAGCCGTTAG 

AAGAACCAATGGAGGGCATACCATGCAATTCATTAAGTAGAATATTATACAGCAGTGAAA 

AAGGATGAACTATATCGACGTGCATTATCATG 

>SEQUENCE:10207:prostate_MPM2000-004P6_Tabie5 

CTGGGTGCCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGGATGCTGGT 
TT AATTTG G C ACTGTG CAAG G AATG CTTG C A AC ATATG C AG ATTTTGT A AACT A AG GTAG 
TTAAAGTGGAACTGCTATATTTGTTTGGCGTGCCTGTAAGAGCTGATCATGACATCTGTA 
GACACAGAGAGGACCACCCCATTGCCACCAGTTACTAGCGGAAGCCCTAACGTGTCGGGA 
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TAGATCCCACATACCAGCTCTGGATGGTCATCTGGAAGTTCAGTGTGAGAGAATACTCTC 
TCATTAACCTTGCATGATAGGCAGCTTATGTTGTATAGAGTGTGTGTGTCTGTGTATACT 
GACGTTGCAAAGAGACTAGACCCCACTACTGCACTCCGGCCTAGGTGACACGGTGAGACT 
CCA 

>SEQUENCE:10208:prostate_MPM2000-004P6_Tabie5 

GGCCGTCGTTTTACACCCGGAAAAAGGGAACACTGCTGGGT GCCC GGCCCCCCCTCGAGA 

GTACTTACTAGAATTAATTAAGGCGGGCCCCTGTGGTCCCAGTTTTACTCGGGAGGCTGA 

GACAGGAGAATGGCGTGAACCCGGGAGGCACAGCTTGCAGTGAGCTGAGATCCCGCCACT 

GCACTCCAGCCTGGGCAACAGAGCGAGAGTCTGTCTCAAAAAAAAAAAAAAAAAAAAAAA 

AAAGGGGCCCCCCCCCGGGGGGGACCCCCCATCCCC 

>SEQUENCE:10209:prostate_MPM2000-004P6_Table5 

AAATAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAAT 

TAAGGGGGAGGGTGGAGTATGGGAGGAGGGAGAGGATCAGGAAAAATAACTAATGGGTAC 

TAGGCTTAATTACCTCGGTTATGAAATAATCTGTACAACAAACCCCTATGACACAAGTTT 

TCCTCAATAACAAACCTGCACTTGTACCCTGAACTTAAAAGTTCAAATAACAATAATAAT 

AATAATAATAGGAAGAATATTAAAGTAAACCATGGCTGAATCTTCTCCAGAATTTCTGAA 

AACAACAATCTGCAGATTCAGGCCTAAGAAATTCCAGATAAGGTAAATAAAAAAGAAATT 

AATATCTCCACACATTATAATCAAACTACAGAACAACAAAGACAAAGACGAAATCTTAAA 

CTAGAAAGAAAAAAAATGATCATGAACAAAAGAACAATTAGACTGATAGCTGACTCCTCA 

ATAAGCAATGATGTTAGCCAGATTACAATATGATGTTGAAAGTGCTC AAAG AAAATAATT 

TCATCCTAAAATTATATATTCTTTGGGGAATAAAGGCAAAATAAAACATTTTAATATAAA 

AAAATTTTAAAGAGTTTACCATCAATACTTCCTCACTAAGTAAGGAAAATTATCCAAAAA 

GCAAGTTTTGAGATACCAAAAAAAAAAAAAAAAAAAAAAAAA 

>SEQUENCE:10210:prostate_MPM2000-004P6_Table5 

AAGGGTAACACAGCTGGGTGCCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGG 

CGGGCAGGATAGTTCAGACGGTTTCTATTTCCTGAGCGTCTGAGATGTTAGTATTAGTTA 

GTTTTGTTGTG AGTGTTAG G AAA AG G G C ATAC AG G ACT AG G AAGC AG ATAAG G AA A ATG A 

TTATGAGGGATTGAACNCATGGAGAAATATGAAAACCCTGGATTCTGAGTATTTGTTGGG 

CAGGGCGTTTAGTACTGTCTCCCCTTTACCAGCANACCTGACTTCACCATGTTTATTCCC 

TTT 

>SEQUENCE:1021 1 :prostate_MPM2000-004P6_Table5 

CTAACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTA 

ATTAAGGCGGGAGTAAAGATAAACAGAAATTAACAGGATTGAGACTAAAAAATAAAAAAG 

ATCAATGAAATGGAAAGTGGATTTTCTTAAAAGATAAGTAAAATCAACAAACCATTGGCT 

AGACTAAGGAAAAAAAGGAGAAAAGACCAAAATAAATAAAATCAGAAATGAAAAAGGACA 

CATTACAACTGATATCACAGAAATACAAAGAATCATTAGAGACTATTATGAACAACAGTA 

TGCAAACAACTTGGAAAACCTAGAGGAAATGGGTAAATCCCTGAGAATATAGAATCTATC 

AAGACTGAATTAAAAAGAAATAGAAAACTTCAGCAGACCAATAATGATGTGATTAAAATC 

ATAATAAAAAGTCTCCCACCAA AG AAAATTCTAGG ACCAG ATG G CTTTACTG CTGAATTC 

TACCAAACTTGTAAAGAAGAAATAATGCCAGTTCTTCTCAAACTATTAAAAAAATTGAAG 

AGGAGAAAATTCTTCCTGTTTCCGTGAGGCCAGTATTATCCTGATATCAAAACCTAACAA 

AGATCCAACAAAAAAGAAAACTATAGGCCAATATCCCTGATATTGAACATAGATGCAAAA 

ATG G CTTAT A AAAT ACT AG C A AACT AGT ATTTTTG AACTG AATTC 

>SEQUENCE:10212:prostate_MPM2000-004P6_Table5 

ACAAAACTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGTGT 

ATGAAGACCCAGCTTCTCGGGAGGCTGACGCGTGAAATATTGCTTGAACCCTGGAGCACA 

GGTTGCATTCAGCCGATATCACCCCATTGCACTCCAGCCTGGAACATGAGCGAAACTCCG 

TCTTGAAAAAGGCCTGGCCACAGGGGTCTTCGGCCCCTGCCGAATGAGAGTTTCCTTCCC 

GGCTCCCAGGGAAACCATTATCCTCCGCCGAGGTGATAGCTGATGAAGAACGGGGATTTG 

GACGAGAGACACAGGATGAGTACCGGGGGGCAGCCCC 

>SEQUENCE:10213:prostate_MPM2000-004P6_Table5 

GAAACAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGG 
GTAAGATTTGCCGAGTTCCTTTTAC I I I I I i I AACCTTTGCTTATGAGCATGCCTGTGTT 
GGGTTGACAGTGAGGGTAATAATGAAGGAACTGGGCTTGCCGATGGCATTGATGGTTATG 
AAGCTGATGATGCTGAGGGTGGTGATGGGACTGATCCAGGTACAGAAACAGAAGAAAGTA 
TGGGTGGAGGTGAAGGTAATCACAGAGCTGCTGATTCTCAAAACAGTGGTGAAGGAAATA 
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CAGGTGCTGCAGAATCTTCT 

>SEQUENCE:10214:prostate_MPM2000-004P6_Table5 

AAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAG 

GCGGGAAGAACAGACAGAGAACAAGGGAGGAGAAATATTTGAAGAGATAATTGCTGAGAC 

TTTCCCAAACGTAGTGCAAGACAAAACACTATGGATTCAAGAAGCTTAGAGCATCCCAAG 

CAGGATTAGTACAAAGAAAAACACATCTAAGTACATCATAGTTAAGCTGCTGAAACTTCA 

AAATAAAGAGAAAATCATCACTGTAGCCAGACAAAAAACATATGCAGAGGAATAAATATA 

ACAATGACAGTAAAATTCTCAGAAAACACGCAATCCAGAAGATAATGGAGTGACAACTTT 

AAATATTGAAAGAAAAAAAAACCTCTAGTCCTAGTTTACTGAAATTGAAAAATTATACCC 

AGGGAATACATCTTTAAAAATAAATTAGATGATAAT 

>SEQUENCE:10215:prostate_MPM2000-004P6_Table5 

AAGGAAACAAAACTGGGTACCGGGCCCCCCCTCGAGATACTTCTAGAATTAATTAAGGCG 
GGGGGAGGGAGGGATTTCTTATCCCGTTTGTTACATTTTGAGGATAATAAAGGTGTGTGA 
TCTG GTTTG GTAAAAAA AAAAAAAAAAAAAAAAA AAA AAAAAAAAAAAAAAA AAAA AAAA 
AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAGGCCCCCCCC CCCCC GGGGGGCCCCCC 
CCCCCCCCTTAAAAAAAATTTTTTCCCCCCCCCCCCCCGGCCC MM! AAAAAAAAAAAA 
AAAAAAATTTTATN M I M 

>SEQUENCE:1 021 6:prcstate_MPM2000-004P6_Table5 

ACCCTAA AT AAAG G G AAC AA A AGCTG G GT ACCGG G CCCCCCCTCG AG AGT ACTTCT AG A A 
TTAATTAAG G CG G G CCTGTAGTCCCAG CTAATCG GCAG G CTG AG G CAG G AC AATCG ATTG 
AACCCGGGAGGCAGAGGTTGCAGGGAGATCGTACCATTGCCAGCCCGGGCAACAAGATCA 
AGACTCCATCTCAAAAAAAAAAAAAGGGAAAAATTGGCTTAGG GGG GAAAAATCGTTAAA 
CCCCGGGATTTAAGGGCCCCCCTAATTTG \ \ \ \ M I GCCATTGTTTTCCACCCGGGGTGA 
CGGGGGGGTTTTTTAAAAAAAAAAAAAAAAGGCCCGGCCCGGGGGTTCCCCCCTTTAACC 
CCCACCTTTTGGGGGGCCCAAGGGGGGGGTTCCAGGGGGCCCAAAAATAAAACCCTTTTG 
GTTAA A AA AG G AA AACCC M I M II M I AAAAAATCCCAAAATTTCCCCCGGCTTGGGGG 
GCTCCCCCTTTT ACCCCCCCTAATTGGG G G GTTT AG G CA AAAA A 
>SEQUENCE:1 021 7:prostate_MPM2000-004P6_Table5 

CCCTACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATT 

AA7TAAGGCTGGGTTCAAAAGAAATGAATGTAAAGGACCTCGTCAGTACCTTTTAGCATT 

GATTACATTGTGGAAATGACAATATTTTGCATATATTGGATTAGATAAAATACTATTAAA 

ATAAATG G CACTG GTTTCTTTCTTAC ATTTTTC AATGTG G CT AGTAGC AAATTG AAAATT 

CCCGGCCAGGCAAAGTGGCTCACACCTGTAATTCTAGCACTTTGGGAGGCCGAGGTCAGT 

GGATCACTTCATCTCAGGAGTTTGAGACCAGCCTGGGCAACATGGTAAAACCCCATTATC 

TACCAAAAAAAAAAAATTAGTCGGGCATGGTGGTGTGTACCTGTAGTCCCGGCTACTTCG 

GTGG CTG AG GTG GTAG G ATTG CTTG ACC AC AG G CG GTG G AG GTTG C 

>SEQUENCE:10218:prostate_MPM2000-004P6_Table5 

TGGGTACCGGGCCCCCCCTCGAGAGTCTTCTAGAATTAATTAAGGCCGGGCACGGTGGCT 

CACGCCTGTAATTCCAGCACTTTGGGAGGCTGAGGCGGGTGGATCACCTGAGGTCAGGAG 

TTCGAGACCAGCCTGGCCAACATGGTGAAACCCTGTCTCTACTAAAAATAGAAAAATTAG 

CCGGGCATCTGTAATCCCAGCTACTCCGGAGGCTCAGGCAGGAGAATCACTTGAACCCGG 

GAGGCGGAGGTTGCAGTGAGCTGAGGTCGTGCCACTGCACTCCAGCCTGGGGCACAAGA 

G 

TGAAACTCCATTCTCAAAAAAAAAA 
>SEQUENCE:10219:prostate_MPM2000-004P6_Table5 

CGCGCAGCGCGCAATTAACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCT 

CGAGAGTACTTCTAGAATTAATTAAGGCGGGTGGATCAGAGGCGGGTACATCACGAGGTC 

AGAGTATCAAGACCATCCTGGCCAACATAGTGAAACCCCACCTCTACTAAAAATACAAAA 

AAACAAAAACAAAAACAAAAACAAAAAAACTAGCTGGGTGTGGTGGCTCGTGTCTGTAAT 

CCCAGCTACTCGGGAGGCTGAGGCAGGAGAATCGCTTGAACCTGGGAGGCAGAGGTTGCA 

GTGAGCCGAGATCGCACCACTGCACTCCAGCCTGGGCAACAAGAGTAAAACTCCATCTCA 

GAAAAAAAGCTCTTTGGAACCCTCAGTAATATTTTAGAATATAAAGAGTCCTAAAAGCTA 

AGAACTGTTTACATAATTTACTACTCTTCTCTATTGAAGGCTCTTTGGATTGCCCAAATA 

TTC AATTATT AC AATTATTATG CTG CAG GAATG 

>S EQ U ENC E : 1 0220: prostate_M PM2000-004P6_Table5 

ACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGCT 
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GCTTGCCGCTATGGCTGGCAGTCAGGACATATTCGATGCCATCGTGATGGCGGATGAGAG 

GTTTCATGGGGAAGGGTATCGGGAAGGCTATGAAGAAGGCAGTAGTTTGGGTGTGATGGA 

GGGAAGGCAGCATGGCACGCTGCATGGAGCCAAAATCGGGTCTGAGATCGGGTGCTACCA 

AGGTTTTGCTTTTGCATGGAAATGTCTACTGCACAGTTGCACCACTGAGAAGGACAGGTA 

AAGGTGGAGATGTCTTTCTTTCTCAGCGTAGGAACCAGGAGTTCTAGTTCCATGGGTTAC 

CAGCATGCCCTTGAGTAATCAATCTGTCTGTTCCTCATCTGTAAAATGGAGAAAATTATC 

AGTGTCAAGCTTGAGTGTTGTTAGGAGATTTAACGGAAATACTAAATAGAAAGTGCCAGG 

CACATTTTANGTGTTTGGTGAACACTGGCTGTTGTTGCTTCTCAAGAGTTCTATGCTCCT 

GCCTTTTACCTGGAGTCATTAGTG 

>SEQUENCE:1 0221 :prostate_MPM2000-004P6_Table5 

TCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAA 

TTAAGGCGGGGCTAAGGTGGAGAAATGGCATGGGGGCCTATTTTGAGTCTAATGAAGTTG 

GCGTGGTGGACTTTGTATTATGTTTTGTACTATTAAATGGGTTTGTGGCTTGGGACCCTG 

TTTATCTGTTACTTTAGACGCTACCGTGTGATATTTGATAGATCTTCTGAGGCGACTGTT 

G GTT AAATG G ATTATGG G CGGTG C AAG ATGTG CTTG G GT AAG AAG ATGCTTGTATG CATC 

TCGCTCGTTAAGAGTCATCACCACTCCCTAATGTCAAGTACCCAGGGACACAAACACTGC 

GGAAGGCCTCAAGGTCCTCTGCCTAGGAAAACCGGACACCTTTGTTCACTTGTTGATCTG 

CTGACCTTCCCTCCACTATTGTCCTATGACCCTGCCAAATCCCCCTCTGCGAGAAACACC 

CAAGAATGATC 

>SEQUENCE:10222:prostate_MPM2000-004P6_Table5 

GGCCCCCCCTCGAGTAGTACTTCTAGAATTAATTAAGGCGGGGAAGAGCAAGGGTTTATC 
TTGTATCTTCCTCTCTTTCTGGCTTCCCTGACATTCTACTCTGACATCAAATTTGGCATA 
CACA I I I I I CACATGCTTTTGCTTTGTAGGTAAGTCAATCTCAGACATTGTGAAAACATA 
AATGCTCATAATTATTTTGGCTAAATACTTATTGGAAAATTAGTTCCTGAAAGCACCACC 
TGACTCT 

>SEQUENCE:10224:prostate_MPM2000-004P6_Table5 

AAGGGAAACAAAGCTGGGTGCCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGG 

CGGGNGGAAGAATAATTAGTGTTTATAAGACATTTAAGAGGCCCTTTTTCATATACTGAC 

TCACTGATGAATCAGCATTTGCATTTTATGGAAAAATATAAATCCAAAGAAATAATTTAA 

AAAAAAAAGAAAAAAAAAAAAAAAANAAAAAAAAAGGGGGCCCCCCCCCGGGGGGGACCC 

CCATTCCCCC 

>SEQUENCE:10225:prostate_MPM2000-004P6_Table5 

TAAGGCGGGGCCGCAGGACAGGTCAAGAGCCTCACAAGTGGGACTCTGGGCCTCTGACCA 

GCTGTGCGGCATGGGCTAAGTCACTCTGCCCTTCGGAGCCTCTGGAAGCTTAGGGCACAT 

TGGTTCCAGCCTAGCCAGTTTCTCACCCTGGGTTGGGGTCCCCCAGCATCCAGACTGGAA 

ACCTACCCATTTTCCCCTGAGCATCCTCTAGATGCTGCCCCAAGGAGTTGCTGCAGTTCT 

GGAGCCTCATCTGGCTGGGATCT 

>SEQUENCE:10226:prostate_MPM2000-004P6_Table5 

AACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGA 

ATTAATTAAGGCGGGGGGGGACAGGGACTGCACATTGGAAAGCACACTCAGAAGGCTTCA 

TCACCAAGATTTTGGGAGAGTAAAGCTAAGTATAGTTGATGTAACATTGTAGAAGCAGCA 

TAGGAACAATAAGAACAATAGGTAAAGCTATAATTATGGCTTATATTTAGAAATGACTGC 

ATTTGATATTTTAGGATA I I I I I CTAGG I I I I I I CCTTTCATTTTATTCTCTTCTAGTTT 

TGACATTTTATGATAGATTTGCTCTCTAGAAGGAAACGTCTTTATTTAGGAGGGCAAAAA 

TTTTGGTCATAGCATTCACTTTTGCTATTCCAATCTACAACTGGAAGATACATAAAAGTG 

CTTTGCATTGAATTTGGGATAACTTCAAAAATCCCATGGTTGTTGTTAGGGATAGTACTA 

AGCATTTCAATTCCAGGAGAATAAAAGAAATTCCTATTTG AAATG AATTCCTCATTTGGA 

GGAAAAAAAGCATGCAT 

>SEQUENCE:1 0227: prostate_M PM2000-004P6_Table5 

ACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAA 

TTAATTAAGGCGGGGACTGGCAGGCTTCACAATGTGTGAATTTCAAAAG I I I I I CCTTAA 

TGGTGGCTGCTAGAGCTTTGGCCCCTGCTTAGGATTATGTGGTCCTCACAGGGGTGGGGC 

CATCACAGCTACCTCCTGCCAGCTGCATGCTGCCAGTTCCTGTTCTGAGTTCACCACATC 

CCCACACCCCATTGCCACTTATTTATTCATCTCAGGAAATAAAGAAAGGTCTTGGATCGC 

TGTG C AG ATG AACA AAA A AC AT AATG AG GGTGGCCCCCCCCCGGGGGGG CTCTCT ACTTC 

CCCTACCTATGGACCTGTTACCCCCCCCCAAAGGCCACAGATAGTCAATGNGGATGAGAA 
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CTAATCGCTGATCGTCAGATCAAATAAAGTTATAAAATTGCAGAAAAAAAAAAAAAAA 
>SEQUENCE:10228:prostate_MPM2000-004P6_Table5 

GGAACAAAAGCTGGGTGCCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGG 

GAGAAAGCACAAACATATACAATTTGAAATAAGAAAAAAAAAACCCGAAAAAAAGAAACC 

ACCTTGTTTGAAAATGGTCTAAAATTCTACACTACCACAGGGACGGAAAATGTAAATTAC 

CAGCATTAACTCAATAAAAAAAAACCCGATCGTAATGAA I I I I I I I I I I I I I I I I I AAAA 

AAAGGGGGCCGGGCCCCAGGGGCTCACCCCCGTAATCCCACCCCTTTGGAAACCCAGGG 

C 

GGGAAATCCTTTGCACCAGGGATTTAAAAACCCCCCGGGACAAAATACCTAAACTCCTTT 
TGGACAAAATA I I I I I AAAAATTACCTGGGCGGCCGGCCTTGGGAACTAATCCCTGTATC 
CCCACCCTTTTGAAAGGCTAGGGGGGGGGGATCCCCT 
>SEQUENCE:10229:prostate_MPM2000-004P6_Table5 

CTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTA 

AGGCGGGGGGCAGGTCAGAGATAATAAAATTGGAATAAAACTCTATAAAGATTCTTTGCC 

ACCTTCACCATTGCTATTTCCTGGCAAAGTAACAGTAGACCAAGTTACTGATAGATTGGT 

AATAGCAGACACTGGACATCATAGAATTTTGGTCGTTTGGAAGAATGGACAAATTCAATA 

TAGCATTGGAGGTAAAACTTGCTTCTGATTACGATAGATAACGTGTTTTACAGTAAAAAA 

ATAGTTCAAGGTAAATATAAAAGTTGAAATGTCTAAATGAAAACTAATTATAGAAAAGTG 

ATATACATTGACTTAATTTCCTAATAAAAATTTTTTGTTAATTAGAAAAAAAA 

>SEQUENCE:10230:prostate_MPM2000-004P6_Table5 

GGCCGTCGTTTTACATTAGGAAACACAGTATGACCCTTGTTTCTGGCCGGCGTTTTCCTT 
TAG AG AAAAAG A AAAA ACCTTTATTCG G G GCTG AGTG ATTTCC AG AAA A AAAG AGTC AAA 
GT ACTTT AT AGTGTG A ATCCTGTG AG CTAATAC AGTCT AT ACTTATTTCTTCCCT ACCTG 
TTTCACATCCGTAAGATTTAAGATATACATTTTTTGAGAGGTAGTCTGTCTGATACAATG 
TAAATGACAAAACATAATTCCTGAGAGGCCCAGAACAAACTGGAGTCTAGCCTGGAGTTA 
AATTGAGACTTCTAAAATGATTGGAACAAAGACTAAGTTGTGCCAAATGTAAATCAACCC 
CTCTTTTAGTTT ACTTT AGACTTTGT ATT AACTCATC t I I I I I GTAGTAAATCTATAGTT 
TTAAGGTTTCTCAAGATGTGGCTCTACCTACTATGATGAAAATTGAAGTGGGTTCAAAAG 
AATT AG ATGT AC AGTG A AG G G A AAAG A A A AAAA ATG G G CG A AAAG AG GGTG G AAA AAT AA 
AAGGATTCI till I CTTCCTTTCTGGTTCTCGGATCCCTGCTCCC I I I I ICCTCCCC 
>SEQUENCE:10231:prostate_MPM2000-004P6_Table5 

TAAAGGGAACAAAAGCTGGGTACCGGTCCCCCCCTCGTGTAGTACTTCTAGAATTAATTA 

AGGCGGGCGGATCACCTGAAGTTAGGAGTTCGAGACCAGCCTGGTCAACAAGACGAAACC 

CCGTCTCTACTACAAATACAAAAAAATTAGCAGGGCGTGGTGGTGCGCATCTAATCCCAG 

GTACTCGGGAGGCTGAAGCAGAAGAATCGCTTGAACCCAGGAGGCGGAGGTTGCAGTTAA 

CCAGGATCGCGCCATTGCACTCCAGCATGGGCAACAAGAGCGAGACTCCGTCTCA AAAA A 

AAAAAAAAAAAAANGGCCGGAAATTTTTTTGGGGAAGGGCGGGCCCAAAAAAAAAATTTT 

TTTTG AAG G G GAAAAAAAA A AAA AAA A AAA A A AAA AAA A AAA AAAA A AAA A A AAA AAA A A 

A AG A I I I I I I I I I I I AAAAAAAAAAAATAAATTTAAAACCCCCCCCCCCCCCGGGGGGAC 

CCCCCCCCCCCCCCTTGTTGGGGGGTTACCCCCCCCCCCCCTCTGGGTTAAAAAAAAA 

>SEQUENCE:10232:prostate_MPM2000-004P6_Table5 

A AAACTGG GT ACCGG G CCCCCCCTCG AG AGT ACTTCTAG A ATT AATT AAGG CGG G GT AAG 
ATTTG CCG AGTTCCTTTT ACTTTTTTTA ACCTTTCCTG AT ACTG G C ATTTTGT AG ATGTG 
GTTTGACTATTTCTGTATGTCTCCATCTATTGATGAGGGTCTTAAAAAAAAAAAAAAAAA 
AAAAAAAAAAAAAAAAAAAAAAAAAAAAGGGCCCCCCCCCCCGGGGGGACCCCCATCCCC 
CCCTTAAGAGAGGTTTTTACCCCCCCCCCCTGGGGCG I I I I I I AAAAAA 
>SEQUENCE:10233:prostate_MPM2000-004P6_Table5 

CTGGCCGTCGTTTTCACCCCGGAATAAAGGGAACACATGCTGGGTGCCGGGCCCCCCCTC 

GAGAGTACTAGTAGAATTAATTAAGGCGGGCGGATCACGAGGTCAGGAGATCAAGACCAT 

CCCGGCGAACATGGTGAAACCCCGGTCTCTACTAAAAATACAAAAATTAGCTGGGCGTGG 

CGGCATGTGCCTGTAATCCCAGCTACTCAGAAGGCTTAGCAGGAGAATTGCTTGAACCTG 

GGAGGCGGAGATTGCAGTGAGCCGAGATCATGCCACTGTACTTCAGCTTGGCGACAGAGC 

TAGACTCCATCTCAAAAAAAAAAAAATTCCAAAACTTAAACGGGCATGGGGGGGGGCCCC 

TGTATTCCCAGCTACTCAGTAGGCTGAAACAGGAAAACCCAGGAAGGGGAGGTTGCATTG 

ACCCAAAATTGTGCCCCTGCACTCCAGCCTGAGCGACAGACCAAGACTTTTGTCTTTTNC 

CAAAAAAAATATGACTGAATAAATTGGCGGCCCCCCCCCGGGGGGGCCCCCTATTCCCCC 
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T 

>SEQUENCE:10234:prostate_MPM2000-004P6_Table5 

ACAAAAGCTGGGTACCGGGCCCCCCCTCGAGATACTTCTAGAATTAATTAAGGCGGGAGG 

GGACCTTGCTTCCACAGTCTGAGTGCTGCCCCGAATCACTGGGAACACTTCTCAGCAGGG 

TGCCGCTGACATTTCAGACTGGGTGCGTTTCTGCTGGAGGGCTGTCTGCACATTGCAGAA 

GCTGAGAGGCATTCCTGGCCTCCACCCACTAGATGCCAGTAGCAGCCCCCCTCCAGTTGT 

GACAATCGAATCGAATATATCTTCTGACGTTGCCATGTGTCCCGTAGGGGACAAAATTGC 

CAGGTCGAGAGCACTGCTTTTAAGAAGCAGCTGACA 

>SEQUENCE:10235:prostate_MPM2000-004P6_Table5 

AAG G GTAAC A A AGCTG G GT ACCG G G CCCCCCCTCG AG AGTACTTCT AG AATTAATTAAG G 

CGGGAAAGGGATAAATTTCAGGAGCATTTTATTTTATTTTATTGAGACAGGGTCTCACTC 

TGTCTCTCAG G CTGG AG G G CAGTG G CATGGTGTCG G CTCACTG CAACCTCTG CCTCCTG G 

GTTCAAGCGATTGTCATGCCTCACCCTCCCGAGTAGCTGGGATTACAGGCATGTGCCACC 

ATGCCTGGCTAATTTTTGTATTTTTTGTGGACATGGTGGTTTGCTGTGTTGGCCAGGCTG 

GTTTTGAACTTCTGGCCTCAAGTGATCCGTCTGCCTCGGCCTCCCAAA GTGCT GGGATTA 

CAGGCATGAGCCACCGCACCTGGCTTTCTTAAGATCTAACTTAATGATGTTTTCATTAAG 

CCTTTCTGGATGCTCGAATGAAGTCACTGCTCATTCACCTGTGCCTCTGCTTGTACCTTA 

TATTACATAATCACATACTGCAGCCCANCACTGTGCTCTTTACTGTGTGTGTGTGCCTGT 

GTGTGGTCTGCGTGTGT 

>SEQUENCE:10236:prostate_MPM2000-004P6_Table5 

CTGGGTGCCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGGGGGGTTTACTTC 

ACTAGAAATGTACTGTAAGAAGCTGGACAGAAAGAGGTCTTGTTAGAACCCAACAGTGAG 

TTTTCTTGCTCAAGAGACAACTCTTAGTCTCCTACGCTTCTTTTCTAGTACATGAAACAT 

TACCATATGCAGAAAACCATTCGTCTTACCTAGTCATTAAGATGTTCACAAATCCTTTAT 

CTACATGAAGTTTGGGAGAGATGTTATCTTTAATCCATTTATATATGGTTTGAGGGGATG 

GATCCAACTTTATTTGCTTCAACAGTTCCTTCTCCAATTTGAGGAGTGGGAATAAGAAAC 

TCAGTCCCTTTCCTTCCAAAATCTCCAACATGCGGTCCTTATTCTGATCAATTTCTGAAG 

AG ACAAAG CCACCTGCATCATCTAATAGTTCAT 

>SEQUENCE:10237:prostate_MPM2000-004P6_Table5 

GAAGCTGGGTCCCGGGCCCCCCCTCGAGAGTACTGCTAGAATTAATTAAGGCGGGCAGAC 

TGCTTGAGCCCAGGAGTTTGAGACCAACCTGGGCAACATGGCAAAACCCCATTTCTACGA 

AAAATTAGCTAGGTGTGGTAGCATGTGCCTGCAGCTACTTGGGAGGCTGAAGAAGAATCA 

AGTAACCTGGGAAGTCAAGGCTGCAATGAGCTGTGATCGCACTCCAGCCTGGGTGACAGA 

GTAAAACCCTGTCTCCTATAAAATACATGTACTATTAAAAAAAGCGGCCCCCCCGCGGGT 

G G CCCCAAAG ACTCCTTTTAAGG AATAAATGCCCCCCCCC 

>SEQUE N CE : 1 0238: prostate_M PM2000-004P6_Table5 

AACCCTCACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGTGAGTACTTCTAGA 

ATT AATTA AG G CG G G G G CCTCTTG AA AAA AG ACTAA ATG G G GCCG AA ACTG G ATTCTGTC 

CAACGTAAAAATGTAATGGATATTTATAAGCCTGAATAATCACTATGGATGGTTTTCACA 

GTGACTACACACAGTACGAACCTACAGTTTTAACTGTGGATATTGTTACGTAGCCTAAGG 

CTCCTGTTTTG CACAG CCA AATTTAAA ACTGTTG G AATGG ATTTTTCTTTAACTGCCGTA 

ATTT AACTTTCTGG GTTG CCTTT ATTTTTGG CGTG G CTG ACTT AC ATC ATGTGTTG G G G A 

AGGGCCTGCCCAGTTGCACTCAGGTGGCATCCTCCAAATAGTGTACCTGAGGAGGCACCT 

ACACTCACCTGCACTAACAAAGTGGCCGTCCTAACCTCGGGCCTGCTGCGCAAACGTCCA 

TCACGTTAGCTGTCCCACATCACAAGACTATGCCATTGGGGTAGTTGTGTTTCAACGGAA 

AGTGCTGTCTTAAACTAAATGTGCAATAAA 

>SEQUENCE:10239:prostate_MPM2000-004P6_Table5 

AGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGC 
GGGTTAAAAGTAGACATTTCCTGGAACAT AT ATTT AATAGT ATTT AAGACTGTTAAT ACT 
GTTTAATTATAAAACTTTGGGCCGGGTGTGGTGGCTCACGCCTATAATCCCAAAACTTTG 
GGAGGCCGAGGTGGGCGGACCATGAGGTCAGGAGATCGGGACCATCCTGGCTAACATGG 
T 

GAGGCCCCATCTCTACTAAAAATACAAAAAATGTAGCCGGGCATGGTGGCACGTGCCTGT 
AGTCCCAGCTACTCTGGAGGCTGACGCAGGAGAATTGCTTGAACCTGGGAGGTGGAGGTT 
GCAGTGAGCCGAGATCAAGCCACTGCACTCCGGCCTGGGAGACAGAATGAGACTCCGTCT 
CTAAATAAACAAACAAATAAAAATGTATTCTCTAAGGACATTTTTTGTTTGGTTACT 
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>SEQUENCE:10240: prostate _M PM2000-004 P6_Table5 

CGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGGGGGAAGGCAGGGGTAGTATG 

TAGGGAGCGCTCTACATACTCTAC I I I I I GATCAG I I I I I CTATAT ACCTAAAG CT ATCT 

TTAAAACATTAAGTCTATGAGGCCAGGGGTTTGAGACCAGCCTGGGCGTGATATGGTGAG 

ACCTTGACTCTACAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 

AAAAAAAAACCCCCCCCCCCCCGGGGGGGCCCCCACCCCCCCCCTAAAAGGGGGAAAACC 

CCCCCCCCCCGGGGGGGGGGAAAAAAAAAAAAAAAAA 

>SEQUENCE:1 0241 :prostate_MPM2000-004P6_Table5 

TAACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAA 

TTAAGGCGGGGGCGAGCGGATCACCTGGGGTCAGGAGTTCGAGACCAGCCTGGCCAACAT 

GGCGAAACCCCGTCTCAATTAAAAATACAAACATTAGCCGGGCATGGTGGCGGGCGCCTG 

TAATCCCAGCTACTCGCCTGTAATCCCAGCTGAGGAAGGAAAATCGCTAGAACCCGGGAG 

GCGGAGGCTGCAGTGAGCCGAGATCTTGCCATTGCACTCCAGCCTGGGCGACAAGAGCGA 

AACTCCGTCTCAAAAAAAAGAAAGAAAATAAAAAGTGAAATGTGGATGTAACAACGCACT 

TTTAAAAAAAGTCTAAACATCTGAGGAATGTGTCTGTGCTTGCAGTGTCCAGCCAGCACA 

GAGACTGCACTCAAGGGATGTGGGAACGGCTGATTGAACGTGAACTGCGGTCATTAAATC 

TTTTATGTCTGTGTTAATATCTACAAATAAGCCTTAATTTCTGTAGTTTCTGCATATCTC 

ACACGGTTCCTGGCAAATTGAAGAGTGTTTCATGAATTCAGGACTTTATTGTGTTTGCTG 

TGAATCAGTTTGTTTTGTACTGA 

>SEQUENCE:10242:prostate_MPM2000-004P6_Table5 

TAACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTACTTGTAGAATTAA 
TTAAGGCGGGGGGAAAGGAGGGACCAGCAAACCCTTCTTGGGATGGCTGAGGACACAGGG 
GACTCCAGCAGAAAGGGAGGCCCCTGGGTGTGCAAGACGGGACGCTGACCAGCCTGGGC 
C 

CTCACCGGCCACTACCCCCGTATTTACCCTATAGCACCCCCTCTACCCCCTCTCGTATAC 
AAA A AAA AAAA AAAA AA AAAA AAA AAA A AAA AAA A AAAAAA A AATGG G G CCCCCCCCCCG 
GGGGGGACCCAAACCCCCCCTTTGAGAGG I I I I I ACCCCCCCCCCCCCCCGCCCCTTTTA 
AAAAA 

>SEQUENCE:10243:prostate_MPM2000-004P6_Table5 

CCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAAGGCGGGAGATATAAGCCAAGGA 

TTTTAAATTGACCCTTAGCT AT AGAGAATTTGCT AT AAGCTAGTCTTGTTTGTT AAAAAA 

AAAAAAAAAAAAAAAAAAAAAAAAGCGGCCGCCACCGCGGTGGAGCTCCAATTCGCCCTA 

TAGTGAGTCGTATTACGCGCGCTCACTGGCCGTCGTTTTACAACGTCGTGACTGGGAAAA 

CCCTGGCGTTACCCAACTTAATCGCCTTGCAGCACA 

>SEQUENCE:10244:prostate_MPM2000-004P6_Table5 

TACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGC I I I I I I I I I I I I 

I I I I I I I I I I I I I I I I I I GGAGACGGAATCTCACTCTGTTGCCCAGACTGGAGTGCAATG 

GTGCGATCTCGGCTCACTGCAACCTCCGCCTCCCGGGTTCAAGTGATTCTCCTGCCTCAG 

CCTCCCAAGTAGCTGGGATTACAGGCGCCCACCATCACGCCCAGCTAATTTTTGTATTTT 

TAGTAGAGACGGGGTTTCACCAGGTTGGCCTGGCTGATCTCAAACTCCTGACCACAGTTG 

ATCCACCCGCCTTAATTAATTCTAGAAGTACTCTCGAGGGGGGGCCCGGTACCCACCTTT 

TGTTCCCTTTAGTGAGGGTTAATTGCGCGCTTGGCGTAATCATGGTCATAGCTGTTTCCT 

GTGTGAAATTGTTATCCGCTCACAATTCCACACAACATACGAGCCGGAAGCATAAAGTGT 

AAAGCC 

>SEQUENCE:10245:prostate_MPM2000-004P6_Table5 

CCAGCGCGCATTACCCTCACTAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAG 

T ACTTCTAG A ATT AATTA AG GCGGGAGGGTGGG CT ATATATTTTG ATTCC AA ATG A ACCT 

CTCTGTCTTAAAATTAGAAATTAGTAACAGAGAATTTTGGAAATAATGCAAACACATGGA 

TATTAATCATTATGTTCTTGAATGACCAGTGTGTGAATGAAAAAAAGTAAGAATGGGGCC 

TAAATTGTTGTTGATCGTATGAAACCTAGAAACACAACATATTAAAATTTACAGGATGCA 

G C AG ATG CAC A ACT AAG AG C AAAGTTTCCAG CTGTC A AGTG CCTCC AATTT AAAA AGTAT 

ATAAACTCCATATAAACAACCTATCAATGCATTTTAAAGAATTAGAAAAGCAGGAGCACA 

CAGAACCCAAAATTAGTAGAGAGAAAAAATAATACGGAGCGGAACATAAATTAATGAAAT 

TGAAATGAAGATTACAGCCCACAAGATCAACTT 

>S EQU ENCE : 1 0246: prostate_M PM2000-004P6_Table5 

G AAT AAAGGG AAC AAAAG CTGGGTGCCG G GCCCCCCCTCG AG AGTACTTCTAG AATTAAT 
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TAACTATTTAAAGTAAAAGTAATTAACAATGAACATTTGGGTTTATAATATATGTAGAAA 

TAAAACAAGTGACTACAATAGCACATAGGAGGACAAACAGAAGTATAAGGTTTCAGGTTC 

TTATATTATATGTAAAATGTTATCCTACTATTTGAAAGTAGGCTGTGAGAAGTTGAAATT 

CATTTTATAAACCCCAGAACAGCTACTTTTTAATTATATATATAATTAAATTAATTTAAT 

TTAATTTATATATACATAAAATAAGCCAAGAATAGAATAAATTAGAATACTAAAAACTAC 

ACAATTAATCCAAAAGAAAGAAAGGTGGGTGGGGAAAGAAAACACAACAGATAGGACAAA 

AAGGAAACAAACAGCAAGACAGATTTAAACCCAAACATGTCG 

>SEQUENCE:3680:prostate_MPM2000-004P1Novel007-2-Tab!e1 

ATCTCCTCCCCAGCTTGGCTGCCTCATGTCATCACAGTATTCCATTTTGTTTGTTGCATG 
TCTTG CG AAGCCATC AAG ATTTTCTCG G CTGTTTTCCTCTC ATTG GT A ATG CTCACTTTG 
TGACTTCATTTCAAATCTGGAATCCCGTTCAAATAA 
>SEQUENCE:365:prostate_MPM2000-004P1Novel007-2-TabIe2 

GCGGCCAGCAAAAGGCCTTG NAACCGAAAAAGTCCACCTNGCTGGTGTTTATCCATAG GC 
TCCGCCCCCCTGACGATGCATTACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCG 
ACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTT 
CCGAC 

>SEQUENCE:544:prostate_MPM2000-004P1Novel007-2-Table2 

CGACTACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCCTATGTTTATGGCCG 

TTTAGCGAGGGATAATTGCCCGCTTGGCGTAGTCATGGGCATAGCTGTTTCCTGTGTGAA 

ATTGTTATCCGCTCACAATTCCACACAACATACGAGCCGGGAGCATAAAGTGTAAAAGCC 

TGGGGGTGGCCTAAATGAGTGAGCCTAACTCACATTAAATTGCGTTTGCGCTCACTGCCC 

GCTTTTCCAGTTCGGGAAAACCTGTCGTTGCC 

>SEQUENCE:2560:prostate_MPM2000-004P1Novel007-2-Table2 

CTACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCTGCAGCCACACAAATCTCCCCTCT 

GTTTTTCTCCCCGCGTACCTCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGC AGGA A 

TTCGATATCAAGCTTATCGATACCGTCGACCTCGAGGGGGGGCCCGGTACCCAGCTTTTG 

TTCCCTTTAGTGAGGGGTTAATTGCCCGCTTGGCGTAATCATGGTCATAGCTGTTTCCTG 

TGTGAAATTGTTATCCGCTCACAATTCCACACAACATACGAGCCGGGAGCATAAAAGTGT 

AAAAGCCTGGGGTGCCCTAATGAGTGGAGCTAACTTAACATTTAAT 

>SEQUENCE:2949:prostate_MPM2000-004P1Novel007-2-Table2 

TATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGCTTGATGAGCGGAGAGACCTG 

CGCCGGCGGCACCACTTTGTGCGTGACCTGAGAACCGGAGGCCCCGGAGTTCTTCATCAC 

TAACAAAGCACTCCTACATCCCTTAGACTTCTTGCTGTCAAAAGAGATGTAATGAGAGAG 

CACCTCAGCCGATGTAGAGCTAGAGGATGCCCCGGGCTGCAGGAATTCGATATCAAGCTT 

ATGGATACCGGCGACCTCGAGGGGGGGCCCGGTACCCAGCTTTTGCTTCCCTTGTAGTGA 

GGAGTTAA 

>SEQUENCE:1524:prostate_MPM2000-004P4Novei007_8Table3 

TCCACCGCGGTGGCGGCCGCCCGGGCAGGTACCCACTCCCTGCTATAAACCCAAAGAGAA 

ACTTCCAGTCGAGGCCAAGTTGCCATGGGTTCAAACAAGCTCAAGAGCTAGAAGAAGGAG 

CTGCTGTGTCAGAGGAGCCCTCGTTCATCCCAGAGGCCTGGTTCGGCCTGGCACAGGTCA 

CCTGTGGGTGTGGGGGACCCCAGGGGGGCGAAATAGGTCAAGGTGGCCAGGGTGGCTCC 

T 

GTCTTTCTCTCAGTCCGTGGCTGACCTGCCTATTGACGAGTGTGAAGGGGCCCAAGCCCA 

GCATCCCAGCGTGCCCTGTTTATTGCAGGGCCCATG 

>SEQUENCE:1545:prostate_MPM2000-004P4Novel007_8Table3 

AGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACCGATACCCCACATGCAGGCT 
TCAATCCTAACTTTTGAGATGATACTCCACAAAGAAATGGTTCCTTCAGTGCCCTCTTCA 
TCTGGACAAATAATCTGATCAGGATAGGGTGGTTCGGGAAAATTAACTGAATTGCATTCA 
TAAGCAGCTAATGTAACTGAGGCTATATGTGGACCCAGATAAAGCAGAAAGGTGTGCAGC 
CCTGTTCC AAG CCC A ACAG A AG AC A AA ATTCCT A AG CCT ATCC AGT AG G C ATAC AA A AG A 
AACTGTTTCTCTATACGTTGCACATACTGTTGATGCACTCCTTCAACATAATACGTAGCT 
AT A AG C AC AG C AAGC AGC AGTA A A A A AG AC ACC AC A ATG CTTTG ACG ATG CC AT AATTTT 
GAGGTCCATTCCTTCAAGATTACAAGGA 

>S EQUENCE:1563:prostate_M PM2000-004P4Novel007_8Table3 

GCATCACTACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCCCGGGCAGGTAC 
I I I I I I I I I I I I I I I I I I I I I I I I I I I I A 
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>SEQUENCE:1615:prostate_MPM2000-004P4Novel007_8Table3 

TCCACCGCGGTGGCGGCCGAGGTACAGACTGGGGTTGTTAACATAGTTCATGGTGCCTGC 

AGCCCCTTCATGGTGGGGGTGCCTGGTTTGTCCTCCCAGGAGAAGCAGATGGTAACACTG 

CTGGACCTGGCTGGAAGGAGCCTGAAGCATCGGCCACGTCCACTGGCTTACCTGCATGTA 

ACCTTTCCCAATCTCAGCCTCATAGGATACTACACTTATGGCAAGGCTAAAGGAGAGGGG 

ATAAGTCACAGCCCCAGCACCCAGCAACACACACGGTGAGCGGCCGCTCTAGAACTAGTG 

GATCCCCCGGGCTGCAGGAATTCGATATCAAGCTTATCGATACCGTCGACCTCGAGGGGG 

GGCCCGGTACCCAGCTTTTGTTCCCTTTAGTGAGGGTTAATTGCGCGCTTGGCGTAATCA 

TG 

>SEQUENCE:1655:prostate_MPM2000-004P4Novel007_8Table3 

CCCCCCTCG G GGTACTTCTAG AATTAATT A ACG CG G G GTGTTT ATG CTG G A ATTG A AGTC 

TGAGACCTTCCGGTGCTGGGAACACACAAGAGTTGTTGAAAGTTGACAAGCAGACTGCGC 

ATGTCTCTGATGCTTTGTATCATTCTTGAGCAATCGCTCGGTCCGTGGACAATAAACAGT 

ATTATCAAAGAGAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAGAAAAAAAA 

AAAAATAAAAAAAAAAGAAAAAAAAAAAAAAAAGAAAAAAAAAATAAAAAAAATTAAAAA 

TATATAAAGAGAAAGCCCNAAAAAAAATAATAAAGCGGCCCCCCCCCGGGG 

>SEQUENCE:1660:prostate_MPM2000-004P4Novel007_8Table3 

TCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACGGGTTGCCCCTGG 
CTTGGCACTGCAG 

>SEQUENCE:1668:prostate_MPM2000-004P4Novel007_8Table3 

AGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCCCGGGCAGGTACGAACTGGAGGGC 
T 

TGTGTGTTAGCTTCTGAATTGGCAATTGGAGGCGGTAGTGGTCGTGCCTGTGTGTATCAG 

AAGGGATAGGTATCTTGCCTCCTTTCTCTCAGGCAGTGCAAATCACCCT GTGGAAAAC CG 

ATGGACAGGAAGGAGTGTTACACACTGCTTACCCTGATTTATTCAGTGGTTTTGTTTTCA 

TTCTGGAACCATACTATCAAATGGCGACAGACTGTTCCGCCCCACCCCCGTGAAGTAATC 

ATGCACCGTGTGAATAGTATCAAGCAGGATTGCTTTCATTGTATGGAGCATGACCAGCGT 

GTGACTCATTCTGACATTTCA 

>SEQUENCE:1820:prostate_MPM20Q0-004P4Novel007_8T able3 

ATTGGAGCTCCACCGCGGTGGCGGCCGCTATAATTAI I I I I I I I I I I I I A I I I I I GTGTA 

GTTTAGTGAAGACCACCTACTTACAACTTTCTTATAGAAAATACAAAACAAGAAACAGAC 

TTGGTTTCAAATGCATAACCAGGTGCTGGAGTTTAAAGCATTACTGATAACATTGTTACA 

GAAAAATGGCAGCTTACTCCAGGGCACTTCAGTATTCCTGAGGAATAAACATGAT TTCTC 

TTGTCCTCCCGCTGGGATGTTCTCAAGTGAAGTCACTGCTCCTGCTCTTTGACATATTTT 

CCATGTAGAAAATATGGAGCCTGGAAATCATGCTGA CAGTT GGAATAAGCCATTCCTAAT 

CCCATGCCAAAACCGAAGGCTAATGGCCACATTCTTTTTTTAAAGAAGGTAAGTGAGAAA 

ACAATTCCTAATCCAAAACCAGTACC 

>SEQUENCE:2864:prostate_MPM2000-004P4Novei007_8Table3 

CTACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCC CGGGCA GGTACTTGACC 

TCCACAGCAAGAGCTTGCACACATTAGACTATCTGAAACAAATGC Mill! GGAAACTAG 

TTTCTTCCTACAACTCAATGCCTGTAGGAATTATGATGTGAACATAATATT TGTC ACTAA 

ATTAGTTTCCTTGTCTTCTGAGTTGAAAGAGGTTACCTAGGATGGCAAAGTTTTGGTAGT 

TCTAGACTGAACATTCTTGATTGTCACCTTCCTTTAGATTGATTTCCTGTGACATAATAC 

CTCACCCCTGCCAGTCCGTTCAGCCTGCCTGCCTCCCTGACTCTCTCCCTCCCTGCCTCC 

CTCCCTCTCTGTGCAGCTACTGCTTCTGGTTGTAGTCTTTTGTCTCTCCACGTTTTGAAT 

TACCTTTGTCAGCCACCTGCACTTTTCGTATAGTTGG 

>SEQUENCE:3185:prostate_MPM2000-004P4Novel007_8Table3 

CGACTACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCCTATGTTTATGGCCG 

TTT AGCG AGG G ATAATTG CCCG CTTG GCGTAGTCATGGG CAT AG CTGTTTCCTGTGTG AA 

ATTGTTATCCGCTCACAATTCCACACAACATACGAGCCGGGAGCATAAAGTGTAAAAGCC 

TGGGGGTGGCCTAAATGAGTGAGCCTAACTCACATTAAATTGCGTTTGCGCTCACTGCCC 

GCTTTTCCAGTTCGGGAAAACCTGTCGTTGCC 

>SEQUENCE:3372:prostate_MPM2000-004P4Novel007_8Table3 

GACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGATAACTTGCGTCTGAT 

CCAGGTGCCGAAAGGGCCGGTTGAGGGATATGAGGAGAATGAGGAGTTTCTGAGGACCAT 

GCACCACCTGCTGCTGGAGGTGGAAGTGATAGAGGGCACCCTGCAGTGCCCGGAATCTGG 
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ACGTATGTTCCCCATCAGCCGCGGGATCCCCAACATGCTGCTGA GTGAA GAGGAAACTGA 
GAGTTGATTGTGCCAGGCGCCAGTTTTTCTTGTTATGACTGTGTAI I I I I GTTGATCTAT 
ACCCTGTTTCCGAATTCTGCCGTGTGTATCCCCAACCCTTGACCCAATGACACCAAACAC 
AGTGTTTTTGAGCTCGGTATTATATATTTCTTTCTCATTAA 
>SEQUENCE:3516:prostate_MPM2000-004P4Novel007_8Table3 

TATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCAGAAGGTCCCGGCAGCAGCAG 
G 

AAGAAGACGGACCCCGCGATGAGGGCGGCGGCAAGGAGCACCTTCATGTTGCGTTCGGAG 

AGGCGCAGCATCCCCCGCGTACCTCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCA 

AGAATTCGATATCAAGCTTATCGATACCGTCGACCTCGAGGGGGGGCCCGGTACCCAGCT 

TTTGTTCCCTTTAATGAGGGTTAATTGCGCGCCTTGGCGTAATCATGGGCATAGCTGTTT 

CCTGGGTGAAAATTGTTATCCCGTCACAATTCCACACAACATA 

>SEQUENCE:3594:prostate_MPM2000-004P4Novel007_8Tab!e3 

TATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACGCGGGGGGAGGCGAAG 
A 

ACGCAAAGCTGAGAACATGGACGTTAATATCGCCCCACTCCGCGCCTGGGACGATTTCTT 

CCCGGGTTCCGATCGCTTTGCCCGGCCGCTCTAGAACTAGTGGATCCCCCGGGCTGCAGG 

AATTCGATATCAAGCTTATCGATACCGTCGACCTCGAGGGGGGGCCCGGTACCCAGCTTT 

TGTTCCCTTTAGTGAGGGTTAATTGCGCGCTTGGCGTAATCATGGTCATAGCTGTTTCCT 

GTGTGAAATTGTTATCCGCTCAC 

>SEQUENCE:3600:prostate_MPM2000-004P4Novel007_8Table3 

AGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCCCGGGCAGGTACTTTTTTTTTTTTT 

TTTTTTCTTTTTTTATTAAGTGTTCTGTTACTATGACTCTGCTTGAGCATGCCAACGAAC 

GCCTCAGGGAGTATGCCTACACGAAAGCTTGGTAAGGACATGTTGGCGTCTCCGCTGGAC 

GAGGGCGACCGAACACCTAACCTAAAGCCCGTGACACTGCAACAGGTGCTGCCCACGCTT 

GCACCGTACGAAGAAAAGCGCGGCCTAAAGCGCGAGTCTGGTGACTTGGCACCCACCGTG 

CAGCTGATGGTACCCAAGCGCCAGCGACTGGAAGATGTCTTGGAAAAAATGACCGTGGAG 

CCTGGGCTGGAGCCCGAGGTCCGCGTGCGGCCAATCAAGCAGGTGGCACCGGGACTGGG 

C 

GTGCATACCGTGGA 

>SEQUENCE:3674:prostate_MPM2000-004P4Novel007_8Table3 

ACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCCATCTTGGGTCATCGA 
TGAGCCTCGCCCTGTGCCTGGTCCCGCTTGTGAGGGAAGGACATTAGAAAATGAATTGAT 
GTGTTCCTT AAAG G ATG G GCAG G AAA ACAG ATCCTGTTGTG G AT ATTTGTTTG A ACG G G A 
TTA 

>SEQUENCE:3807:prostate_MPM2000-004P4Novel007_8Table3 

CACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCCCGGGCAGGTACCAAACTA 

AACTGACAGTCCTTCGATAATATGAAACATTAATTTACAAGGACCCGTTAGGGCTTCAAT 

GATGCTGAGTCTGGAAAAGGGGGGGAGACCCTTGGGAGGAoTCCAGGCAGCTGTGCTCCC 

AGGGCTCATGTTCTCTACTGGATTAGGGATAGTCACCTCTGAAATCTCCACCCTGATGAT 

TGGAATGAAACGGAGTGAACATGAGCCCAACTGAGAGAGGAGCAGGAATGTGTGAAAAAC 

AGCTGCTCTCCTTGTCCCAGCTTTGTGATTGAGCCCTCTGTCTTGCT 

>SEQUENCE:3851:prostate_MPM2000-004P4Novel007_8Table3 

ACTCCCTATAGGG CTTATTG GAG CTCCACCGGGGGGG CGGCCG AGGT ACTAAATG CATCC 
TCCATTTCTTATAATCTTTCTTTTCTAAATATCAACGGCATGGGTGAATAGCCAGCTTAC 
TGGGTAGTTCTAAAAACTTTTGCATTTCTTTCAAAAACTCTTTCAGAAACACTATATCCC 
ATGTCTATA 

>SEQUENCE:41 1 3:prostate_MPM2000-004P4Novel007_8Table3 

TATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACCAGGCACCACACGAAAG 
G ATCACTG AACGTCTAGT AGG AC ATG AGTAAA AG G GTAAG ATC AG CTACTCAACAG 
>SEQUENCE:4139:prostate_MPM2000-004P4Novel007_8Table3 

ATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGGTACTTAATGTTTGTTCTACAT 

AATCACTTTGCTTCTTCGTAAATAAATACTATTTAAAAATAAGAGACAATATGAACTTG 

>SEQUENCE:4276:prostate_MPM2000-004P4Novel007_8Table3 

CCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTGATGGATATCTGCAGAATTCGCCCTT 
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TCGAGCGGCCGCCCGGGCAGGTACGCGGGGAGAAGAAATAGCAAGTGCCGAGAAGCTGG 
C 

ATCAGAAAAACAGAGGGGAGATTTGTGTGGTGCAGCCGAGGGAGACCAGGAAGATCTGCA 
TGGTGGGAAG G ACCTG ATG ATACAG AGGTG AG AAATAAG A AAG G CTG CTG ACTTT ACC AT 
CTGAGGCCACACATCTGCTGAAATGGAGATAATTAACATCACTAGAAACAGCAAGATGAC 
AATATAATGTCTAAGTAGTGACATGTTTTTGCACANTTCCAGTCCCTTTAAATATCCACA 
CACACAGGAAGCACAAAAGGAAGCACAGAGATCCCTGGGAGAAATGCCCGGCCGCCATCT 
TG GGTC ATCG ATG AG CCTCG CCCTGTG CCTG GTCCCG CTTGTG AG G G AAG G AC ATT AG AA 
AATGAATTGATGTGTTCCTTAAAGGATGGGCAGGAAAACAGATCCTGTTGTGGATATTTA 
TTTGAACGGG 

>SEQUENCE:4277:prostate_MPM2000-004P4Novel007_8Table3 

CCGGGCCCCCCCTCGGAAGTCTTCTAGAATTAATTAACGCGGGGGGGGCTAGCAGAGGAG 

AGCCAGTGACTGGGCAGTTCCTAGGAAACCAGTCTTATTAAAAAGAAGGAGGAAAAAGAA 

CATAGAACAAGAAGAAACTGAGTGGAAACATCATGGTTGCACATCACAGTGAAAATAGAT 

TTCATGTGTTTAACCCAGCCTGTTACTAAACAAAAGTGAACAAGCAGACAAGGCAACACC 

ACCAACTTTAAGGGGGAAAATATCAGAATCCAGAGTTGCTACAATATACTGTCTAAAATG 

TTCACTTTTCAACAGATTATAAGACATGCAAAATATAGAGATGTTTGACTCATATTCAGG 

AAAACAAAAGTCTATAGAAACTGTCTATAAGTGTTCCCAGATAATGGATTTAGCAGAGAC 

AAACTTCAAAGCAATTAATATAAATATGTCCAAAGACTAAAGGAAAAAAAAAAAAAAAAG 

CGGCCGCCACCGCGGTGGAGCTCCAATTCGCCCTATAGTGAGTCGTATTACGCGCGCTCA 

CTGGCCGTCGTTTTACAACGTC 

>SEQUENCE:4282:prostate_MPM2000-004P4Novel007_8Table3 

CACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCCCGGGCAGGTCTCACAGG 
C 

GAGAACCCTCTGCAGGTCCTGGTGAACGCCATCATCAACAGTGGTCCCCGGGAGGACTCC 

ACACGCATTGGGCGCGCCGGGACTGTGAGACGACAGGCTGTGGATGTGTCCCCCCTGCGC 

CGTGTGAACCAGGCCATCTGGCTGCTGTGCACAGGCGCTCGTGAGGCTGCCTTCCGGAAC 

ATTAAGACCATTGCTGAGTGCCTGGCAAATGAGCTCATCAATGCTGCCAAGGGCTCCTCG 

AACTCCTATGCCATTAAGAAAAAGGACGAGCTGGAGCGTGCGGCCAAGTCCAACCGCTGA 

TTTTCCCAGCTGCCCGCCCAATAAACCTGTCTGCCCTTTGGGG 

>SEQUENCE:4445:prostate_MPM2000-004P4Nove!007_8Table3 

CTACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCC GCCCGG GCAGGTAC Mini 
I I I I I I I I i I I I I I I II I I I I I I I I I AGGTTT1ITAAAAAATGTTTATTTTTTCAAAGAAA 
ACGGCAATAGCCAATTGGAAACCTACTTATTCTTGAACTCCAATTTTGGTTTCTTTAAAT 
TTAAAAAGTGACTTACTGGTTTTACTATTTTATAACTAACACCCCCCGTTTCCCCATTTA 
A ATG GTTT ACC A 

>SEQUENCE:4449:prostate_MPM2000-004P4Novel007_8Table3 

TATAGGGCGATATGGAGCACCACCGCGGTGGCGGCCGCCCGGGCTGGTACTTGAI I I I I I 
ATCAGATGGCCTTTAAAACCCAGTCTCACAAAAATATGAAATTATCAGAAGGATTATAGT 
G C AATTCTTATGTCTG AAAG GAATGA 

>SEQUENCE:4484:prostate_MPM2000-004P4Novel007_8Tabie3 

GTAATATACTACTATAGGGCGAATGGTAACTTCCACCGCGGGGGCGGCCGCCCGGGCAGG 

TACCCGGGGGGCATCACGGACCTACCCAATATGTGATGTCACCCCTGGTGGGCCCAGCTG 

TGTCATG G AG A AACTTCAG CTGG G CCC AG AG ATTCTG C AG CGG G AAAATCCAAG GCTTAT 

TTATGCCAGGCTGAGTGGATTTGGCCAGTCAGGAAGCTTCTGCCGGT TAGC TGGCCACGA 

TTTC AACT ATTTG G CTTTGTC AG GTG G A AG G AAC AG C AT ATTTA AGTTCTTTTCTGTG G A 

AAACTTAGAAATTGAGTCTGTGGGAAGCACCTCTAGGACAGAACATGTTGGATGGTGG 

>SEQUENCE:4833:prostate_MPM2000-004P4Novel007_8Table3 

AATTGGAGCTCCACCGCGGTGGCGGCCGGGCATTTCTCCCAGGGATCTCTGTGCTTCCTT 

TTGTGCTTCCTGTGTGTGTGGATATTTAAAGGGGCTGGAAATGTGCAAAAACATGTCACT 

ACTTAGACATTATATTGTCATCTTGCTGTTTCTAGTGATGTTAATTATCTCCATTTCAGC 

AGATGTGTGGCCTCAGATGGTAAAGTCAGCAGCCTTTCTTATTTCTCACCCCTGCCATTG 

AGATGTCTGTAGTCTTTCTTTGCTGCACTGAGTACCTCGGCCGCTCTAGAACTAGTGGAT 

CCCCCGGGCTGCACGAATTCGATATCAAGCTTATCGATACCGTCGACCTCGAGGGGGGGC 

CCGGTACCCAACTTTTGTTCCCTTTAGTGAGGGTTAAATGCGCGCTTGGCGTAATCATGG 

GCATAGCTTGTTTCCTGTGTGAAATTGTTATTCCCTTACAATTCCCCACAACATACGAGC 
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CGGGAACATAAAGTGTAAAGCCTGGGGTGCCTAA 
>SEQUENCE:4908:prostate_MPM2000-004P4Novel007_8Table3 

ATTGGGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTGATGGATATCTGCAGAATTC 

GGCTTAGCGTGGTCGCGGCCGAGGTACTTCAATACCTTGCATGCCAC CCAAG CATTCCTT 

ATCACACAGATGCATTTTAAGTGTAACAGCAAGCCTAATGGCTACTCGATTTTCTTTCCC 

TTCAGGTGAGAATGAGATGGTGATCATGAAACCTGGAAACCAATATGAGTACCTGCCCGG 

G CG G CCG CTCG AAAGCCG AATTCCAG CAC ACTG G CG GCCGTT ACT AGTG G ATCCG AG CTT 

GGTACCAAGCTTGGCGTAATCATGGTCATTAGCTGTTTTCTGTGTGAAATTGTTATCCGC 

TCACAATTCCACACAACATACGAGCCGGAAGCATAAAGTGTAAAGCCTGGGGTGCCCTAA 

TGAG 

>SEQUENCE:4943:prostate_MPM2000-004P4Novel007_8Table3 

GGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCCCGGGCAGGTACGCGGGGAGGGAC 

cc 

GCAGCTCAGCTACAGCACAGATCAGCACCATGAAGCTTCTCACGGGCCTGG TTTTC TGCT 

CCTTGGTCCTGGGTGTCAGCAGCCGAAGCTTCTTTTCGTTCCTTGGCGAGGCTTTTGATG 

GGGCTCGGGACATGTGGAGAGCCTACTCTGACATGAGAGAAGCCAATTACATCGGCTCAG 

ACAAATACTTCCATGCTCGGGGGAACTATGATGCTGCCAAAAGGGGACCTGNGGGTGTCT 

GGGCTGCAGAAGCGATCAGCGATGCCAGAGAGAATATCCAGAGATTCTTTGGCCATGGTG 

CGGAGGACTCGCTGGCCGATCAGGCT 

>SEQUENCE:5025:prostate_MPM2000-004P4Novel007_8Table3 

GAGTCGTACACGACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCTTTT 

I I I I I I II I I I I I 1 I I I I I I I GGTGAGACGGAGATTTACTCGTTGCCCAGGCTGGAGCGC 

AATGGCGCGATCTTGGCTCACCGAATGCTCCGCCTGCCAGGTCCAAGCGATT CTCC TGCC 

TCATGCTCCCGAGTAGCTGGGATTACAGGCATGTGTGACCACGCCCGGCTAATTTTGTAT 

TTTTAGTAGAGACGGTGTTTCACCGTGTTGCCCAAGCTGATCTCGAACTCCTCACCTCAC 

GTAATCCGCCCGGCTCGGCCTACCAAAGTTCTGGGATTACAGGCGTGAGCCACTGCGCCC 

CCCGCG 

>SEQUENCE:5035:prostate_MPM2000-004P4Novel007_8Table3 

GT ATACG ACTCACTAT ATG G CG AATTG GAG CTCCACCG CGGTTGGCGGCCGCCCGGGCAT 
GTACGCGGAGAGGTGCCCAGTGTCCACACTTGACTATGTGGAT GACT TGCGTTGTGACAT 
GTGCAGTATACAGTAACATTTTCTGTTCATCACAGTAAAGTTCTCTTTTGGACAGTAGC 
>SEQUENCE:5051:prostate_MPM2000-004P4Novel007_8Table3 

ATACACTCACTATAGGCGAATTGAACTTCCCCGCGGGGGCGG CCGAG GTACTCCTTAGGG 

CGCTTCAGGAGCTCAGGGGCCTCCTGGGATTCCTCATCTTGGTTTTTCCGTCGGCATTTC 

TGCTGCTTCCGAGTCAGGGCTTCCTTCGTTTGTTTTTCCGCCTGCTTGGTGGACTTCCCC 

GCCTGCCCTTCAGCTTCCTTCAGGCTTTTTTCTCTTTTGCTTCT 

>SEQUENCE:51 1 0:prostate_MPM2000-004P4Novel007_8Table3 

CTGGGTACCGGGCCCCCCCCTCGGAGGTACTTCTAGNATTAATTAACGCGGGGNAAAAAA 

AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAGGGGAAAAAAA 

AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA AAAA AAAAAA 

ATAAAAAAAAAGGGGGCCCCCCCCCGGGGGGGAACCTCCATTTCCCCTTTTAGGGGTTTT 

TTTTCCCCCCCCTCTTTGGCCG I I I I I I I AAAACTTGGGAATGGGAAAACCCTTGGGTTT 

CCCAAATTTATTCGCTTTGAAAAAATTCCCTTTTTCCCAATTTGGGTTATTACAA AAAAG 

GCCCCCCCCATTCCCCTTTCCAAAAATTTGCCCACCTTAATGG GCAATGGGA A AA 

CC I I I I I I I I I I I GTAAAATTCCCCTTAAATTTTTTGTAAAACAAC I I I i I I I I I AACCC 
ATTGGGCCAAATTGGGAAAATTCCTT 

>SEQUENCE:51 51 :prostate_MPM2000-004P4Novel007_8Table3 

CGGGCCCCCCCTCGGAAGTCTTCTAGAATTAATTAACGCGGGGGTCTGCTGGAGGATTCC 

AACAGAGAGTATTTCCTCCACTGTACAATGTCACAGACTATCTCTATCATCATTGCTTTG 

TGGCTGTTTCTGTTTTTTACTGTATGTAACTGGTAGCTGATTGTACTAGGATTAAAAACA 

AT AAACTTTCATGAT AAAGCCG ATGAGATTCATGGGCTATACAGCAAAAAAAAAAAAAAA 

AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAATT 

AAAAAAAAAAAAAAGGCGGCCCCCCCCGGGGGGGACCTCCATTTCCCCCTATAGGGAGTC 

GTTTTACCCCCCCTCACTGGCCGTGTTTTAACAACGTGGGGACTGGAAAAACCCTGGCGT 

TACCCAATTTAATCGCTTTGAAAAAAATCCCCTTTTCCCCAGTTGGCTTAATACCAAAAA 

GGCCCGCACCGATCGCCTTTCCAAAAATTTGCCCA 



Table 7 
3126/3129 



>SEQUENCE:5214:prostate_MPM2000-004P4NoveI007_8Table3 

TATAGGGCGAATTGGGCCCTCTAGATGCATGCTCGAGCGG CCGCCAGTGTGATGGATA TC 
TGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACI I I I I I I I I I l l l l l l l l l l 
TTTAAGATGTTTTGCTCGTCGCCTAGGCTGGAGTGCAATGGCGCGATCTCGGCTCGCTGC 
AACCTCCGCCTCCCTG 

>SEQUENCE:5224:prostate_MPM2000-004P4Novel007_8Table3 

GCGAATTGGAGCTCCACCGCGGTGGCGGCCGCGCTCTCTTCCAGGACATCAAGAAGCCAG 

CTGAAGATGAGTGGGGTAAAACCCCAGACGCCATGAAAGCTGCCATGGCCCTGGAGAAAA 

AGCTGAACCAGGCCCTTTTGGATCTTCATGCCCTGGGTTCTGCCCGCACGGACCCCCATC 

TCTGTGACTTCCTGGAGACTCACTTTCTAGATGAGGAAGTGAAGCTTATCAAGAAGATGG 

GTGACCACCTGACCAAACCTTCACAGGCTGGGT 

>SEQUENCE:5227:prostate_MPM2000-004P4Novel007_8Table3 

TGGACTCCACCGCGGTGGCCGGCCGCCCGGGCAGGTAC I I I I I I I I I I I I I mm 

TTTCCTTTTA I I I I I I I I AAA I I I I I I I I I CCTTTGAGGGGCCCTTAATAAAAAGGTTAA 
AATAGGGTTTGCCCTTGGCCTTTCCCTTT 

>SEQUENCE:5230:prostate_MPM2000-004P4Novel007_8Table3 

TAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCCCGGGCAGGTAC I I I I l l l l l l l l 
I I I I I I I I I I I I I CCCCATGTTATT 

>SEQUENCE:5234:prostate_MPM2000-004P4Novel007_8Table3 

GGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCCCGGGCAGGTACCAACTGAAGCAGCA 
C 

AATATTGCTGGCATTCTGTTTGGAGTAA 

>SEQUENCE:5239:prostate_MPM2000-004P4Novel007_8Table3 

TATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCCCGGGCAGGTACTl I I I lAATA 
AAACCAGCAAGCTCAGTGCTGTTGTAACATGGGAATACCACTGACAGGTGCTCAATAATA 
CTATTGAACGGCTTTTTTGGAGACTGGCTTGAACGCGCAGCACGTCCTGGAGGAACAGGC 
TGCTTCCGATCAGCCAC 

>SEQU E NC E:5242:prostate_M PM2000-004 P4Novel007_8Table3 

CACTACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCCCGGGCAGGTACTTTT 

I I I I I I I I I I I I I I I I I I 

>SEQUENCE:5248:prostate_MPM2000-004P4Novel007_8Table3 

CGAATTGGGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTGATGGATATCTGCAGAA 

TTCGGCTTAGCGTGGTCGCGGCCGAGGTACAGGCAAGCAGCTACTTCCATGATACAGTGG 

GAAGATAAAAAGGCCCATTCAGTCCAGCCGTGACCTGT AAATCC AGCTTGCCCTCCCCCC 

ACCCCACTGGAAAAAAAATCCAAAACCTTTTTCCACCAGTTTTTTACATGTCGCTTCTCT 

ACCAGGAGATTCTTTGCGTCATCTAGATGAACACACTGGACTTATATACAGCTGGACATG 

AAAGTAACC AATTTAAGTG CCTTTTCCTTCAAC AATTTTAACTT CAGTTG CTTAAG G ATG 

ATCGAGCCACCGATGTCAACAAAATATCCTTTACCTTTAAATAG I II I I CTTTAATTAAG 

TTTAAAGAAAACCTATTTAACGAGTGATATTACCGGGAAAGTTCACACAGAAACAGAAAG 

AGGCGAACGGGAGAGCAGGGCACTGGCAGCGGGGAAGCGGGGCTTGGTAAATCTAAAGC 

C 

AAAGCTTTCAAAGACTA 

>SEQUENCE:5254:prostate_MPM2000-004P4Novel007_8Table3 

TATAGGGCGAATTGGGCCCTCTAGATGCATGCTCGAGCGG CCGCCAGTGTGATGGATA TC 
TGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTAC I i I I I I I I I I I I I I I II I I I 
TTTAAGATGTTTTGCTCGTCGCCTAGGCTGGAGTGCAATGGCGCGATCTCGGCTCGCTGC 
AACCTCCGCCTCCCTG 

>SEQUENCE:5292:prostate_MPM2000-004P4Novel007_8Table3 

AGCTCCACCGCGGTGGCGGCCGAGGTACGCGGGGAGAGTGTTCCAGACAGAAGAAATATG 

CAAGTGCCGAGAAGCTGGCATCAGAAAAACAGAGGGGAGATTTGTGTGGCTGCAGCCGAG 

GGAGACCAGGAAGATCTGCATGGTGGGAAGGACCTGATGATACAGAGGTGAGAAATAAGA 

AAGGCTGCTGACTTTACCATCTGAGGCCACACATCTGCTGAAATG GAGA TAATTAACATC 

ACTAGAAACAGCAAGATGACAATATAATGTCTAAGTAGTGACATGTTTTTGCACATTTCC 

AGCCCCTTTAAATATCCACACACAGGAAGCACAAA 

>SEQUENCE:5369:prostate_MPM2000-004P4Novel007_8Table3 

ACGACTACTATAGGGCGAATTGAGCTCCACGCGGTGGCGGCCGAGGTACTGGGGTGAGAT 
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GATCTGAAGGGTGTTTCCAATGAGAATGACACAAATACCAAGGACTGGAGAAGCCCTTGG 
AACAATTGATAAAGCTTCCCACAT I I I I I I I I I I 1 I GAGATGGAGTCTCACTCTGTCACC 
CAGGCTGAAGGCANNATCGCATGATCNNTCGGCTCACTGCANNACCTCTGCCTCCTGGGA 
ATC AAGG G G AATTCTCCTGCCTCAG CCCTCCTG AGTAAG CTG G G ATT ACCAG G CTCCC AC 
CACANCCTGGCTAATTTAGTATTTTTAGTAGAGACAGGGTTTCACCATGTTGGTCAGGCT 
GGTCTCGAACTCCTGACCTCAGGTGATCCACCTGCTTCCGCCTTCCAAAGTGCTGGGATT 
ACAGGCATGAGCCACTGCGCCTGGTCAATTTCCCACATTTTCTTAAGATTATGTTTGGGC 
CACAGAAGCTCAACCCAAAGCTATCT 

>SEQUENCE:5453:prostate_MPM2000-004P4Novel007_8Table3 

CGCGGNGGCGGCCGNCCGGGCAGGNACGCTTGGAAGGGGCAGAAAAAGCCCAAAACCAA 
N 

NNACCCAGCAGAGCCAGCCCCCACTCAAGGAGAGGCAAAGAAAGGAGACACAGCGGAGAC 
AC 

>SEQUENCE:5746:prostate_MPM2000-004P4Novel007_8Table3 

ACCCACGCGTCCGGCTGCTTCCTGCAAGAAAGCAAGTCTTTGGTCTCCCTGAGAAGCCAT 

GTCCCTCGTGCTGTCTCTTGCCTGTCCCACCTGTGCCCTGCCCTCCAGCTTGTATTTAAG 

TCCCTGGGCTGCCCCCTTGGGGTGCCCCCCGCTCCCAGGTTCCCCTCTGGTGTCATGTCA 

GGCATTTTGCAAGGAAAAGCCACTTGGGGAAAGATGGAAAAGGACAAAAAAAATTAATAA 

ATTTCCATTGGCCCTCGGGTGAGCTGAGGGTTTTTGCATAAAAAAAAAATAAAAAAATAA 

AAAAAAAAAAAAAAAAAAAAAAACTAAAAAAAAAAAGGGGCGGCCGCTAGACTAGTCTAG 

AGAAAAAACCTCCCACACTCTCCCCCCTGAACCTGAAACATAAAATGAATGC 

>SEQUENCE:5767:prostate_MPM2000-004P4Novel007_8Table3 

CACTATAGGGCGAATTGGAGCTCCACCGCGGTGG CGGC CGC I U 1 I I I I l l l l I I I I I I I 

TTTTTTGGGGGAAGATGAAGAAATTTCACTCAAGTATTTTGTTACTTTAAGATTCAATGC 

TGGACACTAGACCAGCTATAACATTTTCAGATAGAGTGACTTCATGCGTGAAATGATCAC 

ATACAATGAAGAGGTTTTAAAAAATACAGATGACATAACTTGTTC AGTTGA AGAAAATTA 

AAATACTGATATAAACTAAATCATTCTCCTCTTCATTTTAGGGGGATTTTTCTCTGCAAT 

TGTACTGATTTATGACTAGAAAGCTGAAGACTGATTTGAGCCTCTTTAGCAATACTCTAT 

TTCACCATTTATCTTCCAAAGAATTATGGC 

>SEQUENCE:5831:prostate_MPM2000-004P4Novel007_8Table3 

CGGGCCCCCCCCTCGNGNGTACTTCTAGNATTAATTAACGCGGGNGGAAAAAAAAAAAAA 
AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 
AAAAAAATTTAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 
AAAAAAAAAAAAAACCCCCCCCCCCCCCGGGGGGACCCCCCTTTCCCCCTTTTGGGGGTT 
TTTTTTCCCCCCCTTTTTTGCCC I I I I I I I AAAACCTTGGGGTTGGA AAAACC CTTGCTT 
TCCCCAA I I I I I I I CCCTTGGAAAAATTCCCCTTTTTCCCAGTTGGG I I I I I I AAAAAAA 
AGCCCCCCCCTTTTCCCTTTTCCAAAATTTTCCCCCCCTTATTGGG AAATGGAA TTTTGA 
ACCCT I I I I I I I I I I I I AAATTTCCC CTTAATT TTTTTTTAAAACCCCT I I I I I I l l ACC 
CAATTGGCCCAAATTGGCAAAATCC I INI I ATTT AAAAAAA 
>SEQUENCE:38:prostate_MPM2000-004P4Novel007_8TabIe4 

AGCGCGCATTACCCTACTAAAGGGAACAAAAGCTGGGTACCGGGCCCCCCCTCGAGAGTA 

CTTCTAGAATTAATTAAAGCGGGGGTTGCGGTGAGCCGAGATCATGCCATTGCACTCCAG 

CCTGGGCAACAAGAGTGAAACTCCATCTCAAAAAAAAAAAAACAAACAAAAAAAAAACAT 

AATTTATAATTCCTAAAAAGAAAAAAAAAAAAACAGAGCAAGGCATGGTGGCTCACACCT 

GTAATCCCAGCACCCTGGGAGGCCAAAGTGGGCAGAACACTTGAGGTCAGGAGTTCAAAA 

CCAGCCTGGCCAACATGGCGAAACCCCGTCTTTAATACCAAAAAAAAAAAAAAAATTAGC 

CAAGCGTGGTGACGTGCACCCCCAGTTCCAGCCACTCAGGAGGCTGAGGCAGGAAGNNNN 

NCTGAACCCGGGAGGCACAGGCCGCAGCGAGCTGCGATCGTGTCACTGCAAGCTCCGCCT 

CCCGGGCTC 

>SEQUENCE:1 86:prostate_MPM2000-004P4Novel007_8Table4 

TGTGATGGATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCGACGTACT Ill 

I I I! I I I I I I I I 

>SEQUENCE:201:prostate_MPM2000-004P4Novel007_8Table4 

TACTATAGGGCGAATTGGGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTGATGGAT 

ATCTGCAGAATTCGCCCTTAACGTGGTCCCGGCCGAGGTACTTTGACAGCTGGGCACAAT 

GCCATCCTTGAGGACTTGGTCTTCCCAAGCGAAATTGTGGGCAAGAGAATCCGCGTAAAA 
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CT AG AAG G C AG CCG G CTC AT AAAGGTTC ATTTG G AC AA AG C AC AG C AG AAC AATG GTG G A 
AC AC AAG G GTTG A A ACT 

>SEQUENCE:221:prostate_MPM2000-004P4Novel007_8Table4 

CTAT AG G G CG AATTG G G CTCTCTAG ATG C ATG CTCG AG CG GCCGCC AGTGTG ATG G AT AT 

CTGCAGAATTCGTCCTTTCTAGCGGCCGCCCGGGCAGGTACATGCATGCAAGACTGCTGA 

AGCCAGAAGGATGACTGATTACGCCTCATGGGTGGAGGGGACCACTCCTGGGCCTTCGTG 

ATTGTCAGGAGCAAGACCTGAGATGCTCCCTGCCTTCAGTGTCCTCTGCATCTCCCCTTT 

CTAATGAAGATCCATAGAATTTGCTACATTTGAGAATTC CAATTAG GAACTCACATGTTT 

TATCTGCCCTATCAATTTTTTAAACTTGCTGAAAATTAAG I I t l l l I CAAAAT 

>SEQUENCE:269:prostate_MPM2000-004P4Novel007_8Table4 

ATT AACG CG G G GT ATGTGTGT ATTAT ACT ATTTATTG CTAAAGT AT ACTT CT ACTT AT A A 

GAAGAAAAGAAGTTCACTATGAAGCAGCTTAATGCAGGC CTTTCA GGAGCCATTTTGGAA 

GAAGGGATTGTTATGGTAGGAGATGACAGCTCCATACATATTTTTGCCCTGAAGAGCTTC 

TAGTAGGATGACATGTGGAGGTAGAAGAGGTGATATTGATGATCCTAAACCTGTATAGGC 

CTAGGTTAATGTGTGTATTTGTGTCTTTGTTTTCTAACTTGAAGAGTAAAAATAAAATTA 

AATAGAAAAAAATAAAATGAAATAGAAATAAAATTAAA TAAAT AGAAAATTAAATATATT 

ATAGAATATATTTTTGTACAGCTGACAATGTGTTTGTGTTTTATGTTATTATTACAAAAG 

AATCAAAAAGTTTTTAAAAAGTTACAAAATGAATAAAGTTAAAAAGTTATAATACCCTAA 

G GTT A ATTT ATTATTG AAG AAG G A A AATATTTTT AAAATA A ATTT ATTGTAG CCT AAGTG 

TATGGTTCTTAAAAGTCTACAGTAGTGTA 

>SEQUENCE:341:prostate_MPM2000-004P4Novel007_8Table4 

GACTACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGCCCGGGCAGGTACAATT 

ACTCCCGGACCGGCGGCGTGAAAGTCGTGATATCATCGTTGAACTATTAGCTTTGAAGTT 

TAAATCCAATGGAGAAGACTCAAGAAACAGTCOAAAGAATTCTTCTAGAACCCTATAAAT 

ACTTACTTCAGTTACCAGGTAAACAAGTGAGAACCAAACTTTCACAGGCATTTAATCATT 

GGCTGAAAGTTCCAGAGGACAAGCTACAGATTATTATTGAAGTGACAGAAATGTTGCATA 

ATGCCAGTTTACTCATCGATGATATTGAAGACAACTCAAAACTCCGACGTGGCTTTCCAG 

TGGCCCACAGCATCTATGGAATCCCATCTGTCATCAATT 

>SEQUENCE:364:prostate_MPM2000-004P4Novel007_8Table4 

CCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTGATGGATATCTGCAGAATTCGGCTTA 

TTCCTTCAGGGTTTTCCCAGATTTTAAACCATGAATTCTAATTGTCTGGTCAAAAGAAGC 

ACTAAGGATCTGACTGCTATCCTTAGAAAAGCTTAGACAGGTGACACCCTTACTGTGTGC 

CCTCTCAAATCTCCTTAAACATTGTCCACTCTGAATCTTCCACACCTTGATTTTTCCATC 

TTGGGCCCCAGTTGCTAACATTTCTGTATCTCTGCTGAAACACATGCAGAGGACAGCATC 

ATCCATCATCATAAAGTTATCTTGGGCCTGGTACCTGCCCGGGCGGCCGCTCGAAGCCGA 

ATTCCAGCACACTGGCGGCCGTTACTAGTGGATCCGAGCTCGGTACCAAGCTTGGCGTAA 

>SEQUENCE:372:prostate_MPM2000-004P4Novel007_8Table4 

GCTCCACCGCGGTGGCGCCTGAGGTGCCTAATGAGTGAGCTAACTCACATTAATTGCGTT 

G CG CTC ACTGCCCGCTTTCC AGTCAG G AA ACCTGTCGTG CC AG CTG C ATT AATG AATC G G 

CCAACGCGCGGGGAGAGGCGGTTTGCGTATTGGGCGCTCTTCCGCTTCCTCGCTCACTGA 

CTCGCTGCGCTCGGTCGTTCGGCTGCGGCGAGCGGTATCAGCTCACTCAAAGGCGGTAAT 

ACGGTTATCCACAGAATCAGGGGATAACGCAGGAAAGA ACATG TGAGCAAAAGGCCAGCA 

AAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCC 

TGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATA 

AAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTTGTGCGCTTCTCCTGTTCCGACCCTGC 

CGCTTACCGGATACCTGTCCGCCTT 

>SEQUENCE:432:prostate_MPM2000-004P4Novel007_8Tabie4 

GCTCCACCGCGGTGGCGCCTGAGGTGCCTAATGAGTGAGCTAACTCACATTAATTGCGTT 

GCGCTCACTGCCCGCTTTCCAGTCAGGAAACCTGTCGTGCCAGCTGCATTAATGAATCGG 

CCAACGCGCGGGGAGAGGCGGTTTGCGTATTGGGCGCTCTTCCGCTTCCTCGCTCACTGA 

CTCGCTGCGCTCGGTCGTTCGGCTGCGGCGAGCGGTATCAGCTCACTCAAAGGCGGTAAT 

ACGGTTATCCACAGAATCAGGGGATAACGCAGGAAAGAACATGTGAGCAAAAGGCCAGCA 

AAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCC 

TGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATA 

AAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTTGTGCGCTTCTCCTGTTCCGACCCTGC 

CGCTTACCGGATACCTGTCCGCCTT 
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>SEQU E N C E :468: prostate_M PM2000-004P4Novel007_8Table4 

GCTATTGGGCGCTTTGGAGCTCCGCCGCGGTGGCGGCCGAGGTACGCGGGGACTGGCGC 
G 

GGTTGAGTTCCCTGTTGCCCTTGGTCTCGGGGTCGCTGTAGGCGCTGAGGCTGCAGCTAT 

CATGGTGAACTTACTTCAGATTGTGCGGGACCACTGGGTTCATGTTCTTGTCCCTATGGG 

ATTTGTCATTGGATGTTATTTAGACAGAAAGAGTGATGAACGGCTAACTGCCTTCCGGAA 

CAAGAGTATGTTATTTAAAAGGGAATTGCAACCCAGTGAAGAAGTTACCTGGAAGTAAAG 

ACTGGCTAGATTATCGAATGTTCACATTTTAAAGTTCTGAGAGAAATAAAAACATGAAG 

>SEQUENCE:544:prostate_MPM2000-004P4Novel007_8Table4 

GTACGTGTTCATCCTGGCGGGGGCCGAGGTGCTCACCTCCTCCCTGATTTTGCTGCTGGG 

CAACTTCTTCTGCATTAGGAAGAAGCCCAAAGAGCCACAGCCTGAGGTGGCGGCCGCTAG 

ACTAGTCTAGAGAAAAAACCTCCCACACCTCCCCCTGAACCTGAAACATAAAATGAATGC 

AATTGTTGTTGTTAACTTGTTTA TTGCAG CTTATAATGGTTACAAATAAAGCAATAGCAT 

CACAAATTTCACAAATAAAGCATTTTTTTCACTGCATT 

>SEQUENCE:560:prostate_MPM2000-004P4Novel007_8Table4 

GCCCCCCCTCGGAGTACTTCTAGNATTAATTAACGCGGGGAACAACTGGAACCGAAAACA 

TGCCTCAGTATAAAACAAACATTATAAAACGAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 

AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 

AAAAAAAAAAAAAAAAAAAAAAAAAAATAAGGGGGCCCCCC CCGGG GGGGGGCCCCAATT 

CCCCCTTTTGGGGGGCTTTTTTCCCCCCCCCCTTGGGCCGTTTTTTAAA ACCG GGGGGTG 

GGGAAAACCCGGGGGTTTCCCAA I I I I I I I CCCTTGGGACCATTTCCCCTTTTCCCCGGG 

GGGGTTTTTACAAAAAGGGCCCCCCCCGTTCCCCTTTCCAAAAATTG CCCC CCCCTAATG 

GGGAAAGGAAATTTGTACCCTTTATTTTTTGGTAAAATTCGCGGTAAATTTT 

>SEQUENCE:570:prostate_MPM2000-004P4Novel007_8Table4 

TACTACTACTATAGGGCGAACTGGAGCTCCACCGCGGTGGCGGCCGCCCGGGCAGGTACT 
I I I I I I I I I I I I I I I ATAAACAAAATA 

>SEQUENCE:589:prostate_MPM2000-004P4Novel007_8Table4 

GCTTACTACTCACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCCTGGCG CCAT 

AGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAAC 

CCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCT 

GTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCG 

CTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTTCGTTCGCTTCCAAGC 

CTGGGGCTTGTGTGCCACGAAACCCCCCGTT 

>SEQUENCE:597:prostate_MPM2000-004P4Novel007_8Table4 

TACACTACTATAGGGCGAATTGGAGCTCCACCGCGGTGGCGGCCGAGAAAAATTCTTATC 

TCTTTAATGAGTTGGGGTGTGTGTGTGTGGTTTGTTTATTGGGCCCAGTTTTGGGTAGAA 

TATGGACTTTTTGTCTAACTGTGAACCCCTTCCTTGTACCTGCCCGGGCGGCCGCTCTAG 

AACTAGTGGATCCCCCGGGCTGCAGGAATTCGATATCAAGCTTATCGATACCGTCGACCT 

CGAGGGGGGGCCCGGTACCCAGCTTTTGTTCCCTTTAGTGAGGGTTAATTGCGCGCTTGG 

CGTAATCATGGTCATAGCTGTTTCCTGTGTGAAATTGTTATCCGCTCACAATTCCACACA 

ACATACGAGCCGGGAGCATAAAGTGTAAAGCCTGGGGTGCCTAATGAGTGAGCTAACTCA 

CATTAATT 

>SEQUENCE:6170:prostate_MPM2000-004P6_Table5 

TTTTACATCTAGTGGATCCAACGGGCTGCAGGAATTCGATATCAAGCTTATCGATACCGT 

CGACCTCAAGGGGGGGCCCGGTACCCAGCTTTTGTTCCCTTTATTGAGGGTTAATTGCGC 

GCTTGGCGTAATCATGGTCATAGCTGTTTCCTGTGATGCTAGAGAGCTTCATAGACACAC 

ATAAGTTCAGCGTCATGCGCAACATGCGCAAAACTTTTGCCCGCTACCTATCATTTCGGC 

GTGACAACTATGAGCTGTTGCTATTAATTCTTAGTCATTTAGTGGCATAGCAGGTGACAT 

ATCAACGCAACCGTTTTGGGGCCCAGCATGACAC 
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Sequence 10247 

CCCCCCTCGGAAGTCTTCTAGAATTAATTAACGCGGGATAACAGGCTAGAAATCCAAGGT 

ATTTGACTACAGGCTTTCTTGAAGCCAGCCTTTTTCAAGAGGTAGAGAGAGGTGGGGAAC 

AAGTGCCAGCTTTTGGAGTCTTACACATTGGGTTCAAATCCTGACTCCTCCACTTGCCCA 

ACAAGTGGTCTCTGAACCATGTCTCCTGCACCTCAATATGTAGTCCTGTGAGGTCCCAAT 

GATAAAACATATCAAAGCACCTGGCAGCTGTTACCACACCTCACAAGGTGGCAGTTACTA 

TTCTTGTGATTTTTTTTTTCCTCTGTTCCCTGAAATGAACATATTCATTCCATCCCGATT 

GT GTGCT GACAAAAAAAAAAAAAAAA 

Sequence 1024 8 

CGGGCCCCCCCTCGNAAATACTTCTAGAATTAATTAACGCGGGCCCTAACTTACATTTCC 
ACCAAT AATGTAC T AT T C AGC C AT AAAAAG AG AAT G AG AT C C T G T CAT TGGCAACAACAT 
AGATGGAACTGGAGATCATTATGTCAAGTGAAATGAGCCAGGCACAGAAAGACAAACATC 
ACATGTTCTCACTTATTTGTGGAATCTACAAATCAAAACAATTGAACTCATGAACATAAT 
GGTTATCAGAGGCTGGGAAAGGTAGTAAGGGGCTGGGGAGGGAGTGGGGATTGTTAACAT 
C TAGAAAATAAAT TGAAAAAATAAGTAAGACCT ACT ATT TGATAGCACAATAGAGT GAT T 
ATAGTCAATAATAATAACTTAATTGTACTTTTTAAAATAAAGAGTGTAAGTAGATTGTTT 
GTAACTCAAAGGATAAATGCTTGAGGGGATGGATACCCCATTCTCCATGATGTGCTTATT 
TTACTTACATGCTTGTATCAAAACACCTCATATACCCAATAAATATACACACCTACTATG 
T ACC CAT GAAAT T T AAAAT AT AAT AAGACAAT AAAAAT T T AAAAAAT GAAGT TTCCCCAT 
CAAAAA 

Sequence 10249 

CGGGCCCCCCCCTCGGGGTACTTCTAGNATTAATTAACGCGGGNGGCAGNANAAAAACCC 
: |ATAACAGTGAGAGACCAAAGGCACGGGAGGCAATGAATATTACAGTCCAGAAGACAAAGC 

vc^aaaatgctcccacatggaaaatctcagaaattgccactattcttgagcaaaacactt 
tatd^^pactgaggcactgaggaccacagtgtcatgtccagttccatagcagattcatg 
atgat*fp|5g'gattttgtctttaactttagattataggcagtatgcttatttctaacatac 
atgcataIataagaatacatacatgcaaactgggcatatagatatggagaaattaaacaa 
tctgctacatgtctatttaatccacagtcccaggaacaatttcttctttagaaccctttc 
ttctttagaggccaaaaaaaaaaaaaaaa 

Sequence 10250 

CCGGGCCCCCCCTCGGGGTACTTCTAGAATTAATTAACNGCGGGTCTCAGGGCTGACCAC 

actatctctgtttcctcttcatattcatagagccagagatagtccttttttttctttctt 
gtgtttttaaatgtgcaatgaaatgttttaaagttatgttttaaccactgttttttcatt 
tttgtagcagaagggagagtagtagaatcatctgtatcaatttaacctgccatattcagg 
aatgttccttaaatccctttagtataatgacataatttgacaatgagagaaaacataaac 
aaagagcattctcacttaaaggtatgtagttctccattgattaataataattactggcac 
tgtaattaattactggtactgtaattaataactacaaggtactgtaaactgtactagaca 
tatagtggtgagttctagccctcatggagctctcattgtaatgaaataaaacaatcgaaa 
taaaatataggaaatggaagtcaggtgttaagaaataggcttatttctgaaattcaaata 
cattaggaattattcgataaaattaaaatgcttaccttatttattgacagtatggtcatc 
ttatagtcctttc 

Sequence 10251 

ccgggccccccctcgngggtacttctagaattaattaacgcgggattctgaatgtattaa 
tatatattttttgtccatataagcttcagaatcaccttgtctcattttaaaaaatcttcc 
tgttggttggttgcattaaatgtacagattaatttgggaaaaaaaattttcaggcattac 
aaatcaatgaggtttggggatccatttgttctagaacccatatattgatattcatataga 
aaaaaaaaaaaaaa 

Sequence 10252 

cgggccccccctcggaagtcttctagnaattaattaacgcggggccaggggctcaagcaa 
tcctaccgcacgcttctcaagtagctgggaccacagatgtacccgctacacctagctaat 
ttttaaattttgtgtagagacaaggtttagctatgttgcccaggttggtctcaaattcct 
gggctcaagcaatcctcctgacttagcctcccaaagtgctaggattacaggcatgaacca 
ctgtgcctggccaatactgccattctttatgcaaatatttttttcaattgttatcaagta 
ggaaatctaattaacttcagtttcattgaatttcatctttacttccttcctatccatggc 
ttatgagagaagtgttaacatgaagcaacaaggattatagtaaatagagaattaataatc 
taaaataactgagttggccatattgttattataattatgctgaagcttatttacatattc 
tttgttttgtgttgaagccttgagctctggtgggggaaaatcatgattttgattaaacac 
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AAAATGGGCAGTTAAACCTCTAAATAGTATACATGGAGAAAGCTGAAGTACATTTAAT 
Sequence 10253 

CGGGCCCCCCCCTCGGAAGTCTTCTAGNATTAATTAAAATGCCAAAGCACATTACAAAAG 

ACTC AT TAT TAT CAT T TATAAG T T TAT TAACC CAT TGGGT GGT AT TACATAT TT TAG AT A 

TCAGCATTTTCCTGGTCTCATACTCAATAATATATTCATTGAAGTAAAATAGTTGTGTTT 

CATTAGAAAGAAATATGCAGTTTAAATTATACCATTGCTTTCTAAAGCAGAAATGTTATC 

CTCTTGAATTGTTTTCAGTGAAAGTAAATTTTTGTATGCCTTTCTAATTTTTTAATATAT 

GGTGACACATTTATTTCAAAAATGATGTGAGGGTCATGTTTATTTTGTAATATTTTGAAT 

TTGCTTTTCAGGGTTAGAATTTTAGTGCCTATCTGTTATGGTCATTCTACATAATTTAGA 

AAACTGAAGCACAGGATAATATATAAAACTAATTTTATATCAATGACTTATGTTAAAATA 

TAGCTGCTGTTAAAATGGAATTGTTAGTAGAGACAACTTTTAATGATATAATCAAATGCT 

G GAT T AT T T T AC T AAT AAT G T AAAT G AC CAT C AAAAT AT T T T 

Sequence 10254 

CCCCCCTCGAAAGTCTTCTAGAATTAATTAACGCGGGAAATATATATTGACATGTTTATT 

T AC AAAAAAAT C C T T C AAAT TAT AAAAT AT T GAG AT T T C T T T AAAT TAT AC T T T AAG T T C 

TAGGGTACATGTGCACAACGTGCAGGTTTGTTGCATATGTATACATGTGCCATGTTGGTG 

TGCTGCACCCATTAACTCATCATTTACATTAGGTATATCTCCTAATTCTATTCCTCCCTG 

CTCCCCCCACCCCACGACAGGCCCTGGTGTGTGATGCTACCCATCCTGTGACCATGTGTT 

CTCATTGTTCAATTCCCACCTATGAGTGAGAACATGCAGTGTTTGGTTTTCTGTCCTTGC 

GACAGTTTGCTCAGAATGGTGGTTTCCAGCTTCATCCATGTCCCTACAAAGGACATGAAC 

TCATCCTTTTTTATGGCTGCATAGTATTCCATGGGGTATATGTGCCACATTTTCTTAATC 

TAGTCTATCATTGATGGACCTTTGGGTTGGTTCCAAGTCTTTGCTATCTTGAAAATTCCC 

ACAT GCAT AAAT AAT GAAAC AAAAAGT T TC TAT AAAT GAT GAT C ATC T AC T C ATT 

Sequence 10255 

CGGGCCCCCCCTCGGAAGTCTTCTAGAATTAATTAACGCGGGAGGCAGAGATTGCAGTAA 

GCCGAGATTGAGCCACTGCACTCCAGCCTGGGCAACAAGAGCGAAACTCTGTTTCAAAAA 

AAAAGAAAAGAAAAGAAAAGAAAAAGAAATAATGTTTCAATCTATGGACAGGCCCTAGAC 

AGAGCTGCCTTTAACACATCTTTTTCCCTTTCCCTCACATCCTTGATCCCATCTCAGTCA 

AAAAGGAAAAAACAAAAAGTTTTCTTACTTCTCAGCCTAAGATTCCTGATACTGTCCCCA 

GATGCCATACATGTATTGGCCTCCCAGAAATCACCCAGTGATTTTCTCCCCATGAAAAGT 

TTATATGTCTCATGCCCTCAGAGTTTTTAACTGCAAATAAGCTAAAAAAAAAAAAAAA 

Sequence 10256 

CCGGGCCCCCCCTCGAAAGTCTTCTAGAATTAATTAACGCGGGGGTGAAATTTTGGTGTA 

GAAAAGAAGTACAATATAAGTTCTCCTAAATTCCCTCTACTAAGTGACTTACTAGACTAA 

CAATATTCCATTATTTCTGTAAAATGTATTATCTGATGCTTAGGATAAGTTTTAATGCAC 

ATAGCTGGTTAGCTACTCCTTTGCACTTCTGACCCAAATGGCTAAGGTGTATGCTTACTA 

AGAGCCAGTCAGTTTGTTCCTGAACTTGTTGATGCCATTGTATTTGGTTATCAGAGCTAT 

GACTGCAAAAAGAGTTGTTGCTTCTCCAAGAACTATTTAAAATGCTTAAAGTAGACTTAA 

TAAAAATGAGTTGCTGGCCGGACACAGTGGCTCGCGCCTGTAATCCCAGCACTTTGGGAG 

GTTGAGGCGGGTGGACCATCTAAGGTCAGGAGTTCAAGACCAGCCTGGCCAACATGGTGA 

AACCCCGTCTCTACTAAAAATACAAAAATTAGCTGGTCATGGTGGCAGGCCCCTGTAATA 

CCAGCTACTCGGGAGGCTGAGGCAAGAGAATCGTTTGAACC 

Sequence 10257 

ACTTCTANAATTAATTAACGCGGGAGGCTAGTCTTGAACTGCTGACCTCAGGTGATCCAC 
CTGCCTCGGCCTCCCAAATGTGCTGGGCATTACAGGGGATGGTCCAGCGGGCCTTGGAAA 
CATAACTATTTGCAAATATACTGTCTACTGTGACTACCGTGCCTAGCTACATGAATAGTA 
GGACCAAACCTCAAACAGGGCTCATATTGCCCACACCAAATGGGAATCTATGGAAGGAGG 
TGCTTAAAAAGAAAATTCCTTTCTGAGGAATCTATCGAAAGACGTGCAAAAAAAAAAAAA 
AA 

Sequence 10258 

CCGGGCCCCCCCTCGGAAGTCTTCTAGAATTAATTAACGCGGGCTACAGAGCATGATTTG 
CAAACAAGCAAATCCAGAGCAACAATGTTAATCATGTTTTTATTCACTCTCCACTCAGCA 
GCAGTAAAAAGTTCTACTGTGGGATTCACCACACCCATGGAGACATTCCCAGCAGCCTAC 
ATCTGGCCTTCAAT TACCCTTTATTATTTATTTCATCCCCAAAATATTTTGACTCCTGTG 
CCTGTCGTCCTAGAGCAGAGGGAGGCAT TAGCCAATAAACAGAGACACACGCAAATTTAT 
CAACAGATGGATTAAAAAGGAATACAATTACATGCAAAATGCCTTTGCTTTTAAAAAGCA 
TTCATACATAAATTAGTCTGTCAGGAAATATATGCAGTTAATTGCAGGAAAAATTGGGTC 
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r 

CTACAATAATATCATCTACATATAGTCACTTCTTGCAAAGCAAGAGTGATTGGGCACATT 
ATTAATTTAACAGAAGTCAAACTGTATTCATTAAATTGCTTCTTTTGAGGGAAGAAGCCT 
ATTAGAATTCATTTTATAACATACTCCTTTTTACAACTAANTAAGTATTTAACTCTTATT 
TGC AGGCC AACTAAAAAGTATAT TTTGCCCTTT 
Sequence 10259 

CGGGCCCCCCCCTCGAGGATCTTCTAGNATTAATTAACGCGGGNGGGAATAACAATTTTA 

TTTCACCTCAGGTAAGAAAGTAAATGGAAATAAATTCAATTGTAAGTACAACTCAAAGAA 

CTGCCTCCAAAAATATAGTTTTGCAGACTTAACTGGTGTTCTTGATGATTAACAAAAAAA 

TAATGCTTTTCTTTCTAAGTTAAGAGTGAAAAAGCCAACAGTAAATCCTAATATAGCTTT 

AGC C T C T G AC T C C AAAAAAAC AAAAAA 

Sequence 10260 

GCCCCCCCTCGAGATACTNTCTANAATTAATTAACGCGGGGGTAGATGATAAATGGTGGC 

TGGCACAAGGTCTCAGTGTCAGGGATCTCTGAGGAGCAGCGGAGACTACACTCAAATGCA 

AACATTCGCCTATTTTAAGGGGGAACTGCTCCTCCACACAGAATTCATATGCAAAAAGAA 

GACATTCTGAGTCTCTAAGAAAAGCTAAATGCCTCTATTTTTTAAATGTTAAATTTCCTT 

ATTTTTATAATTGAGAGCTATTGGGAGGCCGAGGTGGGTGGATCACGAGGTCAGGAGATC 

AGACCACCCTGGCTAACATGGTGAAATCCCATCTCTACCACAAATGCAAAATACTAGCTG 

GGTGTGGTAGCATGTGCCTGTAATCCCAGCTACTCGGGAGGCTGAGGCAGGAGAATTGCT 

TGAACCAGGGAGTCAGAGGTTGCACTGAGCCGAGATCGCGCCACGGTACTCCAGCCTGGT 

GACAGAGCANAACTCCATCTCACAAAAAAAAAAAAAAAAAAAAAAAGC 

Sequence 10261 

GCCCCCCCTGAGGGTACTTCTANATTAATAGCGCGGGCACAACATGAACCACAGCCTCAA 

ATGGCCTAGAACTGTTATCCTTAACCTGAGGGCCTGCCTTTAACTCCACTTACAACTTTC 

CAAGGGACATTCTGTGTATATTTACTGTATGTGATTATCAGTGTTAGTGTATCTGTCCCC 

CACCACCACCACCCTAAGGAGATACTCTGTAATTTCATGGCATTAAGAAGGATGGACATG 

CCCCAAAGACATTTAGACCCATTGGTCTACAATCGAAGGCTGTGTACCTTGACCACAATT 

ATTGTTCAGGATGGTGGAAATGGTTAAGTAATTATACCACGTTCATTTCATGGAATACTC 

TGCAGCTACAAAGAAGTAAGTTTAGTTATAACCAAAAAAAAAAAAAAA 

Sequence 10262 

CCCCCCTCGAAAGTCTTCTAGAATTAATTAACGCGGGATGCATAGTTTTGGGAATGCTAG 

ACTTATATTAATGGAAATAAGCCAAGAAAGAAAAATAAATGGCATCCAAGAAACAGGGGA 

TCCAAAACAAGGAAAAGCCTCTTCTGGAAGCTGCAGCAAAAGGTAGGGTGGGTGGAAAAC 

AAGAAAAAGCAAAGGGAATTTGTAAGATGGTGCAGAATGCCCCAGGAGGACAGACAGCCA 

G T T C AAT T T T AAAGAG AAT AT T C T C AAAAC AG G T C T C T AGG AAT AAAAC AG AAAT AAG T T 

ATCTGAGGTTAAAATGTCTAGAATTTAATTTGGTCAACATTTGACAGATCTTTTAGCCCT 

T T G GAG G AAAAAC AT AG T GAT C AG T AT T T G GG AAG AT AAAC AAG T AAAAAAAC AAT GC AA 

TTATTAACCCCAGAATAAAACAAAAGTGTTAGGCCAGGTGCGGTGGCTCACGCCTGTAAT 

CCCAGCATGTTGGGAGGTCAAGGCAGGTGGATCACCTGAGGTCAAGAATTCAAGACCAGC 

CTGGTCAACATGGTGAAACCCTGTCTCTACTAAAAATACAAAAATTAGCCAGGCGT 

Sequence 10263 

CGGGCCCCCCCTCGGAAGTCTTCTAGAATTAATTAACGCGGGNAAAAAAGGCAAAACAAG 

TCTAATATATAATCCTAGTAGTAAGTTTATTTTTTAATAACTTCAGTGAAGAAGGCAGGA 

CTTTCTGCACAAGTCCAGTGGAGTTGGTAATAGCTTAACTCTAGCATATGCTAATTGATG 

TAATCGCTTTATTGCACACATTCTTTTGCACACAGCCAACAATACATCCATATTCTCAAT 

AGGGAAAAAAAAATTCCTTTCCTAGTTGTCAGGATGAGTTTACTTAGTTTGTTAATCATA 

GTATCTTCAAGTGATTAACACTTCTTCATATTTTGCCTATTTCAGTTTCCCATCTGAAAT 

ATATTTCATCATGTTTAATTACACATGTGGCCGTAACATCCCATGATGCTACTTTGGGTG 

TGTTAACACAATCATAATCACAGGCTGCTGGTTCATGAACAGGGAGATTAAATTAATTCA 

TTTCAAGGCAAGCATATTTTAGTCACCTAATTTAAACGATTATAGAACAATTAGAAACCA 

TCTGATTTGTCTTTTTGTTATTTTATGGCTCACTG 

Sequence 10264 

CCCCCCTCGAGAGTCTTCTAGAATTAATTAACGCGGGATGCTAATACAGGGGCCAAGCAA 
ACTATAGCCTGTGAACGGCCGGCACCCTAGTTTTGTATACCTTACAGGTTACAAATGATT 
TTTACTTTTTTAAGTACTTAAAAAAATCAAAATAGGCCAGGTGCAGTGGTTCAAGCTTCT 
AATCCCCTCACTTTGGGAAGCTGAGGCGGGTGGATCATGAGGTCAGGAGATCAAGATCGT 
CCTGGCTAACACAGTGAAACCCCATCTCTACTAAAAATACAAAAAATTAGTCAGGCTTGG 
TGGTGGGCACCTGTAGTCCCAGCTACTTGGGAGGCTGAGGCAGGAGAATGGAGTGAACCC 
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GGGAGGCGGAGCTTGCAGTGAGCCGAGATCGGGCCACTGCACTCCAGCTTGGGCGACAGA 

GCAAGCCTCTGTCTCAAAAAAAAAAAAAAAAGGAAAAAAAAAA 

Sequence 10265 

GGGCCCCCCCTCGGAAGTCTTCTAGAATTAATTAACGCGGGTCCACTCCACCAGCAAAGA 

CATAGCCTTGCAGAACAGAGAACAGAAAACAGAAATGCTTTTTCTTCACTCCCTGTTGGG 

AGGATTCTGGAATAGAGCTGTGATTTGGCATACTATTTCTGCTCCACTTTTGAGTTTCTG 

CAGCAAACGGCAAGAGAAGGCTGGGGCTGGTATAATAAGGTCACCAGGCACCTCAGGGGA 

ACAAAGTGGTAGCGAAAGAGGACCAGGCCGGGCCTGGTGGCTCAAGCCAGGTGTGGTAGC 

TCACGTCTGTAATCCCAGAACGTTGGAAGGCCAAGGTGGGTGGATCACCTGAGGTCAGGA 

GTGCGAGACCAGCCTGGCCAACATGGTGAAACCCCGTCTCTACTAAAAATACAAAAATTA 

GCCAGGCGTGGTGGCATGCGCCTGCAATCCCAGCTACTCGAGAGACCGAGGCAGGAGAAT 

CTCTTGAACCCGGGAGGCAGAGGTTGCAGTGAGCTGAGATCTCATCACTGTAATCCAGCC 

T G AG C AAC AG AC T GAG C C TCC AT C T C AN AAAAAAAAAAA 

Sequence 10266 

CCGGGCCCCCCCTCGAAATACTTCTAGAATTAATTAACGCGGGGATTAACTTTAGCATCA 

AGTTAGAGGGGGAAAAGTAAGGCTGTCTGTAGTCCCAGAAGGGGAGATAAATGGTTTTGA 

AATCCCAGTAATGGTTAAAAAATGACTCACCTATCCTTTTAATAACCCTTATATTCACTA 

TTTTTAGTTCTTCTGTGGCTTTCAATCTATAGTTGTTTTTTAGTTGGCCAAGCACTACTA 

ATCTTTAAGATCAAGGAGAAAAAGAGGAAAAAATAAAGCCAAGTGCTTCTTATCCTGTCC 

AATCTGTCTCTTCTCTATATTCTTAAAAAGCTTGCAGTTACGCCATTTGAAAAAAAATTT 

T T T T AAAC AT AT C C AC AC T AG AAG T G AAAGG T AC T C T C T AG AAAG T GAAAG AAAT AT AAT 

TCTATTGTGGAACCATAATTGAATTTTTAATAATTTTTAATATCTAGAACTAGATTTCTT 

TTGATTACTATACCAGCTAATATTTTAAAGCTTATGTGAATACTTGTAAAATTAATTACT 

CATAAATCTCTTGACTTGCCTGTGTAGAGATATATAAGAAGAATATCGGGAGAAGGTGCA 

CAACTGAGTCCGTGTCATT 

Sequence 10267 

CCCCCCTCGAGAAGTCTTCTAGAATTAATTAACGCGGGCCAGTCACTACGCTGAAGGCTA 

TATAAGGAATATCTCTTCAAATCCTCACAATAAACCTAGGTACAATTATCATCACCATTT 

T AG AAT T C G T C AAAC T GAT T G C T AAAG AC AGC AT AAAAT T T G T G C AG G GC C AC AT AAT T T 

AGCAAATGGCAGAGCCAGGATTCAGGCCTAGGCCAGCCGGCCCTCAAGCAAAAGCTGTTA 

ACTATTAGGTTGGTGCAAAAGTAATTGTGATTTTTGACACTGCTTTTAATACTAATACTA 

TGCCACGTCGCCTCCGTGGAGAAGTATCATCCTCAGAAATTCTTCAGGACCCAGGCAAGC 

ACCAGGAAGCTTCAGTGGAGCACCAGCAGTCAGGAGAAGAGACTTTAATACCACCATAGA 

GGTATTAAAGTGTCTGAATTGGAAGTGGAAGATGATCCACTTCCAATACAGTAAGGAGGC 

CCATTCTGGTCCCTTCCCTCACTGACTTCTTCAACTACTGTTTCTCCTGTTCCCTGCTTC 

AGGCATGAACGAAAACGGTTTCCACTGTATGCCATCTCAGAAAGCCTCGTTGGCCAGGTG 

CAGTGGCTC 

Sequence 10268 

AAGACTGGGGTACCGGGCCCCCCCCTCGGGGATCTTCTAGNATTAATTAACGCGGGNACC 
NNTATTTGACTAGAAAACCCTTCATTCGTGCAACATTTATTAATACCCCATGGCAAACCT 
AGTATTCCGTGAATAATGAACAAAAAATTTATAATTTAAAACTAAAATTGCCTTCTAAGC 
AGAGATCTACGTATCAATAAAATGAAGAAATAAAATTTCCATACTGTTTTCTTTCCAATA 
C AAG GAT T AG AAGG AAAAG G AAAAG AG T AAC AAC C AG AAC C AAT AGC C C AT G T T T G GC C A 
GGTGCCATGGCTCAATCACACCTGTAATCCCAGCAATTTCAGAAGCTAAGGCAGGAGGAT 
CGCTGGGTTCAAGTGATCCTTGAATGAAACCCCGTCTCCAAAAAAAAAAAAAA 
Sequence 10269 

GGTACCGGGGCCCCCCCTCGAAATACTTCTAGNATTAATTAACGCGGGCAGTGTTAGGAC 
AAGTGTATTTTCTTTGTGTTCTGAGACATAGCTTTCTTGGCCTTTGATGTCAACCTTTTG 
GAGGCTATTTTTTAGGTTTGAAACTGTACTTAAAATATTCAGGAAAATAGTCACATTTGA 
AATTCCAATTAGTTCAAAAGGGATCTCCCAAACCATCTAGGGTGTTCTTACTAAATTATC 
GTAAGAAATACTTGTTTAACTATCTATTCTGTATACAGTACTGTGGTAGATCCTGGTAAG 
GGTTAATTTTTTTCTAACTTATTCTGATTTCGTGATTCTTACCCTTGATTATGGTTGCAG 
TGCCTTACTTGTATAGGATGCTTTTACTTTTTAAATTGAGGTATGATTTACATGCAGTAA 
AATGCTTAAGTCTAGGTGTGCAGCTCAGTGAATTTTTGCCCATGTTTATACCCATAGAAC 
TCTACTCAGCTCAAAATACAGAACATTTCCATTTCCCCTGGAAGTTCTCTTGTGGCCTTT 
CCCAGTCAATATTATTTCCCCTCTTCATGAAAAGGTAACCACTATTCTGACTTCTGATGC 
CATAGATTCATGTTGTAAGTGGC 
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Sequence 10270 

CCCCCCTTGNGGGTACTTCTAGGAATAATTAACGCGGGGGAGCAGCTTTACAAGAAGGAA 

ACGGGGCCCCCTTCTGAGACACCCCCGTTTGCTTCTGCTCCTTCCTTGCCATTGACGTGC 

CCTTCTTCTGAAACTATCCCACACCTGTGTTTGGCAACAAGCGGGTGGCCCTTGATCCAA 

ATAGCATTTTTCAACTTGCGAACTCTTACACTTTTGGCAAGGGACACCAAGTACCTGGGT 

AATGATCTTTAATGGAAATGAACCTTTGGCTTGATTAACATTGAACTGGGTTAGTATGCA 

CAAGCCGAGCTTCGTGGGCCTTCCATGGGAACCCTTTCCTGGCAGCCACCTGGCCACCTG 

GAAGAACTGGGCCTGGGCAGGTTTCTCTTTAT 

Sequence 10271 

CGGGCCCCCCCCTCGAAATACTTCTAGNATTAATTAACGCGGGGGGCTTAACCTAATAAG 

CCGTGTACCCTCCCTTGTACCCTTGAGTTGAATCTCAGAAACTCTAGAGTGCATAAATTG 

GATCATGAGACTAGGTCATGAAGCTAACAAACAACTTCTGTTTTTCAAGGATGGTTCTAA 

ACCATATAAAGACTCTCTGATATTTGCAGTGATTGGCAAAATAAGATACTTTTTACATAT 

TCTTTTTTTTAAATAATGTGACATTTTTCTAGCGCTTGACCAAATAGGATGAAATGATAC 

AATACATGCTCTAAGGGCACTATTAACTAATAAATAATATAAGTATTTTTTTGTGCTTTA 

CAATTAATTTTTTGAGAAAACTAGAGTCAAGTATCGTGCTTACACAAGGCAAACCATTTT 

AGTGTTCCTTACTCTTTGATTAAATTTATATTTATAACATGTTGATGGGAGTAAAAAATT 

CATTGGCTAGAGAGACAAAGACCTGGATTCTGGTCCCAGCTCTGGCACTTAACCTACTGG 

CTATCACCTTGGGTATTTAACCACCATGGTACCAGCTTCTCATGTTTAAAATGAAAGTTA 

GGGCCACGTGCGGTGGC 

Sequence 10272 

ATTAATTAACGCGGGTGAACAGTGTGAAAT TATCTAGGCTCTGCAGCAAGGAAGAATTAG 

AAATTATGGCAGCAGGTGTAAGATAGCGTATAACCAAGAGGGATTGGAGTTAGGAAGTCC 

TGTGAAATTTGCCTAGATCAGGTCGCTAGCACTGGAATCAAACAGGAGCACATGCAGAAG 

AAAAATCAGCATAATTTTCAGTAAGGAAAAACAAGCAGTTCGCATGCCTAGGAGACTTCT 

AGT TAAAT ATGT CAT AGTT TC TCC AAATTTAAGCAAAT CAT AAGCCAACAGT AAAGTAAA 

TCGTAAACTTA 

Sequence 10273 

CGGGGCCCCCCCTCGGAAGTCTTCTAGNATTAATTAACGCGGGGGGCCTGTCATTAGCGT 

ATTAGGGGGGGAAAATCCATCGATGATGCATACTCATTCACAAAACATCTACAGGTCTTC 

T G T C C T T AAG C T C AT AAC T C AC AG T AAG TAT C AAAT AT C C T T C AAT T C T ACC AAAT AT T G 

CTCAGCATATAGATTTACAAAAAAAAAAAAACCTAAAAACCAATTTCTGGATGCCTGCTA 

TTTAAGACATCTAGCTCACTAATTGCAAAATCTATAGAAAAGTCTGCACAGCATCAAAGC 

CTCGGTTGATCCTATGAGCAGTTCTAAATGAAAAACTGTCTCTTTTGCGAGTAAATAAAG 

CACTTAATGCAGTTTCTGGCTATAATTGTGTTTCTCCTGTGGGTTTTGAAAATGACCTTC 

CTGTAAGCCTCAAGGACTGTAACTTTNTAGATAAGGAAACTTGTTCTTGTTTTAAGTCTA 

TGTCAGGTTCATTCCCCTATAG 

Sequence 10274 

TTAATTAACGCGGGATTGTTAAAAAAAAGCTCATTAATACATACTGCTTATAAACTAGGA 

AGTGCAACAAATATGTCAAATATGTATTTTAAAGACTTCTAAGTACAAAGGATTTATTTT 

GTTACTTGCTTAAACTGTTATTGATTCTCCTTTTAAATGTTAACCTTTTTTCTCTCTCCT 

ATAAATAGAGTTCTGGGTGGAGAAATGATAAGGGATAAAGCTGGAGAGTCAGGCTTAACT 

T GNAAAT ACT T T AGAAAT T GAT TT T T ATC T G 

Sequence 10275 

CGGGCCCCCCCCTCGAAAGTCTTCTAGNAATTAATTAACGCGGGCTATATCTAGTCTACC 

TACAAAATGATCATGAAAACACTTTAAGTACCATTTTTTACACATCTGAAAATGAAGGAG 

AAAGGATAATTTTATATTAGTGTGTTTCGGTGATGTAGGCACTTAGCATGAAAAGAAAAA 

ACTGGATAGACCTTGATCTGAATGGTGTCACTCCAAATTGTGGCCTATTTTACTGTTTTC 

CTAGAAAGCACATATTGACAGGGTACTTCTTTTGAATAATTCAGTATTTTAAAAATGCAA 

GCCAGGCACAGTGGCTCACGCCTGTAATCCAGCACTTTGGAAGGCCGAGGTGGGGGGATC 

ACGAGGTCAGGAGTTCAAGACCAGCCTGGCCAACATGGGTGAAACCTCATCTCTACAAAA 

ATACAAAACT 

Sequence 10276 

CGGGCCCCCCCCTCGNGAATACTTCTAGAATTAATTAACGCGGGGTAGTTCAGCAGGGTA 
AGAATGATACAAGTGTAAGGGACAGAGATGGAAGTGATGATTTCAAGTTCCAAGGTGAAC 
TGAGGTAAATAAAATCAGAATGGGTAAAAGGGACTAGGAAACTTTTCAGGGCCTGATTGT 
CACATTGAAGTACACGTTTCAAGGGAATGAGAAACTGGATGATAGGCAAGGGGAGAAAGT 
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AGAAATCAGAGAGCGAAAGTTCGCGGTTCTGGTTCTTGTCCCAGGGTTAGCCCAGGAGCA 

AGTGTGGCCATCCATGTTGCTGGATTAGAGAAAGCCTAAGCACTGTGAAGCCAGGTTCTG 

CATGGACTATCTATTAAGTGATGAAGTTTCCCAGAATGCAATGGCATCCTGTGGGAAATG 

TAATCATGGGACAGGCGTCATTTTGCTTGCAGTATACAGGCAATGTCCTAAAACATGACG 

GTGAAAATGGATGACTTTCGACTTCGACTTCAAACCATTACAGCTACAGAGTGGAAACAA 

TTTGAGGGTAGAGGTTAGGTCTGCTCTTCTCCATAATCCCTCTCAGAGGATGCAGTGGTT 

TATACAGTGTTAATGGTTCATAACCA 

Sequence 10277 

CGGGGCCCCCCCTCGGGGTACTTCTAGAATTAATTAACGCGGGAGTTGAATTAAGTTTTT 

AAAAATGGTTTCGTTACTTTGGTCTCTTATAAACCTATCAGTTTTGTGCTGTAGGACAGT 

ATAAAATAATGTTTTAGATATTTTGTGAAAGTTATTTGATATTAGACTCTCAAATCCTAC 

TTAATATGTCACTTATTAGTAAAGTAGATATCTGTATTTAATATTCTAACTAGCATATAT 

TTGCTATATTATCCATTTATTTATTGAATGGTTAGTGTACTGGGTTACTAAGCTCAATGT 

TTAATAGGGCAGAGAGAACAGTATTAAAATTTTAAATCTTATTAAGTTTTGATGATCAGT 

TAAAATAATGTATGTGAAAGCATTTTGAGAACTATAGGTTGCTTCTGGATGCAGGCAACA 

GAAGACCTCACTGAAATTGGTCTTAAAAATAGGGGTATTGGGGGACAGAGCGAGGCTCCA 

TCTCAAAAAAAAAAAAAA 

Sequence 10278 

CGGGCCCCCCCTCGAAAGTCTTCTAGAATTAATTAACGCGGGATAT TAGAATTTAAAAGA 

ACGTTTTTTCTGTAGTAGAAATCTCTTTCTTCTACTCCCAGCAATGTTAAAGTTATAGTT 

TTAGATTTAGGGTTGACAAGAATAACTTTGCTTTGCATAGCTAATTAACCAGATTGAGTA 

AC AG AGC AAAAAAAAAAAG TTTATTTT C AC AC T G T G GT AAT AAT AG T T AC CAT T T T T GG A 

GTTCCACATTATTTCTATTGTTGTATATGTCTTAATAAGGGAATGGCTTCCTCTCACTAA 

C T T C AAGT C AC AC C AAG AAAC CTGCTTCTTCCT G AAGAGG G 

Sequence 10279 

CCCCCCTCGAGAAGTCTTCTAGAATTAATTAACGCGGGGGAGTAGCCAGGCAGGTGCCTC 

ACTGGCTTCTTCAGACGAGGCTTCCTCAGGTGGATATATGACTATTAGGGGAAAAGAGGC 

TTTTGAGACAGCTTATTACCTCCTTCCCCTTTTTGAACTAAGTACATTGTCTCAGTCCCA 

GTATGAATTTGTCCCATTTGGGGTATTTTTAAAATAAAAGATGGCTAACATGGAATCTGG 

GGCATAGCCTTGGCCTTTAATTATGGTTGTAAGCCCAAATAATGGCAGAGAAACACAGGG 

CTGTTTTTACAACAGAAAACTCAATATAAGTTTTATATAAGAATCCTATAAAATTTGAAC 

CAGAGCTCCTATTTAGTTGTTATAATGTCTCCTAAAGATCTTAAATGCTTCTAAAAGCTA 

ATTATTATTCCAGAGCAACTTTTTCCTTTTCCCCCTTATAAAGTTTTTTTTTAAATCCAA 

AAAAAAAAAAAA 

Sequence 10280 

CCGGGCCCCCCCTCGGAAGTCTTCTAGAATTAATTAACGCGGGATAGTAATGATACCTAT 

AAACTCCCTTGAACAAGTAATTCTTGGCTCTGGAGTGCCGAATCAAGTGAAATTAAGGAG 

TTTTGACTTAAGTTGTACAGATAATTGCAGGAAAGCTCAGAACATGGTTGCCAGGTCACC 

ACGACAACAAGAAATTCAGAGCTAGGTAGTGGGAGAAAAGTGGAATTAGACATGTAGCCA 

AGCCTAGCCTGAACTAGCTGAGTGTGGTCTGCACTCACGTCCAGTTCCCCACAATACAGC 

AGGCCCAGGGATTCAGGTAATTGAATTACCTAAAAACCAACTGAATAAATGATGAGGTGG 

TGGCAGGAAGCGAGGCTAGAGACTGAGGTGAGCCGAAAAAGCGAATGCGTATTAGGGTGG 

AGCAGCACCACATATCCCCTGTCACCTTGCAGCACTGGGAGAAGAGTGGGGGCCCCAGCT 

GCTGCAGACTTCTCTCTCTGGAAAGTGCCAGTCTCTGTCATTGGTCTTCTCTGGATATAC 

GCTAATTAGAGTAATGTGATTCCAGGAACTNTCAAACAGTTCATGTACCCTGCTCAACAN 

ATACAGCATTT 

Sequence 10281 

TTCTAGATTATTAACGCGGGGACACACCACTTCAGGGGCCAGAAAACTGAAGAAGACTAA 
TTCTAATCACGTGAATTAAAAAAAAAAATCCTTTCTGAGTTGCTATTTATGGTCTGGGAG 
AGATTATTATGATATCAAATTTTCTTACTTACCACTGACAATTCTCTTAAAAGGAAGAAA 
AGAAAGACTGTCCTTGAAGTTGACTAACTCTTAGAATATCAAGCCTACTTCATTCTCCAT 
AACATTAATAACTGATGCAGAAGCAAAACAGAAGAGTCTGAGTTCAGAACATTTTTGTCT 
AATGGAGGGGCACAGGGACTCATGTCATGCTTCAGGATACCTTGTAACCATTCCTGTTTT 
ATTAGAGAAGATAATCCAGCTACATTCTCAAGGTGGGTAAGTCAACACAGCGAGGTGCCT 
TGGACAGAGCGTGCTTCCTGTGCTGGGAGCTCGGGTGCCTGCAGGCGTGGGCTCCCTCTG 
GTGCACCCTCTGCAGCTCCCCAGATAGCCAAAGCAATCTTGAGCAAGAGCAACAGAGTGG 
GAG GC AT CCTGCTTCCTGAT T AC TAAAT G TAT G AC AAAGC TGCAGT GAT GC A 



Table 8 
7/1983 



Sequence 10282 

TCCACCGCGGTGGCGGCCGCTTTTTTTTTTTTTTGAAAAAAACTGGGTTTAAAAAAAAAA 

CTTTGGAAACCCTAAAAGACTTTGGTTTCCTCCTTCTAAAAAAACAAACCTGTGGAAAAC 

CTAAAAAATTTTGTAAATTTTGGCCTTTTTAAAATTTAAAAGAGACTTTTAAAAATTCCT 

CCTTTTTTAAAATTTAGAAGGCCTTTTACTTGTAACCTTTTTTAAGGAAAATTCCTTTTC 

CCAAATTAAAATTTCCCAAAAATTTTTTCTTTTTGGCCAGTCGGTGGCTTAATAAAAAAT 

CCCGGGATTCTGTTTATCCCTCGGCTTTAAATCGGTGGCAGTATCACATGATGGGTCCCC 

TTGGGAAAGGTGGTTTTTTTATTCGGGAGAGATGGAGATTTAAAAGGGCAATTGATGTTT 

TTATAAAAAGGGTTTGGGCTTTGGGG 

Sequence 10283 

ACTGGGTTACCCGGGCCCCCCCTCNAAATACTTCTAGNATTAATTAACGCGGGTGATTAG 

AAAACTAGACTTAACTAGTTACGTGTGCCAGTAATTCTAAAAATTGATCAAAATCATTAC 

TTATGTTTAAAAATAAACATTGTGGAAGACAGTCTCTGGGAAAATTGAAACTTTTTAAAA 

CTAAAATTGTGTGTTGGTTGCTTTCCTAATAGAAGCATTTATATCTATGTTGGTAGAGGC 

CATAAACTTAGATGCTTAAAGGGGAAGCTAATATAAATGAGCAAAGCTGAGAAGTAAAAA 

GAACCACAAATCCTAGAAACAATGGACTGAAAACAATGTTCTTGGTATGCCCCTCCATCT 

TAAAAAAAAATGCTTTTTTCATTTCTACTTTTTTTTTGATACGTGAGAAAAATGGGCCTG 

AGTTTGCCAGATTGTGTGGTGGTGTTTTGTTTTGTTTAAAGAAAAGCCAGATATCTAGTT 

T T T GGT G T AAAAT AT T CC AAT NT T T AAAC AT AG AAAAC AAAT TAAAAT T ATT T AAAAT T A 

ACAGAAAGGAAGATTTTTGTGGGCTCAGAATAACACTTTTGT 

Sequence 10284 

CGGGCCCCCCCCTCGGAGTACTTCTAGAATTAATTAACGCGGGAATCCCTTAAACAGGGA 

AATATGAGTCTGTGTGATGGAGATACTATCTCAGAAGCAGTAGCAGGAGTTTCCAAAAGG 

AAT T CAT T AAAC AGAAAAAAAAAAAAG AC T AT AT AT T T T CAC AAC T T T AAAAG AAGACT C 

TTCTTTATGCACAACAAGAATGTAGTCGGACAGGAAAAATAAAGCATAAATAGCTATTAT 

ATAATCAAATATAGTGTTGTGATAGAAATATTTTCAACGAACTAGAGGCAATTCTGTATC 

TGGTATGGCAGAGTAAGCCCCATCATGGTCTACATTCCTATGAATGGCAATTCTAAACTC 

T GAACAAAACATAAAAATATT T GT AGAAAC TAGGG AGTGAACAAAAT AAGACAGACTGTA 

AATAAGTGCCAAAACTTGCCAGAAGGAAAAAGAATGAGGTGCATTTTTTCATTATTGCAG 

GTAT TAGTCT GAAAGTAGGCT AAAGCC T AAAAC 

Sequence 10285 

TGGGTACCGGGCCCCCCCCTCGNGGGTACTTCTAGNATTAATTAACGCGGGGCAACCTAG 

CAGAGAAGAAGTTTCATGAAGTCAGAGCCCAGGTGTTTGGGTGAGGGTAGGGAGTTGGGG 

CAAAGCAACACTGGGCTTCTAAAAAAGAAATGTCTCCCCTGAGATGAATGACTTGTTGGC 

AC AAG T T T CAGGAAAG ACAAAG C T C T AAAAAT AT CAT T GT AAAAT T AAT AAT ACT T CT C C 

AAAGTAAGGACTCAACTCAAACTATCCTTGGATGCAATTAAAATGGCCTTGGAAGAAGCT 

TTCAGGTGCGGAGGTACTCACCAGTGTCCTGCCAGCACCTTCATCTCTGAAGAAGTCATC 

GGAGGGAGCCACTACCTTGATTTTATGACCACAGATGAGTTTCCTTTAATCCGAAAGAGA 

TTGACTTTTGGCATTTTTTTCTTAGTTTTTGTTTATTTATATTCTTTTAAGCTTTAAAAA 

AAAGTGTCATTGCTGTGCTTCTTATTCCTCTGGCTGACTTTAGAATTGAGGACTGNGAAT 

CCTGAAAATTTGCAAAGTTATCTCCTATCCTCACTGCCTTGGAACACCCATTATTCCACT 

CTGTCTAATNTCTACTCATGTTTCAAGTCTA 

Sequence 10286 

CCGGGCCCCCCCTCGGAAGTCTTCTAGAATTAATTAACGCGGGACTATAGGTCATTTTAT 

TTATTATTACCTTAAGTAAAATAGTTCTAGAAGAAGAACTGGATGCTAGGCCTTTCTTTT 

ACCTGGTAGTGGAGTTTCATACTTCAGGATTAGTGAATACAGTTTGCTAATTAATTTTAT 

ATAACCTAAGACTCAAAATGAACTTGTAATAATTACTAAAATTATATGAGGAGAAATGAA 

AAGTCAATGAGTAAATGAGGACGATGATAAATAATGAATAATTGCAAGATAACATATACA 

AGACGGATATGGTAATAGTAAAGCAATTTGATTAGTGGGCATTCAAAGTAGAATAAAACA 

CCTTTCTGAATGGCCAGAAAAATGGTTGAATAGCCACTGACCATCTTTTTAATTCTATAT 

TATATAACAAATCTTTCTTGGTAATCTTTACTTATTTTCCTCCTCAGTTCTTTAGAGATA 

CATATACTTGGTTTGGGTGTTGAATTAGGAAATTAATTGCTAATTGTAGTTTTTGTTAAA 

ATGTAAATAGAGATTGCTTATTAGCTG 

Sequence 10287 

TCCACCGCGGTGGCGGCCGCTTTTTTTTTTTTTTTCAAAAATATTAATTCAATTGAAAAT 
AGAATGGGGGTAAACAAACCCCTTGATTCCCCTTTCGTGTTGCCCTCCCTGCGTAATGAA 
AAAAGGGCTCAGGGAGGCGAACCCGAATGGGGAGGCGGTTGAAGGCCCCTTTTGCTTGTT 
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AAAAGTTGTGGGGCCCTGGGGGGGTCAGAACAGTTGGACCCCCCTGATTTTCGTTGTTTA 

TAAAATAACAGTCAGGTTTGCGGTCCCTCCCTTTCAGGGTAACGGGGAAATTCAAATGAG 

GTCTTATTTGTAAAACCTTTTTTTAATTTGTAACCCCAGCCACTTGTAATAAAAGGTCGG 

GGTCCTCCTGTAACTTGGAACTTTGGGGGTCCCTGGCCACTTTCCAATTGTTGGCTCTTT 

GGTCATTTAAAAACATGGGGCTCATTTG 

Sequence 10288 

CGGGCCCCCCCCTCGGAAGTCTTCTAGAATTAATTAACGCGGGATTTTCAGTGTTACATT 

GCTTTTCTTTCTGTGGTGAAATATAAGTGGACAGAATTGTGCAACTGCCAATATTAATCA 

TTGTAATAACTGCCATTTGCGTGACTGCTCTGTGACTTATCTCTGAGCTAGGAACTTTAA 

GTTTCATTCAGTAGTTAATTGTCATAGTAACCCTGTAAGGTCGATATTTTTCATTTAAGG 

ACT GGAGCT CAGAAAGTT TCAGAGGTAATATACAAT TTGGACAAGATAATATGGT TACCT 

ATGATTGGAAACCAGACTTCTTTGATCTAAAAGCTGTCTTACTCTTTACTGTACTAGGGT 

TATATGAAAAGTTAAAGTTTTGATAGAATCATAATTGTTTTCTTTCTTCTTGCTGAAAAG 

G AC T T T AAAG AT CAT TTTAGTTTATGC C AC AT AG T TG GCC AAT GAAG AG AT AG G T T C T AA 

GAGTAAATGGCCACAGTCATATTCTTGGACTCATAATGAGATGATTTTTCAATAGAAACT 

CAGTGGAATTGTTTTGTTTTAATGCAATTGAATGATTTTGTAGAAACCCTGGTGTCAGTT 

GTAAAGGGAAAAGCCTGTTGCTTGCAT 

Sequence 10289 

CCGGGCCCCCCCTCGGAAGTCTTCTAGAATTAATTAACGCGGGGCTACAGTAATCAAGAC 
AGTGTGGTAATGGTAAAAGAATTGACACATATATCAAGGGCACAAAATAGAGAGCCCAGA 
AATATTCATAAAATCTCTAGTCTTTTTTCTGTGTCATGAAGCTCCCTTTAGACTAAATCA 
CTAATTGGTAAGAATTTCATTGTTCTTAGCTACATTCATCCTTGCATCTAAAATTAAAAT 
TATTTCTATAAAATTATACTAGTTTTGTCTCTCACTTCCACAGGATCTAGCAGCTCTGTG 
TAGTTTCCTTTGAATTTACTGACTCAATCCCTAATGGGTTGCCCACCACCAAAAAAAAAA 
AAAA 

Sequence 102 90 

CTGGGTACCGGGCCCCCCCCTCGGAGTACTTCTAGNATTAATTAACGCGGGNAAAGTATT 

TAT TG T ACAT T AT T T T CAT AG ATT AAAT AAAT G T C T T TAT AAT AC CAAAAAAAAAAAAAA 

AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAGGAGGA 

AACACGGGGGCGGCCCCCGGGGGGGGGCAACAAGGGCGCCTATGGGGCGCCGTTTTACCC 

CCCCCCCCCGGCGCGAGGGGTGCCCCAACCCCCCGGGG 

Sequence 10291 

CCGGGCCCCCCCTCGGAAGTCTTCTAGAATTAATTAACGCGGGTACCAGGTTCCTGTAAA 

AATTCCTTGTCCATAAAGGTCGTATTCTTTGTAAAGGACATATGCTTTTAGACGATTGGG 

TAATGGAAGAAATGACATGAAGACAGGGCAGCGCAAATGTAACCGTCCCATGCATTTCCG 

GATCTTTAGGCAGCACAAATGTTTTAGGGAGCGAGGGTTTGCTAAAAAGAAAAGGCACAT 

TATCCAAAGAGAAAAAGAACTTTTTTTTTAGTATCTTAGGGTTTTGTTAGCAAACGTATT 

T GAT AG CAT TTCATTTGCTGT T AC T AAAT G GC AAAG T C AAT AGG G AAAC AG t T T T T C AG T 

TCTTATTGCAATCCTTGTTGTAGATATGGTTCCAGAGCCATGTCAAGTTAGAATCCAAAG 

ACTGGCATCAATCATGGATCTGGCCTGTGAGATCTGAAGTTCTTAAATCTGCATGTGGCC 

AGGCGGGGTGGCTCATGCCTGTAATCCCAGCACTCTGGG 

Sequence 10292 

GGGCCCCCCCTCGAAAGTCTTCTAGAATTAAT TAACGCGGGCATGTTGAAAAGAATGCAA 

TGGCCTTATTGGAGTTTTCATCTTGTAAGATCCTTTAATTGTATGTTTTTTTTTCCTTTG 

GGTTCATTAACAGTTTCTATTTAAAATACATCCACTTACAGACTGAAGATGTCAGAAGCC 

CCAGCAGGGACCATGGCTGGAAGGCCCAGTCTGTAGATGACTGCTCCCCTCTTCTGCACC 

CCTCATACCTCTCCTGTTCCCAAACAGTTAACTGCCTTCTTCCTTCTCCTTCCCTTCCCC 

CATCCTTCAGCTTTTTAAATTTCACCTCAGAAGAAACCCCATCTATATTCTTTTGAACTC 

ATGTGCTTTTGAGTCAGGGAAGGGATGACTTTTCTTCGTCTCTTTAAATCAACAGATCAC 

AGAGCCATGGGCGCGTTGCCTTGCTCTGCTGCTCCCGGATGGAATTCAGCTGAGCAGTGG 

GAGAAGCCAGGGCAGTTCTTAAACTGTCCTCTGGGTGCAGCTGATCTCATTAAATCATGG 

CTTTTGTTGGTCTGCAGAATAAAGAACAGTCCTGCACTCCTCCGCTGTTCTCCATTGTGC 

TGGGGAACCT 

Sequence 10293 

CGGGCCCCCCCTCGAAAGTCTTCTAGNAATTAATTAACGCGGGGTTCCCTTTTAAATTAG 
ATGTTTTAAAGGGGATGAAGTACTGTGATTTTGGATCTGTGGAAAGCAATCTTTATAGTA 
ATCTCAAAAGCTACTTCTGACTACCTATAACAAGACCGTCTAAAATGCAAAATTTGTTTC 
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TTAAAATATATGCAATTTGCATTGCAAGTTGTAAAATAATTAACACTAAATATAGCAACA 

AACTCCAATGACTTAGGGCATCACATAGTATGTAATATATATTACATGTTCAACAAAGGT 

TGGCAGGATGTGAGGAGAGATGTCTTCCCAACAAAATAACTCAGAAACTTGGACTAGTGG 

ATGCCTCCATCTTGTAGCAGCATTACCTGGAAACGTGTTTCTGAAGTTGCAATGGCAGGG 

GAGTAGAGAGACAGAGGTTGAGAGAGACATGGGCTTTTAACTGCCTCTGCCCCAAAGTGA 

CTAACATCACTTTCTCTCACAAATCATTGGCCTAAACCAGCCACATGGTCCCAGCTTAGC 

TACAAGGAATGAGAAATGTAGGGGAGTATAAGGAATATTTGATGAGAACTCTCTCTGCCA 

CACACAAT T T GC AC AT CAGCTTT GGGC AC T G 

Sequence 10294 

CGGGCCCCCCCCTCGGAAATACTTCTAGNAATTAATTAACGCGGGACCTCATCTCTAAAA 

AAATAAAATAAAATAAAATAAATAAATAAAACAAGCCTTTTAATAGTCTGGATCATATAG 

AAGATTAATATTATGATGGATTGCACATTAATGTCTCAAAGGACACCCCCCGCCAAAATC 

ACCCTACTAAAAATCACACTGGGTTTCTAATCTTGGGGTTTAGAAATTTTCTTCTTATGC 

TTTAAAAACTCATTTTACTTCCTTTATCCTCTGATTTTTTGGGAAGACAGAGGGTGCTTC 

TTCTTGGACTCTTGAGTCCTGACACTAAATTCCTCCCTCAGTTCTAGTGCCCAGGCTAAG 

CAGAGACACTAAATCCCTTACTTCCTCTCAGTGTTCTCTTTCAGCTGCCTCAATGCTTCA 

CCTGGCTACATTCATACTTCATTCAGAAGTCTGAACAGGGCCGGGCATGGTGGCTCATGC 

CTGTAGTCCCAGCACTNTGGGAGGCTGAGGCAGGTGGATCATTTGAGGTCAGGAGTTCAA 

GACCAGGCTGGCCAACATGTGAAACCCCATCTCTACTAAA 

Sequence 10295 

CCCCCCTTCGGGGTACTTCTAGAATTAATTAACGCGGGGCTGTGAGTTCCCTGATGACAG 

AGAATGTCTTGTTGGTTTTGGAATTCCCAGTGCCCAACTTAATTCCTGGCACAGCTGAGT 

AAGCAAATGAATGAACGCCATCTAGTTGAGTAAAAATAAGTCTCGTTAGGCCGGATGGGT 

GGCTCACGCCTGTAATCCCAGCACTTTGGGAGGCCGAGGTGGGCGGATCAAGAGGTCAGG 

AGATCGAGACCATCCTGGCTAACACGGTGAAACCCTGTCTCTACTAAAAATATAAAAAAA 

AAAAAAAAAGCGGCCGCCACCGCGGT 

Sequence 10296 

CGGGCCCCCCCTCGAGGTACTTCTAGNATTAATTAACGCGGGACTGTGGGTGTTATTATC 

CTGACAATTTGTCATACATTTCCTGTCTTTAAAAAATAACTGTATACTAAGCAAAACTCA 

GGTAAGAAT T TCGAC T CT AC AT T TAGACAG T AAT AGT AT AT G T T GAT AT TAAAAT TTTGT 

TTCATTGTTCCAAATGAATGTGAATTAGTCATTGTGTTTGAAGTAATCTATATTCTTACA 

GTAAAAAAGTAAAATTGTTATGGAAATCCTCCTATCTATGCCTCATGTACCTTGAATTCT 

TTTCAATTGTTGAGTCTTCATGCTAAATTCTTGTATTCGTTAATGGAAAGTATATTTCAA 

ACTTAGCATGAATATTGATTTCTTTACATGCTACCTGTATAGTGTGGAGGAGACAGGGAT 

ACAGAATAAAATAATAAAATCCTGTGCATAATAAAAAGTAATGCTTAGCTATATAGAAGT 

AAAT T AT AAAAAAAAAAAAAAA 

Sequence 10297 

CCCCCCTCGGAGTACTTCTAGAATTAATTAACGCGGGGACTAAGAGAGTCTGGAGACTGT 

CAAGACTGCAGTTTCATCAAGACAGAAAGGTGACTGCAATGTTAAAGGAAGTGAGTCAGT 

CTGAGGAAATGTGGATGAGCCTACACTATTTTTCAAGGATTGGTTATAAAAGGAAAGTGA 

TAAAAGTGATGGTAGCTTGAAAGAGTAGCAGAGTTGAAGGTAGGTTGGGTGAGTGTGTGT 

GTCTTAAAAGTAAAAATAGTTAACTTGCAGAGCTTAAAGAGCAGAATCCAGTGGAGAGAT 

T GAAGTT GC AGG ATG AT AT GAC CCACCAAT G AC AAG AAAAC AGAAGAG AT G AGC AGAG AC 

ATGTTACCCTTAGAAAGAGGAAGAGACACCTGTTCCTCTGGCAGATAAGGGAAGATGATC 

AAGCAGTGGCTGCCATGTTGCTGACAGCC 

Sequence 10298 

CCCCCCCTCGAAAGTCTTCTAGNATTAATTAACGCGGGGCAGTTTGAGTTTTTAAAATTA 
TCGTACCTACAGTTGGCTGTAGTCATAGTAATTCACCCTTTCTCTCTAGGCTGTGTTAAA 
ATTCCTAAGAACAAAATAGCATGAACAAAGCCTGGGAAGTTTTAAAGCCAATCTTGAATC 
CCAAATGCCTGCTGTTTCACCAAATAATTAAGCGGCTACTTCATTTCTATTGCACACCTG 
GAGCTTAATTGCTTCACAAAACCACACACACAGATGGCTTCGAGAGAGGTAAGTCCACAT 
AATAAAAGTTCATGGGCAGCTCCGTTATTTGGACAAGGTTTTGGTTTTATGGAGCTGCTG 
CCCAGGGCACACACCATCTAAGTAGCTCCTGCTGATCAGCTGAACGTCACTTTGCAGTTG 
ACAGCACTAAGGCTACCCTACAGCCTATCTTCCTATGGGAACAATCCGGCATCTCCCCTG 
AGGGCAACCAGACTGTGCTGTGCACAATAAAGAAAGCCCTATGCCCCATATTCTCACTTG 
AAGAAAAGCAGAGATTACAGAAAGGTGATATATGAATATTCATTTGCTGTTATTAAAAAA 
CCATCATTT 
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Sequence 10299 

CGGGCCCCCCCTCGGAAGTCTTCTAGAATTAATTAACGCGGGCTCCTAAAACTTTGTCTT 

CAGGAAAAGCCTCAAAGGATCTCATGAGATTCATTAGGGAGCAGGAAGTGTGTGTGAATC 

AAAGTGATTGAAGATAATTCCCAATCCTCTACTCCCAAGGGGCTTCTGGTTTGTTTTTTT 

GTTTTTTTGTTTTTTTTAAGAGACAAGATCTCACTCTGTTGCTCAGGCTGGAATGCAGTG 

GCCTGATCATAGCTCACTGCATCCTCAAACTCCTGGGCTCAACAAATCCTCCTGCCTCAG 

CCTCCCAAAGTGTTGGGATTACGGGCGTGAACCATGATACCTGGCCTGATATTGAATACA 

TTCTGCCTTGCCAAGGAACTAAACATCCTTAGCACCTGATCTGGCCTGCCTTTCTTTTTC 

GTTCTTAGTCACTTTGGGTGTTTCTTTGATTCCCTGCCATTCTCTTGGTGTGTTCTTTGG 

TTTGGTGAGTTGAAGTTATCTTTTGTGGCTTCAAGTGTCACTTCCTTCTCCTGGGCAACA 

TAGCAAGACCCTATATCTACNAAAATAAAAATACAATAATTAGCTGGGA 

Sequence 10300 

CCGGGCCCCCCCTCGAGAATACTTCTAGAATTAATTAACGCGGGCAAATAGAAGCAAAAA 
AAAAGAAAGGC AG T GAT T AC AT TAT T ATAAAAT T AAAGACT CAAAAGC T T CAAAGGT AT T 
AATGGTCTATTTATTTTTAAATAGATAAGGGGTTAAGTCAATAATACATAACAATTATAA 
AT CAT T AC T T AGT ATC AT AAAAAT ATGT AAAC AT TAT GAGT T CAAGAGAAAAAT GAC AAA 
TATTTACAAATTAAATTTGAATTAAGATTGATTTATTTAGATTCAATATTCTATATAGAG 
TGAATACGCATTATTCTCAAGCATCCCTAGAATGTCTAAAAATCTATCACATAGTAGATA 
AT AAAG AAAAC T T C AAG AAAAT CT C AG AAAT C AAAAAT T T C AAG G GT T CAT TTTCTGATA 
GACCAAGGGCCCTTATCCATGTATGGGCTTCAGAAAATCCATAGGCTTCCTGACACAGTA 
TTTTGTGTTTATGATCATTTTCTCTGTGTTGCATGTACAGTTTTTCATCAATATTCCAAC 
TAATCCCAAT CCT TCAT AAATATGAGAT TAGGAGCTNATAAAGACAAT T ATAATGAAAG 
Sequence 10301 

GCGGGATAAAAAAGCACTTTTTTACTACCTCTTAATACGGTGGGGGCCCTCCAGGTCAAA 

AACCACCTGCCCAAATTCCAACCCTAAATGAAATCAAACCCCACAGGGTTGGAATGGCAA 

T AAAAT T G AT T C AC C T G AAAAAAAG G G GAT T C AC AG AT C AAAAAAC T G AAAC CTCCCTAT 

CAAGTTTTGGCTCCCTTTCTAAACAGTGACATGAAACCCAAGGGCTCCGGGAGGTCTCCT 

ACACTTACCCTCTATCCCGGAATTGTTTTTCAGGGGGGGTCCTAAGGGTTAACCCAAAAA 

AAAAAAAAAA 

Sequence 10302 

GGGCCCCCCCTCGGAAGTCTTCTAGAATTAATTAACGCGGGGTGGGGGGAGGTCAGAGGG 

AACAGTTGCTGTAAATTAGGTACAAGGATCAATTTGTGGTGTGCTGTGCGCGGGGGTGGG 

GCATGTCGAAAGCCTTGTTATTCGAAAGAATGTGCTTTGAACGACGTTGCCACGGTCATT 

CTACATTATGAATCTACTGTTTCCTTGCAGAAGTGGCTCCCTTCGCCGCAACTCCACACC 

TCGGGGTAACCGTAGAGATTGGCAGCAATGCCCCATCCCCTCACCAGCACTGTGCAAAGT 

GACTTTGACAGGCAGAGAAAAGCCAACCCAGTCGAATTCGTCTGGAAAGCATTCCAGCAA 

CCCAGAGAGGAGCCTCTGTTTCTCTCTCTGGGAAAAAGCCCCAAGGGTTTTGCTGAACCC 

AGGTCTTCCTGCTCATCTCTCAGCAGTTCAGAGCTACATAAACAACTTCTGACCATTTAC 

GCGATCATGTAAACCTACCCTGACATC 

Sequence 10303 

CGGGCCCCCCCTCGAAAGTCTTCTAGAATTAATTAACGCGGGACTGTAGCTCATCTATGC 

TCAGCAGCAGACTGCCTGGGGAACAGGAGACAATCTATTTGTCAAATGAAGAATTAGTCC 

CTGATGCTATCCTTCGGCCTTGATCCCCCCCTCAACACTCTCCTCTCTGTTCCTTCTTGT 

ATAAAGTCTTGCCTTGGGGGTTTCCCTTAACTACAAATAACGGTAGCATAAAACAATCTG 

CATTGTGCCTGCGATTCCCCATTTAGCATTTGTTGACAAATAAGAGTCATCAAATATTTA 

TTATTTATCTACAATGCTTTTAGCACTGTGGGGTTACAAAATAATCTTTATAGAATAATC 

TCTTGGCCTTGAGGAGGAGTTTATAGTCCTTTGAGAGAGTGAAAACCTCCATACATGGAA 

CTTCAGAT C AG AAGG T AT GGTCTGTAGT CAT T C AG AAAAAAAA AAAAA 

Sequence 10304 

TGGGTACCGGGCCCCCCCCTCGGAGGTACTTCTAGNATTAATTAACGCGGGGTAGTAATT 
TGTTCCAAGTCACACAACTTATCAATGGTGGACTATTCAGGACTTAGATCCCGGATATTC 
AGCCTCAGTAAACGTCTCCCCAGCTCCAGGGCGCTGCGTCATCTGGCTTTAAAAAAACGT 
TTCTGGCCGGGCGCAGTAGCTCACGCCTGTCATCCCATCACTTTGGGAGGCCGAGGCGGG 
CGGAT CACGAGGTCAAGAGTTCGAGACCAGCCTGGCCAACATGGTGAAACCTCGTCTCCA 
CTAAAAATACAAAAATTAGCTGGGCGTGGTGGCGGGCGCCTGTAATCCCAGCTACTCGGG 
AGGCTGAGACAGGAGAATCGCTTGAACCCGGCAGGCGGGGTTGCAGTGAGCCGAGATCGC 
GCCGTTGCACTCCAGCCTGGGCAACAAGTAAGACTCCGTCTCAAAAAAAAAAAAAAA 
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f 

Sequence 10305 

TTCTAGAATTAATTAACGCGGGTGCCTTTTGTTACATAGATGCTTAATTTAACAATTACC 
T AT T TAT AGT TCT TAT TAT TGACGGGAAT ATGAT TAGAAGT ACCAAAACTAAAAATT GCA 
TTATGTACT 
Sequence 1030 6 

CGGGCCCTTCTCGGNAGTCTTCTAGNATTAATTAACGCGGGGCGCTCACTGGTTTGTTCT 

CTTCTGCCTTGTTCCTCTTTTCTCCCCATGCCAATATCAGTGAGAAAGGATCTTTTTTGA 

TAGTAGGTTCGTAGGTGATGTCCTAAAAATTTTCATAAATACAGAAAAGAACGATAACAT 

TTAGCCACCACCCAGATACATATTTTAGATGAAAAAGAAGTACAGAGGCCGAGTGTGGTG 

GTTCACGCCTGTAATCCCAGCACTTTGGGAGGCCGAGGCTGGCGGATCACAGGGTCAGGA 

GTTCGAGACCAGCCTGACCAAGTTGGTGAAGTCCCGTCTCTACTAAAAATACAAAAATTA 

GCCTGGCATGGTGGTACCCGCCTGTAATCCCAGCTACTCAGGAGGCTGAGGCAGGAGAAT 

CACTGACACCCAGGAGGTGGAGGTTGCAGTGGGCCGAGGTTGCATCATTGCACTCCAGCC 

TGGGACTGTCTCACTCAGTCAGAGTGAGACTCCATCTGAAAAAAAAAAGGAAAAGGAGTA 

CAGAAAAGCTGTGGTTTCTATTGTCAGCACTTTTCTGTACTTGGACATTTTTTACAATGA 

GCTTTTGTTACTTG 

Sequence 10307 

GCCCCCCCTCGAAAGTCTTCTAGAATTAATTAACGCGGGGACCCTGGCACTTCCTTTATA 

TGGGAGTTAACCCTGTCTCTATAATCAAGAATATACCACTATGTAAGCTTCCTGAGAACA 

TACATATTTTTCCCAATCTGTTTTATCAGTGAGGTCATTTTGGGTGATGGGTGACAAAAA 

CTCAACTTACCCTGCTTAGGTTAAAAAGAATATTAATTGGCTCATATTATGAAAACCTAA 

GAACTAATCTGGCTCTAGGAAGAAGTGAATAAGAAAGCTCCAACCACGCAGTCAATGTTT 

ACCCATTTTTTTTCCTTCACTCATTGTCTCTGTTTCTTAATACAGTGGGTTCCTCTCTCC 

ATAGGCCCTCAGGTTTACATTACAGTCAACTGCAATCCCCAGAGAAAGGCTTTCTTTTTC 

CCAGAGGTTTCAACAAAATCTGGGTTGAGTCTCCTTGGAAGAACTGGTGTCACATGCTTA 

TTCGTGGAACCAATCACTGTGGCAGGGGCGGGGACTCTGTTGATTGGTCAGTCCTGNGTC 

AGTTGCCTGTCTCTGACGGGAAAGGAAATTACCTTCATCCCTCANACCCTGNGACTTAGT 

GTGATGC 

Sequence 10308 

TTCTAGAATTAATTAACGCGGGGCCAGAAGACTGAACAAGGCTGTCCTGAGACCTCTGTT 

TGGCAGAGATCTTGTTGATTCATATTTTATTTTTGTTTCAGAAAAGGTCTGCTATTGTTC 

AAATTTCTAATGTAGCTCATAAACACACAGCCAGTATCATTTCCCCTTCTACTGACTGAT 

ATATACAAAAAAAAAAAAAA 

Sequence 10309 

CCCCCCCTCGGGGTACTTCTAGAATTAATTAACGCGGGGCATGCAATCTTTCTCAGTGCT 

TTATTAAGGCTGGCTTGACTTCGTTTAGTCTTAACAATGTATGGGCCAGAGATTTCACAA 

GCAACATGTTCTTTAAGAATCATAACTACTTTAAGGTAGCTACTATTATTTTATCCAGCC 

T TAT AG AT GAAAAAAAAC AT AT C T T T AG AAAAT T T T AAT T T TAG T AAGT T T C C C AG AG T C 

AAAAAGTTAATAATGTCCAAACCAGAATGTGAGGTCAGGCAGTGAGACCCCTATGCTTTT 

AACTTTTTTGCGAGGGGAGTAGAGACAGAGTTTCACTTTGTTTCCAGTCTGGTCACGAAC 

TCCTGGTTTCAAGTGATCCTCCAGCCTTGGCCTCCCAAAGTGCTGGGATTATAGGCATGA 

ACCACCACACCTGGCCACTTTCAACCTCTCTAAACATTTTTTGTACATACTAG 

Sequence 10310 

CGGGCCCCCCCTCGANAATACTTCTAGAATTAATTAACGCGGGTTTTATAGTTATTTAAC 

AAGATATACAAGCTCCACTGCATACTTTAGGCCATTTCTTTCTCTCTTTGCTTTCTTTCC 

CTCCTGCTAATTTATCAAACATCATACATGTCGGGCACTATATGAGGTGCTGGGCTGTAC 

TCGTGACCAAACACTTGACATGAATCCCATTCATGTGACACTTGAAGTCTAGTAAGCTAC 

ACAGACATTAGTCAAATAAATTGACAAATAATATACAAATGCAGCTGTGGTAAGTGCTCT 

AGCTTTTAAGGGGATTTATTTGATCTCACATGGGCATAGTGTAAGAGTTAAGAAGGTTGG 

CCAGGCACAGTGGCTCACGCCTGTAATCCCAGCACTTTGGGAGGCTGAGATGGGTGAATC 

ACCTGAGGTCAGGGGTTCGAGACCAGCCTTACCAATATGGTGAAACCCTGTCTCTACTAA 

AATTACAAAAGTTAGCCATGCGTGTTGGCGTGTGCCTGGAGTCCCAGCTACTC 

Sequence 10311 

CGGGCCCCCCCTCGGAAGTCTTCTAGAATTAATTAACGCGGGGCTTATTTTGCTTATAAC 
TGACATGAGAAAATCTGGCAATACATAAAAATAATCTGTTTAAATGAAATTTAAACAAGA 
AGTTGAATTCATTTTTTTAAATTACCACTTTCTCTTACATGATGATAAGTATTAGTAGTT 
TTTATTTTATTTTATTATCAACTGATCTTTTCAAAGGTCAAGTCAATCAAGTAAATAGGC 
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TTTTGGTGTTGGGTGGTAAGGTCGAGAAAAATCAAAAATCAAATTTGAAAACAAAAATAT 

AATTAAGCCTGAGTTTAGTGGAATTTAATCTAGTTAGCTATAGGCTAAATCCAATACCTT 

TGCATCTCCATAATTAGGCATAAGCAGCAGGCAACTTGTACTGGTGACCAGCAGTCCACA 

GCCCAGATTGAGGAGACAAACTGAGCTTTGGGATTGGAATGGAGATGTGACTAGTGAGAG 

GAATTTTAAACTGGTAGAGCCCAGAGCCTTAGCTTCATCTAAAACAGAAACTCCAGGGGC 

TACTCTCCTGACCGCAAACCCTAACAGAGCCTGGAACCAGAATCAGTTAACCACTGCCAA 

ATTATTCAGTACCTCTGTTTTG 

Sequence 10312 

CCGGGCCCCCCCTCGAGAGTCTTCTAGAATTAATTAACGCGGGAGCAAGGATAAGGACAG 

AGGTGCTTTATATCCTTGGAAGTCAAACAGGGAGCCATTTATCAGAAATGGGGCCAGCTT 

GCGACACAAATGGAAAAGCATAGAAATGTCATAAAAGTGTATCTTCCAGCTAGGTGCAGT 

GGCTTATGCCTTTAATCCCAGCACTTTGGGGAGGCCAAGGTGGAAGGATTGCTTGAACCC 

AGAACTTTGAGACCAGCCTGGGCAACATAGCAAGACCTTATCTCAAAAAAAAAAAAAA 

Sequence 10313 

CGGGCCCCCCCCTCGAAAGTCTTCTAGNATTAATTAACGCGGGCACACCCATCCATGGTT 

ATTGAGTGTAGAAATCTTGTGTCTATTTTTGCTTCATGTGGTATGGCTAAAAGCTGTCAC 

ATTGACTGGCACTTAAATAGGCCCTCAAATTATTTCCTGAAGGAATATGTGTGGGTAAGT 

G AAAG T GT T CT T GAT AT C AAAT AT AT C AC C AAG T C C AG T T GAT GC C AC C CC C AAAAT AT C 

GCTGGAATCCATTTATTCCTCTTTATCTTCCCTGCTGGTCCCAGCCACCATCATCTCTGG 

TCTAACCTATTAAATTGTTTCTCAGTGGTCTGCCTGAGAAACTTTTCCCCTCCATTTAGC 

AGTGTCTTCACAGCAGCCAGAGGGCCGGGCACGGTGGCTCTTGCCTGTAATCCCAGCACT 

TTGAGAGGCCAAGTCAGGCAGATCACGAGGTCAGGAGATTGAGACCATCCTGTCCAACAT 

GGTGAAACCGCACCTCTACTAAAAATACAAAAATTAGCTGGGCCTGGTGGTGCGCGCCTG 

TAGTCCCAGCTATTTGGGAGGCTGANGCANGAGAATCGCTTGAACCCG 

Sequence 10314 

CGGGCCCCCCCTCGAAAGTCTTCTAGAATTAATTAACGCGGGGGAGGAGGAGGGAAGGTA 

AGAGATTGGCCCAAGACACAGCTTTTTAACAAGGAGCCAGGACTATCAATTTTCAGCTAT 

CAAATGTTGACTCTCTCACTAGAAAGTTACATTGTGGGTCACAGTGTAGCATGTGTGCTA 

ACTTGAGCATCTAAGGCTCTATCAGAACTATTGTTGTTAATAATCCAGAACTAAAACACT 

TCTGAATTTCACCATATCAGGTTTGCAAAATCCTTTTGACAGAGCTAAATCCAAGGGCAC 

AAATGAAATCACCACGGCCACATCTCTATTTCCCCATCCCTAGAACAGACTCACTTCCTG 

TAGCACACATAATGCCATCAGCCCCTCACCCTTACATCACTTAGCTTGAATGACAACATT 

T T T AT AG AC AT AT GC C AAAGAGG AC AGT C AC T GGC CC AAC T T G AGT CAT GTGCCCCTCCC 

TGTGTCCAAGATATAGGACATCCTATTTCCTTTGGTCACTTGGCCACTAGTAAGAATGGG 

CCCTGGCTGAAC 

Sequence 10315 

CCGGGCCCCCCCTCGGAAGTCTTCTAGAATTAATTAACGCGGGGTGCTAAGAGAGAAAGG 

AACAGGAATCTCCCAGTTCCTGAGAGCCTCCCAGGCTTTCTCCCTCGATGTTTAAAATTT 

GGAAAACAGGCTTTTCCTATCCGGATGAACAGAGATAATTTGTGTGGATGGATGTTCTGT 

GAAGGCCTATTGTGTCGAGCAGCGTATTAAAACATAAACATGGCTCTTCCCCCAAGAAAC 

TTACATTTCAGTAAGGGAGCCTGGCCAAAATGGAAAACTGCAAGGTTCAAATCCTGGAGT 

GCAGAAGAAGCATTAGGCATTGACCCTGTGGCTTCCTAATAGATCCGCAAAGTGCTTTGT 

TCCTGGAAATCATCCGATGAGTAGTTCAGTGCTATTGTATATCTTGTTAGAGCAGCCGAA 

GTGCCACAAAATGAACTAAAATCTCCCTGCAGAGTTGCTGTAT CATATGCTGAGAACATT 

CGGAACTTTCAACAAATTCATGTTACGATCCTGGGTAGCCATGGTTAAATCTGTACAGGG 

GTTAAATGAGAAATATGAGCCTGCTGTTTAGTGTCTTCTG 

Sequence 10316 

CCGGGCCCCCCCTCGGGAGTCTTCTAGNAATTAATTAACGCGGGATATTAGTGATTATTT 
TCTC ATT AGACTTGTTTTATTCAAGAAAGAAGCCAACAAT AGT ACATAAAT AAAT AAGGG 
ACCCATGTTACCTTATTCTCATCACAACATTTATTTTTCACAGACAGAATTTTGTGATAA 
G T AT T TG T GAT GAT T TGGGG AAAC TAT AAG C AT TG AAAT AT A 
Sequence 10317 

CCCCCCTCGAGAGTCTTCTAGAATTAATTAACGCGGGGGCATTATTTTTTCTTCTCCTAA 
AGGAGAATTTTTTTGAAACAAGTTTCAAACATCACAATTAGGGATTATTCAGTTTAAAAG 
GCCTGATAAAAGCCAATTGGAAAACACCAGAAATAGTGTTCAATTAATATGTGACAGATT 
AC AT AAT AAT G AAC AC AC AAAAAAG AG GACACCTGTTTCTTTC C AC T C C T AAT C T AT T C A 
TAAGGGAAATTTGACAGAATGACAGGATGCCCACACATTCAAGTTTCTAAAATTTTTATA 
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TTGGCCTTTTCTGGAAAAATGAAAAGATTCAGTTTGTGTTGTTTGGCTAAATCGTATCAT 

ATGACATGGTTACCTGAGGGTCTAAATTGTACACACCAAGAATAAGGAGACCTACATTCT 

TGTCGTAGTTCTGCTATTAGCTAGTTGTGCAACTTGAGGGAGTCACTCAACTTCTTTCAA 

GTCATAAGCTTGATGATTTCTAAGTACCTCCAGTTTGAATAGTCTGTGATTCTGCTCTAA 

AAATTAAGTTTGTTAGATGATTGATGCTTTTTACAGTCTTTACAAATTTG 

Sequence 10318 

CGGGCCCCCCCTCGAAAGTCTTCTAGAATTAATTAACGCGGGATAGTGATGGGGACTGAA 

AAGCCCTCCAACTCTGAGTCTGGCTTTTTTTCATGATTGATTTGGGGATTTGTTTCCATG 

AAGTAGGGTACATTTTGTGGCCAAATAGCTTCCTGCTGTCTTGGAACCTGTTTCCAGTTT 

AGATGATAAAGTTAGTTATTCTCTTTCCTATATGAGGAAGCAAGAAGTCCTAGGTATCCC 

CTAGGCTTCCAATTCCATAAACTCTACTGGAAGTAAAAATAATTATAAGAGAAGAATAAA 

AAAAAAAAAAAA 

Sequence 10319 

CGGGCCCCCCCCTCGAGGTACTTCTAGNATTAATTAACGCGGGTACTTTCACTATTCATT 
C T T T T AAT AG AAG G AG AAC T AG AAAC AAT C AAG TACTTTTTTCT T T AGC C T T G TACT AAA 
TTATTGGTAGCAAGGAGAAGAATCCATCTCCTAGCATTCTAGCAACTGAATACTCTCTTG 
GATCCTCTTCTGACTGCCAAGCTCTAGAAAAATAATCAGTGGCCATATGCAGGCCTATAA 
CATGAATCTAGGCAGCTCAAAGGAGGGTGAAACTGATGGTCTTTGGCAGTCCTATGATCA 
ACCTTGGGAAAATTATTCTTTCTTGTGCTAATTTCACCATATGTAAATGCTACCTCTTAT 
TTAGCACCTGACAAATGCTAAGTGCTGTACTTGGCATTTTACTTCTTTAGAGACATTTCA 
T T T AAAC C T C AC AAT AAC TTTGTGTTT T AC T T T T AT T T AG AT AC AAAAG AAC T GAG AT T C 
AGTAACTTGCCCGAAGTCAAATATATAAATTAAAGGCAATTCAACCTGTCAAATCTATTT 
CANAGGGATAATATAACTCAGAAAATGCATGNTAAGCATTCAGATGGCTGTGGTACTGCT 
TCT 

Sequence 10320 

CGGGCCCCCCCTCGGAAGTCTTCTAGAATTAATTAACGCGGGGGGGGAATGGGGGCTCTG 

TGTTCACACCAGACGACCTTCGTGCTATCACGGCCTTGTTGCTTGCCACTACGGAGCCAT 

GTGTTGCCCACGCTGGTTCGCTGGCATCATAGAGATGTCATTGGGCCAACCTGAAACAAC 

AGGGATACGCCCCAAAAAGATCTACTGTCTTCCAGCTAAACGATTGACCAGTAAAATCTA 

GCGGGCCACTATTGATAGAGGTGAGCGCTGTCCATATGCATCT 

Sequence 10321 

CCGGGCCCCCCCTCGGAAGTCTTCTAGAATTAATTAACGCGGGGTCTCACTGTGTTGCCT 
AGGCTAGTCTTGAACTCCTGGGCTAAAGCAATCCTCCCACTTCAGCTGCTCAAGGTACTA 
GGATTACAGGCAAGAGCCACCGTGTCCAGCCTGCACCAAGTTTTGATTTTGGAAGTCACT 
AAAGCTCAAAGCACTTTAGAGGAATGGCCATTGGCATATAGGAAAAACATGCCTAACTGC 
CCTAAAATAGTGGAGGCTTCCACAGTCCACGGCAGAGCCACAGCTCTAAGAGGTGCTCAG 
AGCAAGTATGCATTTCAATCGTGTCCTCTGTAGAAGTTCTAATACTGCACAGATTAATGA 
AACAGGGAAAGATAATAGCATGACTCGTAGACATGCTGTTGTTAAATTCAAGGTGTTGCA 
GAAAGCTTCTTAGTATTTAAGCAATGACAGCTGGAGGAACTAGATTCTCTCTGCAATTAA 
AATGTAAGATCTGATACTAGAAAGTTAATAGGTCTTGTGAAAGCAAATCAGTATTTTTCA 
GAGATGT GC ATCT TAT GACAAAAAGAAT CACAATAT T GAAGAT AAGGTGAACCAAAGT GC 
TGCTGGC 

Sequence 10322 

CGGGCCCCCCCTCGGAAGTCTTCTAGNATTAATTAACGCGGGTGTTGTGCAGTGTACAAC 
TGAGGACAATTCCAGCACGTGCTAGACCTTCCATCTAATATGAGCCCAGATACTCTCTCA 
GGGGCTGCTCTTGCTAAATAACAGAGCTTCCATAGTTTCCCCTGGATGCCTGGCCACATC 
CAGTTTCCTGTAGAAGATCACATCTTGTTGATCTGCTGATATAATACAAAACGAGAACAC 
AAAT G GT AG AAAAC AAAC AAC AAAAAC T G T T T C AG AT C C C AAC AAT T C AAAAAG G AG AC G 
TCTCAGAAAGCAAGAGGAGGCCTGGACTGTGCCAGATTTCAGTTGAGCCTCTGAGGTGAG 
CTCTGACATCCACACCACTTAAAGGCAGGCAAGTCCAGCCTGGGGAATGGACTCCAGGTT 
TTGAGTAGGACCGGGGGAGTCTCTGAGCTTAACCAGCAAGCCGCAGATAAAACAGGTTGC 
ACTGAGTTGGGGGCCTTCCAAGCCAGGCATCTGTGGCATTGGGTGTGTCACCAAATCCAT 
TAGCCG 

Sequence 10323 

CGGGCCCCCCCTCGGAAGTCTTCTAGAATTAATTAACGCGGGTTGGCTGGGACATCTTTG 
TTATTCCTCCACAGGGGCCTCGCCACAAGGCAACTTGGGCTTCTCCACAGCATGGTGGTC 
TCAGCGTTTCAACAGGGCAGAAGTGGAAGCTGCCCGGCCTCCTAGGGGCTAACCTGGCAC 



1 able 8 
14/1983 



AGCATCACTTCCACTACATTCTATTGGTCAAAGCAAGACACAAAAAGCTGGGGACAATGG 
TGTGCACCTGAGGTCCCAGTTACTCAGGAGGTTGAGGCAGGAAGATCGGGAGTTCAAACC 
CAACTTGGGCAGTGTAGTGAGACCCTGTCTCTAAAAACCCAAAAAAAAAAAAAAA 
Sequence 10324 

CCCCCCCTCGGGGTACTTCTAGNAATTAATTAACGCGGGTGGGGTGACCCAGGCAGACTT 

CACCTCCCCCANACGATGCAGATCCACTCTGGGCTGGGCCTCTGCTCTTTCCTGGGCTGA 

CGTAAAGCGTTCTGCTCATTTATAGATGAGAGTCGTGCCGTGCAGAACCCAGCATGTCAC 

CCGTGGTGCTGCTGCCATGCGGCGCTTCTGACCAGGGGTCTTTGCATGAGGCCCCTTGAC 

AGGGCTGCTCTGGGTGGTCACTTTGGGTGTGTACAGTAAAATACACGTGACATAAAATTC 

ACTATTTTAACCACTGGGGCATTTCTTTTCTTTCTTTTTTTTTGTTTGTTGTTTTGAAAC 

AGGGTCTCACTCTGTCACCCAGGCTAGAGTGCTGCGGTGCGATCACAGCTCACTGCACTC 

GAGCCTGGGTGACAGAGCAAAGCCTTGTCTCNNAAAAAAAAAAAAAAAAAAAGGAAAAGA 

AAAAAAAA 

Sequence 10325 

CCCCCCTCGAAAGTCTTCTAGAAT TAATTAACGCGGGATCTTAAAAAAGGATACTTCCTA 
TGCTTTATATATATATATTTTTTCTGCTCTTTTATACTTGTTTCTCTAATATTTTCAATG 
T C AAT AT T C AAT G T T TAT AT T T AAAG T AAT AAAAT C AG T AT AAT AC AT C AT C C T T AC C T T 
CACAAGTTCAAACCCCATGCTAATTGATGACTCTCTAAAACTATGTCTCTTATATATTGG 
TAATTTTTACCCATAGAACTTCCCATATTTAAAAAGCTGAAAAGAGGCTGGGCACGGTGG 
CTCATGCCTGTAATCCAAGAACTTTGGGAGGCCAAGGCGGGCAGATCACTTGAGGTCAGG 
AGTTCGAGACCAGTCTGGCCATCATGATGAAACCTTGTCTCTACTAAAAAAAAAAAAAAA 

Sequence 10326 

GGTACCGGGCCCCCCCCTCGAAATACTTCTAGNAT TAATTAACGCGGGACTGACATAGTT 
TATCCCCTTCATGGACAAAGGAGAAAAACTATGTATTCTCTCAATGGATATAAAATTATT 
TTAAAATATTCAATATTTTTTCCTAATTAAGGAAAAATCCTTGCTCACTTATTAATAGAA 
AATATTCCGGCCGGGCGCGGTGGCTCACGCCTGTAATCCCAGCACTTTGGGAGGCCGAGG 
CGGGCGGATCACGAGGTCAGGAGATCGAGACCATCCTGGCTAACACGGTGAAACCCCGTC 
TCTACTAAAAATACAAAAAAAAATTAGCCGGGCGA.GGTGGCGGGCGCCTGTAGTCCCAGC 
TACTTGGGAGGCTGAGGCAGGAGAATGGCGTGAACCCCAGGGGGCGGAGACTGCAGTGAG 
CCGAGATTGCGCCACTGCAGTCCAGCCTGGGCGACAGCGAGACTCTGTCTCAAAAAAAAA 
AAAAAA 

Sequence 10327 

GGTACCGGGCCCCCCCTCGGAAGTCTTCTAGAATTAATTAACGCGGGATTGCCCGTTTAT 

ATGAATCTGAATTTGAGACTTCATCCACTTATATATCCATCCTAAATCAGAAGATTTTGG 

GTTGCCAAAAGGATGGCTCAGGATTCAGTTGCAAAAGATTACATCCTGATCCTTTCCTGC 

GTAGTCTTGCCTATTGGGTAATGAAAGATTACACCCGAGCCTTGGACACATTACTGGAAC 

AAACACCAAAGGAGGATGATGAACATCAAGTTATCATCAAGTCTTGTAACCCGGTGGCAT 

TTAGTTTTTATAACTACCTTCGAACTCATCCTTTGCTCATTCGAAGAAATCTTGCCTCCC 

CTGAAGGAACTTTGGCAACCTTAGGTCTCAAAACTGAGAAGAACTTTGTTGATAAAATTA 

ACCTCATAGAAAAAAAAAAAAAAA 

Sequence 10328 

AGACTGGGGTACCGGGCCCCCCCCTCGGAATACTTCTAGNAATTAATTAACGCGGGGGTT 

GCGGTGAGCGGAGATCGTGACATTGCACTCCAGACTGGGTGGCGGGAGTGAAACCCTGTC 

TCAAAAAAAAAAAAACAAGATTGAGCAACAGTGCTCCTGGGGCAGAGACCAGCATATGTA 

AAGCCCAGATCAGGCAGCAAGTCTGGTGCACTAGAAGCAGGCCCTTCAGCCAGACAGGAC 

GAAGCTCACAGGGCAGCAAACCACCAAACAGAGCTTGGCCTTCACCCCAAGGGCAGCAGG 

CGCAAGTGAGGGTTGTAGGCAGCTGGCTAGTGAGGTCAGATGTGTGTTTTAGAATCATCT 

GTCCGACCTGTTCAAAAGCTTTGCTCAAACCCATTAAAGAAAAAAAAAAAAAA 

Sequence 10329 

CCCCCCCTCGGGGTACTTCTAGAATTAATTAACGCGGGTCTAGTCATGGGGATGAGCTCT 
TGGTGTGAACAGTGATCCAGAGAGAGTTTTGTAGACTCTGAGTTTCAAGAATTTGGATCT 
TTGCAAACCAATCAACCTCAATTATCTTTCCCTACTAAATGTCCAGACCAAAATTATGAC 
AAAACAACTTCATCTTGCTTCCCCAATTTGACTAAATAAAAATAACATTTCTAATCAATT 
GATACTTTAATTCAACGTAACTCACATCCTGAGCTCCTCTTATGTGCCAGACATGAGAAG 
GCAAGTAAATCATAGCTCACACATGATGGAGCTCCCAGTTTCATGAATAAAGGATTGCAG 
TAAAATGTAACAGGAATGTTCAGGATGCAAAATCCCTACAAAGAAGCCGCTGACAGCTGG 
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AAATGCT GGGGGAAACT T TGCAAAG GAT AT GAT GAT T GAAC T AGAT TTT T AT AGAAT GAA 
TAGGGGTTTATCCAGTGAAATAGGAAAGAAAAGCAATTTCAGAGAAGAAAGAGTATGCAC 
AAAG C AC AN AT G T G T G AAAAG AG G T T AAC AT T AG AG AAT C G T G AG TGG AT CTGTGTGGTA 
TGA 

Sequence 10330 

CCCCCCTCGGGAGTCTTCTAGAATTAATTAACGCGGGGAGCCTGTTTTTGACATTCTGCA 

GGGGGCACGTGACCCTAAGGCAGTGTGCGCACAGTCTGATTTACAACAAGGGTCACTAGT 

CAGCCCAGGCCGTGTGTGGCAGCTCACACCTGTAATCTCAGCACTTTAACAGGCCAAAGC 

GAGTGGATCACCTGAGGTCAGGAGTTCAAAAGACCATCCTGGCCAACATGGTGAAACTTC 

AT CT TTACTAAAAAGAACT AAAA 

Sequence 10331 

GGCCCCCCCTCGNGGGTACTTCTAGAATTAATTAACGCGGGGGAACGGGGGCGGGATGGC 
GCACGGCGAGATTTTTGGGCGCCGGAGAGCTGCCGATTAGAATCATATAACAGATGGGCT 
GTGGAGCCTGACCCAACAGAGAAGCGGTGATATGCAGTAGCTAGGAAGGG 
Sequence 10332 

CGGGCCCCCCCTCGGAAGTCTTCTAGAATTAATTAACGCGGGAGATCAAAAATTTAATGA 

CATT AT AGGATAT TACAAAGGCATT TCAAT AT TTGT GAT AT TGTAATCAGATAGAATTAT 

GAAAG T C AT T AGT T AG AGAAC AG AC T GT C C T G AAT GTCATGTCTGTTT T AC AAAGG AAGA 

TAATACAACAACAAATAGTCATAAGAAAAGAAAAAATCAAACCTTGAATGATGAAACAGA 

GGCAGGGACCACACTGTATCTACACAGTTTTAAACTGAAGAATTGTGTTACCGTTAGAGG 

TACGAGTGATGGAACGCTGCAGGTTCAGGAATGGTTAGGGAGCGGTGCAGAGCCTATGCT 

AACCTGAAAAGCAGCTTTTTGAAAATTAGCAAAGATATCATCTCTGGGTGAACCTTAAAG 

TATTTCCTCTCCATAAATTCTAGAGTGCCTCCTGTGTATGGACAAAGGGGATCCTTTCGC 

ATTGCAGTTGCAACTT 

Sequence 10333 

CGGGCCCCCCCTCGAAAGTCTTCTAGAATTAATTAACGCGGGCTTATGAAACCNACTTTC 
CAGGAAGCGACCCATTCTCACAGCTGAACACTGCATCCTCTCTTCTTTTTGGAATAGCCA 
TATGGCATTAAATCAATGAGCATTTTCCTTGATGCCTTACTGAAACAAATACCTTTTCTG 
GTTTTATTTCTAAAATCAATCCTATTTCTCTAACACCAAAGCAGTTCTTGCTATCAGCA 
Sequence 10334 

CCCCCCTCGGAAGTCTTCTAGAATTAATTAACGCGGGGGAGAAAGGGAAGAGAGACTTTA 

AATTTTACTTGTACAAACCTTTTCAAAATAGTGGATGTATTCAAGGACTGCTTTTGTAAT 

AAAAAAAAAAATACACATATAAAAATAGAGAAAACCAACTTGTGACCAAGCACTTTTGGC 

CTTAGTTTCCTCTTCTACAAAATGAGTTCTGAACTGAGCCATTTCAAACTTCTTTTTTTT 

TGAGATGGAGTCTTACACTGTCACCCGGGCTGGAGTGCAATGGCNCAATCTNANCTNACT 

ACAACCTCTGCCTCCCGGGTTCAAGCAATTCTCCTGGGAGGCGGAGCTTGCAGTGAGCCG 

AGAT CGC ACC ACT GCACTCCAGCC TGG 

Sequence 10335 

CGGGCCCCCCCTCGGAAGTCTTCTAGAATTAATTAACGCGGGGGCACATTGCACAACCTC 

ACTGTACCTCAGTTTCCTTCATCTATAAACTGCCTCCCTAGGGTTGCTGATGTATGTTGA 

TCTATTACAAAGGACTGAAAACAGCCACTGGCACATAGGAAGCCCTCACGTAAGTGTTCA 

CCATTATTTGTATGATTACCATATCCTGTGCAAGGTCCCTCCTAAGATGTAAGCTGCCTT 

AGGTCTCCAGGGCTCCCCCTTTGGAATGTGAGCCCCTTACAGATTCAGTACCTGATTTCT 

GGGCTTCGAGGCAAGACAGACATGGCCAAGGGGAGAAAAGCAGT 

Sequence 10336 

CCCCCCTCGGGAAGTCTTCTAGAATTAATTAACGCGGGGAGGTCTTTTCCCTCATGATAA 

CAGGCCAGGAGTGATGGCTCACACTTGCGAATCCCAGCACTTTGGGAGGCCAAGGTAGGA 

GGATTTGCTTGAACCTAGGAGTTTGAGACAAGCCTGGGCAATATAGTGAGATCCCATCTC 

TATAATAATAGTAAAATAACTATATCAACAGCAGCAGCCATTACCTTTATTAAGTGCTGT 

GCTTAGGCACTTTGCTTTATATACATTATTTTAGCTAATCTTTACAAGGACCACCACCTA 

CTGAGGTAGGTACTATTATTATCCCCAAAAAAAAAAAAAA 

Sequence 10337 

CCCCCCTCGAAAGTCTTCTAGAATTAATTAACGCGGGNGGGAGACTCAACAACAGGCTAT 
GAAATAACTTTTTGGGATGAAAATATTCTGTATCTTGACTGTGGTAAAAGTTACAAGACT 
GCACTTCTTTGTCAAATTT CAT AGAAT TAT AT ACCT AAT AAGGGTAAATTTTACTGT ATA 
TAAAT TAT ACC T AAT T AAC C T AAAAAAAAT C AACAC CAAGT C AAT GT GAT AAG GCAGT AT 
AAGAATCTTCTCTCAAATTTTAGACATAAAGATATAACTTATTTTAACAAAATAAAAATG 
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TACTAGTCATACTGCATCAAATTTATTCCTTCAAAACTCCGTGTCATCTGATTTTTTTAA 

AGCAAAAATATTTTCATGGTATTTTATATCATATTAATAATGCGAGTCAGAGAAGCATTT 

ATT G AAG C AC AT AAAT AC GAAC AC T G TAG AT TAT C AGAC TAG TAT AC T AAAT AG T T GG AT 

TTCAACCATTAAAGGTTGTAGAAGAATGGCTAAACTTCTATCTAGGGAAAATGTTGATTA 

AAGGGCCAAGAAAGGTTAATGGGATTCTGGCACGTTATCCTTTCTATAAATGACTCANAA 

TCAGGTAAAGTCTT 

Sequence 10338 

AGCAATTAATTAACGCGGGCAACTTTGGGATTTTAAAAATTCTCTAAATATGGACTTTTA 

GGGGGTACGGGAGTGAGAGAGTTGTAATTTCCATTTTAAGTCCACTAGAAACCAATATAA 

TTAGGGTACAGCATATTCTGTCCTGTAGTAGATTTTAGAAACATGCAAATGAAGCACACT 

GTTTTCCATGGTTGTTTGATTTTCATTTGGGTGTTTTGAATTTAATGAGATTTTCCTGAT 

TTAGTGACCAGTAAGCTGACACCATGTTTTACTGTGGAAGGATATTTTTTTTCTTTTAAT 

AAGCACAGCAATTCATTGCATGATACACCATTGCTGTTTTGTGATGAGGAAGAACCTACA 

AATCCAATGTACGTTTATTCTCCCTTTTGCTAGGACAAAATGAATTTGTCCAGCCATATC 

ATAGCCTAGAGATATATTATTTCTGTGGCAGGAATCCATTGACAAAAAAAAAAAAA 

Sequence 10339 

CGGGCCCCCCCCTCGAAAGTCTTCTAGAATTAATTAACGCGGGCTCCTTCGCTCTGACCT 

TGTCTCTTCATGCGCCACCTGAATGAAATATTCAAGCACGTCATTCCTTTCAAGCATCCC 

TTCCTGGGGTAGGCGAGGAGGTTGGTGTGTATACAGAGGGTCCTGTATTCCTGGCTCAGT 

TCTTGTCTCTACCTCCAGCAGCCTGACCTCTCTGCGTCTCTATTTTCTCATCTGAAAAAT 

GGGAGTATTACTGAACAAAAGGGTTCTGCGCTTGCTCTGCTAGAAGCCAATCTTGATCAG 

GTGCAGAGGTTCATGCCTGTAATTCCAGCACTTTGGGAGACTGAGGTGGGTGGATCACCT 

GATGTTAGGATTTCAAAACCAGCCTGGTCAACATGGCAAAACCCCGTCTCTACTAAAAAT 

ACAAAAATTAGGTGGGCGTGGTGGTAGGTGCCTGTTAACCTTAGCTACTCGGGAGGCTGA 

GGCAGGAGAATCGCTTGAACCTGNGAGGTGGTGGTTGCAGTGAGCTGAGATCACACCACT 

GCACTCCAGCTAGGGCAATAGAATAAGACTCTGTCTCCAAAAA 

Sequence 10340 

CCCCCCTCGAGAAGTACTTCTAGAATTAATTAACGCGGGCCCCACAGCTTTAAGATACAA 
CTATGACTTTTCCTCCCAACACCTAAATTCTTTTGCTGCTTTGAAAGGAACAAAATTGTG 
AG AC AAG AAC T C AC AG AAGC C T AAC C T TAT CC T TAATCAGGACT TAAAAGAAAAC AAAAA 
TAGACTAAGAATTTTTCAAGAGGGAAACTAGTTACACAGTGCATGTTCATGATATGGATA 
TTGACTACAGAGAAAGAAACATTTCCAGAGAGACACAAGATGATAATAAAACACGCAAGT 
TCTAACACTGGTTCTCATACTTTTTTGTAGTCATATTCAGGGTCTTCTCTCAAAAAAAAA 
AAAAA 

Sequence 10341 

C T AAG AAGC TAT C C T AAG AAGAAT AT AGC CAAAAT T T C T AT GCAAAAAC AT T CAT AGT AG 

TATTATATGCAGTATTGAGAAACAAGTTTTACTTTTGTCCTTAGGAAGACAGACTGTTAG 

C C AAAT T AAC CAT AT T CACC T AGCAAAAT AT T AT T TTG T AAC AAAAAGGCAT AAC TAAGG 

TAATGCTTACTCTGGTGTGCTGGAAAAAGCACAGGCTCTAGAAAACGCTACCAAGTTAAA 

ATCTCAAGTTGATCCTGGACTAAATCTATGACTATTAGCAAGATAGACAAACTCTCAACT 

TGCATTTCCTCATGTGAAAATGTGATGTAATTATACTGCCTTATGTGGATATAATCAGTA 

AACAAGAAAAGTATCCCAAATGTCTAGTCTGAAGCTTGGCACATACAATAAACTAGTTAC 

TGTATCATGATGATAAATGGAAAAGGCAGGATACAAGTAAGAAGTGTAGTAGGACAAACT 

AT GTAAAAAT AT TC ACAG 

Sequence 10342 

CGGGCCCTTTCTCGANAGTCTTCTAGAATTAATTAACGCGGGAACCTAGTTTTAAGAATG 

TTTTATTATAGTCATGTATAAAAATTATTAACATATAGTAACTCACTTGGCATATTGAGA 

AGTAAGTATAATAAAGAATCTTAAAGCATGGGCCATATCTCAAAGAATCATAAACCAAAA 

TTAATATAATTGAGCATGCAATTAGTCCTTTATGCTAAAACTATGAAAAATGTTTTTCAT 

ATATGAGGTTCTTTGGAAAGGTATTTACACTTAAGACTATTTGGAAAGAAGCTTAAAGAG 

AAATATGATACAAATAGTCTGCACTAGGCTGTCTTGAACTTCTTGCACATTTAATTTAAT 

TCAACAGACGTGTATTGAATATCTGCTATGTAAAGTTCTGTGTTACTTGCTAAGAGGGAT 

ACT AAGATAT GT AAAAAAAAAAAAAA 

Sequence 10343 

CCGGGCCCCCCCTCGAAAGTCTTCTAGNAATTAATTAACGCGGGGTCATGCCTCATGAAC 
TAAACCGCACCCTGGCTATGCTCGGCTTACTTGGCCTAAGGACGCCGGATGGACTCACAG 
CCGGCGCATAACGGTGGAGGGATCCGCCACCTTATTGGCGCTATTCTCCCTACTGATCCA 
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TGCTGCTATGTGATGGGATGCACCATGTCCAGGCGATAGCTGGC 
Sequence 10344 

CCCCCCTCGGAAGTCTTCTAGAATTAATTAACGCGGGCAGCCTGGGCGACAGTGATGCCC 

TGTCTCAAAAAAAAAAACAAAACAGTAATTTACACTATTATAGTCCCCAAATTTAAAATT 

T GAATAC GAT GAT GGAGGAGC TAT GCAGCG AT GGAT T G AGG T TATTCATAAC T GAT TATA 

AAAGCAGTTATTTTATTGGTGGGGAAACACTGACAAGTCAACAGATTCATTTCAGCCATT 

TTCTCTCCTAAAACAATGACATTCTAATAAAAAAAACTAACATTTACACCACCCAATGAA 

TTATGCCACTGCAATATGCCCTTCTACATTTTCCAAGAACTTAAGCTGTGTCACACAGGT 

GTCTAAATTAGTAATAAAATTAAACTGGAGAAACTATTACTCCAATTTTAAAAGCAGCAC 

GGATTAAAAAAGTAAGAAGGGGGCAAGGCACGGTGACTCACGCCTGTAATCCCAGAACTC 

TGGGAGGCTGAGGCAGGCGGATCACTTGAGGTCAGTTCAAGACCAGCCTGGCCAACTTAG 

TGAAATCTGATCTCTACCAAAAATACAAAAATTAGTCAGGCGTGGTGGCGGGCGCCTGTA 

GTCCCAGCTACT 

Sequence 10345 

TGGGTACCGGNGCCCCCCCTCGGAGGTACTTCTAGNAT TAATTAACGCGGGGGAGGGGGG 

CGTGGGAACCACGTCTAACCCAGGTGCCAGGCAAAGGCTCCTAGGAGGTGGAGGGAGACT 

CCACCCTACGTCTGCAGCCCAGGGTTGGCAGGTTCCTTTTCAAAGGTCAAACCAATGATC 

T TC AAGGAAAT T C AGACAC T C GGC AGAGAT T GCGAT GGAAT T AGAAAT TAAT ACAATGAA 

AACAGCGTATCATTAACGCAGTGAAAACAGCATCTGACAGGAAATGTAATTCTGTGGAAA 

ACAGAGAGTTTGTGCAAAAATTGTAAAATGATGACGGTTTCTTTCGTGGTTCACTTGTGA 

TCCGTGTGGGTCCTGATGATTTAACCCTAAACAATGATGCAACTCCGTTATGAGAAAACA 

GGAAGCAACAGGAGGTGGAAAGGTGATGTGTGCAGGACACAGACCAGAAATGTGTGGCTC 

TAAGCCCTCATCTTCTGCAGCGGGCGTCAGCAGCTCATGCTGACTCCGGAAAAATCCAGG 

AGACACTTAAGCATGTTATTTGGAAATGTGGACATAAATACCAAAAAGAAGAATCTAANA 

GAGGTGAAAGCGATCC 

Sequence 1034 6 

CCCCCCTCGAGAGTCTTCTAGAATTAATTAACGCCGGGCTGTACACTNGAAAATGGTTAC 
CATGGTAAATTTTATGCCAAGTTTATTTTACTACAATTTAAAGATACATANNTTTCTCCA 
TTGAAAAAAATTCATTCTAACTCACCTATCAGCTATGATTTTCTGGCTATTGCACTGCAT 
GTTGCTGTTCTCTTGGGGAGCTTTGACTGCACATACAAAACATCTTCAGGGAGAATGGCA 
ATAACTAGCCCCAAGATCAAAAGAACAAATACAAGACTGAGTTCTGGTATTTCCAGTTTA 
GCCATCAGCACTTAGATAGTCTAACAGTCTGCAATGAGGAATGCAGCCACAGATAAGTAA 
CTGAGCCACAAAGTAGAAACATACATATCAGATGAACAGTGCCACATGTTTTACAGTAGC 
CTGAAAGTGAAATCAACAAAACTGCTCATCAATAAACAACTGGATAAACAAAATTTAATA 
TATTCATTCAGTGGAATGCTATTCAGTCATAAAAAGGGGTGAAGCGGTAACGCGTACTAC 
AACACAGATGAACCTTGAAAACATTATGCCCAATGAAAAGAGCCACTCACAAAAGGTCAT 
ATATG 

Sequence 10347 

TCCACCGCGGTGGCGGCCGCTTTTTTTTTTTTTTGGGGCTCAACTTGCCTCCTATTGGAA 

TTAACCGGGTTTAAGTTTTGGCTGCACTGTTCCCTTTGCCGGAAATGGAAACCTTCCTTT 

TCAAAAACCCCACCTCCTTTCCACCTTCCATTGGAAAAATATTATTCATTTTTAAAACCC 

TAATTGGCCATAAGTTCCTCAAAACCCTAACTTTAACCTCCCTTCTTTTAAAAAAATGAA 

ACCCCTGCCTTTTTTGGGTAACTGCCCCTATCGAAGTTGGGAACAGCTAAAACCCTTTAT 

TTTTTTATTCTATATCCCTACCCCCTAAATGAGGGCAGGGGCTAATGTTT 

Sequence 10348 

CCGGGCCCCCCCTCGGAAGTCTTCTAGAATTAATTAACGCGGGCAGCAGTTCAATGGGTG 

AAGTGTTAGAGAGAATCTAAGCCCTGTTTTAGCCTCCTTCCATATCTGCTAACGTCACCT 

ATGTACAAAGCTCTCTCATTTAGCACACTTGACTGTAATCACTGGGTTATAGTTTTTGTT 

TATTTTTCCTCACTAGACTGAATATCCTAAGTTACAAACAATGTTATTTTATTCATTTTT 

TGTATGCTTAGCATAATACATATTATAAGTGGCTTAATAAAAGTTTGGTAACTGATTGTA 

TGGATCGATGAATGAATGAGTGAGCTAACATTCTATATCACTATGCATGTATGTAATCTG 

TAAACGTATAATCCCCCTCAACTGCAGGTGAAGAGTAACTATTTATATAGCTAGACTGCT 

ACACACCCTTGGATTTCACCTTGTGATACTCAGATAGGCTCTCAATGTCCAGCAGGTGAA 

TTCAATTCTCTGAAACTTCTCTGGCATCACATCTATAGATCTTTAATGCACCTATTAAAA 

AGTGGGTTAAAAAAAAAAAAAAAA 

Sequence 10349 

GGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAAT TAATTAACGCGGGCATGATAAAAG 
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AGCTATTCCTATTTTTATTACATTATTCCCTTACAATAAAATATGCCTTCATTTTTTTCT 

TACCAGAAAATTGAAATTCTCCAAACCAAAAATCTAAACATAGAATACCTTACATTAGCC 

TAATTTGCTGGGTTCTACAAGCTGATCCGGAACAAATGAACAAGTGGAAAGAATTTTTTA 

CACTGGGTTTTCCAGAAGTTGGAATGTTTCTTCTTATAAGTAAAATCAAGTTTACTTATC 

CAAAATATAAAGTTATTGAGGAATTATTAGAATGTTAACATTATTGATGACCAAAGTAAA 

TAT AC AT C AAC AC AC T T T T C AAAG AC AG TTTCTATT T AG AACC C AT G AT AAAAT T T GAT A 

ATTGCTCACATGAGAAAAAACAACCAACAATATACAGAAAACAAACGAATATTTAAAAAA 

ATATAGGCTGCCAGGTGCAGTGGCATGCACCTGTAGTCCTAGCTATTTGGGAGCCTGAGG 

CAGGAGGACTGACAGAGCCCCAGAGTTCAAGTTCTGCCTAGGCAACATAGTGAGA 

Sequence 10350 

CGGGCCCCCCCTCGAGGTACTTCTAGAATTAATTAACGCGGGCACTTTTACCCATGCAAA 

CAGGTGGGCTGGGCTCCGGGGGCACACATGCCTTCCCACCTCTGGCCGAGGCTCACGCGG 

GGGGATCACGGGCGTCACGCACTCCATGACCATCACTGGCCTACTCCAACCTGTTAAACA 

TGGTGAAACCCCGTCTCTACTAAAAAATAACAAAAAAATTAACCAGGCACGGTGGCAGGC 

GCCTGTCCTCCCACCTACTTAAGATGCTAATGCACGAATAATCGATTGAACTCACGAGGT 

CTAGGTGGCAGTGAGCCAACATCGCGCCGATGGACTAAAACCTGGGCGACACGGCATGAC 

TCCATTT CAAAAAAAAAAAAAAT ATC AT AT AT TGGC TAT AT CAT CAAAAGGTC CAAAAAA 

ACTACCTTTTTATACTTTTGATAAATGGC 

Sequence 10351 

GGGCCCCCCCTTCGGAATACTTCTAGAATTAATTAACGCGGGCTGATCACGAGGTCAGGA 

GATTGAGACCACCCTGGCCAACACGGTGAAACCCTGTCTCCACTAAACATACAAAAAATT 

AGCCAGGCATGGTGGCACATGCCTGCAGTCCCAGCCACTTTGGAGGCTGAGGCAGGAGAA 

TGGTGTGAACCTGGGAGGCGGAGCTTGCAGTGAGCCGAGATCGCACCACTGCACTCCAGC 

C T G G GC G AC AG AG C AAG AC T C T G T C T C AAAG AAAAAAAAAAAAAAAAG AAAAG AAAC AC A 

CAAAGAGTGAGGCTGAGTTAAATAGGTCTTTTTATTCCAGTTTATTTAGTCAATTTTATT 

TTAATTCCTCATAGCTTCACTATCACATGCAAAGACTCTTTCCTCAGTTTTCTGGTGATT 

TTAAAGCTATTCTTATTTCTTAGATGGTTTTCCTATAATTTATTTTTAAGCTAGTGGGAT 

GTAAAAGAAGTCAGATGAGTTAATTTATTCAGTTTTATAGTATTAAGCTGATAGGATCTC 

TTCTGTATGATTGCCAAACTATATTTGAAACAAAGGTGGCAGATCATAAAATCAGGCAGG 

CCAAATT CAT CAC AT AT GG AC AT AAT T AAAC 

Sequence 10352 

TGGGTACCGGGCCCCCCTCGGAGATCTTCTANATTAATAATGAAACATTTTCTAGGATAA 

TAGCAGAAGGCAAGGGGCTAAGTAAGACTGAACAAGGCCTTCAATGATCAAAACTGTATG 

ACCAGAAGATTCAGGGAGAAGATAGTATGCCTTGGTAATGTGGCTTTGAGAAATAGCTTC 

TGCTTGAGGAGGCATAAGGGAAAGGGATATCTTAGGAGTTCAACCAAACGTCAATCTAGC 

AAGCTGGAAGACAAAATATTTGCAGAAGTTGAAGAGTTAGAGGTTTATGTTTAGAAAATT 

CTAGGAAGCATCAACTATAGGCTTTTTGTAGGGGAGAGGGCAGTGAATGGGGTCTTTATA 

GAGGATATGTGGATTCATAGAAGGATATGAATTCTCCTTTAAGCATTAAGAAAACCCAGG 

AATAACTTAAGGCTGAGACAGACAATGTACAGTTCAGAACCATAGACCTCGTCCTTTGTT 

TTGCTTTGTTTTATTTTTTTGGCAGANNTANTCTTNANGGCTTNTGATATGCTCATTGAT 

GCATAAATCAACACTTTTGTTCTTCTCATGAAAATCATATAAAAGTAATAAACAATTTTT 

TAAAAACTCAAACTCCATTTTT 

Sequence 10353 

TAATTAACGCGGGNAAAANAGTTTTTCATAGGACACTAGNGGAAAGAGAATGGGAACTTG 

TGGTCTAAAGAGGGAACCAAGTCTGGCCAACATGGTGAAACCCCATCTCTATTACAAATA 

CAAAAATTAGCTGGGCATGGTAGTGCATGCCTGTAATCCCAGCTACTCAGGAGGGTTATG 

TTTGAGAATCACTTGAGACTGGGAGGCGGAGGTTGCAGTGAGCCGAGACTGCACCACTGC 

ACTCCAGCCTGGGCAACAGAGCAAGACCTCGTCTCAAAAAAAAAAAAAAATTAAATTTAA 

ATAAAAAAAAAATAAACAGGGAACCAACAAGAGCTGGCAGAACAGAATAAAGTCTCAAGC 

CAAATAACTCCCTTGCCTTGGAAGAACAAGGCTGCCAGCGTCTTGGAGCCTCTGTTTATC 

GGGTACCAGTTCAAAGGACAGTGAGCCTGAGCTGGCCTGGGAGGCCCTCCCCCCTCCCAG 

ATGAAAACAATAGGCCTGTTTTCCTGAGCTCTTCCTGTAATCCAGAAGGCCCACACAGAG 

AGGAAGAGGGGGGCAAAGGCAGTGGC 

Sequence 10354 

TCCACCGCGGTGGCGGCCGCTTTTTTTTTTTTTGGGCCAACTTTTAACCTACACTTGCTG 
ATTTCTGCCCTCTGGCCCCCAGGAACACTGATAAAGGGATTTTGGAGGTCTGGGAACAGC 
CCAGGGCCTTTTCAAAAAGGAGGACCCAAAAGGGCTGGGTCTCAAAAAATAACCTAACCT 
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TTTCAGGATCATTAAAGGGAAAAAAAACCTTGGCCAGAACCACAAAGGGGTAATTCTGTA 

GAATGTCCCCTTGATGGCACCTAAACTTTTGAATCATGGGGTAAGAAAAAGGATCCTTGG 

TGTTCAAACTACTTTTTACAATGAGGATCCTTCTCTACAAAAAGCCAACTAATGTCTTGT 

CATGGCCCATCCCACCTGACTTTTGGGGCTTTGGAACCGGGCCA 

Sequence 10355 

CCCCCCTCGGGGTACTTCTAGAATTAATTAACGCGGGTATTCCTCTTCACCAAAGTTTAG 

GGTAAAGCTGGTGGTAATTGAATAGAAAAGGAAAAGTGATGTTTAGTGTTTGAATGCACG 

CGCGCGCACGTGTGTGTGTATTTGTACAGTAACACTTTGATTTTTAAGTTATCATATAAT 

TAATAGTTAAGAGAAAGGCTCCAGGGCCAATCTAACTAGAATTCTGGCTCTTCCAGTTAC 

TAATTATAATTGTAACCCTGGTCGAGTTACTTAACCTGTCTGTGTTAATGTATCTTGTGA 

CCTCGATCAATTTACTTTAGTTCTAACAGATTTTTTGTGGA 

Sequence 10356 

GCCCCCCCTCGGGGTACTTCTAGAATTAATTAACGCGGGGGGTTTCGTGCCTTAGGCTGG 

GTGTGCTGAGGGCATTCACTAGTTTTCCCACGAATGTTCTTTCATTCCAGGATCCCATCC 

AGGATACCATATTGCATTTAGTCATCATGTCTCCTTAGTATCTTCTGAACTGTGTCCAAC 

ACAGAAATCCAATTTTGTCAACATTTCACCACAAGCCGGGGAAGGATGCTGCCCGTTTCT 

CAACTATTTTACAATCACTATTGAGTTCCTACTGTGTGAGACAAGGACAAGTTTACCAGC 

TGGGGATGGTTATGGAGAGGTGCAGAAATAGTTACTATACCTTGTGACACCTACTGTAAC 

AGGAAATATACGAGGCACTATAATATCCCTCGAAAATAAATGGATGATTCTTGCCAGGAA 

GATACAACAGCCCAATTCATATTTTCTGGTAGAGGGTTCATTGGGATGAACCTCGTGGTC 

AAATGAATCAATTGAATTGGGATGTCCATTTATGTAAGAGATTGTGTTTCAACACAGTTC 

AAAAAAAAAAAAAAGCGGCCGCCACCGCGGTG 

Sequence 10357 

CGGGCCCCCCCTCGGAAGTCTTCTAGAATTAATTAACGCGGGTCAGCATTAACATGTACA 
ATATATTTTTGATTATTTTGTTAAATGTGGCCTGGTGATTTAGTGCCTCATATTCTGTGG 
ATCC T AC C AAT AC AT ACAG TAAAT C AC AAAAT T T AG AGC AAAC C T AAAAAAAAAAAAAAA 

Sequence 10358 

CGGGCCCCCCCCTCGGAATACTTCTAGAATTAATTAACGCGGGTGTTGGGCCGTGTTTGT 

CTGTTTCAAGTGGGGCTGGGGAGGGGTTGCTGGAGGGTCTCATTCATGTCCCTCCCCAAG 

GTGGTAGCAGGCATCAGTCTCTCCAGCTTCCCTGTGTCTGACCTGAGGTTTTCCCCAGGC 

TCTATAAGTGGTGCAGTTCCTTAGGGGCTGTGACATCTAAGACCCTGTGCTGGGCTTTCT 

GTCCCATTTGTGGGTGCGGGGGTTCTACTGTTTCATTATTTCTCTCCCTACCTCTGGTGC 

TGAGTTTGAGTGGCTATTACCGTGTCTTATCTGGGTTTCCTTTTAAAACACAAATCGCTG 

GACACGGTGGCTCACGCCTGTAATCCCAGCACTTTGAGGCTGAGGCGGGTGGATCACTTG 

AGGTCAGGAGTTTGAGACCAGCCTGGCCAACATGGTGAAACCCTGTCTCTTCTAAAAATA 

CAAAAAAAAAAAAAAAAAAAA 

Sequence 10359 

CCCCCTTCGGGGTACTTCTAGAATTAATTAACGCGGGGGTAGGGGTAGTGGTGTCAGGAG 

GGTAGATTATTCCACAGGAAGTTCTACTTTGGCCCCTGTTGTTATGAAACATATCTTGAA 

GCTGTCAGTAAAAGGGACTGTATTACCAGGTTGTTCAAGATAAACATCTAGCTTACATAA 

CAAACACTTACATAGTACTTACTATATACCAGCCACCGAATGCAACAGATTTGCCAAAAT 

TCATTTACCCACACAATTGGGGACAGATGGGCCAATTTCTGCCACTGAGGACTCTGCTCT 

TCTGAGTGGAGTGGACCATTTCAGGAGAGGCCGATTCTACTCACAGGCATCTCTAGGTCT 

TGCACCACCCAACCAACACCCCTAATTTCATACAATGGAGGGAT AAAAT AGGATTTTCTT 

ATTTAACTGCACCTTCTCAGTAGGGTTTTAATTTTTAAATTAGTAACACCTTTAGATTTG 

GAGAAAATGTAAGAGATTTCTATGTCCCAATTAAGCAACTTTTCAGAGTGCTTTATTCGT 

T T T G AG T C T T T G T CT AAT G AAG AT TAAAT AT G T AT AAC AC AT AG 

Sequence 10360 

CGGGCCCCCCCTCGAAAGTCTTCTAGAATTAATTAACGCGGGCCAACTGCTTGTCCCTAC 

ATGT T CT T TCAAACAT GC ACTAT AT GCAAT AAGGAAT AC TCCACATCTGC TCT T AAGAGA 

AATGAATTTAATTGCTAAGCTGCTAATGGGGCGTTTTCTCCTGTAGAATTTCTACCCATC 

TGCACACTCTGATTACCACATCCTCATCAGATCTTGTCTACTTCAACCTTTCTTCCTAAA 

T GAT CAT CAT T AAT C C CAT C T AT G G TAT C T C TAAAT AT G G G AAAT GAG T C TAG AG T AAT A 

ATGATGTCTGATTAT 

Sequence 10361 

CCGGGCCCCCCCTCGGAAGTCTTCTAGAATTAATTAACGCGGGGGAGATGTCCTGCATTC 
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TCATTAAAAATTAATGATGATAAGCAAACTCCTCTAAACAGTCCTACTCCAGATCATTGT 

TTCCAGAATTTCCTCTTAAAAT TATCATCCGTGTTCCATTTATGTATCAGTGTAATTGGC 

AAAGACAAAGAGAGGGCTAATCTCAATTGCATATTTGGTATTATAATGGAGACTCGTATC 

TCTTTTAATACTTGAGGTCTCTGGTCTTGGCATAAATACTTTAAATAGAAATAATCAGGC 

TGTGTGTAATGGCTCACCCCTGTAATCCCAGCACTTT 

Sequence 10362 

CCGGGCCCCCCCTCGAAAGTCTTCTAGAATTAATTAACGCGGGATTCTTATAAATTGCAC 

ATGGNGAAAATAGATTGAGAATGCTGTAAGAATTTAATGTGTTTCAAGTTGCATGTGGGT 

AAAAGTCTATGGAATTTCTGGATTTACTTAGTTTGTATATATAGAAAGTGCAAAAAGGCA 

GTATTCCTCTT GAG AT T G AC T T T T AAAAAAAG AT T AAAAGC AG AG AT T C T AAAT TAT TAT 

TTTCTTTCTAGGCCTACAGTAATTTTCTTGTGATTAGTTACTAGGAAGCTCTGTATTACC 

AGATTTGGAGAATTCGAATAGAGTTTTTTAGGCCGGGCATGGTGGCTTACGCCTGTAATC 

CTGGCACTCTGGGAGGCTGAGGCAGATGGATCACTTGAGGTCAGGAGTTTGAGACCAGGC 

TGGCCAGCATAACGAAACCCCATCTCTACTAAAAATAGAGAAAAAAATTAGCCAGGTGTG 

ATGGCACATGCCTGTAGTCCCAGCTTCTTGGGAGGCTGAGGCATGAGAATCACTTGAACC 

CGAGAGGCGGAGGTTGCAGAGCTGAGATCATGCCACTGCACTCCA 

Sequence 10363 

GCCCCCCCTCGGGGTACTTCTAGNATTAATTAACGCGGGCTTAGGCTAGACATCAACTTG 

AAGAGACGGCAGCATTTCCTTTCATAAAGTCTAGGCTAATGTTTTTCAGATCGCTAAGTT 

GTAGTTTGTCTGGAATTTAGGAAGCCATTTCAGTATTTGTCACTTGGTGAACGAACATTC 

AATACCTTCAGATGTCTTCGTGTTGACTTGTATTCATCCTAAGAAATAGTAAATATAGTC 

TCAAGTGTTATTTATGTTATACTGCTGGTTTATTCTCTGCTTAAATTATTGACATAAATT 

TCTACTTTGGAGGCTTTTCGTTTGAACTAAGGCTGTGCGGAATTTATTTTACTTTTATAT 

TTAAATCTTTGAAAAATCTCTGATTAAAAAAAAAGTACCCTTAAAGGTTTGAGGATGTCC 

TTTCACACCAGACAAAATTTGGTTAATTTGCGCCCAATATTCATTACTTTGACCTAACCT 

TTGTTCTGAAGGCCGTGTACAAGGACAAGGCCCTGAGATTATTGCAACAGTAACTTGAAA 

AACTTTCAGAAGTCTATTCTGTAGGATTAAAGGAATGCTGAGACTATTCAAGTTT 

Sequence 10364 

CGGGCCCCCCCCTCGGGGTACTTCTAGAATTAATTAACGCGGGGTGGGGGAAAATCGTAT 
CCTAACATTGCATTAGCCCCAACACTGCCTACTAAGCACAATTGCGTATCGCTTCGTCGT 
GCTTATAGCCATTAGATCACTTACCTTCCACATATATCTGCTGATACTTCTGCTCTCTTT 
AGAAATATAGCACAAGGCATGCTTTATCAATTCACGCGATATCATATATTCATATTACTG 
ACC 

Sequence 10365 

CCCCCCTCGAAAGTCTTCTAGAATTAATTAACGCGGGATTGATAGGATTTTTATTTCTGC 

CTTAAGAATTCTTTCCATCACCTTTTCATTTTAAGACACTTATCATTTCTATCCCTTCCT 

TTGTCCCCTGTGCTGTCCTTCCTTCTGAAGTTCTCACCCGGAAAGGCATTACATCTTTGA 

TGCTGCAGTTCACTTCTGTGTGCACCCCTGAGTTCTTCCAGTACATCCTCCAGTTCCTCT 

GCTTTCCATTTCACAACCTGGTTACAGTTAGTCACACTGTAACTTCCTGTTACTGAGTAT 

TTCAGGGGCCAAAGCTCTCTATGCCCTATGCTGTCCACTTAGTCATCTCTCTCCACATTT 

GTATTATTCACAGCAAGATGCATGCACACAAATCCTTTAAGTCCGTCAGGCTTTTCTTAC 

CATTTCCCATTCAAATATGAATCACCTAGCAACATTTATTGAAGACCAATTGCACATGAA 

GCTGTGTTCCCATTATTGTGAGCCTCACAAAGGAAGTAAAAGCCATGGTCCTTGCCATTA 

AGAAGTTTATCCTCTACTAAAAGCTGGATTAAAAAANTTTTTTTAAAATAATAACAGCAT 

ACAGATTC 

Sequence 10366 

GCGGGGGATTGAATATTTTAAATCGGTATGTGGGGCTCTCGGGAAGAGTTGTTGGGTGAT 

AGAGGAGCAAAAATTTATTGTTTTAAAATAGAAAAGAAGAATGAGAGAAAAGTGAAAAGC 

AGCCATTTATAAACTGTTCTCTTTGTGTACTTTGAACTTCCATTTGGATTGATCTTAATC 

AGGGATAGTTGGGCCAAAGGGGACAGATCAGAGCTTTCAGGAAGGCCCAGTTCAGCTGTA 

GCAATTGGCGCAAACGAATTAAACATGTGTATGTGCTGCTATATGCCTGTGAGTGTATAT 

ACATACAGATGCATGCATAACGGTTATTTCTAGATGAGCATATTCTGTAATACATACATA 

TACACAACTGTTTGAAGGTGCAGTGTCAGAAGATTAATAATTGCATTTAAGAAGCCAGTG 

GTATGAATGGGCAAC 

Sequence 10367 

CGGGCCCCCCCCTCGGAAGTCTTCTAGAATTAATTAACGCGGGAGGCATGGACCTGGGAG 
GGAGGACCGAACAGTCAGACGGACCCGGGGGGCCACAGGCTGCCTCACCCGGCCAAGAGC 
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CTCTGCTGGCCAACCGGCTGCGGCCAAAGGGAAGGCCCTTTCTTCCGTGCATTTTGAAGA 

CAAGCTTGGAATCATGAGCCCAAAGTAACCCAACACGGCTAAGTGAGGCTCAGCTCCATC 

GTACTGGGTATCTGCTGGTTGCCAGCCTTGTCCTGAACATCTCCATAAAGATGACTTAAA 

AAAAAAAATCAAGGCTGGGCGCGGTGGCTCATGCCTGTAATCCCAGCACTTTGGGAGGCT 

GAGGCAGGTGGATCACTTGAGTTCAGGAGTTCGAGACCAGCCCAGCCAACATGGTGAAAC 

CCCGTCTCTACTAAAAATACAAAAGTTAGCCGGGCGTGGTGGCAGGCACCAGTAATCCCA 

GCTACTTGGGAGGCTAAGGCAGGAGAATCGCTTGAATCCGGGAGGTGGAGGTTGCAGTGA 

GCCAAGATCGCGCCCCTGTACTCCAGCCTGGGCGACAGAGCGAGACT 

Sequence 10368 

CGGGCCCCCCCTCGAAAGTCTTCTAGAATTAATTAACGCGGGGAAGGAGAATCACTTGAG 

CCCAGAAGTTGACTTGCTGTGAGTCATGATTGTGCCACTGCATTCCAGCCTGGGCAACAG 

AAAAAAAAAGGAAAAACAAAGAAGAAGAAAAATGCTTTTAGCAGTAAAATTCAATTCAAA 

A T T AC T T CAT AC T G T AAG T GGAC C AAAT GC T T T C C AAC AG T AG AAT G AT AAAT AT AT T G A 

ACTATATTCACACAACAAAATAGCAATGAAAATGAAAACTACAACTCTGTGCGACAACAT 

GGATAAATCTGACAAACATAAAGTTGAGCAAAAAAAAGCTAGACCTCCCAACCCTCCTCC 

ATAATGTTAAATAAATCCCATATAAATTCCATCAGGCAAAGCTCTACTATATTGTATAGG 

GAT G T AAGC TTTAGTGTT AAAAT G G AT AAG AAAAAT 

Sequence 10369 

CCGGGCCCCCCCTCGGAAGTCTTCTAGAATTAATTAACGCGGGGCATGATGGTGGGTGCC 
TGTAATGCCAGCTACTCGGGAGGCTGAGGCAGGAGAATCACTTGAACCCGGGAGGTAGAG 
GTTACAGTGAGCCGAGATTGCACCATTGCACTCCAGCCCAGGTGACAGAGCAAGACTCCG 
TCTCAATAAATAAATAAGTAAACTGAATTAGAGGATTCTGAGTAGGCAGTGGACTGAATA 
AAGTCATGGCATCTGAAAATAACACAGTCTACCATTTATTTAAAACTTTCTAAGTAGTCT 
ATTAAATTTTTCTCTTAAAGCCTCACAACTGGAAGAGGGGAATATTATCATTATTCCCAT 
TTCACGGAATAGGAAACTTTGACTCAGAAATGTAACCTCTTGCCCACAGTCACTACTTAA 
CCGCTATACTACGACATACTGGAAAAATAGGGGGAAAGTGCTAGGAAGCTGGAAGATACT 
AAAGACAAACCTCAAGTTCATTTTGGAATCAGAACAAGGTTCTGGTTCTAACTTAATTAC 
TCACTCTGTAACCTTGAACATGTTAACCTCTCAGGGGTTTAGTTTACTTGTTTGTAAAAT 
GATAAT 

Sequence 10370 

CGGGCCCCCCCTCGAAAGTCTTCTAGAATTAATTAACGCGGGNAGGCATGGNAAGGGAAA 
AATAATTTTTAAAGTTATCAGCCCTTGTTGCCTAAAATAGGTCTTGGAAAGACAATATAT 
GAGATATTTGGGTGATACATGTGAGGAATCTATGAACCTTTGAGGGGGAAAAAAAAAAAA 
AA 

Sequence 10371 

GGTACCGGGCCCCCCCCTCGGAATACTTCTAGNATTAATTAACGCGGGGAACCCATGAGG 

CAAAGGTTGCAGAGAGCCGAGATTGCACCATTGCACTCCAGCCTACGTGACAAAGAGACT 

GTCTCAAAAAAAAAAAAAAAGCAAATATGAAATGTTCCTGATTCAGGTTTGAAACATTAT 

CCACTTCTTTTTTCAAAGTCATAGGTCAATTTGAGAGTGTCCTGATTCTACTCTAAGTCT 

C AAG AAC CAAC T AAAACAACT C T TCCAG T T G T GG T GGAC AT T GTACAAT CAAAAC AAAAT 

AGAAAT T T AAT GC AGAGAT T GAGAAAC T AC AAT CAT TAT C AG T T AT T C AAT TTCAAAT T C 

TTGAGTACATCAAAATGGCCTAAGTCATTCATTCATTTATTTCACTAAGATACATTTGGA 

ATCTGCTATGTATGAGGCACTGTTAAATGCTAGGAATAAAGTGGCAATAGAATGTCGTGA 

AGATAAGACAACTTAAGAGCCTACCCTGAATGTCACTGATCCCCTTTATGCTAAGTTAAT 

GTTATAAATATGTACTTAAAGTTATACAAAAATGTTACTTTTTATTT 

Sequence 10372 

CGGGCCCCCCCCTCGGAAGTCTTCTAGNAATTAATTAACGCGGGGCCTTTAAGGTGAACT 

AAAAC AT C AC C T AAAT AAAT T AAAAT TATGCTTT C AC AT C AC TTAGTTTCTTCATT C AC T 

TTCTTACATAAAGCTGACAAATTGTAAATTGGTTACTTTCCTACCAAAGTATGTAGCACT 

CTTTAGTTGGGGAGGGAAGGTAGTGGCTCTAAACTCTCTCTGCTGAATACTCAACGTGAT 

ATTGGCTAAAGTCAATAGCTGCAGTTGATTGAAATTCTGAAACCAAATAATGCATGGCAT 

AAACCTGTTTACTGTTGATTCAGTGGGCTATTTGTTATATAAATCAAAATTTAAAAGGCT 

TTGTTACCCTTTCTCAGAAGTTTCCTGGTTTCACAAAAGAAACTGAAGAGATTAAGAGAC 

ACAAAAATATAGAAACTGTTTTACGGCCGGGCGCGGTGGCTCACGCCTGTAATCCCAGCA 

CTTTGGGAGGCCGAGGCGGGCGGATCACGAGGTCAGGAGATCGAGACCATCCTGGCTAAC 

ACGGTGAAACCCCGTCTCTACTAAAAATAC 

Sequence 10373 
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CCGGGCCCCCCCTCGAGAGTCTTCTAGAATTAATTAACGCGGGGACACAAGGAATATCAT 

AATTTTGTCTGAAACTATACTATAATGGTAAATCTAGCTGATTTAAGTTCTTTGGGAAAA 

AAGGGCAATTACTGAGAAGAGAAAATAGACAACAAGGTGTTTCTGCCTCCCAGGTCTGGA 

GATATTTAAACCCTTCTCTTTTATTAAAGAGTTGTTTGGGGAGTTTCCCAAATCAAGAGA 

TGGTACAGTGACCACCACATTTAATCACCTGGGTGTTTATAGACCTCTGTCAAATAGTTC 

TCTGTAAAGATGCTGAGTTGTACTGGGTGTAAGACTTGGCTTGCCAAAAAAAAAAAAAA 

Sequence 10374 

CCGGGCCCCCCCTCGGAAGTCTTCTAGAATTAATTAACGCGGGGCACGGCAGAACCTGAG 

AATGGTCGACAGGGCCAGCAGGATAAGAGTGAGTATCTGTAGTAAGCCTCTTTGCTGTCT 

TTGAGTTCTCCTTGATCTGACTCCATTTTTAAATTTTTATTTTGTTATTTTTAGAGTCGG 

GGTCTTGCTCTGTCACCCAGACTGGAGTGCAGTGGTCCGATCATGGTTCACGGTAGCCTT 

GAACTCCTGGGCTCAAGCAATCCTCCCACCTCAGACTTCTGAGTAGCTGGAACTACAGGC 

ACGCACCATCAAGCCTGGCTAAGTGGCTGGAATTTTTTTTTAAGAGAGATTTAAGCGAGG 

TGGGGTTTTGCTATGTTGCCCAAACTGGCCTCAATCTCCGGGCCTCAAGCAACCCGCCCT 

CCTTCAGCCTCTTCAGTTATTGGAATTAGAGGCGTGAGCCACCAAGCCCAGCTGTGACTC 

CATTTTTGAACTTCTTTTATTTGAGAAGTCTTCGTCATTTCAGAGAGTGATCATAAACTG 

AGCCTGTCCACTCCCCTGATACCTTTCCCATGTAACCCATAAAAAGGTTGAGTTTTCTGC 

TTTTATCCCTAGGCTA 

Sequence 10375 

CCCCCCTCGNGAAGTCTTCTAGAATTAATTAACGCGGGCAAATAGTTGTATGAAAACTCA 

ATACTGAAGTGATTGCTGTACTTAAGGACTGGGATCATTCTTATTTATGGCTTTATTATA 

TAAGGTATTGAGAGCATAGTAAACGCTCCACTGGTGTGTTAACAATCAGTCTTGTACCAT 

TTCTAAAAATTGATAGAGAAGATGCAAAAAAAAAAAAAAA 

Sequence 10376 

CGGGGCCCCCCCTCGAAAGTCTTCTAGNAT TAATTAACGCGGGTAGTTTCAAGCGTGGAA 

GATGAGAAAGTTCAGAGATGAATGGTGGTGACGGCTGCACAAAAACATGAATGTACTTCA 

TGTCACGCAACTGTCCATTTAAAAATGGTTAACATGGCGGATTTTATGTTATGTATCTTT 

TACAATAAAACTGNGAAAAAAAGTAAATCACTTTACACATTAGATACAATAAAATAGTAG 

CTAAGAGGCTGGGCACAGTGGCTCATGCCTGTAATCCCAGCACTTTGGAAGGCCGAGGCA 

GGAGGACCACTTGAGCTCAGGCTATCAAGACCAGCCTGGGCAACATAGCAAGACCCCATC 

T T T GT T C AAAAAAAT T T T T T T TAAGTAGC TAAT T T AGG AAAAC AAT AAT AAG AC AGATG T 

AT TAT ACT AG AAAGC AAAAC AT AT CAT T AAGC AGAAT TAAAC T AAGC ATG T GT GGT AC T G 

ACACAGCTACTGATAAAGAGATAGTTAAAAAATAAAAAGCCCAGGCAAGGTGCCATGGCT 

CATGCCTGTAATCCCCGCTACTCAGGAGGCTGAGGCGGGAGAATCACTTGAACCT 

Sequence 10377 

CCGGGCCCCCCCTCGGGGTACTTCTAGNATTAATTAACGCGGGGGTTAGGGGTAGAGAGA 

TTAAAAACGGGAAGCAGTGCATAGGCAGTATGAAGTAGACACTTTGGCAAATAAAAACTG 

CACCGTATGACATGTCACATAGAAATTGTTAGAGACTTTGAATCCTAAAATTTAGTTTAC 

CAAATGTAGCTTTTTATGTTTTATGTTTTACCAACAAATAATTTGTATGTTAAATTTAAG 

CATCT G AAT T CCGAAAT GAT AAAGAAC AGGAAAAT AAT GAC T AAGCT AAC AAC CAAAC T T 

TCAGAGTATAAAATTTTGTCAGTGGTTTTCATTTTAGAATTAAAAATTTGAATTTCCCTT 

TGCCTACAAGTCTAAGTAACTTGCAGCAGCAAATTCCCCCACTGACAACTTCAAAGCATA 

GCAAGAATCCACAGTGGTTTGCAGGCCACTAATTCTTTTACGGATGAAAGCATTCAATTA 

TCTCTATAAAATTCAATTCCTTAGAATATGTGTTTGTGATTGACGATGTACATTTTTAAA 

TGTGGTGATAACACGTTATTATTCATGATTTAAAAGTGAAATGAAGTAGCTTGTGGTT 

Sequence 10378 

CCGGGCCCCCCCTCGGAAGTCTTCTAGAATTAATTAACGCGGGTGAGGCTGCAGTGAGCT 
GTGATCATGCCATTGCACTCCAGCCTGAGAAACAGAAAAAAAAAAAAAAAAAGGGGGCCG 
AGCACAGTGGCTCATGCCTGTAATCCTAGCACTTTGGAAGGCCAAGGCAGGTGGACTGCT 
TAAACTCAAAGAGTTTAAGATAAGCGGGGGCAACCCCCTCTCTACAAAAAATACAAAAAT 
TAGCTGGGAATGGTGGCATGTGCCTGTAGTCCCAGCTACTCAGGAGGCTGCAGTGGGAGG 
ATCGCTTGAGCCCAGGAGGTGGAGGTTGCAGTAAGCCAATATCATACCACTGTACTCCAG 
C C T G G GT GAC AG AG G GAG AC C T G G T C T C AAAAAAAG AAAG AAAAG AAAAG G AAAAAG AAG 
GACTTAAGAACAAAGCAGAAGCAACTCAACCGAGTTTGAATAATACTGAGAAAACCTCAC 
GAACTTTATTAACAGTTGGGTGAGACAATATCTTCTGCTTCCAGAGATACAGCCTGAGAT 
TGTGAACTTCCGTGCTGTTCACACCCTACTCCATGAATCGCCCTCCATGCTCCTCTCAAG 
AGTCCACACT 
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Sequence 10379 

CGGGCCCCCCCCTCGAAAGTCTTCTAGNAATTAATTAACGCGGGACTGTGACAGATCAAA 
TTCATTTATGCATCACTACTCTCAAGGTTTATTTAAATTTTTAAAAGGGAATCTTGGGAG 
AGCAATGCTTTTTCCAAAATGTAATTCCCTCAGATTCTTCCTACTGGTCCATACCTTCGT 
TGCCTGGATATTTGTTGGCCCTTTTTTTTCTGATAGGTGTTAAGAGATACACTTTTGGGA 
GCTCCTTCCAGATAAGGCTGCCTTTCTCATTTTACTTTCCCTGCTTCCCTCCCCCCACTT 
TCTTTCTTTCTATTATTCATTCATTCCAGAAGCATTACTAGCATAATATATGCATTTAAT 
TCATGAGAAAGGGAGAGGCATGATCACAGAGGAATCTTCCTGTTTAGACTTGAAACATGA 
GTAGAAATTAGACAGAGTGGAATAATGGGTGTTCCAAGGCAGTGAGGATAGGAGATAACT 
NTGCAAATTTTCAGGATTCCCAGTCCTCAATTCTAAAGTCAGCCAGAGGAATAAGAAGCA 
CAGCANTGACACTT TTT TTT TAAGCT TAAAAGAT T ATAAATAAACAAAAACT AAGAA 

Sequence 10380 

ACTTCTAGAATTAATTAACGCGGGTCCTCGTGATGGCTTTTCATATGGCTTCTACTCAAG 

GAGAACGCTGTCCATTACTGCACAGCTGTTACCTGCTGGTACCTTCCCTGAGTCCTCTGG 

AGAGCATTAGCTGTCTCACAGCTCTGAGTACATAGGCAGAGAAGAATACTGCGNTAAAAC 

AGAATATCACNAAATATTTGTCAGCGCCCTTCATC 

Sequence 10381 

CCCCCCTCGAGAGTCTTCTAGAATTAATTAACGCGGGGATAATCTCAGTGATTTTTTTTT 
TTAATCATCACCAGGGATATTTGGGAAAGTCAATCACTGTATCAGCTAGTGGTTTCAACT 
TATAAAAACAACCACAATTACAACAGCAAAAACCTCTGATTCACTCACATAAAGAGTGTG 
TAGACGGGCCTTCCTTTCTACTTCAACACCTGCTCCTCAGACTCACCCCCTTTGTGACTT 
C T T G AAAAAT GCCTTGGGTGTTCAT T AACC T GAT GT AAC C AAT AT AAAT AT GT TAG AG G A 
AAGCACTCAATGTTATCTGTCCTGGACCATCCTTGCCAGAGAAGGACAAGCTCTTAATAC 
CAT AG GAG AT TGTTTATCT G AAAAAT C T AAC C AC T G G AAG CAT CC AAG GACTGTTT AT AC 
GCTAAATTTATTTTCTTTTTTTTTAGGCAATATGTTCACATGTGGAATTAACATTATCTA 
AATTCCAGAGAAAGTGCTGATTGGACATTCAAGGTGAACATATTACCTAAAAAAAAAAAA 
AAA 

Sequence 10382 

CGGGCCCCCCCTCGAGAAGTCTTCTAGAATTAATTAACGCGGGATTGTACACATTTGACT 

TACTGCACAGTATATTGATCTGCCCTCCTCGGCCTCCCAGGGTGCTGGGATTACAGGCGT 

GAGCCACTGCGCCCGACCCCATCCTGTTCCTTCTATATCTTATTACTAGATGATCATTGA 

ACCAAGAAATGTTTAAAGATAAGGGTTTTTTACAAGGTTAGTGAGAGCATTATTTCCCAC 

AATGTCTCATGAAACACCATCCTGTAAGATACTATGAGAAGTTTCCTTGATATTCATTCT 

CAGATTCTCCATACTATATTCTTTCTCAGATATTTATAATATATATATTAATATTGGAAG 

AGCTGAAAAGTCCTACTGTAAAGGAACCTACTTTAGGCCGGGCATGGTGGCTCGCGCCTG 

TAATCCCAGTACTTTGGGAGGCCGAGGTGGGTGGATCACGAGGTCAGGAGATTGAGACGA 

TCCTGGCTAGCACGGTGAAACCCCGTCTCTACTAAAAATACAAAAAATTAGCCAGGCGTG 

GTGGCGGGCGCCTGTGGTCCCAGCTACTTGGGAGGCTG 

Sequence 10383 

AGGCCGGGTACTTTCGTATTTTTAAATACAGAGGGGAGACTTTGTTGGCGATGCTTTTCG 
GTGTTCCAAAATATACAGAGTAGGTATAAGAGGATGTGCACATCGCAGGTGTGCCTGCAA 
CACTGAATTAGGGCCCTTACGAGGGTTCCTTCCCCTCCAAGGAGAGTTCGAAAAAAAAAA 
AAA 

Sequence 10384 

CGGGCCCCCCCTCGAAAGTCTTCTAGAATTAATTAACACTCCAATCGATAAAATATGATA 
GTGACCATTTCTTTATATTATCACCATTTCTATATTATATCTAATTAAGGATGAACAATG 
GTATAACATACAGTTAATTGGCATTTCCCATACTATTAATGAAATTGATCACTTGTTTAT 
TTTCCATTTTTTATGTGTTTATGTATTTATTATTTTGTGTTTATTTTCCATTTCAATTTC 
TTTTTTGATAATTCTTTTTACTATAATTTATCAAATTATTTTACTTTTAGTTATCAGTAT 
GTAGAAACATATCATTATTAGAAACATTATCTAGCTTTGATCACATAGTTGCAAAAAATT 
CCCATTCTATCATATGTTTTTTGATGTTTTGATATCTCAGTGTAGTTTTTTAAAACAATA 
AT TAT T T T AT G GAAGT AT AAAT T ACAT AAC AAAC AGC AAAAAC AATC AT AAT T T T ACAG C 
T TGATGAT T TAT CAT AAAAT G AAC AT AACC AT GAAGAC AT CAC T C AAAAAAAAAAAAAAA 

Sequence 10385 

CCCCCCTTCGAAAGTCTTCTAGAATTAATTAAGCGGGCAGGGGGACTACTATTTTCTATC 
ACCTGAAAATCTCGATGAAAGTGTTTTAGCCTAAAGATGACTTTATGCCTTGCCTTCTCT 
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GCTCTGTTTCTCTGGGAAAAGAATGGAAATAGTTCATGTGTAGTCACATGTTTGAGTGCC 
TGAAGGGGGCAGGTTTGCTGAAAAGAGACTTACTTTAACAATATATAACTTTTAGGACAG 
ATAGAAGCAAGTTCTGAACAAGTAATAACACTGCGTTTTTGGCCCTTTGGCTCTGAATAA 
C AGC AAAAGT AC ACT AAAC AT T T TT T C AT T ACAT T GC T T T TAGC 
Sequence 10386 

GCCCCCCCTCGAAAGTCTTCTAGAATTAATTAACGCGGGATAGATACTCCTAGTTGAAAA 

GGTCCAACAAGTCGCCCTGTCGTCCTGAACCTCTACAGATGGCTCCTGGTGATGGCTGCG 

TGATAAATTGTGCATGGTGAGGTCACCAGTCCAGATTTATTTGACTGTATGTAAATATGG 

GACTGTAGCGTTCTGCTGCTGGCCTCGCTCAGGGCAGTAATGACTATATATTTAGCAAGA 

AAAAAAAAAAAAAA 

Sequence 10387 

CCGGGCCCCCCCTCGGAAGTCTTCTAGAATTAATTAACGCGGGATTATGGAGAACTATAA 

GAATACATACCTAAGGATTAGTTTACTAGTAATGGAACAAGAAATTGCCAAGGTGGCTTT 

TGGCGTGAGATTGCTTGACTTTTTCCCCTTGATTGTGACGTATTTAAAATGTTGTTAGCT 

ATACAGATATTGAAGCAGGCCCTCATTTCTTTTGTAAGAATATTGGCAATTGCTCTGTGA 

TATCTGAACATTTTACTAATGTTCATTTTTATAGTACTTTTCTTAAAAATTAAAAAAATC 

CTTTATAGCAACCATGATGGGTAGTGGTAATGGCACTTTTTAAGTGCCTTTTAGCTTATA 

AAGTGCTTTCACACGTGTTATCTTATTTGATCCTTGTATAAAAAGCCCCATGATATCCAA 

AGTGATTAAGATCTTTGAAGAATACTGACAAATGAATAAGTTCTCTTCTTCATCCCTAAA 

AAAAAAAAAAAA 

Sequence 10388 

CGGGCCCCCCCCTCGNAAATACTTCTAGAATTAATTAACGCGGGAGTCTGAGGCAGGAGA 

ATCGCTTAAACCCGGGAGGTGGAGGTTGCAGTGAGCCAAGATCCCACCATTGCACTCCAG 

CCTGGGCAACAAGAGTGAAAGTCCATCTCAAAAACAAAAAAATAAAAAATAAAATTAGGA 

CATAGCTCAGGGATTTTCAAAAATATTGTCTTGCCATCAGTCTTTCTTTTGTGGTAACGC 

AAATTTGACCACGCAGGAAGCAGATCAAGGAGGAGCGACACCGCATTCCTGTCCAAGAAG 

GAAAAGATATGCCTTGAAATAGACCAGAGAATAAACAAGACTCAAAACTTCAAGCAAGTC 

GGGCGCAGTGGCTCAGCCTGTAATCCCAACACTTTGGGACACCGAGGCGGGGGAGGATCA 

TTTGAGCCCAGGAGTTTAAGACCAGCGTGGGCAACATAGTGAGACCTCATCTCTACAAAA 

ACTACAAAAATTAGCCGGGTGAGATGGCACGTGCCTGTAGTCCCAGCTATTTGGGAGGCT 

GAGGTGGGAGGATCACTTGAGCCCAGGAGGTTGAGGCTGCAGTGAGCCATGATCACGCCA 

CTACCCTC 

Sequence 10389 

CCCCCCTCGAGAAGTCTTCTAGAATTAATTAACGCGGGGTGATAAATTCAGTTTCTCAAC 

C T G T T G GAT AG AT AG T AAT AT AAT T AAT T T AAG T G G C AG T GAG AT T T AGG AAG AAG T T AA 

TAGGTTCATTTGGGATGTGTTGAATTTAGGTTGTCCACAGAATTGTAACAATTACATTAA 

TAATTGATATAAAAATGGTTTACATACTAATAAGTCATTATATCAATGGTAACTATATTT 

CTCTCCTAGTTTTTCTTAGTAGTTACAAAATGTATTATGGTTAGATTTTTACCCCAATTT 

TAGTAAGTAACTGAGTTGTAGTTTTATTTTTTGTATTCTCTTTCATTGATGTCTTAAAGT 

ATGTGTACCCAGTGTTTTGACATGGTTAATCTCCCAGAAATTAGAGTAAGATAGTCAATT 

CCAAAGTATATTAAACAAGATAGAGTGAAAATATTATATGATTAGGAGTCAGGCCGACCT 

GACCTTTCCACTTCGCTGTGTATGTGATCTTTCACTAACCCTCAATTTTCCCACCTACAA 

AAACGTAGTGAGAGAATATACTTGAACAGTTTAGTGTGGAGCCTGGCACGTGGCACTTGG 

AATNTGTG 

Sequence 10390 

CCGGGCCCCCCCTCGGAATACTTCTAGAATTAATTAACGCGGGGGAGGTCGAGGTAGGCG 

GATTACTTGAGCTCAAGAGTTTGAGACCAGCCTGGGCAACATGGCGAAACCCTTTCTCTA 

CAAAAACTGCAAAAAAATAGCCAGGTGTGGTGGCTCAGGTCTTGGGAGTCTGAGGTGCTT 

GGAAGTCTGAAGTGGGAGGATCACTTGAGCCCAGGAGGTCGAGGCTGCAGTGAGCTGAGA 

TCATGCCACTGCAGTCCAGCCTGGGCAACAGAGCGAGACCCTGTCTCAAAAAAACAAAAA 

CAAAGTATTCAGCACTGTGAGGCACTCTGAGCAGAAAGATGTGGTGGTCTCACCTCACTC 

AGCTCTTACTCTTCGCGTGTCTGTTAAATTCTCTTCCTCTGAGCGCCTTCCTGACCACAC 

AGGCTCACACTCGGTCTTGGGGGAATTGTGGACAGTGTGTTTGTGCTGGCCCCACAGGTG 

TTCAGTGAGAGCCGGACATTGCTCTGTTAATGACACCATGGTGGTCCCTCGGGGTTGGGG 

AGAGGCTTGGGGACCTCTTATACCAAAAAAAAAAA 

Sequence 10391 

CGGGCCCCCCCTCGGAAGTCTTCTAGAATTAATTAACGCGGGATATCTTCTTTGCTGAAG 
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TTTCTGTTCCATTATTTTGTCTACTTTTAATTGGATTGTTTGTTTTCTTATCATTGAGTT 

TAAGGAATTCTTTATATATTCTGAATAAAAGCGCTTCATAAGATAGGTGATTTGCAAATA 

TTTTCCCTGAGTCTGTGGCTTTTTCCCCCATTCTCTTAAAAGTATCTTTTGTGGCACAAA 

AGTTTATAATTTTGATGAAGCACAATTTATCAATGTGTCAAGCATTTAGTGTTGTATCTA 

AGAATCTTTTGTTGTAACCCAAGACCATGATTTTCTGCTACATTTTCTTTTAGGAGTTCC 

ATGGTCTTAAAATTTACATTTAGATATATAGCCCATTTTGAGTTAGTTTTTATATAAGAT 

GTGAGGTATGAACCAAAGTTTGTTTTTTGCTTGTGGACTTCCAAATATTTCAGCACCATT 

TGTAAAAATGACTATCAGTTCTCCAATGAATTGCCTTTGTACTTTTTTCAAATAACAATT 

GAATATGTTTACATCAGTCTATTTCTGAAAATGTAAAAAACTTGAAGTCATATCAGATAT 

C T T C T C AG AC CAT T GC A 

Sequence 10392 

CCGGGCCCCCCCTCGGAAGTCTTCTAGAATTAATTAACGCGGGCTTATGAGACAAACGTA 

ACAGCAAAGCAGCTCTGTGATGAGCAGTGAGAGCGAGACACTGCGGTGGAACAGGAAGGG 

TCGGGAACGGAGATGAAATACAATTAACACCCACAGCGGATTCTTGCGGGAGCAGGGATT 

GGGGCACAGTAAAGGCACTGGGTTAACTCACACAGTGGTGGTGAACAGCTCCCATTGAGC 

CTCCCTGGTTTTTGTTTTTTATTTTATTTTATTTTTTGACAAAGTTTCACTCTTTCACCT 

AGGCCGGAGTGAAGTGGTGCGATCTTGGCTCACTGCAGCCTCTGCCTCCCAGGTTCAAGC 

AATTCTCCTGTCTCAGCCTCCCAAGTAACTAGGATTACAGGCGCCTGCCACCACACCTAG 

CTAATTTTTGTATTTTTAGTAGAGATGGGGTTTCACCATGTTGGTCTGGCTGGTTTTGAA 

CTCCTGACCTCTGGTGATCCACCCGTCTTGGCCTCCCGAAATGCTGGGATTACAGGCGTG 

AGCAACCGCGCTTGGCCTAGCCTCCCAGGTCTTAACTCAATGGTACCT 

Sequence 10393 

CGGGCCCCCCCTCGGAAGTCTTCTAGAATTAATTAACGCGGGAGGTTACTGTCTAGATAT 

TTAAATGGAAAATAGACAGGAGTCAGACTGTGAAAGATCCTTTATGCTACGCTAAGGAGT 

TCAGATTTTATCCTGCGGGAAAGAGGATATGGCTTTTTAAAAAACTGAAGCACTACTATA 

TATCTATAAAATAAATTTTAAAAACGGAAGCAGTTGTGCTTCTGGAAACAGTAAATTTGG 

TGGCTATTTGTGGGAAGATACTAATGTCAGTATCTTCTTTTGCGGTCATTCTAATGAAAA 

G AT AAG AG AAC C 

Sequence 10394 

CGGGCCCCCCCTCGNAAATACTTCTAGAATTAATTAACGCGGGGGGCACGGACATGAAAT 
CTTAAAGGAGGTGGCTCAAATCTTCGGCAAAAAACTTAATGCTCGATTAGTTACTACGCC 
TGTGTGTCATGACTAACAAGGGGAAAGACGTGCACATAACTGATCGATCTACAATGCATA 
G AAC C AT G C AGC AT AT T AAGC C C AAG T C CAT AG G C AC 
Sequence 10395 

CGGGCCCCCCCCTCGGAAGTCTTCTAGAATTAATTAACGCGGGAGTGACAAGCGTCAAAA 

AATTATGTTAATTAGTTTATCCCATAATTTGTTGGTTCACTTAACATGGAAGTCCAGGGA 

ATCGCTGGCTTCAGGCATGTCTGGAAGCAGAAGCTGAAATGATATGCTCAGTGTTAACTC 

CTGTGCCTCTTGTCATTCTTAATCTCATCCATCCTCCCTCCCTCTCTTATTGCTCCTCTC 

TACTCCTCTTTGTCCTTCTTTTTCTTCCTCTCTTTCTCCTACTCTTTATTCTATATCCCT 

CTATTTTGCTCATTCTGAAACTGGTTCTCAACACTTCGTACAATGTATAAATGATAGGCA 

TTCACAGCTCTTAGCTTACCTGACTTCTCATTATGCCAGAGTCAAGGAATTCCTTTCTAC 

AAAATGCATATATCAAATGTTTCTGGAAGGAATATGATTAGCCTTGGTTGACCACATTTC 

TGTTTTTTGACCAATCCTACCATGGAGGAGAATAGAATAGTAAGATTGGCTATGAATAGG 

TCCATTCTAGTTGCCCAGAAGTAGATGAGGCAGTGTATTTGATAATCTCACCCAAACAT 

Sequence 10396 

CCCCCCNTCGAAATACTTCTAGAATTAATTAACGCGGGGNAACATAACATAAAAGATACC 

ATCTTAACCATTTTTAAGTGTACAGTTCAGTGACATTAAGTGTATTACATTGTTGTGCTA 

TATTCACCAAGGGTTATTTCTTTTAATACAGGAAAAACTTCTTGATGACATTTGAGTAAC 

ATGTAGGGTTCTCAGGCTGAAGTTGCTGGTCTACTTGAATAACATAGTTGTGTACTGCCT 

GCACTCCTGAAATTTTTCACACTAAAAATTTAATTATTTGAAAACATACTTTCTGTACAT 

TTATTTT TAT T T AC TAGGCAT TT T TGC AAC AAAGAC AT GC T AC AC 

Sequence 10397 

CCCCCCTCGNAAATACTTCTAGAATTAATTAACGCGGGGTGACCCATGCCTCATACACCA 
CATACTCTTGATTAAACATGGATTCGGTGAGCTCACCCATACTCCTGGCCAGGAGATGTC 
CGTCTTTTTCAGAAGAGAGGAGATGTACCAAAAATTTGCCGGACATATTATATAACCATT 
TACTACTGATCTTTTTGCAAAAGTATGATGCCAGCCCCACAGGCTCATGCCTGTGGTCCC 
ACCATTTGAGGAGGCCGGGGCAGGTCACATACACAGATGCCAGGAGGATGAGCACCAGCC 
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TGACCA 

Sequence 10398 

CCGGGCCCCCCCTCGAAAGTCTTCTAGAATTAATTAACGCGGGATGAATGAAGCTAACTG 

AAAATCTGCTCTCAATGTCTGTTGAGCCACGGCAAAAAACCCTTC 

Sequence 10399 

CCCCCTCGGAAGTCTTCTAGAATTAATTAACGCGGGTCTACAGGGCAATGTCTGGGGTCT 

GAGGGCAGGTGAGAGTACACAGGATTTTATGAAAATGTGTTCTGTGCAAACACCTCACTT 

GTGCCGCTCTTCTCCACACCAGCAAACTGAGCATTCTTTAACACAGTTCGGCAACCGCTG 

GCCAAGCCTCACTTACATAAGAGTGCCATAAAAGACTGGGTCGGCTGCTTCTGCAAAACA 

CCTGTGGTTTTGCAAAAGGATGTGATTTCTTAGAAGTCAGTAAACAGGCTCATTTCCTTT 

ACAG T TAAAT T T T GGC ATC AGAAT ACCAAAAT AC TC T AT GAC CCC ACC T AAGCTCAC AT A 

ACCTTACTCCCCACCTTAAATGGTTGGGAGAGCAAAAGGCCCTGTGAGCTGGAACTGCCC 

AGGGTGCCAGCCTTGCTGCTGGGCCAGTGGCCACCATGCCCACCTCCACCACTTTCCTTT 

GAGGCCCCAGGAGGCTGGTACACACTCCAGGAGCCAGGAAGACCACTTGGCACCCTTAGC 

TCCTGGGACACTAGAACACATGGCCAAGTTATAAAGACTTCATATGCATCTTC 

Sequence 10400 

AATTAATTAACGCGGGCGGCGGATTCTTCTGGTCCGCAGGTTTGTGAATGGATGCAGCAC 

CCACGCTTACCCTCAAACTTTAACGATGTCCACACAGTTACGGTGACCTATTTTTGTTTT 

AGGACGGTTAGGGGGAGGGACCCTGGGATCACCATTGACTGAAAAGCGAGGCCCGGATCA 

CTTAGCCCAAATGTTGCTCCTGAAATGCACTCACGTGATCTCTAAAAGGAACCCCATAAA 

AAATTTCTTTTTAAAACCCGGGCGCGGGGGCTCACCCCTGTAATCCCAGCACTTTGGGAG 

GCCGAGGCGGGCGTATCTCGAGGTCAGGAAATCGAAACCTTCCTGGCTAACACGGTGAAA 

CCCTTTACTAAAAAAAAAAAAAAGCGGCCGCCACCGGGGGGGACCTCCATTTCCCCCTA 

Sequence 10401 

CCGGGCCCCCCCTCGGAATACTTCTAGAATTAATTAACGCGGGTACCCAAATGTTAGCAT 

TTGGATAGCATTCTAAATTGCATTCTAAGTAGCATTCTAAGTTTATTTCTCTTTTCTAAG 

TGTTTTCCTTTGGTTGAAGCAATTGTTTCCTCCCATGCTACCAAAGTTGTCTTGCACAAA 

CTCATTATTCAACTGCTGTTAAAATGTGGTGATTTATTACTGCCTGTGCATAGAAACTCC 

TTTTTGTGGTAGATAGGAGAACACTTCGCTTTTCAGCCAAGTGCTCAGTGTAACCCCTAC 

CGTTTCGTGCTCCTGGGCACTCCACATGGAGAGGTCTCATCTGGTATATAGTCGTATACC 

TTGCCTCTACCTCCCTTCTTCTCTTGACACTCTGGAGAAGCAGCCAGGCACAGCTCCTGT 

AAGTCCAATTCGTTGTGTGTCTCTGTCTACGCTCTATAGGTGTCACACCAAAGACCAACC 

TTCTGGCCTCAATAATGATTTTTGAAGCTGCTATGGCCATGTGGATGTTGGTAACAGATG 

T AT AT AT AAAT T AT CC T CAT T AC TAT T GT ACCCC CCAC AC AAGT AAAGAT TA 

Sequence 10402 

CCGGGCCCCCCCTCGGAAGTCTTCTAGAATTAATTAATGTAAAAACACATGATAGCAGCA 

ACACACCCTTTTATTCTTGCAACCATCTCTCCTCCCAATCTCCCTCTCTCTCCCCTTACA 

AGGCTTTGCTGGGAAGCGGTATTACTGGCCTTAGGACTTAGAGCAAATAGAGCATGCCAT 

CTTCCCCT G AAG C AAA T AC T GAC T C AC AT GG T C AGG C T T G T C T G C AC GAG GAG AG AC AG A 

TCTGGATCTGCAGATCCACTTCTACGGTCAACCAAATAGGTCTGCTTAGTGGGGGCAACT 

TACAAGAAGAAAGGGCATCCTACTTTAAAGTACAGGAAATAAAGAGGAAGCAGGTCGTGG 

T C T AAG AC T T T T AGAT C T C TAG T C AAT AG AC T GAC CAT G T G AAT GT C C C AG AT AG AT G C T 

GCTCAAAGGAGCTGAAAATATTACCTTCCACTAACATGCAGGTAGGGAGAGGGGTTAAGT 

TACCTCTCT C AAAG AAT AC AAC C AC AAAAAAAAAAAAAAAA 

Sequence 10403 

CGGGCCCCCCCTCGGAAGTCTTCTAGAATTAATTAACGCGGGCCTTCCAAGTGTTGGGAT 

GGCCAGCTGGTGCCTTTTATTGATTCTTTTAATTTATACATACAGCTAACTCTCTATTGG 

GACTGTACAAGTT TCTCATGAAAAAAAATATT TAACTAATGACAATAAGGATAGATGTTT 

TCAAAGTTACTCTCATTTATATTAGAATAAGACATAAAGGAGGGGGCTTCCTATCAAGTG 

TACTCATCTTGCTCTTTGTTGTTTGCCATTTTTTCTTCCTTTTTCTCCCCAGCTCTGTTC 

AGTTTTGGGGAGGGGGCAGATCTAGATTTAAGAATACCCTTGGCGGGCTGGGCGCAGTGG 

CTTATGCCTGTAATCCCAACACTTTGGGAGGCTGAAGCGGGCAGATCATGATGTCAAGAG 

ATCAAGACCATCCTGGTTAACATGGTGAAACCCCGTCTCTACTAAAAATA 

Sequence 10404 

TACCGGGCCCCCCCCTCGNGGGTACTTCTAGNATTAATTAACGCGGGGAGAACAATACAC 
GCAGGGGCCTGTGTTGGGGTAAAGGTTGGGGGAGAGCATCAGGGAAGAATAGCTAATGGG 
TGACAGACTTAATACCTAGGGGATGGGTTGATCTGTGCAGCCAACAAACATGACACACAT 
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r 

TTACCTATGTAACAAACCTGCATATCCTGCATATGTACCCTGGGACATAAAATAAAAGTT 

GATGGAAAAAAAAATAAAAGAAATTCTATAATGTTTCTATGGTGTATGGTTAAGGAAGGC 

AAGTAAGACTCAAATTACAAGAATTAAATGGAAAGAATACAACATAAACACCCTTTTATC 

AAGTGAGCATCTACATATTATTTGTCTAGAACTATGGTATGAGCTTTAAGGCTGGACGTG 

GTGGCTCACGCCTGTAATCCCAGCACTTTGGGAGGCCAAGGCAGGCAGATCACCTGAGGT 

CAGGAGTTCAGGACCAGCCTGGCCAACATGGTGAAAACCCATCTCTACCAAAATACAAAA 

ATTAGCCGGGTGTGGTGTCACATGCCTGTCGTCCCTGCTACTCANGAGGCAGAGGCAGGA 

GAATCACTTGAACCCAGGAGGTGGAGGCTGCAGTAAGCCAAGAACG 

Sequence 10405 

CCGGGTCCCCCCCTCGGAAGTCTTCTAGNATTAATTAACGCGGGTGTTCATAACTTTGTA 
CTACACTTTACCCTTAACAAAATTCAGATTCAGTTGACAGATCTATGCAAATGTATGAAA 
AG T G G AAAAAG AC AAG C T AG CAT T T G T T T C AG AG G T T G AAAGC AT C ACT T T GAT T T G C AA 
T GAT T T CC AAT C T ACC T C T T T T T C C AC AAGG AAAAAT T GC AAAG AC AAG AT C C C T AAAT G 
TCACAAAATAAAGCCTGCCAATGTTCTGTTGGCATATAGTTTAATTCTTGAACAATTACC 
CTGCCATATACATTTATTCTTAAATTTTATATATTGACACATTGAATTTTGAAACTGAAA 
G AG AAAAT G AC AC A T G T AAAT AC C C T C AAAC T C AG AAC T GAC T T T AAAAT T C GAT C TAT T 
ACTGTGTATGCATGAGTGTGTGTGTACTAAATCTATGACAAGTGCAAGTTGCTGGTTTAT 
TGCAATTGACTTAATATCACTCTCAAAGACTGAGTGTACATTCTCATGCCCTGAAAAAGT 
TTTGAGTAGATCTCTTCTGGGACAGGCTATCGTGTATATTTAAGACATGATCTCTACAAT 

Sequence 10406 

CGGGCCCCCCCGTCGGGGTACTTCTAGAATTAATTAACGCGGGTCTTCTGATTTTAAAAT 

AAATTATTTTCATGGGTGCCTAAAAGTTGGCAGGTCCTAGCCACTGTGCCTCTTTCACCT 

AACAGATGGGTTAACCCCGAGCGGCAGAGGTGATGAAATTCAGACTTGAGTCTCTATGTG 

ACTCCGGTGATAATACTTCTACATGCCTCAGAAGTTCTGAAAGGAATTCTTGCTGTTCTC 

TTTTTCCCTCTCAAATATTAGAATATGATCAGCCCGTGTCTGGGCGAGAGGAGAAAGCTG 

ATAGGAATCTGGGGCTGTGCCAGTGGAAGAAAGATTATTGTCACACAAGGTTGTGACAGT 

ACACTGTCCCACAGCGATTCCATCCCACAAACATACATGTGTCCTCTTCAGCGTATTTTC 

AATTGCTAAGTTTAACATACAGTTTTTGCCCTGGCCGTGGTGCAGGTGAGTGAATCAGCC 

TCTTCCCACCCTGAGGGAACCCTTGTGGTATCAAGCGTCTAACAGGCTGAATAACTTTGC 

TCTTGGGAGTTGGGCTTACTCCTGCCATTCTTGATGGCTTGCGTTCAGTGGA 

Sequence 10407 

CCCCCCCTCGGGGTACTTCTAGNATTAATTAACGCGGGGGGACACAATTTCACTCCTCTG 

CATTCACCAAATGTCCAATTACATATCCTCCCTGCCTGGACCTTCAGAACAATATAAAAC 

TGAATGAAGGCTATGAAAGAAGTCACAGGAGGATTTTTGCAGAGCTTCCATCCAGTTCAG 

AAACAAAGCAATTCAATACATGTCTTCAAGATTTCTAAAGGCAATGACTTAATTCTAAGT 

TCCATGAAAGCAGGCATTGTGTGAATTTCTCCTGCATCTGGAACTGGCCTAGCACACCAA 

GGCCTTCACTAGATACTGGCCTTTTGACTTTGGACTTTCCAGCCTACAGACTGATGGAGT 

CTCACTCTGTCTCCCACGCTGGAGTGCCTCTGAATGCTGTTTTAGCCATGGTTCTGGAGA 

GGGTAGCGACAGGAGCTGTCTAGGTGGGATCCAGAGGAAAGTACGAATGAGCAGAAGGGG 

CAAACTTGTTTACCAAATTCTCAAATGAAAAACAAAATATTCTTGTGCGGAATTTCAGAG 

AATTGCAGTTCCTGTTTCAGCCTGAACCTCAGATTNTTCCACCCACATGGAGTT 

Sequence 10408 

GGCCCCCCCTCGGGGATCTTCTAGNATTAATTAACGCGGGTCCCCATTTTAAAACAAAAC 

CAAGACATAGAAAGATTAACTGATTTGTCCAAGATCACCCAACTAGTAAATGGCAGGGCC 

AGGAATCAAACACAAGTGGTCTGTCTCCAGAGCTATAACAATTCTGCTATGATATCTCCC 

AG AAAAAAT AT T C G C AG T C T AC C AG CAT T T GG AT C C AAG AT C AAT C C T C T C AAG C AAGT T 

CCCTAACTACTTCCTTTTTTGTTGTTTTGTTTTGTCTTTTGGGTTTTTTCTGAGTCTCAC 

CCTGTCGCCCAGGCTGGAGTGCAGTGGTGTGATCTCGGCTCGCTGCAATCTTCGCCTCCT 

GGGTTCAAGCTATTCTCCTGCCTCAGCCTCCTGAGTAGCTGGGATTACTGGTGTGCACCA 

CCAACATCTGGCTAATTTTTGTACTTTTAGTCGAGACGGGGTTTCACCATGCTGGACAGG 

CTGGAAGTTCCCTAACTACTTTCAAAAATATTCAGAAATAGTTATGGCCAGGTGTGGTGG 

CTCATGCCGGTAATCCCAGCTGAGTCGCTTGAGGTCAGGAGTTCGAGACCAGCCT 

Sequence 10409 

CGGGCCCCCCCTCGAGAGTCTTCTAGAATTAATTAACGCGGGGGGGTAGAGGTGCGGCTG 
GGCCCTTTACGAGGTTCGGTCTTGGAGCTCCGTCTTCGGCAGCGGGCTCGGGGGCCTCGG 
ACTCTGCATAAGGCCCCGGAAAAGATGACCGGCCCCGGGCTGGGCGCGGTGGCTCATGCC 
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TGTAACCCTGGAGCTTTGGGAGGCCTTGGCGGGCGGATCGCTTGAGTCCAGGAGTTCGAG 
ATCAGCCTGGGCAACAAAGCGAGACACCACCCCCCACCCCCAGTCGCTACAGAAGGAAAA 
AAAAAAAAAAA 
Sequence 10410 

CCCCCCCTCGGAAGTCTTCTAGNATTAATTAACGCGGGGGATATACAGATAGAAATATCT 
CCAGCCATCCTTTTCACAGTGCATAAATAAAATAATTCTTTGATGGCTGGCTAAGGTTAC 
TACCCCAGAACTTGAAGCTGTTTTCATCTCTGTGTGTTCCAGTGAAGTCAATAATTGTCC 
ACTGCATGTCCAGGACTGGATTCCAGCAAAGGGAGAAATGGCAGAAGAATTTTGACAAAC 
TGAAGGGATCTACCCCTCATAGACAGGAACAGGGAACATTTGTTTTCTGCGCAAGTGTAT 
TGTTAGCCTTCTAGAATAGCCTGCCAGCTTAAAGAATGCAGCTGGAGCTAGCTCCCTAGA 
ATGTTCATACTGTTTGTATCAGCTAACCAGCTCCCAAGCAGTATTTTCATATTGTAACTC 
CTCTAATGAAGAATAATTGTCAGTCATTGGTCTTCCCAAATTCTAGGACAGTTGCTTCAC 
ATGTAAAGGAATTTCAGTTAAAGGACACTAGGAAAGTAAAAAATGAAACTCTCTGTTAAG 
TGCCAACATGAAAGATAGCACATCTATGTTATGAAATCCAAAATAAGTAACTTGGAAATG 
TA 

Sequence 10411 

CGGGCCCCCCCTCGGAAGTCTTCTAGAATTAATTAACGCGGGGAAGTATATTGGAAATGC 

GCCTCTTCTTTCTTTCTGTTAGTTGTATTCAGTCACTTCAGTGGCTAATTTTTCCAGTCT 

CTCACTCAACTACAGGTCATGTATCCCTGACTTTGCTTTAGCGAAATTGACTTTTTCCTT 

GATTAATTTAGAATTCAATGACCTGGCGGGGAAGTTATGGCATTGGGGATTTTTGGTTGC 

CATTACTTAACAGGAAGACAGAGAGAGCTTGCAAGTTGGACTCGGGAGACCTGCTTTTAA 

GCCCTGGCTGGACCATTTATTGGCCAGATGACCTTGGACAGGCCCTGTAGGCTTCCTTGA 

CACCCCTACCCCAACTGCCATCTATATTTGTGGGGCATTTTTAGCCTCCTAGCCTTTTCC 

AAGGATAATGTGGGCTTTCAGGTCTGTAACCTAGGCAGGCATTATATTATTATTATTATT 

ATTATTATTATTATTATTTTGAGGTGGAGTCTTGCTCTTTCGCCCAAGCTGGAGTACAGT 

GGCGCGATCTCTGCTCACCAAGCCTNCAGGTTCAAGCGATTCTCCTGCCTCAGCCTCCCG 

AGTAGCTGGGATTAC 

Sequence 10412 

CCGGGCCCCCCCTCGAAAGTCTTCTAGAAT TAATTAACGCGGGATCTTACAGTGCTCCCA 

ACTACTTCACAAACATTCAATAGTATTAATAGCTAATGTATGCAGATATCTACTGTCTCT 

GATAGAATCAACTATTTTGGTTACAAAAGTAATACAATTAGGCCGGGTGCAGTGGCTCAC 

GCCTGTAGTCCCAGCGCTTTGGGAGGCCAAGGAGAGCAGATCACGAGGTCAGGAGTTTGA 

GACCAACCTGACCAACATGATGAAACCCCGTCTCTACTAAAAATACAAAAATTAGCCTGG 

CGTGGTGGCACGTGTCTGTAATCCCAGCTACTCAGGGGGCTGAGGCAGGAGAATCGCTTG 

AACCCAGGAGGCAGAGGTTGCAGTGAGCCAAGACTGCGCCACTGCACTCCAGCCTGGGCT 

ACAGAGCAAGACT CTGTCT CAAAAAAAAAAAAAA 

Sequence 10413 

GGGTACCGGGCCCCCCCCTCGGAAATACTTCTAGNATTAATTAACGCGGGCGGGCGGCCC 

C CAGGCGAT AAT AGAG GAGAAAAG T GAAAC TTC GAG AGG T GAAGGAACT AGC C TGAGAAG 

TGATAAGGGGGTTTCAAAGTGAGGTTTGCCTGACTCTAAAACCCATTCTCCAGGCCTCTT 

CTGTTTGCATCTGTCCCCTTCTCCCTCTGCCATGACCCTGGCGGGAAGGTAGGCTGCTCC 

CATTGGCCATCCACCCTCACTGTTCCTCCCCAGCCCAGAAGGCTCCCTGCACATTGACTT 

ACTGCTTCACTCCTCCTTCCAAATGCCTTTACTTCATTTCTGTAGGGAAGAAAATGGGAT 

TAGTCTATTACTGTAGCCTGTCTTTGAATAGAGTATGCTACTCAAATGAAGTTTTCATTG 

GTCAGTCTTTGGACCCTAAGATAAGAATCTCAGAGAGCATTAAGGGAATATTTTTTATTA 

ACAGGTCTCTTCAGACTATAAATAGTCTATAAATCACACCCCCTGAGTTCTTCGCTTTGT 

CTGTTATAAGCAAAGCTGGCTCAATACCACAGTATGCCACATACTA 

Sequence 10414 

GCCCCCCCTCGGGGGTACTTCTAGAATTAATTAACGCGGGGNGAAAAAAAAAAAAAAAAA 

AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 

AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAGGGAAAAAAAAAAAAAAAAGGAAAAAAAAA 

AAAAAAAGGGGCCCCCCCCCGGGGGGGAGCCCAATTTCCCCTTAAGGGGGGTGTTTTAAC 

GCCCCTTATTGGCCCGGGTTTTAAAAAGGGGGGGAGGGGAAAAACCGGGGGGTACCCAAA 

TTAAATGGTTTGGAAAAAAATCCTTTTTT 

Sequence 10415 

GGGCCCCCCCTCGGAAGTCTTCTAGNATTAATTAACGCGGGGAGGGACACTGCGGGGAAG 
GAAAGAGATCCAAAGCTTCATGATGTGACACTTAAGACCAGTCAGTTTTAATAAGGGAGC 
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TATTCATTTCTACCAGGAGCTCACGTCATGGCTGCTAGTGAGAAAGGCAGTAAGCTGCGA 

TGTTCCTGTAATTAATGAGCTTTATTTTTCTAGAACAAACATGGTCGGGTGTGGTGGCTC 

ACACCTGTAAGTCCAGCACTTTGGGAGGCCTAGGAAGGCAGATTGCTTGAGCCCACGAGT 

TCGAGACAAGCCTGGGCAACATGGCGAAACCCTGTCTCTACAAAAAATACTTAGCCAGGC 

ATGGTGGCACATGCCTGTTAGTCCCAGCTATGTGGGAGGCTGAGATGGGAGGATCACCTA 

AGCCCAGGATGTCAAGGCTGCAGTAAGCCAAGATCCTGCCACTGCACTCCAGCCTGGCCC 

ACAAAGTGAGACCCTGCCTAAAAAAAAAGAAAAAAGTACCACATCATATGCTGAGCCAGG 

TGCTATCTCTCACCTGGTTCTTGACACCTATGAGCCTGCGGGCAACGCTAA 

Sequence 10416 

CGGGCCCCCCCTCGGGGTACTTCTAGAATTAATTAACGCGGGCCATCTAGTTTCTTCAAC 

ATCAGTTGTCACTGTNGCCGAAAATTGTATGGTTAAAAGTCACCTCATTCTGCATAGAAT 

ATACAAGCCTCCATTATACTTGCCAACTTCTTATTTAAAAAGTCAATTTAGCATACTGTT 

TTCCAACTACTCTCTTTTTCTTTGATTCTATTTTACATATATATTTGTCAACTGCAGGGT 

CTTCTTTTTTGTCATTTTAATTTTAAATTTCTATTCCAATTTTAATTTTAATTAGCACCA 

TTATTTCAAGGCAGCAAGTGTCAAAATTATATTTGAATCTCTGGATAGTTTAAGAAAAGG 

TAGTTATTTTGTTGAAAATCACCTAAAGCAAGGAGAGGTGTGACCTCTTATAGCTGTAGA 

TTCTAAGTACTTTGAAACGTGATCTTGAATAATAAATATAAAACATACCGTCATATGGAA 

GATGTGACTATTTGAGTCGGAAAGATATACTTTGCTACATTTATTGGAGATATTTACAAG 

C T AG CT AT T C AC AAAT AAAGATAC T AATCT ATG AAC AT AAC TAATAT GT T AAAC AACAC A 

TTCTCTG 

Sequence 10417 

CGGGCCCCCCCTCGGAAGTCTTCTAGAATTAATTAACGCGGGTCAATGTTCACCCTGTGG 
TTTGGCCTTGATGGAGGGACAACATCCCATAATTATTTCTGAGCAGTCAAAGTGTTCATC 
CTTCTCTTTCACGAGAACCATCTGGAACTCTGAAGACGATACTTTGGGGTCCAGTGAAGC 
TAGTGGCATACCCACGAGCTGCATTTGCTTGGCCCACACACTCTGCCCCAGGTATTAACC 
TAGAAACCACACCATTCCTGGCTTCACACCTGGGGAAAGCTCAGTCTGGGCAGACAAGTC 
AGAGAGACAAGTCAGAGAGCACAAGAGTGGCCAGGAGGCAGGCTGGGCAGGTGGCCCTCT 
TCAACAGGTCCCTATGCAATGCCTTCTCATTTCTTTTTCTTTCTTTTGCTATTTTTATTA 
ACTGCCTCTTCAACCATTCATGCTGAGCCCTGATAATGACAAGTGGGCACTCCCTTGCTC 
TAAGGTCACCAAAGACCCCAGAGGTGGCTAAAGCTTGACCTAAGGAGGGAGGAAAAGCTT 
GAACACATGGAACATTTCATAGAGAAGGGGAAGTCAATGTGAAGTTGCAGGTGGGAGTGC 

Sequence 10418 

GGGCCCCCCCTCGAAAGTCTTCTAGAATTAATTAACGCGGGGATCTCTTTTAGGCTTCGC 

AAT T T T C C TG T ATC T AGGTG AT AC CAT T AT T C T CAT T T T AT AGAAT GG AAAAAAGAAAC A 

GTAGTAAAGAAATTAAGTCCCTCTCTCATGGTCATAAAGACAGTAAATAGTGAAGCTGGA 

ATTGGTTCTCTGGAAGTCTGACTGTCATGCCCACACTCCTAATTATCATGCTTAGAGTAC 

TTAAGGAACTGGAAAATAGCCATGTGGCTGGAGTACAGTGAGCCAGAATAATGGCAAGAG 

ATGAAGTTGGAGAGGAGGTAGGGGCCAGGTCAAAAAAAAAAAAAAA 

Sequence 10419 

GCCCCCCCTCGGAATACTTCTAGNATTAATTAACGCGGGACTAATGTTTTGATCCAGTAG 
GTCTGGGTGAGGGCCAGAGAATCGAACTTTGGGAAAGCTCCCCCAAGTGATGTTGATAAT 
TGGGGATGTCTCCTTTCT GAT T G AGAG AT G AC AG AT GAG AT C AG AG CAT C T C C C T G AAAT 
GTGCCATGCAAACAATTGGGTGTCTGGACTTGCCAAAAAGGCTTTTGAGGATTCTGGAGC 
TTAAATTCAAAATATTAATAAAATAAGGGGCTGAACGTGGTGGCTCACACCTATAGTCCT 
GGCACTTTGGGAGGCCAAGGCAGGAGGGTCACTTGAACTCAGGGGTTTGAGACACCCTGG 
GCAACATAGGGAAACTCATCTCTAAAAAAAAATAGAAAAAAAAAAAAAAA 
Sequence 10420 

CCCCCCTCGAAAGTCTTCTAGAATTAATTAACGCGGGGGGGCAATGGCGGGCGCCCCTCC 

CCCAGCCTCGCTGCCGCCTTGCAGTTTGATCTCAGACTGCTGTGCTAGCAATCAGCGAGA 

CTCCGTGGGCGTAGGACCCTCCGAGCCAGGTGCCGGATATAATCTCGTGGTGCGCCGGTT 

TTTAAGCCGGTCTGAAAAGCGCAATATTCGGGTGGGAGTGACCGGATTTTCCAGAGTTTA 

GGATGCTT C AAGG G AAAG AT G AAC C GG G G AAC C G C C AC CG T G AC T AT T T C T CAT C T AC AT 

ATCCACCCCCCGAAGTTCTTAAAGTGGAGCGGAATTCATTTTA 

Sequence 10421 

CGGGCCCCCCCCTCGNGAATACTTCTAGAATTAATTAATATTTTAGGGCAGTCAAGTCAT 
ATTTGCTAGTCTTATACCCATTTTAGCAATTGTATCACACAATTACTTCACATTGAGTAT 
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GGAGTAAAAGAAAATCTCAATTGTTTTCCACTTGAAAACTTGCCTAGTTAGATTTACCTC 
ATCTCTCTATTGTAAGATTTTTCTTTTAACCTGTCTTTAAAGTATCCCTAAAGCAAACAA 
AACTCCGTATAAATAGATGAGCCAAAATTAAATTGGTATATGATGCAAACTTCTTGATGT 
CCCTTGACTTCATCACTTATAAAAATCTTTAGTTTCTATGAGAGGTTGCTTGTGCGAAAG 
TGATTAATATGAATAAGTGAATGAATCTAAATGTTGCAATTTATCATATTCACTCTTAGT 
CTAGAATGAAAATAGCTCTGAAAAGTGACTCTAATTGTACTTTTCCTTCTGTGATAGTAT 
CTTACAATGTCTTCCATTTGTATGGATAAATATTCATAAATAATTATCTTCCCTCCAGCA 
ACATCATGAACATTCTGGTAGAATGTATGAGGGTACAAATTTGATAAAGACAGATTATCT 
A 

Sequence 10422 

CGGGCCCCCCCCTCGGAAGTCTTCTAGNATTAATTAACGCGGGATTGATTTTTTNAGTAA 

GCCCATTGAAATCCATCAGATTATCTCCTGCTAGATAATAATGGTCTCCCCCATGTGAAG 

AGACAGGCTTTCTTTCAGCAGGGCTGCCCAACAGCCATTACTTTAGGAAAATGGAGTTGA 

GAGACACAAGGATCCTGGATAGGGATGAGGCGAGACACCCACGCTGTGGTGAAGACCAGG 

TGGCCAAAGCCCAATTTGAAAACCCTGATGTGGATGTGTCCTGGGCCTGTTCTCTTGGAG 

CAGGACCTCCCTGTAGTTTGCATTCTTCTTCTCTCAGCTTGAACCTCTTTCCTCAGCACC 

TGTGGTTCATATCTGTTGAGCAAGGGGGAAGACATTTGTTGTCTGGGTGATGTTCAAAAA 

CACAACTGTGTTCTTGAGCCAGTTTCTATGTTAAGTACAACCAAGGTCTCACTGGTGACC 

TTGAACAAAACAGAAGTAACCTTTGTTCTTCTGGCCAGTTCCAAGTCCTCGGAACCTACA 

GTCACAAGCCACACATTTCTGACCAGGTTTTCCCATGCCT 

Sequence 10423 

CGGGCCCCCCCCTCNAGGATCTTCTAGNATTAATTAACGCGGGTACATGTGCCCTGAACT 

TCCTACAAATGCGGTGTTGGTTGTTTTCCATGCCACATTGAATGTTTCTTTTTAATGAAC 

ACTCAGATTTCCCATCCTTCTATTTCTCATTCCCCAGACCACCTGGATCAAGAGACACAT 

TCAGACGCTAGAATTGAATGTAACATGAACTAAGGTTTAGGCACAGCATATTGAAAGCAT 

TCATTGGAGTGGGGAAGAGAGATGGGGTTTCTCGGTCACTCAACTCCTACCATAGACTTC 

T G T T T T T C T C T G T AAT G AAAT T G AAGG AAAAAAAAAAAAA 

Sequence 10424 

CCCCCTCGNAAATACTTCTAGNAATTAAT TAACGCGGGTTGGCTGATCAATTACCAATCT 

GCCCCACTGCCATCCATCAGCTTTGGTATTTGAAAGTACATCTTCAATTCTCTTATGGTT 

TCTGAGGAAAAGTTCTTTTGGGGCTTAGTGTGGTGGTTCACCCCTGTAATCTCAGCACTT 

TCGGAGGCCGAGGCAGGTGGATCACCTGAGGTCAGGCGTTCAAGACCAGCCTGGCCAAAC 

CTCGTTTAGTAGAAACCTCATCTCTACTAAAAATACAAAAATTGGCTGGGCATGGTGGTG 

GATGCCTGTAATCCCAGCTACTCAGGAGGCTGAGGCAGGAGAATCACTTGAACCTGGGAG 

ACAGAGGTTGCAGTGAGCTGAGATGGCGCCATTGCATTCCAGCCTGGGAAACAGAGCAAA 

T ACT C C AT C T C C C AAAAAAAAAAAAAA 

Sequence 10425 

GGGCCCCCCCTCGAAAGTCTTCTAGAATTAATTAACGCGGGAACTAGAGGAAGACATTTA 

TAATACAGACAAGGAATAATGCTGTCATAACTACAATAGTGGTGGTACAGATAGACGTAG 

ACAGTTTCAACTTCTTAGAAGGTATGTTCAAGGATAGTGACCAGGTTTCTGGCTGTACAA 

TTGTGTAAATAATGTACCATTCA 

Sequence 10426 

CCCCTCGAGAGTCTTCTAGAATTAATTAACGCGGGCACAATGATATGGTAAGATTTGGTG 

ACAAAGAAAATTATGAAGGAACAGGCAGTATCATAGCTTAATTTGTACCTCAACTAGAGC 

TTTTTTACTTCCACTCTGTTTTATATACATTCACAGGTATGAAAATTCATTGACTGCTGT 

TATAGAAAAGACTGTGAATGATTGCTAAAATGGAACAGTAAATAACTTATTTTGAAGAGA 

TAAAAACTATGATTATTCCTGAGCCTTTGAATATGTTCACTTGAGAGGGAAAGTATAGTG 

G CAT T T T C AAAA T AAC T C T T T AAG TAT AT T T CAT AG AAT AT TAT T C C AC AT G AAT C AC AA 

TAGGAATCTGTTATTGTGGATACAAAAACTTCATTCACAATTATATCCTATTTTTACTCT 

TGAAGTGGAATATCAGAAATGTTATGAGATATTGACATTTTATTTAAAATCAATCCCTAT 

TCACACATAGCTAGTAAATTGTTTCAATTTTATTGGCCCTCATGTCTACAGTATAGTAGT 

TTAACCCATATTAATACTTTAGTTCTTTCTGTAAAAAAAAAAAAAAA 

Sequence 10427 

CCCCCTCGAAGATACTTCTAGAATTAATTAACGCGGGGAGTGGTGGTGGGGGCTGCTCTT 
GAGAAGGAATAACTCCAAAGTCTGAAAATTTTGGATGCACAGCATAATTTATTTGCTTCC 
TGGAAAGTCACATGGTGAAAATTCTACAATAAAAAAGTCTGGGCCGGATGCAGGGGCTAA 
CCCCTGTAGTCATCAGCATTTTAGGAGGTCAAGGCCCGCGGATCATGAGGTCATGAGATT 
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GAGACCATCCTAGCCTACATGGTGGAATACAAAATACAAAATTTCCCTGGGTGTGCTGGT 

GCCCAACTCTAATCCCAGCTACTTCCGACGCTGATGGAAGGATAATCGCTTGAACCCGGC 

TGGCGCCATACTGTGAGAGCCTAGATCTCGCCAGTACACTGCAGCCTGGGTTACATAGTG 

AGACTCCCTCCCA 

Sequence 10428 

GGCCCCCCCTCGNGGGTACTTCTAGNATTAATTAACGCGGGGCCTGGCACAAGTAAGGGT 

TCTATAAGCAT TAGCCGTTAAAGCAGCCATTAACAAATGCTGCAAGCAATTATCCAAGAC 

TTCGCACTGTGCTAGGGTGAGAGTACTCCCCACAACCCGAAGTGCCGCACTCTTGTCCTT 

TTTGAAAATATGATGCAGAAGTTTATAATTTCTTACCTAGCACTTACTGACCCCCCGGCC 

CCCACTAATTATTCCTTTCACTAAAGAAGAGAATGGAAAGACAAAGTCTAATTGAGGAGC 

AGGAGAGTAAACAGCAGTTGTGAACTTTCAAGACCTAGATGATCTCTAGCCCACTGTAGA 

GGGCCAGGCCTGCCAAGGCCCAGGGGGGTTAAAAATGAGATTCTTTGTAACTGTCAATCA 

AAACATTCAAAGATTCCCCCGGGCTAGGGGAGGAAGAAAAGTGTGTCCCTCAAAAATACA 

ATCTACCTTCAGTTGAGGATAGGCAACACCCATGTTAACCATTTAGAATAACTCCTTTTG 

AGGACGGGCCTGGTGGCTCACACCTGTAATCCCAG 

Sequence 10429 

GACTGGGGTACCGGGCCCCCCCCTCGGAATACTTCTAGNATTAATTAACGCGGGAGGGAT 

GATGATAACAATTAGTAATGAATTTAAGCTGGCTAAGAAAAGAAGAAACAAGGGTGGTGG 

TGGAGTTAGGAAGAGCAGAAAGGTAATTGGATCAATAGGTTGCAGGTCCTGCTGCTGGGA 

ACATTGATAGAGTTAGGAGCCCACAGGTAGGGTGCTGGAAGGGTAGGAGGTGATCCCACT 

TTCCTCTTTGCCCATTGTTTAGTCACATCAGTCTTCCAACCTGGGGTGTTGGAAGATTCT 

GTACAGATTTCTTCCCTTCAATCTCATCCGTCTCAGCTCCAGTACCTGATTTTTCTCAGG 

AGAATGTGCAAACTAAATTAGATTCTCCTATTATAACCTTGGTACATCCTTGGAGCACTT 

GTAATCATAATTTTAAAACTATAGGAAAATTTGACATCTAACTCCACCAAGATCTACAGC 

TTCTTTGCTCACGACTGTCATTGCTAGTGCCTAGAGACTATCAATAGGATGCTTTCGGCC 

GGGCGCGGTGGCTCATGCCTGTAATCCCAACACTTTGGGAGGCCGAGGCGGGCGGC 

Sequence 10430 

GGGCCCCCCCTCGGAAGTCTTCTAGAATTAATTAACGCGGGGGCTGTGGGGACCTGAGCC 
GAGTCGGCATTGCTCGCCCTGTGCACAAGACAATATCCTGTTTGTTTGGATGCA 
Sequence 10431 

CTGGGGTACCGGGGCCCCCCCTCGGGGTACTTCTAGGAATTAATTAACGCGGGGGAGTAA 
GAACAGGAGAGTTAAGTGGAAAGCCAGCATCAGTAAATGGGTCAGGAGCCCCTGACCCCC 
G AACC GC T TT GAT C CC ACT GAC CAGAAAC AC T 
Sequence 10432 

GGTACCGGGCCCCCCCCTCGGGGTACTTCTANAATTAATTAACGCGGGGTGGGATCTGGA 

CTTACAAAAGCTTCCCTAGGAATTTCGGCTCTTGGCATGCACACCTACTCTCAAGGGAGA 

AGAGTTAATGTTGTCAGGCACACCACAGAAAGAAGGGTGCCTCAGAGAAGGATTTAAGGA 

GGGACGGCAATTCCACTGCTGCTCACCAGAAGCCAGTATGACTTTAAAATATTGATGATG 

TTTATTTGCTG 

Sequence 10433 

GGTACCGGGGCCCCCCCTCGGAAGTACTTCTAGNAATTAATTAACGCGGGTACTAACCTT 

CGAGTTGATTTACTCTAAATGAAAGTACATATGACTTGTAAACTCCTAACTTTATATCCC 

ATATGAGCGATTGATTTTTTATTTAAGTATATATAGTTGGAAGGTAAGACTAGAAACATA 

CACAAGAGCTTGTAATCATTTGCTGATAGTATTGACTTGTGGATCCTTTACAATGTTTGT 

C T C AC TAT T T T AC T GAT CAT T AACAT T T CAAAGAAG TAAAT T C T T T G G GAAT C C AAG AC G 

GTAGACTTGACAGTGGGAAGACCCCTTTAGGCATCAGATCGGGCTTTTGCCACCCAAAAG 

ACCTGAAATTCTATACTTGGTAACAGCTTGGAGTGTGGAGTATGCTGATTACTATCACTG 

CCCAGGTGAGGGGTATCAGCAAATGGTGAAGGGAGCTGCCTCTTCTCTAGAATGTGATCA 

GTTGTGTGGATTTTCCATTTTGCATTTTTACAGTTCTGCTCTTTATTGAGTACAGCATAC 

CTTCAATCTGTTAACCAAACCATCACCCAGTGTTGACAGGTGAGAGAACATTCATA 

Sequence 10434 

AAGGCAGGAAAAGAGCTTTGTGGTTGACTTATTACAGAATTAGGACAGGACAGATATGGA 
AAATATGTTCACACAGGGTTGCTCTAAATGTCCATGAAAGACACCAACATGGGGCAGGAG 
GCTGGGAGAGGACAGACAGGGAGAAAAACAGTGAAAAGGTTCTCCACATCTAGCTGCAAA 
GATAACCTATACAGAGGAAAATTCAAAGTACATTTAAAAAGCCTTAGAATTGGAAAGGAC 
CCAGAGGTTATTTATCAACAGGGACTTTATTACACTGAAAGATGGGCCATTCTATCAGGC 
C AT AAT AAGT AAAT AT C TAAATAAT GAAT CAT T T T C CT AATG AC TTCCTTTATA 
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Sequence 10435 

CCCCCCTCGAGAGTCTTCTAGAATTAATTAACGGGTATTTTGCCTATCCCCACATGTGTT 

TTTATTGATATAGTCATTTTAAATGTTGCTTATATTGCATACATGTCCTTTGCTTCTTTG 

ACCTAATAATGTAGCTTGGTGGTCTTTCCATATCAGCACAAACAGATATCACATTCTTTT 

TAATGTAGGCATAGTATTCCCTCATATGGATATACCATAATTTATGTAAGCGGTCACCTA 

TTCTTCCAATTACTATTTTTTTTTAAGTCCAGTGATCCTCTTTATTATACGCTTAGCAAA 

TAATTGGGAGCATATATGTAGGCTCAAGTCCTAACACTGGGGAATTCTGGGTCAAAAAAT 

ATGTGTCTT T AAAAT T T T G AT AGAT AG AAAAAT AT T AC T T T T AAAAC T T T T G AAATGC AG 

ACAGAAACCCATTTTCATTACAATGAAGCACATTGAAAGCTCCTTCCCTTCACTTAACCC 

TCGGACCAGATGGCCGACTCTGCACATGCATGCATGGATTAAAAGAAGTCTACTGTACAG 

AAAATTAATTTAGGGTCTAAATTAAATGCTTAAAATAAATTTATTCTCATCAGCCCC 

Sequence 10436 

CGGGCCCCCCCTCGGAAGTCTTCTAGAATTAATTAACGCGGGGTTGCAGTAAGCATCTGA 

TGAGGTGACAGAGTTAGAAAACAGTTGATTCTGCTAATTTGTTGTCCAGCTTAATGGTGG 

TTTTGGTGGAAGAACCAATTAATCCCTGAAGCTTCCTGCCCTGCCGTTTTCTGTGACGTC 

ACTGCTGTCTTAAAACTATAACTAAATATTAGTCATATTAAAAAAAAACTATAGGCTGGG 

CGCAGTGGCTCACGCCTGTAATCCTAGCACTATGGGAGGCTGAGGCGGGCGGATCACGAG 

GTCAGGAGATTGAG 

Sequence 10437 

CCCCCCTTCGAAAGTCTTCTAGAATTAATTAACGCGGGGAAAAAATTAGACTTTGGTTTT 
CCTTTTATTAATTGTACAATTTAGTATTTTCATTGTTATTTTTCACAAAACTAGAGGGAA 
AAGGAACCATATTTTTTTCCCAGGTCTTCATGGCCTCTCCACACCTTTAATCTGGCTTGG 
ATCAGGCAATAATATCTCAGATTTCAAGGGTAGAGTGCTTTAGGTGTTTGGCTGAACTCT 
AGACTTAAGGTGGCTGGGCATGGGCATTGGAAACAAGGCTCAATAATAAATATGGTGGTA 
CTGCATTTGTGTGAATACAAAGCTGGCTGGCCATGTAAAAATTCTTCCTCTCCCAGCCGG 

Sequence 10438 

CCCCCCTCGAGAGTCTTCTAGAATTAATTAACGCGGGGGTGTGAAAGAGACCCAGCTATA 

AGCATGTTCTCCAACACAAATTCCATCTTCATCATGCATCAAAGCTTTTTATTATTTTGA 

AATAAAACTTATTCTACAAATACTTATTGAACAGTTTTTATGCCCCAGAAACCGCGTCAG 

GCAGGAGTACATTGGTGAACAAAACAGATTAAAAACCCTGCCCTCGGCCGGGTGCGGTGG 

CTCACACCTGTAATCCCAGCACTTTGGAAGGCCGAGGTGGGCGGATCACGAGGTCAAGAG 

ATCGAGACCATCCAGGCTAACACGGTGAAACCTCGTCTCTACTAAAAATACAAAAAATTA 

GCCGGGCGTGGTGGCAGGTGCCTGTAGTCCCAGCTACTCGGGAGGCTGGGACAGGAGAAT 

GGCCTGAACCCGGGAGGCGGAGCTGGCAGTGAGCTGACACCATGCCACTGCACTCCAGCC 

TGGGTGACAGAGCGAGACTCCATATCAAAAAAAAAAAAAAA 

Sequence 10439 

CGGGCCCCCCCTCGAAAGTCTTCTAGAATTAATTAACGCGGGACAAAATGAAATATTCAG 

AGGCCGCTTATCTATCAGGACCAAATACAAAACAATCACTCTTCTATAACAGCAGAGGCC 

CTGTTGGTAGCTCTTGCCAGTTTTTATATAGGCCTCTGTGTAGTGAAGCAACAACAGAAA 

GGGGGCTATATACTCTCATATTGCCTTTGAAAGTCAGAAGCTGTTTGTGTCGCATTTGTT 

TGATTGACTCCAATTGAATTCTTATTCTGGCTAACTCCCAAATATTTAGCACTTAAAGAA 

AACAGATTGAATTTTTAACATTTCTGTAGAAACTTATCTGTGGGTCAATTTCTTCATTGA 

GTACACCAGAATAAAAAAAAAAAAAAA 

Sequence 10440 

TAATTAACGCGGGCACTACCCTGGAGATAGTGTACATGCTATCCTTTTTGGAAAATTATT 

ACATAAAATATGACATTAAAAAAATTTCATTACAAGAACAGAAAAACAAAACAAGAATAA 

TCTTCACCTTGTCAGTGTATCCCTCAGAGCAACAGAGTTATAGATTAACTCCTAACAATA 

ATGTTGTCATCTACAGCGATTTCATGTTTCCATGAACTAAATTAGTAAAATGCTTTAAAA 

CTACAATTGATTTTTACTGAGTTCAAAAAGAAAACGTGGCTGGGTACAGCAGCTCATGCC 

TATAATCACAGCACTTTGGAAGGCTGGGGCAAGAGGATTGCTTGAGCTTAGAAGTTCAAA 

ACCAGCCTGGGCAACACAGTGAGACCTCGTCTCTACAAAAAGTAAACAAAAAACTAGCTG 

GGCGCAGTGGTGCACACCTGAAGTAGCACCTACTTGGTGGGAGGATCCCTTGAGCCTGGG 

AGGTCCAGGCTACAGTGAGCCAAGATAGAGCCACAGCACTCCAGCCTGAGTGACAGAACA 

AGACTCCGTCTCAAAAAAAAAAAAAAG 

Sequence 10441 

GCCCCCCCTCGGGGTACTTCTAGAATTAATTAACGCGGGTGGAGCAGGTAAGGGCCTAAA 
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GTCTAGAGTTAGTTTTGAATGAAAAGTGGTTATATCACACAGTCTTAAGTTATCCAAAAC 

ATACAAATTAGTACTTTCCCTTTGTAATTTACACATTTGGCCAGATTTTCTTCTCCAGAT 

CTTTCTTCTGTGCCTAGCCACTAGTTGCTTTTTAAAAAATACATTTTTTGGTCAGGTGTG 

GTGGCTCACATATAATCCCAGCACTTTGGGAGGCCAAGGTGGTGGATCACGAGGTCAGGA 

GATAGAGACCATCCTGGCCAACACGGTGAAACCCCGTCTCTACTAAAAATACAAAAATTA 

GCTGGGCATGGCAGCAGGTGCCTGTAATCCCAGCTACTCAGAAGGCTGAGGCAGGAGAAT 

CGCTTGAACCCGGGAGGCAGAGGTTGCAGTGAACCGAGACTGTGCCACTGCACTCCAGAC 

T G G T G AC AG AG AG AC T C CAT C T C AAA 

Sequence 10442 

CCCCCCTCGAGGGTACTTCTAGAATTAATTAACGCGGGGGCAAATGCGAGTCCCTGTCAC 

GCTTTTGACGCCACAGCTTTGGAGTTGTCATGGAAACAGTTGAACAAATGAAGCCCAGGA 

AATCCCTCATCCAGACTCCATCGTAGAGAATGTGTGGAATGACCGATCCAGGGGCCCCAT 

AAGTCCGCCGGTTTTCAGGTGCCCACTTGGACACAGCTGGCCAGGAAAGGGAAGGGACGG 

GTCTGGGCCAGGAGGGACCTCACATAAGTTCTATGATGATTTGGTTTAAAATCTTGGCCG 

GGCGCAGTGGCTCAGGCCTTTAATCCCAGCACTTTGGGAGGCCGAGGCGGGCGGATCACT 

TGAGGCCAGGAGTTCGAGATCAGCCTCGCCAACATGGTGAGGCCCTGTCTCTACTAAAAA 

TACAAAAATTAGCCGGGCGTGATGGCGCACGCCTGTAATCCCAGCTACTCAGGAGGCTGA 

GGCTGGAGAATCGCTTGAACCTGNGAGGCGGAAGTTGCAGTGAGCCGAGATTGTGCCACT 

GC AC TCCAGCCTGGT C AAC AG AG T AAG AC T G T C T C AN AAAAAAAAAAAAAAG AAA 

Sequence 10443 

CCGGGCCCCCCCTCGGAAGTCTTCTAGAATTAAT TAACGCGGGGGTGGGTGGTGTGCCTC 

TGTGTTGGTACCCTTCCTTTTTGGTTCATCTCCCTCTGGAGCTTTAGCGGGTTAATACAG 

AGTGTCCTGGGAGACAGCCTTCCGTGAATCCTGCACAGTGIGTCCAAGCCGCACTGGTGG 

TGACTGAGTTGCTGTGCCCGTGTCCGGTGAGTAAGGTGAGCTAACTTGGTGTGTTGTGCT 

GGAGGCCTGGTTCATTGCAGAGGTGGTGCAGGGTTAGATTTTGACGTCTGTCCGGGACTC 

AGGCTTTTCCTCAGCCTTTGTTCCAGAGCATTGGGGTGACAGTGGAAATGTCTCCAGTGC 

CGGAAAGAAAACACAATGAGGAATGGCGTTTCAGTAGGCGGATCTGCCTTTCATCTAAAG 

TAATAACAGCCAAGTATTCTGGAAGAATTGAAAGAGGCTAGCAGTCATTCTTAAAAGCAA 

AGTCTTTTCTGC C AAAAC AG TAG T AC AT T T TAT T T T T AAAAG AC T T G AAAAT AC AAAAG A 

ATGACCCCGCATAACCCCACGGTGCAAAGGTCAGCATTGTTAACACTTTTGGAGTTTGTT 

TCCCTTTCAGTTTT 

Sequence 10444 

CCCCCCTCGAGAGTCTTCTAGAATTAATTAACGCGGGGGTCTCACTTTGTCACCCAGGCT 

GGATTGCAGTGGTGTGATCTCGGCTCACTGCAGCCTTGACCTGCCAGGCTCAAGCAATTC 

TCCCATACCAGCCTCCCTGGTAGCTGGGACTACAGGCCCCCGCCATCATGCCCAGCTAAC 

TTTTTGAATTTTTTTGTAGAGATGGGGTTTTGCCATGTTGCCCAGGCTGGTCAAACTCCT 

GAGCTCAAGTGATCTACCCGTCTCAGGCTCCCAAAGTGCTGGGATTACAGGACTGAGCCA 

CTGCACCTGGCTACTCTCTACCTTTTGATAAAAGGAATTAAGTTGGTAAGTTGGTATATA 

GTTCATTCAATTACGTGTATTGAAATTGATTCTATTTCTATATCAATTATTTTATACATT 

TTATTTTATTGTTNTTTCTTGTAATCTTTTTTTCTTTTACAAGCTTGCACAAATTTTTGT 

TTAATACCCTATTTTCTCTTTTTTTAGTTTGAAAATTTTCATGGTCAAATATCTAAAATA 

AAACTTTTAGATTTTAACTGGGCAGAGATA 

Sequence 10445 

CGGGCCCCCCCCTCGGAATACTTCTAGNATTAATTAACGCGGGCAATAGTGAGGCAGACA 
CTGCTTCAGACATCTTGCCTTTTTTGTGCATTATTTATGAAATTACTTGGCAATGATGCT 
CCTTGAAAAAGCGGCCAGTTTGTAAAAAAGCCTTCATATGTAGATGTTGAATTTTGCATT 
TCAAGGTCCCTTGATAATTTGGTAGTTTGAAAAAGCTGGGCTTTCTTGATTGCTTTGGTC 
TTATTCTTTACCTAGCATTTTTTCCCTAGCACAGGGCAATTGATTTATTTTCAGTGGTAG 
CTGAAACAAAT AT AAAAT TAGATACTGTTTTTTGCAGTGGTCATAATTATCATTTTATAG 
TACTATAGTGTTATCCTCATCTGTGAGGAAACCAAAGAGATAAAAATGTCATTGGTTTTC 
TAAACGAGTTAAAGTGACTAAATGTAGACTTTGGATAAATGGGAACTTTTTCTTTCAAAA 
AATG ATT CAT T CT GATT ATGAAAGTAATCGAT AT AATAGT TACACT TGGCAAAAAATTGG 
AAAATTCAACAGTATAGTGCTATGCATAGCAAGCAATGTANATTTGAATTGTGAATGGAA 
C 

Sequence 10446 

CCCCCCTCGAGAGTCTTCTAGAATTAATTAACGCGGGATGCTAAATAAATAACTCTCACT 
GTTATTACTTTGTATTAAGATATTATCTTTGCCCCCTCGTGGCAGTCTCTCAACAAAGAG 



Table 8 
34/1983 



TACTGTAATTGCATTTAATCCACTTAGTGGATGTGGAGCCCAAAGGGCAGCCATCACTAG 

AGCAGCGTACAGGCTTAGTTCCAGACTTCGTGTTTGGTTGTTCATTTCATAGGCGAGCCA 

CGTGTTTTGTAACATATTCTCGTATATGTTATTTGGATTATTTTCAGGGCTTTCTGAAGA 

AAATAAACATCGAAAAAAAAAAAAAA 

Sequence 10447 

CCCCCCTCGAGAAGTCTTCTAGAATTAATTAACGCGGGGAGAAGAAAATCGGGGAGCCAT 

GCATGAGGAGGCAGTGCCTAGAGGTGGTTAGAGGTACCAAGGAAAGTTTCACCGATATTG 

ATGATATTCTGCACCCCCCACCCCCAATACTGATATAATTCTATCTCAAGATACCCTGGG 

CCCATCATGGAAAAGAGTTTCATGGGTCAAGATTGAGTTTTGGATTTTTCTCATATACAA 

AACTAGATATTATGAAGAGGAAAGGACACAAGGTGACAATTTTATAAGAAATTTAAAATG 

GTGTGATTTTAAACACATTTGGAGTACTTTTAATCTCTGGATTCTGAAATATATTTCTCG 

AAGAGGACATTATTTATATTAAAAAGCCCTTCATGCTTAGAACTGCTCAGTCCATCATGA 

GCATCTTCTGTGCCAGCTATTTATAAAGTAACTTCAATATTTGATTTTCAACATGCCTTG 

GTAACCCCTAAAATATTGGGTCTTGCCATTCATATTAAATATTATCAATTCCATGTCTGT 

TTCAGTAAATTCACTCATTGAGTGCCAACTATGTGTCAGCACTACTCGTTATTAA 

Sequence 10448 

CCCCCCTCGAGAGTCTTCTAGAATTAATTAACGCGGGGCACCACGGGGGATCCAGCCAAG 
G T C G T C G AAT G AAAAC T G AGG C AG AAG AGGT AAAAT C AC T C G T C C AAGG T C AC AC AG C C A 
GTGGTGAGGATAAGCCTCAGATAAATTCAAGGTCATCCAATCAGCCTAGCCACATCCCGC 
AT T A T AG AAAC G AAAAG AAT G T C AAGAAG AC AC AT C AG T C AGT AAAC T C C AAAT T G T AT G 
TTGATCGTAGGTAATAAAGCATTGTGTCAGGGAAGACATCTCACTAAGGACTGCACTCCA 
GCCTGGGCGACAGAGGGAGACTCCGTCTCAAAAAATAAAAATAAAAGCTTCTTGAGCTNG 
AAN AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAN AAAAAAC C AN AAAAAAAAAAAAN 
GGGGGCCGCCCCCGGGGGGGGGCCCCAA 
Sequence 10449 

TTCTAGCATTAATTAACGCGGGCGAGGTTCTTCAANACTAAAATATTTACTATCTGGTCC 

TTTACTATTTACTAATATTTACTAAAATAATCTGCCAACCTCTGGTCAAGAGAATAGACT 

TCATGCCCTACTTTTCATCTTTTAGCCCAAAAATACTAGTTGCTAAAGCTCACACATGCC 

TTAATTGCACCCACTGTCCTCGCTGAATGCAGTTGAGATTCTGTTCCTTTATGCTTTTAA 

AAC AAAG T AC T G C T CAT CAAAGAAC AAG AAAAC T GAT T T C C T G AAT 

Sequence 10450 

CGGGCCCCCCCTCGGAAGTCTTCTAGAATTAATTAACGCGGGCGAGGTTCTCCAAGACTA 
AAATATTTACTATCTGGTCCTTTACTATTTACTAATATTTACTAAAATAATCTGCCAACC 
TCTGGTCAAGAGAATAGACTTCATGCCCTACTTTTCATCTTTTAGCCCAAAAATACTAGT 
TGCTAAAGCTCACACATGCCTTAATTGCACCCACTGTCCTCGCTGAATGCAGTTGAGATT 
CTGTTCCTTTATGCTTTTAAAACAAAGTACTGCTCATCAAAGAACAAGAAAAACTGATTC 
C TG AAAT AAAAT T T GAAGAT AAAGAAC AT TCTGGATTG CC T T AGGAAAT TAAGGG GAAGG 
AAGTAATTCAAAAATCTATAGATCTTGATAGGTCATAAATCCTAAAGGATTTCAGACATA 
GGTCAAGAGAAAACCGAAGTCTGGAAGGGGATAATGAAGGAGACAAATAAATAATATAAA 
TGTATTTATTACCACTGAACGATACACTTAAAAATGGTCAAGATGGTAAATTATATATGT 
AT ATT 

Sequence 10451 

GGGCCCCCCCTCGGAAGTCTTCTAGAATTAATTAACGCGGGGAGCAGATGCTGCTCACAA 

TTCTCTAAAACAAGGTCTTTTTTTTTCAACCCCAGATATATCAAGAATGGGACACAATCT 

CCGAGGAAGAAATTGTCAGCATTTATCTTGAAAATATCTTTGGTTTCCCATTACATTTCG 

GATTTCTCTAGACCATATTTGTAGTTCCCTTTTTGGTGTTCCCATTCTTGTAAGTTTATA 

TAAACAGCAATAAGACTATAGCTCTTCTCACAGGATACTTTGTTATTTCTTAATGGGACT 

GTCTGTCCTGTAGGCTATGAGCTATTTGAGGGCAAAGAATATTCTATTCATCTTTATATT 

CCTGGCACATGGTAGGCACTCAGTAATGCTGCTGCTGAATTGAATCGGCTGTGGGAAAAA 

AACAAATGCTTCTCCTCAGTCAGCATTTGTTTTCTAGGATCTATTCCAATATATTTCCAA 

C AAAAAT AT GAGATT T AAAAGAT AGGC AG AGAGT G AAT T G AAC T GAAT AT TG C AC AAAAA 

CTCCTTGTCTTTAAAGGTGGAAACAAAATCCACCACCTTCCCAAGATAGCTGTTCTGTCT 

C AC ATCT T CT TGAAGCAATG AAAT GAT GA 

Sequence 10452 

TTTTTTTTTTTTTCGGAAATAGGGCCTGGCTCTGTGGTCCGGCCTAAAGGCCAAAGGTGG 
GATCATGGCTCACTACACCCATGACCACTCTTTATTATTTTCTCCCTTCGGCTGGTTTTA 
ATGTCCATTGGCTTCTCTTTTTCTTTTCTTCTTTTGGAAAGGGAGCCTCCCCTTTCCCCC 
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r 

CAGGCGGGATTCAACCCCCGGGCCCAAAAATTCTCCCCCCTCAGGCCCCCGAGTAAAGGG 
GACTATGGGCCCCCCCCCGCCCTCAGCTGGCTCCTTTTTTCCTAAAATAGTTCCTCAAAA 
CAAAACCTGGGAATATTTATTGGAAAATTTCTCCCCCAAATATAACCAGGGGATGCTATA 
AG T T T C T T C C T G AT AAAAAAAAT AT AAT T T 
Sequence 10453 

CGGGCCCCCCCCTCGAAAGTCTTCTAGNAT TAATTAACGCGGGGGAACCATGAAGACTGG 
TTTTAGGATAACTGGTTAAGCAGATTCAACAGCAACCATCGTTCAGATTTTTTTGTTTGA 
ATGTTTATTTCCAAATTTTTTATTACAAATAATTGCTGTAAACATCTTGGTGTAGGTAAC 
TTTGATTTTTTTTTTAAGGATTCTTTTTTTTTAGGATGCTTCCATAAAAATAGTGTTACT 
GAGTTCAAGTGTGTGGATATTTTTAAGGTTTCATGAGTAATTTTTCCTTTAGGCTGCTTC 
TTACAAGAGTTGGACCTATTTAGAGCAGCAGTAAATAAAGATGTCCCTTTTTACTATTCT 
GTTATAAGTATAAGCTAATTGCATTTTACATTTTTTGCTAATTTCATGGCATGTGCCATT 
TAAACATTCGTGAAGCAGAATATTTTCCTGTCTGTTTACTAATGATATTTATTTTCATTG 
ACTTGTTTGGCCTTGTCCTAGTTATGTTAGAGCCTTAGTGTTTTTCTTATTGATCTACCT 
GAGACTTACAAATATATTAACCTGTTGTCATATTTGCTACAAACATTTCCATGATGAATT 

Sequence 10454 

CCGGGCCCCCCCTCGAAAGTCTTCTAGAATTAATTAACGCGGGGATGGCTCATGCCTGTA 

ATCCCAGCACTTTGGGAGGCTGAGGCTGGTGGACCATGAGGTCAGGAGTTCGAGATCAGC 

CTGGCCAACATGGTGAAACCTGGTCTCTACTAAAACTACAAAAATTAGCTGGGCGTGGTG 

GCGCACGCCTGTAGTCCCAGTTGGGACTGGGGCTAGTCCTTTGGTCTTATATACTATATT 

ATGGCTTCTTTAAAGAAGATTCATACATGATTTGATATACATTCTGAGAAGATTATCACA 

ATCAAGCTAATTAGCATATCCAACACCTCCCATAGTTACTTTTTTTATGTATGTGTATGG 

TGGAAACACTTCAGATGTATTCTCTTAACAAATTTCATACCTTATCATGTATAATTACCA 

GGCTGTATGTTAGATCCCCCAGAATGTATTCCTACTGCATAACTGAAACTGTATACCCTT 

TGACCAACATCTCCTATTTCTCCCACCTCCCACTCCAGCCCCTGGTAACACCACTGTACT 

CTCTGTAGAAGTTCAACTTTTAAAAAATTAGCCAGGCAAGGTGG 

Sequence 10455 

CGGGCCCCCCCTCGAAAGTCTTCTAGAATTAATTAACGCGGGAGGGACATAAGTTAGACA 

CCGGGAATACCCACACCTTTGCATGTGGCTGCTTCGTTTCTGTGCCTGAGCCACTTGGCC 

CTTGCTGTAGCTTCCTACTCGTTTTACAAAGCCCTGCTTGTGCTCACCTGCCCGGTTGGC 

GCCCTTGCCAACTACCCGGCCAACCACGAATCACGGCCCCAGGCTGTCCACAGGCTACCC 

ACAGGCTACACCGGCTGCAGCTCCTCTTGCAGCATACCCTGCATCCGGCGCTGTAATGTG 

TGTGTGCCTCCCCCTGGGCTGGGGCCCCTTGAAGCTGCGGGTCTT 

Sequence 10456 

ACTGGGATACCGGGCCCCCCCCTCGGAAATACTTCTAGNATTAATTAACGCGGGCAGTGC 

ATATATATATATATTAATTTTTTTAAATTAAGTTGAATTTTAAAACTATGCCACACTCAC 

ATATACACAAACACGTCTTATAGCCCAGCTGGTTTTATTGTGGAATTCTACCACACATTT 

AATAAAGAAATGACACCAACTCTACAAAAACTCTGAATATTAAAGAGGCTACCCTTAAAA 

ATTTATTCTATGGAGACATAATTAACCCTGCTACCAAAACCAGAGAATTTCATTTTAATA 

AAAGAAAGCGATGGTTCATTATACCCCTGTGTGCATAGATACATTCTTGACAATAGTTTA 

GAAAATAGGATCTATCAGTATATAAAATAAATAATACATCATGACCAATAGGGATTTTTT 

CTATAATAAAATATTTATTAAAATATCAGAAATCCATCCATGTCCTTCACTGTTATCAAT 

AGAGTAAAAACAGTGATCTCTTAATGAGTGGAGAAAAAACATTTGAGAAAATGCAATATT 

T GT T T AT GAC AAAAAC AC T C AGCAAAT T AG AAG GAAACTT 

Sequence 10457 

TAATTAACGCGGGAATAGGANTTAGGGCAACAATATAAGAACATAGTGCCTGCTGCTGGA 
GCCCTTCCACGTTTTTTGTCTTTTTTTTCTGTACTCTGACACTGTCTTGACAGTTTTCTA 
AACAATCTCTTATTGATTCTCAGTGAACCTAATTCATATTCTGAGCATTTTGTTTTTTTT 
TTACAGCTTGAAAATATGTAAACCTATCTTCAGAATACTAAAAAATAGTTGTACAGAATT 
ACCAGTAAT T AC T AAT TTTATTTTCTCTCT CAT GG AAT CAC ATT AC AG AAC AAT AG AT T T 
CTATTACTAATAAAAGCATCTTTCTGTATTGCAAACAAGAATGTTGAAAGTATTTGAAAC 
C AC T T T G G C AAT G G G AAAAAAAAAAAAAAA 
Sequence 10458 

CGGGCCCCCCCCTCGGGGTACTTCTAGNAATTAATTAACGCGGGGGAGGTCGAGGTAGGC 
GGATTACTTGAGCTCAAGAGTTTGAGACCAGCCTGGGCAACATGGCGAAACCCTTTCTCT 
ACAAAAACTGCAAAAAAATAGCCAGGTGTGGTGGCTCAGGTCTTGGGAGTCTGAGGTGCT 
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TGGAAGTCTGAAGTGGGAGGATCACTTGAGCCCAGGAGGTCGAGGCTGCAGTGAGCTGAG 

ATCATGCCACTGCAGTCCAGCCTGGGCAACAGAGCGAGACCCTGTCTCAAAAAAACAAAA 

ACAAAGTATTCAGCACTGTGAGGCACTCTGAGCAGAAAGATGTGGTGGTCTCACCTCACT 

CAGCTCTTACTCTTCGCGTGTCTGTTAAATTCTCTTCCTCTGAGCGCCTTCCTGACCACA 

CAGGCTCACACTCGGTCTTGGGGGAATTGTGGACAGTGTGTTTGTGCTGGCCCCACAGGT 

GTTCAGTGAGAGCCGGACATTGCTCTGTTAATGACACCATGGTGGTCCCTCGGGGTTGGG 

GAGAGGCTTGGGGACCTCTTATACCAAAAAAAAAAAA 

Sequence 10459 

CGGGCCCCCCCTCGAAAGTCTTCTAGAATTAATTAACGCGGGGTGGTATCCAAGGTGGCT 

GGGGAGATTGTAGAAAACTTTCATATTGGGTGTTCAGACCAAGGTGGAAGCTGGAAGAGG 

AGGTCTTTTATTAACAGATGTAGCACATTATGGTGGTTTATAACAGTGCTGCTTATGGTT 

TAATCCTTGACTACACATAATCATTTCAAACATTTGAAATTCAAAGAGAAACCTAACATT 

TCAAACATTTGAAAGAACTATTAGATAGTAAGTTTGGTCCACTGATTGCTTTATTTCAAG 

AT AC T GAAAT GAT T T GGGGAT TGACT C CCAT AC T TAAT T T 

Sequence 10460 

AATTAATTACCGCGGGGATAAAATTGAGGGTTTTCCAGTAGAAGCTTATGCTTAAAAAAT 

ACTTAACATGCATTAAATAAAATAATGCAGGCCAAATGAGGGGGCTCATCCCTATAATCC 

CACCTCTTTGGGAGGCCGGGGGGGCCAAATCACCAAATGTCAGGATTTCAAGCCCACCCT 

GCCCAACATGGGAAAACCCCTTCTTTACTAAAAATCTAAAAATACAAAAAATACCCAGGC 

GGGGGGGCAGGTCCCAAAAATCCCATCTACTCGGGAGGCTGAGGCAGAAAAAACACTTAA 

ACCCAGAAGGGGGAGGTTGCAGTGACCCTAAATCGCCCCATTGCACTTCAATCTGGGTGA 

C AG AT G G AAAC TCCTTTTT T AAAAAAAAAAAAAAG GG AAG AAC AG AAAAGGAAG T GC C C C 

TTTTAAAATGTTAAATATACCGCTTGACTTTTTGCTTTCCCTATACCTGTAAATAAAATG 

GGGT GT T TCTATGCAT ATCAG AAAACACAATT 

Sequence 10461 

GGGTACCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAACGCGGGGGTCTCTACAA 
AAAATAAGATAAAATTGCTGGGCATGGTGATACGTGCCTGTAGTCCCACCTACTCGAGAG 
GCAGAGGTGGGAGGATCGCTGGAGCCTAGAAGTTTGAGGCTGCAATGAGCTGTGATCATG 
CCACTGCACTCCAGCCTGAGAAACAGAGCAAGATCCTATGTCAAAAAAAAGAGAGAAAGA 
AAGAAAGAGTGAAAAGAAACAGAAAGAGAGAAAGAGAGACAAAAACAGAGAAAGAAAGAA 
AAAAGAAAGAGCTGAGGAAGGAAATGTAGTCCTTTAGCATCTGTTGTGATAGAGCATTCT 
GCCACAATATTAAGTGAAATTCACCTACCCATATTACATGGCCGCAAATCTCCTCCCTTT 
CCCAGCATTGTTCTCCTAAGCAACTCTTTTTTCATTCTTCAACTCAACCTGAACCTCACC 
TCTTTCTGCATCCTTGAGAGAGATTTAGAGCTTCTACATAAGGCACACAGCACCTGCATA 
TATATTGTATTATCTTAATGCTATGGAAATAAGTCTCCTAACACACATTCATTTCTAAGC 
CTGGAA 

Sequence 10462 

CCCCCCCTCGGGGTACTTCTAGNATTAATTAACGCGGGATCTTCCAAATCAAGAAGTTAA 

CATCGCTACAAGACCGTTCACAGAATCTATATAAGTTTCAATTTTTCAATTTCAACTGTC 

CCAAGAATATATTTTTTAAAAAATTGGACTGGGTGCAGTGGCTCATGCCTGTAATCCCAG 

CACTTTGGGAGGCCGAGGCGGGTGGATCACGAGGTTAGGAGTTCAAGACCAGCCTGGCCA 

AGAT AGT GAAACCC CAT CT CT AC T AAAAAAAAAAAAAA 

Sequence 10463 

CGGGCCCCCCCCTCGAAATACTTCTAGAATTAATTAACGCGGGGGGCTGCTGGTTGTCTC 

CCATTTTTCTCCAGAGCCCGGCCTGAGTCCCAGGTTTGGGGAACCTTGTCTTCACCCCAC 

TGCTTTCCTATACACCGCCATCCACTCAGCACTGACTACATTTTGGCAACTCCCTCTATC 

CCATCAACTCAGGAAGACACGTATTTCAAAGGAATATAATGCTAGACACTTTACACGTGA 

CAACACTTAACCTTCACAACAACCTTGCAAAATCCTGTTCGTTCACTAGTTAGGACGGGA 

TACTGAAGTTCTGAAGGAGGCTGCCTGGGGACTCTGTCAC 

Sequence 10464 

CCCCCTCGAAAGTCTTCTAGNATTAATTAACGCGGGGGATGCATTCTAGTTGATGATATG 
CAGTAATGCTACAGNGAAGAACCCACCACCAGACATTTTCATGAAATCAGTATTAAAAGA 
GTTTCACTGAAAT CATTCAAATACACCTCTGTCATTCTTTTTGGCTGTGGGAGTCCTCTG 
AGGACATTTGTGCTTACAAACATACAGGGCACTCTGGCCTAGTAAATTAAACAAACACAA 
CAACAATACGTTTGTAAAAACAAAAACAAAGGGGGGTGGCAAGGATTAGCATTTTGATGT 
CGCTATGTGATGTTCACCCACTTTTCTCCCCCGCCACCGGGTTATGTGCATTTGAGTCAT 
GGTGAAGATGATGCCAACTTACCAAACCTCCTCAGTGAGCCAAGGATTGCTGATCTCTGC 
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TGGGTGACCTGACGCAGAGTCTCTTTCCAAGGCCTCCGTTACCTGAGCTTTCCTTGTTAA 
GTTTTTGGAGCCGCCCACTTCAGAAATTAACACCATTCACAGCCCAGGAGCAACTTAACA 
CAGCTAGGAAGTCACCTACAACATCTTCTCGTCCGCCTTC 
Sequence 10465 

CCCCCTCGAAAGTCTTCTAGAATTAATTAACGCGGGGGTTAACACAAAGTCTCTGGTAAA 

AGAATGCCAGATTTTAATGATTTTTAACAAAAATACTTTCCACTTTTGTAAGTATTTAAC 

TTATTAGTGTGCACTTGCATCTCACTTGATCTTTGCATTAATCCAGCAAGAGAGATAGGC 

CATATGTTGTCATCTCTATTAGACAGATGAGGAAATAGAGATATTTATTACTAAAAATTT 

GAGTAAGAAAGCAAACACTGAGCCAGAATTGGAACTGAGGTCTGACTCCCACTTCTAACT 

CTTGAGAGTATGGCTCAGAAATGGGCATCTCTAGTCACAAAATGTGGCTGAGCT 

Sequence 104 66 

GCGGGTCTTTAAATTTAGTTCATACCTCAAAATGGATCTTAGCTTCTTTTTGTAAAATCA 

AAAAATATAAAACTTATAAGTGAAAACTTAGGAAAAGGGCCTTGTAAACTTGGGTAACCA 

CCTTTTTTGGGCCCATTCCCAAAGCCTTGTTTTACAAAATAAAAACCTTTTTAACCGGGC 

CTAAAACAAATTTTTGTCCTTCCAAGGGCCCTTTATTGGAGTGAAAAGATAAATTGGAGA 

GAAAATTTTTGCAATTTCCTTATCTAATAAGGCACTGGGATCCAAAATATATAAAAACCT 

C T CAAAT T TC AAT AAT AAAAAAGC ACCC ACC CC AGT AAAGGG T AC ACAAAAT 

Sequence 104 67 

CCGGGCCCCCCCTCGGAATACTTCTAGNAAT TAATTAACGCGGGGGAAAGAAAAAAAGCA 

GATCCCTTACAATATAATAGAACAAAAACAAAATCTACCCAGTTATTTGCTGGATTATCT 

GAGGCAATCTCTCTGGTCCTAGTTAACTTGGAATACTGAAAGACACTCTATACGCCTGCA 

GGTGGGAGACACAAATTGTTCTTCAACTGAAAATACTCTTGAAATGTCAACCTGCCTCCT 

GAGAAGTACTGCTGAACACATAGCTCTAAGGAAGTGTGTTCAAAAAAAAAAAAAAAAA 

Sequence 10468 - 

CCGGGCCCCCCCTCGGGGTACTTCTAGNATTAATTAACGCGGGATCTTGGAGTCTTCTAG 

GGCTTGGGTCCCTCCGTAAGAGTTGACCTGACACAAATTAGGGCAATTAATAGGTTCACT 

TGTATATAGTTTTTGTAGAAAACAAGCAATTGAATATCAGCAATTTTATATCGTTCAATG 

TGACATTTGAATTTTTTAAAATTAGAATTAACAGGACTTGATAACTTATTAGTGGCAAAA 

GAAGAAAGAGCTAAGTGATTTTGATAAATGTTGATCTTTGGTGCTTCTCTTGAATTAGAC 

TTCATGGTAACTAATGTTAATATAGACAACAGTCATCACATATGAATCTTTGTTTCAGGC 

AC AAT T C TAT AT AT ATG TAT GT AT AT AT GAAC AAT AT AC ATT ACG T AT GT AT AC AAAT AT 

ATAAACAATATATATACTTGTATATTATATATACTAGTATATAAGTATATAAATATATAT 

ACTTCATATATTATTATACATTATGTATGCTTATATATATACTTATATATAATATGTATA 

ATATACTTACAATATATAAACAATATAATA 

Sequence 10469 

CCCCCCTCGNGAATACTTCTAGAATTAATTAACGCGGGGATACTAACTTGTTCAAGAAAG 

GAAGGAGTTCCTTGGTAAAGAAGGAAACAGGGCTCTAGAAGGAAGAACTAATAATGCATC 

AGAGGATGAGTTTGGAGTGAAGGCTTGGATAAAACTTGACACTCACATCATGGGAAAAGT 

GGAGAATGGGACCTGGTCTCAAGTGTAGCATATGGCACAGACAGAAACTTCAAACTAACT 

TCTCTAGGTCTGTGGGTGTGTATAAGAATAATGGCTGCTGGCCAGGCATGGTGACTCATG 

CCTGTAATCCCAGCACTTTGGGAGGCCAAGGCAGGTGGATCACTTGAGATCAGGAGTTCG 

AGACCAGCCTGGCCAACATGGTGAAACCCCATCTCTACTAAAAATACAAAAAATTAGCCA 

GGCGTGGTGGCAGCCACCTGTAATCCCAGGTAATCAGGAGGCTGAGGCAGGAGAATCACT 

TGAACCTGGGAGGTTGCGGTGAGCAGAGTTCACGCCATTGCACTCCAGCCTGGACAACAA 

GAGTGAAACTCCGTTTCAGAAAAAAAAAAAAAA 

Sequence 10470 

CCCCCCCTCGTACAGTCTTCTAGAATTAATTAACGCGGGGTAGAAGATTCTGGGGACTCC 

AC C AAAAAAAAAAAAAAAAAAAACC T T T T G AAAAC T AAT AAG T GGAG T C C AC C AAG AAG G 

GGGAGGATCCACCTTCTTTTTTATAAAAATCATTTGGGCCCGGGCTTGGTGGGTTCACGC 

CCTGTAATCCCACCTTTTTGGGAGGCCAAGGCAGGTGTATCATGAGGTCAGGAAATCAAA 

ACCTTCTTGCTTAACACGGAAAAACCTTGTTTCCATTAAAAATACAAAAATTTACCCAGG 

CGTGGGGGGGGG 

Sequence 10471 

CGGGCCCCCCCCTCGAAATACTTCTAGNAATTAATTAACGCGGGCCTGCTGGTTCAAGAA 
TGCCCTTGAGTTTGGCTTTGCCAGCCTGGGATGCTTCCCTCCCATCGATGGTGCCCACCA 
TGTCCTTCTCCCTTGTGCCTATTGTAAAACAAAATGCAAGGATTCTCATGCATCCGCCAC 
CACCTTCTCTCTTG CAT AT AT T G T AAAT T AAAAT GAT AG G AC T C C AAG C AAC AT T G T G C A 
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AAGGGTACCTAATCTTCTCCATGTACAACAAAACTGGAAATCTGAATTCAAAGGTGAGTT 
AG GAT GGGGGTCTTCT CAC T ACAGC AT AAAAAAAAAGAAAGAANGAAAAG AAAAAAAAAA 
AAAAAAAAAAAGGAAAAAAAAAAAAA 
Sequence 10472 

TGGGTACCGGGCCCCCCCCTCGGGGTACTTCTAGNAT TAATTAACGCGGGGCGGTGGTAC 

AACTACCCACCCAAGCGGGATTTAGGATGCATATAGACATAACAGCCTATATTTCTGGGA 

AC T AC AG AAAAG AT AAGAG AT CAAT T T T AAAG T GC AC AT T C T AGG T C AT CT AT AAAAAC A 

TGAAAACACTCCAGAAGCAGCAAAACAGTTTTCACCATGCATGAAACACACACACCTGAC 

TCTAGTATCTACCTGTCCTTAATTCAATTTCCCCCAACCCCACCACTAAGGTCTTCCTAC 

CCCTTAGGGGCCAGAAATAGCTGCTAGCCAGGGACCCCACCTCCTGATCAGTCTATGGTT 

TGTGGCCGGACCAGGTGGGTTTGGCCTCATCTCTTTGGTGGGGGGCATCTGGACCTCTCA 

TTCTGTCAACTGTCCCATGAACAGCACCTAGCTGTGGCTGCATACAAAAACTGTACATCT 

CATCACAGGATCCATACTACTGGACTAACTATTGAAAAGTGACGTCATGTCATATCCTTC 

TTCCTCGAACCACTAAAAGGTTTGTGATTGTTCACCTGAATCCGTTCT 

Sequence 10473 

AAGAT T CAGGGAAG ACAGC GATCAGAAATG AAGAAT TCG T CT T GAGAAAT T AC AGAGGAT 

TTAAACCAGAATGTAAGGAATAGATATTCTAGCAAGATGAATGTGGAAAGTGATAGTGTG 

CATGTAATGAGTCTTGAAGCTGGAAACTAGGTAACAGGCTCTCAAATAGTACATGTGAAA 

ATCATGACAAACTAAAGCAATGGCTGTGGGGCTGAACGGAAGTTCTCTACAAAAAACATC 

TGAAACTTGAATG 

Sequence 10474 

CCCCCCTCGAGAAGTCTTCTAGAATTAATTAACGCGGGTGGCCAACAAAGGCCATCTTAA 

TAGAGAGGGGAGGAAGCCAGATCGAACTCCAAGAGTGAAGAGTGGAAGTTGAGGAAGTGG 

AGAGGGAATGCTGACTGCTCTTTTGGGAAGTATGGCTTCAGAAGGGAAGACTTGAAGACA 

TAGGAGCAGAGATAATAATCCATAAAATAAAAACAGGCAGCCGGGTGCGGTGGCTCACGT 

CTGTAATCCCAGCACTTTGGCAGGCCGAGGCGGGTGGATCATGAGGTCAGGAGTTCGAGA 

CCAGCCTGGCCAATATGGTAACACCCTGTCTCTACTAAAAATACAAAAATTAGCTGGGCA 

TGGTGGTGCGTGCCTGTAGGCCCAGCTACTTGGGAGGCTGAGGCAGAAGAATCACTTAAA 

CCCAGGAGGCAGAGGTTGCTGTGAGCTGAGATCGAGCCACTGTACTCCAGCCTGGGTGAC 

AGAGT G AGAT T CC AT C T C AAAAAAAAAAAAAAAAAGAAT T T GAGACT AGCCT G GC CAAC A 

TAGTGAGACCCCATCTCTACTAAAAATACAAAAAATAGCCGGGCGTC 

Sequence 10475 

CGGGCCCCCCCCTCGGNAGTCTTCTAGNATTAATTAACGCGGGCCTTATTTAAAAGCATC 

AAAAACTCTTTCAGAAAGTACTACTCAGCTCCTCAGCAAACTTCCTTTCTATTACTCTCT 

CATGAAGCCTGAATTCTCTTCAACCCTTTCACAAGGCAGTTGCCATGGCAGTAATCAGAT 

ATGACTCTCTAAGTCCAAAATTACAGCCTTTATTAAAGTGGTGGGTCCTACGCGTAGAAA 

GTCTTTTAACCCAGAAGATAGCTGAGCTACTTCAAATCACCACAGAACAAAATACATAAG 

TTGGACAGAGGAAAGTGTTGCAGAAATAATTCAAGAAAGAAGAACAAGAGTATTAAGCTA 

CCCCATGAGTGATTTTATAATTTTTCCAGAGTGGGGTTAGTGTTACTGTAAGAATACAAA 

AAAAAGATGGTGAACGATTCTTTGGAATAATTCCATTGGAAGAATTATCTACATTTTGAG 

AAACAAATGTTTTTGAAATTCAAGCGTCAACTATTAAAACTTAAATCTTAGGCCCCTCTA 

AATTTTTAAAAATGTTAACTATAAACGTTATAATATTTT 

Sequence 10476 

CGGGCCCCCCCCTCGGGGATCTTCTAGNATTAATTAACGCGGGGTAGGGGCTGATGTCAC 

CATGTCAGCAAGGGATTTGAACTTTAGAGAATTGAGTTTTCTCACCAAGTCATGTAGAGC 

AGGGATCCCTTCTAACGGAAGCCCATCCTCTCCCACTCTGCTCTCTTGCCTTTTGACACG 

TGTGACATTTTATCTAAACAAATTTTGTGACCTTCCTGAACAAAACAGGTTGTTTTAGGA 

TGGGCCAGTGTTTCTGGACACCTGTACTGTTCAACACTTGCACTGTCTAAGAACATACGC 

TGATATTCATGTCATTTACCCATCCAGCCCCTGTTGGTGGGAAGCTGCTATGTGTGTACA 

GAATGACTAAACCAGACTTTTTTATTTGACCCTGTTTGCTACAAACGTAATTGAATAATT 

GGGGCCTGGCAGATCGGAAGCAATAGGAACAATATATTTCAATCCAGTACTCTGTGAGCA 

GCAGCATT TCAC AGAGCCAGAAAT AATT T AGCCT GTAGAGCT TAT T AAGAAGT GCAATGT 

TCGTTATGCGTAACTTCAGTTCTGTT 

Sequence 10477 

CGGGCCCCCCCCTCGGAAGTCTTCTAGAATTAATTAACGCGGGATTTGCCTGTGATCCAC 
ACAACCATCCTATAAGGATATTACCTCATGTACTCATCACACAGTTTCAGTAAGTGTCAA 
CTAGCGATCACTTTATAACCTCTACCTACCCCTCACCCTTGCCTATCCCCAGTACCCTGG 
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T TAT T T T C AC AC AAAC C C C AGAT AG AAC AT C AC TTCATCTGT C AAT AT AC C T T AT AAT G T 

TTGTTGGCTTCACCATGTCTGGAATTCTAAGTAAACAAACTTGGTTCTGGACGAGGCACA 

CAGTTGAACACCGTGCCTGTGGTCCAATGTCAGAACAACCGTTCTCATTCCACGGATGAG 

CTGATCCCCTTCAGGCTATAGGGGGCGCTGGAGCTAGAGAAGGAATGACAGCCAGGCATC 

CTGCTGAGAAGGCGGCCTGAGAGCGGTGCAGGGAGTGATCTCTGCGGCCTTGGCCTCCTG 

CGGAGAAACCTGGAAAAAGGATGCCTGGTACGACTGTTTGAGGCCACCGCCCAGCCAGGC 

TTTCCCAGTGGAAACCTGTATCCAGACCTAAAACTGTACACACA 

Sequence 10478 

CGGGCCCCCCCCTCGGGGTACTTCTAGNATTAATTAACGCGGGATCAACACCATTAGAAA 

ATAATTGTAGTGATGCCTCATAGTTATGTAGTAAGTTATAAATTAATTTCTCAGCCGGGC 

ACGGTGGCTCAGGCCTGTAATCCCAGCATTTTAGGAGGCTGAGGTGGGTGGATCACCTGA 

AGTCAGGAGTTCGAGACCAGCCTGGCCAACATGCTGAAATCCAGTCTCTACTAAAAATAC 

AAAAAAAAATTAACCAGGTGTGGTGGTGCATGCCTGTAGTCCCAGCTACTTGAGAGGCTG 

AGGCAGGAGAATTGCTTGAACCTGGGAGGCGGAGGTTGCAGTGAGCTGAGATCTGGTCAT 

TGCACTCCAGGATGGGCAACAGAGTGAGACTTTGTCTCAAAAAAAAATAAATAAAATAAT 

GTCTCATTTTATTCTCAGTGTTCCTGTGAGTGAGCCAGGCCAGGGATTTTATATATTTAG 

TGTGGTGGTTGTGGTTATTCTATGGATACAGCCAATTTTGTATTTTGGCTTAAAAAATTT 

ATGTTGGCCAGGCACAGTGGCTCACGCCTGTAATCCCGGCACGTTGGGAGGCTGAGGCGG 

GTGGATCACCTGAGGTC 

Sequence 10479 

CCGGGCCCCCCCTCGGAAGTCTTCTAGNATTAATTAACGCGGGNAATCACATCAGAGACG 

CTTTCTAGGCTGCAGATGTAACATGCCCAAAAGAGGAGCTGCATCATAAGCCATTAAATT 

TCAATACAGCGATCAGCAAGACTTAGGAAACGGACCTTTCACTCCATTCTGTGCCTATCC 

AAGGCAACCATCAGGGCTTACCACTTTCCTCACCAAAAACAGACACTTCACACAAAGATT 

TCTACGTGATGTTTTCCAATAGCTTTATTCATAATAGTCAAACATGAAAACTACCTGAAG 

GAACATCAACTAGCAAATGGATAAACAAATTGTGGTACATCATCAAAGTGGTACACTACC 

CAGCAATACAAAGCAGCAAATAACTGATACACACAGCAGAGATGAATCACAAAACTACGC 

TGAGTAAGCAAAGCCAGACACAAAAGACATCACACACTTTAGGAGGCTGAGGCAGGCAGA 

TCACCTGAGATCAGGAGTTCGTGACCAGCCTGACCAATATGGTGAAACCCTGTCACCACT 

AAAAATACAAAAATTAGCCAGGCTTGGTGGCATGTGCCTGTAGTCCCAGCT 

Sequence 104 80 

TTAATTAACGCGGGGGGTGTGAGACCCTTCTCATACAGGGCTCTGGAGGGAAAGGAATAA 

AC AAG AT AG AC AAC T C T T T T GAG GCCATTTTCTGCC T AAT C T GAC T T T T AG AC GG AAAG A 

GAATCCATGTATTCCTGACTAAACAGATGCCAATACATACTGGAATCCAGAAATCTAAAC 

ATATCATATCTTATCTCAAAAGGATAGAACACAAAGCAGCAAGAAAAGTTCACTTAAGTA 

TAAGAGTTTGCTTCACTTACTAGAAACAAAAAGAACCACCCAGAGAAACTGTCTGAACTA 

GGGATCCTGGTAGAAGAAATACT 

Sequence 104 81 

GTACCGGGCCCCCCCCTCGGGGATCTTCTAGNATTAATTAACGCGGGGACATCATTTAAT 

TTTTTTAGGTTTTTTTAATTGATTATTGATTGGTTCATTTGCAGGAACTGACTATTAGTA 

ATCAAGGATACAAATTGTTAAGAGAATATGTTACAGAGAAAAACTTGACAAGCTAGACTT 

AGATTTTTGTCGTTAAAGATAATTTGTGGGATATGATTTTTATAAGGAGTTGCATTAAAT 

AGAATGTCTTACACAGATTTAAGAGGTTAATAATTATAAAATTAAGATGAGTTCTTATAA 

AATATTCTTGAGGTATAATAAAATTATACTTGTGGAGTATATCTTTGAATAACATTTAAA 

AGCAAACTAATACTTTCCAGGTAAAATAATTATCAACATAACTTTTTAAAAATAATTCAT 

AG T AC TTCAGGTTATTTC TAT G T T T GAC AC AT T AA CT T AAAAAAAAAAAAAAAA 

Sequence 10482 

CCGGGCCCCCCCTCGGAAGTCTTCTAGAATTAATTAACGCGGGGTGCTACTGACCCCTCC 
ATATGCTTGGTAATGCTCACTTGCCTTACTCACTCACATTCTGCTGGGCAGCCTGGTTCC 
TAATGGGGGGCTCGGGGACCCCTAATAAATGATCTCCTGATGACAAGGTTAATCTGAAAG 
TGCCCATAGCTTATT G AAG AT G AAC AT C T T AC AT T C AC G T G G T GAT G G AAT T C AT GG AC A 
TGCACTGATATGGTATATGTCCTGCTCATCTAATCAAACATTACTGTACCTGCATATACC 
ATTATTAACTCTATGTGGGTATTAACACTTTTTTCCTGCTTACCACACAATAGGATAAGA 
GATGCTGTGT TAT T G TAT AG AAT AT AC T AAT T C AT AC C C AG AG CCTCTTAGGATGTC T AA 
AGACCGGTCTTGAACTCATCGATCCCCAGAATCATAACACCATATCTGCTTCATAATCTC 
TATTCAAGGAATGTGTACTCATGTGGATGTAGTTTAAGAAGGGCTGCCTTGAAGGCAAGG 
GTTCTAGGCATTCATTCTAAAACTACCACCAGGTCCTCATACAAAATTAAGCTCTCTGGT 
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TAC 

Sequence 10483 

CGGGCCCCCCCCTCGAAATACTTCTAGNATTAATTAACGCGGGATTCTCCCCATGTGTAT 

TATTCCCCACTACCCTGGAAGTTCCTGTAAAGTCTTGGTACTAGGACAAAAAGGCCTTTG 

GTATATAAAATGTTTTGTTAAAAATAAGTTTCTTTCCTTTTTTTAAAAAAAGTTTAATGT 

AGGCACTTTATGAAATGTACTTTTTTGGAAAGTCATATTGAAAATATATTAAGAATATAA 

GGCTTGTTAATGTAACATGCCAGGGTGAACGCCAATTTTGTTACTTTTCTCTGAATATAA 

ACCTATTACCTATAGTTATTTAAGGAGATGGGTTATATTTTATCTTTGTTTTGTCTGACT 

GACCTCAAAGAGGTAGATAATGTACAACTGACTTAATGTTATCCACTTATTAGAATAAAA 

ATCGGTCATCCTTAAGCAAAAAAAAAAAAA 

Sequence 10484 

CGGGCCCCCCCTCGAAAGTCTTCTAGNATTAATTAACGCGGGCCCAGTGTGCCCAGATGC 

CTCCACCTCATTGACGGGGATGCCTGCGGGAGAGAAGGAGGGAGAGTGCCATTGTACCAA 

CTTGCTTGGGTAAATGAACCTCAGGAAAATGAGTTCTAGATTAGTAATAGCAATGAGGAT 

GTCAATAAAATTCTACCTGACCTCCCATTAACCCTGGGAACTGTTAACTTCAGTGTTAGC 

TAGGGATTTCTTAGACATGCATGGGCTTAAAGTTGTTTCAAGAAATTCACTTGCTTAGAA 

TTCAGTGAGTTTTTTTGGGAAGCTGGTACAATCTGAACAACCCTTTTTATTGCTTACTTT 

GCGTTTTAAGGGTCTCAGTTAATGAAGTATCTCCTAGCACAGGGGATGAGAAGAGGGGAA 

AGAAGGCAGGGCATCACCAATCCACTATTCCCTTTTACTAATCCTCACAGGAAAAGACCA 

TCCTACAACATCCTCCAAGTCCAGCTGGCTATCTGTTCTGCCTCATTTCTTCTATGTTTT 

ATTCCACCAACACGAACAGGCTTAGTTNTCCCCAGCCCTGAACAGAGCTCTGTC 

Sequence 10485 

CCCCCCTCGAGAGTCTTCTAGAATTAATTAACGCGGGCGGATCATGAGGTCAGGAGTTCG 
AGCCTGACCACATGGTGAAATCTCGTCTCTACTAAACATACAAAAATTAGCCGGCCGTGG 
TGGCACGCGCCTGTAATCCCAGCTACTCAGGAGGCTGAGGCAGGAGAATCGCTTGAACCC 
GGGAGGCGGAGGTTGCAGTGAGCCGAGATCCTGCCACTGCACTCCAGCCTGGGCAAAAAA 
GCAAGACTCCGTCTCAAAAAAAAAAAAAAAAAAGAAATTCTCTCTAAAGACTATCTGGAT 
AGCGCTGGTGCTGCAGACTGCGCTGCCCATCCTCCCTGCAGGAGTTCCTCTGAGCTCCGT 
GGGGAACAGTGCTGGCCCCGAGTGCGCACCTGGAGCGCTGTGCTCTGCGGTAGGCAGCCT 
GTGGTCCAGGGCCCGCTGAAGCCATGCCTTCGAAGCGCTGTGGGCATCGTGACCAACGGT 
TTTGCTGTCTGAGAGCTTAAAGGTCTCTGGTCCACCATCATACGTACAGAACAGTCTATA 
TTTCT rTTCAAAAGTAATTTTTAAGGCCGAGCGCTGTGGCTCACGCCTGTAATCCCAGCA 
CTTTG 

Sequence 10486 

CGGGCCCCCCCTCGAAAGTCTTCTAGAATTAATTAACGCGGGTAGATCAAGTCACAGTGG 

TTTTCTTTGGGAATTCACTAGTTTGTCCTTCAGGCAGGTTGGGAGGGAACCAAGCCTATT 

TCTCTTACCACAATCATGGATGCCCTGTGGCCATTTCTCTCTTTGGATATAAACACCCTT 

TTGGGGGGCTTTGGAATCTGAAGCTCAGACACAAGACCACTCTTCCCCATTCCTGTATAT 

GTGGTCTCAAGTGATAACTAAATTATAGGGCATCTAAAGACAGAGCTGGACAATCCCTTA 

CACCAAGCTGTGTGCCCTCCTCCTGCATCACATGATTTATTGTGATTTTGCCAGGTCTCT 

T C AGC TG AGGAGGCC T GCC CTC CAT GT AT C ACAT GAGAC T T T AC AAAC AGT C T GGGGAT G 

CTGTCCTGTACCCGCATCCAGGAGTAGATCTCTGGGGGGGAAAAAAAAAAAAA 

Sequence 10487 

ACTTCTAGAATTAATTAGACGCGGGGNATTTCTTTTTCCAAGGGGAAAAGGACATAGGGA 

AAGAGGAAATTCTGTTTTGAATAGATTCTCCAGTTTCAATGGTTTAGATTAGAAGCATAC 

CGAAAATGTAAATTGAGCCATTTGCTCTTTTGGAATTTATTGCGGCTTAGGCCTCTGGGC 

CTAGTGTAATACCTGATGTTCCTAAAGATTTGAATGAAGAATTAATGAATACGTAGTTTC 

TTGGGGTTGATGGGGAGTACGTAAGCAGGGACTTACTATTCTACCTGCTGATTTAATGTC 

CATGAAAATAATCATACACTAAAATGTTAATAATACATACACACAAACGGACTAGTGTAC 

ATGGTGGACATTTTAAACTCTTTCACCAAAATATTTATTGAT TAACATCTGTCAGGGCCA 

GATGAGGTGGTTCATGCCTGTAATACCAGCACTTTGGGCAGATCACTTGAATCCAAGAGT 

TCGAGACCAGCCTGGCCAACATGGTGAAACCCAGTCTCTACTAAAAATATGAAAAATTAG 

CCAGGCATGGTGGCGTGTGCTGTCCTTCCAGCTACTCAGGAGGCTG 

Sequence 10488 

CGGGCCCCCCCTCGGAAGTCTTCTAGAATTAATTAACGCGGGCATCTAAAATACAGCAAA 
ATTTTTTCCATTGCAGTTTTTAACAGGCCAAATTCAGGGGAACGGCAGTTGGGAAATTCT 
AGATGTAGTCAGCTGGAAGCATTGAATAAAAGGCTAATATCAGGATCAAGTTGTGCTTGT 
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CCAGGCAATGTTGGGCCCACATTCCAGGTCAGCTAAATTTGAAAGAGAACTAGGAATGAG 
AAGAAGGGAGGAAAGTTGTGTCCTTACTGGAACTCCAGGGACAGAAATAACAGAGTTCTG 
GTAACATCAGTGTGTGTAGAGATAGGAGGGCCACACACACACAGAGCTCTTCTTTCTCAG 
GGATGGTGGTCGGCTGTATGGTGTATCCTGGTCTATGGAACAGGAAACTATTTTGTAATG 
ATGCTTACCTGGGTACATTTAAACAGCAATGCATATTCTTGTGTGACATTTTTGTTTTGA 
ACAACCTAAGACAGAATTTCAGGATTGTCCTCACAGAACCTAAAGATAGAACGTAATTAA 
ATGAAACCAATCTTCAGTTCATTGACTGAGCTTGGTCTTCTCTGCGCAAACAGCCTCTGC 
CTG 

Sequence 104 8 9 

GCCCCCCCTCGGGGTACTTCTAGNATTAATTAACGCGGGGNAAACAAAACTCTTTCTAAA 

TCATGAAGAGTAATGCTGAGCCACCATGCCTGGCTGAGAAGAGTTTTAAATGTTTTGTTT 

TGTTGCTGTTTTAGCAGGTAAACATTTAATTTCAGCTTCACTTGGCGGGTGTTTTTTTCT 

ATGAGGTATGATCAAGGTCATAAGTGAGAACGCAGTTTTGGGCTTGTGTCCCCTGTCTCA 

CATGGCCCAGGAAAAAAAAAAAAAA 

Sequence 104 90 

CGGGCCCCCCCTCGGGGTACTTCTAGAATTAATTAACGCGGGGGACTACTTAGTTTTTAT 

TCTGTTTCGATCTCACAAAAAGTAGCCACTGCAAACCCTATGTGCAGAAAGTTAGAAAAC 

TGTTCTTCAACATTTAGATGCATGATGACCAGCAGTTACTTCTTTTGGTGTCTGCTAAAT 

CAGTTTGTACATGAACCACAATTTCTTACCCTTAATATTTCCCTTTGCGAAGTTGGATTT 

ATTCTTAGCCATAAAGTGACATAGAGGCAATATTGCTTATGTCCCAGAAACCATGCTATT 

TACACAATTGAACTAAACTCAAATTAGGAATTTCTCGGTTTCTTATAAGCAAAGATAAAG 

GTGTGAGCTCAAGTAATGGATGAATCTGGGAGTAAATCTGGTTTCATGGGGAGTTCTATC 

CAGAAGTGCAAATGTTATCTTTGGGACCCGGTTTCTCCCCTTCAACTCCAGTTTCTAATC 

TCTACTTCCATCTGAGCTGGCTCCATTCTCAAGCTCCATGTGTGGTCAGATGGTTACCAG 

AACCTCCNAGTTTATATCCTC 

Sequence 10491 

CCCCCCTCGAGAAGTCTTCTAGAATTAATTAACGCGGGGCCATGAGCAGGTGAAAATGAA 

GGCTCTGATATTGTGTGGTGGTGTCACAGGATGGTGGGGGCGGGGCAGAAGTCTCCTGTT 

GGTGTTCTGATGCCTGTTCAGCTTTGTCCTCAGGAAGGTTTGGTCATCTTGGTTCTGCCA 

TCCTCTTGCCTTCCTACGGCAGCAGCTGTTCATGGCACTGAAGATGTCCCTTCACTGTCC 

CAAAACTGGCACTAGAAGTGGCTGGGCAGGGGGACCAGAGTCATAGGAAGGGTCTTGGAG 

TCATCAGATCTGGGTTCCAGGCATGGTGTGCCTTTTCTTGGCAGGATTGATCTTGAGCAA 

GCCAATGAACCTCTGCATCAGTTTCCTTATGTGTGAAGTTAGAGTGCTTGGCTGTGCCAC 

CTGTAATTCCAGCACTTTGGGAGGTCGAGGTAGGCAGATCACCGAGCCCAAGAGTTCAAG 

ACAATCCTGGCCAACGGCGAAACTCTGTCTCTACAAAAAATATACAGGCGTGTTAGCATG 

TGCCCTGTATCC 

Sequence 104 92 

CGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAACGCGGGACTGCAGAAACAACAAA 
GAAGACAGGCAAAGATCTTTGTCTTTATGTTTTTTTAATCATTGTGCAGTGAACCATGTA 
GATATTGAC 
Sequence 10493 

GGCCCCCCCTGGGGNGTACTTCTAGNATTAAGGAACGCGGGAAGTTGGCGAATACTGTGA 

GTCGTCTTGGCCCGCAGAGCCCTGACGCATAGAGAAATGCATGTGGTATGAGGGACAGCC 

ACCCACCAGCAGCCTCGGGTGTGGGAAAATATTCCTTCAACTAAGGGAAGGCAGCCCAAA 

CTCTGAAAATTTGATCTTCTTTTGCCAAAGAGCCAGCAACAAGATTCTGGGTTCCATCAC 

TGTTATTATAACTGTAGGGGGAAAATAATGACTTAATTGTAAACCAATGACCTCACCCTA 

ATAACCATGTTCTAATCATTTCTAAAGAAAGCTGCCTTCTTCATTCCTGCCAACTTTCAA 

AT GAAAC AGAT G AC AT T GGAAGAT GAT TAT AT T CAT TAGCAAT TAT T CC AT G AAAACAGT 

GAGAATTTGAATTTACCCTACACTTAACCCAGACAACTAAAACTGCAGTGCAACCTCGGG 

CCAAGTGTTGATCAACACTGTGTGGGGACAATGTTTAGACCTAGGCTTTGAGCATTTGAG 

TGTTTCCTTTCCCCAGTGAGGCACTGGTTCAGGAAAAAAAAAAAAAAAAGCGGCCG 

Sequence 104 94 

CCGGGCCCCCCCTCGAAATACTTCTAGAATTAATTAACGCGGGTGTGGTGGTGCACAACC 
TGTAATCCCAGCTACTCAGGAGGCTGAGGCACGAGAATCACTTGAATGGGGAGGCAGAGG 
TTGCAGTGAGCCAAGATCATGCCACTGCACTGCAGCGTGGGTGACAGAACAAGACTCTAT 
C T C AAAAC AAAAAC AAAC AAAAAAAT T AT AT AAAC AT TTC TAAAT GCTCCTCT CAAT T TC 
TGTACATTGCATTACAAATCAGTTCATCAATCACCCTCTGAGTGCACTTTATCTCCCTTC 
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TTCCTGAAAGCTGGCTCTTCCTTCAGGCAGGAGCATCTGAACAGGGAGAAGTATAGGAAC 
AAAACAGGCTCCATTTCCAGGAAACAACACCATGGAGGGGATGTAGTCAGATTTTTGTTA 
TGATCAGCTATATGAGGAGACAAT AAAT TAAAGGGAAAAATAATAATT T CAGAATGAT GG 
GTTAATGTTGTTTAATTATAAAGGGCAGAAAAATTAATATATTGGCATCAAGTTTAAACA 
TTACTCGGAGGTCCATGAAGATATTTCTTGAGTNTTTGTCCATTGAGGCAACGTATTATA 
CCT 

Sequence 10495 

GGCCCCCCCTCGAAAGTCTTCTAGAATTAATTAACGCGGGCAATATAGAAAAAATTTTAA 

GAT T T GAC AAT G AC AAT G T AAGC T T T AGAC AG G AT AGAC C T AAG T C AT AAAAGT C T TAG A 

GTCTGAGCCACGGAATTCTTTATTTGAAAAAGCATCTGCCCAGCAATTATGACCAAATTG 

GTTAAAGCTGCTAAAATGGCAACTATTATGTAAGGTCAAAGCACTTGCCGGTTCATTGAC 

TGCCTTAGACATCACAGTGTGCAATAAAATGCTTTTTTCTTAACTGTCATTTCCTCTAAT 

T T GAT T GAAAT AGAGAAGT AAT TTT T AC T GG AAC AGAAT T T T G 

Sequence 10496 

CCCCCCTCGAGAGTCTTCTAGAATTAATTAACGCGGGCAATTATCAATGAAACATGAATC 

TCTGGTATTT GGCTACAGT T AC T GAAAT AT T T AT AAAAC AAC CT AAT T TAT TGACAT TT C 

ATTCCATTTATCTTATTTCCAAGGTTATTGTGAGAAAATGTGCTGTAGTTATACTATCAA 

AAATTTGGCATAATTGAAAAATTCCTGGTCCTTTGTGAATAGTACTTTTATTTAATTGTA 

TTGTGGAAACATCCTTTTAATAATCCACTCTAGACTCTTGTCCAAGAAGCATATTAAATT 

CAACAGTATATAGTTTATATTGAACCTTTAGTTAAGCTTATGGTGT 

Sequence 10497 

GGGCCCCCCCTCGGGAGTCTTCTAGAATTAATTAAAAACCGTGCAGACTTTTAACATGAT 

CAATTTTGCTGCTGTCATTCATTTCCCTTTAATGAAGTGAAATTTACCCCAAATTATGAT 

TCTCTTCTTTCTCCCTCTTTCTACTTCTGTTTTATGGGAGAAGCCAGCTTTTAAACTCTG 

TAGTTGGAATCCCCTACCCCTACCCCGCCTAAATTTATCTGGCATTATNTCTCTCCTATN 

TGCCCCTTATTCTGA 

Sequence 10498 

CCGGGCCCCCCCTCGGAAGTCTTCTAGNATTAATTAACGCGGGACTCAGCCCGGGTTCTA 

TTGTCTGCTTAGGCCTGATGCTCAACACTGCCAGGGATGAACAGCACCGTGGGTGACATT 

GTAAAGCAGCAAGGCTTTCTCAGCCCTGATATAAACTTCACTTCTGACCTGCTCGGGAAA 

GGGCTATGATATGCACCTAAAGAAAAACATCTTCCTCAAAAGATAACCTGAAT TAGGCCA 

CGATGCCTGAGGCATCACGCACTGTAGATCTCCAACCTCTATTGGGGAGGACTGAGGCGA 

GCCACATCACTCTGACGTCAGGAGTTCGAGACTAGCCTGGCCAACATGGGGAAACCCCGT 

CTGTACTAAAAATACAAAAATAAGCCTGGCGTGATGACGCATGCCCATAGCTCCATCTAC 

TCAGGAGGCTGACGCAGGAGAATCGCTCGAACCTGGGAGGTGGAGGTTGCAGTGAGCTGA 

GATCACGCCACTGCACTCCAGCCTGGGAGACAGAGCGAGACTCCGACTCAAAAAAAAAAA 

AAAACAGCGGCCCACACCGAGGGGGAACTGCAATTCGC 

Sequence 104 99 

CCGGGCCCCCCCTCGAAATACTTCTAGAAT TAATTAACGCGGGGATGTATCATTGTGTAT 

TGGTAGGAATAAGGACCAAGGTTAATAAATAAAATATGATGGGGAAATGTGAAGTCCTAA 

ATTTACTTAAATATGAATCCATAAATTTTATTCACAAATACAAATCCCTAAATAAAAAAT 

CAGTTAGGAAAATACAAAATGGTAAAGACCTGATTTGGTAGTATTTTTCTAAAAACAAAG 

TTTTCATAAGTGATAAGTTCAATGTGTATCAGTAGAGTGATATGACTACTTTAAAAAAGA 

T GCAAAAACAGGTGC AT TAG T AG AAGT AAAAT GT ACAG AT GG T GAAAAT T ATGAT AT TTT 

GTACTTCATTTTTGTCAATCTGGGTATAGAGGAGTGTTTCCTCTGAAGTTTTAAAAAGGC 

ACTGACCACAAAACTGCAAGAAATGAGAATAGGTGACATTCATGGAGAGGGTTGTAGGAA 

T C AAG AC A T AC AAG G AAT G AT T G AAT AAAC CAT AT GT T T AAAC T AG AG AAG AAAG AAAAA 

AT GAAAAAAGGTAAGAGGAATAGGCAAGCTCCTTAAATT TTGAAAGGGCT CTGACAC 

Sequence 10500 

CTGGGGTACCGGGCCCCCCCCTCGGAAATACTTCTAGNATTAATTAACGCGGGGGGTCGG 
GGCGGCAGCTAAATGGCATGGAGTTTCTTTCTGGGTAATAAAATGTTCTAAAACTGGTGG 
TAGCTTTACAATTCTATAAACATATCAAAAACCACTGAATAGTATACTTTGAATGGATAA 
AAGGTGTGGTATGTGAATTACATCTTAATAAAGAAGTAACAAAATGGTCACTTACATTTT 
TGGTTACACTTTACTACATTTATCAGGAAAATTGTATGCCATTTTGGTCTTCACAAAGGC 
CTTGAAGTTTATCCCTCCAAACAGAAACTCTTTCTTTAAAGGAGACAAAGATAAGGAAGG 
TAGGAAAAGAAGGGAAACCTTCATAACTGAATGGCTACCATTATCTAACATATATAATTT 
TACTTATTCATTCTTATATTTTTTTGTTTGTTTGTTTTCTGAGACAGGGCCTTGCTCTGT 
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r 

CGCCCAGGTTGGAGTGCAGTGGCCTGNGCGACAGAGCGAGACTCCGTCTCAAATAAAAAA 

AAAAAAAA 

Sequence 10501 

CGGGCCCCCCCTCGAAAGTCTTCTAGAATTAATTAAGTGAAAATTTAGTGATCTAGTAAA 

GCCTAAATCTAGCAATTCAGCCTAATCTTACTAACTGAATACATTTTCATAGAGCATTTG 

TACATTTTAATGATGCAGTTGGCTCTGAAGTGTTCCATGAAAAAGGTGGCTATTTTGCTC 

TAAACTATTAGTAAACAGCAGTCAATTACAAATGGCTCTAGGAAAAGAACAAAATTACAC 

AAAG GAAAAG GCAAAAGC AAGG GC AC AAAC AAC AAG GT T GC T CGT CTGAAGGAT AC AAC T 

AAAGGAACACGTGGTCTTTGGCCAGTGAGCAAATAAGGGTCTAATTTTATTGTATTCTCT 

AACACCT 

Sequence 10502 

CCGGGCCCCCCCNTCGGAATACTTCTAGAATTAATTAACGCGGGGTTTTTGTGGTGGAAT 

TATGATGACTTTGCAAAATTTTCTTCACTTTCTACATTTTCTAAAATGGATATGTATTAC 

TCCTTAAAGATGACATGTAGGTTTTATCTTATATACCAGCTCTGATCCATTGTGAGTAGC 

TGCTAAGAGGCAATGTTGTAAAGGTTCTGAGACAAACTGGGTTAGCAGGAAAGAGTATAA 

TTGAATCTAATTGTCATGATAGGTGGCTTGGAGAGGTGAAATCCACAAGTCAAGATCTTC 

TTATTTTAGAAAATGAAGTTGGACAATAATTCATTTAAATGGTGTAATGTAGCTTT 

Sequence 10503 

CCCCCCCTTCGAAATACTTTCTAAAATTAATTAACGCGGGGAGTAGGGTTGGTAAACTAA 

CTGTAGGGTACTATGCTCACTGCCGGGGTGATGGGAAGATTTGTATCTCAAACCTTGGCT 

TCATGCAATATACCCATGTAACAAACCTCCACTTGTAACCCCTGAATCTAAAATAAAAGT 

TGAAATTATATTAAAAGGAGGATATCAGAGTTATAAAATGATTACTGGTTTCTGGTTTGC 

CTAATTCCTGACCTCCTTTATTCAGAGACATTTGCATCAATCTTTTCATCTGTAGCAGAT 

TTAAAGGGGTGAGAGCTGAGATTCCCAAACAGATACCTACAGGGGAGGTA 

Sequence 10504 

CCCCCCTCGGNAGTCTTCTAGAATTAATTAACGCGGGGCCTCACTTACTGTGGGGATGGA 

GTCCCCACGGCCCCTCTCCTCTGGAGCTTTGTGGCAAACTTACCCCATGGGCTGGGAGAG 

AGGAATGAGAATCTCAGTGGGGGCTGGGTTTGGTGGCTCACATTTGTAATCCCAGCACTT 

TGAGAGGCTGAGGTGGGTGGATCACCTGAGGTCAGGAGTTCGATACCAGCCTGGCCAACA 

T G G T G AAAC T G T G T C T T T G C AAAAAAAAAAAAAAAA 

Sequence 10505 

TCCACCGCGGTGGCGGCCGCTTTTTTTTTTTTTTAACAATAATTTTAAATCTGGGGTTGC 

TAAAACCTGCAAATGTGAAACCCAGGAATTTGGAGGCCCAACTGTACTTTTACCTTATTA 

TGTAGGCTTTGCTAATTTTAATGACTAAAAGGTTATTTTATTTCTTCTAAAATTTCAACA 

ACAGTTGACCCTCAGGGTCAAAGTTTCCGGCCCTAAATTAAAAAAAATGCTTTTTATTAG 

GACAGGAAACCACCTTAACCTTTTTTTATTCCACCCTACTTTAAAAAGTAGGAATTCCTT 

CAACAAAATTTTCGCACATGCCTATCCAATTTCCCAATGACTAAAGCAATAACAACAGTA 

TTGATAATAATGAACACATTTTTCATACTTACTGGGTGCCAAACACTGTCCTAAGTATAT 

TGAGTAGTACTGACTGGAAATAAACACTGTTCCTAAAACT 

Sequence 10506 

CGGGCCCCCCCCTCGGGGTACTTCTAGNATTAATTAACGCGGGGGCTGGGTGTCTAAAAC 

TTAAAAAAAAATAAAAACAAAAACAGTTAAATAACTTGTCAATCCAACAGTCAAAAGAAT 

CCGTATTGGAAAGATATGACATACTTTGTATCTAACGGGATGTAAAACCAAATCTTCCAT 

ACTAAAAACATGTTTCAGGCTGGGCGCGGTGGCTCATGCCTGTAATCCCAGCACTTTGGG 

AGGCCGAGGCGGGCAGATCACAAGGTCAGGAGATTGGGACCATCCTGGCTAACATGGTGA 

AACCCCATCTCTACTAAAAATACAAAAAATCAGCCAGGCGTGGTGGCGGGCGCCTGTAAT 

CCCAGCTACTCGGGAGGCTGAGGCAGGAGAATGGCGGGAACCCAGGAGGCGGAGCTTGCA 

GTGAGCCGAGATCACGCCACTGCACTCCAGCCTGGGTGACAGAGCGAGACTCTGTCTCAA 

AAAAAAAAAAAAAA 

Sequence 10507 

CGGGCCCCCCCTCGGAAGTCTTCTAGAATTAATTAACTCGGGCATATGTTATACCACAGC 
CCCCGTGG T AT AAG AAAT AAGAAAT GCAGT GGAAGT GAT AAAC CAC AGAAGAT GAAAGAG 
TTATACATGGCACTTTTGGCCCACCTAGGGTTAGGGTCAGAGTTGAAAGTTATGAAGAAA 
TCATCCAATCAAATCCCTTCACTAATGCTGGCCAGACACAGTGGCTCACGCCTGTAATCC 
CAGCACTTTGGGAGGCTGAGGCAGATGGATCACCTTAGGTCAGGAGTTTGAGACCAGCCT 
GGCCAACATGGCAAAATCCTGTCCTACTAAAAATACAAAAAATAGCCAGGCATGGTGGCT 
GGCGCCTGTAATCCCAGCTACTTGGAAGGCTGAGGCAGGAGAATCACTTGAACTTGGGAG 



Table 8 
44/1983 



GCAGAGGTTGCAGTGAGCTGAGATTTCATGCCATTGCACTCCAGCTTGGGCAAGACTCTG 
T CTC AAAAAAAAAAAAAAA 
Sequence 10508 

CCCCCCTCGGGGTACTTCTAGAATTAATTAACGCGGGATAGGTCTAACAAAAAAACAAAG 

CCATTCATCTCTGCAGAAAATCATGCATCTGCTTTGCCACCAATTTAGCACACTAATTGA 

CAT TAT AC AAC AAT AT GACC AT AT AT AAAC CT T TC AGT ACT AAT TC ACT TAT T T AC TT AC 

AATTTAATTTGTTTAAATAATCACTTTAGCAAAGCAGATCTAATTCCTTAAAGTATCTAC 

AGTCTAAAATTCACTTAAGTATTAAACTCATTGTATCTTCAGAAATGTTCAATGCCAGCA 

TTTTTATTGTCCGGATTGGCTTTTGGCACTTATCTGTTACAATAACAATTTTTAGGGTGG 

GGGGAGCATTTTCTAATTGGATAAAAATACATCCATTTGAACTGGACTGGNNAATCTATC 

T TAATAATANGGGGAG 

Sequence 10509 

GGCCCCCCCTCGGAAGTCTTCTAGNATTAATTAACGCGGGGCATGAATTCATGAATTTCT 

GGATATTTCTTCAAATAGAGTATCATGTAGCTGGCAGTGGATTGGGCTGACCTTAATCCA 

GGTCTTTTTCTTCTTACCTTTTCAAATGACATTCTGTCACCTCATTCTATATTTATATAT 

ATACATTTCTCTATATGTGAAATTCTAGGCTCATATATCTATATATAGATATAATTCCAG 

ACTTGTTTGGATTTTCTTAGTATCCAACAAGGCTAATATCTTACTTTCAGAAGTTGGGGA 

ATGCCTTTAAGGATTCTATACCTTATTTCTATTTTCTAGTTGTGACAGGGTGCAAGAATT 

CCTTAATATAGGAGAGACATGCGGGGCATTATGGGAACCTTGCTTTGGGGGACTACTTTG 

AATATCCCAAACTTTGGGTTTTTCCTTCTACTGCCTAACTTTACTGTGCCTGCTGGGATG 

TCAAAAGTAGAGGATCAGGACTTCAGTTCCAGGGTTACACCAAGGCAACCAGTAGTATCA 

G AAT G G AAT T AC T AC AGT AG T GAG AT C CAT GTNTGCATTTGT G A T A 

Sequence 10510 

CGGGCCCCCCCTCGGAAGTCTTCTAGAATTAATTAACGCGGGGAGAGGTTCAAAGGGTGC 

TGGTGGCCATGTCGTAAGTACTGAGAATGCCTGGCTGCCGTTGGCACCATCATCAACTGG 

GGTCAGGCAGGGGTGGCAGGAAGGCCTGGGGGCCTTTCCTTGGGGAAGGGCACGCATCCC 

CTGTCATAAAACCTCCCATGGCTCCCAAGAGTACATGGAATAAAATCCTCAACTCCAAAA 

AAAAAAAAAAA 

Sequence 10511 

CGGGCCCCCCCTCGGAAGTCTTCTAGAATTAATTAACGCGGGNACCCCTTNGAAACTTAC 

TATTTTTAAGTTTTTCTTTTGTGTCTGCTTAGGAAGGCAGAGAGAATCACTGGCTAGTCA 

TGATGCTTAAATTCATTGGGATTTCCTGGAAGCTTAGCTTTGGTATCATTTGATAATCAC 

AAAGAGCATTTAGAATGAAAAGATATAGGCCAGGCATAGTGGCTCACACCTGTAAACCCA 

ACACCTTGGGAGGCCGAGGGAGGATTGCTTGAGCCCCGGAGTTTGAGACCAGCCTGGGCA 

ACAAAGTGAAGTGAGACCCTGTCTCTGAAAAAAAAAAAAAAA 

Sequence 10512 

CGGGCCCCCCCCTCGAAAGTCTTCTAGAATTAATTAACGCGGGGGAATAGGATTAGGTAA 

GGATTCTCAAAGATCTTGGAATACCATTCCCAGCTTGGTCATAGTTTTGATTATAATCTA 

ATGACTATGTCTAATGTAGGAAATATAGATCTATTTTTTGAACTGAGGATGTCACTTTGC 

CTGGGTGTGCTTTATACAGATTATGGCATATTGAGGTTTCAGTTAGAAAAATATATGGGA 

CTTAACCCTTCAAATTGATGGGAAGGAATTATGTCATTGTAGGCTTTTGTGTTTTGCAGT 

CATTGTACAAAGCACTGGAATTGGGGAAATAGCAGGGTGTTTCCCCCACAATTAGAAGCA 

GTGTTGCTTTTCATTTTCCTTTTACTGATTAGCACTAAGTAGACATTAACCTATATGAAT 

TTTTCAAAAACAGCATTTAGGGTCCACATTTATTTTAATTCTGATCTTCTCTAATCTAAT 

T G G T G AAAC T T AT GG C GAAAAAT A T G CAT AGTTACTTTT G AC AT AG AT T T G T T T AAGC AT 

GAAAGCT AG G AAT T GAT T AAN ACC AAT AC AT AAT ATT T AGT T T T 

Sequence 10513 

CTTCTAGAATTAATTAACGCGGGGTGGTAAAACTCTTCAAGTTCAAAGAAATGAGGTTCC 

GAATTTAGAGTTCCGGAATATCATAATCACCAACAGTAATGCCACTGGTGAAAGGGTCAA 

GCCGGGCACGGTGGTTCACGCCTGTAATCCCAACACTTTGGGAGGCCAAGGCGGGTGGAT 

CATCTGAGGTCAGGAGTTTGAGACCAGCCTGGCCAACATGACGAAACCCTGTCTCTACTA 

AAAATACAAAATAAGCCGGGCATGGTGGTGCGTGCCTGTAATCCCAGGTACTCAGGAGGC 

TGAGGCAGAGGAACCACCTGAACCCAGGAGGTGGAGGTTGCAGTGTGCTGAGATCCATTG 

CACTCCAGCCTGGGCGACAAGAGCAAAGACCTGAGCAAACAGCTGAGACCACTGCACTCC 

AGCCTGNGCGACAAGAGCAAAACTCCACCTCAAAAAAAAAAAAAA 

Sequence 10514 

CTGGGTTACCGGGCCCCCCCCTCGNGGGTACTTCTAGNATTAATTAACGGCGGGGGCAGA 
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GGAATCGGGATTCTTCTTTTGGGGCAAAATTAATTTTCCTTTCTCTCTTTTAAAGTGAGA 

TCATGATTCTCTGAAATGTATTTTCTTCTTTGTGAAGTGTCCTCGGGTTTTGTGTTATCA 

TCTGGGCAATGTAACGGCCTCTTCCCAAGTGTTCCCTGTAACGTTGCGCAAGTGTAAGAG 

AAGATCCATTGCTCTGCTCTTTGGGGGCTCGAGTTTCCAGTTAAAGCATTTCAGCGCTTG 

TTTTTTTGTACCAATTTTTTCAACTCTAACGACCTTCCTGAGACACTACAAACAAACCAA 

CAAACTCTTTGCTCAGAAGCCGCTCCATTAACTCAAAGGTTTATGGACAGAAAATAAACA 

ATTCTAAATTCCCC 

Sequence 10515 

GGCAAATGGAGCATTTGACTATCCCAAGGCGGAAAAGGCAATGTGCAGATGGAAGCGGTT 
ATTGACACATTATAGGGATAATAACTAATTTTTTTTTAGGANCNACNANGNTTTATACGA 
TGGACTGGGCATTTTATATATGCTGTCTCAGTTTATCCTGGCAAGAGCCATGTGAAGTGG 

Sequence 10516 

CGGGCCCCCCCTCGAAAGTCTTCTAGNATTAATTAACNGCGGGAAGGTAGACAGAAGCCA 

GGTCATGCTCAGCCCTGAAGGCCAGGCTCAGGCAGAACTTACTAGAGGTTCAGAGTGATG 

GGTCCTAGAAAGAGGCTGACCTGGGCTGGGCACGGTGTCCCACGCCTGTAATCCTAGCAC 

TTTGGGAGGCCAAGGCGGGTGGATCACGAGGTCAGGAGATCCAGACGATCCTGGCTAACA 

CGGTGAAACCCCGTCTCTACTAAAAAAAAAATACGAAAAATTAGCCGGGTGTGGTGGCGG 

CGCCTGTAGTCCTAGCTGCTCAGGAGGCTGAGGCAGGAGAATGGCGTGAACCTGGGAGGC 

GGAGCTTGCAGTGAGCCGAGATCATGCCACTGCACTCCAGCCTGGGCGACAGAGCGAGAC 

T C T G T C AC AAAAAAAAAAAAAAA 

Sequence 10517 

CGGGCCCCCCCCTCGAAAGTCTTCTAGAATTAATTAACGCGGGACAGATGTGGAAACCGA 

GGCCTAGAGAGGGTCAGGGACTTGCCTGAGGTGACCCCGGCGGCCTCTGGGCATTTTGAG 

GTTTATTCTCGCATAGCTCCCTCACCTCATCAGCTTGTGGGGAGCCGATCAGAGATAGCT 

GTGGTCCCCTGGGCAGCTTCCTGTTGGCCTGTCTTAGAATTTTGCTATATTTGGGGGGTG 

TGAAGAGTGGATATAGATGTGTTAAAACTGTTTAAAGTGGAGAAGGAGGACCGGGCCTGG 

TGGTTCATGACTGTGGTCCCAACGCTTTGGGAGGCTGAGGCAGGAGGATAGCTTGAGCCT 

GGGAGGTTGAGGCTGCAGTGATTGCACCACTGCACTCCAGCCTGGGCGACAAGAGTGAAA 

CCCTGTCTTGAAAAAAAAAAAAAGTGGGGCCGGGCATGGTGGCTCACACCTATAATCCCA 

GAACTTTGGAGGCTGAGGTGGGTAGATCACTTGAGATCAAGAGTTCGAGACCAGCGTGGC 

CAACATGGTAAAACCCCGTCTCTACTAAAAATATGAAAC 

Sequence 10518 

CGGGCCCCCCCTCGAAAGTCTTCTAGAATTAATTAACGCGGGTAGCAATCTAACCCATAT 

AGCGCCTAAATTGTGATCTGCAAACATTTCCCACTAAAAGTAACCAAAGCTGCTTCTTCA 

AGAAAT T AGT T AATC CAAGTC TGT GGCAT AAGATG T AC AAAACAGGGCT AGATT AAAAAA 

AAAAACAAAACTATTAGGGTCTCATCAAAATGACAAGATGACAGGGCTCCAACCAGCTCA 

AGTGCAGTGGTTCACACCTGTAATGCCAGCATTTTGGGAGGCTGATTACAGGTTCACACC 

TGTAATCCCAGCATTTTGGGAGGCTGAGGACTGCTTGAGGCCAGGAGTTTGAGACCAGCC 

TGGGCAACAAAGAGAGACTCTGTCTCTACCAAAAAAAAAAAAAAAA 

Sequence 10519 

TAATTACCGCGGGTGGTGGGGAAAAAAATTTTGCAGAAGTCTCAAGCTATAAGTAAACAA 

ATGGGCAAAATCAATGACCAGATAGACTTTTGGAAGGGCCTTTTATAACTGCCAAACTTT 

GAGTTTACCTTTTTCTTCCCTGAAAGATCATGCAGTAAATGTTGACTTTGCCCAGTCCCA 

ATAAAATGAAATGTTGCTGCTCTAAAGGGCCCTTTATGCCCACACCTTTAAAATCACAGC 

GCCCAAGAATAAACATGGCCCATCCTTCCAAGTCATGTGTTTTATCCTAAGACTGGGAAG 

AGGACCAAAAAAAAAAAAAGCGCCCGCCACCGGGGGGGAGCTCCAA 

Sequence 10520 

CCCCCCTCGAGGTACTTCTAGNAATTAATTAACGCGGGCCCTACCTTTTAAAAAATACAT 
AGNAAAAAT T AAAAGGAC AGT T AC TCC GAGAAAAGAAAAAGT AAAGT TGT T ACAT GTTGC 
TGAAAGCTTTGGATGAACTAGCACAGTAAATAAGTGGCAATGTGCTTCCTTAGCCCAACT 
GAGAGGTGTTCGCCAGGGACCCTGCACCCTAAGGAAGAGGCTAAGGTTACACAGAGGTGG 
CTGCAGCTTTTACTCCATTGCTTGTTAAAGAGCCTGGTAGAGCAGTGCTGGCCTCAAGAT 
GGGCCACAGCAGCTGAATGACACCCCTCTGGAGGTCACACTTGATGGACTTGATGGAGAT 
CAACAATGATGGTGGCCAGGCATGGTGGCTCACGTCTATAATCCCAACACTTTGGGAGGC 
TAAGACAGGTGGATCACTTGAGGTCAGGAGTTCCAGACTAGCCTAGCCAACATGGTGAAA 
CCCCGTCTCTACTAAAACTGCAAAAAATTAGCTGAGTGTGGTGGTGTGTGCCTGTAATCT 
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CAGCTACTCGGGAGGCTGAGGCGAGAAAAATCTCTTGAACCCAGGAGGTGGAGGTTTCAG 
TGAGCT 

Sequence 10521 

CCCCCCTCGGAAGTCTTCTAGAATTAATTAACGCGGGAGGAATGAATAGCAGAGAATACC 
AAAGCCAGTCCCTATGTACAGGTTTTAAACAAGTGACAGGAAAATATTGGTTTGTCTGGA 
GGTGCTAGCTTGAGTGTTTGAGTTCGAAGGGGACAAATTGTGAGAAATGCCCGGGTGGCT 
GCCCTAAGGTAAATTGTGGCAGCTCTCTTACTGCTCAGTCAGCTTATAAACAGACTGCTT 
AATAACTCTAAACACATAATTGGAGTTTGTCAATTGCCCTGATCTGATTACTATACACTA 
TATATGTCAAAACTAGGTACCCCATGTATGTACAGTTATTATGCGTCAATTAAAAAATAA 
AAATTTAAAAACTTCNNNNNNAAAAAAAAAAAAAAAAAAAAAAAAAAAAANAAAAAAAAA 
AAAAAA 

Sequence 10522 

CGGGCCCCCCCTCGGAAGTCTTCTAGAATTAATTAACGCGGGTGTATGTGTGCATAAGAA 

TCACAATCAAACTAGCGCCCTAAATCCACTTTAGTCCAGATCCTGACTGATAAATTTAGG 

ATCCATTTTCCTAAAAATCTGTCTTGCTGGAAGGAAATAGAGCCTTCTGATTGAAATTGC 

AAAAGCACGGAAAGTATCTGTCCTTAATCACCAGTACGACAGGTTGTTTTTTTCTTTAAT 

ATTTGATGTAACATAATCAAACCACAAAGACCAACAATATAGCAAAACTGGAAGACTGTT 

TCTTTGGGTTAATAGTGTTTCTAGTGTATTGTGAGTTTAAACATTTCTTTTTCATTTATT 

CAACTGTGTTGTGTATGTACTGTATGCATATATAATATAAAGGAGAGGAATTTCCAAGGA 

TATTTCTGAGGCTATTAATGTGACAAGTACATTAAAGACAAAGCAGGTAAAGCTCTTTTA 

CTCTAGTTTATAAGGAAATTGTTGCTCTGTTCCATGGTTTAAAAAAATCACATCCGGCCA 

GGCGTGGTGGCTCATACCTGTAACCCCAGCACTTTGGGAGACCGAGGCAGGTGGAGCACC 

T GAG GTCAGGAGTT C AC G AC C AG CC T ACGC AAC AT 

Sequence 10523 

CGGGCCCCCCCTCGGAATCTTCTGAATTAATAACGCGGTAGAGATTTCTACAGCAGAATC 

CTGTGCGGGTCACCATGGAAGCCACCTNCCAGNCCTGGTNACCTAGTTGCCATTGGAAAT 

AATAAATTTGATAAGGTGGTGAANNAAAAAAAAAAANAAAAAAAAAAAAAAAAAGGAAAA 

AAAAAAAAA 

Sequence 10524 

CGGGCCCCCCCTCGGAAGTCTTCTAGAATTAATTAACGCGGGTCTAAACTGTTAACTTCA 

AAGATATCCACTCCTGGTACCTTTGTGATTGTGGGTTAGCCCAGGAAATCCCCAAATGTA 

CATACTTACTGGTCTACTGAAGCTGAGAATATATTTGCTTTATCTTTAGCCCTATTATGA 

GTACTCCCATTTTAATGGCTTTTAGTCCATAAGCATATTGTCAGTCACTTTCTTTCACAC 

TTCTATAATTTTTTTCCCCAGTGTTTAGGGCAACACCGTAGCTTCCATCTTTTGTGTTCT 

AGTACATTAAGATAATGCATTAGGATGTGTATGTGTACAGTATATATGTACGTAAACACA 

C AGG AT T G T AT T AAAC AT AC T AAT T T T T AAAAC C AAAAAAAAAAAAAA 

Sequence 10525 

CCCCCCCTCGGGGTACTTCTAGAATTAATTAACGCGGGCCAGTATACATTTACATGACAT 
GTTTGCTGCTCCTTCTCTATACTGTGGCGGAAGTCTTTCTGTTCATTCATCCTTCTTATA 
AGGGCACTCAAAGTGATTTTTAGCAGTCTTATTTTTACATTTAAAATATAAACATATTTC 
CACAAGTTAAATGGTAATTTTAAAATTCATTGTCATAGTAATTTTTTATGGTTTTTCTGG 
TATGTCTACCAGT G AAC C AC T T AAT AAC G AAC AC T TAG T T G T G TAT T GAT G AC T G T AAT G 
ATGATCCCTATAGGGTTTATCTTACGTGGAGCATTTGTTTACCCATCCACACTAAATTGA 
GTCTTGCTCTTTTTTTTTTTTTTTTCGAGATAGGGTCTCACCTGTCACCCAGGCTGGAGT 
GC 

Sequence 10526 

CCGGGCCCCCCCTCGGAAGTCTTCTAGAATTAATTAACGCGGGCCTGCAATCTCCTCCTT 

TTTATCTTTGTAACATTTTGTCTTTGAAGGGCAGGATGGAGTTCTGATATTACTGGCAAT 

TAGAATTAGGCCAGCTAATAGAAAGTTAAAAAGTAAGAGGGACCAGGACAGAATTCTATC 

T C AAAT AGC A T AAAAC AG AAAT TTACTGTGTCTTAT G AT GG C AT T AG AAT AAAT T AT C T G 

AAGAAATGTTAAAAGTCTTTGTTCTATATTTATTGAGTTCAAACACTTTGGCTCAATACC 

AGT ACC T GT C TAT GG AAC AGGC TT T C AAT T T TAAAGAAAAT T GG T AAAT C T T T TAAAAAG 

CATTAAATTACTCTTAACTGAATAGTGTTGGGTGGAAAAGAGTTCAGATGTTAAATTGTA 

AAACAATTTATATCAACATATACCTACATTNTATTCATATATTGATGAAGCATGAGCAAC 

TTTGTGAGGAGGAATCTGGCATAGCTT 

Sequence 10527 

CGGGCCCCCCCCTCGGGGTACTTCTAGNAATTAATTAACGCGGGAACCAAGTTCTAAAGA 
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ACAAATAAGATTTTTGATTTTCCACCAAGAACCCATGTTTTCATGATCTCGCTTAATCTT 

TAAGTGTTTGCATGAGATGATGTCACAGGTTGACAAACTTTAACAGTGAGGGACAGTTGA 

AAGTCACAGAGAGGCAGAGGAAAAATATCTGAAATCATCACTCTCAGTTTTTTATACAAT 

TCATTGTTTTGATGTGAAAAAATATGTTAGATACTATATTATTGTGTTACCATTTCTTTA 

AAAGAACTGATTTTTCTCATGTAGCTTCTCCTAACAGAATCTTAATTGGTTCCAATAATA 

TACTGACATTCTTATAAACACTTAACCAGGCTAGGCACAGTGCCTCATTCCTATAATCTC 

AGTACTTTGGGAGGCCAAGGCAGGAGAATGCTTGAGCCCAGGATTTTGAGACCAGCCTGN 

GCAACAT AGT GAGAT AC T G 

Sequence 10528 

CGGGCCCCCCCTCGGAAGTCTTCTAGAATTAATTAACGCGGGCCATTAATTCCCAGCATG 

GGCTCCCATGGNAGAACTAAGAAAAACAAAAGCACAGTAGTTATGGTCACAAGTGGATGA 

GTTAAGGCTCAAGACAACTTGGATTGACTCCTTTAAATCTTATGGGGCAACTTGATAAAC 

AAGATAGCTCCCTTTCTTTTCCACCCTGGTTGCACATTCCTCTATAATGTCATTCTCGGG 

TCTCCCATGACTAAGGTAATGACTTGACTGTGCCGCAACTAGAATGTCAAATGAAGAATC 

AGTTCTTCCTGCTCAGCAGTAACTAGACTGGGAAGTTTTTGCCCTTTTGGCCAATTGGGT 

GATTATCAAAACATTTTCATAGATCTGAATGATAGAAAGAAACTCCAAAGAGGTATCTGG 

TTAGGTAAATACAACTTTTGGATATTACTCTTGTCTCCAAGGATGCCCCAGCGTCTCTCC 

AACATTCCCAGTACCCTATTCCACTTAGATCACTNTANGTAGAGCTCTGCTCATGTCAGA 

AAATAAGAGGAGTCCACAGACACTCTCGTCTGTCTTTCCTNCACTGGAC 

Sequence 1052 9 

AATTAACGCGGGGTTTCTCCATGTTGGCCAGGCTGGTCTCGAACTCCTGACCTGAGGTGA 

TCCCCCCACCTTGCCCTCCCAAATGGCTGGGATTACAGGCTTGACCCACCTAACCTGGCC 

CAGGCAGGGTTTTAATAGAAAAAGGCTGGGGCTCTGCCCTTCCGTGTGCTGTTTTATATG 

GCTAACTTAACCTTCCCCAAAAGGGAATTAAACCATTTCTGGGGGCCTCTCAGCTGGGGT 

TGTAAAACACCCTGGTTGTCCCACCTTTTCTTTCTTATTTATAAAAAACTCCACAGAGTT 

AGAAAAGTTCTTCAAAAAGCAAAGCAAATTTCTCTGCTAAATGAAAAAGTCCCCCCATTC 

CAGTAGGAGATGCACCCAAAACCCACAGGACGGGGCTTCACCCCAGGGATGCCGG 

Sequence 10530 

GCCCCCCCTCGGNAGTACTTCTAGNAATTAATTAACGCGGGCCTGAGTTTTTTGTGCTCT 

TTAAGTTGAGGTCAGTCTCAGCAAGGTGTGTTCTGAATGGCTACATTCTCCCCAAGGGTC 

ACACACCACCACCAGAGAGGGTGTGCATCCCATCTGGTGCACAACTTAAGAAGGGAAATC 

ATGCCTTCCTGTGTCCTTTCTCCAGAGCCTCCTGTCTTCCTCCTAGCATTGCTCTGCTGG 

CCCAGGTTTAAGAGCTGGAGCTGCTGTGCTATGGGCTTACACTGGTCAGGCAGCCAGGAG 

GAAGAGGAAACCAGAAT AAACATGT TTT GC AAGACC AAG TCT GGT T TAAATGAAAGCAAT 

TCTAAATAAGGACAATACAGTCTTATAGAGCCAGTGCCTGGGCCGCCTGTTGGCAGTTTC 

CTCTACAGAGGGGTTTGCCATGGAAAACCAAAGGTCAGACTGATAAGCTGAAACTGCCTG 

CAGCCAGGCTGGCAGGAGGCTCATGACAAGACCTCCTCATCCAGCATTTGAATCCATCCC 

AGGCCAGAGGATGTGATTACAGAGGCAGGNAATCCAAGGACCCAGTCT 

Sequence 10531 

GCGGGCTTATGTAAATATGTGATTTTTTGAACAGAATCCATGCTACTTACTAACATACAC 

AGGTGGCTTTAGGGGAAATGTAAACAGATTTCCCTGGGAAAAAATAATGTTTGTCTTTAA 

AGGGACTGGGGCTTATTTTTTTTTTAAACAAGGGATGGCAAAGGGGGATTCACACCCCCC 

CTCCACATTTGGGGGCGTGTGGGCAACTTACCTTAAAAAAAGTAAACATTTCCCTACCAA 

AAGCCCTAACAAATGGAATCTTATTAAATAAAATATTGTATGGGGGGGGAAAAATGAAAT 

AAATTTTTTTCTTTAACTAACCCAACCTCCCTTAAGGGCAACAATATGT 

Sequence 10532 

CCCCCTCGTGGGTACTTCTAGAATTAATTAACGCGGGTGTATAGCATACTTTAGGAAACT 
CTACACTAGACAAATGTATTTTCCATAAAAACCAGAATATTAGGCATGTCAAAAAATGTA 
TACAAGCAATTCTGATGATCCATATTATTTCAGATATGATGATGATATTTTTAATAAATT 
ACCAAAGAATAATAAGAAGGGAAGTTTCCCAATGGTAAGAAGGGGTGTTTAATGTAAGTT 
TCACCTCTTTCTCTCTCCCTCATTCTCTCCCTAGTGGGTCAAGGGAGAGGGAGGGGTTAA 
AGATGACTTCCTCCAAGATTGTTCCAGATCTATTGAGGCCTGCTCTGTCTAAATAGTGCT 
TCCAGGAACAGCAGGGTCTCAATTATCTCACCGTGGGCTGTGAAATTGTAAAAAAAAAAA 
AAA 

Sequence 10533 

TAATTACCGCGGGCTCCTGTAATCCCACCTTTTGGGGAGGCGGGGGCAGGATATTTGCTT 
GAACTCAGGAGGCAGAGGTTGCAGTGAGCTGAAATTGCCCAGCTGCCCTCAGAGCCTGGG 



Table 8 
48/1983 



AGACACAGCAAGACTCCGTCTAAAAAAAAAAAAAAAAAAAATTCCTTTCTAAATTTCATA 

TGGACCCAAAAATTCATTCCTGGGCGAATAAAACAAAGCTGGGGTTTCACTTTCCCTGAG 

TTAACCTTTTCTATAGGGACGCTCCGGTACCCAAAACGGTTGGGTACAGATATAAAACCA 

GCCCCTTAGCCCAGGGGAGTGGACCAGACGGAATTAACGCTCCCCCCCTACAGCCATCTG 

ACC T T T GAC AAAG T T AAC AAA 

Sequence 10534 

CCCCCCCTCGTGCGTACTTCTAGAATTAATTAACGCGGGTGGAAGCAAAGCTGGGCCTGT 

GCTCACCAGGGAGGTGGCGGCAGTTCTGAAAATTAAAACTCTTCTCCACAAGGGTAATTT 

CTACCTGCCCTTTTACAAATCGAGCTACTTTTTAAAGGCGTGATGTCTCCACCCTTTCTT 

TTTATTCACAAACTCCTTAGGAAGAGGGATCTGCCCCCATGGAAGCTTGCCCAAACTATG 

CCACTAACTTTAAAATGCCGGGGGCACCCACCCTATTATCGTATAAAAAAT 

Sequence 10535 

CTTCTAGAATTAATTAACGCGGGGGGTAGGTGGTCACTGGGGCAGAAATTGTGAGCATAC 

CTCCCACTACTTTTAGGAGTCTGGGGGATCCATTTCTTTCTTCTTTAATTGAAACAAAAG 

CAAAGAAGTGTGATCTTTAGGTGAAAAGGAATTTTGAACTAGAAAATCTGCAGTCATTAC 

ATGCCCCCTCCTTTATTTTTACATGCAAATCATCTTTGGGGAAAGGATCTCAGGGATCTT 

GTTGGAACTTGCTTGAAAACAATAGGCTGAGTCTATTAGCACCCTGTTCTTCACAAGAAA 

AGAAAAAGAATCATTTTGAAGTAGTGTCAGAAGATGTTAAGATTTTATGAGGGCTTCGCA 

TAACACTCGTCTGTATCACTTTCCAATGGAAAAAAATCAGATTTATTCTCACAGATGTTG 

CTGACACGTTAGCATCTTAGAAAATCATTTTGCAACAACCCATCTAAACTCCTCACTCAG 

TACAATGTGGAAACTCACTTGGCCTTTTCTTTTCCTCTCCCTGTAGCCACACCATGCCTC 

CTGACATTTCCTGCACCTGGTATATGTTT 

Sequence 10536 

CCCCCCCTGCGAAAGTCTTCTAGAATTAATTAACGCGGGCAGAATGTGAAGGAATTAAGG 

ATAATGTTGAGTACCAAAAACATGATAAACCGCATGAGAGACAAACTGAACATAACTAAC 

TCATAAGGGAATTAGGATCTCTATTCCAATTCAATAACAGATCTTATTCAAACCAAATGT 

ACCTACAATGGCTCCTTCAACAGCATATTCAATAGGGAATTTTTATTAATTCATTTGTTT 

CAAAGTTCAATTTCAGAGATTCTCAGAGCCTTTGGATTTACAGATAAATCTCAATGTGTG 

GTAAGATCTTAAGCTAAATTCGCAAAAAAAAAAAAAA 

Sequence 10537 

CCGGGCCTCCCCTCGGNGTACTTCTAGAATTAATTAACGCGGGCTAAGTTTAAAATGATG 
GATGAGTTATCAGTTATAACTCATTTGGAACACACATATTGGGACCTCTGATTCCCCTTT 
ACTTGAAGTTAATCTGAACTTACTGCTTTCCCTGGGATCAGACTCCATCTTGTAAACCTG 
TTTATAAAGGCTGACACCATAGGGAGTGTTCAGTGATTGATTTTGGATGTTCTCAAACAT 
GTCATCTAATCTAAATGTCTACCTCTTTTAGCAGAAGTTTCTTCCATTTTCAGTCTGGGA 
AGGTGAGCTTACTCTCTGCTTTTCAAGCAGGGGCCAGCACCTGTTAACTATTTTCTTAGT 
TTCATAGAAGTGATGTCTTGTTGATATTCTTAGTATCATAGATTTTTTTTTCAGATATTA 
ATTATAAGAGAAACACATGCCCATGAGAGAGAATTTGTAAAATTTAGACAGGCTTTCCGT 
ATTCTATCTATATTGCCCAGTTGCATTTCTTCTTCAAGAAAGAGAAAAAATATTCTTCCA 
GGTCCAGCTATAAAAGACAGAAAGATTTGCTCACTCCTTGATACTCCTGTTATATCCATT 
GGA 

Sequence 10538 

GCGGGCGCCCCCCTCGGGGAGTACTTCTANAATTAATTAACGCGGGAGGCTTGTCTCAAA 

CTCTTGACCTCAAGTGATCTGCCTGCCTTGGCCTCCCAATGTGCTGGGATTACAGGCGTG 

AGCCACCACATCCGACCCAGAGACATACTTAAAGAGATAGATTAAAAATAAAAAGAAAGA 

TAAACCAGGCAAATGTGAACTGGGTTGCGATCTTATTATCTGTCAAAGAGGAATTTTAGT 

TTCAAAAGATGAGATGGAAAGTCATTATTTTTTCTTAAAAGGAACAATAGACAAATACAT 

AGATACAACAGGCAAAACACACAGATGCACCTAATCATACAGTCTTAAAATATACAGAAC 

TCAACCTGGACAAACATGGCGAAACTCTGTCACTACTAAAAATAAAAAATAAAAAAATTA 

TTCAAGCGTGGTGGCATACACCTGTAGTTCCAACTACCGTTCCACCTGTTTAAAAAATAA 

ACATAACTGAACCAGGTGCAGTGGCTCACGCCTATAATTCCCATGCTTTTGGAAGCTTAA 

GGAGAAGATAACTTAAAGGCCGNGTTTAAGACAAGGCCCTTATCAGACCCATCTTTTAAA 

AAAAAAGCGG 

Sequence 10539 

CCGGGCCCCCCCTCGNAAATACTTCTAGNATTAATTAACGCGGGGGATCAAGACTGTTTT 
ACCTCTTCTCCCATATATCTGACCCTACTCCCAAATAGCATTTGAAGTGTTTTATTTATT 
TTTATTAATTTTAAATTCTTAAATTTTTATGGATACATAGTAGTTGTACATATCTATAGG 
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GTACATGTAATACCAACATACAATGTGTAATGATCAAATATGGGTAATTGGGATATCCAT 

CATCTCAAGCACTTATCATTTATTTGTGTTGAGAGCATTCCAGATCTCTTCTAGCTGTTT 

TGAAATGTACAATAAATTATTGTTAACTATAGTGGCCCTATTGTGTTATCAAACACTAGG 

ACTTATTTCTTCTATCTAACTGTATCTTTGTACCTGTTAACCAGCTCCTCTTCATTCTCC 

TATCCCCATTACCCTTCGCAGCCTCTGGCAATCACCATTACAAACTCTCTGCCTCCATGA 

AATCAGTTGTGTAGCTTCCACATAAAAGTGAGAACATGCATTTGTCTCTCGGTGCCTTAC 

TTATTTCACTTAACATAGTTNTCTCCTAATTTTTATTAACTTTAATTCCCACATTATTAA 

CTATAAATAA 

Sequence 10540 

ATTAATTAACGCGGGAGTGCTGGGATTACAGGCGTGAGCCACTGCACCCGGCCATTTTTA 

ATGATTTTTAAAAATTTTTTGGCAGCTCTGAATTGGCAGGTGTGGAAATAAAACTGAAAG 

GACCATCTGTTTCTAAAAAATCATTTTGAGCTTTTTCCCCACCTAGAGGGTCCCGACCAA 

TCGGGATGTGAGGGGCACAGTCTGGGCTGTTGTTTCCCCCATTTGAATACTTGACATATC 

CAGTGTATCCTACACTAACGGGGCTTCCTCACCTTAAAGCTGGGAGCTCATGACTGCATA 

CCCACCCTTTGGTCCCTTTGCTTAAAAGGGAAGAGGGGCCCAAGGGACAGGCATTACCTC 

AAACACTCTCTTTTAAAAGCAAAAACGGGGGCCATTAAA 

Sequence 10541 

CGGGCCCCCCCCTCGGNGTACTTCTAGNATTAATTAACGCGGGGGTTAAATGTACACTNG 

TTGNNAGTTT T CT GGT ACAC T AAAAAT AAT T GG AAAT AAT AC AAAT TTTCCTT CAAAAAA 

AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 

AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAC 

CCCCGCCGCCCCCCCGGGGGGCCCCCCTTTTCCCCCTTTTGGGGGGGCCCTTTCCCCCCC 

CCCCTGGGCCCGGTTTTTAACCGGGGGGGGGGGGGGAAACCCCCGGGGTCCCCCCCCTTT 

AACCCCTTGCGGCCTCCCCCCCTTTTCCAATGGGGGAAAAAGCCCAAAAAGCCCCCCCCC 

CTCCCCCTTTCCCAAAATT 

Sequence 10542 

CGGGCCCCCCCCTCGGGGTACTTCTAGNATTAAT TAACGCGGGGAGATAAAATTGAAGGA 

GTAACATGAGTAAGATCAAAGATAGGAGAAGGACAAAAGAAATGAAAAGACCTAAATAAC 

TTACTACAGGTCATAACTGCAAGCAAACAACAATGTCAAAATTCAGATCTAAGTCTCTTA 

ACTCCAAAGCCTTTGATCTTTGAAGTACCATGTACGATTTAAAGATCGTTACCTGTTCAG 

TGTTATATAGATCAAAAATGGAAGGAATTGACAATTGTTGGCAGTTAAATTTGGGGGAAA 

AAAAAT AAC AT T T AT T ACAT AT T T AGC AT AC AT TAT T AAT AAT AC T GT TAT AT T TAG TAT 

T T AAC AT AGT AT T AAT AAT T T C AAAT G AAAT AAAT GGC AAAGGAT T T T GCT AG T T ACCAC 

ATATTTAACATATTAATATTAATAATGAATAGGGCCAGGTGGCTCTATTGTACAGTGTTC 

TACAGTATTATACAGTGGCTCATGCTTGTCATCTCAGCACTTTGGGAGGCCAAGGTGGGA 

GGACCTCTTGAGGCCAGGAAACCAACCTGGGTAATGTTGCGAGACCCTATCTCCAAAAAA 

AAAAAAAAAC 

Sequence 10543 

CGGGCCCCCCCTCGGGGTACTTCTAGNATTAATTAACGCGGGAATGATAAAAGAGACAAT 

CCACCAAGAAGATACAGCAATTCTAAATGTGAATGTACNNCAAGCAATAGAAGTTGAAAA 

AT AC AT AAAAT AAAAAC T G AT AGAACAG AAAT G AGAAAT AG AC AAAT C CAT AAT TAT AG T 

TTGAGACTTCAACAGTCTTCTCTCAGTAATTGGTATCACCGCTAGACAGAAGATCAGGAA 

AGATTTAGAAAACTCAACACCATCAATCAGCTGGACCTAATTAATATTTATGGAACACTT 

CATTCAATAACAGCAGAATGCACATTCTTTTTAAGCATCTACATTACATACGGATGCTGA 

TGCAGTATTTTGCTTATGCAAGAGCTACCATATCCTTAGCCACAGAACAAACCTCAACAA 

ATTTGAAAGAATTAAAATCATACAGAGTATGTTCTCTGACTACAATGAGTCAAACTAGAA 

ATAAATAATAAAAAAAATAGAAAAATGTCCAAACACTCGGAAATTAAACATACTTCTAAA 

TAATTCAGTGATCAAAGTGGGAATCTCAAGGAAATAAAAATACATTAAACTGA 

Sequence 10544 

CCCCCCTCGGAAGTCTTCTAGAATTAATTAACGCGGGTCAGTACTGATCTTCTTCTTCTA 
GGTTTTACATGGATGACTTCTCTGTGTTCTATATCTTAGCTCAAGACTGTATTTGGGCAT 
GTAGAAGTCTTCCTGGAGCTCTGGTCATCTGATAAAGCGTACATTTTCTCCATCTCCTTT 
CAGAAACCCTCCATTAATTCACAGTTATATTTGCTTATATTCAGTGACACTTATTACCAT 
TGAAAGTTAGTCTACATGTCTATTACGTTTCTCACTACTAGAATCAAAAATTCATCAGAG 
TATGTTTATCAGTTTTGTCCATTACTGCATCATCACACCTAGAACAATATATCTGGAACG 
C AGT AAT T AC T CAT AAAAAT GAC AAT T T AAAGGT AAC AAT AAACG T AT GGAGC AACG T CA 
TCTGCTCAAATAGCTATTACAGCAGGACATGTAGAGCTGAACTTAACAAATATGCATCTC 
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AGAACCATCTAGATAAGGCACTTACGGGAAATGAGGTTTAGTTTCCCTACGTTCATAATT 

GAATTTCCCATATGGTTGCTATGCTTAACTTGCTCAAAAGGGAATTATT 

Sequence 10545 

CCCCCCTCGGNAGTCTTCTAGAATTAATTAACCGGGAGGGTTTTTAGAAACAGAATATCT 

AAGATTCTCTCTTAGAAGATCTGTATTAATAGTTGGAGTGGAGTCTGAGATTCTGCTTTT 

GACAAAT GCCCT GGGAAAT AAT T AGGAT AC AGAAAT T AT AGAAAACT C CACAT T CT ATC A 

TTCTGTCTTCAGAGATAAAAGATCACTACTAATCAAATAAACTGATATAGGAATTTCTAA 

AACATATGGCTATGAACTTATTTTAAAACATAGACTTATTGGCTGTGCTTATGTATTAGA 

CCTTAGAGAAGCCGTGCATTTAGACCTGTATGATACATCCATTTATAAGTCAATTGTCCT 

GGGATCTGATTTTATGTTTATGGTGTTTACATGTCTGTCATCTGTAATATTGGTATTTTT 

TAGAGTTCATCTAGATCTTTGACCATTCAGTCAGCACTCTGTTTAGTAAGATACGGAATC 

CAAAGATGCACTAAAACTATCCCAACTGTGCTATAGGAGACGTGCAATAGGAATTAATGT 

C AGGC AGAAGCAGT T AAAAC ACT T GGCAAC T GC C T G 

Sequence 10546 

AAAAGTTGGAGACAGTCTTCCATCAGTCAAAAAAATTGTTACTGTATGCATTCCAAAAAG 

AAATGTAAAGGGATAGCATTCCCTAGAAACAATGAATAAAATAAAATTCCCTGTATTTAA 

TAAACAGCATCTGTAAAACCTACAACAAACATTCCGAAGGTGAATCTTCCNGTTCAATCA 

GATACATAAAAGAGGTGTTTGCTACATCTATTCACTGGAAGGCCTAACTAGCACAATAAC 

AC AAGAAAGAAATG T GAAGC AAT T GGAAAACAAGT AAAAC TAT GAT T ATT AAC AG AT GAT 

ATGATTGTCTACATAAGAAAACAAAAAAAAATCTGTACATAAATTACTTAACTAATGTGA 

GTTTGGCAAATTTGACAGATGGAAAAGTGATATTCAAAGACCGACTGCATTTTAATTACC 

AGCCCAAAAAAAAAAAAAAA 

Sequence 10547 

CCGGGCCCCCCCTCGGAAGTCTTCTAGAATTAATTAACGCGGGCAGTAAGTGTCCTGTTT 

CATCATCAGCCGTGTAATACAAATCCAAGCTTTCCTTTGCTTTATGAAACTTACACACGT 

TAGAAATCATGCTTGGCATCAAGACATTTTTCCTCCCAAGATACTGCCTGCTGCTTAGAG 

TAGCGATTAGTAATGAGCGTAATAAACCAGGCTACAGTCGTGCAGGAGATGAGAATTAGC 

CAGGCTTGTTTTCTGTGGAAGCTGTTGTTTAAGAATAAGTTGTGGCCGGGCGCGGTGGCT 

CACGCCTGTAATCCCAGCACTTTGGGAGGCCGAGGCGGGCGGATCACGAGGTCAGGAGAT 

CGAGACCATCCTGGCTAAAACGGTGAAACCCCGTCTCTACTAAAAAAAAAAAA 

Sequence 10548 

CCCCCCTCGGAAGTCTTCTAGAATTAATTAACGCGGGCAATGATTAGTGATGGTTGTAAC 

CTTTCAACATGTGCAAAATATTTTGTCTGCCATTTTCCTGAATTATTTGCAATAATTCTT 

GGTTAATTTTTATTTTTGGCTTAACAGTAAAATTACTGGGAACAAAGACATATTAATGCT 

TAGTTTGAGACTTCATAATGGTAACATAATCTCACTACATTTTGTACATATTGTGCATCT 

CACAACTTGTAAAGACTTATCACACATATTATATAAGTCTTATGGTAGGATTTCAAACAT 

ATATTCAATTTTTAACCCCCATTCTGTACATAAACTAGAATCCAAAAGAAGTAAGGCAAA 

TCAGCTGGAGTTATTGAGACACAGCTTGGGTTTGTGTGTTTGTGTCTACAAACCTAGGTT 

TATAACTTCAAGTTCAGTGTAATAGCTGTTATAGAACAGCCACCACTTTGGAGTATATAT 

AGACAAGTTCAACACAGTCATGTGCACCCTTCAAAGTCAAGATGCTTTCTTTGGTATCTT 

GGTTTAAAGCTGATACAATCATTCACTGTACTCAATGCTAAGTTATTTAGATTGCAGAAC 

AAAATGCTACTTAGTGAAAT 

Sequence 10549 

CGGGCCCCCCCTCGAAAGTCTTCTAGAATTAATTAACGCGGGCTAGTGTGCAACAGTAGT 

ACATTTTTGTGAGTCATTTTTCTTCCAGCCATAGCAGCCCTCCTGTGTCTTTAAAGGCAC 

TACTTTTTGCCTTGCCTTGCATGCCCTGCATCCTCTCTGATAGATGCACAAACTGTGAAG 

TTATGAAAGTTGAGAAAGAAGCTTGGGGTTCCTCATTCTGTAACACTGGTCCCTCTCCAT 

TCTGTAGCTCCAGCTCTTATACCTTCCTACGTCTGATT 

Sequence 10550 

CCCCCCCTCGGAAGTCTTCTAGAATTAATTAACGCGGGTTTTTTGGGTGGATCACTTGAG 
GCCAGGAGTTTGAGAGCAGCCTGGGCAGCATGACTAAACCCCATCTCAAAAATACAAAAA 
T T AGCC AGTCT CT TAAT CC AGT CCCCC AAAT AAAT AAACACAT AAAAGAGGCATAAACT A 
C T AT AT T C AAT T G T C T G GAG AT AT G T AAGC C AAAAAC C T AAC AAC AAAAAAAT T G C T G C C 
AAGCTGGTAATATCCTTGGTAGAAGGAAATTAAAATCTGTTCAGGAGATTGTACAAGATT 
CCCACCCAAAAAACCCGCTTAAGTTCCCCTTTCAAAATCTGCAAACAAAGAAGGAAACTC 
TAATCAAATCGATCTACACAACACATGATGGGAAGAACTCAGGTAATAGAATTATCACAG 
ATTTTTTT TAAG TAT GT T T AAAT T AAGAGAAAAGAAAAAT CG GAT AT C T GT AAAAC TAAT 
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f 

GACC C AT AGAAAAGG AT T AAAAGAT T T TAT T AAAGGC T AAT AAGGACT AAAAAAAAA 
Sequence 10551 

CGGGCCCCCCCTCGAAAGTCTTCTAGAATTAATTAACGCGGGCTAATATAAAGTCTTAAT 

GTCATCCCTTTTATTTCATTCAACAAGTAATATTGGAAAACAAGTATTTAGTTTATTTGG 

GATCAAGGAAGACTAACAAAAGGGTTTCTTCCTCCTTAGAGAAGTAGGAAGGAGGAGAAC 

TAAACCAGCACTTATTTGGTATCTG 

Sequence 10552 

CGGGCCCTCCCTCGNAGGTACTTCTAGAATTAATTAACGCGGGATTCAAAGATCAGTTAC 

AAGCACCTAAGTGACATCTTTAATAGAGAAATTGATAATTATATAATCTGAACAGAACAC 

TTTTTGTTAGATTTAACTGTAGCCATAGCTCTCTTACAGTGGATAATTACTTTAAAACAT 

TTCTGGGAGAGACTTCTGTC 

Sequence 10553 

CGGGCCCCCCCCTCGGGGTACTTCTAGNATTAATTAACGCGGGCTACTGAAGGCTCCATC 

ACAAATTGGGTGGTTGATGCTGTTGGCTGGGACCTCAGCTAGGGCAGTTGCATATGAACA 

CCTACATGTGACCTTTTTATGTGGCTGCATAGGCCTCCTCAGCTTGGTGCCTGGGTTCTG 

AGGAGTCAGGCAGAGAAACTGTTATTGCTTGTTGTGATCTAGCATCAGAAATAACAGCAT 

CTCGGCTGGGCGTGGTGGCTCATACCTGTAATCCCAGCACTTTTAGAGGCTGAGGTGGGT 

GGATTGCTTGGGGCCAGGAGTTCAAGACCAGTCTTGGCAACTTGGTGAAACCCTGTCTCT 

ACAAAAAAAAAAAAAA 

Sequence 10554 

CGGGCCCCCCCTCGAAAGTCTTCTAGAATTAATTAACGCGGGCATCCTTACTAAATCTTA 
TGAAGTAATAGTCTGATGAAATATGAGTATTTAGACTTGCATTAGCTTTCAAAAAAGTCC 
CCAGTATTTGAAGAGGGTACTTCCTGTGGCTGGTTTGGCAATTGAGATTAGTAAATTAGG 
AAGATGCTACTGTCTTCATTGACCTTTTATAACATGTGTTTGACAAAGCCTTGAGTCTTC 
TATAATAACAACAATGGTAATAGCCATTCTTTATTTGTCACTTGCACACACTGCCAGGCC 
CTGTGCTTCACAGGTAGTATGTTAATCATATGTTTATTTTAAGGGGAAAACCTAATATGT 
ACCATGCTTCCTATCCCATAAGTGGTGCAAGATGAGAGTTGGAATCAGATCTGTCTGTCC 
CCTGAATCCTGTTTTCGATAATACTTCTTCAAAAGAAGAAAGATGAGAAAACAGCAATTA 
CGTGCTCCATTGATGGAAGATACCAGATCAAATCCTTTGGCAGATTAATCAACATGATCC 
CACATCCTTTTAGGTTGCAGTGTAAGACCCAACCTGTACTATTTCCAGTGTAGCAAGTAC 
TG 

Sequence 10555 

CCGGGCCCCCCCTCGGAAGTCTTCTAGAATTAATTAACGCGGGTCTCATATCCACAATTA 

GAAACAATTTTGGGATTACAGAACTGCAGGCCAAGAGGGGAATCACTTGTTGCTGCAGTC 

TGAATCCCCAAATGTTGATTCTGGCTGGTGCTGGGTCAGAGAGTTCACGTGGCAAGTCGC 

AGCCCGAGGCAGACACACTTTTACCAAGCAACACAGCACCTGGATGACGAGGGCTACTCT 

GTTTCCGCTGGGGCTGAGACCTGCTCAGTGCATTTCTACCTCATCAGCTGGGCTATAACT 

GTTTTTCT ACAAAAAAAAAAAAAA 

Sequence 10556 

CCCCCCTCGAGAGTCTTCTAGAATTAATTAACGCGGGTGCCAGCCATGGGCTTGTGCTAA 

CCTTTAGCTACCTCTTTTAACATAGAACAAACTGCCGCCCGATATGGAACAGCAGCTGAC 

ACAAATGCTAACTTCCCCTACCATCTGGGGCCTCGGCAGAGGTCTGCGTTGAAGAAACCA 

AAGTTAGGTTTGAAACCTCGAGACGGGTCTGTTCTGTGTTCACCAGAAGGCCACGGGTCC 

TGATGCCTGTTCTCCCTCCTTCTGTAAGTCCTGGGGTGGTCCTGGAAGATTTCATCTACC 

ACTTGGGTGGCCCATCTCACAGGCTGCCCCAGAGCTCTTTACCCCCTTTC 

Sequence 10557 

CGGGCCCCCCCTCGAAAGTCTTCTAGAATTAATTAACGCGGGAGGGAGTGATTCAAGTCA 

AAAAGTTTAGCAAGTATTCAGAATCCACAGGCCCCAGTGAAACCAGATGACAAACAGGTT 

AGTGAAGTCAGAACATAGATCAGAAGGCTCAACAGTAAGGGAAAAGGCAGGGCGTCAAGG 

GTTCATATAACCTACATGATTCAGAAATGCTGGTGGCAGGCAAGACCAGGCAGCAGGAAT 

CCTGAGCCCAAGTTGAGTCTAAACAGCAGAGTGATCAACATTTATGCAACTAACTCTGCA 

GTAGTCTATCCACAGCAAGAAAATTCTGAGTGGAAAAAAAAATATTAACTATATTCAGCC 

TCATCTCTGACGACTTTAAGCCATTTTAACTTCCTGATGCATAAATCATGAGTGAATCCA 

GCCCAGGT T CCCATAC AT C AAAATGCAT AT AAAT TTGT AC ATGATAATAAATGGAC AGG T 

GTGGAGTGGAGATAAATGTTACCATAAAAGGAGTACATTCTGGAGGGCTTTGAAATCTCA 

GAGAGATCTTTGAAGGTCTTCAACAGGAA 

Sequence 10558 
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CCGGGCCCCCCCTCGGAAGTCTTCTAGAATTAATTAACGCGGGACCTTGTTAGCTGGAGG 

TGGAAGGAATTATCTCTGGCATCACATTGGCATAACATGAGCCAAATCGGCATGGACACT 

GGCCTGTCATCTGCAGTGAGTGAAGTGACTAGAAATACTGCATATTCCTTGCCAGCCCTC 

AGACTGATGTTAATTACGTGTGGTTTGTTTTAATTATAAAATATTTTGGCCTGGTACAGT 

GGCTCACGCCTGTAATCCCAGCACTTTGGGAGGCGGAGGCAGGTGGATAATGTGAGGTCA 

GGAGTTTGAGAACAGCCTGGCCAACATGGCGGAACCCCGTCTCTACTAAAAATACAAAAT 

TATCTGGGTGTGGTGGTGGGTACCTGTAATCTCAGCTACTCAGGAGGCTGAGGCATGAGA 

ATCGCTTGAACCTGGGTGGCGGAGGTTGCGGTGAGTCAAGATCGCACCATTTTACCCTAG 

CCTGGGCGACAGAGTGAGACTCCATCTCAAAAAAATAAAATATTTTACTTTTAAAATGGG 

AGTTTGGAAATTCCAAGTTAATCCTTTTGTTTTAGAAAGCTTCGGAAGACTTGTTACCAA 

GGAGTCTC 

Sequence 10559 

CCCCCCTCGAGAGTCTTCTAGAATTAATTAACGCGGGATATACTTAAAAGCATAAAGGTT 

AACCATGCCAGTCTAATCAGCCACTCTTTCACACACACAGCTACATTATTCTACAGTAAC 

GTTATTAACCTACAGATAACTAAATATGACTTTCAAGTATAGTTTATCATAGTAACACTT 

TCTAATTTAAAATTTAAAAGTCAACACTTGGTCACGGTGGCTCACGCCTGTAATCCCAGC 

ACTTTGGAAGGCCAAGGTGGGTGGATCACCTGAGGTCAGAAGTTCCAGACCAGCCTGGCC 

AACATGGTGAAACCCCATCAACTAAAAATATAAAACTAGCCAGGTGTGGTGGCGCACACC 

TGTAATTCCAGCTACTTGGGAAGTTGAGGCAGGAGAACAGCCTGAACCTGNGAGGTGGAG 

GTTGTAGTGAGCTGAGATAGTGCCACCGCACTCCAGCCTGGGCAACAGAGTGAGACTCCA 

TCTCAAAAAAAAAAAAAA 

Sequence 10560 

CGGGCCCCCCCCTCGAAATACTTCTAGAATTAATTAACGCGGACTTCTCTCTGATCCTAT 

CTTATACATCCAAACATCAAACACTCTCTGAGCCAGGCATTTCTAGTTCTTTAGCCATAC 

TTATTTGAACAATGTAAATGGCTCAATAGGATTTTTGATTCAATTACTAACACATGTAAG 

AGCTTTTGAAGGACTGTCAGTAAATAATTTTAAACCAATTCAGATGACTGAGGAAGGTGG 

ATTAATGTCCCAAATTGTGTTTCTCTGATTTTTATTTATGGACAAGGAAGAAGTAAGCTT 

TAAAAAAGTCTAGGCTGGGTACAGTGGCTCACACCTGTAATCCTAGTACTTTGGGAAGCT 

GAGGTGGACGGATTGCTTGAGCCCAGGAGTTCAAGACCAGCCTGGGCAACATGGTGAAAC 

CCTGTCTCTACCAAAAGAAAAAACCCTCAAATATACAAAAATTAGCCCAAGACCAGCCTG 

CGCAACATGGTGAAACCCTGTCTCTACCAAAAAAAAACCCCTCAAAAATACAAAAATTAG 

CCAGGCATGGTGGCACACACCTGTAGTCCCAGCTACTCAACAGGCTGAGGTGGGAGGATT 

GCTTGAGCC 

Sequence 10561 

CGGGCCCCCCCTCGAAAGTCTTCTAGAATTAATTAACGCGGGGTGGTACTNTTCCTATAT 

AATTGTCCTTTTTATATTCTTATATTCCCGTTGATATATTGAAAGAGTTTCCTGAAGTTA 

TCTGTTCCTATATAATTGTCCTCTTTATAGTCTTATATTCCCGTTGATATATCGAAAGAG 

TTTCCTGAAGTTATCTATTGCTAATATTTAGCATTTACTTTTAGGAGCAAAATTCTCAGG 

AGAATTGAGAAATCTGTTGTCATTTATTTTGATTATGTCCAAGTAAAGGTCAGAGATATG 

AAATTAAATGTTTGTAACTGACANACTAGTCATCACAGTCTACTTCAAAGGGAATGTCTG 

TCACAGTTTCAGTAGTGCCANGGTACATAGAGATATGTTGTATGAAAACCATATGGT 

Sequence 10562 

CCGGGCCCCCCCTCGAAAGTCTTCTAGAATTAATTAACGCGGGGAGCCTGAATTTTAATT 

ATCCACTCCAAGGACCATGGACATATACGTTTTAGGAAACTCTATCCTCATGGCACAAAA 

GCCTTTGACCATGTTGACTTTGGCCTGCTTTTTGGTGTCTAAACACATACAGGCAGAGAT 

GGCAAGCATAAAAGCTAACTAAGCAAACATAATAAATGAAAAAAGATGAGCCAGGACATC 

GCTGTTTGGAGTAATTAACCATCTCAGAAAGCTCTTGCTCAATATTCACAGCCTTTGCCT 

TTGAAGCTGACTGTGGCAGCCTCCAGTTGAAAGGGGATGAGGAGCTGGCATTTTGAAACA 

GGTGCCGTGGGCTGGGAAGTCAGTAGGGGAAAATTGGAGTCATTGTCTTACTGTACCAAG 

CAGAGTTGTAGCCTGTGACTTTGAATTTGCACAGAT 

Sequence 10563 

CGGGCCCCCCCTCGGAAGTCTTCTAGAATTAATTAACGCGGGGGGAGTGACTTAATCTGA 
TTTCCATGTAACAGCAAAAGCAAAAATCACCCAGACTGCTGTGTGGACAAGCATCCTTGT 
GGATTCTAATGCAAGTCTGTGATCGGACTTTGAGAAATACTAATTTAGTCCTTAAGTCAG 
TATCCTGAGATAGCTGATTTCAAAAGAGCTCTCTCAGGGCTTCTGACCAAAAGTGACAGA 
TTGGCTACACCTGTACATCTCTTCTTATTTCCTAATCCCTGCCTAAATGGAAGAAAGAAA 
TCAGAGACTGGGAGAGGTTACAACAGGAGACAGAAGCTGCTATACCTCTTTCAAATAAGC 
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AGATGGACAGGTAGTGACTGACTTTGCAGAGGAATCACACAGTACCTGTAAGTGCACAAA 
AATACCTGTAAGAAATGCAGTACTGTGTTTGTCCGAAGCTCCCAAGAGTCTCAGCATTTG 
GAGGCACCAGATACTAAGGAAGATAGGGGTCAGAAATGGAGCTGAAAACAGGGGAGCTGG 
TCGGAAAATCTGTGTACACTGACAGGTGGACCCCTACGATTTTCTCCCTATGTGCCCTT 
Sequence 10564 

CGGGCCCCCCCTCGNGGGTACTTCTAGAATTAATTAACGCGGGGTGGCAAGAAGAGGGTG 

TGGTGAATCTGCGGGAATATCGTCCGTGGAAATGGTACTCTGAATATGGGCCCCATGGTT 

GGTGAAAGTACTACAACATTGTTCATTGACACGCACGTATCTTAAACACAGTCATCCACG 

TTTGCCTTCTATTGTAGCTGGTCAGGTAATCACTCTCTAATCTTCGTGTAGGGTGAAAGG 

AGTCCTTTACTGAAGTATCACTTTGCATTTGGGATAGAGTATTTGTTACTCTGCTGCTGC 

CTAATAGACTTTCTTCTCAGAAGCAGCTTGGAACTCAATGCGGCAAATTGAAATTTGAGA 

T C C T ACC T T AAC ACAT AAAAAAAAAAAAAA 

Sequence 10565 

CCGGGCCCCCCCTCGGAAGTCTTCTAGNATTAATTAAACGCGGGGTTATAAAAATTCCTA 

CACAATGTAATATAAGTCCTACCGCCTCAACCACCCTTCTTTCCTTGTCCAACATTTCTC 

AGCTCTTCTCATTTTGAGCAGTGTGTCTGCAGTTTAATGTGTGAGGGCTTATGTGTAACG 

TATGTTCAGGAAATAGAAGGATAAATGGCAGAGCTGAAAGTTTAGGTGGGATGGGGAGAA 

AAG AC AAAT AT AAC T AAAAT AC AAGC TATATTCCCCACTC T AC AAC AAC AAAT G C C T G AA 

GAGAGAAAAAGGTAAAGTCTCTTAGGGTGAAGGGACTAATTTTGGTGAGAAAATTTTCTC 

TTTGGGAATCTGACACCTTAGAAAGTAACACTGAGTTGAGCTGGGCATGGTGGCTCACGC 

CTGTAATCCCAGCACCTACGGAGGCTGAGGCGGATGGATCACGAGGTCAGGAGTTCAAGA 

CTATCCTGGCCAAGATGGTAAAACCTTGTCTCTACTAAAAATAGAAAAAAAAAAAAAAA 

Sequence 10566 

CCCCCCTCGGAANTACTTCTAGAATTAATTAACGCGGGCATGNGCTCAAANATACTGAAA 

GAAATATATGTACACATATTTTCTTAAGAATTTTTTTATTACGTTTCCTAAAATGTTTTA 

ACTTGATTCCTAAAATGGAAACAGGCCCTTAAATAATAATGACTAAACAGATTTAGAAGC 

ATAAAGGATGTCAGAACATCTCAGGTGTTTTAACTAAGAATTTGAGATATAAATACATAA 

AAAAAAAAAAAAA 

Sequence 10567 

CCGGGCCCCCCCTCGAAAGTCTTCTAGAATTAATTAACGCGGGATACACATAAGTATATA 

CACTTAAAAATATTGTTAAATCTCTATGACACAGTACTGTCTCAAATGAATTTCTAATAG 

GCTTAGAAAGTTGACATTCAAATTCTAAAGTTTATATGGAAATAATGACCTTGAATGGGC 

AAAAT C AT C T G AAG AAAG AAC AAT G T CAT C AG T G G AAT T AT AGG AT C T G AT T GC AAG AC T 

TACCCTAAGGCTATAATAATCAAGACAATGTGGTATTGACATAAGGCTAGAATAACAGAT 

TAGTGGAATGGATTACAGTCCAGAAATAGATCCACACATATGTGGTCAATTAGTTTTTAA 

C AAAG C C AC C AAG G C AAT T T G AT AC AGAAAGG AAAAT AT T T T C AAC CAT TGGTGCTG GAA 

CAATTGAATAAATGTAAAGAAAGAGAATGAACTTTGACCCTCTACGCCACAACAAACATT 

ACTTTGAGATGA 

Sequence 10568 

GGGTACCGGGCCCCCCCCTCGAAAGTCTTCTAGNAATTAATTAACGCGGGCCATTAACTT 

AATTCCCTGTGTAGTCATATTAGACTTTTTCATTTTCTGTAATTTGCTCAGCCTCTCTTT 

ATATTTTTAATCTCTTTTTCCTCTGTGTAACATTCTGTGTAATTCCTGACTTATACATAA 

TTTATGCACTTTTATTTCACCAATTCTTTCTTCAAATGTGTCAAATTGACTGAGCACAGT 

GGCTTACACCTGTAGTCCCAGCATTTTGGGAGGCTGAGGCAGGAAGATCACTCGAGCTCA 

TGGATTCAAAACCAGCCTGGGCAACATAATGAGACCTCATTTCTACAAAAAAAAAAAGTA 

TTACCCCAGAACGTGGCACATGCTTGTAGTCACAGCTGCTTAGGAGACTCAAGGTCTTCT 

AAGACACTCGAGGTACTTATGAGGTTGATGTTACAGTGAGCTATAATCACGCCGCTGTAC 

T CCAGC T T T GG T AAC AG AGCAAGAC CC AG T CC AAAAAAAAAAAAA 

Sequence 10569 

CGGGCCCCCCCTCGAAAGTCTTCTAGAATTAATTAACGCGGGCCACCCTCCTCACTCCCT 

AGGACTCTGACTCCCCTGCCAGGCTCCACTCCTGCTTCTCCTGTGGGGAAGCCACCTCCT 

GCCTGGGGTGTCAGGTTTTCTGTGTTGGACACTGCCCGCCATGGGTGCTTATCATTTTTT 

GAATGGCTTTTGCATTGAATTGATCAGGAATGGAAGAGAAAAGAAGAAAGGCAAAGGGGA 

AAG GG AAAAAAAT G G C AG AG G AAG AG C C C CAN AT G AT T T T 

Sequence 10570 

CGGGCCCCCCCCTCGGGGTACTTCTAGNATTAATTAACGCGGGATGGCCAGACTGTAGGC 
TACCTAGGTGGCTTTGTGGTCTCATGTGATCAAAGTCGGGGATAGATTAAGGAGACTAGA 
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TCTTTCTTTAGTAGATGGAATATAGCAATTCCAATTACTGACATCCTAAAAGCTTCTCTG 

GAGATGCAGAGCAAATTCTCTATACATTTAATGTTTTCTACATTAAAGGATATTTTGCTT 

CCACAACTGAAGTGAATTATGGAAACAAAACCTCCTTTAAGATAAGCCTGAAATTATCAT 

T GT AT T T GAC AAT GGG AGGAAAAAAGCT GAGACGT T T T CAGAAT C T AC CAGCAATG C AT C 

CCCCAGAGAATACACAATTTGCATGAATCCCCCTGAGCTAGGGAAGCTGAGGATATCTGA 

AAGAGAGGGGGAAAAT GTATTT TAAAAG 

Sequence 10571 

CCCCCCTCGAGAGTCTTCTAGAATTAATTAACGCGGGGTTTCACCATGTTGGCCAGGGTG 

GTCTCGAATGCCAGACCTCAAATGATCCGCTCGCCTCGGCCTCCTGAAGTGCTGGGATTA 

TAGGCGTGAGCCCCTGCACCCAGCCTTTCTGAGAATTTTCACAGGACATATGTCCAGCAG 

GCCTCGGCATTACCTTCTACTCCAGAAAATTCAGCTCAGAAGCCAATGCTCCAGGAGAGG 

GTTTCCCAGAGCACACCAAGCAAGATTTAAGTGCCCTCTCTCTCTGAGCCAGCACAGGGT 

CCATCTCTCTGGGGGGTTGGTCCCCACCAGACTGCAAGTACTGGGAGGGGATGGTTATCC 

CCTTGGCTCTGCAGCCAGCGGCTGCTGCAGAACACGTGTTGGACTAAATAAAGCTAGACT 

TAAATTCTGCCTTCACGTCGCAAGTTTACATCTGACACCAACAACGTAAGACCACCAGGG 

CCAGCACGCATTCTCAACATACTTTCCAAAGCTGGAAAAAAGCACAGCCAAGTCACTCAG 

AAAAGCCTCTTTTGATTTGGCTTCTGGATAAAAAGAGTCTCCCT 

Sequence 10572 

CCGGGCCCCCCCTCGGAAGTCTTCTAGAATTAATTAACGCGGGGGACTGGGCTTAGGTAT 

TCTTTAGCTCAGGTAGGGTAGAGGACCCAGATAAATAAGGGAGTTTTCCTATAAGGAAAA 

GATTAAAACTATTTCAGTCCATGGGAGCTTGGTCAAATTGACAAAAAAATATGCTTAGTT 

TTTTTTTTCTGGAGCCAAATTCACTTCCTAGAAGTAAATCCGGGCCCTTTGAGAGCTGAA 

TTGCTTTCAGCAACATTAATATAATACATTAATTTGCTATTCCTAGGTGATATCATGAAG 

GAGTTTTAAATTGAGGTAGTTTTCCTGCAGAGCTGCTAGAATATTTTAAT TATTTCCTTA 

TGGTATATATTTCGCTTACTTCCAAGTGGGATTGAGGCAGTATACATCTAAAAAGATTAT 

CAAAAAAAAAAAAAAA 

Sequence 10573 

CCCCCCTCGGGGGTACTTCTAGAATTAATTAACGCGGGGAGATTGAAAATGACAGGTCAG 
AGCAATGACATAACTATTTTTCTCACAGGATAATGTACATATGAAACACTATAGAATATA 
ACAC T T AAAGAAG C AC TAGCAAAAT GAAGG ACAT CC AG AG AAGT GAG T AAAT TGAT AAAG 
AAC AG AG AAC T C T G AAC AC AT G AAAAAC C AG AG AAAC C AC AGT T AG AAG AG AAC AC T G C T 
GGGATTAGAGCTGTATTCACACATGTGAAAGGAAGTAAATTTTTGGGTAATCAAGAAATA 
TAAACTTTGTGGTCATTAGAATTTTCCTTAAGTAGAATGGGCTACACTATAATGAAGTAA 
ACTAGTAAAGGGAAAGGTCAAAGCTGAGATCGGTGAGGCAAGAATTGGGTAAATAATTCA 
ACTAGATGCCTTTAAAGTCTGTTCCAATCAGAGATCTTAAATTCTCTTACGTAATTAGAA 
ACTTGGCCAGGCCCTATGGCTCACACCTGTGAACTCAGCACTTTGGGAGGTAGAGGCAGG 
TA 

Sequence 10574 

CGGGCCCCCCCTTCGGGGTACTTCTAGAATTAATTAACCGGGGATTATTCTATACACCTC 

ACAGGACTGTGATGTGAACTTAAAAAATAAGGGACTGGAAAAAGGATGTAAGTAAAGCCT 

TTAGCATAAAGGCTTTAGGCAGTTTTAGTGAAGCTGGAACAAAGTTAAATGGTCAACTAA 

CGGAGCTGCTTT TAG AAG T AC GGT G CAT AAG G AAAT G AAC T G AGAAC AT T T C C AG T T T G G 

AAAATAAAACAAATCCACCACCTCAGTAATTCTTTTCATTGCTATGCCCACTTATAAGGT 

GACATAAAATAGCTAAAAAATGTTGAGAAAAAAATTAAATCACCTATAATCTGATAACTC 

AATCAGCTTTCATTGTTGAGTTTTCTTCTCCTTGTCTTTAGTCACAGGCATATGTCACCA 

CAGGGTACACACAGCACTTTTCAT TACATCATTTCATAGTACTCATTATTATATTCAAAG 

ACTGTAAAATACTTCCTCTTACTCAAATAATGATAAAAGCTAGATGTTNTATGCCCACTC 

TCCACACCACATAACANAGCTCTC 

Sequence 10575 

CCCCCCTCGAAAGTCTTCTAGNATTAATTAACNGCGGGTCTCCATACTAGAAAACTCATA 
AGT G AAG C T T T G C AC AT G C AG T G C AAT G T AAAAAAT T AC C AG GAT T T CGG AAGC AC AAAA 
CAGTTGCTAGGGCCGGGCATGGTGGCTCACGCCTGTAATCCCAGCACTTTGGGAGGCCAA 
GGTGGGCAGATCACAAGGTCAGGAGATCAAGACCATCCTGGCTAACACGGTGAAACCCCG 
TCTCTACTAAAAAATACAAAAAAATTAGCCGGGCATAGTGGCGGACGCCTGTAATCCCAG 
CTACTGAGGAGGCTGAGACAGGAGAATGGCGTGAACCCGTGAGGCAGAGCTTGCAGTGAG 
CCGAAATTGCACCACTGCACTCCAGCCTGGGCGACAGAGCAAGACTCCGTCTCAAAAAAA 
AAAAAA 
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Sequence 10576 

CCCCCCTCGAGGGTACTTCTAGAATTAATTAACGCGGGTTCTAATTCTTCCCTTCAATGT 

AATAATTCCTACTGAGTAATATAAAGTTTACTACTCCAGCCACACAATCAAATAATTGAA 

GTTCATTAATCTGCCTGCTCAATCTTAAATAAATGTATGTGTTTATACATTTATCAACTC 

ATATATACATTCATTCCTGAAATATATACTGGATGTATGCTATATGACAGGTCTTGTGCA 

CAAGCAAATTTTAAAACTTAGATTTTTTTTCCTGCTGTGTTGTTGGGAGACTAGCTATGA 

ATATTTAAAGATATTGTTCACATTATATCATCTTTTAAATAGTGGCTGTTAGAATAGCCT 

TCTTGGTTGTGCTGTGCATAACCAACAGGAGCAGTTTTTTATCTATCTATAATGTGTACA 

ATCATACCAGCAGCTTTGCTGGTAAATGATTTTGGTTTCTCTAATATTAATTTCACACCA 

TTTTTCTATAATTCTATAACTTCTTCATCTAGCCTTCATTATAAATTTACTCACAGTATA 

AAAGTTATGTGTTTGGCTGG 

Sequence 10577 

CCCCCCTTCGAAATACTTCTAGAATTAATTAACGCGGGGGACTTTAGAGAAAATGCTGGA 

AAGCAGGCTAACCACACAGGTTGATATGCCCGAGGCAGCTACAGCTGGATGATGGTTTCA 

GTAAATAGAAATGCCTTCATTCTGGATGCCACATGCTGCAAACAGACCCAAATACATCCA 

AACACACAGGTTTTGTGTTTAAGGGAACTGTTGTTCCTGTTCTCCTCTTGCATTAAAAAA 

AAAAAAAAAAGGCAGCCACGCGTGGTGGCTCATGCCTGTAATCCCAGCACTTTGGGAGGC 

TGTGGCGGGTGGATCACTTGAGGTCAGAAGTTCAGGACCAGCCTGGTCAACATGGTGAAA 

CCCCGTCTCTACTAAAAATATAAAAATTAGTCGGGCGTGGTGGCGGGCACCTGTAATCCC 

AGCTACTCAGAATGCTGAGGCAGGAGAATCACTTGAACCCAGGAGGCAGAGGCTGCAGTG 

AGCTGAGATCGCGCCACTGCA 

Sequence 10578 

CGGGCCCCCCCTCGNGGAGTCTTCTAGAATTAATTAACGCGGGTGTGAGGAGAGCTTGGC 
ATGATTCCACAGAGGAGGAAGAAAAAAGGAAACAAACAAACAAACAAACAGATGAAAGGG 
AATTTGTTGAATTTACAATGAATTAGAGTCTTTCCATTGTACTAATTTAAAAGTTAATAT 
ATCAGCTTCAAATTTTTCATAAATTGTGGTAATTTCCAAGAAGGTCATCTACATGTTTCT 
TGGTTTGCT T TGAG AAAGCAC TC AAT AT AAAGAAT C CAT TC CAT TACTTTTTATGTATTA 
AAATCTCTCTTAAGCATCTGACTATTTCATAATTTATAAGCTAGTGTAGACTTTTGAGGC 
AAGCATTTTCT T TG AAAAG AT AC AGACAT TAT C TC AG AT T T GGC AAAG AAAAAAAAAAAA 
A 

Sequence 10579 

CCCCCCTCGAAATACTTCTAGAATTAATTAACGCGGGGCTGCCTATTTGGTGAGATCTAA 

CACTTTCTTCAACTCTGGACTGCCCTTCACGATGCCAGAGGAAAATGAAAGAAAATACAG 

TAATTTTGAGGCAGAACAGAAAGGTATATAAAGAAATTGCAAAAATCCTAAAAGGAGAAA 

CATGC CAT AAAAGGAAT GAGG AAAAAAGAT AAAC AGGG TAT CAG T T AGGGAGTCC ACAT T 

TGAGAAGAAAAGCTCATCTCTCTTCCTGCCCTAAGTCTAAATTTTCAGTTAAACACAGAG 

GAAACACCCTGTTTAAAATACTCTGTCTACAT TATTTTGTAAATTTTACTCTCTATTGTA 

TTATCTGAATAACTGTCCATCTTCGGTAATATGGCAGCTTGTACAGGCACCTAGTAAATA 

CCT AAAATAT GAT AT C T AT TATCAGTGT AAAT ACT GAAAGT ACACTGAT AAGAAAACAAA 

AACATACAAAAATGAAAATACATTGAATTATCTGGCCTGGACAATTAAGGTGATTAAATA 

TAAAACTGTTTGGTTGAGATATCTGTTTATTAAAAAGTTATTCCTGGACTCCTAAGATGT 

AAGACATCATTAAAAGGCCTT 

Sequence 10580 

CCGGGCCCCCCCTCGGAAGTCTTCTAGNATTAATTAACAGGGGCCACTGGGTGTAGGATT 

GGGGAGGGAACACAGGGAGTCCTAGCAGCTGTGGATTTTCAGTGGTCACAGAGGATGAGT 

AGAAGCTGAGAAGCTGGTGGTCTTGAAAACCCTTGGATTATACCTATGTTGTCGATTTAG 

GAATATAGGTAGAGGGGCAGGAAATAGAAGAGATAACTTTACCAGATACTCCTGATGAGC 

TGAATGTCTTGCTTTGTCCTCTGACTTATGAAGCAATGAAAGGTCCATGTGGACCTGCCA 

AAGCCTTCATTGGCTGGGAAGTAATTTCCTTTGGTTCAAGTTCTGTGTCTACCAAAGACC 

CTGCTAAAAATTCAAATATATTACTCAAGACGGGTAAATCATTCAGCTGTATCACAATCA 

TGGTTAATAGGTTAACAAGTTATTTACCTAGCATGTACCTTAGGGAAAAGGACTATAGCT 

TTCCTCCCTCCATCATTAGGAAAATTACCAAAATTCCCCCCAAATACCAAATGAATNTAT 

GT T T AT T C CAN AAAAAAAAAAAA 

Sequence 10581 

CGGGCCCCCCCTCGAAAGTCTTCTAGAATTAATTAACGCGGGCTGCAAGATCATTTGTTA 
ATTCTTACTTATTACTGATATAGAAGTAAAAGATTGGGCAAATTAAGTGTCCACACATCC 
CTTCTTGCCAGTGTGGACAGTGTTGGTCACCTTATACTCACTTAACAAATATTTAATTGG 
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TTATTAGTGTTGCTTCTCTTTTTACATTTTTTTTTACCACTGGTACCAAGAATAATTTGT 

ACCCATTTTCTTGACCATATGTCTAACTTTTATAAATAACACAGTGAAATTGAAAGTGAT 

CTGATAAGAACTGTACACTTGACAATATGACAAAACACATTGTTAGGAACTGTAGTAATT 

TTAGCCTTGGTTTGTGGGTTTTGCATTTTTGCTTGCTGGAGTGTGTAGATCTTGTGAGAT 

AGATTCTTCACATCATTCAGAATAATAATGATTGCTAGCATTTTGATGTCTGTGTTTCAT 

TAATAAAAAGTAGATCCTTGACTGGGCTCAGTGGCTTCACACTTGTAATCCCAACACTTT 

GGCAGGCCAAGGCAGGTGGATTGCTTGTGCCCA 

Sequence 10582 

CCCCCCCTGGAGTCTTTGATTAATAAAGGTTAATTTGAATATGATGTTCTTAAGGGACCT 

ACTACCAGCAGACTGTTCTGAGGTCATGTCTATGTACATGCCAACATTCTAGGGCAGTGG 

TTCAATGTCTTCCAGATAGTGAATCTGTGCAGACTGGTTTTAAGTCAGCCTTGACTTCTT 

GTACATTGCCTTGGCAAGGGTTGATGATGTTGCAAAGGTGTTAGTCTGATTTCCCAAGGG 

AGCAGGTCTCAGCTGCACAGCACAAATGATTTGTTTAATGCCTAGCATAGTGGCACTGGT 

CTCAAAAAAAAAAAAAAA 

Sequence 10583 

TACCGGGCCCCCCCCTCGGAAATACTTCTAGNATTAATTAACGCGGGTGGCCTATACACC 

AACTACCAAAATGAACAATTGAATTTGAAATAAAAACATATTACCCTTTACATTAGCACC 

CCCTGAAAATGAAATAAATAGGTATAAATCTAGCAAAATATGTACACGGGCTGGGTGTGG 

TGTCTCACATCTGTAATCCCCGCACTTTGGCAGGCTGAAGCAGGTGCATCACTTGAGGTC 

AGGAGTTTGAGACCAACCTGACCAACATGGTGAAACCCCCTCTCTACTAAAAATACAAAA 

ATTAGCCATGTGTGGTGGTGTGTGCCTGTAGCCCCAGCTACTCAGGAGGCTGAGGCAGAA 

GAATTGCCTAAACCCGGGAGGTAGAGGTTGCAGTGAGTCGAGATAGTACTACTGCACACC 

AGCCTGGGCGACAGAGCAAGACTCCATCTCAAAAAAAAAAAAAAA 

Sequence 10584 

CCGGGCCCCCCCTCGGAAGTCTTCTAGAATTAATTAACGCGGGACATTCAGTTGAATTTT 

ATTTATTCCACTATTTATCCATCCTCCCATCCATCCATTCCACAATAAAGTAACAAAAAC 

T AC T AT GC AT C T G T C AAC T T AT GAAAAAG T AT G AAC AAAAG T C AG AAC T GAT TCATTTTC 

TGAAGTCTCAAAACGAGAGGTTAATGTAATCAAAACAAATTCATTATGGGTGAAATTCCA 

GGAGAATAAATTTTTCTAAACTTTATCTCCAGAAGGACCTTTCACAGTTGGCAGTACGTA 

ATCAAGATAAGGACAAAGATGTTATATAAGAGAGTTCTTCAGAGAAACCAATAGGATTTC 

TGCCTATCAGTCTGTTTATATATTTATCTATCTCTATACATAT TATCTATATATAAAGCA 

ATATATAGGTATATTAAAGGGGATTTATTTGGGGAACTAGCTCACATGACTTAAAAAAAA 

AGAAAGATAAATATTTTCTAGAAAATAGACTGAGGGTGGGTGTGATGGTTCACGCTTTTA 

ATCCCAGC 

Sequence 10585 

CCCCCCTCGAGAGTCTTCTAGAAT TAATTAACGCGGGATTGATGAGGAAGCCAGACTGAG 

CTGAGCATGGGAGGGAGAAGGGTCGGGTTGCCCAACCTGAATTTCGGAACCCAGAAGCGG 

TAAAACAGCGCTCTAACATGCCTCTTCATTCCCCACCAGAACCTGGGTTTCCTACAGATT 

TCCCCACTTTAGGGTTGGAGTGAGGCAAGTGGGAAATTGTAGTTACATAACTGAGCCCTC 

TGCTCAGTGGTTAAGTCTGTGGAGGCAGGCAGGCCTGGGTTCAAATCCCATCCACCACTA 

TTAGTAGAAGTAAATAAGTAACTTGACCTGTCTGTACTGGCAATGCATGTTTATTTCTGA 

G C AC AC T GT C TAG AAC AT AC GAAG GACTCAGTATATCAGCTCTT TAT TAT C AAT AAT AG G 

CAGGATTCTATTTTAGAGAAGAGTAATCAGGGTCAGAGGGGGGAGTCTGATGCTCTACAC 

TATGCCTGCTACACAGAGAGCTAAGTGGGGAAAGATTATTAGAAAAATCTCAACCAGACC 

AGGCTCAGTGGCTACACCTATAATCCCAGCACTTTGGGAGGCCGAGGTGG 

Sequence 10586 

CGGGCCCCCCCTCGAAAGTCTTCTAGAATTAATTAACGCGGGCACTAGACATTAGATGAC 

ATTATACAATTGTTGATAAATTCTCTTAGGTGCAATCAAAGTGTTGTGAGAGTTCTGAAA 

ATTTAAATGCATAGAAAGAATAGCTAAATTAGGCCGGGTGCAGTGGCTCAAGCCTGTAAT 

CCCAGCACTTTGGGAGGCCAAGGCGGGTGGATCACGAGGTCAGGAGATTGAAACCATCCT 

GGCTAACATGGTGAAACCCTGTCTCTACTAAAAATACAAAAAAAATTAGCCCAGCATGGT 

GGCGGGCGCCTGTAGTCCCAGCTACTCGGG 

Sequence 10587 

CCGGGCCCCCCCTCGAAAGTCTTCTAGAATTAATTAACGCGGGGGGCTCAATAAAAAACA 
CCAGCCACTTTTGTAATAATGGCATCACAGTGTCATCATGTATGCAAGCAATAAAACTCT 
TTAGGGTATGGTTTTATACTGAAAATTTAATATGAAGGCCCCTTCCCACAAGAATATAGA 
TAATTATTAACTTTCTAGATGTGATACGGTAATTCGAATTGCAGAGTATAAGGAAGGGAA 
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ATGGGAAGGGGCATCATTCCTTGGATTTTAAATAACTATCAAGAACATTTTTACTTTAAC 

AAAGAAAAT G G AT AG AAAAAG C AC AT TTTGTTTTCCCT G AAG T T T AAT T T G AC AT C AGG T 

TTGTGTACTTATCTTCACTAGGTGACTTAACTTACCCCAATTTTTTTAAAAATTATTAAA 

CTTTTTACAGAAACTAACCTTTTAAATGTACCCTTTCCCCATATATATATACGCACACGT 

TTGGATTTTTTTTTTTTAAGAACACTTGTTCTAGTTATAAATATATAAAGAAAACGATAA 

AGTTTGTGGTACTGCAGGGTTGTTAAAGATTCTTTGATGCC 

Sequence 10588 

CCCCCCTCGAAAGTCTTCTAGAATTAATTAACGCGGGTATTGTAAAGGCTTATGAATATA 

TTAGTTCCTTTCTCAACTTCCTCAATTCATTCCACCACTACAAGTCAATCTAGAGATTAA 

AATAGGCAAAACTGTGATCTACGTTAGGATGGGGTTGTTTGAGTGGTGGTTTATTTCTGA 

CTGCTTCATTTTATACTTGTATTTAAATATACAGTTTTTGT 

Sequence 10589 

GGGCCCCCCCTCGAAAGTCTTCTAGAATTAATTAACGCGGGGATAATAAAAAGAAATGCC 

TCCCGCAAATTTAGCCAAAAATCTGAACTGTCTCAGTTTAAGCTTCAAGTAAAGTTACTG 

GGTGATGTTTCTAAACCACAGCCTGAGTGACAAGTTCTGCTGTTCTTCTTTTCCACCTCT 

G AG T T G AAC AC A T AC T C T T T T C AGAAGAC AT T G GG G C C C AC AT AG AT G AAG AG AA T T G T T 

T G GAAT C T C AG AAC C AC C T AT T T G AAGAACAAGG AGG T T T AG AAAC ACC C C AC T T AG T C A 

GTAAGGCTAATGGATTGAGGGCAGGGACT 

Sequence 10590 

CCCCCCTCGAGAGTCTTCTAGAATTAATTAACGCGGGGACAAAGCAATTCCTGTAGCGTG 
ATGAGTGTTCCTTAATAGCACAGCAAGGCCCATCCATCAATTTAGCAAACATTTATTGAT 
GGTCATGTATGGTAGAACACAGTGCTAGGTATCGTGGGGTGAATACAAAATAGCTGGAAG 
ATAACTTCACAGACAGACCTGATTAAAACACAAATAGATAAGCAGTTTAGCTCATTTGCG 
TCCAAAATGGTCTTCACCTATCTTAAAGACTGTAGATTGTTATAATGAAAACAGCTCGGG 
CCTTGAAGTAAAGCAGGCAAAGCTTTACTTCCTCCCTTTAGCAGTTAAGAGCTGCGTTTC 
CATGAGCAGCTCACTCATCTTCTCAGAGCAGCATTCCTCATCTGCAAAATGAGCTTTATA 
TAATAGATACCTCACGACGCCTGATAAAGTTTTTGGCATTAAGTCCTCCATTGTTATTTT 
CATTTATCTTTCCTCATTTTTCTCTATTGAGAACATGTCCTTATCAATAGAGTTGTTATA 
AACATTAAATGAGAAAACTTATCTAAATGCCCATGAATAACAGGTCAGAAAAAAAAAAAA 
A 

Sequence 10591 

TACCGGGCCCCCCCCTCGNGAATACTTCTAGNATTAATTAACGCGGGTGTTTTTTTTATT 

TTATGATACTCACANACTCATTTTTTGCTTTATTTTCTCCCAATATTCATTTGAAGTTCA 

GCTGCATGAGTGTTGTCTGAAATGAAATGTCAGAGGCTACACTTGGATGCTATTAAATGT 

TTGTGTTGTTTCACAATTCATATTCAAAACTTAGAAGATATTCCTGTAGAGTTGCATAAA 

AATTGACACATTTGCAGACCATATTTTGACAAAGCCGTACCTTATGTACTCCATGATTGC 

CAGAATTGCAGTTAAACTTGGTTTGGTTTATATATTGAAAAAAATTTTAAAAATCATAGT 

TCCTTATTATAGAATCATATAGATCTGTTTGATTTTCCTTATTTTCTTCTGCTTTAATCT 

TTCTCTATTTTACAAATAACTTCAAATATTTTTCAAATTGTTTAGAATTCTCTGAAGTGA 

ATAAAAGGTGTATTGTGCAAATTATGTGTTCTTAAAAGATGTTTAGATATTTCTTAAGAG 

ATTAACACTAATTTCTACTTATATATTTAAATAAATNNTATTCAAAAAAAAAAAAAAGCG 

GCCGCCA 

Sequence 10592 

CCCCCCTCGGAAGTCTTCTAGAATTAATTAACGCGGGCAGTTGAGATTTGTCTGCAGGCT 

CATAGGTCATTCCCCCTAGCAAGCTAAAAAAATCACTTTCAAAGTGGTTCATAACCTGTA 

GAAACGAAAGCCCACAGCGTAACATCTCAGGTAAAAAATCCAGTGTCACTCAGATCACGC 

TTACGGGCTGAAGTCTGGTGATTATGAAGTGAACTCTGTTGTTGCAAACCTGTGTGAGCA 

TCAAAGCCTGTCATCACTTTTATTGGCAGGTGCCATGGGCTCAGACAGCAAGAGGGCAGG 

ATGGGAAAGTGCCACTGAGCTAGTCAAACAGAGAAACAATGGAGAGGAAGAGAGCAAGCA 

CCAGCATTGAGCATTTTGATTTTTCTAAAAATGGACCTATTTGTATAGCGGGAACTAATT 

AAAACTTACGGCCATGTGGTTTGTGTTAAATGTTAAGTGTTTCAAAATGGTTAAATGTGT 

TCTGTGCACTTGATGGAAATGGGATTCTCTACCAACTAATTGAGGGAAGGGGGAAAACAT 

GGAAGG GAT T AG T T T T C TAG AAG GAAAAT G AAAATG AAAAAAT AT G AT GCC 

Sequence 10593 

ACTTCTAGAATTAAT TAACGCGGGTCAGTGGGATTACAAAAATATAAATTAGTTTTTATG 
ATAGAAATCTGACAAGTCATTTCTGTTTCTCCAAAGACATACACATGTGGTGTTAATTTT 
G AC C T G AT T C AT AGGT CC T C T GAT AC CC T AAC AC AC AAAAAGC AT AT GC AAAAAAGC T AG 
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ACT TAT T G AC AT T AAC T T T C T T C C AG C T C T T GCC AACAAAG AAAT AC T AT T G T AC AAAAT 
CTGAATCTGGTTTCAAAACAAAAGGCAGAATTTTAAAACACTGGAATTACTGGAACATAA 
ATAGGTCATTTAATGAAGCTATTTCCCTTTCACTCCCTTGGTACTTC 
Sequence 10594 

CGGGCCCCCCCCTCGAAAGTCTTCTAGAATTAATTAACGCGGGTTCCCAAAGAATGACTA 

TGAGTTGCACAGGGCAAGAAGGGAGGAAGGAGTTCCCAATCCACCAAGGAGGCCAATGGG 

CTACTTTGTGTTGCTCCTGAAACGCATATACCAAGGGCCAGATAACGGTACCAGCTCAGG 

GAAGTGTGGCAAGGAGCTCCACAGAGCCCAGGTGATCTATGGCTGCTGAGTGGAGGAGGA 

GTCTGAAGTGGCACCACACCAGCACTG 

Sequence 10595 

CGGGCCCCCCCTCGGAAGTCTTCTAGAATTAATTAACGCGGGGTTCCAAAAGATGCTTTT 

TGACCTTTAGGTAAGGAAGACTATAGAAGGAAATGAATTATCTTGTTACCTATACCCTTA 

GCCAGGAGTGGTGTCTCATGCCTGTAATCCCAGCATTTCAGGAGGTTGAGGCAGGAGGAT 

CACTTGAGGCCAAGAGTTCAAGACCATCCTGGACAACATAGCAAGACATTGTCTCTACCT 

GTTCCCCCAACCCCAAATTAGCTGGGTGTAGTGGTACATGCCTGCGGTCCTACCTACTCA 

GGAGACTGTGGCAGGAGTCCAGGAGTTCTAGGCTGTAGTGAGCCATGATTGTACCACTAT 

ACCCCTGTCTGGGTGACAGAGTGAGACCCTGTTTCTATTGAAAAAAAAAAAAA 

Sequence 10596 

GGGCCCCCCCTCGGAAGTCTTCTAGAATTAATTAACGCGGGGGTGGGTTCTATTTTGGCC 

TCTAGCTCCCACATCACTAAGGAACTTGCTGTAACCCTTAACCCAGGTGGCTAAAGGCAC 

AGTGTGGATCCCAGCTGCTCTGCTGTCCCTTGAACTGTTTTTTCTCCAGGGCATCTTCTT 

GTGTTTCAAGTTTCAATCATGTTGTGAATTTTAAAAAATTGCCAGGCTAGGCATGGTGGC 

TCAAGCCTGTAATCCCACCACTGTGGGTGGCTGAAGTGGAAGAATCACTTCAGCCCACGA 

GTTCAAGACCAGCCTGGGCAACGTAGTGAGACCCCATCTCAAAAAAAAAAAA 

Sequence 10597 

GGGCCCCCCCTCGGGGTACTTCTAGNATTAATTAACGCGGGTCTCCTTCCTTCCTCCTGT 

TTCCTGCCAGCCAGCATGCCTGTTGGCTGAACACAGAAGCAAGAAGACAGGGGATCTGGC 

GATGTGATCCCTACAAGCCAGGCCCCAGGGCACAGAGTTAAGGCAGAAAGTATGGACAGT 

GGATCTGGAGGGCCAAGGAAAGTTCTCCAGCAGAAAGGAAGAGCCTCCACTCAAAAATTT 

CTTGGCTGCTCTTGCACATATACTTCACCAGTGACCACAGTCTTATAGTATCAGTTTATT 

ATAAAACCATCCTGAGGCCAGATGCGATGGAGCACGCCTGTAATCTCAGCACTTTGGGAG 

GCCAAGGTGGGCAGATCACCTGAGGTCAGGAGTTCGAGACCAGCCTGGCCAACATGGTGA 

AACCCCGTCTCTACTAAAAATACAAATATCAGCTGGGCGTGGTGGCACGCTCCTATAGTC 

GCAGTCACTCAGGAGGTTGAGGCATGAGAATCGCTTGACCCGGGAGGCANAGTTGCAGTG 

AG C T GAG ATG GC AC C AC T G C AC TCCAGCCTG 

Sequence 10598 

CCCCCCCTCGGGGTACTTCTAGNATTAATTAACGCGGGAGTCTTGTTAAGTGGTATTTTA 

TAATCACCATTGTAATCTTTGTGCTGCAAGAGAGAATATTTGGTGGACTGGAGATCATAG 

AACTTGCATGTTACCGACTTTTACACAAACAGCCACATTTAAATTCAAAGAAAAATGAGT 

AAGATTATAAGGTTTGCCATGTGAAAACCTAGAGCATATTTTGGAAATGTTCTAAACCTT 

TCTAAGCTCAGATGCATTTTTGCATGACTATGTCGAATATTTCTTACTGCCATCATTATT 

T G T T AAAGAT AT T T T G C AC T T AAT T T T GT G GG AAAAAAAAAAAAAA 

Sequence 10599 

ATTAATTAACGCGGGCAAGGAGCAAACTGACTTGTGGATGGTGGGGGAGGGCACCCTGCT 

GACCCATTGCTCCCCTCCCATCTTTCTTTGGCTCTGATCACCCTCCCCCATTTCCTTTTC 

TTTGGCCTGGCTCCTTGCTCTCCCTGAGGCCCCCTTTAAAGCAGTGGGAGGGAAATCAGG 

CTCTAAATAAATCCAAGGGCTAATTTCCCTCCTTTCCTTCCCCCGGGCCAGGAAAAAAAG 

GAGCTGCACCCTGCCCACACACTCACTAGGCAGGGGGGGCCCCACCAGGGCACTGTGCCA 

ACTCCTGGCAGCTCCAAAGAACTGAAACTCTGGCTATTTTGGCGTACCAGGGTACAGGAA 

AGGTAAAACCCTA 

Sequence 10600 

GGCCCCCCCTCGGNAGTCTTCTAGAAT TAATTAAAAAAAATAGTTAAAAAGAGAGGTGGC 
TCAGATGGGAAGACCTTTTAAACC ATT CTTTCACATATCCAACTGTCCACCAGAGAGC AC 
T T T GC AC AGC T T T C T T T TTCTAC T TAG T T AAGG AC AC T C T AAAG AAAT T TAGAT TTCGCT 
GTTCAGAATATCAAAAGTGTTTTTTGGCACTTATAATACACCCAAGTTGGACTTAACTTT 
AGGCATGACCTGGTCCAACCCTCTTTGTTTTGCACACAGGAGAATCTAAGAGAGGTTTGG 
AAACTTTCTCAAGATCCTTGACAACTGAGGGCAGAGCTGTCTTTTTTGGACGCCCTTCCT 
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r 

GAGCCTTGCTGCTCATCCAGGGCCTCGCACCTGTAATCCTAATGTTTTGGGAGGCTGAGG 

TAGGAGGATAGCTTGAGGCCAGGAGTTCAGCTTGAGGCCAGGTGTTCAAGACCAGCCTGG 

GCAACATAACAAGACCCTCATCTCGCCAAAAAAAAATTTTTTTTTAAATTAGCCAGGTGT 

GGTGACACATGCCAGTGGTCCTAGCTGCTTGGGAGGCTGA 

Sequence 10601 

CGGGCCCCCCCTCGGAAGTCTTCTAGAATTAATTAACGCGGGTAATGACCTTTGCTGGAA 
ATCAAAATAATATGGTCCGTTTATTGCTTTACATTATATTTTTAAAGATACATACAGCAA 
ACCGAGGGCAATAAATAGAAGAATAACTGTCTTCCTCCCCTTGACCCCCGTCCTGATTTT 
TCTCTTAGTGATACTCTACAGGCCTTGTCTCAAACTTTGGCTTTTCTTCATTTCTCTCTG 
TTCCTGCCTAGAATGCTTTGTCTGGCCCTAGCATTCCCTATTGGTCATGGAACTTTGCTA 
TGTGATAGTTAAAAATACTTAGAGGAAATTAAACCCTATGTGATAATGAGTATTTGGCTT 
TGTTAAATCTCTTAACCTACCTTCCCTCTGTTCCCATCTCCAAGTATTTTGTGATGGGAC 
TTCTACCTTAACTCAAACCGATGGTAATGGTAGAAATTTTAGAAACTATGGGAGGCTGTT 
GAGGGATAAATTTCTGAGAAGAGTTTTGTGGAATCTCTCAGAAACTATAGATAATGCGTT 
GTTGTGCTTTGTGTAAGGTTGCTTTTGGCCATAGAGAATGAGCTGTTTTTCAGGTGTATT 
GCCAGCT 

Sequence 10602 

GGGCCCCCCCTCGAAATACTTCTAGAATTAATTAACGCGGGCAATTAAGTAAATATAAAA 

GT T AT AAAC AAC TAG T T T C CC AAT T AT T T AG AAAAAG AC AAAG AAAAAT C AG T AT T T T AT 

GAATCATCATTAATATGTAATAATCAAACATGGCTGGGCATGGTGGTTCACGTTTGTAAT 

CCCAGCACTTTGGGAGGCTGAAGTGGGCAGATCAGTTGAAGTCAGGAGTTCAAGACCAGT 

CTGGCCAACATGATGAAACCCCGTCTCTACTAAAAATACAAAAATTAGCTGGGTGTGGTG 

GTGGGCACCTGTAATCCCAGCTACTTGGGAGGCCTGAAGCTGAAGAATCACTTGAACCTG 

GGAGGCAGAAGTTGCAGTGAGCCAAGATCACGCCACTGCATTCCAGCCTGGGCAACAGAG 

CAAGACTCCATCTCAAAAAAGAAATAAAATAAAGCCAGGCGCAGTGGCTCACGCCTGTAA 

TCCCAGCACTTTGGGAGGCCGGGGTGGGTGAATCACCTGAAGTCAAGCGTTCAAGACCAG 

CCTGTCCAACATGGTGAAACCCTGTCTCTACTACAAATACAAAAATTATGTGGGCCTGGT 

GGTAGGGTGCCTGTATCCCACTACTC 

Sequence 10603 

CCCCCCTCGNGAAGTCTTCTAGAATTAATTAACGCGGGCAGGATTGCCTGGTAAGACCGC 

CCACATCCCACCTGCAGTGACTGTGGTCGCTTTGCAGGGATATGCTGGTCTGATTGGACA 

GACCTTCCTTGCAGTTTCCTGTCTGTTTTCCATCATAGCACACTTCTTAGCCATTTTCTC 

ACTTTATAAGTACACACTTATTTATCAGTTTTATTGGTTTTCCCACGCTCACCCATCTCA 

CCTATAAACTCCCTGAGGGCAGGCACTATTTCAGTTTCACTCACCACCATCTAGTAGGCA 

CCTAGCACAGGCCCAATGTATATATATCTGAATAAATGAATGAACAAAGGAAGGAAAAAA 

AAAAAAAA 

Sequence 10604 

CCCCCTCGANGATCTTCTAGAATTAATTAACGCGGGATGAATTTTAAGATGAAACACACT 
TTCTTGCTTTTAGAAGAGGCAGAAATGCTTCTTAGGAATATCTCATATCCTGATGAAGTG 
ATGGCATTCTACAAACATACACACACTGCCTGTTACATTAGATGTCTTATTTTTCATCAT 
TCATAAATTGTCATCATGGGCTTGTTGTGTTTCCCTGAAGCATGAGTATGTTCTCCTCAT 
GACCACTAATTTTTCTTTTGGCAACAATTTACAGTGTTCTTTTCGAGTTTATATTAGAGT 
ATCCCATATTTATCCTAAGGAATTAGTCAAGGGCTATCAAATAACATGTTAATGAAATCC 
CTTATTACAGTTTGAATTATGGTTACACCTTTGAGGGATAAAGAATAAATATATAATGTT 
ATATCAACAAAGTGCTGTATATGACATATATGTGCATCCAAAAATACAGTGAAATACCCT 
TAGAAGAATAGAATGAAGTTACTGAGACAAGCCACATGAGCAGTTTAGAAATTCAAAGGA 
GCAAGCGATTGCTGTTGGAGAAGTGGGTACAGCGAGAGTTAGTTAATATTTAATACTAGC 

Sequence 10605 

AATTAATTACCGCGGTTATCCTCGCATTGTTGGTTGTTTTTCCCCCCCCACCATGGGTAC 
CATAGTGGTCTCAAATGACCATGTGAAAATCAAAGTTTTACTTGTGCTAAAAAACTTTGT 
TATCTACTAAAAAAGTTTATGCTTTTTTTTTAAAAGATTATGTCCAAAGACGGGCCGGGC 
TTGGGGGCTCACCCCTATAATCCCACCATTTTGGGAGGCTGAGGCGGGTGGATCACAGGG 
TCGGGAAATCGAAACCTTCCTGGCTAACATGGGGAAACCCCGTCTTTACTAAAAAATACA 
AAAATTTACCCAGGTGCGGGGGCGGGCCCCTGTAGTCCCATCTACTCAGGAGGCTAAGGC 
AGGAAAATGGTGTAAACCCTGGAGGCGGACCTTGCAGTAAGCTGAAATCCCGCCACTGCA 
CTCCACCCTGGGTGAAAAACCGAGACTTTGTCTAAAAAAAAAAAAAAA 
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Sequence 10606 

CTGGGGTACCGGGCCCCCCCCTCGNGGGTACTTCTAGNATTAATTAACGCGGGTTATCAG 

AGAAGTGGTTGGCTCTGCATGACAAACTGCCAAATGGTTCTAAGAAGCATGTCAACAGTT 

GTTTTTGGTCAAGCTACTGGATGTGGCCTATCTCCACGGGTGATAGTTGGTAGAGCTCAC 

AACTATTTTTATTCTTAATAACACATGGAAATATAGACCATAACGAATGAATTGTCATAT 

TTAAAGAGAGGCAATTTTTAATAATAATTTTAGAAATGCTTGCTTCTTTTTGAGATGGAT 

TTTCGCTCTTGTTGCCCAAGCTGGAGTGCAATGGTGCGATCTCGGCTCACTGCAATCTCT 

GCCTCCTGGGTTCAAGTGATTCTCCTGCCTCAGCCCCCTGAGTAGCTGGGATTACAGGCG 

TGCACCACCACGCCCGGCTAATTTCTTGTATTTTTAGTAGAAATGAGGTTTCACCATGTT 

AGCCAGGCTGGTCTCANACTCTTG 

Sequence 10607 

CCGGGCCCCCCCTCGAGAGTACTTCTAGAATTAATTAACGCGGGCTATATACTAAACTTG 

TTTCTTAGAAAGACACAGAAGAACCCTTTCACTGTAAAGTCTCAAAAGGATCCATGATCC 

CAATAAAAGTTAAAAACCAAGCATATATCTTCCATGTCTTCATATCATTCATATGCGTAT 

TAAAAGCCATGATGTCATACAGACATCACAGGACATCTTCATATTTGCCATGATCTTTAT 

CAATGCCCTCAGCTACTTGGCCTCTTGGTAGGCAGCAGGAAGTATGTTTTACCTTTGCTC 

AGGAGATTAGGAATGTCTTCTAGAATGTGACTATTCAGTAGTATATTTGTTAATGTTTCC 

TTTTATTGCTTCTGAGACTCCCCCAATCTTAATCTTCTATACAAAGTGGCATTTTTGGTT 

TACAGTGTTTTTAAACAGTGAAAAGGAACTTTTTGCCTGTTACAAATTTTATGCATCACC 

ATATATAAACTAAACTATGTCAGTGGCTCTATGAGATTTCCTGTAAAACTTTTTTCCTAC 

AAAT AG AT AAAT T C AC AC AG G T AT GC AAAAAC T T AT G T T G AAAT AT TGTTTTTATGTGAT 

GAAAAGT GAAAT CAAT CAAATGCC C 

Sequence 10608 

CGGGCCCCCCCNTCGGGGTACTTCTAGNATTAATTAACGCGGGATATATGGAAAGGGAAA 

AGGTAAATCACTTAAACTACTTGATGCAAAACAGCAATCCTTCCAGTTTGAAATATAAAG 

TCCCATTTGGCTCTTAGTAGAGTAAGGAGAGTAGTAAAGAAAACAGCCAGCTATGACCAA 

TAATTTGTACATACAGAAGAAAGATTTAAATTTTCTTAACATGCCTTAATCCTTACTCAT 

AAGAAGGAACAGGAATGCTTACAGACTATTAATTTAAAATATTCTAAAAATATCGACGTT 

ATGTACAAATTTCATGCTATTAGGATGAACAGCTAATTATTTCTTAGTAATGATGCTTCA 

TTAATAAGCATCTGTTTATGTCTGTTTATCAATGCTATATAAATTTGCGTGGAATAGCTA 

TCAAACTAGCTTAAAAACTAAAAACTAATAGTCCTCCTGGTGCTTTCAGGAAAAAGACAA 

CCTAAGCATTTAACTTTACATCCTTCTGAACTCTTAAATTTTTGGTCATTGGTATGTATN 

TATTT TT AAATTAAAAATAACTAA 

Sequence 10609 

AACGCGGGCAGTAACATATGACAACAACCTTTCCCAGCCTGCGTGGCAGGCAGGTGGCCA 

TTGAGATGTGAAAAGAAGATGCTGAGTGGTGATTCTGGGAAATCCCTGGAAAGTGATAAA 

CTTCTTTTGCCCTTCCTCTCCTCATCCTTCCACTGAGACAGGACAAGATGGTGGGATCCC 

CATCAGCCATTTTGGAAACACAGGGATGAAAGCCTCACTCTATGGCTGGGGGAGGAGGGA 

TCTATAAGGAGCCACGTGTCTGGCGTGGGACTTCCCATTCTGGAATGGGCATTATGGAAG 

ACAAAAATAAACCCGTCTTGGTTAAATAGATGGAATGGGGATGGGTCTGGGACCTGCAGC 

TGATGGAGATGGCCAGAAATAGGCGTATGTGCTGGTAATAATGGGGAAATGCTGTGGTAA 

TGCTACTACCACTGACAAAGAATGAGAGACCTACTCTAAAAATGGACTAAA 

Sequence 10610 

GGGCCCCCCCTTCGAAAGTCTTCTAGAATTAATTAACGCGGGCAGAAACAGAAGATCAAA 

AACCCATGTTCTCATTTTTAAGTGGGAGCTAAACAATGGGTACACACGGACATAAAGATA 

GAAGTAACAGACACTGGGGACTCCTAAAGGGGAGAGGCTAGAGTTGAAAAATTATCTGTC 

TGGTGTAATGCTCACTATTTGGGTAATGGGTACATTAGAAGCCCAATCTCCACCACTACG 

CATGTGCCTATGTAACACACCTGCACATGTACCCCCTGAATCTAAAATACATTAAAACTT 

GAAAATAAATAAATAAATATCACCTTAAAAAAAAAAAAAAGTGACTCCTAATCCTACTAC 

TGGCAATCTAGTGGCAGAGACAGGTGAAACCTTTCACCCACTCATAAAACAGGAGGCCCA 

ATTATTTAAACTGAGAATTAAAGTAAGATTGATGTGTTCCTTTAACAGAGATGTCTGAAT 

GAGGGATATTCATACTAGTTTGACCCAACAGGAAGAAAGTACATTTTGGAAGGAGACCCA 

G T T C T T T T AT AAT C AC AG GAAAT AT T T C C T C AC CTTTCACAG C AG AT 

Sequence 10611 

CGGGCCCCCCCTCGGGGTACTTCTAGAATTAATTAACGCGGGGGGATTGGCAGATTTCCC 
TGAAGTTGGTTCCAGAGTAGCCAGAAGAGGAGGACATTTTAAAGAAGGGTTTAGGCTGCT 
CTTCTAGAAGAAAACTCCTGTCTCTTGCTCCTATGATCCAAGGTTTCAGGGATTATTTTA 



